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Table S2A. Spectrum to peptide matches leading to the identification of NEs proteins isolated from Human PBMCs

For each of the proteins or protein groups listed in Table S2B are provided: 
the sequences of each peptide mapped to this protein/protein group, as well as the position within the protein of the peptide's 1st residue, its tryptic status (2 for full-tryptic, 1 for half and 0 for non-tryptic, the last two being allowed only in the proteinase K digested samples), 
and whether the peptide is unique to this protein/protein group (*);
the name of the spectrum (MatchID) mapping each peptide with the highest SEQUEST cross-correlation score (XCorr), as well as its charge state (Z), DeltCn, Sp rank, and ion proportion;
the observed (M+H+) and calculated (CalcM+H+) precursor ion mass;
the number of different spectra matched to each peptide/charge state (Count).
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1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.013796.013796 3 3.7017 0.1926 1929.14 1927.2 7 40 1 T.FYNELRVAPEEHPVLL.T 90 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.010158.010158 2 3.1175 0.2131 1037.25 1037.2 1 83.33333 2 Q.AVLSLYASGR.T 138 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.010030.010030 2 4.1185 0.4353 2124.63 2125.3 1 67.5 2 L.SLYASGRTTGIVMDSGDGVTH.T 141 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.014581.01458 2 3.2615 0.238 1278.49 1276.6 1 88.88889 2 E.KMTQIMFETF.N 118 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.012167.012167 1 2.5089 0.1531 1588.05 1587.9 1 58.333332 2 I.KIIAPPERKYSVW.I 328 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.013888.013888 2 2.7279 0.156 1698.97 1701.1 1 57.692307 3 K.IKIIAPPERKYSVW.I 327 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.010098.010098 1 2.947 0.399 1377.58 1378.6 2 59.090908 1 C.GIHETTFNSIMK.C 273 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.013333.013333 2 2.6092 0.2416 1629.43 1629.9 1 53.846157 1 K.IIAPPERKYSVWIG.G 329 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.010754.010754 1 2.1768 0.1958 1211.63 1212.4 8 66.66667 1 A.GRDLTDYLMK.I 182 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.011785.011785 2 3.6633 0.2553 2353.45 2353.7 1 47.5 1 N.ELRVAPEEHPVLLTEAPLNPK.A 93 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.003822.003822 2 2.8205 0.409 1514.65 1516.7 1 80 3 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009120.009120 2 5.2751 0.4998 1845.99 1846 1 73.333336 3 W.ISKQEYDESGPSIVHR.K 357 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.004247.004247 2 2.6337 0.2311 1403.25 1403.5 1 72.22222 1 I.WHHTFYNELR.V 86 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.012757.012757 2 2.9944 0.1568 1587.09 1587.9 1 70.83333 2 I.KIIAPPERKYSVW.I 328 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.017081.01708 2 3.8509 0.2577 1803.45 1801.1 1 67.85714 1 R.FRCPEALFQPSFLGM.E 255 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.010244.010244 2 3.7477 0.1591 2164.63 2166.4 1 55.263157 1 M.GQKDSYVGDEAQSKRGILTL.K 48 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.012520.012520 1 3.3918 0.2178 1512.49 1511.7 1 75 8 T.NWDDMEKIWHH.T 78 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.008825.008825 1 3.9299 0.2612 1516.93 1516.7 1 75 38 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.008135.008135 2 2.9946 0.463 1135.75 1133.2 1 88.88889 1 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.010795.010795 2 4.4274 0.3687 1953.01 1955.3 1 67.64706 4 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.009413.009413 2 4.1108 0.2187 2295.83 2296.6 1 45 1 R.VAPEEHPVLLTEAPLNPKANR.E 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.012530.012530 2 2.8103 0.1989 2111.59 2111.4 1 47.22222 1 L.RVAPEEHPVLLTEAPLNPK.A 95 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.016147.016147 3 3.9107 0.2871 3187.31 3185.6 2 28.448275 2 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.012449.012449 2 4.845 0.4581 2525.23 2526.8 1 56.521736 12 S.GRTTGIVMDSGDGVTHTVPIYEGY.A 146 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009682.009682 2 4.274 0.287 1954.47 1955.3 1 58.823532 21 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.011755.011755 2 2.7603 0.2061 1089.53 1087.2 1 88.88889 1 D.GQVITIGNER.F 245 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.009548.009548 1 3.2704 0.1762 1404.89 1403.6 1 65 5 R.EIVRDIKEKLC.Y 207 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009944.009944 2 3.3152 0.1514 1924.23 1923.2 1 64.28571 2 T.AEREIVRDIKEKLCY.V 204 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.012008.012008 2 3.4244 0.2966 1518.79 1516.7 1 85 80 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.009362.009362 2 3.3047 0.211 1609.87 1610.8 1 62.5 1 M.KCDVDIRKDLYAN.T 284 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.012484.012484 1 2.1428 0.1621 1459.64 1459.7 1 54.545456 3 K.IIAPPERKYSVW.I 329 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.003017.003017 2 3.2634 0.1559 1738.69 1738.1 4 60.714287 5 L.DLAGRDLTDYLMKIL.T 179 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_106.015415.015415 2 5.2364 0.4685 2810.75 2809.1 1 52.083332 32 K.EKLCYVALDFEQEMATAASSSSLEK.S 214 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.012567.012567 2 3.8249 0.398 1510.81 1511.7 1 80 10 T.NWDDMEKIWHH.T 78 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.015412.015412 3 7.6846 0.4373 3539.09 3537 1 36.206894 82 R.FRCPEALFQPSFLGMESCGIHETTFNSIMK.C 255 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009712.009712 2 5.7051 0.4403 2033.75 2032.2 1 81.25 8 M.WISKQEYDESGPSIVHR.K 356 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.013274.013274 2 3.1053 0.3269 2027.63 2028.3 1 59.375 3 T.FYNELRVAPEEHPVLLT.E 90 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.013177.013177 2 3.0035 0.1917 1687.57 1687 6 50 1 K.IIAPPERKYSVWIGG.S 329 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.016141.01614 2 3.5193 0.354 1849.13 1850.2 1 60.714287 3 R.EIVRDIKEKLCYVAL.D 207 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.012638.012638 1 3.1688 0.3983 1516.81 1516.7 1 70 2 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.013802.013802 3 4.5355 0.2742 3264.65 3266.6 1 25 2 L.YASGRTTGIVMDSGDGVTHTVPIYEGYALPH.A 143 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009070.009070 2 4.5014 0.4393 1644.73 1645.8 1 84.61539 11 S.KQEYDESGPSIVHR.K 359 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.014833.014833 3 5.6438 0.3503 2876.69 2879.3 1 43.75 3 H.TFYNELRVAPEEHPVLLTEAPLNPK.A 89 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.009959.009959 2 6.8401 0.5046 2344.85 2344.6 1 66.66667 51 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.012723.012723 3 3.8883 0.3223 2089.28 2086.4 1 35.526314 2 A.GFAGDDAPRAVFPSIVGRPR.H 20 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009190.009190 2 4.399 0.3697 1773.75 1773.9 1 71.42857 5 S.KQEYDESGPSIVHRK.C 359 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.013148.013148 3 3.6305 0.338 2026.13 2028.3 1 42.1875 2 T.FYNELRVAPEEHPVLLT.E 90 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.019720.019720 2 3.3889 0.1803 1223.23 1223.5 1 85 13 R.KYSVWIGGSIL.A 336 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.017778.017778 3 4.136 0.3318 3124.07 3123.5 3 25.961538 2 S.SLEKSYELPDGQVITIGNERFRCPEAL.F 235 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.010268.010268 1 2.9719 0.4184 1336.83 1336.5 1 59.090908 4 D.GVTHTVPIYEGY.A 158 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.013232.013232 3 6.6265 0.4774 3186.83 3185.6 1 37.068966 28 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.015616.015616 2 3.3137 0.2844 1780.15 1781.1 1 71.42857 2 L.RLDLAGRDLTDYLMK.I 177 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.013730.013730 2 3.2158 0.3007 1925.79 1927.2 1 60.000004 2 T.FYNELRVAPEEHPVLL.T 90 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.012322.012322 2 5.49 0.3538 2629.59 2631 1 52.272724 2 F.YNELRVAPEEHPVLLTEAPLNPK.A 91 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.013296.013296 2 3.5211 0.3843 3102.13 3103.4 1 31.034481 2 Y.ASGRTTGIVMDSGDGVTHTVPIYEGYALPH.A 144 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.002144.002144 3 5.9049 0.377 2552.21 2551.8 1 42.045452 204 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.015518.015518 3 5.5263 0.4151 2810.09 2809.1 1 33.333336 14 K.EKLCYVALDFEQEMATAASSSSLEK.S 214 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.014963.014963 1 2.2558 0.2621 1520.72 1521.7 6 50 2 L.RLDLAGRDLTDYL.M 177 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.011027.011027 1 2.8978 0.1997 1498.68 1498.7 1 60.000004 4 N.WDDMEKIWHHT.F 79 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.010022.010022 3 5.7683 0.3728 2343.71 2344.6 1 42.857143 10 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.011943.011943 1 2.1654 0.1507 1395.55 1396.6 2 68.181816 1 D.LAGRDLTDYLMK.I 180 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.014283.014283 2 5.7243 0.4549 2215.51 2216.5 1 60.000004 159 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.018581.01858 2 3.8328 0.2755 1998.95 2000.4 7 41.17647 29 K.IIAPPERKYSVWIGGSIL.A 329 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.013022.013022 2 4.0453 0.4496 3185.19 3185.6 1 32.75862 6 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.008744.008744 2 2.9466 0.1805 1201.37 1199.4 3 75 7 R.AVFPSIVGRPR.H 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010280.010280 2 4.0275 0.1778 1980.09 1981.2 1 55.88235 2 Q.KDSYVGDEAQSKRGILTL.K 50 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.009489.009489 1 3.0225 0.2285 1362.91 1361.6 7 50 5 L.RVAPEEHPVLLT.E 95 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.020364.020364 3 3.8078 0.186 3843.44 3844.2 1 21.969696 2 A.SSSSLEKSYELPDGQVITIGNERFRCPEALFQPS.F 232 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011301.01130 2 4.7561 0.4509 2161.13 2160.4 1 58.823532 1 M.WISKQEYDESGPSIVHRK.C 356 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010737.010737 1 2.9705 0.2109 1566.82 1566.8 1 59.090908 1 R.EIVRDIKEKLCY.V 207 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.011944.011944 3 4.2231 0.2206 1398.59 1396.6 2 61.363636 1 D.LAGRDLTDYLMK.I 180 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.018020.018020 2 7.2219 0.4602 2551.93 2551.8 1 65.909096 579 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.009714.009714 2 3.2817 0.1959 1744.03 1742 1 57.692307 1 I.MKCDVDIRKDLYAN.T 283 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.017335.017335 2 3.5286 0.3661 3122.79 3123.5 1 38.46154 3 S.SLEKSYELPDGQVITIGNERFRCPEAL.F 235 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.009230.009230 2 3.1584 0.2242 1824.21 1825 6 53.571426 1 Q.EYDESGPSIVHRKCF.- 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010425.010425 1 2.4216 0.2427 996.52 997.14 1 75 3 R.KYSVWIGGS.I 336 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010418.010418 2 2.7989 0.1846 1458.87 1459.7 1 68.181816 2 K.IIAPPERKYSVW.I 329 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011927.011927 1 2.3736 0.2507 1347.32 1346.6 1 60.000004 1 I.IAPPERKYSVW.I 330 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011982.011982 2 2.7431 0.2436 1162.31 1162.3 2 75 1 A.PPERKYSVW.I 332 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.017654.017654 2 3.3382 0.2716 1625.71 1623 9 65.38461 3 D.LAGRDLTDYLMKIL.T 180 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.019969.019969 3 4.1946 0.1955 1851.38 1851.2 2 48.333332 1 R.LDLAGRDLTDYLMKIL.T 178 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.011493.011493 1 2.3537 0.2238 1415.81 1415.7 6 45.454548 3 K.IKIIAPPERKYS.V 327 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011592.011592 1 2.0834 0.1987 1213.74 1214.4 1 66.66667 1 M.KILTERGYSF.T 191 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.012133.012133 1 1.803 0.2287 1513.97 1514.9 1 54.166668 1 K.IKIIAPPERKYSV.W 327 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.011248.011248 2 3.6441 0.1546 1762.33 1760 3 61.538464 8 T.AEREIVRDIKEKLC.Y 204 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.008682.008682 2 2.9746 0.1587 1519.37 1517.6 3 66.66667 2 Q.EYDESGPSIVHRK.C 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009872.009872 1 1.8462 0.2766 1078.66 1079.2 2 56.25 1 T.HTVPIYEGY.A 161 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.010416.010416 2 5.7419 0.5159 2165.79 2163.4 1 79.411766 2 Q.MWISKQEYDESGPSIVHR.K 355 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_112.011509.011509 1 2.2067 0.1766 1328.84 1328.6 4 55 1 K.IKIIAPPERKY.S 327 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_115.001070.001070 2 3.0096 0.2945 1302.85 1303.6 1 81.818184 17 Y.ALPHAILRLDLA.G 170 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.008963.008963 3 4.9296 0.3753 1647.08 1645.8 2 50 2 S.KQEYDESGPSIVHR.K 359 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.017868.017868 2 5.4511 0.4491 2178.93 2177.4 1 64.70589 2 R.FRCPEALFQPSFLGMESC.G 255 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.008782.008782 2 3.2143 0.2143 1732.29 1732.8 1 53.571426 1 I.SKQEYDESGPSIVHR.K 358 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_115.017194.017194 1 2.2163 0.1924 1302.82 1303.6 6 59.090908 1 Y.ALPHAILRLDLA.G 170 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010700.010700 2 3.7254 0.1615 1566.03 1566.8 1 81.818184 1 R.EIVRDIKEKLCY.V 207 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.008696.008696 1 1.8769 0.2996 1516.7 1517.6 3 50 1 Q.EYDESGPSIVHRK.C 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010899.010899 1 3.0315 0.1821 1398.8 1397.6 1 66.66667 4 N.WDDMEKIWHH.T 79 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.010621.01062 2 2.9623 0.2733 1727.21 1728 1 64.28571 1 T.EAPLNPKANREKMTQ.I 107 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.018025.018025 2 4.4926 0.3827 1932.23 1930.2 1 66.66667 3 R.FRCPEALFQPSFLGME.S 255 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.016132.016132 2 3.0233 0.1716 1652.51 1652.9 9 65.38461 1 L.RLDLAGRDLTDYLM.K 177 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_112.009768.009768 2 2.6954 0.2112 1518.47 1517.6 1 54.166668 3 K.QEYDESGPSIVHR.K 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_113.019346.019346 2 2.882 0.1901 1849.97 1851.2 3 53.333336 1 R.LDLAGRDLTDYLMKIL.T 178 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.013770.013770 2 2.9652 0.3606 1812.99 1814.1 1 60.000004 1 H.TVPIYEGYALPHAILR.L 162 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_109.009692.009692 1 2.3976 0.2919 1259.58 1260.5 1 60.000004 4 L.RVAPEEHPVLL.T 95 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009725.009725 2 3.9211 0.3457 2038.55 2038.2 1 55.263157 2 S.LYASGRTTGIVMDSGDGVTH.T 142 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011967.011967 1 2.2556 0.2893 1233.58 1233.4 1 55.555557 1 I.APPERKYSVW.I 331 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.011936.011936 3 5.6234 0.0859 3452.42 3452.9 2 28.57143 3 K.IWHHTFYNELRVAPEEHPVLLTEAPLNPK.A 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.014330.014330 2 3.6971 0.1692 2778.19 2778.2 1 43.47826 1 T.FYNELRVAPEEHPVLLTEAPLNPK.A 90 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_114.001562.001562 2 3.0061 0.2174 1438.21 1438.7 4 68.181816 5 A.GRDLTDYLMKIL.T 182 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.014504.014504 3 5.5925 0.4304 3231.5 3233.6 1 33.333336 58 R.CPEALFQPSFLGMESCGIHETTFNSIMK.C 257 2
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1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.008978.008978 3 3.9162 0.2981 1517.39 1516.7 1 62.5 34 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_111.010842.010842 3 3.9376 0.3571 1772.75 1773.9 1 51.785713 2 S.KQEYDESGPSIVHRK.C 359 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_110.013594.013594 2 3.5333 0.2479 2944.91 2945.3 1 38.88889 2 S.GRTTGIVMDSGDGVTHTVPIYEGYALPH.A 146 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.006826.00682 1 2.1586 0.3881 1171.4 1172.4 1 65 1 R.HQGVMVGMGQK.D 40 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_102.008094.0080 2 2.6785 0.2098 1164.05 1162.4 6 70 2 K.EITALAPSTMK.I 316 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008288.00828 2 4.26 0.1435 1954.95 1955.3 1 67.64706 4 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.015471.015 2 4.145 0.4397 1912.75 1911.3 1 67.64706 6 T.PAMYVAIQAVLSLYASGR.T 130 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008296.00829 3 3.7405 0.0952 1953.62 1955.3 1 42.647057 1 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.012362.0123 2 4.161 0.2827 3188.17 3185.6 1 36.206894 4 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006966.0069 1 1.8845 0.3931 1517.67 1517.6 7 41.666664 1 K.QEYDESGPSIVHR.K 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.016998.016 2 3.0193 0.3163 3126.57 3124.6 5 29.62963 1 M.TQIMFETFNTPAMYVAIQAVLSLYASGR.T 120 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_107.008604.0086 1 1.8127 0.2581 1165.45 1166.2 1 61.11111 1 E.SCGIHETTFN.S 271 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.005979.0059 1 2.5914 0.1151 1198.53 1199.2 1 65 1 K.DSYVGDEAQSK.R 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_111.010977.0109 2 2.9295 0.3087 1514.71 1517.6 1 66.66667 4 Q.EYDESGPSIVHRK.C 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.012452.0124 3 7.1211 0.4489 3187.16 3185.6 1 36.206894 23 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.013046.0130 1 2.0687 0.208 998.29 999.17 5 71.42857 2 R.DLTDYLMK.I 184 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.018550.01855 3 5.1867 0.3826 2552.15 2551.8 1 37.5 53 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006026.0060 2 2.3063 0.0956 924.15 924.13 2 85.71429 1 K.IIAPPERK.Y 329 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010544.0105 2 4.9056 0.3749 1794.63 1792 1 86.666664 3 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.019406.01940 2 4.853 0.3129 1792.49 1792 1 83.33333 43 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_107.009848.0098 2 2.6165 0.2742 1208.27 1205.4 1 80 1 R.VAPEEHPVLLT.E 96 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009850.0098 2 6.0592 0.4954 2344.87 2344.6 1 66.66667 11 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.010224.01022 1 3.6641 0.2609 1518.73 1516.7 1 70 6 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.016772.016 2 3.91 0.3111 2651.91 2651.1 1 45.652176 4 M.FETFNTPAMYVAIQAVLSLYASGR.T 124 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.008344.0083 2 3.2067 0.2787 1201.61 1199.4 1 80 9 R.AVFPSIVGRPR.H 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.010760.010 2 5.1971 0.472 2031.43 2032.2 1 78.125 2 M.WISKQEYDESGPSIVHR.K 356 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012302.012 2 3.728 0.4757 2466.31 2467.8 1 50 5 D.SGDGVTHTVPIYEGYALPHAILR.L 155 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012308.012 3 4.7754 0.3884 2379.56 2380.7 1 39.285713 1 S.GDGVTHTVPIYEGYALPHAILR.L 156 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012352.012 3 6.1047 0.4507 2470.61 2467.8 1 40.909092 3 D.SGDGVTHTVPIYEGYALPHAILR.L 155 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012386.012 2 4.2425 0.3987 1816.81 1814.1 1 70 2 H.TVPIYEGYALPHAILR.L 162 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012429.012 3 4.1244 0.2948 2582.66 2582.9 1 32.608696 2 M.DSGDGVTHTVPIYEGYALPHAILR.L 154 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012467.012 2 3.589 0.4662 2583.01 2582.9 1 41.304348 2 M.DSGDGVTHTVPIYEGYALPHAILR.L 154 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.012861.012 3 4.5699 0.3769 3186.41 3185.6 1 31.034481 2 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_110.012454.012 2 3.757 0.2956 2218.49 2216.5 1 50 1 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.013889.013 2 4.397 0.4337 1612.43 1611.9 1 92.85714 25 M.YVAIQAVLSLYASGR.T 133 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_110.011471.011 2 3.2875 0.1654 1618.39 1615.9 6 60.714287 1 R.VAPEEHPVLLTEAPL.N 96 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.015393.01539 2 6.6703 0.5067 2552.83 2551.8 1 63.636364 224 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.016047.016 3 4.4161 0.3168 2012.45 2012.4 1 41.666664 2 N.TPAMYVAIQAVLSLYASGR.T 129 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011840.01184 2 6.5041 0.5343 2215.79 2216.5 1 65 27 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.016836.016 3 3.7694 0.4098 2652.98 2651.1 1 26.086956 2 M.FETFNTPAMYVAIQAVLSLYASGR.T 124 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_110.009915.009 2 3.6558 0.2484 1955.85 1955.3 1 64.70589 2 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.011258.011 2 3.6098 0.3507 1755.23 1755 1 66.66667 2 D.GVTHTVPIYEGYALPH.A 158 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_110.008925.008 2 2.7714 0.2557 1036.71 1037.2 1 83.33333 1 Q.AVLSLYASGR.T 138 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.011838.011 2 4.0743 0.337 2152.55 2151.5 1 69.44444 2 G.VTHTVPIYEGYALPHAILR.L 159 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.011876.011 2 5.2877 0.4328 2210.81 2208.6 1 60.526318 2 D.GVTHTVPIYEGYALPHAILR.L 158 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_110.012870.0128 2 4.2243 0.2903 1791.73 1792 1 73.333336 10 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014868.01486 2 3.942 0.4191 2810.25 2809.1 1 45.833336 3 K.EKLCYVALDFEQEMATAASSSSLEK.S 214 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007730.0077 1 2.4067 0.2755 1161.5 1162.4 1 70 2 K.EITALAPSTMK.I 316 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_110.008786.0087 2 2.8002 0.3374 1516.69 1517.6 1 66.66667 2 K.QEYDESGPSIVHR.K 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.012126.012 2 3.9616 0.3535 2325.63 2323.7 1 47.5 3 G.DGVTHTVPIYEGYALPHAILR.L 157 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_112.012224.012 3 4.6011 0.3801 2208.44 2208.6 1 43.421055 2 D.GVTHTVPIYEGYALPHAILR.L 158 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.008799.0087 2 4.8704 0.3213 2296.01 2296.6 1 52.499996 9 R.VAPEEHPVLLTEAPLNPKANR.E 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_PK_111.015680.015 2 6.1497 0.4858 2011.81 2012.4 1 77.77778 23 N.TPAMYVAIQAVLSLYASGR.T 129 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_112.011408.0114 2 4.7108 0.363 1647.57 1645.8 1 88.46153 10 S.KQEYDESGPSIVHR.K 359 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013142.0131 2 6.5096 0.4398 2217.29 2216.5 1 52.499996 34 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.015248.0152 3 4.7076 0.3162 3236.18 3233.6 5 23.148148 7 R.CPEALFQPSFLGMESCGIHETTFNSIMK.C 257 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.005432.00543 2 3.5787 0.0927 1198.49 1199.2 1 85 1 K.DSYVGDEAQSK.R 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008910.00891 2 3.7342 0.232 2296.39 2296.6 1 45 1 R.VAPEEHPVLLTEAPLNPKANR.E 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009884.00988 3 5.8827 0.4319 2344.55 2344.6 1 42.857143 3 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.010604.01060 2 3.3386 0.3313 1516.37 1516.7 1 85 21 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.010140.01014 3 3.9806 0.233 1516.94 1516.7 1 65 3 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014720.01472 3 5.4736 0.4487 3232.67 3233.6 1 36.11111 33 R.CPEALFQPSFLGMESCGIHETTFNSIMK.C 257 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.006800.00680 3 3.0744 0.2732 1517.93 1517.6 1 52.083332 1 K.QEYDESGPSIVHR.K 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.006134.00613 2 3.3573 0.2227 978.27 977.02 1 88.88889 4 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.003513.0035 2 3.0426 0.3606 1135.79 1133.2 1 88.88889 4 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_106.008938.0089 1 2.1856 0.1598 937.37 938 6 83.33333 1 T.NWDDMEK.I 78 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_109.008844.0088 2 3.5001 0.3658 1391.89 1389.5 1 72.72727 3 Q.EYDESGPSIVHR.K 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007115.00711 2 2.972 0.2503 1132.93 1133.2 1 83.33333 2 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.015255.0152 2 6.3344 0.4654 2552.31 2551.8 1 63.636364 254 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_112.011952.0119 1 2.0031 0.2065 1205.62 1205.4 1 65 1 R.VAPEEHPVLLT.E 96 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.017954.0179 2 3.6248 0.33 1611.45 1611.9 1 70.83333 2 R.DLTDYLMKILTER.G 184 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008878.0088 2 4.0577 0.3609 1953.59 1955.3 1 67.64706 7 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_107.008985.0089 2 3.2075 0.3801 1135.69 1133.2 1 94.44444 2 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007624.00762 2 2.8069 0.3669 1162.21 1162.4 1 75 1 K.EITALAPSTMK.I 316 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010403.01040 2 4.6247 0.3963 2344.31 2344.6 1 52.380955 3 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_PK_106.008771.0087 1 2.4029 0.3206 1187.4 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.006284.0062 2 3.0608 0.1516 979.11 977.02 1 88.88889 2 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012962.01296 3 7.3555 0.4609 3539.3 3537 1 37.068966 23 R.FRCPEALFQPSFLGMESCGIHETTFNSIMK.C 255 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017988.01798 2 3.1006 0.3252 1611.75 1611.9 1 75 2 R.DLTDYLMKILTER.G 184 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_101.012710.01271 1 2.1359 0.1049 1000.08 999.17 7 64.28571 2 R.DLTDYLMK.I 184 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.012296.01229 3 6.8836 0.5223 3186.02 3185.6 1 34.482758 21 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009243.00924 2 3.4059 0.2808 1946.97 1948.2 1 66.66667 1 K.YPIEHGIVTNWDDMEK.I 69 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.009616.00961 2 2.6951 0.2295 1173.59 1172.4 1 80 2 R.HQGVMVGMGQK.D 40 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010316.01031 2 2.9308 0.1694 1199.43 1199.4 4 70 2 R.AVFPSIVGRPR.H 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010100.01010 3 3.4113 0.095 1792.28 1792 1 45 1 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_110.017990.017990. 3 4.9618 0.3331 2013.05 2012.4 1 47.22222 2 N.TPAMYVAIQAVLSLYASGR.T 129 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_105.015731.015731.2 2 2.0312 0.1889 1644.91 1645.8 5 61.538464 1 K.QEYDESGPSIVHRK.C 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012236.012236 2 4.3507 0.4618 2849.95 2848.1 1 38.46154 2 L.YASGRTTGIVMDSGDGVTHTVPIYEGY.A 143 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.009458.009458 1 2.1703 0.2225 1238.57 1239.4 4 55.555557 2 R.DIKEKLCYVA.L 211 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.001763.001763. 2 4.7627 0.4556 2652.63 2651.1 1 45.652176 10 M.FETFNTPAMYVAIQAVLSLYASGR.T 124 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3122.31 3 5.0088 0.2509 3183.68 3185.6 1 28.448275 2 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_110.019796.019796. 2 5.9679 0.4501 2014.87 2012.4 1 75 94 N.TPAMYVAIQAVLSLYASGR.T 129 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.011925.011925. 2 4.5713 0.4 1815.29 1814.1 1 73.333336 2 H.TVPIYEGYALPHAILR.L 162 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.008688.008688 2 2.5607 0.1746 1602.55 1603.7 1 63.333332 1 S.GRTTGIVMDSGDGVTH.T 146 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1745.17 2 3.1046 0.2444 978.27 977.02 1 88.88889 1 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010634.0106 2 3.5279 0.2075 1518.81 1516.7 1 80 21 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_105.011474.011474. 2 4.581 0.2696 1791.51 1792 1 80 4 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1739.173 2 2.6888 0.1708 977.09 977.02 1 88.88889 2 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1915.19 2 3.1827 0.3363 1132.54 1133.2 1 88.88889 3 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008924.008924 2 2.6539 0.2517 1190.67 1188.3 1 72.72727 1 T.GIVMDSGDGVTH.T 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.014840.014840 2 3.673 0.4094 1404.65 1405.7 1 80 5 R.EKMTQIMFETF.N 117 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1579.157 2 3.6447 0.1439 1200.47 1199.2 2 85 2 K.DSYVGDEAQSK.R 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_105.009407.009407. 2 3.9627 0.4701 1637.85 1639.9 1 73.333336 6 N.TVLSGGTTMYPGIADR.M 297 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.012659.012659. 3 4.4897 0.3505 2986.34 2983.4 1 29.62963 1 T.GIVMDSGDGVTHTVPIYEGYALPHAILR.L 150 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.012381.01238 1 2.8465 0.2158 1578.61 1578.8 1 57.692307 2 S.SLEKSYELPDGQVI.T 235 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.011924.011924. 3 5.7625 0.4603 2467.88 2467.8 1 39.772728 4 D.SGDGVTHTVPIYEGYALPHAILR.L 155 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2900.290 2 3.2447 0.1772 2095.88 2095.3 1 50 1 K.SYELPDGQVITIGNERFR.C 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_106.000174.000174.3 3 5.9774 0.3954 2551.85 2551.8 1 39.772728 175 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.012080.012080. 2 3.9456 0.3786 2379.79 2380.7 1 40.476192 2 S.GDGVTHTVPIYEGYALPHAILR.L 156 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.011979.011979. 2 3.3559 0.3401 2467.77 2467.8 1 43.18182 2 D.SGDGVTHTVPIYEGYALPHAILR.L 155 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2266.22 2 2.9083 0.0952 1630.51 1630.8 9 50 1 R.GYSFTTTAEREIVR.D 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.011946.011946. 3 4.9588 0.4366 2380.91 2380.7 1 35.714287 6 S.GDGVTHTVPIYEGYALPHAILR.L 156 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_107.012833.012833.2 2 4.1018 0.3672 3186.11 3185.6 1 34.482758 8 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_110.013786.013786. 3 4.1563 0.3313 2580.29 2582.9 9 27.173912 1 M.DSGDGVTHTVPIYEGYALPHAILR.L 154 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_106.009705.009705. 2 3.0209 0.3207 1280.51 1278.5 1 72.72727 2 A.IQAVLSLYASGR.T 136 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010449.0104 1 4.0329 0.2308 1518.71 1516.7 1 70 13 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2455.245 2 4.0464 0.2351 2553.36 2553.9 1 43.18182 2 R.VAPEEHPVLLTEAPLNPKANREK.M 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2431.243 2 3.1264 0.2388 1198.97 1199.4 7 70 2 R.AVFPSIVGRPR.Q 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012750.012750 3 4.7579 0.2876 2339.09 2336.6 1 38.75 1 S.SSLEKSYELPDGQVITIGNER.F 234 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_111.011844.011844.2 2 2.8396 0.2055 1200.69 1199.4 1 75 3 R.AVFPSIVGRPR.H 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013113.013113.3 3 5.7109 0.3996 2215.67 2216.5 1 42.5 8 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_108.015273.015273. 2 5.4722 0.3805 1611.63 1611.9 1 89.28571 70 M.YVAIQAVLSLYASGR.T 133 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.009752.009752 1 2.5118 0.1878 1322.74 1322.5 1 60.000004 2 C.DVDIRKDLYAN.T 286 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_108.015194.015194. 2 2.7523 0.1514 1813.21 1814.2 3 46.875 1 P.AMYVAIQAVLSLYASGR.T 131 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012317.012317.2 2 3.5602 0.3121 1516.67 1516.7 1 80 44 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.015326.015326 2 4.0355 0.2542 1849.81 1850.1 1 59.375 3 S.SLEKSYELPDGQVITIG.N 235 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.010286.010286 3 3.9412 0.1731 1212.83 1212.4 1 69.44444 1 A.GRDLTDYLMK.I 182 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_104.014576.014576 2 4.3157 0.461 2110.45 2111.3 1 68.42105 8 T.GIVMDSGDGVTHTVPIYEGY.A 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012774.012774 2 4.018 0.4071 2425.19 2423.6 1 47.61905 3 S.SSSLEKSYELPDGQVITIGNER.F 233 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_106.008853.008853. 2 3.2006 0.152 1039.97 1037.2 1 77.77778 2 Q.AVLSLYASGR.T 138 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012776.012776 2 5.0792 0.4252 2335.03 2336.6 1 65 2 S.SSLEKSYELPDGQVITIGNER.F 234 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.008978.008978 2 3.7336 0.2616 1925.49 1925.1 1 63.88889 2 L.YASGRTTGIVMDSGDGVTH.T 143 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.014967.014967 1 2.2281 0.1825 1236.87 1237.4 8 75 1 T.NWDDMEKIW.H 78 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.016810.016810. 3 3.7037 0.3689 3257.51 3255.8 1 26.785713 1 K.MTQIMFETFNTPAMYVAIQAVLSLYASGR.T 119 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.014661.01466 2 3.6577 0.1721 2216.53 2216.5 3 42.5 1 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012581.01258 2 3.8787 0.3398 2582.17 2581.8 2 36.95652 2 A.ASSSSLEKSYELPDGQVITIGNER.F 231 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1643.164 2 3.1336 0.1365 1356.08 1355.4 1 77.27273 2 K.DSYVGDEAQSKR.G 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_103.009534.009534.2 2 2.8577 0.2341 1746.33 1745.9 1 60.714287 1 K.ILTERGYSFTTTAER.E 192 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1591.15 2 3.2221 0.1197 1357.51 1355.4 1 77.27273 2 K.DSYVGDEAQSKR.G 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_105.016068.016068.2 2 5.6533 0.4522 2346.79 2344.6 1 59.523808 15 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
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1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_108.013166.013166.3 3 7.1196 0.5378 3183.44 3185.6 1 36.206894 35 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2240.224 3 3.857 0.1042 1954.74 1955.3 5 36.764706 1 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_103.016415.016415 2 2.8324 0.188 1148.17 1148.4 1 87.5 4 K.MTQIMFETF.N 119 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012616.012616 2 5.2192 0.495 2512.13 2510.7 1 52.272724 2 A.SSSSLEKSYELPDGQVITIGNER.F 232 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.015107.015107 1 2.7103 0.3193 1384.65 1383.6 5 54.545456 2 L.DLAGRDLTDYLM.K 179 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.010041.01004 1 2.0791 0.3076 1422.71 1423.6 2 63.636364 1 C.DVDIRKDLYANT.V 286 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012711.01271 2 5.0485 0.4686 2249.31 2249.5 1 57.894737 8 S.SLEKSYELPDGQVITIGNER.F 235 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012746.012746 3 4.0705 0.2929 2248.94 2249.5 1 38.157894 2 S.SLEKSYELPDGQVITIGNER.F 235 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_105.011769.011769. 2 4.7221 0.2439 2217.81 2216.5 1 60.000004 5 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012594.012594 3 3.9893 0.1811 2511.95 2510.7 1 35.227272 1 A.SSSSLEKSYELPDGQVITIGNER.F 232 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2592.25 2 4.363 0.2665 1791.62 1792 1 66.66667 2 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_106.004055.004055.3 3 4.3863 0.2556 2345.57 2344.6 1 32.142857 2 R.KDLYANTVLSGGTTMYPGIADR.M 291 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.001954.001954 2 4.4092 0.4719 2237.53 2237.7 1 50 3 K.MTQIMFETFNTPAMYVAIQ.A 119 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.010388.010388 1 2.8372 0.4211 1507.72 1508.6 1 57.692307 3 S.GDGVTHTVPIYEGY.A 156 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_104.008943.008943 1 2.1499 0.1742 793.31 793.87 9 64.28571 2 T.GIVMDSGD.G 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.015440.015440.2 2 6.4598 0.4354 2218.43 2216.5 1 57.5 91 K.DLYANTVLSGGTTMYPGIADR.M 292 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 154 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_107.015110.015110.3 3 3.7076 0.2621 2809.28 2809.1 3 23.958332 1 K.EKLCYVALDFEQEMATAASSSSLEK.S 214 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.007790.007790 2 2.5807 0.1699 1412.17 1412.5 1 66.66667 1 K.DSYVGDEAQSKRG.I 51 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2840.28 2 2.3105 0.158 2095.05 2095.3 1 47.058823 1 K.SYELPDGQVITIGNERFR.C 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_107.010835.010835. 2 2.8506 0.159 1348.29 1349.6 4 58.333332 1 V.AIQAVLSLYASGR.T 135 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1998.199 2 3.4124 0.3432 1133.69 1133.2 1 88.88889 3 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2847.28 2 3.2683 0.3525 1517.59 1516.7 1 70 2 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2848.28 1 2.9716 0.1957 1515.61 1516.7 5 55 1 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1744.174 1 2.1357 0.1794 977.51 977.02 4 61.11111 1 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008900.008900 2 3.1084 0.2091 1525.99 1526.6 1 62.5 1 M.WISKQEYDESGPS.I 356 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011538.011538.3 3 4.2759 0.3106 1517.33 1516.7 1 65 9 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011813.0118 3 3.9947 0.2964 1517 1516.7 1 57.5 7 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3374.337 3 4.5591 0.2081 3185.33 3185.6 1 25.862068 5 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_102.016388.016388 1 2.5262 0.2108 1149.48 1148.4 9 68.75 19 K.MTQIMFETF.N 119 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_110.016354.016354.2 2 4.783 0.42 2810.37 2809.1 1 50 25 K.EKLCYVALDFEQEMATAASSSSLEK.S 214 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008313.008313.2 2 3.3136 0.4002 1134.27 1133.2 1 88.88889 5 R.GYSFTTTAER.E 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2733.27 2 3.147 0.2851 1199.19 1199.4 2 75 1 R.AVFPSIVGRPR.H 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2021.20 2 4.844 0.2766 1956.51 1955.3 1 70.588234 4 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012932.0129 3 7.4433 0.569 3535.1 3537 1 37.931034 9 R.FRCPEALFQPSFLGMESCGIHETTFNSIMK.C 255 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.003162.0031 3 5.2643 0.4918 2553.86 2551.8 1 38.636364 57 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008570.008570 2 3.2409 0.3807 1388.49 1389.5 1 63.636364 2 Q.EYDESGPSIVHR.K 361 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_114.001166.001166.2 2 7.2718 0.4567 2552.43 2551.8 1 63.636364 398 K.LCYVALDFEQEMATAASSSSLEK.S 216 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_102.014201.01420 2 3.1211 0.2366 1179.71 1179.4 1 80 2 F.NTPAMYVAIQA.V 128 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.008906.008906 1 2.0055 0.1655 1086.64 1087.2 5 61.11111 1 D.GQVITIGNER.F 245 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_104.006707.006707.2 2 2.9113 0.1626 1354.71 1355.4 1 86.36364 1 K.DSYVGDEAQSKR.G 51 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_104.008975.008975 1 2.3036 0.2597 850.28 850.92 2 62.5 1 T.GIVMDSGDG.V 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.007701.007701.2 2 2.1509 0.1767 1517.29 1517.6 6 50 1 K.QEYDESGPSIVHR.K 360 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008542.008542.1 1 2.9896 0.3064 1162.55 1162.4 1 70 2 K.EITALAPSTMK.I 316 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_103.014523.014523 2 4.1953 0.2986 1789.69 1792 1 83.33333 23 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.009880.009880 2 3.0691 0.2961 1087.53 1086.2 5 75 3 K.ILTERGYSF.T 192 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_104.000371.00037 2 3.5383 0.206 1095.11 1095.3 8 77.77778 12 K.YSVWIGGSIL.A 337 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_102.011630.011630.2 2 3.7675 0.2151 1794.53 1792 1 70 4 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_106.013116.013116. 2 3.1816 0.3356 1448.87 1448.7 1 65.38461 5 Y.VAIQAVLSLYASGR.T 134 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_105.016005.016005.2 2 4.7092 0.3444 1953.95 1955.3 1 64.70589 8 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_112.010418.010418. 2 3.0157 0.2005 1199.49 1199.4 2 75 5 R.AVFPSIVGRPR.Q 29 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.010301.01030 2 3.363 0.265 1210.07 1212.4 3 83.33333 2 A.GRDLTDYLMK.I 182 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2299.229 2 4.6309 0.1872 1955.55 1955.3 1 67.64706 5 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_107.002333.002333. 2 2.6704 0.1612 1913.79 1911.3 1 47.058823 1 T.PAMYVAIQAVLSLYASGR.T 130 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.018036.018036. 2 4.3129 0.3039 2274.93 2273.7 1 52.499996 17 T.FNTPAMYVAIQAVLSLYASGR.T 127 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.018006.018006. 2 3.7568 0.3314 2377.11 2374.8 1 47.61905 9 E.TFNTPAMYVAIQAVLSLYASGR.T 126 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.017872.017872. 2 4.397 0.3703 2128.61 2126.5 1 50 16 F.NTPAMYVAIQAVLSLYASGR.T 128 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_111.012242.012242. 3 4.4285 0.4109 3183.56 3185.6 1 26.724138 4 R.TTGIVMDSGDGVTHTVPIYEGYALPHAILR.L 148 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.011828.011828 2 4.1141 0.4172 2683.65 2684.9 1 50 6 Y.ASGRTTGIVMDSGDGVTHTVPIYEGY.A 144 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_108.010886.010886. 2 4.506 0.2343 1955.59 1955.3 1 61.764706 19 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008802.008802 1 2.9483 0.2925 1187.46 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_101.010532.010532.3 3 4.0181 0.0929 1955.69 1955.3 7 39.705883 1 R.VAPEEHPVLLTEAPLNPK.A 96 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.011714.0117 3 5.2742 0.0834 3452.81 3452.9 2 28.57143 1 K.IWHHTFYNELRVAPEEHPVLLTEAPLNPK.A 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011531.011531.1 1 3.6391 0.301 1516.91 1516.7 1 70 38 K.IWHHTFYNELR.V 85 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_113.019655.019655.3 3 7.066 0.4445 3539.39 3537 1 34.482758 70 R.FRCPEALFQPSFLGMESCGIHETTFNSIMK.C 255 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.012908.012908 2 3.2984 0.1765 1512.61 1511.7 1 70.83333 1 L.DLAGRDLTDYLMK.I 179 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008687.008687 1 1.935 0.1949 1294.49 1295.3 3 55 1 M.ESCGIHETTFN.S 270 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_106.014051.01405 2 2.8296 0.341 2293.19 2295.6 1 47.61905 1 T.GIVMDSGDGVTHTVPIYEGYAL.P 150 0
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_107.014855.014855.3 3 5.5741 0.4186 3236.18 3233.6 1 31.48148 89 R.CPEALFQPSFLGMESCGIHETTFNSIMK.C 257 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2234.223 2 3.0799 0.177 1630.46 1630.8 7 50 1 R.GYSFTTTAEREIVR.D 197 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_Ti_101.005099.005099.2 2 2.6467 0.1903 975.61 977.02 2 83.33333 1 K.AGFAGDDAPR.A 19 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_112.017418.017418. 2 3.3659 0.3471 3126.35 3124.6 3 25.925926 3 M.TQIMFETFNTPAMYVAIQAVLSLYASGR.T 120 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.012852.012852 1 3.1859 0.3109 1512.88 1511.7 1 66.66667 2 L.DLAGRDLTDYLMK.I 179 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_NT_lymphocytes_PK_112.012454.012454. 3 4.681 0.4194 2211.47 2208.6 1 39.473686 2 D.GVTHTVPIYEGYALPHAILR.L 158 1
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2674.267 2 4.5182 0.2693 1791.24 1792 1 76.666664 9 K.SYELPDGQVITIGNER.F 239 2
1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_001092.1| gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 211 4349 92 375 41737 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008582.008582 1 2.0755 0.3052 1388.62 1389.5 7 50 2 Q.EYDESGPSIVHR.K 361 1
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_115.009949.009949 3 3.5358 0.1758 1853.45 1851.2 1 41.666664 1 K.VLRDNIQGITKPAIRR.L 22 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_113.011324.011324 3 4.7792 0.3777 2868.68 2868.3 1 35.416664 2 R.DAVTYTEHAKRKTVTAMDVVYALKR.Q 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_113.012746.012746 3 5.926 0.4958 2390.54 2390.7 1 44.736843 2 K.VFLENVIRDAVTYTEHAKRK.T 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_111.010635.010635 1 2.8941 0.1238 1326 1326.5 1 68.181816 1 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_112.009186.009186 1 1.8367 0.3741 1418.89 1419.6 4 50 1 R.DAVTYTEHAKRK.T 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_114.008996.008996 2 3.0026 0.1927 1134.73 1135.2 1 83.33333 3 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_108.010850.010850 2 2.8641 0.2319 1378.53 1378.6 1 68.181816 4 S.GLIYEETRGVLK.V 49 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_103.010874.010874 2 3.7729 0.3097 1440.57 1439.8 1 79.16667 8 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_115.013223.013223 2 3.0543 0.2215 2107.87 2106.4 6 44.11765 2 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_107.009031.00903 2 2.9986 0.1723 1205.93 1208.4 2 72.22222 2 L.IYEETRGVLK.V 51 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_108.010414.010414 3 5.55 0.4171 1596.02 1595.9 1 55.76923 8 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_115.000132.000132 2 3.21 0.1848 1454.39 1454.7 8 68.181816 8 L.IYEETRGVLKVF.L 51 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.001992.001992 2 3.1261 0.2268 1326.39 1326.5 2 77.27273 6 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_112.013545.013545 3 5.4674 0.3479 2106.65 2106.4 1 44.11765 8 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_114.010722.010722 2 3.4956 0.1979 1837.33 1835.1 1 56.666668 1 R.RGGVKRISGLIYEETR.G 41 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_114.012890.012890 2 4.2067 0.2519 1388.51 1387.7 1 77.27273 4 R.GVLKVFLENVIR.D 57 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.011093.011093 1 2.514 0.3441 1438.81 1439.8 1 62.5 1 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_112.011789.011789 2 4.0864 0.3686 1595.55 1595.9 1 76.92308 3 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_114.011405.011405 3 6.4074 0.3275 1752.29 1752.1 1 67.85714 5 K.RKTVTAMDVVYALKR.Q 79 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.012718.012718 1 1.9545 0.1407 1311.69 1311.6 8 54.545456 1 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.011522.011522 2 3.8396 0.3375 1467.09 1467.8 1 83.33333 23 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_107.010436.010436 1 2.5021 0.2362 1178.41 1178.4 2 61.11111 2 Y.EETRGVLKVF.L 53 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.010451.010451 2 3.4937 0.2753 1578.19 1578.8 1 73.07692 3 R.ISGLIYEETRGVLK.V 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_111.012626.012626 1 3.0229 0.0973 1469.05 1467.8 2 62.5 1 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_112.010371.010371 2 3.1088 0.1553 1694.37 1695 3 57.14286 2 K.VLRDNIQGITKPAIR.R 22 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_115.008779.008779 2 3.2352 0.2004 1419.21 1419.6 1 72.72727 1 R.DAVTYTEHAKRK.T 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.012824.012824 2 3.9524 0.2913 1312.51 1311.6 1 81.818184 4 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_101.007028.007028 2 3.7856 0.2238 1180.71 1181.3 1 94.44444 23 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_Ti_111.009711.009711 1 2.451 0.3548 1134.56 1135.2 7 55.555557 3 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011834.0118 2 3.7416 0.3515 1311.25 1311.6 1 86.36364 9 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_111.009602.009 2 3.1827 0.2929 1304.43 1304.5 1 65 2 D.AVTYTEHAKRK.T 70 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_107.010058.0100 2 2.8521 0.2025 1028.89 1029.2 4 87.5 1 F.LENVIRDAV.T 63 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_107.011554.0115 2 2.8717 0.2811 1292.41 1293.5 1 70 3 F.LENVIRDAVTY.T 63 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_110.009004.009 2 3.4362 0.2964 1180.69 1181.3 1 88.88889 2 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_101.009788.00978 1 1.8597 0.1536 714.45 714.8 3 66.66667 1 R.TLYGFGG.- 97 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_110.011394.011 2 2.715 0.2279 1313.85 1311.6 5 68.181816 1 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_111.013298.01329 2 3.7012 0.2862 1387.81 1387.7 1 77.27273 5 R.GVLKVFLENVIR.D 57 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011040.01104 1 2.873 0.2404 1468.94 1467.8 1 62.5 2 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_112.013568.0135 2 3.4281 0.1886 1177.29 1176.4 1 88.88889 2 K.VFLENVIRDA.V 61 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_111.010533.010 1 3.1452 0.2656 1211.71 1211.5 1 70 1 D.NIQGITKPAIR.R 26 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_104.005930.00593 2 3.0219 0.2278 1137.19 1135.2 1 83.33333 3 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_107.008544.00854 2 3.3957 0.1972 1579.21 1578.8 1 76.92308 5 R.ISGLIYEETRGVLK.V 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_106.009617.0096 1 2.1123 0.1845 1079.55 1080.2 1 62.5 3 L.IYEETRGVL.K 51 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011330.01133 3 5.3534 0.338 1596.65 1595.9 1 59.615387 2 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011559.01155 1 2.2566 0.3153 1439.42 1439.8 1 54.166668 4 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_112.010358.010 2 2.9797 0.2067 1210.89 1211.5 4 80 1 D.NIQGITKPAIR.R 26 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_113.011384.0113 2 3.4202 0.1853 1211.31 1208.4 3 77.77778 4 L.IYEETRGVLK.V 51 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011696.01169 2 3.5669 0.3672 1467.47 1467.8 1 75 9 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_112.012477.0124 1 1.8206 0.1786 1292.62 1293.5 7 55 1 F.LENVIRDAVTY.T 63 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007856.00785 2 4.0078 0.2881 1180.93 1181.3 1 94.44444 5 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_108.009830.0098 2 3.0138 0.2559 1181.39 1181.3 1 88.88889 1 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010558.01055 2 4.7727 0.4532 1438.33 1439.8 1 91.66667 12 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011012.0110 2 3.5842 0.3571 1466.97 1467.8 1 79.16667 11 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_102.012196.01219 1 1.9092 0.0962 1182.79 1181.3 3 66.66667 1 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_108.008654.0086 2 2.5405 0.2053 937.11 937.08 1 92.85714 1 N.VIRDAVTY.T 66 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.005930.0059 1 2.0265 0.3426 1134.4 1135.2 1 66.66667 2 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_108.015387.01538 3 5.3795 0.3742 2105.87 2106.4 1 52.941177 6 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011340.01134 2 3.8242 0.3842 1593.79 1595.9 1 76.92308 1 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006579.0065 2 2.5485 0.105 1135.43 1135.2 6 83.33333 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_111.010830.010 1 2.5734 0.1896 1055.59 1055.3 4 77.77778 3 D.NIQGITKPAI.R 26 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010952.01095 2 4.4006 0.3484 1312.71 1311.6 1 86.36364 11 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007757.00775 1 2.1979 0.2267 1339.66 1337.5 1 65 3 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009326.0093 2 2.6273 0.1383 990.07 990.19 5 92.85714 3 K.VFLENVIR.D 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_115.011405.0114 2 3.0708 0.228 1327.71 1326.5 6 72.72727 3 R.DNIQGITKPAIR.R 25 2 *

3



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_PK_106.007685.0076 2 3.1569 0.2044 1137.73 1135.2 1 88.88889 2 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008024.0080 2 3.991 0.2296 1180.95 1181.3 1 94.44444 31 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008396.0083 2 3.3158 0.2683 1338.61 1337.5 1 85 4 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007959.0079 1 3.1409 0.1365 1183.62 1181.3 2 72.22222 1 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008219.0082 1 2.2023 0.289 1338.9 1337.5 1 65 1 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.007334.0073 2 3.7134 0.1829 1326.13 1326.5 1 81.818184 4 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_112.013646.013 2 3.5114 0.2514 1387.87 1387.7 1 72.72727 2 R.GVLKVFLENVIR.D 57 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_PK_110.005120.005 2 2.7117 0.2244 1137.75 1135.2 1 77.77778 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014626.0146 3 5.4309 0.3569 2106.44 2106.4 1 50 4 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.007360.0073 1 3.3868 0.1919 1328.75 1326.5 6 68.181816 6 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010233.0102 3 5.3402 0.3048 1596.32 1595.9 1 55.76923 5 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008102.00810 2 3.273 0.165 1340.41 1337.5 1 85 11 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_104.007352.00735 2 3.3441 0.248 1325.87 1326.5 1 77.27273 4 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007163.00716 1 2.9277 0.198 1327.88 1326.5 1 68.181816 4 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.005633.0056 2 2.5796 0.1615 1294.11 1291.4 1 75 5 R.DAVTYTEHAKR.K 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_101.010130.0101 1 1.8808 0.1471 714.27 714.8 2 75 2 R.TLYGFGG.- 97 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_113.011255.011255.3 3 4.1709 0.2727 1753.73 1752.1 2 48.214287 1 K.RKTVTAMDVVYALKR.Q 79 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2082.208 1 2.6097 0.1598 1180.6 1181.3 1 72.22222 3 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2150.21 2 3.646 0.2884 1337.06 1337.5 1 80 3 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2165.21 2 3.2354 0.1368 990.45 990.19 7 92.85714 1 K.VFLENVIR.D 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1931.19 2 4.0919 0.2387 1180.6 1181.3 1 94.44444 3 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_105.015861.015861.1 1 3.3354 0.2456 1326.78 1326.5 1 68.181816 3 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_106.003074.003074 2 2.6626 0.2561 1539.55 1539.8 3 54.166668 3 K.VFLENVIRDAVTY.T 61 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_106.015561.01556 1 2.281 0.2344 1275.77 1275.5 1 65 3 K.VFLENVIRDAV.T 61 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_111.014508.014508.3 3 5.647 0.4603 2261.75 2262.6 1 44.444447 1 K.VFLENVIRDAVTYTEHAKR.K 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_103.008926.008926.1 1 3.0585 0.0822 1182.68 1181.3 1 72.22222 3 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_108.015025.015025.2 2 2.9061 0.2759 2105.75 2106.4 3 47.058823 2 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_103.008260.008260.2 2 3.3601 0.2044 1328.45 1326.5 1 81.818184 4 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1671.16 2 3.3842 0.2067 1135.05 1135.2 7 83.33333 2 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_104.009218.009218.2 2 4.2074 0.2265 1181.05 1181.3 1 94.44444 25 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_PK_105.006065.006065. 2 2.855 0.1551 1135.81 1135.2 1 77.77778 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2068.207 2 3.8394 0.2342 1337.23 1337.5 1 80 2 K.RISGLIYEETR.G 46 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1418.141 2 2.8504 0.1407 1135.67 1135.2 5 77.77778 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_PK_105.008624.008624. 2 3.1271 0.2126 1180.33 1181.3 1 83.33333 1 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1423.142 1 2.2398 0.2486 1134.51 1135.2 1 61.11111 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_103.006929.006929.2 2 2.7743 0.2285 1132.89 1135.2 3 77.77778 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1680.16 1 2.5013 0.3433 1134.54 1135.2 1 66.66667 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3962.39 3 4.8758 0.3455 2108.86 2106.4 1 44.11765 1 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.015592.0155 2 2.5191 0.1988 1389.89 1387.7 1 68.181816 1 R.GVLKVFLENVIR.D 57 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_110.011737.011737.3 3 5.2431 0.4379 1596.26 1595.9 1 53.846157 2 R.KTVTAMDVVYALKR.Q 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_101.011057.011057.2 2 2.8594 0.1206 990.19 990.19 9 92.85714 3 K.VFLENVIR.D 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1924.192 2 3.4335 0.2511 1325.88 1326.5 2 72.72727 3 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_103.012496.012496.2 2 4.3772 0.3462 1312.71 1311.6 1 86.36364 11 K.TVTAMDVVYALK.R 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1951.195 1 2.7396 0.277 1325.63 1326.5 4 68.181816 3 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2139.213 2 4.1296 0.2065 1180.96 1181.3 1 94.44444 9 R.ISGLIYEETR.G 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1608.160 2 2.983 0.2608 1291.16 1291.4 2 70 4 R.DAVTYTEHAKR.K 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_PK_109.008918.008918. 2 3.2432 0.1833 1325.71 1326.5 2 77.27273 7 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_PK_108.012929.012929. 2 2.5652 0.1931 1467.87 1467.8 5 54.166668 1 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2343.234 2 2.9023 0.1218 989.62 990.19 8 92.85714 1 K.VFLENVIR.D 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_108.011516.011516.1 1 2.9478 0.3846 1440.07 1439.8 1 62.5 4 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_104.014600.014600 2 3.1087 0.2282 1293.29 1293.5 1 85 4 F.LENVIRDAVTY.T 63 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2514.251 2 4.0005 0.2776 1578.67 1578.8 1 73.07692 1 R.ISGLIYEETRGVLK.V 47 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_105.009435.009435 1 1.8731 0.202 1079.6 1080.2 1 56.25 1 L.IYEETRGVL.K 51 0 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4468.446 2 3.2454 0.1241 2107.59 2106.4 1 41.17647 1 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_107.014513.014513.3 3 5.9542 0.3652 2107.73 2106.4 1 45.588234 10 K.VFLENVIRDAVTYTEHAK.R 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012987.0129 3 5.8967 0.4372 2262.74 2262.6 1 45.833336 3 K.VFLENVIRDAVTYTEHAKR.K 61 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.010874.0108 2 4.5064 0.3506 1439.05 1439.8 1 91.66667 2 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_103.006904.006904.1 1 2.5333 0.25 1134.49 1135.2 1 66.66667 1 R.DAVTYTEHAK.R 69 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.010890.0108 1 2.1456 0.3801 1439.67 1439.8 1 58.333332 2 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_105.018798.018798 1 2.4473 0.2215 1540.57 1539.8 1 50 4 K.VFLENVIRDAVTY.T 61 1 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_108.011845.011845.2 2 3.619 0.3027 1468.65 1467.8 1 83.33333 13 K.TVTAMDVVYALKR.Q 81 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.011103.0111 3 4.8335 0.3321 1753.28 1752.1 1 51.785713 4 K.RKTVTAMDVVYALKR.Q 79 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_NT_lymphocytes_Ti_109.012117.012117.2 2 4.4333 0.3663 1441.81 1439.8 1 91.66667 7 R.KTVTAMDVVYALK.R 80 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1986.19 2 3.3328 0.2231 1326.05 1326.5 2 68.181816 2 R.DNIQGITKPAIR.R 25 2 *
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NP_001029249.1| gi|77539758|ref|NP_001029249.1| "histone cluster 2, H4b [Homo sapiens] " 50 530 73.8 103 11367 11.4 HsSD-NE_PHA_lymphocytes_PK_106.013072.013072 1 2.4232 0.1896 1175.8 1176.4 5 66.66667 2 K.VFLENVIRDA.V 61 1 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_115.016254.016254 2 3.596 0.2629 2139.27 2136.4 1 53.125 3 S.ELHCDKLHVDPENFRLL.G 91 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_110.014308.014308 2 3.1323 0.2041 1355.15 1353.6 1 85 4 K.LHVDPENFRLL.G 97 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.007832.007832 2 2.6733 0.1124 1317.87 1315.4 1 75 2 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_111.012724.012724 2 4.3169 0.3493 1672.05 1670.9 1 76.666664 4 K.VLGAFSDGLAHLDNLK.G 68 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_111.011559.011559 1 2.6408 0.3618 1428.56 1429.6 1 66.66667 2 H.HFGKEFTPPVQAA.Y 118 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_108.014042.014042 2 2.8615 0.2766 1275.59 1275.5 1 83.33333 2 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_107.010754.010754 2 3.5221 0.2996 1799.57 1799.1 1 62.5 1 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_113.012968.012968 2 2.6652 0.2709 1803.23 1801 1 53.333336 1 L.AHHFGKEFTPPVQAAY.Q 116 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_112.011836.011836 1 1.869 0.3025 1565.89 1566.8 1 46.153847 2 L.AHHFGKEFTPPVQA.A 116 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_110.010256.010256 2 3.6656 0.3437 2108.57 2110.3 1 62.5 2 T.LSELHCDKLHVDPENFR.L 89 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_113.014408.014408 2 4.7389 0.3292 2223.53 2223.5 1 58.823532 45 L.SELHCDKLHVDPENFRLL.G 90 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.010652.010652 2 4.4043 0.3319 2587.07 2587.8 1 47.61905 6 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_114.010263.010263 2 4.2081 0.4224 1453.37 1450.7 1 73.07692 9 K.VVAGVANALAHKYH.- 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.010759.010759 3 4.7619 0.3321 2590.31 2587.8 1 40.476192 21 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_109.009567.009567 2 4.5442 0.3949 1910.27 1910.1 1 64.28571 4 S.ELHCDKLHVDPENFR.L 91 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_109.009565.009565 2 5.2182 0.4805 1996.01 1997.1 1 73.333336 9 L.SELHCDKLHVDPENFR.L 90 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_109.011748.011748 2 3.0135 0.2454 1239.95 1240.4 9 66.66667 2 L.HVDPENFRLL.G 98 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_107.010110.010110 2 2.9885 0.296 1839.95 1841 1 60.714287 1 L.SELHCDKLHVDPENF.K 90 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.013780.013780 2 3.1418 0.2771 2060.79 2060.3 1 52.77778 4 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.004310.004310 2 3.5515 0.2162 1152.49 1150.4 1 86.36364 7 K.VVAGVANALAHK.Y 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_114.018172.018172 3 3.8409 0.1896 2222.48 2223.5 8 39.705883 1 L.SELHCDKLHVDPENFRLL.G 90 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_111.011549.011549 2 3.3709 0.2006 1430.19 1429.6 1 66.66667 2 H.HFGKEFTPPVQAA.Y 118 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_114.013403.013403 3 3.8001 0.2884 3138.32 3138.6 2 26.85185 3 R.LLGNVLVCVLAHHFGKEFTPPVQAAYQK.V 106 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_110.009844.009844 3 4.4926 0.3196 1997.69 1997.1 1 51.666664 3 L.SELHCDKLHVDPENFR.L 90 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_115.012835.012835 2 3.3032 0.3388 1637.37 1637.8 7 50 1 L.AHHFGKEFTPPVQAA.Y 116 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_114.012732.012732 2 3.4925 0.3478 1851.39 1850.1 4 53.125 2 C.VLAHHFGKEFTPPVQAA.Y 114 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_109.008916.008916 2 3.2379 0.3277 1355.49 1353.4 1 75 2 L.SELHCDKLHVD.P 90 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_107.010156.010156 2 2.5113 0.2398 1752.51 1753.9 5 53.846157 1 S.ELHCDKLHVDPENF.R 91 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_114.015983.015983 2 3.454 0.2854 2338.39 2336.6 8 41.666664 2 T.LSELHCDKLHVDPENFRLL.G 89 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_Ti_114.013768.013768 2 4.0008 0.4227 1777.39 1778.1 1 56.666668 39 R.LLGNVLVCVLAHHFGK.E 106 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.007604.0076 2 2.4269 0.1718 1126.59 1127.2 8 81.25 1 K.LHVDPENFR.L 97 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_PK_114.013629.0136 2 2.7355 0.2428 1275.47 1275.5 1 77.77778 6 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010577.01057 2 2.9872 0.3488 2586.69 2587.8 1 45.238094 1 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_PK_111.010610.010 2 3.3285 0.3184 1149.79 1150.4 1 81.818184 3 K.VVAGVANALAHK.Y 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010534.01053 3 3.6995 0.1335 2586.17 2587.8 2 33.333336 1 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.007322.00732 2 3.892 0.3171 1152.43 1150.4 1 86.36364 9 K.VVAGVANALAHK.Y 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008159.0081 2 2.9387 0.2585 1481.87 1479.6 1 66.66667 1 K.GTFATLSELHCDK.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011408.01140 3 5.5631 0.3837 1799.45 1799.1 1 54.6875 2 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010766.0107 3 6.0985 0.371 1797.83 1799.1 1 54.6875 16 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007271.0072 2 3.6307 0.3903 1149.19 1150.4 1 90.909096 5 K.VVAGVANALAHK.Y 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011240.01124 2 5.2478 0.336 1799.47 1799.1 1 75 1 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_PK_107.009284.0092 2 3.5824 0.2834 1402.73 1402.6 1 80.769226 1 F.GDLSTPDAVMGNPK.V 47 1 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007692.00769 1 2.9792 0.3864 1316.04 1315.4 9 54.166668 1 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.010964.01096 2 5.3136 0.3258 1670.23 1670.9 1 76.666664 7 K.VLGAFSDGLAHLDNLK.G 68 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.010000.0100 2 4.8818 0.3756 1671.79 1670.9 1 73.333336 2 K.VLGAFSDGLAHLDNLK.G 68 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.010916.0109 2 2.876 0.2471 1274.89 1275.5 1 77.77778 5 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.012392.0123 2 5.7109 0.3811 2063.25 2060.3 1 69.44444 3 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.010044.0100 2 5.4059 0.4813 1797.91 1799.1 1 78.125 10 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011300.01130 2 3.0477 0.2992 1274.81 1275.5 1 88.88889 7 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010478.0104 3 4.8517 0.3842 2588.84 2587.8 1 39.285713 10 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_PK_105.008811.0088 2 3.011 0.1633 829.15 827.87 1 92.85714 2 F.SDGLAHLD.N 73 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011048.01104 1 2.0951 0.1485 1276.75 1275.5 1 66.66667 3 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_101.010476.0104 1 2.6047 0.3002 1314.97 1315.4 1 58.333332 1 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007656.00765 2 2.4753 0.1188 1379.71 1379.6 2 68.181816 2 K.EFTPPVQAAYQK.V 122 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_102.008120.0081 2 3.0108 0.2549 1379.75 1379.6 1 72.72727 1 K.EFTPPVQAAYQK.V 122 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007922.0079 2 4.6094 0.3986 1316.35 1315.4 1 87.5 17 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.000107.00010 2 5.1207 0.49 2060.33 2060.3 1 75 22 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_102.008702.008702.1 1 3.0697 0.3322 1314.73 1315.4 3 62.5 1 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_106.011020.011020 1 3.7746 0.3429 1489.93 1488.6 1 61.538464 4 F.SDGLAHLDNLKGTF.A 73 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3244.324 3 5.9933 0.3817 2229.65 2229.5 1 41.666664 6 K.SAVTALWGKVNVDEVGGEALGR.L 10 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2087.20 2 4.5627 0.3792 1315.39 1315.4 1 83.33333 2 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_102.008690.008690.2 2 4.0725 0.3764 1315.01 1315.4 1 79.16667 7 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2854.285 1 1.9439 0.0958 1274.57 1275.5 2 61.11111 2 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_103.011814.011814.2 2 2.7899 0.1192 1277.45 1275.5 1 83.33333 3 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_109.011623.011623.2 2 4.0074 0.3633 1798.65 1799.1 1 71.875 3 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2922.292 2 5.2592 0.4068 1671.62 1670.9 1 83.33333 3 K.VLGAFSDGLAHLDNLK.G 68 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_109.011633.011633.3 3 4.1068 0.2647 1799.21 1799.1 1 46.875 2 K.KVLGAFSDGLAHLDNLK.G 67 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5498.549 2 2.991 0.133 1275.01 1275.5 1 77.77778 15 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_106.010976.010976 2 3.8442 0.341 1488.81 1488.6 1 76.92308 2 F.SDGLAHLDNLKGTF.A 73 0
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_109.011941.011941.3 3 4.8893 0.3693 2589.29 2587.8 1 39.285713 25 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_106.011072.011072 2 3.4349 0.299 1559.93 1559.7 2 60.714287 2 F.SDGLAHLDNLKGTFA.T 73 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_PHA_lymphocytes_PK_106.011074.011074 1 3.3107 0.3281 1559.6 1559.7 1 60.714287 2 F.SDGLAHLDNLKGTFA.T 73 0 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2096.20 1 2.9695 0.309 1315.71 1315.4 3 58.333332 2 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2102.210 1 3.2957 0.3283 1316.63 1315.4 1 62.5 4 K.VNVDEVGGEALGR.L 19 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2090.209 2 4.8865 0.4066 1315.37 1315.4 1 79.16667 2 K.VNVDEVGGEALGR.L 19 2 *
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3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_102.008644.008644.1 1 2.691 0.373 1378.72 1379.6 1 63.636364 2 K.EFTPPVQAAYQK.V 122 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_PK_105.013226.013226. 2 2.6017 0.3202 2058.03 2060.3 1 47.22222 1 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_103.013343.013343.2 2 5.1578 0.4987 2059.09 2060.3 1 72.22222 35 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3142.314 2 6.0007 0.3805 2228.94 2229.5 1 66.66667 22 K.SAVTALWGKVNVDEVGGEALGR.L 10 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.010112.0101 2 3.5638 0.4247 1449.67 1450.7 1 76.92308 3 K.VVAGVANALAHKYH.- 134 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2038.203 1 2.2485 0.2938 1378.52 1379.6 4 50 1 K.EFTPPVQAAYQK.V 122 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_PK_109.012320.012320. 2 3.0156 0.2623 1274.61 1275.5 1 88.88889 2 R.LLVVYPWTQR.F 32 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2040.204 2 3.1984 0.2854 1380.6 1379.6 1 63.636364 1 K.EFTPPVQAAYQK.V 122 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_102.013514.013514.3 3 5.0477 0.3144 2061.32 2060.3 1 55.555557 1 R.FFESFGDLSTPDAVMGNPK.V 42 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.013625.0136 2 4.0598 0.3699 1779.07 1778.1 1 63.333332 9 R.LLGNVLVCVLAHHFGK.E 106 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_103.009648.009648.2 2 3.0553 0.1793 934.39 933.1 5 87.5 1 K.SAVTALWGK.V 10 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_105.016113.016113.2 2 4.9501 0.3386 1670.67 1670.9 1 70 3 K.VLGAFSDGLAHLDNLK.G 68 2
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_PK_108.013061.013061. 2 2.5576 0.2036 1726.63 1728 4 50 1 K.VLGAFSDGLAHLDNLKG.T 68 1
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.010553.0105 2 5.0968 0.3405 2589.55 2587.8 1 50 7 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsSD-NE_NT_lymphocytes_Ti_109.011641.011641.2 2 4.8846 0.2897 2590.41 2587.8 1 50 17 K.GTFATLSELHCDKLHVDPENFR.L 84 2 *
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_000509.1| gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 49 522 89.8 147 15998 7.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2862.28 2 2.908 0.1232 1276.11 1275.5 1 72.22222 1 R.LLVVYPWTQR.F 32 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.017928.017928 2 2.6712 0.2345 1386.79 1386.6 3 65 2 K.RISEQFTAMFR.R 380 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014339.014339 2 5.2916 0.4052 2801.01 2800.1 1 44 5 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_113.001042.001042 2 6.9135 0.4377 1961.51 1960.2 1 85.29411 66 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014396.014396 3 3.2678 0.1499 1959.44 1960.2 4 36.764706 1 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_114.015670.015670 2 3.9729 0.2879 1624.41 1621.9 1 76.92308 5 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.011212.011212 3 6.4946 0.4231 3102.17 3104.3 1 36.53846 26 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_107.013400.013400 3 4.0671 0.3496 2086.19 2088.3 3 36.11111 3 K.GHYTEGAELVDSVLDVVRK.E 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_108.013756.013756 1 2.3238 0.1837 1339.77 1340.5 1 65 2 Q.IFRPDNFVFGQ.S 84 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_108.013775.013775 2 2.8051 0.325 1338.73 1340.5 1 80 2 Q.IFRPDNFVFGQ.S 84 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.013649.013649 2 6.445 0.4255 1962.01 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_109.010537.010537 1 2.867 0.3809 1472.75 1473.7 1 58.333332 5 L.KLTTPTYGDLNHL.V 216 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_112.015425.015425 2 3.9173 0.2698 2800.43 2800.1 1 40 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_114.003742.003742 2 3.7087 0.3072 1915.37 1913.2 1 50 4 T.AIQELFKRISEQFTAM.F 373 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.012675.012675 2 4.195 0.3867 3104.77 3104.3 1 38.46154 12 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_113.003366.003366 3 3.9247 0.4038 2938.31 2940.1 2 26 8 K.GHYTEGAELVDSVLDVVRKEAESCDC.L 104 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.000030.000030 3 5.8704 0.4365 4596.5 4595.9 1 25 260 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_111.017411.01741 1 2.0601 0.1978 1276.56 1277.6 1 65 1 R.LHFFMPGFAPL.T 263 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015814.015814 2 3.9155 0.3755 2711.05 2710 1 45.833336 1 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_109.019231.01923 2 4.2758 0.3814 1766.39 1766 1 70 2 H.YTEGAELVDSVLDVVR.K 106 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_108.018018.018018 2 2.6393 0.1681 1917.09 1914.1 4 46.875 1 R.SGPFGQIFRPDNFVFGQ.S 78 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_110.019290.019290 2 3.247 0.3104 1787.47 1786 4 43.333332 1 R.SGPFGQIFRPDNFVFG.Q 78 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015843.015843 3 3.3985 0.1889 2709.32 2710 1 28.125 2 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_108.008552.008552 2 2.9259 0.3596 1357.45 1355.5 1 72.72727 2 Y.YNEATGGKYVPR.A 51 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015941.015941 2 2.6766 0.172 1623.45 1621.9 9 46.153847 4 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_110.010696.010696 2 3.3522 0.197 1473.67 1473.7 3 66.66667 2 L.KLTTPTYGDLNHL.V 216 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_108.015958.015958 2 2.9301 0.1889 2643.07 2641.7 1 37.5 1 L.VENTDETYCIDNEALYDICFR.T 193 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.010928.010928 2 3.0744 0.3448 1040.31 1040.3 2 87.5 7 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013323.013323 3 3.087 0.1358 1623.95 1621.9 6 51.923077 1 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013295.013295 2 3.0659 0.3244 1232.69 1230.4 1 72.22222 11 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.012939.012939 2 3.9775 0.1858 1697.93 1697.9 4 61.538464 1 K.NSSYFVEWIPNNVK.V 337 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_Ti_113.013385.013385 2 5.3882 0.4636 1871.17 1871.2 1 81.25 53 K.MAVTFIGNSTAIQELFK.R 363 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_109.019852.019852 2 4.7133 0.4813 2710.65 2710 1 47.916664 1 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011415.0114 2 3.7806 0.4027 1697.09 1697.9 1 69.230774 2 K.NSSYFVEWIPNNVK.T 337 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010559.0105 2 3.4093 0.2975 1040.13 1040.3 1 93.75 9 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009765.0097 2 3.619 0.2913 1143.87 1144.4 1 94.44444 4 K.LAVNMVPFPR.L 253 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.003299.00329 2 3.0167 0.2509 1698.29 1697.9 1 65.38461 3 K.NSSYFVEWIPNNVK.T 337 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011688.01168 2 3.4139 0.4508 1658.83 1660.9 1 71.42857 2 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011778.01177 3 3.739 0.3338 1661.96 1660.9 1 50 1 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012968.01296 2 5.0424 0.3715 2801.93 2800.1 1 44 8 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.014180.01418 3 3.5781 0.2111 2799.74 2800.1 4 26 1 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007701.0077 2 2.8901 0.0847 1260.51 1259.5 3 80 5 R.FPGQLNADLRK.L 242 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007323.00732 1 2.4959 0.2632 1302.67 1302.4 7 54.545456 1 R.ISVYYNEATGGK.Y 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007298.00729 2 2.5928 0.2712 1302.53 1302.4 2 63.636364 1 R.ISVYYNEATGGK.Y 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009808.00980 1 2.0178 0.1237 1230.8 1230.4 1 66.66667 1 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.011364.01136 2 2.627 0.3296 3104.67 3104.3 4 28.846153 1 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008825.0088 2 2.9439 0.2512 1321.73 1320.6 2 81.818184 1 R.IMNTFSVVPSPK.V 163 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010829.01082 1 2.4005 0.3008 1272.57 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.017861.01786 3 5.6649 0.4504 4596.32 4595.9 1 26.31579 41 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014451.01445 2 6.8458 0.4436 1962.43 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.001694.00169 2 2.1649 0.1274 1616.29 1616.9 3 53.571426 1 R.AILVDLEPGTMDSVR.S 63 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009768.00976 2 3.8014 0.2349 1232.25 1230.4 1 88.88889 3 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.015585.0155 2 5.2447 0.5278 2710.15 2710 1 50 8 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011853.0118 3 5.0296 0.5133 3102.86 3104.3 1 35.576923 7 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.007406.0074 2 3.7442 0.288 1304.55 1302.4 1 90.909096 2 R.ISVYYNEATGGK.Y 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.012390.0123 2 3.4021 0.2758 3105.93 3104.3 1 38.46154 3 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010286.01028 2 4.0086 0.3861 1147.29 1144.4 1 94.44444 6 K.LAVNMVPFPR.L 253 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006322.00632 2 2.2538 0.1804 1066.67 1066.2 2 87.5 1 K.NMMAACDPR.H 298 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007601.0076 2 3.6636 0.2678 1445.35 1447.6 2 86.36364 1 K.EVDEQMLNVQNK.N 325 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.015494.0154 2 5.7244 0.4596 1870.59 1871.2 1 78.125 16 K.MAVTFIGNSTAIQELFK.R 363 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015602.0156 3 4.9986 0.3485 2712.26 2710 1 32.291664 5 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_PK_112.013396.0133 2 2.9168 0.2298 1805.39 1803.9 4 50 1 K.FWEVISDEHGIDPTGT.Y 20 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011829.011 1 2.9273 0.3045 1449.31 1447.5 5 54.545456 1 K.FWEVISDEHGID.P 20 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_PK_106.010811.0108 2 2.5989 0.1606 1002.31 1002.2 2 93.75 1 L.VDSVLDVVR.K 113 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.013242.013 2 3.3626 0.2364 1961.83 1960.2 1 52.941177 2 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010306.0103 2 2.6957 0.1298 1230.41 1230.4 2 77.77778 2 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010818.0108 2 3.3557 0.3345 1618.73 1616.9 1 60.714287 1 R.AILVDLEPGTMDSVR.S 63 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.020253.0202 3 4.656 0.3674 4595.78 4595.9 2 20.394737 30 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016256.01625 2 4.9395 0.508 2710.85 2710 1 50 6 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010652.01065 2 3.3733 0.339 1040.29 1040.3 2 93.75 8 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.016292.01629 3 5.0023 0.3383 2712.77 2710 1 34.375 3 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.015806.01580 2 5.2857 0.4903 1870.47 1871.2 1 78.125 11 K.MAVTFIGNSTAIQELFK.R 363 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013611.0136 2 5.0578 0.3641 2802.45 2800.1 1 42 17 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016188.016188.2 2 2.9715 0.2699 3104.05 3104.3 1 32.692307 4 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_102.008163.008163.1 1 2.4352 0.317 1301.6 1302.4 3 54.545456 2 R.ISVYYNEATGGK.Y 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3582.358 2 6.163 0.4097 1960.46 1960.2 1 82.35294 2 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_102.016172.016172 2 3.5578 0.1537 2548.15 2548.5 1 42.857143 3 Y.QQYQDATAEEEEDFGEEAEEEA.- 423 1 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_102.014698.014698 2 5.0188 0.458 2338.85 2338.4 1 66.66667 6 L.VENTDETYCIDNEALYDIC.F 193 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_110.017011.017011.2 2 5.7576 0.4561 1871.31 1871.2 1 78.125 40 K.MAVTFIGNSTAIQELFK.R 363 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_102.013301.01330 2 4.0285 0.2825 1815.63 1814.7 1 73.333336 8 A.TAEEEEDFGEEAEEEA.- 429 1 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2972.29 2 3.8238 0.3416 1659.71 1660.9 1 71.42857 4 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_102.011397.011397 2 6.3105 0.5627 2128.39 2129 1 72.22222 6 Y.QDATAEEEEDFGEEAEEEA.- 426 1 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_102.010401.01040 2 3.3485 0.2911 1713.01 1713.6 2 57.14286 2 T.AEEEEDFGEEAEEEA.- 430 1 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012329.012329.2 2 3.6346 0.2684 2089.97 2088.3 1 55.555557 1 K.GHYTEGAELVDSVLDVVRK.E 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014258.0142 3 7.6573 0.3877 2800.43 2800.1 1 44 11 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_111.013757.013757.2 2 3.2269 0.2901 1388.61 1386.6 5 70 1 K.RISEQFTAMFR.R 380 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_105.011816.011816 2 2.9965 0.2875 1300.85 1301.4 1 83.33333 1 D.NEALYDICFR.T 204 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_103.008338.008338.2 2 3.9427 0.3362 1305.07 1302.4 1 90.909096 3 R.ISVYYNEATGGK.Y 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2742.274 2 3.2035 0.3155 1040.29 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_106.013395.013395 2 4.6084 0.4449 2276.39 2276.4 1 55.263157 2 K.FWEVISDEHGIDPTGTYHGD.S 20 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_106.001805.001805 2 2.8701 0.2308 2882.69 2883 2 31.818182 4 H.QLVENTDETYCIDNEALYDICFR.T 191 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_109.016975.016975.2 2 5.5623 0.5169 2711.23 2710 1 52.083332 16 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_105.015399.015399.2 2 2.9074 0.1318 1080.43 1078.2 9 85.71429 1 K.IREEYPDR.I 155 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016179.016179.2 2 3.3214 0.0834 1697.29 1697.9 1 65.38461 1 K.NSSYFVEWIPNNVK.T 337 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_107.014172.014172.2 2 5.5899 0.4685 2799.15 2800.1 1 46 22 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3148.314 2 3.5969 0.3383 1661.61 1660.9 1 71.42857 6 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_113.012816.012816.3 3 4.3405 0.2318 1622.09 1621.9 1 55.76923 5 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2762.27 2 3.1229 0.317 1039.32 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3189.31 2 6.0202 0.5004 1959.59 1960.2 1 79.411766 3 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_105.016067.016067 2 3.5218 0.2402 1373.31 1372.6 1 79.16667 1 E.GAELVDSVLDVVR.K 109 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3684.36 2 3.4315 0.2326 2800.12 2800.1 2 34 2 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012560.0125 3 4.2196 0.2457 1622.54 1621.9 5 53.846157 7 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3891.389 3 3.9103 0.158 2800.18 2800.1 4 28 2 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_PK_105.013437.013437. 2 3.426 0.2947 1662.67 1660.9 2 64.28571 2 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_107.011246.011246.2 2 3.0148 0.3586 1041.17 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007942.0079 1 1.9715 0.101 1259.75 1259.5 4 70 1 R.FPGQLNADLRK.L 242 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_PK_109.015506.015506. 2 3.3391 0.3097 1913.59 1914.1 9 40.625 5 R.SGPFGQIFRPDNFVFGQ.S 78 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012543.012543.1 1 2.8049 0.2225 1273.24 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012539.012539.2 2 3.8506 0.2234 1272.67 1272.6 1 90 2 R.KLAVNMVPFPR.L 252 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_106.014570.014570 3 5.8175 0.3978 3102.65 3104.3 1 34.615387 53 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011582.011582.2 2 3.6654 0.3134 1230.55 1230.4 1 94.44444 2 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_112.014477.014477.3 3 5.0887 0.4694 2709.23 2710 1 34.375 4 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_108.015049.015049.3 3 5.3632 0.2109 2802.26 2800.1 1 35 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2106.210 2 4.541 0.4466 1817.22 1818 1 66.66667 2 R.ISVYYNEATGGKYVPR.A 47 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_105.013408.013408 3 3.9853 0.2123 2278.55 2276.4 8 31.578945 1 K.FWEVISDEHGIDPTGTYHGD.S 20 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_103.012342.012342 2 3.4132 0.3198 1942.23 1941 1 53.125 1 W.YTGEGMDEMEFTEAESN.M 398 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2976.297 2 4.6957 0.348 2798.85 2800.1 1 44 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_102.013406.013406.2 2 4.1032 0.3455 1661.61 1660.9 1 71.42857 4 R.ALTVPELTQQVFDAK.N 283 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012286.012286.3 3 4.9864 0.3982 2087.93 2088.3 1 47.22222 2 K.GHYTEGAELVDSVLDVVRK.E 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_103.012051.01205 2 6.5454 0.5526 2419.19 2420.3 1 65 7 Q.QYQDATAEEEEDFGEEAEEEA.- 424 1 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_105.010958.010958 1 2.163 0.3385 1344.69 1345.5 3 59.090908 1 K.LTTPTYGDLNHL.V 217 1
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_103.014922.014922 2 4.4796 0.4479 2450.71 2451.5 1 57.894737 3 Q.LVENTDETYCIDNEALYDIC.F 192 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016284.016284.3 3 4.6691 0.2818 3101.78 3104.3 1 29.807693 8 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_103.009952.009952.2 2 3.6101 0.2685 1321.93 1320.6 1 86.36364 2 R.IMNTFSVVPSPK.V 163 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_106.016607.016607.2 2 3.6639 0.2945 3053.37 3052.5 1 33.333336 1 R.TLKLTTPTYGDLNHLVSATMSGVTTCLR.F 214 2
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4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_114.013218.013218.2 2 6.6157 0.421 1961.03 1960.2 1 85.29411 9 K.GHYTEGAELVDSVLDVVR.K 104 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011165.011165.1 1 2.1052 0.1328 1230.84 1230.4 4 61.11111 2 R.ISEQFTAMFR.R 381 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_104.015123.015123 2 4.9989 0.299 2580.19 2579.7 1 67.5 10 H.QLVENTDETYCIDNEALYDIC.F 191 0
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_PHA_lymphocytes_PK_106.014375.014375 2 4.1329 0.3405 3103.65 3104.3 1 34.615387 3 K.FWEVISDEHGIDPTGTYHGDSDLQLDR.I 20 2 *
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_112.013816.013816.2 2 4.0467 0.3536 1622.89 1621.9 1 84.61539 13 R.LHFFMPGFAPLTSR.G 263 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_Ti_109.001196.001196.3 3 5.9159 0.4619 4596.68 4595.9 1 25 180 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsSD-NE_NT_lymphocytes_PK_108.011894.011894. 2 2.8837 0.3427 1039.83 1040.3 2 93.75 1 R.YLTVAAVFR.G 310 2
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NP_821133.1| gi|29788785|ref|NP_821133.1| "tubulin, beta [Homo sapiens] " 65 1247 80.6 444 49671 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.012584.0125 2 3.7409 0.3551 1621.55 1621.9 1 80.769226 2 R.LHFFMPGFAPLTSR.G 263 2
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_109.017592.017592 2 3.5853 0.3022 1283.45 1282.6 1 85 5 L.KIFEMGPVFTL.- 217 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_Ti_112.014466.014466 3 3.7929 0.2473 4428.05 4429 7 17.763157 4 R.LNQTTFTATRPGVYYGQCSEICGANHSFMPIVLELIPLK.I 179 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_109.001955.001955 2 3.8699 0.296 2092.25 2089.5 1 61.764706 2 F.NSYMLPPLFLEPGDLRLL.D 119 0 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_111.000254.000254 2 3.207 0.3496 1593.61 1594 1 65.38461 1 M.LPPLFLEPGDLRLL.D 123 0 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.014600.014600 2 4.0664 0.2777 2228.25 2228.7 1 50 1 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_110.002567.002567 2 3.0965 0.3212 1889.91 1888.3 1 60.000004 2 S.YMLPPLFLEPGDLRLL.D 121 0 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_107.018904.018904 2 4.5746 0.4252 1861.93 1863.2 1 66.66667 3 F.NSYMLPPLFLEPGDLR.L 119 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_109.017552.017552 1 2.547 0.245 1282.73 1282.6 1 65 3 L.KIFEMGPVFTL.- 217 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.014642.014642 3 4.4112 0.3293 2228.84 2228.7 1 31.578945 2 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_107.019228.019228 2 3.8733 0.3214 1661.75 1662 1 69.230774 2 S.YMLPPLFLEPGDLR.L 121 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_PK_111.013845.013 2 2.7736 0.2527 1369.51 1367.6 2 68.181816 2 M.LPPLFLEPGDLR.L 123 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_107.008939.0089 1 1.8109 0.1843 1115.49 1116.3 2 66.66667 1 D.EVNDPSLTIK.S 89 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.013622.0136 3 4.894 0.3692 2230.22 2228.7 1 38.157894 7 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.003504.0035 2 4.0607 0.287 1852.27 1853.1 1 60.000004 4 R.ILYMTDEVNDPSLTIK.S 83 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_102.000611.0006 1 2.2125 0.2216 1156.59 1154.4 1 61.11111 6 K.IFEMGPVFTL.- 218 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013976.0139 2 4.9668 0.468 2229.93 2228.7 1 60.526318 9 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_114.012725.0127 2 2.6139 0.1688 1108.73 1107.4 6 72.22222 1 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_105.010592.0105 2 4.626 0.4201 1626.49 1626.8 1 80.769226 5 L.YMTDEVNDPSLTIK.S 85 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_106.009176.0091 2 4.1931 0.2792 1331.77 1332.5 1 86.36364 4 M.TDEVNDPSLTIK.S 87 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_Ti_112.014751.01475 3 5.4872 0.4151 3293.15 3294.8 1 38.392857 1 R.PGVYYGQCSEICGANHSFMPIVLELIPLK.I 189 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014882.01488 2 4.6467 0.3971 2228.71 2228.7 1 52.63158 3 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009874.0098 2 2.577 0.1765 1107.13 1107.4 5 72.22222 6 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_PK_111.011212.011 2 3.2063 0.3195 1917.55 1918.1 1 50 3 R.LNQTTFTATRPGVYYGQ.C 179 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_Ti_102.016059.01605 1 2.3757 0.2805 1155.58 1154.4 6 61.11111 3 K.IFEMGPVFTL.- 218 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_PK_111.013544.013 2 3.8017 0.1752 1135.47 1135.5 1 88.88889 4 M.PIVLELIPLK.I 208 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014450.01445 3 5.6927 0.3869 2230.1 2228.7 1 46.05263 4 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_106.009656.0096 2 2.7887 0.2039 1462.33 1463.6 4 62.5 1 Y.MTDEVNDPSLTIK.S 86 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_PK_112.011954.011 2 3.2481 0.2973 1424.51 1421.7 1 79.16667 1 D.VLHSWAVPTLGLK.T 159 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_PK_111.011030.0110 2 2.7549 0.2398 1215.21 1213.3 5 65 2 F.TATRPGVYYGQ.C 185 0 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008960.00896 2 2.6222 0.2075 1107.01 1107.4 2 83.33333 6 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2514.251 2 2.7548 0.1741 1107.18 1107.4 5 77.77778 2 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.014096.0140 3 3.7228 0.1524 2939.09 2939.5 1 30.769232 1 R.MMITSQDVLHSWAVPTLGLKTDAIPGR.L 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_106.016930.016930 1 2.4907 0.2292 1499.03 1498.8 2 58.333332 2 Y.MLPPLFLEPGDLR.L 122 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_PK_110.014060.014060. 2 3 0.2519 1367.45 1367.6 1 77.27273 2 M.LPPLFLEPGDLR.L 123 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_106.016844.016844 2 2.5091 0.2069 1498.41 1498.8 2 75 1 Y.MLPPLFLEPGDLR.L 122 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2214.22 2 2.6176 0.2437 1108.37 1107.4 2 83.33333 2 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_PK_107.010745.010745. 2 2.6053 0.2202 1107.57 1107.4 1 77.77778 1 R.VVLPIEAPIR.M 142 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.014552.0145 3 5.5885 0.4667 3293.21 3294.8 1 36.607143 1 R.PGVYYGQCSEICGANHSFMPIVLELIPLK.I 189 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_PHA_lymphocytes_PK_106.012194.012194 2 2.9499 0.238 1706.87 1707 5 53.571426 3 L.DVDNRVVLPIEAPIR.M 137 1 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_Ti_111.014611.014611.2 2 5.1614 0.4138 2230.49 2228.7 1 63.15789 3 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_Ti_101.015977.015977.1 1 1.9727 0.1167 1155.87 1154.4 1 55.555557 1 K.IFEMGPVFTL.- 218 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_Ti_110.015641.015641.3 3 4.505 0.3027 2228.75 2228.7 1 36.842106 5 R.MMITSQDVLHSWAVPTLGLK.T 152 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3102.310 2 3.3375 0.2058 1934.69 1933.3 6 46.875 3 R.LLDVDNRVVLPIEAPIR.M 135 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_Ti_115.014462.014462.3 3 3.4686 0.2546 4427.03 4429 1 21.052631 2 R.LNQTTFTATRPGVYYGQCSEICGANHSFMPIVLELIPLK.I 179 2 *
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NP_536846.1| gi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [Homo sapiens] 28 129 55.1 227 25565 4.8 HsSD-NE_NT_lymphocytes_Ti_104.010833.010833.2 2 2.5942 0.2036 1106.79 1107.4 1 77.77778 2 R.VVLPIEAPIR.M 142 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.012338.012338 3 5.1639 0.1624 2319.5 2319.6 1 47.368423 7 R.TREGNDLYHEMIESGVINLK.D 240 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.019396.019396 3 4.1362 0.361 2675.36 2677 1 34.782608 5 K.SLQDIIAILGMDELSEEDKLTVSR.A 433 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.016053.016053 2 4.6012 0.2804 1460.63 1458.8 1 83.33333 18 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.021806.021806 2 5.6721 0.4525 1922.69 1923.1 1 83.33333 27 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.011627.011627 2 3.4895 0.286 1438.45 1436.6 1 73.07692 4 R.FTQAGSEVSALLGR.I 311 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_112.013175.013175 2 2.9808 0.2023 2025.89 2024.3 1 50 1 R.FLSQPFQVAEVFTGHMGK.L 463 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.008619.008619 2 3.0334 0.3184 1409.27 1407.5 1 80.769226 3 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.011889.011889 2 5.9926 0.3377 2321.77 2319.6 1 63.15789 6 R.TREGNDLYHEMIESGVINLK.D 240 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_114.014696.014696 2 5.0654 0.4206 2679.57 2677 1 50 18 K.SLQDIIAILGMDELSEEDKLTVSR.A 433 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.016090.016090 1 2.5651 0.1851 1458.6 1458.8 1 58.333332 2 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.013652.013652 2 4.3659 0.4292 1442.83 1440.7 1 83.33333 26 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.009327.009327 1 2.5683 0.3213 1407.45 1407.5 2 53.846157 3 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_111.014491.01449 2 3.5985 0.306 1388.37 1387.7 1 79.16667 2 T.GIKVVDLLAPYAK.G 186 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.016012.016012 3 3.9942 0.1125 3717.29 3717.1 6 17.857143 2 K.GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR.A 352 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_109.016943.016943 3 3.0796 0.223 3045.56 3046.5 3 25.961538 1 K.QFAPIHAEAPEFMEMSVEQEILVTGIK.V 162 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.009944.009944 3 3.7989 0.3074 1652.12 1651.9 1 50 2 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.009242.009242 2 3.9675 0.3242 1816.93 1817 1 73.333336 2 R.IMDPNIVGSEHYDVAR.G 407 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.010250.010250 2 4.9466 0.5084 1652.65 1651.9 1 71.42857 70 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_Ti_110.014312.014312 3 7.9147 0.5007 3845.9 3845.3 1 30.555555 51 K.KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR.A 351 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_110.013098.013098 2 3.9293 0.3697 1919.83 1920.3 1 52.77778 6 K.VLDSGAPIKIPVGPETLGR.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.018900.0189 2 4.7225 0.4244 2678.07 2677 1 45.652176 3 K.SLQDIIAILGMDELSEEDKLTVSR.A 433 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_PK_114.011807.0118 2 3.8343 0.3547 1709.69 1709.9 1 67.85714 2 L.GMDELSEEDKLTVSR.A 442 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009023.00902 2 3.2471 0.2025 976.29 976.16 1 90 2 K.IGLFGGAGVGK.T 202 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008021.00802 2 2.962 0.179 1263.15 1263.5 1 77.27273 1 R.TIAMDGTEGLVR.G 110 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.016718.01671 2 4.4465 0.3059 1458.47 1458.8 1 83.33333 6 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.020067.02006 3 4.3754 0.208 1923.35 1923.1 1 46.666668 6 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_PK_111.011643.011 2 3.0123 0.4315 1870.31 1870.1 1 47.058823 1 D.PAPATTFAHLDATTVLSR.A 370 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.016708.01670 1 2.4044 0.2604 1459.28 1458.8 7 54.166668 1 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009864.0098 3 3.8934 0.3511 1652.3 1651.9 1 50 4 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008046.00804 2 4.7708 0.3899 1819.63 1817 1 70 2 R.IMDPNIVGSEHYDVAR.G 407 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.020924.02092 2 5.5516 0.4052 1923.75 1923.1 1 86.666664 9 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008432.0084 2 3.314 0.4881 1407.55 1407.5 1 84.61539 2 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.018480.01848 2 4.2548 0.3657 2678.35 2677 1 36.95652 1 K.SLQDIIAILGMDELSEEDKLTVSR.A 433 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_PK_110.021420.021 2 3.3832 0.2633 1925.97 1923.1 1 46.666668 1 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009212.00921 3 4.0805 0.3712 1652.78 1651.9 1 53.571426 2 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_PK_110.008248.008 2 3.6529 0.4003 1458.69 1457.6 1 83.33333 2 D.PNIVGSEHYDVAR.G 410 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.008121.0081 1 2.3667 0.2255 1408.56 1407.5 1 65.38461 1 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.011958.0119 2 3.2458 0.3195 1989.23 1989.2 2 44.444447 3 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_PK_112.012737.012 2 3.2251 0.3093 1442.31 1440.7 1 70.83333 2 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.008954.0089 2 2.4492 0.2091 975.71 976.16 1 85 2 K.IGLFGGAGVGK.T 202 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011576.0115 3 4.1587 0.1524 2319.29 2319.6 2 42.105263 1 R.TREGNDLYHEMIESGVINLK.D 240 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011759.01175 2 5.0434 0.4714 1991.51 1989.2 1 58.333332 1 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_PK_110.013365.013 2 3.2708 0.1682 1991.31 1989.2 1 44.444447 1 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009806.00980 2 3.6344 0.4141 1651.57 1651.9 1 75 9 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.013184.01318 2 4.8398 0.4585 1442.43 1440.7 1 83.33333 6 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012676.0126 1 3.597 0.4486 1442.29 1440.7 2 58.333332 5 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.010199.0101 2 3.9883 0.3305 1919.87 1920.3 1 58.333332 2 K.VLDSGAPIKIPVGPETLGR.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.021026.0210 2 6.089 0.4284 1926.11 1923.1 1 83.33333 14 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009903.0099 2 4.1033 0.4958 1652.59 1651.9 1 71.42857 15 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2644.26 2 3.212 0.1565 1919.9 1920.3 1 47.22222 2 K.VLDSGAPIKIPVGPETLGR.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3120.312 2 3.3548 0.422 1987.84 1989.2 2 38.88889 2 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4985.49 2 3.1979 0.2147 1923.22 1923.1 1 50 1 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_108.021115.021115.3 3 3.2021 0.0898 3718.76 3717.1 6 18.571428 1 K.GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR.A 352 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2502.250 2 4.8152 0.4664 1651.68 1651.9 1 71.42857 4 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_105.000039.000039.2 2 6.1036 0.4248 1921.83 1923.1 1 86.666664 34 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_109.009859.009859.2 2 4.2116 0.5555 1407.55 1407.5 1 88.46153 11 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_105.009712.009712 2 4.1365 0.3721 1708.41 1709.9 1 67.85714 1 L.GMDELSEEDKLTVSR.A 442 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_109.010851.010851.1 1 2.6183 0.3832 1406.56 1407.5 3 53.846157 3 K.AHGGYSVFAGVGER.T 226 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_106.014489.014489 2 3.4891 0.2201 1750.11 1749 1 60.714287 2 K.QFAPIHAEAPEFMEM.S 162 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_106.014457.014457 2 2.9654 0.1865 1706.59 1707 4 53.125 1 K.VLDSGAPIKIPVGPETL.G 125 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_107.013319.013319.2 2 4.8158 0.4312 1442.73 1440.7 1 83.33333 13 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_103.011052.011052.2 2 5.0939 0.4965 2269.75 2267.6 1 60.000004 2 R.IPSAVGYQPTLATDMGTMQER.I 325 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2609.260 2 4.5425 0.3421 2233.15 2233.6 1 57.14286 1 R.GQKVLDSGAPIKIPVGPETLGR.I 122 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_109.013120.013120.2 2 4.315 0.3264 2318.91 2319.6 1 52.63158 3 R.TREGNDLYHEMIESGVINLK.D 240 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2648.265 2 4.2624 0.3544 1921.72 1920.3 1 52.77778 3 K.VLDSGAPIKIPVGPETLGR.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_106.009812.009812 2 3.9032 0.313 1817.61 1817 1 70 3 R.IMDPNIVGSEHYDVAR.G 407 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_102.013217.013217.2 2 5.3729 0.4774 1990.57 1989.2 1 63.88889 4 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.016395.0163 2 4.2215 0.2345 1461.09 1458.8 1 83.33333 6 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_111.014003.014003.1 1 3.3704 0.2946 1440.92 1440.7 4 58.333332 14 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.015184.015184.2 2 5.3405 0.4144 2023.77 2024.3 1 70.588234 9 R.FLSQPFQVAEVFTGHMGK.L 463 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.015324.015324.3 3 3.617 0.219 2023.1 2024.3 6 35.294117 1 R.FLSQPFQVAEVFTGHMGK.L 463 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_105.009806.009806. 2 2.9436 0.1628 1438.75 1436.6 1 73.07692 3 R.FTQAGSEVSALLGR.I 311 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.015742.015742.3 3 6.9711 0.505 3847.22 3845.3 1 27.777779 46 K.KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR.A 351 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_105.013046.013046. 2 4.5922 0.3671 1990.23 1989.2 1 58.333332 3 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013012.0130 2 4.4118 0.4083 1440.41 1440.7 1 83.33333 15 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_105.015263.015263 2 2.8174 0.1772 1988.99 1989.2 1 41.666664 2 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_102.013252.013252.3 3 3.3216 0.2003 1988.96 1989.2 1 43.055553 1 R.AIAELGIYPAVDPLDSTSR.I 388 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_102.007379.007379.1 1 2.1356 0.2441 899.46 900.06 4 56.25 1 K.VLDSGAPIK.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_111.015511.015511.1 1 3.3282 0.1905 1459.92 1458.8 1 62.5 7 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.000651.000651.3 3 4.9267 0.2949 1923.74 1923.1 1 50 8 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.021050.0210 3 4.9653 0.4 1923.08 1923.1 1 53.333336 8 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_106.000694.000694. 2 5.7286 0.468 1923.09 1923.1 1 83.33333 8 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.011656.011656.2 2 4.0541 0.4756 1650.97 1651.9 1 71.42857 34 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.011543.011543.3 3 3.7527 0.3629 1651.94 1651.9 1 51.785713 2 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010967.010967.2 2 4.421 0.269 1438.57 1436.6 1 80.769226 7 R.FTQAGSEVSALLGR.I 311 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_106.014180.014180. 2 3.8757 0.3993 1440.49 1440.7 1 83.33333 6 R.VALTGLTVAEYFR.D 282 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_106.019503.019503 2 4.7983 0.251 2359.87 2358.6 1 68.42105 2 K.GFQQILAGEYDHLPEQAFYM.V 490 1 *
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6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_106.019503.019503 3 3.8793 0.2305 3539.3 3539 1 23.387096 1 K.GFQQILAGEYDHLPEQAFYMVGPIEEAVAKAD.K 490 1 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_108.011795.011795. 2 3.7055 0.3863 1653.53 1651.9 1 60.714287 6 R.LVLEVAQHLGESTVR.T 95 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_PK_111.011621.011621. 2 2.8456 0.1795 1920.99 1920.3 4 38.88889 1 K.VLDSGAPIKIPVGPETLGR.I 125 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_104.011082.011082.1 1 3.0568 0.3893 1436.78 1436.6 1 57.692307 4 R.FTQAGSEVSALLGR.I 311 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_104.013233.013233.2 2 5.2737 0.3494 2061.57 2062.3 1 61.764706 4 R.EGNDLYHEMIESGVINLK.D 242 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_105.017361.017361.3 3 4.0724 0.3317 3350.84 3352.8 1 30.172413 2 K.GFQQILAGEYDHLPEQAFYMVGPIEEAVAK.A 490 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_110.017740.017740.2 2 4.8878 0.3152 1458.07 1458.8 1 83.33333 12 K.TVLIMELINNVAK.A 213 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_111.016493.016493.2 2 4.953 0.4882 2676.37 2677 1 45.652176 40 K.SLQDIIAILGMDELSEEDKLTVSR.A 433 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_PHA_lymphocytes_PK_107.003356.003356 2 4.6417 0.4538 1925.31 1923.1 1 70 6 R.DQEGQDVLLFIDNIFR.F 295 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_104.009330.009330.2 2 3.4383 0.3134 1602.89 1602.8 1 67.85714 3 K.VALVYGQMNEPPGAR.A 265 2 *
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NP_001677.2| gi|32189394|ref|NP_001677.2| "ATP synthase, H+ transporting, mitochondrial F1 complex, beta su 41 717 69.8 529 56560 5.4 HsSD-NE_NT_lymphocytes_Ti_102.009608.009608.2 2 2.6325 0.0939 1265.47 1263.5 7 68.181816 1 R.TIAMDGTEGLVR.G 110 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_108.008492.008492 3 3.0855 0.2544 1529.69 1529.7 3 54.166668 1 R.SRDHGLPGYNAWR.R 563 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_103.022520.022520 2 3.6836 0.3041 2941.61 2941.4 1 34.615387 4 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_PK_107.013705.013705 2 3.1093 0.2647 2118.87 2118.3 1 50 1 Q.WGQFIDHDLDFSPESPAR.V 227 1 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_114.011703.011703 2 3.2969 0.2751 1524.73 1524.9 1 83.33333 4 R.KIMGAMVQIITYR.D 420 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_108.018448.018448 2 2.9162 0.2827 2842.69 2840.2 1 34.782608 1 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_110.020004.020004 3 3.3939 0.1639 3068.51 3069.6 1 24.074074 1 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_PK_110.013982.013982 2 2.5553 0.1509 1404.35 1403.7 4 69.230774 1 A.IAEPLLPGARVGPL.L 619 0 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_106.018591.018591 3 3.6084 0.3236 2840.21 2840.2 2 28.260868 1 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_111.010592.010592 3 4.8689 0.3835 1524.23 1523.8 1 55.76923 2 K.RRPLLGASNQALAR.W 156 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_113.014927.014927 2 5.2 0.3636 3071.11 3069.6 1 42.592594 42 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.012418.012418 2 2.461 0.1058 2033.09 2033.3 1 58.333332 1 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_Ti_112.002109.002109 2 3.4211 0.4088 2705.97 2703 1 33.333336 12 R.NQINALTSFVDASMVYGSEVSLSLR.L 300 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.021872.0218 3 4.6674 0.1837 2943.62 2941.4 1 31.730768 2 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.012104.01210 3 4.331 0.3742 2032.37 2033.3 1 40.27778 2 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_110.011787.01178 2 3.4091 0.2585 1398.91 1396.7 1 90.909096 9 K.IMGAMVQIITYR.D 421 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_113.009686.00968 2 4.2397 0.2902 1367.19 1367.6 1 70.83333 5 R.RPLLGASNQALAR.W 157 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.020554.02055 3 3.0822 0.2648 2705.27 2703 7 27.083334 1 R.NQINALTSFVDASMVYGSEVSLSLR.L 300 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011528.01152 2 4.1901 0.3133 1376.35 1376.6 1 81.818184 12 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.015051.01505 2 3.5706 0.317 2323.65 2322.6 2 55.263157 2 R.WLPAEYEDGLSLPFGWTPSR.R 170 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008415.00841 2 3.2756 0.2175 1150.13 1150.3 5 88.88889 2 R.IPCFLAGDTR.S 368 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.001078.00107 2 3.9018 0.365 2942.63 2941.4 1 36.53846 10 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.021669.0216 2 4.472 0.3126 2943.21 2941.4 1 42.307693 9 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010973.01097 1 2.274 0.1665 1192.54 1191.5 1 61.11111 1 K.LAAMHTLFMR.E 384 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010726.01072 1 3.4167 0.2451 1317.78 1315.6 1 63.636364 2 R.IGLDLAALNMQR.S 551 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011241.0112 2 4.554 0.3393 1377.65 1376.6 1 90.909096 5 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_PK_106.008597.0085 1 2.243 0.2493 874.44 872.91 1 85.71429 2 R.DHGLPGYN.A 565 1
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011006.01100 2 3.6637 0.292 1315.05 1315.6 1 77.27273 3 R.IGLDLAALNMQR.S 551 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007064.0070 1 2.0291 0.1001 964.47 965.06 2 78.57143 1 R.FCGLSQPR.N 577 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_PK_106.012233.0122 2 3.5263 0.3466 1346.31 1345.6 1 86.36364 4 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.016058.01605 2 5.2928 0.3562 1667.71 1664.9 1 76.92308 30 R.VGPLLACLFENQFR.R 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_110.012484.01248 2 4.2555 0.3623 1140.51 1138.4 1 94.44444 4 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.011598.01159 2 2.5037 0.1872 1185.53 1185.5 2 83.33333 1 R.RNGFLLPLVR.A 191 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011433.01143 1 3.6406 0.1626 1377.87 1376.6 7 59.090908 2 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.006956.0069 2 2.3212 0.0822 965.25 965.06 3 85.71429 1 R.FCGLSQPR.N 577 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.020439.02043 2 4.5672 0.4605 2705.75 2703 1 47.916664 17 R.NQINALTSFVDASMVYGSEVSLSLR.L 300 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.011943.01194 2 2.6572 0.2043 2222.47 2222.5 3 36.11111 1 R.TCAQLPPCFPIKIPPNDPR.I 256 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.015818.0158 2 4.8335 0.401 1665.63 1664.9 1 76.92308 7 R.VGPLLACLFENQFR.R 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_113.012938.01293 2 3.0118 0.2628 1820.63 1821.1 1 57.14286 2 R.VGPLLACLFENQFRR.A 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011747.01174 2 2.9433 0.1972 1030.15 1029.3 1 93.75 2 R.NGFLLPLVR.A 192 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.000010.00001 3 4.8512 0.2407 2941.46 2941.4 1 33.653847 3 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.015296.01529 3 3.9515 0.1613 3071.54 3069.6 1 27.777779 4 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010956.01095 2 3.6587 0.2573 1192.29 1191.5 1 94.44444 3 K.LAAMHTLFMR.E 384 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009008.00900 2 3.991 0.3408 1347.59 1345.6 1 90.909096 6 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006806.00680 2 2.152 0.1677 965.03 965.06 1 85.71429 2 R.FCGLSQPR.N 577 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008368.00836 2 2.4668 0.0921 1283.73 1286.4 1 75 1 R.DHGLPGYNAWR.R 565 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009561.00956 2 3.0601 0.1801 1121.41 1121.3 1 87.5 6 R.RFCGLSQPR.N 576 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009113.00911 2 3.4303 0.1867 1434.91 1432.6 3 77.27273 3 R.TCAQLPPCFPIK.I 256 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.012165.0121 2 4.0022 0.3482 1138.35 1138.4 1 94.44444 8 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_108.017526.01752 3 3.7392 0.1898 2841.8 2840.2 1 32.608696 5 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_115.009573.00957 3 3.273 0.2554 1526.21 1523.8 1 50 1 K.RRPLLGASNQALAR.W 156 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_115.009838.00983 2 3.5757 0.301 1531.71 1529.7 1 70.83333 4 R.SRDHGLPGYNAWR.R 563 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_114.011426.01142 2 3.8562 0.347 1524.31 1524.9 1 91.66667 19 R.KIMGAMVQIITYR.D 420 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.012080.01208 2 4.5435 0.3535 2036.21 2033.3 1 66.66667 6 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_PK_110.010838.010 2 3.6428 0.2825 1347.53 1345.6 1 77.27273 2 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_PK_108.010430.0104 2 3.2455 0.2428 1133.01 1133.3 1 88.88889 8 V.YEGGIDPILR.G 511 1 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.015776.0157 2 4.4484 0.3765 2322.31 2322.6 1 60.526318 2 R.WLPAEYEDGLSLPFGWTPSR.R 170 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_110.015953.01595 3 3.8109 0.3461 1665.35 1664.9 1 51.923077 1 R.VGPLLACLFENQFR.R 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_115.014626.01462 2 5.4895 0.3549 3072.29 3069.6 1 46.296295 7 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012182.01218 1 2.1208 0.2567 1001.56 1002.2 7 68.75 1 R.DFLPLVLGK.A 433 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_115.011721.01172 2 2.345 0.0961 1511.89 1512.8 7 59.090908 1 R.FGHTMLQPFMFR.L 472 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.018362.01836 2 5.012 0.3882 2842.89 2840.2 1 52.173912 16 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2435.24 2 3.6832 0.3056 1345.37 1345.6 1 72.72727 2 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2723.27 2 3.6605 0.3082 1367 1367.6 1 70.83333 2 R.RPLLGASNQALAR.W 157 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2010.201 2 4.2413 0.4726 1450.48 1450.6 1 83.33333 1 R.IICDNTGITTVSR.D 674 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_112.013168.013168.1 1 2.6448 0.362 1511.84 1512.8 1 68.181816 4 R.FGHTMLQPFMFR.L 472 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_112.013157.013157.2 2 4.0374 0.2916 1512.51 1512.8 1 68.181816 7 R.FGHTMLQPFMFR.L 472 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.012014.0120 2 3.899 0.2595 2032.65 2033.3 3 50 3 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_111.001652.001652.2 2 5.0069 0.317 2942.69 2941.4 1 40.384613 26 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_111.011585.011585.3 3 3.1178 0.1707 1530.11 1529.7 3 60.416668 2 R.SRDHGLPGYNAWR.R 563 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3014.30 2 3.1855 0.3116 2033.38 2033.3 2 44.444447 2 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_103.010674.010674.1 1 2.5601 0.1096 1345.92 1345.6 2 59.090908 1 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2968.296 2 4.1785 0.2982 1376.24 1376.6 1 81.818184 3 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_PK_106.011038.011038 2 5.0498 0.4954 1929.75 1932.1 1 75 3 W.GQFIDHDLDFSPESPAR.V 228 1 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_107.011892.011892.2 2 3.5319 0.2776 1378.21 1376.6 1 77.27273 1 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2823.282 3 4.4105 0.3221 2033.03 2033.3 1 41.666664 2 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_104.012306.012306.1 1 3.0064 0.4145 1314.9 1315.6 1 72.72727 2 R.IGLDLAALNMQR.S 551 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_111.012656.012656.2 2 3.473 0.3613 1191.47 1191.5 1 94.44444 1 K.LAAMHTLFMR.E 384 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_PK_105.010580.010580. 2 3.8843 0.3325 1346.83 1345.6 1 86.36364 4 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_110.009514.009514.2 2 3.6554 0.2646 1530.71 1529.7 1 75 4 R.SRDHGLPGYNAWR.R 563 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_PHA_lymphocytes_PK_106.016061.01606 2 4.0186 0.359 2376.71 2377.6 1 55.263157 1 F.MQWGQFIDHDLDFSPESPAR.V 225 1 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.010172.0101 2 3.5266 0.2276 1529.57 1529.7 1 75 2 R.SRDHGLPGYNAWR.R 563 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.016973.0169 2 5.0322 0.4367 2841.61 2840.2 1 45.652176 17 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.012159.0121 3 3.0556 0.2603 2033.63 2033.3 3 31.944445 1 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_102.008178.008178.2 2 4.2844 0.3915 1453.47 1450.6 1 83.33333 1 R.IICDNTGITTVSR.D 674 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.016865.0168 2 3.6624 0.3976 3071.07 3069.6 1 35.185184 8 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4211.421 2 4.0806 0.3148 1664.6 1664.9 1 69.230774 2 R.VGPLLACLFENQFR.R 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3295.32 2 2.8706 0.1743 1820.32 1821.1 9 46.42857 2 R.VGPLLACLFENQFRR.A 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.000357.0003 2 3.2857 0.2209 2706.01 2703 1 31.25 6 R.NQINALTSFVDASMVYGSEVSLSLR.L 300 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_115.015548.015548.3 3 3.0451 0.3129 3066.59 3069.6 7 23.148148 1 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.011902.0119 2 3.8636 0.3132 1511.77 1512.8 1 72.72727 6 R.FGHTMLQPFMFR.L 472 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3960.39 2 4.4569 0.3847 1665.39 1664.9 1 69.230774 4 R.VGPLLACLFENQFR.R 629 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_112.013973.013973.2 2 2.3617 0.2523 1394.89 1396.7 1 68.181816 1 K.IMGAMVQIITYR.D 421 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_110.018365.018365.2 2 4.6724 0.4851 2839.71 2840.2 1 45.652176 27 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3994.399 2 3.7676 0.2622 2321.25 2322.6 1 52.63158 2 R.WLPAEYEDGLSLPFGWTPSR.R 170 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_115.009898.009898.3 3 4.4622 0.314 1523.3 1523.8 1 51.923077 3 K.RRPLLGASNQALAR.W 156 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_PK_109.013534.013534. 2 3.4247 0.3777 1137.67 1138.4 1 94.44444 5 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009604.0096 1 2.0758 0.2221 1191.24 1191.5 2 61.11111 1 K.LAAMHTLFMR.E 384 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011733.0117 2 2.2209 0.2036 1397.61 1396.7 1 63.636364 1 K.IMGAMVQIITYR.D 421 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3160.31 2 3.7572 0.4146 1138.09 1138.4 1 94.44444 4 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2430.243 2 3.8501 0.3908 1345.4 1345.6 1 81.818184 4 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2815.281 2 4.0409 0.3434 2032.81 2033.3 1 58.333332 6 R.ASAPNSHVPLSSAFFASWR.I 490 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_110.001491.001491.3 3 4.7005 0.2109 2944.34 2941.4 1 29.807693 3 K.FLNLYGTPDNIDIWIGAIAEPLLPGAR.V 602 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.015134.0151 3 3.7328 0.1419 3070.1 3069.6 5 24.074074 3 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2423.242 1 2.2137 0.1364 1344.72 1345.6 7 59.090908 1 R.IVYEGGIDPILR.G 509 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_PK_110.015362.015362. 2 3.9608 0.2285 1579.33 1577.9 1 71.42857 3 D.IWIGAIAEPLLPGAR.V 614 1 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_PK_108.012368.012368. 2 3.7979 0.2998 1375.61 1376.6 1 72.72727 4 R.TNYLGLLAINQR.F 329 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_104.016611.016611.2 2 5.3257 0.3876 2320.95 2322.6 1 65.789474 8 R.WLPAEYEDGLSLPFGWTPSR.R 170 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2247.224 2 3.3264 0.3156 1150.32 1150.3 1 88.88889 2 R.IPCFLAGDTR.S 368 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2043.20 2 3.1659 0.1087 1150.48 1150.3 1 88.88889 2 R.IPCFLAGDTR.S 368 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_113.002765.002765.2 2 4.3241 0.4306 2706.03 2703 1 45.833336 49 R.NQINALTSFVDASMVYGSEVSLSLR.L 300 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2243.224 1 1.8084 0.1031 1149.52 1150.3 2 66.66667 1 R.IPCFLAGDTR.S 368 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.011055.0110 2 3.5676 0.2986 1191.43 1191.5 1 94.44444 4 K.LAAMHTLFMR.E 384 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.018064.0180 3 5.8438 0.3874 2843.15 2840.2 1 41.304348 4 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2134.213 1 2.3267 0.255 1285.56 1286.4 8 60.000004 1 R.DHGLPGYNAWR.R 565 2
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3218.321 2 4.0653 0.3592 1138.27 1138.4 1 94.44444 6 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_112.015302.015302.3 3 4.1833 0.4092 2838.92 2840.2 1 31.52174 1 R.ALMFMQWGQFIDHDLDFSPESPAR.V 221 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_110.013762.013762.2 2 4.118 0.3895 1138.23 1138.4 1 94.44444 8 R.VANVFTLAFR.F 462 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_114.015443.015443.2 2 5.3688 0.378 3069.59 3069.6 1 46.296295 10 R.KFLNLYGTPDNIDIWIGAIAEPLLPGAR.V 601 2 *
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_000493.1| gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sapiens] 51 612 43.2 715 81040 10.3 HsSD-NE_NT_lymphocytes_Ti_108.016154.016154.2 2 4.6569 0.4031 1663.89 1664.9 1 76.92308 8 R.VGPLLACLFENQFR.R 629 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_Ti_108.010517.010517 2 2.6656 0.3032 1260.19 1260.5 1 66.66667 1 K.LLLGAGAVAYGVR.E 25 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_Ti_101.013553.013553 2 2.7239 0.1876 1856.73 1855.1 3 43.75 2 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_Ti_104.015632.015632 2 5.192 0.4813 2225.73 2226.5 1 63.88889 12 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_Ti_111.021591.021591 2 3.9461 0.3554 2244.09 2241.5 1 50 9 R.AKDFSLILDDVAITELSFSR.E 172 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_Ti_101.012034.012034 3 4.895 0.4314 1857.83 1855.1 1 57.8125 2 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_PHA_lymphocytes_PK_110.020231.02023 2 3.2761 0.2925 1725.71 1725 1 66.66667 3 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.012722.0127 3 3.8962 0.403 1855.28 1855.1 1 43.75 3 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_PK_106.009386.0093 2 2.8195 0.255 995.29 995.08 1 92.85714 2 R.LGLDYEER.V 124 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009346.00934 2 4.4066 0.3435 1260.27 1260.5 1 87.5 6 K.LLLGAGAVAYGVR.E 25 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009785.0097 1 2.5049 0.1779 1262.82 1260.5 2 62.5 1 K.LLLGAGAVAYGVR.E 25 2 *
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8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_109.016652.01665 3 4.1122 0.1968 1725.02 1725 3 56.25 2 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_108.010876.01087 2 4.5495 0.4046 1854.07 1855.1 1 75 7 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014486.01448 2 5.5785 0.4611 2227.39 2226.5 1 63.88889 18 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006294.0062 1 2.4391 0.1835 982.35 982.08 2 68.75 2 R.EYTAAVEAK.Q 192 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009710.0097 2 4.1882 0.3831 1259.89 1260.5 1 83.33333 8 K.LLLGAGAVAYGVR.E 25 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010436.0104 2 4.8394 0.4504 1856.75 1855.1 1 71.875 5 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010184.01018 2 4.9333 0.4058 1889.09 1890.2 1 66.66667 3 R.VLSRPNAQELPSMYQR.L 108 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.008326.0083 2 4.8677 0.3884 1891.87 1890.2 1 63.333332 3 R.VLSRPNAQELPSMYQR.L 108 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_Ti_108.016592.01659 2 4.4435 0.3017 1727.35 1725 1 75 2 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.016046.0160 2 4.0766 0.3693 1724.63 1725 1 79.16667 10 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_PK_111.014549.014 2 2.7367 0.28 1727.79 1725 2 58.333332 2 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.016314.0163 3 4.5205 0.2347 1725.26 1725 6 58.333332 2 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014574.0145 2 5.1999 0.4249 2227.69 2226.5 1 61.11111 11 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1647.164 2 3.9889 0.2286 1216.35 1216.3 1 86.36364 1 K.IVQAEGEAEAAK.M 225 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_PK_105.019167.019167. 2 3.1479 0.2099 2042.47 2042.3 1 58.823532 1 K.DFSLILDDVAITELSFSR.E 174 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4447.444 2 4.21 0.3445 1723.61 1725 1 83.33333 6 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2743.274 2 5.1016 0.4776 1853.95 1855.1 1 75 4 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1812.18 2 3.8558 0.2276 1602.72 1603.8 1 60.714287 2 R.AAQNISKTIATSQNR.I 256 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_115.019534.019534.2 2 2.9535 0.3158 2043.85 2042.3 2 44.11765 2 K.DFSLILDDVAITELSFSR.E 174 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_112.018758.018758.2 2 4.0331 0.3503 2243.95 2241.5 1 50 16 R.AKDFSLILDDVAITELSFSR.E 172 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_107.016519.016519.2 2 3.556 0.379 1727.91 1725 1 70.83333 2 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_110.016216.016216.2 2 5.2265 0.41 2227.57 2226.5 1 66.66667 19 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_102.006322.006322.2 2 2.5423 0.3056 1213.93 1216.3 5 63.636364 1 K.IVQAEGEAEAAK.M 225 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2834.28 2 4.0909 0.4332 1854.07 1855.1 1 53.125 1 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.000186.0001 2 3.2101 0.161 2045.05 2042.3 2 47.058823 1 K.DFSLILDDVAITELSFSR.E 174 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_102.008362.008362.2 2 2.5069 0.2463 995.27 995.08 1 92.85714 2 R.LGLDYEER.V 124 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2543.254 2 4.2954 0.3129 1260.42 1260.5 1 91.66667 2 K.LLLGAGAVAYGVR.E 25 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3595.35 2 3.7199 0.3687 2224.91 2226.5 1 50 2 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_108.010966.010966.2 2 3.3041 0.3533 1259.17 1260.5 1 75 1 K.LLLGAGAVAYGVR.E 25 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.4204.42 2 4.3645 0.3601 1726.39 1725 1 79.16667 5 R.IPWFQYPIIYDIR.A 72 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_110.012775.012775.3 3 3.6746 0.2931 1855.58 1855.1 1 46.875 1 R.IGGVQQDTILAEGLHFR.I 55 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3930.393 2 4.0947 0.439 2225.15 2226.5 1 50 6 R.IYLTADNLVLNLQDESFTR.G 271 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1694.169 1 2.4358 0.1537 981.41 982.08 1 75 1 R.EYTAAVEAK.Q 192 2 *
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_009204.1| gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 14 195 47.5 299 33296 9.8 HsSD-NE_NT_lymphocytes_Ti_107.011351.011351.2 2 4.6793 0.467 1854.01 1855.1 1 71.875 3 R.IGGVQQDTILAEGLHFR.I 55 2 *
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_108.009015.009015 1 3.0054 0.4492 1010.47 1011 1 70 4 F.HSFGGGTGSGF.T 139 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.015934.015934 2 5.5556 0.3592 2410.63 2410.7 1 60.000004 73 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013487.013487 1 2.9744 0.3406 1479.71 1479.7 1 62.5 3 S.KLEFSIYPAPQVS.T 166 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.017920.017920 3 5.4172 0.3817 3390.44 3392.8 1 31.451612 27 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_113.013647.013647 3 3.8158 0.2858 2112.86 2112.5 1 45.588234 2 R.GHYTIGKEIIDLVLDRIR.K 106 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.016010.016010 3 3.0778 0.1527 2409.35 2410.7 4 30.000002 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_110.012421.01242 2 3.0539 0.1695 1827.09 1826.1 3 50 1 F.KVGINYQPPTVVPGGDLA.K 352 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.014590.014590 3 4.145 0.3335 1845.02 1843.1 1 45 1 R.GHYTIGKEIIDLVLDR.I 106 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.014321.01432 2 4.1004 0.3484 1740.47 1739 1 60.000004 3 K.SKLEFSIYPAPQVSTA.V 165 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013561.01356 1 2.6476 0.2127 1567.78 1566.8 1 57.692307 2 K.SKLEFSIYPAPQVS.T 165 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.014189.014189 3 5.0405 0.4511 4297.7 4299.7 1 22.972973 18 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_109.014148.014148 3 3.9556 0.2755 2133.44 2131.4 1 47.058823 1 R.NLDIERPTYTNLNRLIGQ.I 216 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011757.011757 2 4.9389 0.4747 2331.57 2331.5 1 68.42105 63 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.011948.011948 3 4.1759 0.29 2333.66 2331.5 1 38.157894 8 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011540.011540 3 5.7244 0.3784 2752.43 2752 1 36.95652 10 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.010864.010864 2 3.2031 0.2116 1950.21 1948.1 1 53.125 1 L.FHPEQLITGKEDAANNY.A 87 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012233.012233 2 3.8108 0.4572 1758.73 1758.1 1 73.333336 4 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_108.013071.01307 2 2.8497 0.2279 1425.55 1423.6 1 80 2 K.RTIQFVDWCPT.G 339 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_111.011850.011850 2 3.832 0.3637 1953.51 1954.3 1 50 3 F.KVGINYQPPTVVPGGDLAK.V 352 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_115.003146.003146 3 3.8591 0.2747 2489.51 2487.7 1 41.25 4 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012924.012924 2 4.9127 0.4819 2010.85 2009.1 1 55.263157 9 K.TIGGGDDSFNTFFSETGAGK.H 41 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.014579.014579 2 3.747 0.2914 1844.95 1843.1 1 70 2 R.GHYTIGKEIIDLVLDR.I 106 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011602.011602 2 5.9312 0.4427 2752.35 2752 1 54.347824 30 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.016895.016895 2 2.7526 0.2962 1582.63 1583.8 1 56.666668 1 F.GGGTGSGFTSLLMERL.S 142 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.013968.013968 2 2.8569 0.2046 1703.33 1702.9 1 53.571426 1 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_112.003716.003716 2 2.8481 0.2589 1856.63 1857.1 1 57.14286 3 K.TKRTIQFVDWCPTGF.K 337 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.011813.011813 2 3.0137 0.1691 2487.73 2487.7 1 37.5 3 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_108.015574.015574 2 3.8938 0.4012 1460.77 1458.7 1 80.769226 18 R.LIGQIVSSITASLR.F 230 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_108.010250.010250 2 2.7705 0.2488 1790.47 1791 4 53.333336 1 C.CLLYRGDVVPKDVNAA.I 316 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013588.013588 2 3.765 0.386 1566.59 1566.8 1 76.92308 2 K.SKLEFSIYPAPQVS.T 165 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.013769.013769 2 5.2015 0.4053 1867.37 1866.1 1 68.75 67 R.AVCMLSNTTAIAEAWAR.L 374 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_111.012200.012200 2 3.1824 0.2667 2180.55 2181.5 4 37.5 1 F.KVGINYQPPTVVPGGDLAKVQ.R 352 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010928.01092 2 5.9777 0.4688 2007.73 2009.1 1 65.789474 4 K.TIGGGDDSFNTFFSETGAGK.H 41 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009794.0097 2 2.5691 0.272 1410.81 1411.6 3 72.72727 1 R.QLFHPEQLITGK.E 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_PK_113.013865.0138 2 4.5759 0.3344 1703.25 1702.9 1 67.85714 7 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_PK_110.009845.0098 2 3.255 0.2933 1692.75 1690.8 1 67.85714 1 W.YVGEGMEEGEFSEAR.E 408 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010517.01051 3 3.6377 0.2183 2753.75 2752 4 28.260868 1 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011096.01109 2 3.192 0.0928 1085.93 1086.3 1 93.75 2 K.EIIDLVLDR.I 113 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.019216.0192 2 5.3512 0.4428 2011.97 2009.1 1 63.15789 17 K.TIGGGDDSFNTFFSETGAGK.H 41 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010722.0107 2 5.4744 0.414 2753.69 2752 1 50 2 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_101.010677.0106 2 5.6313 0.3721 2351.13 2350.3 1 77.5 3 K.DYEEVGVDSVEGEGEEEGEEY.- 431 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009423.00942 2 3.211 0.3639 2416.35 2416.7 1 42.5 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014120.01412 3 6.0356 0.5311 3391.55 3392.8 1 30.645163 6 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015606.01560 2 5.837 0.3821 2413.35 2410.7 1 60.000004 22 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007920.00792 2 2.9742 0.1491 1721.65 1719.9 4 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011506.0115 2 3.181 0.2606 2331.87 2331.5 1 44.736843 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015446.0154 2 5.613 0.4064 2412.83 2410.7 1 60.000004 26 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012344.0123 2 5.0404 0.369 1703.03 1702.9 1 82.14286 3 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_102.008381.00838 2 3.6524 0.3587 2350.49 2350.3 1 47.5 3 K.DYEEVGVDSVEGEGEEEGEEY.- 431 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012440.0124 2 4.2177 0.1688 1451.65 1449.6 1 81.818184 3 R.NLDIERPTYTNL.N 216 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_PK_110.014235.014 2 3.5106 0.4145 2149.93 2148.4 1 55.555557 2 D.GALNVDLTEFQTNLVPYPR.I 246 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011517.01151 2 3.5818 0.3151 1601.65 1599.8 1 66.66667 1 R.TIQFVDWCPTGFK.V 340 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015112.0151 3 3.6957 0.2704 2411.33 2410.7 1 38.75 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015694.01569 2 4.0376 0.4235 1457.73 1458.7 1 84.61539 6 R.LIGQIVSSITASLR.F 230 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012545.01254 2 3.4308 0.1612 1868.55 1866.1 1 56.25 2 R.AVCMLSNTTAIAEAWAR.L 374 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008528.0085 1 3.1983 0.2399 1382.7 1381.6 2 70 4 R.LDHKFDLMYAK.R 391 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008804.00880 2 4.1731 0.3779 1825.03 1826.1 1 55.88235 3 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_PK_112.012306.012 2 3.0555 0.3967 1756.89 1758.1 1 60.000004 4 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.015885.0158 2 3.3321 0.2786 1460.19 1458.7 1 61.538464 2 R.LIGQIVSSITASLR.F 230 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_PK_113.011351.0113 2 3.5471 0.2533 1812.29 1813 1 60.000004 1 Y.CLEHGIQPDGQMPSDK.T 25 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012356.01235 2 5.3946 0.3908 1705.85 1702.9 1 85.71429 5 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008838.0088 2 2.2164 0.2514 1251.97 1250.4 5 68.75 1 K.YMACCLLYR.G 312 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011464.01146 2 4.1969 0.4631 2330.43 2331.5 1 60.526318 5 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014687.01468 3 4.8271 0.4196 4299.29 4299.7 1 20.945946 3 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012326.0123 2 2.7972 0.2078 1866.65 1866.1 5 56.25 1 R.AVCMLSNTTAIAEAWAR.L 374 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_PK_111.011649.0116 2 3.283 0.1718 1369.71 1368.5 2 75 5 M.VDNEAIYDICR.R 204 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009639.0096 2 2.9002 0.2964 2417.21 2416.7 1 40 4 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008360.00836 2 3.2608 0.248 1383.75 1381.6 1 75 2 R.LDHKFDLMYAK.R 391 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008399.00839 1 2.5474 0.3308 1381.45 1381.6 1 65 2 R.LDHKFDLMYAK.R 391 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009052.0090 3 3.3094 0.2238 2416.73 2416.7 1 31.25 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010637.01063 2 5.1805 0.4149 2754.47 2752 1 52.173912 4 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008067.0080 2 3.2876 0.216 1721.73 1719.9 3 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.009398.0093 2 4.0562 0.3459 1825.11 1826.1 1 58.823532 2 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009524.009524 1 2.2329 0.1845 1153.51 1154.2 1 68.75 2 D.NEAIYDICR.R 206 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_106.012308.012308 2 2.6742 0.2254 2052.01 2053.4 1 47.368423 1 K.VGINYQPPTVVPGGDLAKVQ.R 353 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009779.009779 2 4.7704 0.515 1690.23 1690.8 1 85.71429 2 W.YVGEGMEEGEFSEAR.E 408 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_106.017326.017326.2 2 3.7217 0.2526 1868.23 1866.1 1 53.125 12 R.AVCMLSNTTAIAEAWAR.L 374 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.015464.015464 2 5.4034 0.3817 1703.63 1702.9 1 85.71429 18 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2698.269 2 3.4831 0.1399 2416.4 2416.7 5 40 3 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2358.235 2 3.3465 0.3014 1825.77 1826.1 1 58.823532 1 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007998.0079 2 3.1886 0.2437 1875.67 1876.1 3 60.714287 2 R.RNLDIERPTYTNLNR.L 215 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_111.004066.004066.3 3 3.3403 0.1427 2331.68 2331.5 1 34.210526 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_PK_107.010082.010082. 2 3.3288 0.2698 1825.43 1826.1 4 47.058823 5 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_102.012363.012363.2 2 5.482 0.5446 2007.03 2009.1 1 68.42105 2 K.TIGGGDDSFNTFFSETGAGK.H 41 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011690.0116 2 4.7937 0.435 1758.45 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_108.011998.011998.3 3 4.0014 0.2678 2753.57 2752 1 33.695652 2 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010663.010663.2 2 2.2394 0.3231 1409.75 1411.6 7 59.090908 2 R.QLFHPEQLITGK.E 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012495.012495.2 2 5.0832 0.4104 2753.63 2752 1 54.347824 24 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.014164.0141 3 4.1123 0.1383 3395.45 3392.8 1 25.80645 2 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_104.016547.016547.2 2 6.0636 0.4215 2412.81 2410.7 1 60.000004 117 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_PK_112.012056.012056. 2 3.8323 0.455 1757.47 1758.1 1 63.333332 4 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.015755.015755 2 2.8675 0.2075 1595.21 1593.7 1 61.538464 1 L.ADQCTGLQGFLVFH.S 126 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012638.012638.3 3 3.6559 0.2952 1758.44 1758.1 1 56.666668 2 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_106.008801.00880 2 3.0927 0.3533 1812.25 1813 3 50 1 Y.CLEHGIQPDGQMPSDK.T 25 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_104.013364.013364.2 2 5.4305 0.4225 1702.27 1702.9 1 85.71429 19 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014039.014039 2 5.1785 0.4765 2664.77 2661.8 1 61.904762 27 H.TTLEHSDCAFMVDNEAIYDICR.R 193 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010491.010491.2 2 2.9291 0.3329 2415.85 2416.7 1 40 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.014651.0146 3 3.2224 0.187 4301.3 4299.7 2 20.945946 1 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3930.393 2 5.427 0.3944 2408.93 2410.7 1 57.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2979.29 2 3.3376 0.3414 1757.79 1758.1 1 50 1 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_106.004320.004320 2 3.2341 0.1873 1449.83 1449.6 1 68.181816 1 R.NLDIERPTYTNL.N 216 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013752.013752.2 2 4.3566 0.3518 2331.03 2331.5 1 55.263157 56 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_102.016000.016000 2 4.117 0.4346 1684.67 1684.8 1 71.42857 15 R.FDGALNVDLTEFQTN.L 244 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013378.013378.3 3 4.492 0.3214 1703.06 1702.9 1 51.785713 4 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3277.32 2 4.5912 0.3982 1842.78 1843.1 1 76.666664 3 R.GHYTIGKEIIDLVLDR.I 106 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_PK_105.014987.014987. 2 4.022 0.3256 2409.47 2410.7 1 52.499996 8 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
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9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.012413.012413 2 4.5776 0.477 1878.03 1877 1 76.666664 18 H.WYVGEGMEEGEFSEAR.E 407 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013109.013109.2 2 4.0508 0.4465 1755.67 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3075.30 2 4.682 0.2397 1703.88 1702.9 2 71.42857 7 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014823.014823 2 3.8578 0.4219 2321.25 2321.5 1 50 2 W.YVGEGMEEGEFSEAREDMAAL.E 408 0
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_101.011574.011574.2 2 5.293 0.4938 2352.15 2350.3 1 75 4 K.DYEEVGVDSVEGEGEEEGEEY.- 431 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2450.24 3 3.358 0.1819 2416.79 2416.7 1 33.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_106.011360.011360 2 5.1574 0.3739 1825.67 1826.1 1 70.588234 7 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3854.38 2 4.4012 0.408 2409.99 2410.7 1 42.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_PK_105.015395.015395. 2 3.9429 0.2327 1703.59 1702.9 1 71.42857 4 R.AVFVDLEPTVIDEVR.T 65 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013108.013108.2 2 2.5162 0.1054 1600.83 1599.8 1 75 1 R.TIQFVDWCPTGFK.V 340 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2174.21 2 2.149 0.0807 1825.34 1826.1 6 41.17647 1 K.VGINYQPPTVVPGGDLAK.V 353 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_105.015945.015945.2 2 3.1181 0.1075 1721.95 1719.9 9 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_103.019301.01930 1 2.2832 0.1584 929.82 929.06 2 78.57143 1 E.PTVIDEVR.T 72 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_PHA_lymphocytes_PK_105.011514.011514 2 3.1744 0.225 1386.37 1385.6 1 77.27273 1 F.VDLEPTVIDEVR.T 68 1
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010490.010490.3 3 3.7693 0.3229 2416.43 2416.7 1 38.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NP_006000.2| gi|17986283|ref|NP_006000.2| "tubulin, alpha 1a [Homo sapiens] " 60 987 89.8 451 50136 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3234.323 2 5.0913 0.3374 1703.46 1702.9 1 82.14286 7 R.AVFVDLEPTVIDEVR.T 65 2

10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.001400.001400 2 3.0399 0.3358 2435.53 2435 1 47.61905 2 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_109.017782.017782 1 2.1924 0.3261 1547.9 1548.9 1 57.692307 1 N.RLLVPLVPDLQDVA.Q 307 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.009635.009635 1 3.0081 0.1501 1350.7 1350.6 1 72.72727 1 R.IHVLEAQDLIAK.D 651 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_107.020944.020944 2 2.7834 0.2573 2815.81 2814.2 1 30.769232 2 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_115.017766.017766 2 3.7777 0.3495 2629.41 2630.2 1 50 2 A.FLVLPNRLLVPLVPDLQDVAQLR.S 301 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_110.018106.018106 2 3.4856 0.3783 1550.33 1548.9 1 73.07692 3 N.RLLVPLVPDLQDVA.Q 307 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_108.014739.014739 2 4.2381 0.3165 1745.51 1745 1 71.42857 2 H.RELPAWVSFPDVEKA.E 125 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_111.017994.017994 2 3.5164 0.1898 2327.05 2326.8 2 42.5 1 F.LVLPNRLLVPLVPDLQDVAQL.R 302 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_112.017751.01775 2 2.8621 0.2258 2231.27 2232.7 3 36.842106 1 A.FLVLPNRLLVPLVPDLQDVA.Q 301 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.019354.019354 2 4.4057 0.3363 2564.33 2563.9 1 52.272724 10 R.LTTVLNSGFLDEWLTLEDVPSGR.L 738 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_113.017683.017683 2 4.4182 0.4276 2480.97 2483 1 54.761906 4 F.LVLPNRLLVPLVPDLQDVAQLR.S 302 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_113.017509.017509 3 4.1268 0.2884 2481.65 2483 1 42.857143 1 F.LVLPNRLLVPLVPDLQDVAQLR.S 302 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_110.011336.011336 2 5.1317 0.4479 1932.25 1930.2 1 69.44444 3 R.LTHVDSPLEAPAGPLGQVK.L 958 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_111.018611.01861 3 4.2862 0.3174 1949.21 1946.3 1 45.3125 1 N.RLLVPLVPDLQDVAQLR.S 307 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_110.000482.000482 2 4.3604 0.3024 1898.79 1896.3 1 61.764706 3 L.RVILEPLIGDLPFVGAVS.M 244 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_106.014129.014129 2 3.3716 0.1684 2679.13 2680.1 2 32.608696 1 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_108.000101.00010 2 3.0504 0.2072 1602.35 1602.8 1 77.27273 2 T.NCPVWEEAFRFF.L 521 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.018849.018849 2 3.0291 0.2166 2576.17 2573.9 2 34.090908 2 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.014603.014603 2 3.8598 0.3612 2564.79 2564.9 1 40.909092 1 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_Ti_106.008137.008137 3 5.2149 0.3644 2849.18 2850 1 34 4 R.GSSVDAPPRPCHTTPDSQFGTEHVLR.I 625 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_110.015437.015437 2 3.6329 0.2791 2065.87 2066.3 1 52.941177 1 S.VLDDWFPLQGGQGQVHLR.L 428 1 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_109.020961.02096 2 4.1514 0.3655 1712.19 1710.1 1 66.66667 8 L.RVILEPLIGDLPFVGA.V 244 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_112.016208.016208 2 3.625 0.3647 1944.91 1946.3 1 62.5 3 N.RLLVPLVPDLQDVAQLR.S 307 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_109.020335.020335 2 3.6184 0.356 1791.79 1790.2 1 56.666668 2 N.RLLVPLVPDLQDVAQL.R 307 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_110.001586.001586 2 4.0163 0.3228 1810.83 1809.2 1 59.375 5 L.RVILEPLIGDLPFVGAV.S 244 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007101.00710 2 3.1981 0.1738 1251.17 1249.4 3 77.77778 3 K.RTLSPEFNER.F 1031 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_114.014019.0140 2 2.5086 0.1969 1533.89 1533.7 1 77.27273 1 R.FEWELPLDEAQR.R 1041 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.009680.00968 3 4.9961 0.3152 2849.45 2850 2 32 6 R.GSSVDAPPRPCHTTPDSQFGTEHVLR.I 625 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009296.00929 2 5.375 0.4478 1716.25 1715.9 1 86.666664 2 K.VQLDLAETDLSQGVAR.W 1076 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014526.01452 2 5.2174 0.3554 2567.89 2564.9 1 54.545456 1 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_111.011117.0111 3 3.8233 0.3621 2756.96 2755.9 2 29.62963 1 R.SPGEGPSPSPMDQPSAPSDPTDQPPAAH.A 4 1 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_115.016964.01696 3 5.7374 0.4993 2434.73 2435 1 45.238094 10 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_109.007306.0073 2 3.299 0.1716 1437.53 1435.5 2 62.5 3 H.AKPDPGSGGQPAGPGAA.G 32 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013886.01388 3 5.2152 0.2258 2679.92 2680.1 2 33.695652 6 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011810.01181 2 5.2909 0.4249 1594.53 1592.8 1 80.769226 4 R.WFTLSSGQGQVLLR.A 894 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_PK_112.012894.012 2 3.359 0.3632 1414.59 1414.7 2 62.5 3 D.PPSAAILVVYLDR.A 474 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.020504.02050 3 5.0571 0.4344 2573.6 2573.9 1 36.363636 4 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_109.008754.0087 2 3.4745 0.3572 1805.71 1805.9 1 50 2 H.AKPDPGSGGQPAGPGAAGEAL.A 32 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008403.00840 2 3.3836 0.2664 1507.53 1506.7 1 75 3 R.GSNPHLQTFTFTR.V 171 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009002.00900 2 5.4802 0.494 1932.77 1930.2 1 72.22222 3 R.LTHVDSPLEAPAGPLGQVK.L 958 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010256.01025 2 4.7629 0.4254 1920.91 1922.1 1 83.33333 23 R.FFLQDPQSQELDVQVK.D 531 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012098.01209 1 2.5657 0.2555 1535.8 1533.7 1 68.181816 2 R.FEWELPLDEAQR.R 1041 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012020.01202 2 4.3665 0.3054 1536.49 1533.7 1 86.36364 2 R.FEWELPLDEAQR.R 1041 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010484.0104 2 2.9341 0.1671 1259.79 1260.4 5 80 1 L.SDAEKLEQVLQ.W 453 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_115.012042.0120 2 3.3221 0.194 1738.43 1737.9 1 62.5 2 S.SSLSEEPELSGGPPHIT.S 932 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_115.011950.0119 2 3.3516 0.1652 1911.41 1912 1 55.555557 2 S.SSSLSEEPELSGGPPHITS.S 931 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009628.0096 3 4.2618 0.2458 2345.21 2343.6 6 35 2 K.GNKEPNPMVQLSIQDVTQESK.A 495 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.019758.01975 2 3.4325 0.3101 2815.39 2814.2 1 36.53846 11 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010834.0108 2 3.8383 0.3453 1923.45 1922.1 1 70 3 R.FFLQDPQSQELDVQVK.D 531 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.013610.0136 3 4.5159 0.1736 2681.78 2680.1 1 32.608696 2 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014111.01411 2 4.391 0.3761 1683.95 1683 1 75 2 R.DPPDPYVSLLLLPDK.N 1004 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010144.01014 2 4.802 0.5032 1714.49 1713.9 1 76.666664 2 K.HLSPYATLTVGDSSHK.T 818 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.006710.00671 2 2.7169 0.1372 1040.95 1041.2 6 87.5 2 R.VELGEKPLR.I 184 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.005270.0052 2 3.3612 0.2772 1421.53 1421.5 1 77.27273 6 F.DKDPDKDDFLGR.M 404 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015521.01552 3 4.6465 0.3653 1789.85 1790.2 1 50 2 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.007011.00701 3 6.2388 0.4635 2954 2955.1 1 34.482758 2 R.SPGEGPSPSPMDQPSAPSDPTDQPPAAHAK.P 4 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014162.01416 2 3.7236 0.2578 2215.01 2212.5 3 42.105263 1 R.PTAAELEEVLQVNSLIQTQK.S 772 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009749.00974 2 3.3812 0.2526 2345.95 2343.6 1 47.5 1 K.GNKEPNPMVQLSIQDVTQESK.A 495 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.016637.01663 2 3.3071 0.3021 1641.23 1638.9 1 53.571426 4 K.SAELAAALLSIYMER.A 792 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009104.00910 2 4.1661 0.1222 1350.71 1350.6 1 90.909096 5 R.IHVLEAQDLIAK.D 651 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009092.0090 2 5.3843 0.4717 1930.43 1930.2 1 69.44444 4 R.LTHVDSPLEAPAGPLGQVK.L 958 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012210.01221 2 3.2125 0.1914 1520.53 1517.7 1 75 3 R.ELPAWVSFPDVEK.A 126 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013389.0133 2 2.9489 0.1628 1309.73 1310.6 1 83.33333 2 R.ALTLGALTLPLAR.L 551 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011714.0117 2 4.4312 0.3802 1595.81 1592.8 1 76.92308 2 R.WFTLSSGQGQVLLR.A 894 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_111.011080.0110 2 3.6237 0.4003 2755.77 2755.9 1 33.333336 2 R.SPGEGPSPSPMDQPSAPSDPTDQPPAAH.A 4 1 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.015076.01507 3 4.9145 0.3545 2567.27 2564.9 1 34.090908 1 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014756.01475 3 3.8613 0.0873 1810.49 1810.2 1 60.714287 1 K.IVAQVWPFLGQYMEK.L 145 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.009537.00953 2 3.4099 0.185 1168.89 1169.4 1 94.44444 3 R.KLVSIVHGCR.S 987 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.018843.01884 3 5.983 0.3457 2816.3 2814.2 1 36.53846 3 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_103.016438.0164 2 2.6776 0.2174 1649.97 1647.8 1 53.571426 1 A.SVLDDWFPLQGGQGQ.V 427 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.012488.0124 2 3.8337 0.4327 2109.35 2109.3 1 61.11111 2 K.TISQTSAPVWDESASFLIR.K 836 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_105.006212.0062 2 3.1605 0.2229 1060.29 1060.1 3 93.75 2 W.DVDSENPQR.G 616 1 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.018830.01883 2 4.9141 0.3876 2566.39 2563.9 1 50 19 R.LTTVLNSGFLDEWLTLEDVPSGR.L 738 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012628.0126 2 3.3865 0.3142 1516.69 1517.7 1 83.33333 2 R.ELPAWVSFPDVEK.A 126 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013694.01369 2 3.5102 0.2138 1309.81 1310.6 1 79.16667 2 R.ALTLGALTLPLAR.L 551 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.009671.0096 2 3.7469 0.205 1405.97 1403.5 1 81.818184 5 R.QLLDDEEQLTAK.T 107 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_PK_112.013750.013 2 2.8376 0.3787 2225.73 2226.5 1 41.666664 3 D.PGSGGQPAGPGAAGEALAVLTSFGR.R 36 1 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015206.0152 2 4.4877 0.3938 1789.67 1790.2 1 83.33333 3 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009496.00949 1 2.2599 0.1859 1168.72 1169.4 1 66.66667 4 R.KLVSIVHGCR.S 987 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007623.00762 2 2.553 0.1562 1010.47 1011.2 1 75 2 K.GMQLHGVLR.V 236 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014448.0144 2 4.8565 0.3387 2567.33 2564.9 1 52.272724 4 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006953.0069 2 2.8689 0.1888 1039.57 1041.2 2 87.5 1 R.VELGEKPLR.I 184 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010176.01017 2 2.8594 0.1418 1362.41 1360.5 4 77.77778 2 K.LTLWYYSEER.K 977 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.007118.0071 2 3.6483 0.3728 1623.15 1621.7 1 58.333332 5 H.AKPDPGSGGQPAGPGAAGE.A 32 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015232.0152 3 5.1782 0.4321 1789.82 1790.2 1 50 4 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007874.00787 2 3.5935 0.1751 1403.33 1403.5 1 81.818184 4 R.QLLDDEEQLTAK.T 107 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.020918.0209 2 3.132 0.2354 2814.97 2814.2 1 32.692307 10 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.020254.0202 3 4.575 0.265 2816.84 2814.2 1 31.730768 1 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.017888.01788 2 5.3913 0.4752 2437.33 2435 1 66.66667 13 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013812.01381 1 2.0804 0.1332 1312.64 1310.6 1 58.333332 1 R.ALTLGALTLPLAR.L 551 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.003562.0035 2 3.982 0.3241 1716.39 1715.9 1 66.66667 3 K.VQLDLAETDLSQGVAR.W 1076 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014709.01470 2 4.5653 0.2992 1813.03 1810.2 1 78.57143 2 K.IVAQVWPFLGQYMEK.L 145 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.020468.02046 2 5.948 0.4155 2575.61 2573.9 1 54.545456 10 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.009098.0090 2 2.7862 0.1893 1365.69 1365.5 2 68.181816 1 M.VHEVPGQEIEVE.V 390 0
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009146.00914 1 3.6516 0.0835 1352.44 1350.6 1 72.72727 2 R.IHVLEAQDLIAK.D 651 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011909.0119 1 2.7391 0.3937 1594.02 1592.8 7 46.153847 1 R.WFTLSSGQGQVLLR.A 894 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_115.010838.0108 3 3.7471 0.274 2349.68 2350.5 1 30.000002 1 D.PTDQPPAAHAKPDPGSGGQPAGPGAA.G 23 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012460.01246 2 5.2797 0.3929 2681.43 2680.1 1 50 4 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.014078.0140 3 4.6559 0.3097 2567.78 2564.9 1 40.909092 1 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_PK_112.010622.0106 2 2.996 0.2635 1572.93 1572.7 6 44.11765 1 A.HAKPDPGSGGQPAGPGAA.G 31 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.007875.0078 2 2.1333 0.092 1011.61 1011.2 1 81.25 1 K.GMQLHGVLR.V 236 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_103.010775.010775.2 2 4.4301 0.3512 1717.81 1715.9 1 76.666664 1 K.VQLDLAETDLSQGVAR.W 1076 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4866.486 2 3.8495 0.2463 2565.81 2563.9 1 40.909092 4 R.LTTVLNSGFLDEWLTLEDVPSGR.L 738 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011782.011782.2 2 5.4469 0.3639 1923.69 1922.1 1 83.33333 5 R.FFLQDPQSQELDVQVK.D 531 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.017830.0178 2 5.3622 0.4533 2437.27 2435 1 71.42857 31 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2299.229 2 4.7205 0.3856 1928.84 1930.2 1 61.11111 2 R.LTHVDSPLEAPAGPLGQVK.L 958 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_105.016906.016906 2 3.5894 0.3758 1886.39 1884.1 1 56.25 2 A.SVLDDWFPLQGGQGQVH.L 427 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.016493.0164 2 3.1028 0.2953 1641.37 1638.9 1 67.85714 2 K.SAELAAALLSIYMER.A 792 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.015374.0153 2 6.2628 0.4735 2575.01 2573.9 1 54.545456 23 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2758.275 2 4.121 0.4118 1921.05 1922.1 1 60.000004 2 R.FFLQDPQSQELDVQVK.D 531 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5420.542 2 5.9903 0.4146 2571.66 2573.9 1 54.545456 18 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_104.016442.016442.2 2 4.4764 0.432 1789.71 1790.2 1 83.33333 5 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015741.015741.2 2 3.8012 0.4101 1682.89 1683 1 71.42857 2 R.DPPDPYVSLLLLPDK.N 1004 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3537.35 2 3.9945 0.3752 1790.71 1790.2 1 73.333336 3 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_108.014305.014305.3 3 4.9939 0.1527 2680.25 2680.1 3 29.347824 1 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_108.014231.014231.2 2 4.4791 0.4118 2679.79 2680.1 1 43.47826 1 R.LTPRPTAAELEEVLQVNSLIQTQK.S 768 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2567.256 2 3.4713 0.2844 2394.63 2395.6 1 44.736843 1 R.FFLQDPQSQELDVQVKDDSR.A 531 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4883.48 2 5.3474 0.4251 2574.47 2573.9 1 50 8 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_110.013612.013612.2 2 4.3622 0.3792 1592.23 1592.8 1 73.07692 2 R.WFTLSSGQGQVLLR.A 894 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_PK_112.012694.012694. 2 2.7401 0.2226 1415.47 1414.7 6 58.333332 1 D.PPSAAILVVYLDR.A 474 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_104.013613.013613.2 2 3.7077 0.2263 2108.53 2109.3 1 52.77778 5 K.TISQTSAPVWDESASFLIR.K 836 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3648.36 2 3.8927 0.2544 1310.64 1310.6 1 83.33333 4 R.ALTLGALTLPLAR.L 551 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_115.018221.018221.3 3 5.0121 0.4552 2434.91 2435 1 39.285713 2 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010150.0101 3 5.5626 0.4616 2848.85 2850 1 35 2 R.GSSVDAPPRPCHTTPDSQFGTEHVLR.I 625 2 *
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10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4138.413 2 3.4841 0.3963 1788.73 1790.2 1 60.000004 5 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_105.019007.019007 2 3.6854 0.3267 2036.63 2036.2 1 58.823532 2 L.NSGFLDEWLTLEDVPSGR.L 743 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_104.021167.021167.3 3 5.8564 0.3486 2816.75 2814.2 1 39.423077 4 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_112.010808.010808.1 1 2.2776 0.1749 1168.72 1169.4 1 72.22222 1 R.KLVSIVHGCR.S 987 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010260.010260 2 3.4655 0.227 1826.03 1824.9 1 52.941177 1 S.SSSLSEEPELSGGPPHIT.S 931 0 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.018530.0185 2 4.8308 0.4106 2565.23 2563.9 1 52.272724 13 R.LTTVLNSGFLDEWLTLEDVPSGR.L 738 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_108.021573.021573.2 2 3.6627 0.2641 2576.15 2573.9 1 43.18182 4 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.017824.0178 3 4.0896 0.3811 2437.97 2435 1 34.523808 5 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_106.019424.019424 2 3.4485 0.4052 1791.83 1790.2 2 53.333336 3 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3690.369 2 3.6053 0.2015 1309.76 1310.6 1 75 5 R.ALTLGALTLPLAR.L 551 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2739.27 2 3.4227 0.3252 1830.34 1830 1 64.28571 1 K.AVYSTNCPVWEEAFR.F 516 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.020384.0203 3 4.8801 0.3346 2576 2573.9 1 30.681818 3 R.LLTAPELILDQWFQLSSSGPNSR.L 564 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_102.008660.008660.2 2 2.8562 0.2289 1141.67 1140.4 2 75 1 K.LLAETVAPAVR.G 160 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_108.014864.014864.3 3 5.3939 0.3961 2566.19 2564.9 1 34.090908 2 K.VLQASVLDDWFPLQGGQGQVHLR.L 423 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009804.0098 1 2.16 0.1877 1168.72 1169.4 1 72.22222 3 R.KLVSIVHGCR.S 987 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009797.0097 2 3.6455 0.1793 1169.21 1169.4 1 94.44444 1 R.KLVSIVHGCR.S 987 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_104.016372.016372.3 3 4.0956 0.4766 1790.09 1790.2 1 53.333336 2 R.LLVPLVPDLQDVAQLR.S 308 2
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_PHA_lymphocytes_PK_105.016162.016162 1 2.5606 0.2643 1589.67 1588.8 1 57.692307 1 R.ELPAWVSFPDVEKA.E 126 1
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_106.020358.020358.2 2 3.606 0.4167 2815.57 2814.2 1 36.53846 12 R.GEGTGVLGSLSLPLSELLVADQLCLDR.W 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.017080.0170 3 3.3422 0.1089 4390.94 4388 1 18.75 1 R.GEGTGVLGSLSLPLSELLVADQLCLDRWFTLSSGQGQVLLR.A 867 2 *
10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NP_056107.1| gi|14149680|ref|NP_056107.1| "family with sequence similarity 62 (C2 domain containing), membe 84 532 58.4 1104 122856 5.8 HsSD-NE_NT_lymphocytes_Ti_113.017663.017663.2 2 3.3094 0.2613 2435.35 2435 1 42.857143 2 R.VILEPLIGDLPFVGAVSMFFIR.R 245 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.009198.009198 2 3.5993 0.1538 2132.83 2133.4 1 55.555557 8 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_107.021248.021248 2 2.6667 0.2098 1442.47 1442.7 1 68.181816 1 T.SEAPFLHYLSMF.S 299 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010006.010006 2 4.1426 0.3236 1799.25 1797.9 1 70 6 R.VSQTTWDSGFCAVNPK.F 30 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_107.019907.019907 2 3.5702 0.5106 2557.37 2559 1 40.909092 1 M.VWEIPDGGLMLPLREPVVTLEGH.T 108 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.019088.019088 3 5.4863 0.3614 3851.06 3849.3 1 31.818182 8 K.HLEEPLSLQELDTSSGVLLPFFDPDTNIVYLCGK.G 254 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.006669.006669 2 3.0269 0.1974 1446.29 1445.6 1 68.181816 1 K.RGLEVNKCEIAR.F 325 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_115.001550.001550 2 4.8622 0.297 2122.75 2120.5 1 60.000004 129 K.FVALICEASGGGAFLVLPLGK.T 46 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.017673.017673 3 3.2959 0.2529 4182.8 4183.7 1 19.736843 1 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGRDAGPLLISLK.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_107.015216.015216 2 2.6024 0.2114 2320.41 2317.6 1 44.736843 2 A.MLTLGPEVHPDTIYSVDWSR.D 167 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_113.009007.009007 3 5.2608 0.2843 2132.45 2133.4 1 51.38889 13 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.017139.017139 2 3.38 0.2504 2397.15 2398.7 1 42.105263 3 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.010544.010544 2 2.8418 0.1886 1187.39 1187.4 1 77.77778 2 K.FRHVFGQPAK.A 11 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.015543.015543 2 5.7191 0.5001 3177.15 3175.5 1 48.214287 4 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.015558.015558 3 5.8459 0.5215 3172.55 3175.5 1 40.17857 2 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_PK_110.012305.012 2 2.8592 0.2597 2186.75 2186.4 1 47.22222 1 M.LTLGPEVHPDTIYSVDWSR.D 168 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.018668.0186 3 5.9262 0.4797 3847.7 3849.3 1 36.363636 4 K.HLEEPLSLQELDTSSGVLLPFFDPDTNIVYLCGK.G 254 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.018038.0180 3 3.2951 0.1806 2398.46 2398.7 7 31.578945 1 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007290.00729 2 2.9071 0.2604 1457.47 1458.7 2 68.181816 2 K.RLDRLEETVQAK.- 450 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.018494.01849 3 5.9596 0.3456 3850.79 3849.3 1 31.060606 3 K.HLEEPLSLQELDTSSGVLLPFFDPDTNIVYLCGK.G 254 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.018476.01847 2 5.1491 0.4068 2399.57 2398.7 1 68.42105 12 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.005979.00597 1 2.1685 0.0942 884.63 884.03 7 71.42857 4 R.HVFGQPAK.A 13 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007089.0070 2 2.3799 0.1244 1160.45 1158.3 4 83.33333 1 K.LQATVQELQK.R 440 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.015234.0152 2 4.0773 0.5513 3176.77 3175.5 1 41.07143 3 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.015274.0152 3 5.5318 0.2933 3177.14 3175.5 1 36.607143 5 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.006202.0062 1 2.0076 0.0981 884.52 884.03 2 71.42857 3 R.HVFGQPAK.A 13 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016574.01657 2 4.391 0.4424 3049.43 3047.3 1 38.88889 2 K.SDLFQEDLYPPTAGPDPALTAEEWLGGR.D 356 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.015068.01506 3 6.4197 0.4699 3177.38 3175.5 1 34.82143 5 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.006190.0061 2 2.3465 0.233 886.41 884.03 9 78.57143 2 R.HVFGQPAK.A 13 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.005774.00577 2 4.1157 0.4596 1504.43 1503.6 1 76.666664 3 R.AAPEASGTPSSDAVSR.L 417 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007072.0070 1 2.4962 0.1355 1158.83 1158.3 4 66.66667 1 K.LQATVQELQK.R 440 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.006772.00677 2 3.3034 0.1696 1139.33 1139.2 3 88.88889 2 R.DGGLICTSCR.D 187 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.005948.00594 2 2.402 0.2496 884.33 884.03 5 78.57143 1 R.HVFGQPAK.A 13 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.007868.0078 2 4.2263 0.4312 1505.25 1503.6 1 76.666664 2 R.AAPEASGTPSSDAVSR.L 417 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.015239.01523 2 3.2544 0.5327 3176.23 3175.5 1 35.714287 1 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.006418.0064 2 3.0584 0.2893 1505.33 1503.6 1 60.000004 1 R.AAPEASGTPSSDAVSR.L 417 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.008072.0080 2 3.1519 0.1579 1158.15 1156.2 1 87.5 1 K.ADQCYEDVR.V 21 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.018689.01868 2 4.2168 0.3314 2122.81 2120.5 1 52.499996 17 K.FVALICEASGGGAFLVLPLGK.T 46 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008994.0089 2 3.248 0.4001 1800.29 1797.9 1 66.66667 3 R.VSQTTWDSGFCAVNPK.F 30 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.009042.00904 2 2.8231 0.0879 2132.83 2133.4 3 44.444447 1 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_104.014151.01415 2 3.3176 0.3972 1755.75 1757 1 60.000004 3 M.LTLGPEVHPDTIYSVD.W 168 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.021812.021812 2 4.2738 0.165 2237.95 2235.7 1 60.526318 1 M.VWEIPDGGLMLPLREPVVTL.E 108 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_115.018381.018381.2 2 4.9855 0.3184 2121.89 2120.5 1 55 15 K.FVALICEASGGGAFLVLPLGK.T 46 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_102.006831.006831.2 2 3.0699 0.2184 1158.25 1156.2 1 93.75 2 K.ADQCYEDVR.V 21 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.008663.0086 3 3.8495 0.1618 2133.71 2133.4 1 40.27778 6 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_102.006522.006522.2 2 4.2897 0.507 1502.61 1503.6 1 80 2 R.AAPEASGTPSSDAVSR.L 417 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007886.0078 2 3.2836 0.2509 1332.39 1330.6 1 75 2 R.RCEPIAMTVPR.K 344 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_102.007814.007814.2 2 3.5134 0.2138 1157.91 1158.3 1 88.88889 2 K.LQATVQELQK.R 440 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.009719.009719 1 2.2839 0.2548 1428.69 1429.5 4 50 1 L.GPEVHPDTIYSVD.W 171 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_111.009851.009851.2 2 3.9781 0.3279 1781.57 1781 1 63.333332 1 R.KGTVVAEKDRPHEGTR.P 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5052.505 3 3.8791 0.1434 3850.04 3849.3 2 21.969696 1 K.HLEEPLSLQELDTSSGVLLPFFDPDTNIVYLCGK.G 254 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3898.389 3 3.9881 0.2783 3175.96 3175.5 1 31.25 2 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.009266.009266 1 1.9814 0.1852 1145.47 1146.2 1 61.11111 2 E.VHPDTIYSVD.W 174 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.020230.0202 2 4.5817 0.3801 2122.51 2120.5 1 60.000004 13 K.FVALICEASGGGAFLVLPLGK.T 46 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_108.019765.019765.3 3 6.2429 0.3382 3849.17 3849.3 1 30.303032 6 K.HLEEPLSLQELDTSSGVLLPFFDPDTNIVYLCGK.G 254 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015239.015239.3 3 5.2967 0.3178 3177.44 3175.5 1 38.392857 3 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_103.009928.009928.2 2 4.1996 0.432 1797.17 1797.9 1 66.66667 2 R.VSQTTWDSGFCAVNPK.F 30 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.018192.018192 2 4.2087 0.2465 1599.61 1596.9 1 73.07692 3 M.VWEIPDGGLMLPLR.E 108 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1700.17 2 2.7585 0.3288 1503.87 1503.6 3 56.666668 1 R.AAPEASGTPSSDAVSR.L 417 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011090.011090 2 3.4828 0.424 1528.75 1528.7 1 73.07692 2 L.TLGPEVHPDTIYSV.D 169 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011148.011148 1 3.4784 0.4151 1529.84 1528.7 1 53.846157 5 L.TLGPEVHPDTIYSV.D 169 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010166.010166 2 2.5721 0.2635 1341.71 1342.5 1 68.181816 1 L.TLGPEVHPDTIY.S 169 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.018674.018674 2 3.0721 0.2486 1950.81 1950.3 1 50 2 W.EIPDGGLMLPLREPVVTL.E 110 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_112.015310.015310.2 2 5.4598 0.4016 2398.73 2398.7 1 57.894737 7 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014487.014487 2 3.8801 0.2744 2349.79 2347.6 1 47.61905 2 R.KSDLFQEDLYPPTAGPDPALTA.E 355 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010187.010187 2 2.8225 0.2179 1383.39 1382.5 1 77.27273 1 T.TWDSGFCAVNPK.F 34 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1910.191 2 2.9361 0.2086 1458.39 1458.7 1 81.818184 2 K.RLDRLEETVQAK.- 450 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.012956.012956 2 3.334 0.2422 1587.81 1586.8 2 57.692307 1 A.MLTLGPEVHPDTIY.S 167 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010845.010845 2 3.7742 0.3472 1642.41 1643.8 1 60.714287 1 L.TLGPEVHPDTIYSVD.W 169 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_105.016558.016558.2 2 5.302 0.5179 3176.07 3175.5 1 46.42857 15 R.KSDLFQEDLYPPTAGPDPALTAEEWLGGR.D 355 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010596.010596 2 3.5291 0.3026 1544.75 1542.7 1 57.692307 2 T.LGPEVHPDTIYSVD.W 170 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010588.010588 1 3.2742 0.3509 1543.64 1542.7 1 53.846157 2 T.LGPEVHPDTIYSVD.W 170 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.013652.013652 2 2.9609 0.2439 1079.23 1077.2 5 81.25 3 T.SEAPFLHYL.S 299 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010326.010326 2 3.8145 0.3458 2192.77 2193.3 1 52.77778 1 A.WCPHNDNVIASGSEDCTVM.V 89 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010176.010176 1 2.0954 0.1784 1342.7 1342.5 3 45.454548 1 L.TLGPEVHPDTIY.S 169 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.020834.020834 2 4.2385 0.4243 2323.55 2325.6 1 57.5 2 K.HLEEPLSLQELDTSSGVLLPF.F 254 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_106.016187.016187 2 4.3199 0.3155 1814.49 1813 1 66.66667 1 T.TWDSGFCAVNPKFVAL.I 34 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_111.010211.010211.2 2 2.9196 0.1088 2004.69 2005.2 1 47.058823 2 K.GTVVAEKDRPHEGTRPVR.A 208 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.018016.0180 2 5.1254 0.4544 2400.67 2398.7 1 68.42105 10 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.008924.0089 2 3.4579 0.2068 2132.75 2133.4 1 55.555557 4 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011656.011656 2 2.9254 0.2456 1455.53 1455.7 1 70.83333 2 M.LTLGPEVHPDTIY.S 168 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_111.015996.015996.3 3 3.3505 0.1281 2397.02 2398.7 1 34.210526 2 R.YFEITSEAPFLHYLSMFSSK.E 294 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1976.19 2 2.9734 0.2658 1458.45 1458.7 4 63.636364 1 K.RLDRLEETVQAK.- 450 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014144.014144 2 4.3545 0.3593 1959.99 1959.2 1 70.588234 4 A.AMLTLGPEVHPDTIYSVD.W 166 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_112.010858.010858.2 2 2.6823 0.1179 1188.83 1187.4 1 83.33333 1 K.FRHVFGQPAK.A 11 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014189.014189 2 3.7448 0.4406 2274.79 2276.5 1 52.499996 3 R.KSDLFQEDLYPPTAGPDPALT.A 355 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_112.010087.010087.2 2 2.9161 0.1202 2132.31 2133.4 1 44.444447 1 R.KGTVVAEKDRPHEGTRPVR.A 207 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014285.014285 1 2.2378 0.3577 1238.04 1237.4 1 54.166668 1 Y.PPTAGPDPALTAE.E 365 0 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_PK_109.012910.012910. 2 3.6431 0.2428 1215.67 1216.5 1 79.16667 1 A.SGGGAFLVLPLGK.T 54 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_NT_lymphocytes_Ti_102.019062.019062.2 2 2.8347 0.254 3047.31 3047.3 1 35.185184 4 K.SDLFQEDLYPPTAGPDPALTAEEWLGGR.D 356 2 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014298.014298 2 4.1035 0.3235 2477.89 2476.7 1 50 5 R.KSDLFQEDLYPPTAGPDPALTAE.E 355 1 *
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_009005.1| gi|5902134|ref|NP_009005.1| "coronin, actin binding protein, 1A [Homo sapiens] " 54 425 65.5 461 51026 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.008735.0087 2 3.7882 0.2327 1782.43 1781 1 60.000004 3 R.KGTVVAEKDRPHEGTR.P 207 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_Ti_109.008655.008655 2 5.3157 0.4283 2050.11 2050.3 1 71.875 4 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.008612.008612 2 6.1077 0.4775 2355.71 2357.5 1 68.42105 4 R.GHDQYAYDGKDYIALNEDLR.S 136 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_PK_111.011989.011989 1 2.5192 0.209 1104.82 1105.3 1 66.66667 1 Q.HEGLPKPLTL.R 287 0
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.011776.011776 2 3.1862 0.1523 1646.33 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.017177.017177 2 3.6053 0.3594 2115.95 2113.4 1 56.25 1 R.CWALGFYPAEITLTWQR.D 227 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_Ti_108.008576.008576 3 3.762 0.1023 2053.1 2050.3 7 43.75 1 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_105.007610.0076 2 2.7328 0.2555 964.49 966 1 93.75 2 R.FDSDAASPR.E 60 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.005912.0059 2 3.0806 0.2646 965.85 966 1 87.5 2 R.FDSDAASPR.E 60 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011550.011 2 3.0433 0.1679 1648.65 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007250.0072 2 2.9346 0.1376 2235.57 2233.3 5 39.473686 3 R.DGEDQTQDTELVETRPAGDR.T 244 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_105.007934.0079 2 3.363 0.3853 1098.73 1096.1 1 88.88889 4 M.YGCDVGPDGR.L 123 1
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008252.0082 2 3.364 0.244 1428.29 1428.6 9 66.66667 1 K.WAAVVVPSGEEQR.Y 268 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_102.007260.00726 2 4.2428 0.415 2120.39 2120.1 1 50 6 K.GGSYSQAACSDSAQGSDVSLTA.- 341 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_102.007316.00731 3 3.1472 0.3163 2120.51 2120.1 1 32.142857 1 K.GGSYSQAACSDSAQGSDVSLTA.- 341 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008519.00851 2 5.1201 0.4688 2359.11 2357.5 1 65.789474 1 R.GHDQYAYDGKDYIALNEDLR.S 136 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_114.009974.00997 2 3.5438 0.1443 2052.73 2050.3 1 65.625 8 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_101.008768.0087 2 5.8414 0.5783 2120.31 2120.1 1 69.047615 4 K.GGSYSQAACSDSAQGSDVSLTA.- 341 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_108.009642.00964 2 3.5433 0.3214 1683.03 1681.9 1 79.16667 7 R.RAYLEGECVEWLR.R 181 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.008832.0088 2 5.0694 0.4678 2357.63 2357.5 1 60.526318 6 R.GHDQYAYDGKDYIALNEDLR.S 136 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010851.01085 2 2.8839 0.1728 1524.45 1525.7 2 68.181816 1 R.AYLEGECVEWLR.R 182 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010310.01031 2 4.4791 0.1832 1645.93 1646.8 1 92.30769 20 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.005397.00539 2 3.3087 0.2783 965.53 966 1 93.75 2 R.FDSDAASPR.E 60 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_105.010206.0102 2 3.0324 0.2176 1201.81 1200.3 1 88.88889 5 V.GYVDDTQFVR.F 50 1
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_110.008802.0088 2 2.8071 0.1994 1525.17 1524.6 1 58.333332 1 A.VVVPSGEEQRYTC.H 271 0
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_110.009054.0090 2 4.2968 0.4026 1668.27 1666.8 1 71.42857 1 W.AAVVVPSGEEQRYTC.H 269 0
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014558.01455 2 6.5541 0.4936 2113.35 2113.4 1 78.125 58 R.CWALGFYPAEITLTWQR.D 227 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006980.00698 2 2.8388 0.1063 2234.37 2233.3 4 39.473686 1 R.DGEDQTQDTELVETRPAGDR.T 244 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_106.008780.0087 2 2.7213 0.192 2232.09 2233.3 1 42.105263 1 R.DGEDQTQDTELVETRPAGDR.T 244 2 *
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12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010622.0106 2 4.3178 0.1498 1646.27 1646.8 1 80.769226 17 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_106.009266.0092 2 3.2675 0.1815 1144.25 1143.2 1 93.75 2 G.YVDDTQFVR.F 51 1
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_PK_114.013065.0130 2 4.6793 0.3747 1776.81 1776.9 1 73.07692 7 R.APWIEQEGPEYWDR.N 73 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.013964.0139 2 6.2009 0.5145 2114.07 2113.4 1 78.125 84 R.CWALGFYPAEITLTWQR.D 227 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_Ti_101.009476.009476.2 2 4.7768 0.5514 2118.61 2120.1 1 64.28571 6 K.GGSYSQAACSDSAQGSDVSLTA.- 341 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_Ti_104.011918.011918.2 2 4.7567 0.1425 1647.81 1646.8 1 88.46153 7 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_Ti_102.006147.006147.2 2 2.6938 0.1838 967.17 966 1 87.5 2 R.FDSDAASPR.E 60 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011142.0111 2 2.2181 0.098 1681.13 1681.9 5 50 1 R.RAYLEGECVEWLR.R 181 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1524.15 1 2.1949 0.2143 966.77 966 4 75 1 R.FDSDAASPR.E 60 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_Ti_112.015317.015317.2 2 5.4913 0.46 2114.15 2113.4 1 78.125 12 R.CWALGFYPAEITLTWQR.D 227 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_PK_105.012820.012820 1 2.1802 0.1528 1347.48 1347.5 5 60.000004 2 V.GYVDDTQFVRF.D 50 0
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3244.324 2 4.6021 0.4593 2113.66 2113.4 1 75 2 R.CWALGFYPAEITLTWQR.D 227 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_Ti_114.010258.010258.2 2 5.8132 0.4765 2050.17 2050.3 1 71.875 12 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_NT_lymphocytes_PK_105.011360.011360. 2 3.3221 0.1568 1647.55 1646.8 3 57.692307 1 R.FISVGYVDDTQFVR.F 46 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2499.249 2 2.7305 0.1315 2050.67 2050.3 1 50 1 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011446.0114 1 2.2661 0.2066 1527.02 1525.7 1 54.545456 1 R.AYLEGECVEWLR.R 182 2 *
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.010076.0100 2 5.048 0.3757 2052.83 2050.3 1 71.875 6 R.YTCHVQHEGLPKPLTLR.W 281 2
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsSD-NE_PHA_lymphocytes_PK_105.009665.009665 2 2.5502 0.1837 1200.29 1200.3 4 72.22222 1 V.GYVDDTQFVR.F 50 1
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NP_005505.2| gi|17986001|ref|NP_005505.2| "major histocompatibility complex, class I, B [Homo sapiens] " 23 316 47 362 40460 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2790.279 2 3.244 0.1812 1646.3 1646.8 1 57.692307 1 R.FISVGYVDDTQFVR.F 46 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_104.011114.011114 3 3.2894 0.2338 1707.92 1706 2 41.666664 1 K.KDCEVVMMIGLPGAGK.T 495 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_112.012195.012195 3 7.7502 0.3915 3044.21 3041.4 1 39 19 K.EVLAGRPLFPHVLCHNCAVEFNFGQK.E 437 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_111.013835.013835 2 3.2308 0.355 1446.91 1448.8 1 70.83333 2 K.EVLAGRPLFPHVL.C 437 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_113.001870.001870 2 4.3434 0.3946 2671.03 2670 1 45.652176 61 R.IGWSLTTSGMLLGEEEFSYGYSLK.G 361 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_105.006027.006027 3 3.8798 0.2505 2154.38 2154.3 1 35.869564 1 K.KAEGGGGGGRPGAPAAGDGKTEQK.G 215 2 *
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_111.012712.012712 3 4.7096 0.3763 2414.87 2415.7 1 40.789474 11 R.PLFPHVLCHNCAVEFNFGQK.E 443 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_104.019179.019179 2 3.4875 0.2625 2602.53 2603.9 1 38.095238 2 K.GNFTLPEVAECFDEITYVELQK.E 638 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_111.013891.01389 1 3.2276 0.3373 1450.06 1448.8 1 66.66667 5 K.EVLAGRPLFPHVL.C 437 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_115.011952.011952 2 2.7187 0.2614 1238.37 1238.3 3 62.5 1 G.GGGSGGIGYPYPR.A 743 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_110.013288.013288 2 5.035 0.3056 1791.53 1792 1 76.92308 4 Q.WQQGQFWGQKPWSQ.H 805 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_109.013981.01398 2 4.0857 0.267 2711.25 2711.9 1 40.476192 2 K.NQSQGYNQWQQGQFWGQKPWSQ.H 797 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_108.007314.007314 2 3.6517 0.1906 1836.39 1836.1 1 64.28571 2 R.KAVVVCPKDEDYKQR.T 602 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_102.016976.016976 2 3.9154 0.3956 3191.87 3189.5 1 38.46154 10 K.GNFTLPEVAECFDEITYVELQKEEAQK.L 638 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_101.014636.014636 3 5.7042 0.3466 2723.66 2726.1 1 39.285713 2 K.EKPYFPIPEEYTFIQNVPLEDR.V 463 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_101.014580.014580 2 3.3733 0.2582 2724.41 2726.1 1 50 1 K.EKPYFPIPEEYTFIQNVPLEDR.V 463 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_106.018296.018296 2 3.3203 0.3412 2844.09 2844 1 34.782608 5 K.FDENDVITCFANFESDEVELSYAK.N 400 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_110.011798.011798 2 3.8008 0.4075 3040.39 3041.4 1 38 2 K.EVLAGRPLFPHVLCHNCAVEFNFGQK.E 437 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_110.011485.011485 2 5.1656 0.4345 2414.59 2415.7 1 60.526318 18 R.PLFPHVLCHNCAVEFNFGQK.E 443 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_108.009636.009636 1 2.6915 0.1958 1133.8 1134.2 2 68.75 3 Y.NCDLHFKIS.R 294 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_106.008165.008165 3 3.0563 0.2867 1639.46 1639.9 3 43.75 1 R.HLYTKDIDIHEVR.I 348 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_110.014273.014273 2 4.0712 0.2161 2254.39 2254.4 1 52.941177 2 Q.GYNQWQQGQFWGQKPWSQ.H 801 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_114.014588.014588 2 3.0299 0.2338 1778.09 1777.2 1 66.66667 2 K.ISKEVLAGRPLFPHVL.C 434 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_114.014514.014514 3 3.9215 0.3376 1575.41 1576.9 4 50 3 S.KEVLAGRPLFPHVL.C 436 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_107.009372.009372 2 3.7187 0.332 1354.25 1352.4 2 60.714287 4 G.GGGGGSGGIGYPYPR.A 741 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_101.009923.009923 2 3.7299 0.2748 1697.59 1698.8 1 79.16667 3 R.GYFEYIEENKYSR.A 256 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_113.014654.014654 1 3.1565 0.4115 1576.86 1576.9 1 61.538464 2 S.KEVLAGRPLFPHVL.C 436 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_113.014857.014857 2 3.5862 0.3553 1577.51 1576.9 1 76.92308 2 S.KEVLAGRPLFPHVL.C 436 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_101.009923.009923 3 3.1749 0.1353 2545.88 2546.7 2 28.947369 1 R.PREDHGRGYFEYIEENKYSR.A 249 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_114.013924.013924 2 2.7306 0.2425 1318.75 1319.6 1 68.181816 1 E.VLAGRPLFPHVL.C 438 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_101.009003.009003 2 5.6349 0.413 1805.25 1805 1 73.333336 4 K.RNFILDQTNVSAAAQR.R 575 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_108.008603.008603 2 3.5687 0.245 1706.35 1707.9 1 69.230774 2 K.AVVVCPKDEDYKQR.T 603 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_110.016910.016910 2 3.0993 0.2003 2475.47 2476.8 1 47.368423 1 F.NFGQKEKPYFPIPEEYTFIQ.N 458 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_109.012650.012650 3 5.8358 0.3791 3638.51 3637.8 1 25 11 K.SPQPPVEEEDEHFDDTVVCLDTYNCDLHFK.I 271 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_109.011168.011168 2 4.1954 0.3502 1705.43 1706 1 76.666664 7 K.KDCEVVMMIGLPGAGK.T 495 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_110.016477.016477 3 6.3371 0.4835 4329.68 4331.4 1 30.714285 67 K.TCNCETEDYGEKFDENDVITCFANFESDEVELSYAK.N 388 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_Ti_103.010126.010126 2 4.2494 0.2986 1648.39 1648.8 1 78.57143 15 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_110.013517.013517 2 4.0097 0.1952 2032.95 2034.2 1 63.333332 3 Y.NQWQQGQFWGQKPWSQ.H 803 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_109.008590.00859 2 3.8842 0.2935 1806.43 1805 5 56.666668 1 K.RNFILDQTNVSAAAQR.R 575 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_PK_111.012112.012 2 2.8801 0.2684 1717.61 1715.9 1 55.88235 1 K.SSGPTSLFAVTVAPPGAR.Q 187 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_106.013760.01376 3 5.4874 0.2083 2726.81 2726.1 1 38.095238 2 K.EKPYFPIPEEYTFIQNVPLEDR.V 463 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.010436.0104 2 3.7423 0.2818 1706.93 1706 1 70 1 K.KDCEVVMMIGLPGAGK.T 495 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.010742.0107 2 3.3507 0.1935 1130.35 1130.3 1 93.75 2 K.MCLFAGFQR.K 593 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_PK_106.009051.0090 2 4.1974 0.3826 1654.29 1653.6 1 83.33333 3 K.TCNCETEDYGEKF.D 388 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.009022.0090 2 3.5907 0.3448 1698.41 1698.8 1 79.16667 1 R.GYFEYIEENKYSR.A 256 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_PK_114.012896.0128 2 4.1658 0.4161 2342.55 2343.4 1 52.63158 10 K.SPQPPVEEEDEHFDDTVVCL.D 271 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_114.011008.01100 3 4.7264 0.3614 3659.39 3660.9 1 27.67857 4 K.NQSQGYNQWQQGQFWGQKPWSQHYHQGYY.- 797 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_107.006274.00627 2 2.9001 0.1374 1551.51 1551.7 1 70.83333 3 R.KAVVVCPKDEDYK.Q 602 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008634.0086 2 6.1772 0.32 1807.95 1805 2 70 4 K.RNFILDQTNVSAAAQR.R 575 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_113.014463.01446 2 4.1497 0.3751 2035.09 2032.3 1 52.77778 15 R.LSASSLTMESFAFLWAGGR.A 306 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_108.010366.01036 2 4.6484 0.4566 1704.71 1706 1 73.333336 5 K.KDCEVVMMIGLPGAGK.T 495 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_108.001788.00178 2 2.8194 0.2966 2846.31 2844 1 30.434782 1 K.FDENDVITCFANFESDEVELSYAK.N 400 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_105.008500.00850 2 5.3393 0.3577 1651.05 1648.8 1 89.28571 4 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_106.013688.01368 2 3.4615 0.2731 2725.85 2726.1 1 47.61905 2 K.EKPYFPIPEEYTFIQNVPLEDR.V 463 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_108.010516.01051 2 3.4013 0.3172 1130.35 1130.3 1 93.75 5 K.MCLFAGFQR.K 593 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009846.0098 2 3.9429 0.2882 1650.45 1648.8 1 78.57143 4 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010630.0106 2 2.8777 0.3529 1718.51 1715.9 4 50 3 K.SSGPTSLFAVTVAPPGAR.Q 187 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_113.008063.00806 3 3.5979 0.2363 2282.54 2282.5 1 32.291664 1 K.KKAEGGGGGGRPGAPAAGDGKTEQK.G 214 2 *
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_108.010575.01057 1 2.2235 0.1433 1131.86 1130.3 4 62.5 1 K.MCLFAGFQR.K 593 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_105.008530.00853 2 3.7002 0.38 1701.79 1698.8 1 83.33333 2 R.GYFEYIEENKYSR.A 256 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_113.019437.01943 2 2.8457 0.2011 2671.55 2670 3 34.782608 1 R.IGWSLTTSGMLLGEEEFSYGYSLK.G 361 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_Ti_105.006339.00633 2 3.5383 0.1622 1397.53 1395.6 1 80 2 K.LLEQYKEESKK.A 665 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017015.0170 2 2.8714 0.1954 3192.09 3189.5 3 32.692307 3 K.GNFTLPEVAECFDEITYVELQKEEAQK.L 638 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2287.22 2 4.9207 0.3158 1648.32 1648.8 1 89.28571 1 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_PK_105.009440.009440. 2 3.9521 0.2863 1647.89 1648.8 1 82.14286 3 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_110.011023.011023.2 2 3.1944 0.3126 1701.37 1698.8 1 62.5 2 R.GYFEYIEENKYSR.A 256 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_108.011587.011587.2 2 4.7882 0.4227 1706.69 1706 1 76.666664 2 K.KDCEVVMMIGLPGAGK.T 495 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_103.014704.014704 2 2.6242 0.2503 1307.03 1307.4 1 65 1 M.LLGEEEFSYGY.S 371 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_105.016342.016342.2 2 3.7157 0.3366 2723.85 2726.1 1 52.380955 5 K.EKPYFPIPEEYTFIQNVPLEDR.V 463 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_102.015575.015575 2 2.988 0.2745 2255.31 2256.4 2 38.88889 2 S.PQPPVEEEDEHFDDTVVCL.D 272 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_102.010470.010470.1 1 2.9909 0.1598 1382.82 1383.6 1 68.181816 2 K.YNILGTNTIMDK.M 525 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_102.010508.010508.2 2 3.603 0.2535 1385.79 1383.6 1 86.36364 1 K.YNILGTNTIMDK.M 525 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_111.009601.009601.2 2 4.1663 0.4199 1795.49 1796 2 55 2 K.KKAEGGGGGGRPGAPAAGDGK.T 214 2 *
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_108.011723.011723.2 2 2.5467 0.2346 1129.69 1130.3 1 81.25 2 K.MCLFAGFQR.K 593 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_102.016514.016514 1 2.2873 0.2233 1496.48 1495.6 1 50 3 S.GMLLGEEEFSYGY.S 369 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_102.009818.009818.2 2 5.1888 0.4097 1647.55 1648.8 1 89.28571 20 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_104.016464.016464 2 3.8517 0.3584 1496.57 1495.6 1 79.16667 14 S.GMLLGEEEFSYGY.S 369 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_106.010739.010739 2 2.813 0.3064 1698.37 1698.8 1 66.66667 1 R.GYFEYIEENKYSR.A 256 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_115.000612.000612.2 2 2.7295 0.393 2844.45 2844 1 32.608696 6 K.FDENDVITCFANFESDEVELSYAK.N 400 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2300.230 2 4.6601 0.3242 1648.72 1648.8 1 85.71429 2 R.NFILDQTNVSAAAQR.R 576 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_105.013670.013670 2 3.8884 0.4547 2748.65 2747.7 1 45.238094 4 K.TCNCETEDYGEKFDENDVITCF.A 388 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_104.015100.015100 2 4.9194 0.4008 2485.59 2486.5 1 57.894737 6 C.NCETEDYGEKFDENDVITCF.A 390 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_104.014583.014583 2 5.1581 0.4512 2341.47 2343.4 1 55.263157 13 K.SPQPPVEEEDEHFDDTVVCL.D 271 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_103.017585.017585 2 3.3047 0.197 1785.91 1784.9 1 53.333336 2 L.TTSGMLLGEEEFSYGY.S 366 0
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011280.0112 3 4.3703 0.2102 3662.27 3660.9 1 25.892857 7 K.NQSQGYNQWQQGQFWGQKPWSQHYHQGYY.- 797 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2599.259 2 3.1786 0.277 1715.93 1715.9 1 47.058823 2 K.SSGPTSLFAVTVAPPGAR.Q 187 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_112.003237.003237.3 3 4.8541 0.4305 4331.18 4331.4 1 25.714287 19 K.TCNCETEDYGEKFDENDVITCFANFESDEVELSYAK.N 388 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.008295.0082 3 3.8413 0.2623 2281.97 2282.5 1 33.333336 2 K.KKAEGGGGGGRPGAPAAGDGKTEQK.G 214 2 *
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_112.009394.009394.3 3 3.7705 0.2214 2282.51 2282.5 1 37.5 1 K.KKAEGGGGGGRPGAPAAGDGKTEQK.G 214 2 *
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_PHA_lymphocytes_PK_105.014159.014159 2 3.0775 0.1895 2725.41 2722.8 7 31.818182 1 K.SPQPPVEEEDEHFDDTVVCLDTY.N 271 1
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_108.012759.012759.3 3 5.0854 0.293 3637.76 3637.8 1 22.413794 1 K.SPQPPVEEEDEHFDDTVVCLDTYNCDLHFK.I 271 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.016086.0160 2 2.3457 0.1262 2034.85 2032.3 7 41.666664 1 R.LSASSLTMESFAFLWAGGR.A 306 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_114.002526.002526.2 2 4.2343 0.3679 2672.87 2670 1 47.826088 31 R.IGWSLTTSGMLLGEEEFSYGYSLK.G 361 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_106.016648.016648.2 2 4.2997 0.3862 3190.97 3189.5 1 40.384613 9 K.GNFTLPEVAECFDEITYVELQKEEAQK.L 638 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.019520.0195 2 2.7041 0.2017 2671.83 2670 9 28.260868 1 R.IGWSLTTSGMLLGEEEFSYGYSLK.G 361 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_103.010120.010120.3 3 3.392 0.1454 3129.35 3128.3 1 25 1 R.LQAALDDEEAGGRPAMEPGNGSLDLGGDSAGR.S 38 2
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NP_114032.2| gi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleoprotein U isoform a [Homo sapie 60 536 50.9 825 90585 6 HsSD-NE_NT_lymphocytes_Ti_112.009389.009389.2 2 3.508 0.2549 2281.75 2282.5 1 45.833336 2 K.KKAEGGGGGGRPGAPAAGDGKTEQK.G 214 2 *
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_115.010771.010771 3 4.2769 0.3558 2837.09 2834.2 2 29.347824 6 R.AHAHLDTGRREPWLLPSQHNDIIR.D 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.009548.009548 2 2.9874 0.2253 1135.45 1134.2 1 88.88889 2 R.AHAHLDTGRR.E 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_110.000392.000392 2 2.9319 0.1812 1857.89 1855.2 1 60.000004 1 D.VFLLLGPSISDVFRQY.A 364 0
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.010047.010047 2 3.8587 0.3106 1875.25 1875.1 1 67.85714 2 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.011004.011004 2 3.1085 0.207 1950.43 1948.1 1 59.375 1 R.FGAVWTGDNTAEWDHLK.I 611 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_108.016263.016263 2 3.4971 0.3474 2339.17 2340.6 1 45 1 L.SFCGADVGGFFKNPEPELLVR.W 642 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.013670.013670 2 4.3626 0.3357 2391.03 2391.8 1 47.5 5 K.HHGPQTLYLPVTLSSIPVFQR.G 785 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.009945.009945 3 4.2625 0.2674 1875.5 1875.1 1 53.571426 3 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_110.008656.008656 2 2.9737 0.3109 1403.49 1403.5 1 69.230774 4 L.LVHPVSDSGAHGVQ.V 753 0
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_109.020436.020436 2 3.5293 0.1659 1563.71 1563.9 2 76.92308 2 D.VFLLLGPSISDVFR.Q 364 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_108.010192.010192 1 1.8005 0.4189 1524.81 1525.7 1 54.166668 1 R.LKVTEGGEPYRLY.N 268 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_107.016492.016492 1 2.7294 0.2374 1318.93 1317.6 1 59.090908 3 F.LLLGPSISDVFR.Q 366 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.017304.017304 3 3.4749 0.0809 4301 4301.6 2 20.714287 1 R.WNYRDEADVLEVDQGFDDHNLPCDVIWLDIEHADGK.R 401 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.013501.013501 3 5.0573 0.5259 3953.6 3956.4 1 27.857143 3 K.THSDSKPYGPMSVGLDFSLPGMEHVYGIPEHADNLR.L 232 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_112.014953.014953 3 5.1089 0.4221 3646.79 3649.2 1 32.5 2 R.LYNLDVFQYELYNPMALYGSVPVLLAHNPHR.D 279 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_107.016384.016384 2 3.504 0.3028 1318.47 1317.6 1 81.818184 4 F.LLLGPSISDVFR.Q 366 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_115.016643.016643 3 5.3005 0.3964 3192.92 3195.4 1 30.769232 18 L.EVDQGFDDHNLPCDVIWLDIEHADGKR.Y 411 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_112.013089.013089 3 4.7891 0.3464 2391.11 2391.8 1 45 6 K.HHGPQTLYLPVTLSSIPVFQR.G 785 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.011769.011769 2 4.4108 0.4163 2147.77 2146.4 1 61.11111 2 R.DVHNIYGLYVHMATADGLR.Q 570 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008240.0082 2 2.6121 0.2024 1320.01 1320.6 2 68.181816 1 R.SGGMERPFVLAR.A 591 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.013448.01344 2 3.4441 0.2936 1353.43 1353.7 1 86.36364 4 K.VLLVLELQGLQK.N 85 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016407.01640 2 3.2786 0.3467 2499.25 2500.9 1 50 2 R.ALLDSLQLGPDSLTVHLIHEVTK.V 62 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.008007.00800 1 1.9754 0.1945 977.42 978.06 1 68.75 1 R.AHAHLDTGR.R 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_113.013125.0131 2 3.3949 0.22 1250.85 1251.3 2 85 4 Q.GELFLDDGHTF.N 842 0
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_113.013114.0131 1 2.3044 0.2141 1252.77 1251.3 9 55 1 Q.GELFLDDGHTF.N 842 0
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14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.007931.00793 2 2.4126 0.3338 980.17 978.06 1 81.25 2 R.AHAHLDTGR.R 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009902.00990 3 4.9847 0.3185 1742.12 1742 2 51.785713 1 R.LSFQHDPETSVLVLR.K 915 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013587.0135 3 4.6369 0.2402 3011.75 3012.3 1 26.923079 2 R.FSFSGNTLVSSSADPEGHFETPIWIER.V 865 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008300.00830 2 2.9548 0.1107 1129.11 1129.3 2 75 1 R.GLLEFEHQR.A 174 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_113.008576.00857 2 3.2334 0.2533 1134.23 1134.2 1 88.88889 2 R.AHAHLDTGRR.E 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.006654.00665 2 2.5097 0.1691 1359.39 1356.4 1 75 2 K.DAQHYGGWEHR.D 559 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_106.005812.0058 2 4.4181 0.2993 1841.61 1841.9 1 67.64706 1 Q.GSKDPAEGDGAQPEETPR.D 189 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009581.0095 3 4.1753 0.2903 1742.27 1742 1 50 3 R.LSFQHDPETSVLVLR.K 915 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009573.0095 2 3.5929 0.2278 1744.79 1742 6 60.714287 2 R.LSFQHDPETSVLVLR.K 915 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009563.0095 3 3.6881 0.2527 1683.14 1682 3 48.214287 1 R.YRVPDVLVADPPIAR.L 113 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010863.01086 3 5.1744 0.4075 1694 1693.9 1 55.35714 5 R.KPGINVASDWSIHLR.- 930 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010934.01093 2 4.2797 0.404 1694.05 1693.9 1 60.714287 9 R.KPGINVASDWSIHLR.- 930 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008470.00847 2 3.2998 0.1597 1175.15 1175.3 4 93.75 3 R.FRIDELEPR.R 101 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_114.015461.01546 2 4.2629 0.4376 2750.03 2747.2 1 38 1 K.ISIPMCLSLGLVGLSFCGADVGGFFK.N 628 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_106.005909.0059 2 2.827 0.2629 2155.21 2156.2 1 42.5 1 R.VSQGSKDPAEGDGAQPEETPR.D 186 2 *
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010218.01021 2 2.5771 0.2506 1717.71 1719 8 57.692307 2 R.EPWLLPSQHNDIIR.D 685 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_PK_110.009227.009 2 2.9377 0.1852 1014.47 1014.2 4 81.25 1 D.PETSVLVLR.K 921 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013676.01367 2 3.9104 0.5077 2867.41 2868 1 39.583336 2 R.DGSDYEGWCWPGSAGYPDFTNPTMR.A 494 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013830.01383 3 3.3738 0.2527 2870.78 2868 6 26.041666 1 R.DGSDYEGWCWPGSAGYPDFTNPTMR.A 494 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008337.0083 2 3.2102 0.3172 1931.47 1929.1 1 53.125 1 K.MMDYLQGSGETPQTDVR.W 338 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_105.007215.0072 2 3.085 0.191 1454.09 1454.5 9 61.538464 2 D.PAEGDGAQPEETPR.D 193 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009218.0092 2 4.5638 0.2764 1686.17 1683.8 1 75 3 R.DENSVELTMAEGPYK.I 134 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.013696.0136 2 3.7667 0.4237 2868.55 2868 1 41.666664 3 R.DGSDYEGWCWPGSAGYPDFTNPTMR.A 494 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.016016.0160 2 4.1735 0.4336 2500.05 2500.9 1 54.545456 13 R.ALLDSLQLGPDSLTVHLIHEVTK.V 62 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008751.00875 2 3.178 0.2061 1365.41 1362.6 1 66.66667 1 R.VPDVLVADPPIAR.L 115 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.012609.01260 1 2.5051 0.3396 1595.7 1594.8 1 59.090908 1 R.WYQMGAYQPFFR.A 663 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_114.012388.01238 3 5.0937 0.4223 3956.36 3956.4 1 25.714287 2 K.THSDSKPYGPMSVGLDFSLPGMEHVYGIPEHADNLR.L 232 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008400.0084 2 2.3739 0.0952 974.25 973.16 2 87.5 1 R.SLLLSVNAR.G 165 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.016660.01666 3 3.5475 0.3467 4390.79 4391.8 1 20.394737 1 R.SSECMKDDPITLFVALSPQGTAQGELFLDDGHTFNYQTR.Q 819 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.013491.0134 2 4.2432 0.5102 3012.71 3012.3 1 34.615387 2 R.FSFSGNTLVSSSADPEGHFETPIWIER.V 865 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010874.01087 3 3.3468 0.1121 1874.66 1875.1 1 50 2 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010930.01093 2 2.7525 0.1909 1873.53 1875.1 7 50 1 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.016239.01623 3 4.4968 0.3026 4302.08 4301.6 1 22.857143 3 R.WNYRDEADVLEVDQGFDDHNLPCDVIWLDIEHADGK.R 401 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.012104.0121 2 4.0511 0.5235 2144.67 2146.4 1 63.88889 2 R.DVHNIYGLYVHMATADGLR.Q 570 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013527.01352 3 5.8313 0.4866 3010.37 3012.3 1 32.692307 4 R.FSFSGNTLVSSSADPEGHFETPIWIER.V 865 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013475.01347 2 2.2535 0.4341 3011.69 3012.3 2 40.384613 1 R.FSFSGNTLVSSSADPEGHFETPIWIER.V 865 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.012578.01257 2 3.4575 0.4006 2536.73 2536.8 1 40.909092 1 R.QYASLTGTQALPPLFSLGYHQSR.W 378 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_PK_111.010601.0106 1 2.4222 0.333 1118.57 1119.2 1 65 2 L.LVHPVSDSGAH.G 753 0
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008886.0088 2 3.1819 0.1253 1174.91 1175.3 3 93.75 3 R.FRIDELEPR.R 101 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008123.0081 2 2.7503 0.1884 1104.75 1105.4 1 88.88889 2 K.LVAIVDPHIK.V 463 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.014657.01465 2 3.0764 0.2496 2148.89 2146.4 2 47.22222 1 R.DVHNIYGLYVHMATADGLR.Q 570 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010299.01029 2 3.1647 0.188 1950.01 1948.1 4 46.875 1 R.FGAVWTGDNTAEWDHLK.I 611 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010100.01010 3 3.5409 0.3435 1946.99 1948.1 3 42.1875 2 R.FGAVWTGDNTAEWDHLK.I 611 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.012489.01248 3 3.2963 0.1872 2537.78 2536.8 5 30.681818 2 R.QYASLTGTQALPPLFSLGYHQSR.W 378 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.016091.0160 3 4.0495 0.1565 4302.02 4301.6 1 22.142857 3 R.WNYRDEADVLEVDQGFDDHNLPCDVIWLDIEHADGK.R 401 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008570.00857 2 4.2718 0.4073 1683.69 1683.8 1 82.14286 2 R.DENSVELTMAEGPYK.I 134 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_107.014303.014303.2 2 2.4427 0.1904 3013.65 3012.3 7 28.846153 1 R.FSFSGNTLVSSSADPEGHFETPIWIER.V 865 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_111.009947.009947.2 2 2.4432 0.2877 979.09 978.06 1 75 2 R.AHAHLDTGR.R 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_110.010763.010763.3 3 3.3731 0.2033 1664.99 1665.1 2 43.75 2 R.VVIIGAGKPAAVVLQTK.G 892 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.008614.0086 2 2.5902 0.2618 979.31 978.06 1 87.5 2 R.AHAHLDTGR.R 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.012423.0124 3 4.3595 0.3831 2539.79 2536.8 1 36.363636 2 R.QYASLTGTQALPPLFSLGYHQSR.W 378 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009627.0096 2 3.0078 0.1183 1876.01 1875.1 1 53.571426 1 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_111.014052.014052.2 2 2.9747 0.2162 2536.21 2536.8 1 36.363636 3 R.QYASLTGTQALPPLFSLGYHQSR.W 378 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4448.444 2 4.0377 0.2405 2499.89 2500.9 1 43.18182 2 R.ALLDSLQLGPDSLTVHLIHEVTK.V 62 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.012924.0129 2 2.9461 0.1064 1354.17 1353.7 1 72.72727 3 K.VLLVLELQGLQK.N 85 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4088.40 2 2.6707 0.2833 2499.64 2500.9 1 29.545454 1 R.ALLDSLQLGPDSLTVHLIHEVTK.V 62 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009958.009958.2 2 3.6812 0.4061 1683.95 1683.8 1 67.85714 1 R.DENSVELTMAEGPYK.I 134 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2602.260 2 3.6307 0.3212 1741.3 1742 3 60.714287 2 R.LSFQHDPETSVLVLR.K 915 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_109.015159.015159.2 2 2.9076 0.1731 1353.89 1353.7 3 63.636364 1 K.VLLVLELQGLQK.N 85 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_PK_109.016754.016754. 2 4.0704 0.3669 1563.05 1563.9 1 76.92308 6 D.VFLLLGPSISDVFR.Q 364 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.008735.0087 2 2.9337 0.3697 1136.39 1134.2 6 77.77778 1 R.AHAHLDTGRR.E 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_109.016569.016569.3 3 3.9367 0.2463 4459.73 4457.7 1 19.444445 2 R.WNYRDEADVLEVDQGFDDHNLPCDVIWLDIEHADGKR.Y 401 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_110.011123.011123.2 2 4.1432 0.324 1876.91 1875.1 1 75 1 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.014332.0143 2 4.3662 0.5237 2070.71 2072.4 1 70 4 R.YSLLPFWYTLLYQAHR.E 705 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009323.009323.2 2 4.3888 0.4009 1929.61 1929.1 1 53.125 2 K.MMDYLQGSGETPQTDVR.W 338 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_PHA_lymphocytes_PK_106.012032.012032 2 4.8097 0.3471 1888.01 1885 1 70 1 S.SADPEGHFETPIWIER.V 876 1
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2519.251 2 4.2569 0.4352 1665.43 1665.1 1 71.875 3 R.VVIIGAGKPAAVVLQTK.G 892 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010337.0103 1 1.913 0.1172 1232.73 1233.5 2 65 1 R.KLVAIVDPHIK.V 462 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010964.0109 3 4.3775 0.2037 1875.86 1875.1 2 51.785713 2 R.REPWLLPSQHNDIIR.D 684 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_110.017299.017299.2 2 3.7326 0.3335 2500.21 2500.9 1 47.727272 10 R.ALLDSLQLGPDSLTVHLIHEVTK.V 62 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011418.0114 3 3.3714 0.3063 1694.33 1693.9 1 42.857143 1 R.KPGINVASDWSIHLR.- 930 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_111.009944.009944.1 1 2.408 0.2337 978.54 978.06 3 68.75 1 R.AHAHLDTGR.R 675 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsSD-NE_NT_lymphocytes_Ti_115.020498.020498.2 2 2.9358 0.3383 2512.31 2509.8 1 34.090908 1 R.DLGIFWLNAAETWVDISSNTAGK.T 310 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011448.0114 2 4.1856 0.3638 1695.25 1693.9 1 71.42857 13 R.KPGINVASDWSIHLR.- 930 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.012977.0129 2 2.7786 0.167 2394.33 2391.8 2 37.5 1 K.HHGPQTLYLPVTLSSIPVFQR.G 785 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.012422.0124 2 3.6 0.3541 2538.27 2536.8 1 40.909092 1 R.QYASLTGTQALPPLFSLGYHQSR.W 378 2
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NP_938148.1| gi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subunit isoform 2 [Homo sapiens] 62 262 67.3 944 106874 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.012525.0125 3 5.1089 0.5408 3954.5 3956.4 1 31.428572 4 K.THSDSKPYGPMSVGLDFSLPGMEHVYGIPEHADNLR.L 232 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.012239.012239 3 6.0659 0.3814 2480.39 2479.8 1 37.5 1 R.RVNAFSNFFSGPIVVHCSAGVGR.T 835 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.009086.009086 2 2.5417 0.1271 990.75 990.25 4 81.25 2 K.ATVIVMVTR.C 743 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.008858.008858 2 2.3777 0.1617 1501.41 1501.7 1 75 1 R.YHLEVEAGNTLVR.N 516 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.011778.011778 3 3.7504 0.2813 2796.17 2797.1 1 32.608696 2 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.011666.011666 2 4.0447 0.229 2446.97 2445.7 1 57.894737 1 R.TVYQYQYTNWSVEQLPAEPK.E 1114 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.008910.008910 3 3.8116 0.2357 1986.32 1984.2 1 45.3125 2 K.KRDPPSEPSPLEAEFQR.L 932 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_PK_107.014952.014952 2 2.7581 0.1992 1962.51 1961.2 1 50 1 Q.FTSWPDHGVPEDPHLLL.K 814 0
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.007805.007805 2 3.6092 0.2276 1792.59 1792 2 53.333336 2 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_PK_110.011921.01192 2 3.9276 0.2623 1842.81 1841.1 1 80 4 T.SWPDHGVPEDPHLLLK.L 816 1
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.012989.012989 2 4.8931 0.4287 2324.25 2323.6 1 54.761906 2 R.VNAFSNFFSGPIVVHCSAGVGR.T 836 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.007365.007365 2 4.3156 0.4801 1781.73 1778.8 1 64.28571 2 K.HGDQEICAQYWGEGK.Q 1064 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.012122.012122 2 4.7515 0.4361 2796.89 2797.1 1 45.652176 4 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.010148.010148 3 3.8253 0.2375 3146.63 3146.4 1 27.083334 1 K.EIKLENLEPEHEYKCDSEILYNNHK.F 351 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_109.014522.0145 2 3.2134 0.3593 1314.41 1314.4 1 83.33333 1 R.DETVDDFWRM.I 728 1
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008603.00860 2 3.8905 0.1185 992.85 990.25 1 93.75 2 K.ATVIVMVTR.C 743 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008162.00816 3 4.7644 0.3531 1985.81 1984.2 1 48.4375 3 K.KRDPPSEPSPLEAEFQR.L 932 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.018524.0185 2 4.2853 0.2879 1674.41 1671.9 1 75 13 K.ETIGDFWQMIFQR.K 1039 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_108.011732.0117 2 3.155 0.2545 1184.15 1183.2 2 87.5 8 R.DETVDDFWR.M 728 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.011724.0117 1 2.8325 0.1807 1322.76 1321.6 2 60.000004 3 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.011080.0110 2 5.1282 0.3197 2447.21 2445.7 1 60.526318 8 R.TVYQYQYTNWSVEQLPAEPK.E 1114 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008087.00808 1 2.201 0.3915 1501.86 1501.7 1 70.83333 2 R.YHLEVEAGNTLVR.N 516 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_109.011715.0117 1 2.3569 0.1842 1183.68 1183.2 7 75 1 R.DETVDDFWR.M 728 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.011966.01196 2 3.3616 0.3618 2283.39 2284.7 1 41.666664 1 K.QLMNVEPIHADILLETYKR.K 624 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007739.00773 3 4.6699 0.2382 1791.98 1792 1 53.333336 2 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008116.0081 2 3.8501 0.3316 1793.73 1792 1 60.000004 2 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.014985.0149 2 3.0923 0.3658 2029.09 2026.3 1 41.666664 1 R.TGTYIGIDAMLEGLEAENK.V 858 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_108.008895.0088 2 4.9363 0.3329 1622.13 1620.7 1 87.5 3 R.SCNLDEQQELVER.D 607 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010322.01032 2 3.0864 0.1275 1160.31 1160.5 7 77.77778 1 K.ELISMIQVVK.Q 1134 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.005790.00579 2 2.0332 0.1714 1005.13 1004.2 8 81.25 1 R.KYIAAQGPR.D 719 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007763.00776 2 3.6464 0.19 2331.23 2330.5 4 41.666664 2 K.KNNHQEDKIEFDNEVDKVK.Q 1236 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_111.012032.0120 2 4.4863 0.4355 1702.21 1699.8 1 82.14286 2 R.DPPSEPSPLEAEFQR.L 934 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_110.009291.0092 1 1.8313 0.1628 834.46 834.99 8 71.42857 1 R.AFGDVVVK.I 773 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010611.01061 2 5.2859 0.3151 2446.63 2445.7 1 60.526318 16 R.TVYQYQYTNWSVEQLPAEPK.E 1114 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008944.00894 3 5.6713 0.4353 3146.75 3146.4 1 30.208334 2 K.EIKLENLEPEHEYKCDSEILYNNHK.F 351 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008130.0081 3 4.264 0.3192 2277.83 2279.6 1 33.75 1 K.VKQDANCVNPLGAPEKLPEAK.E 1253 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.012260.01226 2 5.2266 0.4857 2321.83 2323.6 1 52.380955 8 R.VNAFSNFFSGPIVVHCSAGVGR.T 836 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007347.00734 3 4.9394 0.0986 2203.91 2202.3 1 45.588234 2 K.NNHQEDKIEFDNEVDKVK.Q 1237 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007494.00749 2 5.2019 0.3519 2204.85 2202.3 1 55.88235 3 K.NNHQEDKIEFDNEVDKVK.Q 1237 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.011314.0113 2 4.1977 0.3474 1323.43 1321.6 1 85 3 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.011586.0115 2 2.5409 0.1425 2284.97 2284.7 1 50 1 K.QLMNVEPIHADILLETYKR.K 624 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008476.00847 2 2.1629 0.196 1282.41 1281.4 1 80 1 K.QTYGDIEVDLK.D 1079 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.019196.01919 3 5.2863 0.4732 3554.57 3554.9 1 29.83871 4 R.DGSQQTGIFCALLNLLESAETEEVVDIFQVVK.A 1169 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009146.00914 2 4.2519 0.3753 2039.67 2040.2 1 59.375 3 K.YIAAQGPRDETVDDFWR.M 720 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008661.00866 2 3.4632 0.431 1699.77 1699.8 1 67.85714 1 R.DPPSEPSPLEAEFQR.L 934 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.007876.00787 3 5.2467 0.2902 2280.65 2279.6 1 47.5 1 K.VKQDANCVNPLGAPEKLPEAK.E 1253 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007110.00711 3 3.3151 0.1509 3023.84 3023.1 1 25.833332 1 K.EQAEGSEPTSGTEGPEHSVNGPASPALNQGS.- 1274 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.012428.01242 3 4.4523 0.5085 2323.07 2323.6 1 33.333336 3 R.VNAFSNFFSGPIVVHCSAGVGR.T 836 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.008134.0081 2 4.2849 0.3064 1771.69 1772 1 73.07692 2 K.EIKLENLEPEHEYK.C 351 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011670.01167 2 3.8937 0.4431 2797.65 2797.1 1 47.826088 2 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008318.00831 2 2.9997 0.2111 1381.53 1381.5 1 80 2 K.DLQYSTDYTFK.A 541 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008024.00802 2 4.3689 0.2775 1791.63 1792 1 66.66667 6 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007557.00755 3 4.7381 0.2679 2102.21 2103.2 1 48.4375 2 K.KNNHQEDKIEFDNEVDK.V 1236 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007684.0076 2 5.8912 0.4198 2329.89 2330.5 1 61.11111 3 K.KNNHQEDKIEFDNEVDKVK.Q 1236 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007383.0073 2 3.5457 0.3527 1314.43 1311.6 1 80 3 R.VPLKHELEMSK.E 983 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011366.01136 2 4.3176 0.3727 1323.27 1321.6 1 85 10 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007256.00725 2 3.9948 0.3357 1620.27 1620.7 1 87.5 2 R.SCNLDEQQELVER.D 607 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007176.00717 2 3.9219 0.3128 2108.17 2108.1 1 56.25 2 R.SCNLDEQQELVERDDEK.Q 607 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.007880.00788 2 5.407 0.3895 2278.69 2279.6 1 65 7 K.VKQDANCVNPLGAPEKLPEAK.E 1253 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.011402.0114 2 3.7468 0.4389 2796.79 2797.1 1 50 8 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007894.00789 2 3.8504 0.3329 1772.41 1772 1 57.692307 1 K.EIKLENLEPEHEYK.C 351 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011901.01190 1 3.0077 0.2883 1322.7 1321.6 1 70 4 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007840.00784 2 3.709 0.2594 1610.67 1608.8 2 75 2 R.VKDLQYSTDYTFK.A 539 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009092.0090 2 4.0105 0.3995 1699.63 1699.8 1 71.42857 7 R.DPPSEPSPLEAEFQR.L 934 2
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15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009608.00960 2 4.1184 0.4138 1727.31 1724.9 1 67.85714 4 K.TDFGSPGEPQIIFCR.S 385 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008696.0086 2 3.9899 0.3495 1384.37 1381.5 1 85 3 K.DLQYSTDYTFK.A 541 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008644.0086 1 2.6694 0.1734 1383.73 1381.5 1 70 1 K.DLQYSTDYTFK.A 541 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.006873.00687 1 2.4559 0.2852 1405.83 1405.5 1 65 1 K.FQLHDCTQVEK.A 304 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.006656.0066 2 3.06 0.2207 1365.33 1365.4 3 80 1 K.ETEKDCLNLDK.N 427 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.006968.00696 2 2.4028 0.0949 2102.75 2103.2 1 50 1 K.KNNHQEDKIEFDNEVDK.V 1236 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.014927.01492 2 5.8202 0.4072 2027.91 2026.3 1 72.22222 3 R.TGTYIGIDAMLEGLEAENK.V 858 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.008138.0081 2 4.4441 0.3924 2776.15 2776 1 42.857143 2 K.LENLEPEHEYKCDSEILYNNHK.F 354 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.012262.0122 2 3.7356 0.3668 2579.13 2577.8 1 39.130436 2 R.VELSEINGDAGSNYINASYIDGFK.E 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_PK_110.009710.009 2 3.6938 0.3961 1586.45 1584.7 1 80.769226 2 D.PPSEPSPLEAEFQR.L 935 1
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012566.01256 2 4.3503 0.2573 2580.63 2577.8 1 54.347824 2 R.VELSEINGDAGSNYINASYIDGFK.E 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012320.01232 3 4.3608 0.1704 2579.69 2577.8 1 33.695652 1 R.VELSEINGDAGSNYINASYIDGFK.E 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_115.015860.01586 2 3.4655 0.3302 1393.69 1391.7 1 77.27273 15 K.YVLSLHAYIIAK.V 453 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011792.01179 3 3.6862 0.2487 2481.89 2479.8 1 35.227272 1 R.RVNAFSNFFSGPIVVHCSAGVGR.T 835 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006694.0066 2 2.8551 0.1572 1392.69 1393.5 1 80 1 K.CDSEILYNNHK.F 365 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.013716.01371 2 4.6313 0.3212 2760.49 2759.3 1 47.826088 3 K.YINASFIMSYWKPEVMIAAQGPLK.E 1015 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.007874.0078 2 2.9687 0.1645 1777.43 1778.8 1 64.28571 1 K.HGDQEICAQYWGEGK.Q 1064 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.008284.0082 3 4.6898 0.4091 1982.18 1984.2 1 53.125 3 K.KRDPPSEPSPLEAEFQR.L 932 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011072.01107 3 3.7397 0.2917 2961.23 2960.2 3 25 1 R.VELSEINGDAGSNYINASYIDGFKEPR.K 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008548.0085 2 3.2904 0.1887 1501.49 1501.7 2 79.16667 1 R.YHLEVEAGNTLVR.N 516 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009910.00991 2 2.6576 0.2818 1098.43 1097.3 2 87.5 1 K.STPLLIHCR.D 1160 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007176.0071 2 4.6101 0.3938 2102.29 2103.2 1 71.875 5 K.KNNHQEDKIEFDNEVDK.V 1236 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012038.0120 3 4.0854 0.278 2130.53 2128.5 1 38.235294 2 K.QLMNVEPIHADILLETYK.R 624 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.018216.01821 3 3.1245 0.118 3051.74 3049.5 3 24.074074 1 R.TGTYIGIDAMLEGLEAENKVDVYGYVVK.L 858 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011710.01171 3 5.4824 0.3353 2796.2 2797.1 1 38.04348 2 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008028.0080 3 4.305 0.1056 1792.52 1792 1 45 1 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.006149.0061 2 2.3523 0.2143 1005.21 1004.2 1 87.5 1 R.KYIAAQGPR.D 719 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010372.01037 2 2.9924 0.1678 1046.47 1046.4 1 87.5 2 K.VIVMLTELK.H 1055 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.009153.0091 3 4.5619 0.2098 3146.81 3146.4 1 29.166666 2 K.EIKLENLEPEHEYKCDSEILYNNHK.F 351 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.007905.0079 2 5.0219 0.3589 2278.65 2279.6 1 60.000004 6 K.VKQDANCVNPLGAPEKLPEAK.E 1253 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_PK_114.012466.0124 2 3.2095 0.1601 1488.31 1488.6 1 62.5 2 F.GETEVNLSELHPY.L 914 0
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.018440.01844 2 4.2538 0.2564 1674.57 1671.9 1 75 8 K.ETIGDFWQMIFQR.K 1039 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011973.01197 2 3.4719 0.2512 2130.19 2128.5 1 55.88235 2 K.QLMNVEPIHADILLETYK.R 624 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.020336.0203 3 3.216 0.1112 3556.37 3554.9 1 21.774193 1 R.DGSQQTGIFCALLNLLESAETEEVVDIFQVVK.A 1169 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_103.016003.016003.2 2 3.106 0.2772 2028.61 2026.3 1 47.22222 1 R.TGTYIGIDAMLEGLEAENK.V 858 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_109.012701.012701.3 3 5.2108 0.4743 2794.16 2797.1 1 39.130436 3 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011636.0116 3 5.4872 0.3864 2797.58 2797.1 1 39.130436 4 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_105.015953.015953.2 2 2.7226 0.192 1383.85 1383.6 1 75 1 K.YDLQNLKPYTK.Y 442 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2711.271 2 3.7722 0.3588 2444.97 2445.7 1 50 2 R.TVYQYQYTNWSVEQLPAEPK.E 1114 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009827.0098 1 2.7022 0.3455 1311.83 1311.6 3 60.000004 3 R.VPLKHELEMSK.E 983 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_PK_106.012440.012440 2 2.771 0.1694 1823.53 1824 1 53.571426 1 A.AQGPRDETVDDFWRM.I 723 0
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_109.012703.012703.2 2 4.7064 0.4228 2798.31 2797.1 1 45.652176 8 R.EVTHIQFTSWPDHGVPEDPHLLLK.L 808 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2390.23 2 3.0301 0.1515 2168.07 2168.4 8 38.235294 1 R.KYIAAQGPRDETVDDFWR.M 719 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_103.011268.011268.2 2 2.7654 0.3033 1724.29 1724.9 2 53.571426 2 K.TDFGSPGEPQIIFCR.S 385 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_111.013871.013871.2 2 4.8198 0.4734 2322.87 2323.6 1 47.61905 4 R.VNAFSNFFSGPIVVHCSAGVGR.T 836 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_PHA_lymphocytes_PK_106.016450.016450 2 3.2439 0.3451 1719.87 1722 1 67.85714 2 A.AQGPLKETIGDFWQM.I 1033 0
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.013776.0137 2 2.0422 0.3332 2757.77 2759.3 1 36.95652 1 K.YINASFIMSYWKPEVMIAAQGPLK.E 1015 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_PK_106.009575.009575. 2 3.2355 0.2837 1584.75 1584.7 1 57.692307 2 D.PPSEPSPLEAEFQR.L 935 1
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3074.307 2 4.5076 0.3119 1321.42 1321.6 1 85 5 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_PK_107.013317.013317. 2 3.1567 0.3101 1320.99 1321.6 2 75 2 R.LFLAEFQSIPR.V 650 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2364.236 2 3.2723 0.2134 1323.66 1322.6 1 85 2 R.VFSKFPIKEAR.K 661 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.012798.0127 2 4.2164 0.4539 2323.15 2323.6 1 40.476192 5 R.VNAFSNFFSGPIVVHCSAGVGR.T 836 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2075.207 2 3.4409 0.2614 1791.43 1792 1 56.666668 2 R.SEAAHQGVITWNPPQR.S 400 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2338.233 2 3.5341 0.2177 2167.73 2168.4 1 52.941177 2 R.KYIAAQGPRDETVDDFWR.M 719 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.010614.0106 2 2.0921 0.1067 991.01 990.25 1 81.25 1 K.ATVIVMVTR.C 743 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_104.012428.012428.2 2 4.0718 0.4822 2959.23 2960.2 1 38.46154 2 R.VELSEINGDAGSNYINASYIDGFKEPR.K 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_104.012464.012464.3 3 5.3094 0.3906 2958.23 2960.2 1 31.730768 1 R.VELSEINGDAGSNYINASYIDGFKEPR.K 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_107.019110.019110.2 2 2.7933 0.3023 1673.99 1671.9 1 66.66667 3 K.ETIGDFWQMIFQR.K 1039 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_111.011052.011052.2 2 3.6236 0.311 1314.03 1311.6 1 85 2 R.VPLKHELEMSK.E 983 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010391.0103 2 3.1287 0.3077 1983.89 1984.2 2 50 1 K.KRDPPSEPSPLEAEFQR.L 932 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_102.014216.014216.2 2 3.948 0.2879 2577.79 2577.8 1 39.130436 3 R.VELSEINGDAGSNYINASYIDGFK.E 692 2
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NP_002829.2| gi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1| "protein tyrosine phosphatase, receptor type, C isoform 1 precurso 71 348 44.2 1304 147254 6.2 HsSD-NE_NT_lymphocytes_Ti_110.012886.012886.2 2 4.5303 0.3351 2446.61 2445.7 1 55.263157 2 R.TVYQYQYTNWSVEQLPAEPK.E 1114 2
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_PHA_lymphocytes_PK_115.013558.013558 1 3.3735 0.3697 1472.81 1472.8 1 53.846157 4 K.SAPLLLPGRHLLNA.G 769 1 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.008752.008752 2 3.2873 0.3054 1580.37 1579.7 1 60.000004 1 K.QGFNVVVESGAGEASK.F 85 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.010943.010943 2 3.1115 0.2918 1524.29 1525.8 3 50 5 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.013094.01309 2 4.1402 0.3306 2206.87 2207.5 1 44.736843 3 K.TSGTLISFIYPAQNPELLNK.L 147 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010442.01044 2 3.4024 0.2262 1455.21 1452.7 1 65.38461 1 K.RVALSPAGVQNLVK.Q 71 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_PK_111.010844.010 2 2.8774 0.1807 1156.41 1155.3 1 80 2 K.AVVLAANHFGR.F 203 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009814.00981 2 4.955 0.3974 1808.41 1806.1 1 81.25 1 R.APMVNPTLGVHEADLLK.T 130 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.013658.01365 3 5.123 0.4431 2826.56 2827.3 1 32.692307 3 R.SLGVGYAAVDNPIFYKPNTAMLLGDAK.K 1044 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010064.0100 2 3.5666 0.4168 1510.65 1510.7 1 70.83333 3 K.DDFDFGTMGHVIR.G 412 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.008048.0080 2 2.8067 0.217 1247.33 1247.3 1 75 1 F.NVVVESGAGEASK.F 88 1 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009580.00958 2 3.2353 0.2094 1071.39 1070.3 1 77.77778 4 K.APVKPGIPYK.Q 46 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009812.00981 2 2.7155 0.2326 954.43 954.12 1 93.75 2 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007504.0075 1 2.0838 0.2015 954.54 954.12 1 68.75 1 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009603.00960 1 1.8505 0.1499 1069.51 1070.3 4 61.11111 1 K.APVKPGIPYK.Q 46 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010404.01040 1 4.6103 0.4939 1527.8 1525.8 1 61.764706 2 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011709.0117 2 2.3922 0.1958 1598.35 1597.9 1 57.14286 1 K.EVDILISTALIPGKK.A 310 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007788.00778 1 2.1156 0.1406 1140.54 1141.3 9 50 1 R.FFTGQITAAGK.V 214 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_PK_112.010430.010 2 2.7316 0.253 954.39 954.12 1 87.5 2 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_PK_112.010426.010 1 1.9369 0.1856 954.68 954.12 1 68.75 1 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.010163.01016 2 5.6076 0.4445 1525.23 1525.8 1 88.2353 23 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010112.0101 2 5.6348 0.448 1528.11 1525.8 1 85.29411 20 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015887.01588 3 4.9383 0.4187 4122.5 4120.6 1 21.794872 2 R.SLANVILGGYGTTSTAGGKPMEISGTHTEINLDNAIDMIR.E 883 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015524.0155 3 4.224 0.3761 4119.59 4120.6 1 22.435898 3 R.SLANVILGGYGTTSTAGGKPMEISGTHTEINLDNAIDMIR.E 883 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009986.0099 3 3.7172 0.3267 1807.61 1806.1 1 46.875 4 R.APMVNPTLGVHEADLLK.T 130 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013197.0131 2 4.1236 0.1715 2209.71 2207.5 1 47.368423 1 K.TSGTLISFIYPAQNPELLNK.L 147 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009677.00967 1 2.154 0.1898 953.67 954.12 1 68.75 1 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009611.00961 2 3.4968 0.3857 1510.25 1510.7 1 79.16667 2 K.DDFDFGTMGHVIR.G 412 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008062.0080 1 1.9435 0.3029 1430.43 1430.6 4 58.333332 1 K.GITHIGYTDLPSR.M 367 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007836.00783 1 2.1855 0.4005 1579.57 1579.7 1 46.666668 1 K.QGFNVVVESGAGEASK.F 85 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.014322.01432 2 4.1297 0.4253 2074.77 2074.4 1 55.263157 5 R.VTIAQGYDALSSMANIAGYK.A 183 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009080.00908 2 4.5273 0.2971 1778.57 1779 2 59.375 1 R.EANSIIITPGYGLCAAK.A 923 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008792.00879 2 3.4364 0.2748 1298.49 1296.6 1 83.33333 2 R.VALSPAGVQNLVK.Q 72 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008074.00807 2 4.3635 0.3676 1432.07 1430.6 1 75 2 K.GITHIGYTDLPSR.M 367 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008253.0082 2 4.423 0.4517 1432.33 1430.6 1 83.33333 1 K.GITHIGYTDLPSR.M 367 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009945.0099 2 4.6579 0.4349 1805.87 1806.1 1 78.125 6 R.APMVNPTLGVHEADLLK.T 130 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_104.011357.011357.2 2 5.2887 0.3875 1527.07 1525.8 1 79.411766 4 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2378.237 2 4.5521 0.4455 1846.98 1848.1 1 59.375 2 K.TVAELEAEKAATITPFR.K 454 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_PHA_lymphocytes_PK_106.002702.002702 2 3.4068 0.2588 3148.29 3145.5 1 31.48148 3 L.LAEAGVPYDIVLEMDEINHDFPDTDLVL.V 977 0 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3422.342 2 3.5991 0.352 2206.53 2207.5 1 39.473686 2 K.TSGTLISFIYPAQNPELLNK.L 147 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010971.0109 3 6.1366 0.4077 2062.19 2061.5 1 52.77778 3 K.VRAPMVNPTLGVHEADLLK.T 128 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_104.010060.010060.2 2 4.7334 0.3589 2336.09 2335.5 1 63.636364 2 K.SLGAEPLEVDLKESGEGQGGYAK.E 268 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2363.236 2 3.2101 0.2249 1296.12 1296.6 2 70.83333 1 R.VALSPAGVQNLVK.Q 72 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_102.010802.010802.2 2 3.7163 0.2029 1778.77 1779 3 53.125 2 R.EANSIIITPGYGLCAAK.A 923 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2615.261 2 3.9329 0.2449 1526.13 1525.8 1 67.64706 3 K.ILIVGGGVAGLASAGAAK.S 230 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_102.015806.015806.3 3 4.8156 0.3451 2075.75 2074.4 1 43.421055 3 R.VTIAQGYDALSSMANIAGYK.A 183 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2508.250 2 3.9876 0.3912 1633.3 1633.9 1 73.333336 2 R.FFTGQITAAGKVPPAK.I 214 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_106.012975.012975.2 2 3.375 0.2415 2826.47 2827.3 1 36.53846 2 R.SLGVGYAAVDNPIFYKPNTAMLLGDAK.K 1044 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_111.012569.012569.3 3 5.3572 0.3859 2061.71 2061.5 1 47.22222 2 K.VRAPMVNPTLGVHEADLLK.T 128 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_PHA_lymphocytes_PK_106.013719.013719 2 3.526 0.3891 1655.57 1655.9 1 69.230774 3 T.HTEINLDNAIDMIR.E 909 1 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_111.011274.011274.2 2 2.5995 0.1888 955.29 954.12 1 93.75 2 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_102.015804.015804.2 2 6.0948 0.47 2076.77 2074.4 1 65.789474 9 R.VTIAQGYDALSSMANIAGYK.A 183 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_PK_107.008133.008133. 2 2.8793 0.2561 1304.13 1302.5 6 61.538464 2 C.VGALAGLSTQGTAR.L 632 1 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_115.015988.015988.2 2 2.0854 0.1198 2733.33 2733.3 6 25.862068 1 K.VPPAKILIVGGGVAGLASAGAAKSMGAIVR.G 225 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009974.0099 2 2.9187 0.3208 954.29 954.12 1 93.75 8 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2358.235 1 2.663 0.2547 1296.67 1296.6 2 54.166668 1 R.VALSPAGVQNLVK.Q 72 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2144.21 2 3.7063 0.3258 1429.64 1430.6 1 66.66667 2 K.GITHIGYTDLPSR.M 367 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2064.206 2 4.0696 0.4503 1430.53 1430.6 1 75 1 K.GITHIGYTDLPSR.M 367 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2283.228 2 4.1549 0.2466 1975.7 1976.3 1 58.823532 1 K.TVAELEAEKAATITPFRK.T 454 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008931.0089 2 3.3427 0.208 1453.79 1452.7 3 69.230774 5 K.RVALSPAGVQNLVK.Q 71 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011012.0110 2 5.1847 0.4027 2062.81 2061.5 1 69.44444 2 K.VRAPMVNPTLGVHEADLLK.T 128 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009770.0097 2 3.0627 0.2157 1070.47 1070.3 1 77.77778 6 K.APVKPGIPYK.Q 46 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2728.27 2 2.5671 0.3113 954.44 954.12 1 81.25 2 R.FGIHPVAGR.M 960 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.012119.0121 2 3.5339 0.3718 2984.81 2983.5 1 37.037037 1 K.RSLGVGYAAVDNPIFYKPNTAMLLGDAK.K 1043 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007874.0078 2 2.3966 0.163 1152.89 1155.3 1 85 1 K.AVVLAANHFGR.F 203 2 *
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|NP_036475.3| gi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydrogenase [Homo sapiens] 39 194 35.3 1086 113895 8.1 HsSD-NE_NT_lymphocytes_Ti_103.008876.008876.1 1 2.0649 0.1058 1141.61 1141.3 1 65 2 R.FFTGQITAAGK.V 214 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_111.012261.01226 1 2.1824 0.2622 1187.94 1188.4 3 55 1 A.VHASLDKFLAS.V 122 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_110.012481.01248 2 3.3231 0.4275 1481.35 1479.6 1 75 3 K.TYFPHFDLSHGSA.Q 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_115.010090.010090 2 2.0417 0.1082 1088.57 1088.3 1 68.75 1 K.LRVDPVNFK.L 92 2
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_110.012338.012338 1 2.571 0.5244 1478.58 1479.6 1 54.166668 3 K.TYFPHFDLSHGSA.Q 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_109.011989.011989 2 2.5565 0.1914 1410.35 1408.5 2 68.181816 1 K.TYFPHFDLSHGS.A 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_106.013784.013784 2 4.4973 0.3173 3127.73 3126.5 1 37.931034 1 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_108.012676.012676 2 2.7724 0.1865 1074.25 1072.3 9 81.25 1 R.MFLSFPTTK.T 33 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_109.011977.011977 1 3.1111 0.394 1408.76 1408.5 1 59.090908 7 K.TYFPHFDLSHGS.A 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_109.011844.011844 2 4.0822 0.3902 1606.95 1607.7 1 76.92308 4 K.TYFPHFDLSHGSAQ.V 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_111.012414.012414 1 2.1606 0.151 1102.56 1101.3 1 66.66667 1 A.VHASLDKFLA.S 122 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.005390.005390 3 4.9052 0.1341 1530.41 1530.6 4 60.714287 3 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_112.016528.016528 2 3.3698 0.3596 2136.99 2136.5 1 55.263157 3 A.AHLPAEFTPAVHASLDKFLA.S 112 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_111.011629.011629 1 3.0467 0.2009 1449.76 1448.6 2 53.846157 2 A.AHLPAEFTPAVHAS.L 112 0 *
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17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_102.008873.008873 2 3.6982 0.3844 1834.83 1835 1 66.66667 1 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_110.010636.010636 2 3.7881 0.3728 1253.47 1253.5 1 90.909096 19 K.FLASVSTVLTSK.Y 129 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_108.011216.011216 1 2.0252 0.2146 1238.87 1238.4 1 54.545456 4 T.LAAHLPAEFTPA.V 110 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.005186.005186 2 4.3756 0.4822 1532.41 1530.6 1 78.57143 26 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_112.013668.013668 2 6.5138 0.4624 3026.57 3026.5 1 44.444447 31 K.LLSHCLLVTLAAHLPAEFTPAVHASLDK.F 101 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_114.016612.016612 2 2.8909 0.1873 1443.69 1442.8 1 72.72727 1 H.KLRVDPVNFKLL.S 91 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_114.013448.013448 3 7.5585 0.5022 3027.92 3026.5 1 42.592594 55 K.LLSHCLLVTLAAHLPAEFTPAVHASLDK.F 101 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.005097.005097 1 3.4484 0.3878 1530.85 1530.6 1 64.28571 3 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_PHA_lymphocytes_PK_110.012566.012566 1 2.0592 0.3118 1320.49 1321.4 1 65 1 K.TYFPHFDLSHG.S 42 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_PK_110.008525.008 2 2.6954 0.2438 1532.35 1530.6 2 60.714287 2 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007067.00706 2 3.6002 0.3773 1530.09 1530.6 1 78.57143 2 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_PK_110.007971.007 2 3.2603 0.4221 1375.43 1374.5 1 66.66667 4 G.AHAGEYGAEALER.M 20 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007269.0072 1 4.1974 0.4195 1532.68 1530.6 1 71.42857 3 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007542.0075 2 3.4105 0.3515 1530.27 1530.6 1 71.42857 11 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012958.01295 2 2.8937 0.3183 3127.17 3126.5 1 39.655174 1 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009332.0093 2 5.029 0.4812 1833.83 1835 1 76.666664 9 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009557.00955 2 2.4049 0.1627 1835.81 1835 1 56.666668 1 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_PK_110.008169.008 2 2.8839 0.3472 1434.29 1431.5 1 65.38461 1 V.GAHAGEYGAEALER.M 19 1 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008001.0080 2 2.5498 0.1682 1087.93 1088.3 5 75 1 K.LRVDPVNFK.L 92 2
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009848.0098 2 3.3744 0.4042 1253.53 1253.5 1 81.818184 18 K.FLASVSTVLTSK.Y 129 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_PK_112.012686.012 2 2.6543 0.1864 1974.11 1972.3 1 47.22222 1 C.LLVTLAAHLPAEFTPAVHA.S 106 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_PK_112.012922.012 2 2.5623 0.2471 2289.87 2287.7 1 50 1 C.LLVTLAAHLPAEFTPAVHASLD.K 106 0 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009167.00916 2 3.0045 0.2578 1255.47 1253.5 2 72.72727 3 K.FLASVSTVLTSK.Y 129 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014450.01445 3 6.4128 0.4517 2998.37 2998.3 1 30.357143 9 K.VADALTNAVAHVDDMPNALSALSDLHAHK.L 63 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.012287.0122 2 4.6976 0.2768 2999.11 2998.3 1 35.714287 6 K.VADALTNAVAHVDDMPNALSALSDLHAHK.L 63 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009165.0091 2 2.6528 0.0991 2045.27 2044.2 1 47.368423 1 K.AAWGKVGAHAGEYGAEALER.M 13 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.012910.0129 3 5.2062 0.3411 3000.23 2998.3 2 28.57143 9 K.VADALTNAVAHVDDMPNALSALSDLHAHK.L 63 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_105.015831.015831.1 1 2.5897 0.3193 1529.94 1530.6 1 67.85714 2 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2158.21 2 2.6307 0.191 1088.3 1088.3 3 75 1 K.LRVDPVNFK.L 92 2
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_105.016149.016149.3 3 3.7629 0.1526 3000.74 2998.3 1 26.785713 2 K.VADALTNAVAHVDDMPNALSALSDLHAHK.L 63 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_110.011158.011158.2 2 4.7613 0.4472 1833.97 1835 1 73.333336 4 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_108.013639.013639.2 2 2.7868 0.1666 3127.05 3126.5 1 32.75862 1 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_PK_106.009506.009506. 2 3.1795 0.3196 1529.55 1530.6 1 60.714287 11 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1996.19 2 3.7679 0.3454 1529.06 1530.6 1 64.28571 2 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2662.266 2 4.4307 0.4087 1834.75 1835 1 70 3 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.012735.0127 3 7.6841 0.4822 3124.34 3126.5 1 41.37931 6 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_103.009146.009146.2 2 3.6448 0.3907 1529.55 1530.6 1 82.14286 1 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_107.011972.011972.3 3 4.8505 0.1496 3128.84 3126.5 2 25 4 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1938.193 2 4.3186 0.3893 1530.48 1530.6 1 78.57143 5 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1944.194 1 3.9172 0.431 1529.57 1530.6 1 60.714287 2 K.VGAHAGEYGAEALER.M 18 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2830.28 2 3.9358 0.3834 1834.35 1835 1 66.66667 3 K.TYFPHFDLSHGSAQVK.G 42 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.012731.0127 2 4.7634 0.363 3129.49 3126.5 1 41.37931 2 K.KVADALTNAVAHVDDMPNALSALSDLHAHK.L 62 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2354.235 2 3.0187 0.2131 2046.01 2044.2 1 39.473686 1 K.AAWGKVGAHAGEYGAEALER.M 13 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_104.010940.010940.2 2 4.0986 0.3594 1252.55 1253.5 1 90.909096 18 K.FLASVSTVLTSK.Y 129 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_PK_106.009990.009990. 2 2.8308 0.2318 1253.43 1253.5 1 72.72727 2 K.FLASVSTVLTSK.Y 129 2 *
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_000549.1| gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 31 326 87.3 142 15258 8.7 HsSD-NE_NT_lymphocytes_Ti_111.012606.012606.3 3 3.2377 0.4297 1836.92 1835 3 38.333332 1 K.TYFPHFDLSHGSAQVK.G 42 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_109.004401.00440 2 3.3335 0.2191 1329.61 1329.5 1 77.27273 5 L.NQGQVWIGGRIT.G 153 0 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_107.021109.021109 2 3.5497 0.3319 1678.19 1676.8 1 75 9 R.FQWVDGSRWNFAY.W 172 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_107.009415.009415 1 2.4866 0.2756 1114.49 1115.2 1 61.11111 1 L.NQGQVWIGGR.I 153 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010706.010706 2 2.6077 0.1565 1180.89 1182.3 3 75 1 H.NFNINYRIQ.C 138 0 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_113.016393.016393 2 3.3626 0.329 1822.73 1821 1 69.230774 1 R.WNFAYWAAHQPWSR.G 180 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.010914.010914 2 3.5796 0.2625 1976.89 1974.2 1 76.47059 12 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_107.009406.009406 2 2.7404 0.2082 1114.85 1115.2 1 77.77778 1 L.NQGQVWIGGR.I 153 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.011715.011715 2 2.9224 0.3691 1634.69 1632.8 1 62.5 2 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010616.010616 2 4.0344 0.2996 1661.51 1661.9 1 76.92308 2 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_PHA_lymphocytes_PK_107.015713.015713 2 2.9847 0.3952 1512.43 1513.7 1 72.72727 2 R.FQWVDGSRWNFA.Y 172 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007826.00782 2 2.4777 0.1041 995.17 995.08 3 92.85714 1 R.FQWVDGSR.W 172 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011840.01184 2 4.5711 0.4901 1632.45 1632.8 1 79.16667 37 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.012200.0122 2 4.4638 0.4 1634.35 1632.8 1 83.33333 12 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.012053.01205 3 4.2832 0.2792 1633.16 1632.8 1 54.166668 1 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_PK_111.011594.011 2 2.9523 0.1938 1572.81 1572.8 1 75 2 C.SVSALNQGQVWIGGR.I 148 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_PK_112.011315.011 2 2.7416 0.2965 1730.97 1732 1 57.692307 1 N.LVSIHNFNINYRIQ.C 133 0 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010185.01018 2 3.0613 0.1388 1151.51 1151.3 3 81.25 2 R.RFQWVDGSR.W 171 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.011798.0117 1 1.9973 0.2716 1114.52 1115.2 4 66.66667 1 L.NQGQVWIGGR.I 153 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.011124.0111 1 2.564 0.2804 1131.62 1131.2 1 61.11111 1 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.006509.0065 1 2.3521 0.3488 1131.62 1131.2 5 55.555557 10 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.011094.0110 2 3.1375 0.3484 1133.73 1131.2 1 77.77778 4 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009326.00932 2 5.0279 0.3436 1973.57 1974.2 1 79.411766 141 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011096.01109 2 4.2197 0.3425 1660.81 1661.9 1 73.07692 29 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009575.00957 3 3.4843 0.1046 1976.18 1974.2 1 41.17647 1 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_PK_110.009314.0093 2 3.385 0.1794 1117.59 1115.2 1 94.44444 3 L.NQGQVWIGGR.I 153 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_101.018159.01815 1 1.9144 0.1088 901.4 900.03 9 75 1 R.LPFICSY.- 216 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.003186.0031 2 4.7469 0.3271 1976.87 1974.2 1 73.52941 72 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010709.01070 3 3.1704 0.332 1661.87 1661.9 1 44.230766 1 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.012182.01218 2 5.1851 0.4547 1820.51 1821 1 84.61539 56 R.WNFAYWAAHQPWSR.G 180 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009124.00912 1 2.5504 0.2875 1131.46 1131.2 1 61.11111 9 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010130.01013 2 2.7934 0.1933 1055.35 1056.2 2 85.71429 12 R.RLPFICSY.- 215 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009903.0099 3 3.148 0.2223 1663.97 1661.9 1 46.153847 1 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009815.0098 3 3.3423 0.099 1974.02 1974.2 3 38.235294 1 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006272.00627 2 3.2461 0.2918 1131.19 1131.2 1 77.77778 19 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_108.010998.010998. 2 3.1305 0.1611 1973.87 1974.2 1 58.823532 1 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_110.012118.012118. 2 3.3379 0.2956 1454.89 1455.7 1 77.27273 1 R.YLLVRSLQTFSQ.A 109 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_110.012657.012657. 2 3.5282 0.1794 1525.63 1526.8 1 70.83333 5 R.YLLVRSLQTFSQA.W 109 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_103.008854.008854.1 1 2.1464 0.1069 994.56 995.08 2 71.42857 3 R.FQWVDGSR.W 172 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_110.013130.013130. 2 3.6436 0.2444 1904.23 1903.2 1 56.666668 5 R.GNLVSIHNFNINYRIQ.C 131 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_107.009254.009254. 2 2.9962 0.308 1385.89 1386.6 3 62.5 1 V.SALNQGQVWIGGR.I 150 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2620.262 2 3.1309 0.189 1662.49 1661.9 1 61.538464 2 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_112.010403.010403.2 2 3.0786 0.3555 1130.57 1131.2 1 83.33333 2 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.009986.0099 2 4.0309 0.283 1661.55 1661.9 1 76.92308 6 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_112.013606.013606.2 2 4.8337 0.4558 1822.65 1821 1 88.46153 9 R.WNFAYWAAHQPWSR.G 180 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.010400.0104 2 2.6305 0.1579 1056.45 1056.2 1 92.85714 3 R.RLPFICSY.- 215 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012332.0123 3 3.0059 0.2839 1821.56 1821 1 53.846157 1 R.WNFAYWAAHQPWSR.G 180 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_107.012147.012147.2 2 4.4492 0.4309 1632.13 1632.8 1 83.33333 16 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_107.010124.010124. 2 4.9683 0.2444 1575.49 1572.8 1 75 19 C.SVSALNQGQVWIGGR.I 148 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_108.008988.008988. 2 3.3906 0.3053 1298.41 1299.5 1 72.72727 2 S.ALNQGQVWIGGR.I 151 1 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.006578.0065 2 2.9929 0.3428 1130.63 1131.2 1 83.33333 4 R.GGHCVALCTR.G 194 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012689.012689.2 2 4.3953 0.3027 1662.57 1661.9 1 76.92308 6 R.GNLVSIHNFNINYR.I 131 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3246.324 2 4.0441 0.4801 1631.81 1632.8 1 66.66667 4 R.SLQTFSQAWFTCR.R 114 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.012494.0124 2 4.8921 0.4451 1820.49 1821 1 84.61539 14 R.WNFAYWAAHQPWSR.G 180 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_Ti_106.004058.004058.2 2 4.4994 0.406 1973.63 1974.2 1 82.35294 107 R.IQCSVSALNQGQVWIGGR.I 145 2 *
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NP_002719.3| gi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Homo sapiens] 29 669 41.9 222 25206 6.8 HsSD-NE_NT_lymphocytes_PK_109.011430.011430. 2 2.6522 0.2358 1789.65 1787 4 43.75 1 C.SVSALNQGQVWIGGRIT.G 148 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.004180.004180 1 2.4916 0.2507 910.85 910.02 3 55.555557 2 K.AGAHLQGGAK.R 108 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_112.003605.003605 2 2.7292 0.3256 1907.69 1907.3 9 38.235294 1 C.LAPLAKVIHDNFGIVEGL.M 157 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_111.015117.015117 2 5.9696 0.5126 2597.85 2597 1 56.521736 19 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_110.015916.015916 2 4.6522 0.3694 1708.13 1706.1 1 70 9 K.RVIISAPSADAPMFVM.G 118 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_111.011310.011310 2 2.7202 0.299 1657.19 1656.8 2 57.692307 1 Y.MFQYDSTHGKFHGT.V 46 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.006914.006914 2 3.9566 0.3442 1330.59 1331.6 1 86.36364 8 R.VVDLMAHMASKE.- 324 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_111.011415.011415 2 3.3386 0.2598 2291.53 2292.6 2 41.666664 1 S.VVDLTCRLEKPAKYDDIKK.V 242 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_108.020787.020787 2 3.062 0.152 2041.11 2038.4 1 52.941177 1 S.GKVDIVAINDPFIDLNYM.V 26 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_107.010637.010637 3 4.8952 0.4106 2369.87 2370.8 1 36.904762 1 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.005985.005985 1 2.5618 0.3367 1202.54 1202.5 1 60.000004 4 R.VVDLMAHMASK.E 324 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.006576.006576 1 2.0953 0.3294 1330.61 1331.6 1 72.72727 2 R.VVDLMAHMASKE.- 324 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_115.015547.015547 3 4.6727 0.3507 3308 3310.8 2 26.85185 5 K.VDIVAINDPFIDLNYMVYMFQYDSTHGK.F 28 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_108.020684.020684 2 3.2507 0.3251 2388.65 2386.7 7 32.5 1 A.FNSGKVDIVAINDPFIDLNYM.V 23 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.014478.014478 2 6.3383 0.4705 2281.49 2278.5 1 62.5 469 K.WGDAGAEYVVESTGVFTTMEK.A 87 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_110.013000.013000 2 4.1578 0.384 1512.21 1512.7 1 69.230774 2 L.AKVIHDNFGIVEGL.M 161 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_109.014112.014112 2 3.5615 0.2964 1574.39 1574.9 1 71.42857 2 K.RVIISAPSADAPMFV.M 118 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.010205.010205 2 3.4864 0.3381 1534.33 1531.7 1 73.07692 2 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.007504.007504 2 3.3518 0.1467 1446.97 1448.7 1 81.818184 2 R.LEKPAKYDDIKK.V 249 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.014381.014381 2 5.3265 0.4812 2519.37 2519.8 1 59.090908 5 K.IKWGDAGAEYVVESTGVFTTMEK.A 85 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_110.012973.012973 1 3.3229 0.2613 1512.69 1512.7 1 53.846157 4 L.AKVIHDNFGIVEGL.M 161 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_109.009720.009720 2 3.0746 0.173 987.39 986.16 5 85.71429 1 A.LNDHFVKL.I 303 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_112.014525.014525 3 7.0151 0.5651 2594.69 2597 1 38.04348 10 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.008843.008843 2 3.642 0.1833 1836.35 1835 1 71.875 3 K.IISNASCTTNCLAPLAK.V 146 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.012644.012644 3 6.5466 0.4187 4039.31 4039.3 1 28.37838 208 K.GILGYTEHQVVSSDFNSDTHSSTFDAGAGIALNDHFVK.L 272 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_110.020734.020734 2 2.9903 0.3195 2460.33 2457.8 1 38.095238 1 A.AFNSGKVDIVAINDPFIDLNYM.V 22 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.014588.014588 3 4.21 0.3806 2278.97 2278.5 2 32.5 2 K.WGDAGAEYVVESTGVFTTMEK.A 87 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_107.011655.011655 2 3.9652 0.5289 1763.49 1764.9 1 65.38461 51 K.LISWYDNEFGYSNR.V 310 2
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.007076.007076 3 3.4843 0.2311 1448.93 1448.7 1 56.81818 2 R.LEKPAKYDDIKK.V 249 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008732.0087 2 2.9886 0.1812 1412.17 1412.6 9 64.28571 1 R.GALQNIIPASTGAAK.A 201 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008444.00844 2 4.083 0.3801 1533.47 1531.7 1 73.07692 3 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008463.00846 1 3.6395 0.3996 1532.78 1531.7 1 61.538464 1 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008147.0081 2 2.3096 0.1633 1204.77 1202.5 2 75 1 R.VVDLMAHMASK.E 324 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012186.0121 2 4.1747 0.3496 1617.77 1614.9 1 80.769226 3 K.LVINGNPITIFQER.D 67 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011255.01125 2 5.638 0.4032 2372.35 2370.8 1 57.14286 1 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_PK_113.012134.0121 2 3.6335 0.4006 1450.35 1451.5 1 90 12 S.WYDNEFGYSNR.V 313 1
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.012014.01201 2 2.9707 0.3053 1615.09 1614.9 1 80.769226 2 K.LVINGNPITIFQER.D 67 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013890.01389 2 4.5932 0.4335 2279.15 2278.5 1 57.5 10 K.WGDAGAEYVVESTGVFTTMEK.A 87 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007967.00796 2 3.3258 0.3425 1330.41 1331.6 4 77.27273 1 R.VVDLMAHMASKE.- 324 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.010760.0107 2 3.6998 0.356 2213.91 2214.6 1 57.5 1 R.VIISAPSADAPMFVMGVNHEK.Y 119 2 *
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19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.006602.0066 2 3.4585 0.0992 1451.07 1448.7 4 81.818184 1 R.LEKPAKYDDIKK.V 249 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.014744.01474 2 6.6033 0.483 2596.37 2597 1 58.69565 13 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.013356.0133 3 3.4733 0.1369 4041.62 4039.3 2 21.621622 1 K.GILGYTEHQVVSSDFNSDTHSSTFDAGAGIALNDHFVK.L 272 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_113.015860.01586 3 5.2722 0.2857 3310.67 3310.8 2 27.777779 7 K.VDIVAINDPFIDLNYMVYMFQYDSTHGK.F 28 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010526.01052 2 4.6472 0.4336 1767.25 1764.9 1 80.769226 9 K.LISWYDNEFGYSNR.V 310 2
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008764.0087 1 3.5136 0.3634 1532.88 1531.7 1 61.538464 2 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008739.0087 2 4.4096 0.4648 1533.45 1531.7 1 80.769226 6 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_Ti_112.014504.01450 3 6.5773 0.585 2596.25 2597 1 42.391304 6 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_PK_105.009314.0093 2 2.9778 0.2263 1258.25 1258.2 3 65 2 S.DFNSDTHSSTF.D 285 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_PK_105.009262.0092 1 2.0669 0.338 1257.36 1258.2 1 60.000004 2 S.DFNSDTHSSTF.D 285 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_109.012889.012889.2 2 4.5263 0.4472 1767.79 1764.9 1 80.769226 8 K.LISWYDNEFGYSNR.V 310 2
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_105.012254.012254 2 4.3752 0.4463 1652.31 1651.7 1 83.33333 4 L.ISWYDNEFGYSNR.V 311 1
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_104.009621.00962 1 2.3816 0.2005 872.52 872.99 2 68.75 1 R.VIISAPSAD.A 119 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_103.010060.010060.2 2 3.8641 0.3262 1531.53 1531.7 1 69.230774 4 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_PK_107.009507.009507. 2 2.6409 0.1633 1003.87 1004.2 3 92.85714 1 N.PITIFQER.D 73 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_105.010182.010182 1 2.7919 0.2302 1451.68 1451.5 1 70 1 S.WYDNEFGYSNR.V 313 1
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_105.016202.016202 2 3.134 0.2033 2009.67 2009.2 1 50 1 S.WYDNEFGYSNRVVDLM.A 313 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_106.018813.018813.3 3 6.3792 0.4165 4040.42 4039.3 1 29.054054 104 K.GILGYTEHQVVSSDFNSDTHSSTFDAGAGIALNDHFVK.L 272 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1993.19 2 3.457 0.1408 1412.68 1412.6 4 64.28571 1 R.GALQNIIPASTGAAK.A 201 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010954.0109 3 3.5465 0.2101 2370.74 2370.8 1 40.476192 2 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014129.0141 2 5.8905 0.5225 2598.11 2597 1 58.69565 13 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_107.002427.002427 2 2.6814 0.1789 1983.21 1981.3 4 50 2 G.KVDIVAINDPFIDLNYM.V 27 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_109.017865.017865.2 2 5.5038 0.4686 2599.87 2597 1 52.173912 9 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_103.013250.013250.2 2 3.9414 0.4086 1615.45 1614.9 1 76.92308 2 K.LVINGNPITIFQER.D 67 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_102.020478.020478 2 3.855 0.3232 1724.21 1721.9 1 57.14286 2 K.VDIVAINDPFIDLNY.M 28 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_103.001503.001503 2 4.1029 0.322 1854.57 1853.1 1 73.333336 4 K.VDIVAINDPFIDLNYM.V 28 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_104.010036.010036.3 3 4.1658 0.2057 1532.18 1531.7 3 51.923077 4 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_111.012906.012906.3 3 6.4167 0.4284 2368.94 2370.8 1 47.61905 4 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_115.016366.016366.3 3 5.4474 0.3025 3311.09 3310.8 1 31.48148 3 K.VDIVAINDPFIDLNYMVYMFQYDSTHGK.F 28 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.001846.0018 2 3.4671 0.3389 2280.03 2278.5 1 47.5 9 K.WGDAGAEYVVESTGVFTTMEK.A 87 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2816.281 2 3.9737 0.4329 1765.27 1764.9 1 69.230774 2 K.LISWYDNEFGYSNR.V 310 2
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2214.221 1 3.1267 0.2968 1411.62 1412.6 1 57.14286 2 R.GALQNIIPASTGAAK.A 201 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_102.020217.020217 2 2.9892 0.2518 1444.39 1444.7 8 62.5 1 K.VDIVAINDPFIDL.N 28 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014126.0141 3 6.7572 0.5665 2594.99 2597 1 48.913044 4 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_106.018514.018514 2 2.8992 0.2004 1631.55 1629.9 1 50 1 S.GKVDIVAINDPFIDL.N 26 0 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_109.011687.011687.2 2 6.2213 0.3913 2373.55 2370.8 1 59.523808 11 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_PK_105.013726.013726. 2 3.0489 0.1771 1617.41 1614.9 1 73.07692 1 K.LVINGNPITIFQER.D 67 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_114.014392.014392.3 3 6.4604 0.5242 2597.6 2597 1 42.391304 7 K.VIHDNFGIVEGLMTTVHAITATQK.T 163 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_104.010055.010055.1 1 3.6952 0.2498 1533.73 1531.7 1 65.38461 3 R.VPTANVSVVDLTCR.L 235 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_102.009522.009522.1 1 3.3737 0.3078 1412.83 1412.6 1 64.28571 4 R.GALQNIIPASTGAAK.A 201 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.011318.0113 2 5.7711 0.4056 2371.59 2370.8 1 54.761906 2 K.RVIISAPSADAPMFVMGVNHEK.Y 118 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_109.002159.002159.2 2 5.3024 0.4453 2281.47 2278.5 1 57.5 246 K.WGDAGAEYVVESTGVFTTMEK.A 87 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_NT_lymphocytes_Ti_102.009485.009485.2 2 2.7249 0.1636 1835.11 1835 1 59.375 1 K.IISNASCTTNCLAPLAK.V 146 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsSD-NE_PHA_lymphocytes_PK_103.018485.018485 2 4.7069 0.3054 1561.75 1558.8 1 73.07692 3 K.VDIVAINDPFIDLN.Y 28 1 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.015860.0158 3 4.8066 0.282 3309.89 3310.8 1 29.62963 1 K.VDIVAINDPFIDLNYMVYMFQYDSTHGK.F 28 2 *
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_002037.2| gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehydrogenase [Homo sapiens] 50 1373 75.5 335 36053 8.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2123.212 2 2.8754 0.2136 1836.09 1835 1 59.375 1 K.IISNASCTTNCLAPLAK.V 146 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_112.013918.013918 1 2.5782 0.1545 1490.99 1488.8 1 53.846157 1 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.016895.016895 2 2.7526 0.2962 1582.63 1583.8 1 56.666668 1 F.GGGTGSGFTSLLMERL.S 142 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_112.003621.00362 2 3.0309 0.3933 1842.19 1843.1 1 60.714287 3 K.TKRSIQFVDWCPTGF.K 337 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.013769.013769 2 5.2015 0.4053 1867.37 1866.1 1 68.75 67 R.AVCMLSNTTAIAEAWAR.L 374 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_111.012200.012200 2 3.1824 0.2667 2180.55 2181.5 4 37.5 1 F.KVGINYQPPTVVPGGDLAKVQ.R 352 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_110.012421.01242 2 3.0539 0.1695 1827.09 1826.1 3 50 1 F.KVGINYQPPTVVPGGDLA.K 352 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_111.014477.014477 2 3.475 0.3854 1742.49 1742 1 69.230774 4 K.RSIQFVDWCPTGFK.V 339 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013588.013588 2 3.765 0.386 1566.59 1566.8 1 76.92308 2 K.SKLEFSIYPAPQVS.T 165 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011540.011540 3 5.7244 0.3784 2752.43 2752 1 36.95652 10 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.011813.011813 2 3.0137 0.1691 2487.73 2487.7 1 37.5 3 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.011948.011948 3 4.1759 0.29 2333.66 2331.5 1 38.157894 8 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.010864.010864 2 3.2031 0.2116 1950.21 1948.1 1 53.125 1 L.FHPEQLITGKEDAANNY.A 87 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013561.01356 1 2.6476 0.2127 1567.78 1566.8 1 57.692307 2 K.SKLEFSIYPAPQVS.T 165 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.014321.01432 2 4.1004 0.3484 1740.47 1739 1 60.000004 3 K.SKLEFSIYPAPQVSTA.V 165 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.013624.013624 2 4.5533 0.3614 1488.09 1488.8 1 80.769226 115 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_110.012746.012746 2 4.2087 0.4779 2070.25 2069.2 1 55.263157 10 K.TIGGGDDSFTTFFCETGAGK.H 41 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_109.016104.016104 2 3.6399 0.4432 1613.51 1613.8 1 83.33333 2 K.RSIQFVDWCPTGF.K 339 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013487.013487 1 2.9744 0.3406 1479.71 1479.7 1 62.5 3 S.KLEFSIYPAPQVS.T 166 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_108.010250.010250 2 2.7705 0.2488 1790.47 1791 4 53.333336 1 C.CLLYRGDVVPKDVNAA.I 316 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.016010.016010 3 3.0778 0.1527 2409.35 2410.7 4 30.000002 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.017926.017926 3 4.9495 0.416 3406.43 3408.8 1 34.677418 8 K.LSDQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_108.009015.009015 1 3.0054 0.4492 1010.47 1011 1 70 4 F.HSFGGGTGSGF.T 139 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012233.012233 2 3.8108 0.4572 1758.73 1758.1 1 73.333336 4 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011757.011757 2 4.9389 0.4747 2331.57 2331.5 1 68.42105 63 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.016648.016648 3 3.6802 0.338 1489.52 1488.8 1 48.076923 1 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011602.011602 2 5.9312 0.4427 2752.35 2752 1 54.347824 30 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_115.003146.003146 3 3.8591 0.2747 2489.51 2487.7 1 41.25 4 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_107.015228.015228 2 3.4897 0.3937 1588.01 1585.8 1 75 2 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.015934.015934 2 5.5556 0.3592 2410.63 2410.7 1 60.000004 73 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_108.012716.012716 2 2.9741 0.1718 1412.45 1409.6 2 70 2 K.RSIQFVDWCPT.G 339 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_111.011850.011850 2 3.832 0.3637 1953.51 1954.3 1 50 3 F.KVGINYQPPTVVPGGDLAK.V 352 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009794.0097 2 2.5691 0.272 1410.81 1411.6 3 72.72727 1 R.QLFHPEQLITGK.E 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011805.01180 2 5.6879 0.4619 2068.77 2069.2 1 68.42105 4 K.TIGGGDDSFTTFFCETGAGK.H 41 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012326.0123 2 2.7972 0.2078 1866.65 1866.1 5 56.25 1 R.AVCMLSNTTAIAEAWAR.L 374 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_PK_113.011351.0113 2 3.5471 0.2533 1812.29 1813 1 60.000004 1 Y.CLEHGIQPDGQMPSDK.T 25 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011506.0115 2 3.181 0.2606 2331.87 2331.5 1 44.736843 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.012119.0121 2 4.3945 0.3808 2071.31 2069.2 2 47.368423 2 K.TIGGGDDSFTTFFCETGAGK.H 41 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011464.01146 2 4.1969 0.4631 2330.43 2331.5 1 60.526318 5 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014067.01406 3 5.4053 0.4482 3408.68 3408.8 1 33.870968 6 K.LSDQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015918.0159 2 4.9178 0.373 1490.95 1488.8 1 76.92308 32 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_PK_112.012306.012 2 3.0555 0.3967 1756.89 1758.1 1 60.000004 4 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015658.0156 3 4.4647 0.2182 1489.37 1488.8 1 53.846157 1 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015612.0156 1 2.8524 0.2549 1490.08 1488.8 1 57.692307 1 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012040.0120 2 3.3207 0.3301 1584.93 1585.8 1 70.83333 1 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.009398.0093 2 4.0562 0.3459 1825.11 1826.1 1 58.823532 2 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009052.0090 3 3.3094 0.2238 2416.73 2416.7 1 31.25 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009423.00942 2 3.211 0.3639 2416.35 2416.7 1 42.5 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_PK_110.014235.014 2 3.5106 0.4145 2149.93 2148.4 1 55.555557 2 D.GALNVDLTEFQTNLVPYPR.I 246 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010517.01051 3 3.6377 0.2183 2753.75 2752 4 28.260868 1 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009639.0096 2 2.9002 0.2964 2417.21 2416.7 1 40 4 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008528.0085 1 3.1983 0.2399 1382.7 1381.6 2 70 4 R.LDHKFDLMYAK.R 391 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008067.0080 2 3.2876 0.216 1721.73 1719.9 3 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012440.0124 2 4.2177 0.1688 1451.65 1449.6 1 81.818184 3 R.NLDIERPTYTNL.N 216 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015978.01597 3 4.5953 0.3346 1489.31 1488.8 1 55.76923 5 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016556.01655 2 4.8017 0.3649 1488.43 1488.8 1 84.61539 22 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012545.01254 2 3.4308 0.1612 1868.55 1866.1 1 56.25 2 R.AVCMLSNTTAIAEAWAR.L 374 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011489.01148 1 3.2897 0.3496 1587.71 1585.8 1 62.5 2 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015446.0154 2 5.613 0.4064 2412.83 2410.7 1 60.000004 26 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015112.0151 3 3.6957 0.2704 2411.33 2410.7 1 38.75 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.013376.0133 2 4.1997 0.1068 1718.77 1717 1 75 1 R.AVFVDLEPTVIDEIR.N 65 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008399.00839 1 2.5474 0.3308 1381.45 1381.6 1 65 2 R.LDHKFDLMYAK.R 391 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008804.00880 2 4.1731 0.3779 1825.03 1826.1 1 55.88235 3 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_PK_110.009845.0098 2 3.255 0.2933 1692.75 1690.8 1 67.85714 1 W.YVGEGMEEGEFSEAR.E 408 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015606.01560 2 5.837 0.3821 2413.35 2410.7 1 60.000004 22 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008360.00836 2 3.2608 0.248 1383.75 1381.6 1 75 2 R.LDHKFDLMYAK.R 391 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_PK_111.011649.0116 2 3.283 0.1718 1369.71 1368.5 2 75 5 M.VDNEAIYDICR.R 204 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008838.0088 2 2.2164 0.2514 1251.97 1250.4 5 68.75 1 K.YMACCLLYR.G 312 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010637.01063 2 5.1805 0.4149 2754.47 2752 1 52.173912 4 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007920.00792 2 2.9742 0.1491 1721.65 1719.9 4 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010722.0107 2 5.4744 0.414 2753.69 2752 1 50 2 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011555.01155 2 3.9436 0.303 1744.71 1742 1 73.07692 2 K.RSIQFVDWCPTGFK.V 339 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2979.29 2 3.3376 0.3414 1757.79 1758.1 1 50 1 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_111.013122.013122.2 2 3.5659 0.2708 1743.37 1742 2 53.846157 4 K.RSIQFVDWCPTGFK.V 339 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_105.016205.016205.2 2 2.9755 0.2344 1586.59 1585.8 1 70.83333 2 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4048.40 2 4.8467 0.3776 1488.42 1488.8 1 73.07692 8 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_104.014166.014166.2 2 4.3793 0.1975 1719.83 1717 1 82.14286 9 R.AVFVDLEPTVIDEIR.N 65 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014039.014039 2 5.1785 0.4765 2664.77 2661.8 1 61.904762 27 H.TTLEHSDCAFMVDNEAIYDICR.R 193 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2500.25 2 3.2323 0.2851 1825.92 1827.1 1 63.333332 2 R.GHYTIGKEIIDPVLDR.I 106 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2450.24 3 3.358 0.1819 2416.79 2416.7 1 33.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4430.443 2 4.8276 0.3748 1488.47 1488.8 1 76.92308 8 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3930.393 2 5.427 0.3944 2408.93 2410.7 1 57.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011690.0116 2 4.7937 0.435 1758.45 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_109.016874.016874.1 1 3.3141 0.3117 1490.03 1488.8 1 57.692307 5 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_105.012413.012413 2 4.5776 0.477 1878.03 1877 1 76.666664 18 H.WYVGEGMEEGEFSEAR.E 407 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2174.21 2 2.149 0.0807 1825.34 1826.1 6 41.17647 1 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_105.015945.015945.2 2 3.1181 0.1075 1721.95 1719.9 9 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.016790.016790 2 3.6167 0.2081 1715.45 1717 1 75 2 R.AVFVDLEPTVIDEIR.N 65 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_PK_105.014987.014987. 2 4.022 0.3256 2409.47 2410.7 1 52.499996 8 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014823.014823 2 3.8578 0.4219 2321.25 2321.5 1 50 2 W.YVGEGMEEGEFSEAREDMAAL.E 408 0
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013049.013049.1 1 2.818 0.2987 1585.93 1585.8 1 54.166668 1 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009779.009779 2 4.7704 0.515 1690.23 1690.8 1 85.71429 2 W.YVGEGMEEGEFSEAR.E 408 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007998.0079 2 3.1886 0.2437 1875.67 1876.1 3 60.714287 2 R.RNLDIERPTYTNLNR.L 215 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_PK_107.010082.010082. 2 3.3288 0.2698 1825.43 1826.1 4 47.058823 5 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.012308.012308 2 2.6742 0.2254 2052.01 2053.4 1 47.368423 1 K.VGINYQPPTVVPGGDLAKVQ.R 353 1
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20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4442.444 1 2.8027 0.2346 1487.78 1488.8 1 50 1 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_PK_112.012056.012056. 2 3.8323 0.455 1757.47 1758.1 1 63.333332 4 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009524.009524 1 2.2329 0.1845 1153.51 1154.2 1 68.75 2 D.NEAIYDICR.R 206 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3064.306 2 4.469 0.3058 1584.94 1585.8 1 75 1 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_106.017326.017326.2 2 3.7217 0.2526 1868.23 1866.1 1 53.125 12 R.AVCMLSNTTAIAEAWAR.L 374 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010663.010663.2 2 2.2394 0.3231 1409.75 1411.6 7 59.090908 2 R.QLFHPEQLITGK.E 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_111.004066.004066.3 3 3.3403 0.1427 2331.68 2331.5 1 34.210526 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.011360.011360 2 5.1574 0.3739 1825.67 1826.1 1 70.588234 7 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_102.016000.016000 2 4.117 0.4346 1684.67 1684.8 1 71.42857 15 R.FDGALNVDLTEFQTN.L 244 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010491.010491.2 2 2.9291 0.3329 2415.85 2416.7 1 40 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_108.017330.017330.2 2 4.515 0.3984 1488.85 1488.8 1 76.92308 89 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013109.013109.2 2 4.0508 0.4465 1755.67 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010490.010490.3 3 3.7693 0.3229 2416.43 2416.7 1 38.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013752.013752.2 2 4.3566 0.3518 2331.03 2331.5 1 55.263157 56 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_104.016547.016547.2 2 6.0636 0.4215 2412.81 2410.7 1 60.000004 117 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013018.013018.2 2 5.8174 0.5117 2068.51 2069.2 1 68.42105 4 K.TIGGGDDSFTTFFCETGAGK.H 41 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012495.012495.2 2 5.0832 0.4104 2753.63 2752 1 54.347824 24 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2358.235 2 3.3465 0.3014 1825.77 1826.1 1 58.823532 1 K.VGINYQPPTVVPGGDLAK.V 353 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_103.014435.014435.3 3 4.2083 0.2329 1717.22 1717 1 58.928574 2 R.AVFVDLEPTVIDEIR.N 65 2 *
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_PK_108.012206.012206. 2 3.5633 0.3406 1488.49 1488.8 1 65.38461 6 R.LISQIVSSITASLR.F 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.004320.004320 2 3.2341 0.1873 1449.83 1449.6 1 68.181816 1 R.NLDIERPTYTNL.N 216 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.014792.014792 1 3.1973 0.3282 1586.19 1585.8 1 62.5 3 R.SIQFVDWCPTGFK.V 340 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011114.0111 2 3.9 0.349 1741.51 1742 1 76.92308 5 K.RSIQFVDWCPTGFK.V 339 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_PHA_lymphocytes_PK_106.008801.00880 2 3.0927 0.3533 1812.25 1813 3 50 1 Y.CLEHGIQPDGQMPSDK.T 25 1
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_PK_110.017925.017925. 3 3.8745 0.2149 3881.36 3880.4 1 19.117647 1 R.LISQIVSSITASLRFDGALNVDLTEFQTNLVPYPR.I 230 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_108.011998.011998.3 3 4.0014 0.2678 2753.57 2752 1 33.695652 2 K.AYHEQLSVAEITNACFEPANQMVK.C 281 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2698.269 2 3.4831 0.1399 2416.4 2416.7 5 40 3 R.QLFHPEQLITGKEDAANNYAR.G 85 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012638.012638.3 3 3.6559 0.2952 1758.44 1758.1 1 56.666668 2 R.IHFPLATYAPVISAEK.A 265 2
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NP_005991.1| gi|17921989|ref|NP_005991.1| "tubulin, alpha 4a [Homo sapiens] " 57 1146 80.4 448 49924 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3854.38 2 4.4012 0.408 2409.99 2410.7 1 42.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.007244.007244 2 2.3225 0.2269 1052.37 1050.2 3 75 1 R.FRVHGEPAH.- 709 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.010118.010118 2 4.4013 0.4226 1749.49 1751 1 78.57143 11 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010428.010428 2 3.2974 0.1947 1928.21 1929 5 53.125 1 R.SSLEELHGDANWGEDLR.V 84 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.016449.016449 3 3.0146 0.1386 2187.47 2187.5 1 36.11111 1 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.012056.012056 2 4.8649 0.3731 1882.13 1881.1 1 63.88889 6 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.009712.009712 2 5.3715 0.4397 2018.71 2019.1 1 75 6 K.SEWQSMTQESFQESSVK.E 393 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.009880.009880 3 6.5123 0.5146 3554.6 3555.6 1 35.15625 4 R.KATEDFLGSSSGYSSEDDYVGYSDVDQQSSSSR.L 122 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.000302.000302 3 3.139 0.2001 4043.93 4044.5 1 19.285715 1 K.QSSVAEEVGLLPQQIQAVRDDVESQFPAWISQFLAR.G 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_PK_110.010212.010212 2 3.4462 0.3061 1698.41 1697.8 1 70.83333 2 L.TNWGHPEYTCIYR.F 696 1
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_PK_108.014822.014822 2 3.1509 0.1597 1753.57 1754 1 60.714287 1 R.VILQPDVHPGNCWAF.Q 590 1
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.012789.012789 3 4.6362 0.3162 3602.81 3600.9 1 22.580645 1 K.RLSPAPQLGPSSDAHTSYYSESLVHESWFPPR.S 52 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.018218.018218 2 5.5915 0.4905 2244.51 2244.5 1 65.789474 106 K.DFAIFGFDEDLQQEGTLLGK.F 645 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009710.00971 3 4.7645 0.2096 1461.41 1461.7 1 60.416668 4 R.IRPTAVTLEHVPK.A 619 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.018176.01817 3 3.2078 0.1039 2009.81 2010.2 4 35.9375 1 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.008678.0086 1 1.8084 0.1709 986.44 987.01 9 56.25 1 R.SSLEELHGD.A 84 1 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009626.00962 2 5.0748 0.4514 1924.89 1924.1 1 78.57143 4 R.ILTNWGHPEYTCIYR.F 694 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.008942.00894 1 1.8272 0.1932 1049.5 1050.2 3 75 1 R.FRVHGEPAH.- 709 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.014907.01490 2 5.0388 0.4432 2579.43 2577.8 1 38.46154 6 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.013971.0139 3 3.0012 0.1821 3089.57 3089.4 1 25 1 R.LELRQGAPGQGGGGGLSHEDTLALLEGLVSR.R 308 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.016244.0162 3 6.6971 0.3163 2082.35 2081.4 1 58.333332 11 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009758.00975 2 3.6615 0.2952 1461.51 1461.7 1 79.16667 4 R.IRPTAVTLEHVPK.A 619 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.016188.01618 2 4.5792 0.3496 1923.01 1925.2 1 76.47059 2 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007852.0078 2 3.5985 0.0802 1058.87 1059.2 3 93.75 1 R.IQEELSALR.A 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007809.0078 2 6.0573 0.5072 2511.65 2512.5 1 54.000004 4 R.YSQGDDDGSSSSGGSSVAGSQSTLFK.D 11 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.008320.0083 1 1.9897 0.2647 1017.53 1018 2 62.5 1 R.DSSPHFQAE.Q 265 1 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014480.01448 2 4.2888 0.3167 2082.69 2081.4 1 63.88889 5 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.016190.01619 3 5.4821 0.2738 1924.88 1925.2 1 51.47059 1 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009068.0090 2 4.5197 0.4283 1774.67 1775 1 60.000004 2 K.EGVIGVTEEQVHHIVK.Q 518 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.018854.01885 2 4.9644 0.2876 2011.59 2010.2 1 65.625 2 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.008457.0084 2 3.2889 0.3647 2616.41 2615.9 1 42.857143 4 R.IQEELSALRAEHQQDSEDLFKK.I 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.002331.00233 3 5.1258 0.4855 4043.84 4044.5 1 30.714285 5 K.QSSVAEEVGLLPQQIQAVRDDVESQFPAWISQFLAR.G 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006518.00651 2 4.3833 0.3472 1574.73 1575.7 1 79.16667 6 R.AEHQQDSEDLFKK.I 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013416.0134 3 3.9599 0.1127 2580.26 2577.8 2 29.807693 1 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007637.0076 2 2.6707 0.1039 2398.55 2399.5 1 42.105263 2 R.RPDEGWEARDSSPHFQAEQR.V 256 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007298.0072 2 3.7309 0.393 1227.53 1227.5 1 90 2 K.ILTHVAEMQGK.S 492 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.011190.0111 2 2.8368 0.117 2055.87 2053.3 1 47.22222 2 K.QSSVAEEVGLLPQQIQAVR.D 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009089.00908 2 4.7021 0.4771 2018.45 2019.1 1 78.125 8 K.SEWQSMTQESFQESSVK.E 393 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.011828.01182 2 5.0556 0.3561 2796.19 2794.2 1 47.916664 4 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009455.0094 1 2.4248 0.176 1232.58 1232.4 4 59.090908 1 R.EAAASLSLTLQK.E 506 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010892.01089 2 5.7463 0.5025 1880.81 1881.1 1 80.55556 26 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010482.0104 2 2.7878 0.1863 1594.01 1594.8 3 65.38461 1 R.LEALAAEFSSNWQK.E 287 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009196.0091 3 6.9039 0.5949 3552.8 3555.6 1 36.71875 4 R.KATEDFLGSSSGYSSEDDYVGYSDVDQQSSSSR.L 122 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.011744.01174 3 4.0117 0.3768 3444.14 3444.7 1 28.333334 2 R.LSPAPQLGPSSDAHTSYYSESLVHESWFPPR.S 53 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008816.00881 3 6.7642 0.5059 3556.16 3555.6 1 36.71875 2 R.KATEDFLGSSSGYSSEDDYVGYSDVDQQSSSSR.L 122 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.016658.0166 2 5.6863 0.3808 2080.27 2081.4 1 77.77778 12 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.008960.0089 2 2.5679 0.1162 2487.17 2487.7 8 35 1 R.IQEELSALRAEHQQDSEDLFK.K 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.017001.01700 2 6.5057 0.4798 2245.47 2244.5 1 73.68421 156 K.DFAIFGFDEDLQQEGTLLGK.F 645 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.013827.0138 2 4.0911 0.3829 2578.93 2577.8 1 40.384613 2 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.014079.01407 2 3.2864 0.382 2186.47 2187.5 1 50 3 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007030.0070 1 2.7823 0.3196 1226.55 1227.5 1 65 9 K.ILTHVAEMQGK.S 492 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009032.0090 2 6.139 0.4638 2018.93 2019.1 1 81.25 5 K.SEWQSMTQESFQESSVK.E 393 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.014222.01422 3 4.2416 0.2287 2188.37 2187.5 1 38.88889 8 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010838.01083 2 5.4385 0.1989 2055.75 2053.3 1 75 2 K.QSSVAEEVGLLPQQIQAVR.D 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007061.00706 1 2.9495 0.336 1227.65 1227.5 1 65 5 K.ILTHVAEMQGK.S 492 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011408.0114 2 6.1924 0.4416 1881.31 1881.1 1 75 42 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008736.00873 3 4.4526 0.2503 2488.07 2487.7 1 42.5 1 R.IQEELSALRAEHQQDSEDLFK.K 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009050.0090 2 4.0504 0.393 1927.81 1929 1 75 3 R.SSLEELHGDANWGEDLR.V 84 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010997.01099 3 4.3023 0.3386 1880.48 1881.1 1 44.444447 2 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.011190.01119 2 5.0768 0.4799 1751.69 1751 1 85.71429 43 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007082.0070 2 4.1248 0.2725 1449.51 1447.5 1 77.27273 1 R.AEHQQDSEDLFK.K 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007629.00762 2 5.859 0.5663 2512.35 2512.5 1 52 2 R.YSQGDDDGSSSSGGSSVAGSQSTLFK.D 11 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010964.0109 2 5.6398 0.481 1749.83 1751 1 89.28571 30 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010108.01010 2 2.9641 0.1379 1594.95 1594.8 2 73.07692 1 R.LEALAAEFSSNWQK.E 287 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_107.011483.0114 2 3.3176 0.2099 1448.81 1447.5 1 77.27273 9 R.AEHQQDSEDLFK.K 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.017298.01729 3 5.6589 0.3244 2081.96 2081.4 1 54.166668 8 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.019017.0190 2 4.5725 0.1935 2012.31 2010.2 1 71.875 8 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006759.00675 2 3.1332 0.3237 1227.59 1227.5 1 85 3 K.ILTHVAEMQGK.S 492 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_113.011566.0115 2 2.838 0.1638 1349.31 1349.5 3 63.636364 1 R.VILQPDVHPGNC.W 590 1
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.003450.0034 2 3.4113 0.2238 1234.25 1232.4 1 81.818184 2 R.EAAASLSLTLQK.E 506 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012112.01211 1 2.3062 0.1429 1448.64 1446.7 6 46.153847 1 R.AGSLLWMVATSPGR.L 162 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006983.00698 2 3.5168 0.1949 1446.89 1447.5 1 77.27273 2 R.AEHQQDSEDLFK.K 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.011702.01170 3 6.2668 0.4799 2796.23 2794.2 1 42.708336 7 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017318.0173 2 6.4565 0.4841 2247.09 2244.5 1 73.68421 219 K.DFAIFGFDEDLQQEGTLLGK.F 645 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.017730.01773 2 3.9727 0.3041 1622.31 1620.9 1 67.85714 11 R.LTTAASLLDVFVLTR.R 191 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013059.01305 2 3.643 0.349 1618.53 1616.9 1 81.818184 4 R.LLYWWAGTTWYR.L 179 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_109.006641.0066 2 3.8641 0.3828 1577.71 1575.7 1 66.66667 6 R.AEHQQDSEDLFKK.I 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_PK_109.005154.0051 2 2.7798 0.2192 1114.43 1116.2 1 87.5 1 R.RPDEGWEAR.D 256 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016316.0163 3 3.2812 0.1733 1925.3 1925.2 1 39.705883 1 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013964.01396 3 4.6711 0.2424 2576.36 2577.8 1 28.846153 2 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013983.01398 3 6.0111 0.3939 3436.85 3434.8 1 33.92857 5 K.FTYDQDGEPIQTFHFQAPTMATYQVVELR.I 665 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012339.01233 2 3.4449 0.1793 1449.17 1446.7 1 73.07692 1 R.AGSLLWMVATSPGR.L 162 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.018464.0184 3 5.3753 0.2575 2010.29 2010.2 1 54.6875 2 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010919.01091 3 4.6284 0.3182 1749.86 1751 1 53.571426 4 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.008900.00890 2 4.4614 0.4565 1776.81 1775 1 66.66667 4 K.EGVIGVTEEQVHHIVK.Q 518 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.005894.00589 2 2.5806 0.1341 1117.45 1116.2 3 75 3 R.RPDEGWEAR.D 256 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.006693.0066 2 4.4225 0.3418 1576.17 1575.7 1 79.16667 2 R.AEHQQDSEDLFKK.I 364 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_110.012151.012151.2 2 5.1362 0.4469 1750.47 1751 1 82.14286 8 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010389.010389.3 3 6.291 0.4812 3555.59 3555.6 1 35.9375 2 R.KATEDFLGSSSGYSSEDDYVGYSDVDQQSSSSR.L 122 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_110.013366.013366.3 3 4.1079 0.3308 3444.95 3444.7 1 26.666668 4 R.LSPAPQLGPSSDAHTSYYSESLVHESWFPPR.S 53 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.012393.012393.2 2 5.7963 0.4193 1882.03 1881.1 1 72.22222 12 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3115.31 2 2.7758 0.2101 2795.05 2794.2 1 35.416664 1 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2042.204 2 4.8851 0.4759 2511.59 2512.5 1 38 1 R.YSQGDDDGSSSSGGSSVAGSQSTLFK.D 11 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010922.0109 3 4.3445 0.1616 1750.79 1751 1 50 9 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012050.0120 3 6.1627 0.4203 2793.71 2794.2 1 44.791664 13 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_PK_105.012146.012146. 2 3.6291 0.272 1881.63 1881.1 1 58.333332 2 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_102.010786.010786.2 2 2.9363 0.1553 1233.63 1232.4 4 72.72727 2 R.EAAASLSLTLQK.E 506 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_102.010907.010907.1 1 1.9552 0.1925 1231.79 1232.4 4 54.545456 1 R.EAAASLSLTLQK.E 506 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_110.019543.019543.2 2 4.955 0.5021 2245.97 2244.5 1 55.263157 53 K.DFAIFGFDEDLQQEGTLLGK.F 645 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011907.0119 3 5.0085 0.4452 3442.55 3444.7 1 26.666668 16 R.LSPAPQLGPSSDAHTSYYSESLVHESWFPPR.S 53 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.012620.0126 2 5.2294 0.4318 2797.01 2794.2 1 50 12 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.011874.0118 3 5.4279 0.3549 3601.7 3600.9 1 26.612906 2 K.RLSPAPQLGPSSDAHTSYYSESLVHESWFPPR.S 52 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010250.010250.2 2 3.9427 0.3295 1929.45 1929 1 78.125 2 R.SSLEELHGDANWGEDLR.V 84 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.009836.0098 2 4.9695 0.4764 1923.61 1924.1 1 75 11 R.ILTNWGHPEYTCIYR.F 694 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_111.010415.010415.2 2 2.922 0.2333 1050.19 1050.2 3 81.25 3 R.FRVHGEPAH.- 709 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.014140.0141 3 5.7219 0.4064 3437.78 3434.8 1 34.82143 8 K.FTYDQDGEPIQTFHFQAPTMATYQVVELR.I 665 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2743.27 2 3.2633 0.1524 1462.09 1461.7 3 62.5 1 R.IRPTAVTLEHVPK.A 619 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2809.28 2 5.2187 0.4179 1881.09 1881.1 1 55.555557 1 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_PK_105.009668.009668 2 3.67 0.2935 1411.05 1411.6 1 73.07692 2 D.YALESGGASVISTR.C 549 1
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2715.271 2 5.2886 0.4379 1750.04 1751 1 78.57143 4 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_107.014339.014339.3 3 4.8333 0.2738 3437.72 3434.8 1 32.142857 5 K.FTYDQDGEPIQTFHFQAPTMATYQVVELR.I 665 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2304.230 3 4.0531 0.318 2488.56 2487.7 1 40 1 R.IQEELSALRAEHQQDSEDLFK.K 355 2 *
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21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.016025.016025.2 2 4.8245 0.3549 2578.65 2577.8 1 40.384613 3 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2298.229 2 4.1845 0.3723 2488.52 2487.7 4 35 3 R.IQEELSALRAEHQQDSEDLFK.K 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_107.017087.017087.3 3 6.0558 0.3215 2082.17 2081.4 1 51.38889 4 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2448.244 2 4.1785 0.4271 1924.19 1924.1 1 60.714287 4 R.ILTNWGHPEYTCIYR.F 694 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014129.0141 2 4.1538 0.3084 1621.45 1620.9 1 67.85714 7 R.LTTAASLLDVFVLTR.R 191 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_103.020068.020068.3 3 6.0184 0.2633 2008.76 2010.2 1 57.8125 2 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2335.233 2 2.8363 0.0854 1461.63 1461.7 1 62.5 1 R.IRPTAVTLEHVPK.A 619 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_109.013681.013681.3 3 5.4551 0.4729 2793.74 2794.2 1 42.708336 5 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1686.168 2 3.5147 0.3137 1302.42 1302.3 1 75 2 R.DSSPHFQAEQR.V 265 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.5696.56 3 3.2481 0.1694 4043.57 4044.5 1 21.428572 1 K.QSSVAEEVGLLPQQIQAVRDDVESQFPAWISQFLAR.G 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.016086.016086.3 3 4.2744 0.2204 2576.75 2577.8 1 27.884615 1 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.009202.0092 1 2.1949 0.1607 1050.6 1050.2 5 75 2 R.FRVHGEPAH.- 709 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.010004.0100 2 3.7551 0.3178 1462.59 1461.7 2 75 2 R.IRPTAVTLEHVPK.A 619 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_PK_102.018440.018440 2 4.0836 0.1636 1468.09 1465.6 1 70.83333 1 F.GFDEDLQQEGTLL.G 650 0
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014253.0142 2 5.1598 0.3704 2188.59 2187.5 1 58.333332 18 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4510.451 2 5.2835 0.3221 2082.83 2081.4 1 63.88889 4 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3867.386 3 4.2003 0.3707 2576.31 2577.8 1 29.807693 1 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_103.012704.012704.2 2 4.2795 0.1683 2053.85 2053.3 1 63.88889 2 K.QSSVAEEVGLLPQQIQAVR.D 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_109.012098.012098.3 3 4.136 0.271 1750.43 1751 1 46.42857 2 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_115.014589.014589.2 2 4.6678 0.4138 2185.91 2187.5 1 63.88889 2 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2803.280 2 2.3189 0.1632 2529.21 2531.7 3 32.608696 1 R.YSEDRIGLADYALESGGASVISTR.C 539 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_115.014531.014531.3 3 3.7263 0.0987 2187.74 2187.5 1 43.055553 1 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3866.386 2 3.3256 0.313 2575.8 2577.8 1 30.769232 3 R.QGAPGQGGGGGLSHEDTLALLEGLVSR.R 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_103.017224.017224.2 2 3.588 0.1985 1925.25 1925.2 1 55.88235 2 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_107.017070.017070.2 2 5.7435 0.3773 2080.27 2081.4 1 75 6 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_104.020110.020110.2 2 5.472 0.2769 2011.47 2010.2 1 71.875 12 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3610.36 3 3.2369 0.1666 2732.2 2734 4 25 1 R.QGAPGQGGGGGLSHEDTLALLEGLVSRR.E 312 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_NT_lymphocytes_Ti_111.013655.013655.2 2 5.0705 0.3894 2794.83 2794.2 1 45.833336 7 R.VILQPDVHPGNCWAFQGPQGFAVVR.L 590 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.014168.0141 3 4.7978 0.3023 2187.83 2187.5 1 41.666664 12 K.TALLSLFGIPLWYHSQSPR.V 571 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014000.014000 2 3.2692 0.2488 1849.27 1849 1 56.666668 3 Q.AVRDDVESQFPAWISQ.F 448 0 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2376.237 2 3.8345 0.3406 1927.8 1929 1 56.25 2 R.SSLEELHGDANWGEDLR.V 84 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2460.24 2 4.3416 0.3313 1925.14 1924.1 1 60.714287 2 R.ILTNWGHPEYTCIYR.F 694 2
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2752.27 2 4.0918 0.3848 1751.59 1751 1 71.42857 4 R.RLEALAAEFSSNWQK.E 286 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2895.289 2 5.5989 0.4498 1880.72 1881.1 1 75 2 R.IGLADYALESGGASVISTR.C 544 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4153.41 2 5.1776 0.3283 2079.75 2081.4 1 66.66667 1 R.RLEDQLAGLQQELAALALK.Q 413 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4067.40 2 3.247 0.1492 1924.41 1925.2 2 44.11765 1 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2093.20 2 3.6646 0.2238 2487.22 2487.7 2 40 2 R.IQEELSALRAEHQQDSEDLFK.K 355 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.002102.0021 3 5.8754 0.4252 4046.66 4044.5 1 28.57143 12 K.QSSVAEEVGLLPQQIQAVRDDVESQFPAWISQFLAR.G 432 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4363.436 2 5.045 0.3224 1923.61 1925.2 1 76.47059 4 R.LEDQLAGLQQELAALALK.Q 414 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4946.494 2 4.9662 0.345 2009.17 2010.2 1 71.875 3 R.DDVESQFPAWISQFLAR.G 451 2 *
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NP_056189.1| gi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens] 61 1226 70.2 717 80311 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4571.45 2 4.74 0.3666 2009.24 2010.2 1 71.875 2 R.DDVESQFPAWISQFLAR.G 451 2 *
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.010676.010676 3 6.2047 0.1557 2912.12 2913.2 1 42.391304 7 K.LFVGGIKEDTEEHHLRDYFEEYGK.I 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.009993.009993 2 3.1923 0.2479 1412.93 1411.5 1 77.27273 1 K.YHTINGHNAEVR.K 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_107.010881.010881 2 4.6077 0.3569 2915.57 2913.2 1 39.130436 1 K.LFVGGIKEDTEEHHLRDYFEEYGK.I 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.010594.010594 2 4.8271 0.277 3041.13 3041.3 1 43.75 3 K.KLFVGGIKEDTEEHHLRDYFEEYGK.I 113 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_110.009139.009139 2 3.263 0.3307 1465.55 1464.6 1 68.181816 1 G.GIKEDTEEHHLR.D 118 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.007040.007040 2 2.9784 0.1474 1467.37 1467.7 4 69.230774 2 R.EESGKPGAHVTVKK.L 100 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_107.011878.011878 2 3.9512 0.3094 2435.39 2434.8 1 47.5 3 K.RGFGFVTFDDHDPVDKIVLQK.Y 153 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.011934.011934 3 4.0433 0.1365 2437.61 2434.8 5 35 1 K.RGFGFVTFDDHDPVDKIVLQK.Y 153 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.007094.007094 2 3.0673 0.1826 1540.51 1539.7 1 79.16667 2 K.YHTINGHNAEVRK.A 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.012408.012408 2 5.574 0.387 1927.47 1928.2 1 78.125 36 R.KLFIGGLSFETTEESLR.N 22 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.012378.012378 3 3.7434 0.1943 1927.61 1928.2 1 42.1875 1 R.KLFIGGLSFETTEESLR.N 22 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.012117.012117 3 6.8902 0.1173 3040.1 3041.3 2 41.666664 5 K.KLFVGGIKEDTEEHHLRDYFEEYGK.I 113 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.017842.017842 3 3.4945 0.1549 2223.23 2221.4 8 35.294117 1 R.DYFEEYGKIDTIEIITDR.Q 130 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_107.010726.010726 1 1.8313 0.208 1373.71 1374.6 4 54.545456 1 Y.GKIDTIEIITDR.Q 136 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_107.008209.008209 2 3.8306 0.2904 1572.21 1571.6 1 50 2 Y.GGGNYGPGGSGGSGGYGGR.S 332 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_113.019364.019364 2 4.8296 0.2958 2221.55 2221.4 1 61.764706 186 R.DYFEEYGKIDTIEIITDR.Q 130 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_115.012712.012712 3 4.2973 0.2748 4083.71 4083.5 1 24.242424 4 K.LFVGGIKEDTEEHHLRDYFEEYGKIDTIEIITDR.Q 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.010336.010336 2 2.944 0.2494 1191.65 1189.4 1 94.44444 4 K.IDTIEIITDR.Q 138 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.009530.009530 3 3.8233 0.1176 2197.64 2198.3 1 40.625 2 K.EDTEEHHLRDYFEEYGK.I 121 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_113.014123.014123 2 3.2251 0.3443 2313.47 2311.4 1 50 3 G.GIKEDTEEHHLRDYFEEY.G 118 0
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_115.012513.012513 3 4.4692 0.2539 3368.39 3368.6 2 26.923079 4 K.EDTEEHHLRDYFEEYGKIDTIEIITDR.Q 121 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_111.011418.011418 2 2.6843 0.2759 1851.11 1850.1 1 50 1 D.TIEIITDRQSGKKRGF.G 140 0
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_115.001900.001900 2 3.9484 0.4169 2068.83 2066.4 1 42.105263 9 R.GFGFVTFSSMAEVDAAMAAR.P 63 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_112.012846.012846 3 5.5489 0.3728 4210.85 4211.7 1 29.411766 7 K.KLFVGGIKEDTEEHHLRDYFEEYGKIDTIEIITDR.Q 113 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_Ti_103.013928.013928 2 5.4373 0.3657 1799.61 1800 1 90 234 K.LFIGGLSFETTEESLR.N 23 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_110.010969.010969 2 2.7521 0.2496 1374.69 1374.6 1 72.72727 1 Y.GKIDTIEIITDR.Q 136 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010281.0102 2 3.0041 0.2557 1696.65 1696.8 1 71.42857 1 R.GFGFVTFDDHDPVDK.I 154 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008784.0087 2 3.2812 0.3157 2498.87 2496.5 1 31.48148 1 R.GFGDGYNGYGGGPGGGNFGGSPGYGGGR.G 239 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.010892.0108 3 3.9871 0.2 2912.48 2913.2 1 34.782608 2 K.LFVGGIKEDTEEHHLRDYFEEYGK.I 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009771.00977 2 4.038 0.4403 1694.79 1696.8 1 82.14286 2 R.GFGFVTFDDHDPVDK.I 154 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007538.0075 2 2.8351 0.2639 1379.51 1378.4 1 60.714287 1 R.GGGGNFGPGPGSNFR.G 214 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007901.0079 1 2.1656 0.1798 1052.51 1051.1 2 71.42857 2 R.DYFEEYGK.I 130 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.005517.0055 2 2.7388 0.212 1339.15 1339.5 1 70.83333 6 R.EESGKPGAHVTVK.K 100 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013652.01365 2 4.9991 0.3612 1800.05 1800 1 73.333336 7 K.LFIGGLSFETTEESLR.N 23 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_PK_109.007859.0078 2 3.8537 0.4196 1571.21 1571.6 1 52.77778 2 Y.GGGNYGPGGSGGSGGYGGR.S 332 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.013221.0132 2 5.3377 0.3829 1800.41 1800 1 80 8 K.LFIGGLSFETTEESLR.N 23 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_PK_109.011504.0115 2 3.2858 0.2083 1188.83 1189.4 1 83.33333 6 K.IDTIEIITDR.Q 138 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009033.00903 2 3.4111 0.1898 1190.39 1189.4 1 94.44444 1 K.IDTIEIITDR.Q 138 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012861.01286 2 3.1111 0.2545 1930.57 1928.2 8 46.875 2 R.KLFIGGLSFETTEESLR.N 22 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_PK_114.011519.0115 2 3.0195 0.2411 1380.41 1378.4 1 57.14286 5 R.GGGGNFGPGPGSNFR.G 214 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.006456.0064 2 3.3133 0.1626 1414.21 1411.5 1 81.818184 1 K.YHTINGHNAEVR.K 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009808.0098 3 3.9406 0.2705 1854.08 1853 1 48.333332 4 K.RGFGFVTFDDHDPVDK.I 153 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.006159.00615 2 2.0032 0.1087 1412.31 1411.5 2 68.181816 1 K.YHTINGHNAEVR.K 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009384.0093 2 3.4569 0.3271 2372.93 2373.5 1 37.5 1 R.GGNFGFGDSRGGGGNFGPGPGSNFR.G 204 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_111.000837.000837.2 2 4.3804 0.308 2223.19 2221.4 1 55.88235 87 R.DYFEEYGKIDTIEIITDR.Q 130 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_111.010458.010458.2 2 3.8391 0.2982 1412.39 1411.5 1 86.36364 2 K.YHTINGHNAEVR.K 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_105.011378.011378 2 3.9911 0.2104 1191.15 1189.4 1 94.44444 4 K.IDTIEIITDR.Q 138 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_108.011777.011777.2 2 4.2479 0.2905 2912.95 2913.2 1 39.130436 3 K.LFVGGIKEDTEEHHLRDYFEEYGK.I 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_110.015563.015563.2 2 5.2118 0.4423 1801.01 1800 1 80 57 K.LFIGGLSFETTEESLR.N 23 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_105.015953.015953 2 4.2037 0.345 2083.75 2083.2 1 56.666668 2 L.SFETTEESLRNYYEQW.G 29 0
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_103.008377.008377.2 2 4.9756 0.5135 2192.15 2191.3 1 45.833336 1 R.NMGGPYGGGNYGPGGSGGSGGYGGR.S 326 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_103.009944.009944.2 2 2.6971 0.1555 2498.01 2496.5 1 29.62963 1 R.GFGDGYNGYGGGPGGGNFGGSPGYGGGR.G 239 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2455.24 2 3.2568 0.3695 1736.39 1737 1 46.875 2 R.AVAREESGKPGAHVTVK.K 96 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3366.336 2 4.4494 0.4483 2277.18 2278.6 1 44.736843 2 R.GFGFVTFDDHDPVDKIVLQK.Y 154 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_104.011343.011343.2 2 3.5195 0.3038 1697.51 1696.8 1 78.57143 2 R.GFGFVTFDDHDPVDK.I 154 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_104.008420.008420.2 2 2.6593 0.0847 1377.69 1378.4 1 60.714287 2 R.GGGGNFGPGPGSNFR.G 214 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_109.011883.011883.3 3 5.6905 0.0894 2911.91 2913.2 2 43.47826 3 K.LFVGGIKEDTEEHHLRDYFEEYGK.I 114 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_111.010453.010453.1 1 3.3845 0.2764 1411.79 1411.5 1 68.181816 1 K.YHTINGHNAEVR.K 174 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_PK_105.013114.013114. 2 4.168 0.3559 1798.71 1800 1 76.666664 3 K.LFIGGLSFETTEESLR.N 23 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_105.012261.01226 1 2.623 0.2189 1280.85 1279.3 1 66.66667 1 R.DYFEEYGKID.T 130 1
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_PHA_lymphocytes_PK_106.010564.010564 2 3.9369 0.3052 2198.69 2198.3 1 53.125 1 K.EDTEEHHLRDYFEEYGK.I 121 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_114.000815.000815.2 2 2.8476 0.3098 2067.37 2066.4 5 36.842106 3 R.GFGFVTFSSMAEVDAAMAAR.P 63 2
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NP_112533.1| gi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1| heterogeneous nuclear ribonucleoprotein A2/B1 isoform B1 [Homo 40 769 60.1 353 37430 8.9 HsSD-NE_NT_lymphocytes_Ti_110.013862.013862.2 2 4.2314 0.3897 1928.43 1928.2 3 56.25 17 R.KLFIGGLSFETTEESLR.N 22 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_115.012211.012211 3 6.6643 0.4548 4053.83 4053.5 1 32.352943 27 K.KLHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR.D 236 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011510.011510 2 3.1084 0.2178 1296.11 1296.5 1 90 16 K.MALDIEIATYR.K 391 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_110.011316.011316 2 5.365 0.2963 1535.25 1534.8 1 87.5 24 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.011451.011451 3 4.6947 0.3042 1534.49 1534.8 1 58.333332 2 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012833.012833 2 2.7675 0.1281 1170.27 1170.4 1 88.88889 1 K.ILLAELEQLK.G 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.010886.010886 3 3.6197 0.2932 2353.88 2352.6 1 36.11111 1 K.LQEEMLQREEAENTLQSFR.Q 189 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.010090.010090 2 3.0099 0.2768 2608.45 2609.9 1 42.5 1 R.EKLQEEMLQREEAENTLQSFR.Q 187 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.010123.010123 3 3.7478 0.0993 1662.5 1663 2 42.307693 1 R.KVESLQEEIAFLKK.L 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.013915.013915 3 7.4461 0.4977 3926.57 3925.3 1 32.575756 21 K.LHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR.D 237 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011092.011092 2 6.0798 0.465 2189.49 2188.3 1 72.22222 47 R.EMEENFAVEAANYQDTIGR.L 346 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.003429.003429 2 4.914 0.3666 2130.17 2127.4 1 75 87 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_PK_112.012690.0126 2 3.6371 0.4183 1453.63 1454.6 1 66.66667 4 R.ETNLDSLPLVDTH.S 425 1 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007257.0072 2 3.3921 0.267 1094.25 1094.2 2 94.44444 2 K.FADLSEAANR.N 295 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010331.0103 2 3.9536 0.3606 2188.29 2188.3 1 61.11111 1 R.EMEENFAVEAANYQDTIGR.L 346 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011655.0116 2 2.8379 0.0833 1408.75 1406.6 9 63.636364 2 K.VESLQEEIAFLK.K 224 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011026.0110 2 3.9433 0.1417 1170.41 1170.4 1 88.88889 2 K.ILLAELEQLK.G 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008783.00878 2 3.827 0.4163 2377.63 2378.6 1 45 2 R.QVQSLTCEVDALKGTNESLER.Q 322 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.015814.01581 2 5.1734 0.4898 2130.17 2127.4 1 63.88889 8 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009332.0093 2 2.7431 0.1414 1077.23 1077.2 5 81.25 1 R.DNLAEDIMR.L 176 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009938.00993 2 2.6977 0.1003 2187.07 2188.3 1 47.22222 1 R.EMEENFAVEAANYQDTIGR.L 346 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015532.0155 2 5.4027 0.4382 2129.21 2127.4 1 69.44444 14 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014637.01463 2 3.7253 0.3109 1573.13 1571.9 1 84.61539 4 R.ISLPLPNFSSLNLR.E 411 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010694.0106 2 4.8458 0.3236 1537.73 1534.8 1 91.66667 4 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010635.01063 2 3.9307 0.1331 1171.41 1170.4 1 88.88889 2 K.ILLAELEQLK.G 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_PK_109.011175.0111 2 2.8602 0.1645 1079.31 1077.2 2 81.25 1 R.DNLAEDIMR.L 176 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008016.00801 2 3.4069 0.3028 1736.25 1736 1 65.38461 1 R.LQDEIQNMKEEMAR.H 365 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010137.01013 2 4.7506 0.3374 1533.65 1534.8 1 87.5 7 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_102.006635.006635.2 2 2.3107 0.148 1091.95 1089.2 1 83.33333 1 R.QDVDNASLAR.L 208 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_PK_105.008144.008144 1 2.2344 0.2553 967.52 967.03 1 78.57143 2 A.NYQDTIGR.L 357 1 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009248.009248.2 2 3.302 0.2652 1736.41 1736 2 69.230774 1 R.LQDEIQNMKEEMAR.H 365 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2607.260 2 4.4007 0.281 1540.32 1540.8 1 73.07692 4 K.ILLAELEQLKGQGK.S 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_104.012266.012266.2 2 3.957 0.1876 1170.25 1170.4 1 88.88889 7 K.ILLAELEQLK.G 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2224.222 1 2.6213 0.2697 1309.69 1310.4 1 66.66667 1 K.NLQEAEEWYK.S 283 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_110.015252.015252.3 3 5.8601 0.4274 3925.01 3925.3 1 29.545454 43 K.LHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR.D 237 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_PK_105.012612.012612. 2 3.8312 0.2899 1227.35 1227.5 1 80 2 K.ILLAELEQLKG.Q 130 1 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2799.279 1 3.3833 0.2502 1534.72 1534.8 1 62.5 1 R.KVESLQEEIAFLK.K 223 2 *
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23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2172.217 2 2.2074 0.0893 1825.71 1826 1 50 1 R.ETNLDSLPLVDTHSKR.T 425 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2042.204 2 4.1345 0.4296 1429.12 1429.6 1 76.92308 1 R.SLYASSPGGVYATR.S 51 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_PK_104.011559.011559 2 3.0612 0.1529 1274.53 1273.4 9 68.181816 1 Q.IDVDVSKPDLTA.A 256 0 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_109.017908.017908.3 3 5.4805 0.3997 4054.13 4053.5 1 28.676472 21 K.KLHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALR.D 236 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.011494.011494.2 2 6.0647 0.5587 2186.93 2188.3 1 77.77778 50 R.EMEENFAVEAANYQDTIGR.L 346 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012155.012155.3 3 4.6686 0.204 1535.15 1534.8 1 56.25 1 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_108.011681.011681.1 1 2.2588 0.3059 1533.84 1534.8 5 50 1 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3943.394 2 3.1295 0.2142 1570.78 1571.9 1 69.230774 6 R.ISLPLPNFSSLNLR.E 411 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.019699.019699.2 2 6.3895 0.45 2130.27 2127.4 1 72.22222 248 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1835.18 1 1.9421 0.0936 1429.28 1429.6 7 42.307693 1 R.SLYASSPGGVYATR.S 51 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_PK_105.010143.010143 1 2.3343 0.2136 1310.66 1310.4 1 66.66667 1 K.NLQEAEEWYK.S 283 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2350.235 2 3.3873 0.3433 2377.94 2378.6 1 47.5 1 R.QVQSLTCEVDALKGTNESLER.Q 322 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.018389.018389.3 3 5.6799 0.3922 2128.1 2127.4 1 45.833336 4 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3635.36 2 2.9791 0.186 1571.72 1571.9 1 65.38461 3 R.ISLPLPNFSSLNLR.E 411 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_109.011213.011213.2 2 3.9953 0.2915 1665.17 1663 1 76.92308 3 R.KVESLQEEIAFLKK.L 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009456.009456.1 1 2.5363 0.2095 1309.76 1310.4 1 66.66667 2 K.NLQEAEEWYK.S 283 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2014.201 2 3.2775 0.2154 1126.22 1126.3 1 87.5 1 R.FANYIDKVR.F 114 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_104.010563.010563.2 2 3.891 0.4487 2377.61 2378.6 1 45 2 R.QVQSLTCEVDALKGTNESLER.Q 322 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_PK_106.012970.012970. 2 3.6992 0.1956 1170.45 1170.4 1 88.88889 3 K.ILLAELEQLK.G 130 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.007816.007816.2 2 3.2993 0.1264 1838.07 1837.9 1 50 1 R.DGQVINETSQHHDDLE.- 451 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_104.009892.009892.2 2 3.1307 0.3543 1669.63 1669.8 1 71.42857 1 R.ETNLDSLPLVDTHSK.R 425 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_PK_111.012923.012923. 2 3.0372 0.219 1570.67 1571.9 1 61.538464 1 R.ISLPLPNFSSLNLR.E 411 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_103.012617.012617.2 2 3.6239 0.224 1407.55 1406.6 1 77.27273 2 K.VESLQEEIAFLK.K 224 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_111.015756.015756.2 2 3.0142 0.1983 1298.99 1296.5 1 80 2 K.MALDIEIATYR.K 391 2
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_101.008486.008486.2 2 2.836 0.292 1094.13 1094.2 1 88.88889 2 K.FADLSEAANR.N 295 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_PK_105.015746.015746. 2 3.4295 0.2633 2129.63 2127.4 1 50 1 R.LLQDSVDFSLADAINTEFK.N 79 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_106.013857.013857.2 2 3.2319 0.2709 1571.13 1571.9 1 84.61539 5 R.ISLPLPNFSSLNLR.E 411 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_PK_106.011332.011332 2 3.2049 0.1772 2352.09 2352.6 1 44.444447 1 K.LQEEMLQREEAENTLQSFR.Q 189 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_PHA_lymphocytes_PK_106.011440.011440 2 3.3257 0.2708 1838.81 1838 2 63.333332 2 L.NLRETNLDSLPLVDTH.S 422 0 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_105.016012.016012.2 2 4.0762 0.2598 2352.35 2352.6 1 52.77778 1 K.LQEEMLQREEAENTLQSFR.Q 189 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_107.011190.011190.2 2 4.652 0.3019 1534.97 1534.8 1 87.5 4 R.KVESLQEEIAFLK.K 223 2 *
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NP_003371.2| gi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 36 727 59 466 53652 5.1 HsSD-NE_NT_lymphocytes_Ti_106.013882.013882.1 1 3.1373 0.1592 1571.93 1571.9 2 57.692307 4 R.ISLPLPNFSSLNLR.E 411 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_PK_109.014827.014827 1 2.7427 0.2591 1226.67 1225.4 2 65 3 K.HASPILPITEF.S 304 1 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_Ti_114.012417.012417 2 3.2592 0.3942 1720.47 1720 1 73.07692 3 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_PK_112.015745.015745 2 2.7811 0.2585 1502.11 1500.8 1 66.66667 1 N.FKHASPILPITEF.S 302 0 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_PK_110.015260.015260 2 3.2953 0.3285 1796.47 1794.1 1 50 1 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.008187.008187 3 5.5676 0.4387 2683.19 2683.8 1 36.95652 4 R.RVEHNQSYSQAGITETEWTSGSSK.G 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_Ti_109.011130.011130 2 3.8213 0.3308 1848.83 1848.2 1 67.85714 1 R.KDVYVQLYLQHLTAR.N 34 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.006891.006891 2 4.8978 0.4431 2527.11 2527.6 1 52.272724 2 R.VEHNQSYSQAGITETEWTSGSSK.G 217 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009297.0092 2 4.2851 0.442 2005.69 2005.2 1 70.588234 2 K.EMFPYEASTPTGISASCR.R 347 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.011834.0118 3 5.0042 0.302 1794.32 1794.1 1 56.666668 5 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012386.01238 2 4.4745 0.3964 1720.67 1720 1 84.61539 47 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_112.013912.0139 2 4.42 0.2066 1531.07 1530.7 1 75 3 T.ELTNEDLLDQLVK.Y 114 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008163.00816 1 1.9381 0.1914 1390.75 1389.6 8 58.333332 1 K.GAAGRPLELSDFR.M 369 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007854.00785 2 5.3966 0.3359 1941.35 1940.2 1 73.52941 6 K.LKSELVANNVTLPAGEQR.K 16 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.006080.00608 2 3.4532 0.2856 1252.37 1252.4 1 77.27273 11 R.NRPPLPAGTNSK.G 49 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007847.00784 2 4.9189 0.3999 2068.13 2068.4 1 75 1 K.LKSELVANNVTLPAGEQRK.D 16 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011372.0113 2 4.7199 0.4809 1796.75 1794.1 1 76.666664 6 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_PK_111.012598.012 2 2.8853 0.4495 1793.43 1794.1 7 50 2 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008024.00802 3 4.2497 0.4154 2571.17 2571.7 1 36 1 K.GPPDFSSDEEREPTPVLGSGAAAAGR.S 61 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007634.00763 2 4.1694 0.5802 2526.19 2527.6 1 47.727272 2 R.VEHNQSYSQAGITETEWTSGSSK.G 217 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_114.012054.0120 2 3.9045 0.4668 2144.43 2145.2 1 47.5 2 K.GPPDFSSDEEREPTPVLGSGA.A 61 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008000.00800 2 3.0382 0.3173 2571.91 2571.7 6 34 1 K.GPPDFSSDEEREPTPVLGSGAAAAGR.S 61 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.014374.01437 2 4.9343 0.5232 2932.31 2931.3 1 48.148148 9 R.IDGPVISESTPIAETIMASSNESLVVNR.V 270 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_115.012036.0120 2 4.6345 0.4514 2017.45 2017.1 1 63.88889 8 K.GPPDFSSDEEREPTPVLGS.G 61 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.007859.0078 2 4.8835 0.5083 2527.99 2527.6 1 59.090908 2 R.VEHNQSYSQAGITETEWTSGSSK.G 217 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_105.008122.0081 1 2.0595 0.1552 946.57 945.03 7 71.42857 1 R.MEESFSSK.Y 382 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010614.0106 2 3.9584 0.256 1851.09 1848.2 1 64.28571 1 R.KDVYVQLYLQHLTAR.N 34 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.014694.0146 2 4.7482 0.5482 2932.45 2931.3 1 37.037037 12 R.IDGPVISESTPIAETIMASSNESLVVNR.V 270 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.010893.01089 3 4.2406 0.1777 3579.2 3577.8 1 28.90625 1 R.RVEHNQSYSQAGITETEWTSGSSKGGPLQALTR.E 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007646.00764 3 4.194 0.2167 2526.89 2527.6 1 36.363636 2 R.VEHNQSYSQAGITETEWTSGSSK.G 217 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008067.00806 3 6.0176 0.4355 2683.82 2683.8 1 40.217392 5 R.RVEHNQSYSQAGITETEWTSGSSK.G 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007679.00767 2 5.2342 0.5026 2683.89 2683.8 1 60.869564 6 R.RVEHNQSYSQAGITETEWTSGSSK.G 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_PK_111.010154.010 1 2.0115 0.2165 897.59 898.05 1 68.75 3 N.PGPIVGTTR.K 131 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.008108.0081 2 5.1742 0.3975 1941.33 1940.2 1 70.588234 2 K.LKSELVANNVTLPAGEQR.K 16 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.010040.01004 3 4.2521 0.3597 3805.37 3805.1 1 23.648647 4 R.NRPPLPAGTNSKGPPDFSSDEEREPTPVLGSGAAAAGR.S 49 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.008588.0085 2 2.6275 0.2278 1389.51 1389.6 3 66.66667 1 K.GAAGRPLELSDFR.M 369 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014426.0144 3 3.7808 0.3247 2930.87 2931.3 3 25 1 R.IDGPVISESTPIAETIMASSNESLVVNR.V 270 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.007943.0079 2 5.5555 0.461 2684.47 2683.8 1 56.521736 6 R.RVEHNQSYSQAGITETEWTSGSSK.G 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011783.01178 2 3.8608 0.4143 1793.61 1794.1 1 63.333332 3 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_112.013443.0134 2 4.4232 0.2086 1289.49 1288.4 1 85 3 L.TNEDLLDQLVK.Y 116 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.005348.00534 2 2.4292 0.2416 1160.27 1161.3 6 68.75 2 K.RVETSEHFR.I 261 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.007863.0078 2 2.4391 0.208 1329.51 1331.5 1 66.66667 2 K.YGVNPGPIVGTTR.K 127 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011938.01193 3 3.8823 0.357 1791.65 1794.1 1 56.666668 1 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012441.01244 3 3.8574 0.2431 1721.3 1720 1 46.153847 2 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_PK_106.007926.0079 2 2.5299 0.2323 1337.27 1337.4 4 62.5 1 Y.EASTPTGISASCR.R 352 1
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014090.0140 2 4.8623 0.3074 2690.69 2689.9 1 47.727272 3 R.QEDKDDLDVTELTNEDLLDQLVK.Y 104 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014080.0140 3 5.0249 0.3519 2687.87 2689.9 1 44.31818 1 R.QEDKDDLDVTELTNEDLLDQLVK.Y 104 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.006099.0060 2 3.3304 0.264 1162.25 1161.3 1 81.25 9 K.RVETSEHFR.I 261 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.007970.0079 3 6.1635 0.4245 2683.49 2683.8 1 43.47826 6 R.RVEHNQSYSQAGITETEWTSGSSK.G 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.007840.00784 2 5.0565 0.3191 1701.73 1698.9 1 83.33333 3 K.SELVANNVTLPAGEQR.K 18 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.007824.0078 1 2.0139 0.2197 1331.66 1331.5 1 62.5 1 K.YGVNPGPIVGTTR.K 127 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.014132.01413 2 5.1088 0.3105 2691.81 2689.9 1 47.727272 7 R.QEDKDDLDVTELTNEDLLDQLVK.Y 104 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008739.00873 2 4.9412 0.4967 2005.75 2005.2 1 67.64706 6 K.EMFPYEASTPTGISASCR.R 347 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009003.0090 2 2.5119 0.1127 977.57 977.11 3 85.71429 1 R.PLELSDFR.M 374 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3119.311 3 4.9406 0.3583 1793.7 1794.1 1 56.666668 2 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_102.010298.010298.2 2 4.6802 0.4642 2006.57 2005.2 1 70.588234 3 K.EMFPYEASTPTGISASCR.R 347 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2060.206 2 2.8532 0.2714 1330.79 1331.5 1 66.66667 1 K.YGVNPGPIVGTTR.K 127 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2064.206 1 2.5719 0.1475 1330.64 1331.5 1 66.66667 1 K.YGVNPGPIVGTTR.K 127 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010331.0103 3 3.8594 0.3185 3805.01 3805.1 1 22.972973 3 R.NRPPLPAGTNSKGPPDFSSDEEREPTPVLGSGAAAAGR.S 49 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.011984.0119 2 4.5248 0.398 1720.53 1720 1 80.769226 40 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_115.010583.010583.3 3 3.9579 0.3698 3803.78 3805.1 1 20.945946 4 R.NRPPLPAGTNSKGPPDFSSDEEREPTPVLGSGAAAAGR.S 49 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_114.012779.012779.2 2 3.173 0.3698 1719.47 1720 1 65.38461 12 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3098.309 2 4.0435 0.3698 1793.64 1794.1 1 63.333332 4 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_111.010157.010157.2 2 2.7392 0.2203 1291.29 1289.4 1 77.77778 1 R.KRVETSEHFR.I 260 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3283.328 2 4.8169 0.3514 1719.58 1720 1 76.92308 2 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_104.008861.008861.1 1 2.291 0.1064 1332.38 1331.5 1 58.333332 2 K.YGVNPGPIVGTTR.K 127 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_104.009388.009388.3 3 3.9317 0.3154 2571.14 2571.7 1 33 2 K.GPPDFSSDEEREPTPVLGSGAAAAGR.S 61 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2021.20 2 2.4162 0.1683 1649.42 1648.8 1 56.666668 1 R.SSTPLPTISSSAENTR.Q 158 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_PHA_lymphocytes_PK_106.015677.015677 2 3.7759 0.2852 1585.57 1585.8 1 69.230774 2 A.SPILPITEFSDIPR.R 306 1 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3155.31 2 3.1948 0.334 1719.73 1720 4 53.846157 1 K.DVYVQLYLQHLTAR.N 35 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2106.210 2 3.3408 0.1536 1699.52 1698.9 1 60.000004 3 K.SELVANNVTLPAGEQR.K 18 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3014.30 2 4.3063 0.3916 1794.64 1794.1 1 73.333336 5 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3031.30 3 4.4054 0.3449 1793.36 1794.1 1 48.333332 2 K.HASPILPITEFSDIPR.R 304 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsSD-NE_NT_lymphocytes_Ti_111.010164.010164.3 3 3.6318 0.2543 1289.84 1289.4 1 63.88889 1 R.KRVETSEHFR.I 260 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3754.375 2 3.4801 0.1818 2690.02 2689.9 1 43.18182 1 R.QEDKDDLDVTELTNEDLLDQLVK.Y 104 2
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.010966.0109 3 4.2686 0.2088 3577.73 3577.8 1 21.875 2 R.RVEHNQSYSQAGITETEWTSGSSKGGPLQALTR.E 216 2 *
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NP_001027454.1| gi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo sapiens] 41 321 55.3 454 50670 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.009215.0092 2 3.3046 0.2739 1254.43 1252.4 2 72.72727 6 R.NRPPLPAGTNSK.G 49 2
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_108.013226.013226 2 3.4206 0.2892 2434.03 2433.7 1 47.61905 1 K.TAVIDHHNYDISDLGQHTLIVA.D 154 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_110.013766.013766 2 2.7406 0.1947 1997.09 1998.2 1 53.125 1 T.SYSFFPDKPITQYPHAV.G 221 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_107.017209.017209 2 2.6107 0.2703 2465.53 2464.7 1 40 1 Q.QLSNGKWVPFDGDDIQLEFVR.I 339 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_107.017142.017142 1 2.4967 0.2299 1184.77 1185.4 1 72.22222 5 Q.FKLPDVYGVF.Q 379 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_115.012655.012655 2 2.6118 0.3021 1315.43 1314.5 1 68.181816 1 E.GVLRVGPVSHHR.V 304 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.013454.013454 3 6.1898 0.3786 3248 3247.6 1 34.82143 6 K.TAVIDHHNYDISDLGQHTLIVADTENLLK.A 154 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.017822.017822 3 3.8969 0.2361 4338.17 4336.9 1 19.375 3 R.GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK.N 199 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_Ti_109.006056.006056 2 2.4194 0.1507 887.41 889 6 78.57143 2 R.VGPVSHHR.V 308 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.014240.01424 2 3.364 0.3773 1836.39 1837 1 75 2 K.WVPFDGDDIQLEFVR.I 345 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_110.012134.0121 2 3.2104 0.2543 1202.59 1202.3 7 70 5 A.SSDIGDPLREL.G 131 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013796.01379 3 6.3807 0.4959 4337 4336.9 1 23.125 8 R.GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK.N 199 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_111.012326.0123 2 4.0791 0.4389 1636.39 1635.7 1 75 7 A.SSDIGDPLRELGSEC.G 131 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012516.01251 1 2.7177 0.209 1314.65 1313.5 1 60.000004 2 K.LPDVYGVFQFK.V 381 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008164.0081 1 2.3256 0.1581 1037.61 1037.2 1 78.57143 5 R.ETHSLFFR.S 58 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_112.012860.0128 2 3.3587 0.1559 1274.63 1273.4 1 77.27273 1 A.ASSDIGDPLREL.G 130 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_110.010142.0101 2 3.0838 0.2054 1161.57 1160.3 1 80 1 K.TADDPSLSLIK.Y 78 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_PK_112.011240.011 2 3.5379 0.2874 1674.43 1671.8 1 58.823532 3 D.GGGSVLVAASSDIGDPLR.E 122 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012350.01235 2 3.7604 0.2551 1314.35 1313.5 1 90 4 K.LPDVYGVFQFK.V 381 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.018136.01813 2 3.9609 0.4229 3110.83 3108.5 1 33.92857 5 R.VGETAPPNAYTVTDLVEYSIVIQQLSNGK.W 316 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014466.0144 2 3.9296 0.3735 1839.77 1837 1 78.57143 2 K.WVPFDGDDIQLEFVR.I 345 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013876.01387 3 3.6879 0.1698 3109.22 3108.5 8 23.214285 3 R.VGETAPPNAYTVTDLVEYSIVIQQLSNGK.W 316 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010508.01050 2 3.9075 0.225 1271.59 1270.5 1 85 3 R.TLVLLDNLNVR.E 47 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009302.0093 2 2.6915 0.1835 1264.51 1263.5 1 88.88889 2 R.WVFKEEGVLR.V 298 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_109.011955.0119 2 3.2519 0.4075 1460.77 1461.5 1 75 3 S.DIGDPLRELGSEC.G 133 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018941.01894 2 4.8713 0.4191 2346.15 2343.6 1 52.499996 36 R.VIFSGSLDFFSDSFFNSAVQK.A 255 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010937.01093 1 2.9095 0.2749 1271.88 1270.5 7 60.000004 3 R.TLVLLDNLNVR.E 47 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_106.011868.0118 2 4.1792 0.2404 1308.43 1307.4 1 80 4 F.DGDDIQLEFVR.I 349 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_PK_110.012429.012 2 3.2702 0.2927 1270.31 1270.5 1 75 1 R.TLVLLDNLNVR.E 47 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.012564.0125 1 2.3139 0.1745 1314.74 1313.5 1 60.000004 1 K.LPDVYGVFQFK.V 381 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009292.0092 1 2.664 0.1665 1264.04 1263.5 1 72.22222 2 R.WVFKEEGVLR.V 298 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_107.009125.0091 2 3.0742 0.2019 1402.61 1400.4 1 68.181816 1 L.GSECGIEFDEEK.T 142 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.010184.01018 3 3.4715 0.2331 2865.92 2865.2 1 28.260868 2 R.LGYTHLYSSTQVSVRPLQHTQYER.F 397 2 *
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25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_103.008414.00841 2 2.8534 0.2939 1642.59 1642.7 1 53.846157 1 R.ELGSECGIEFDEEK.T 140 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.008252.00825 2 2.2048 0.265 886.35 889 5 78.57143 3 R.VGPVSHHR.V 308 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009454.0094 2 4.1509 0.2248 1169.85 1170.4 1 90 6 K.NTLLIAGLQAR.N 240 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_108.009837.0098 2 4.4801 0.4175 1644.23 1642.7 1 76.92308 3 R.ELGSECGIEFDEEK.T 140 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012435.01243 3 5.3893 0.3296 3249.14 3247.6 1 31.25 7 K.TAVIDHHNYDISDLGQHTLIVADTENLLK.A 154 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008366.0083 2 3.2547 0.1575 1160.75 1160.3 1 90 2 K.TADDPSLSLIK.Y 78 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010224.0102 2 3.5625 0.2511 1674.03 1672.8 1 71.42857 7 R.YSQTGNYELAVALSR.W 283 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011117.0111 2 3.7693 0.1542 1270.43 1270.5 1 85 1 R.TLVLLDNLNVR.E 47 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_115.012584.0125 2 3.6285 0.4064 1706.39 1706.8 1 60.000004 2 A.ASSDIGDPLRELGSEC.G 130 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_PK_113.012545.0125 2 3.4337 0.2836 1547.81 1548.6 1 61.538464 3 S.SDIGDPLRELGSEC.G 132 0 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.012201.0122 2 2.6882 0.0948 1315.87 1313.5 1 85 1 K.LPDVYGVFQFK.V 381 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009160.00916 1 2.9596 0.1238 1265.53 1263.5 2 66.66667 4 R.WVFKEEGVLR.V 298 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_PK_110.010458.010 2 2.7927 0.1581 1193.57 1192.3 1 83.33333 1 D.GDDIQLEFVR.I 350 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008354.0083 2 4.884 0.4168 1645.03 1642.7 1 76.92308 4 R.ELGSECGIEFDEEK.T 140 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009034.00903 2 4.4045 0.2307 1170.31 1170.4 1 95 7 K.NTLLIAGLQAR.N 240 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_PK_110.010672.010 2 2.528 0.3599 1673.79 1672.8 1 60.714287 1 R.YSQTGNYELAVALSR.W 283 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_105.014492.014492 3 5.697 0.4058 2585.03 2583.7 1 38.636364 2 A.SSDIGDPLRELGSECGIEFDEEK.T 131 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012290.0122 3 5.1906 0.2895 3249.62 3247.6 1 31.25 4 K.TAVIDHHNYDISDLGQHTLIVADTENLLK.A 154 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.014330.0143 2 3.5627 0.3884 3110.45 3108.5 3 28.57143 2 R.VGETAPPNAYTVTDLVEYSIVIQQLSNGK.W 316 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_112.014950.014950.3 3 5.6085 0.4308 4336.88 4336.9 1 22.5 4 R.GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK.N 199 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_104.011043.011043.2 2 3.7036 0.3327 1673.45 1672.8 1 57.14286 2 R.YSQTGNYELAVALSR.W 283 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_104.015356.015356.2 2 4.2913 0.4235 1836.61 1837 1 71.42857 1 K.WVPFDGDDIQLEFVR.I 345 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_105.014540.014540 3 4.988 0.3508 2656.25 2654.8 1 36.95652 1 A.ASSDIGDPLRELGSECGIEFDEEK.T 130 1 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.008540.0085 2 2.8799 0.1771 891.25 889 8 78.57143 3 R.VGPVSHHR.V 308 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2211.221 1 1.8246 0.092 1036.62 1037.2 3 71.42857 1 R.ETHSLFFR.S 58 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_109.013987.013987.3 3 5.5777 0.3821 3246.71 3247.6 1 29.464287 3 K.TAVIDHHNYDISDLGQHTLIVADTENLLK.A 154 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013888.0138 3 5.3716 0.5049 4337 4336.9 1 18.75 13 R.GVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGK.N 199 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_115.020408.020408.2 2 2.3974 0.2187 2342.27 2343.6 1 37.5 1 R.VIFSGSLDFFSDSFFNSAVQK.A 255 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.019917.0199 2 5.4135 0.5175 2345.45 2343.6 1 60.000004 93 R.VIFSGSLDFFSDSFFNSAVQK.A 255 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.010412.0104 3 4.0606 0.3357 2865.44 2865.2 4 27.173912 4 R.LGYTHLYSSTQVSVRPLQHTQYER.F 397 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_102.009134.009134.2 2 4.3678 0.4277 1641.67 1642.7 1 76.92308 2 R.ELGSECGIEFDEEK.T 140 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_Ti_104.012165.012165.1 1 2.2905 0.2469 1269.7 1270.5 8 65 1 R.TLVLLDNLNVR.E 47 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_PHA_lymphocytes_PK_105.017811.01781 2 4.1535 0.3803 1837.25 1837 1 71.42857 2 K.WVPFDGDDIQLEFVR.I 345 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010419.0104 2 3.6288 0.3145 2866.03 2865.2 3 34.782608 2 R.LGYTHLYSSTQVSVRPLQHTQYER.F 397 2 *
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NP_005207.2| gi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide-protein glycosyltransferase prec 37 321 61 456 50702 6.4 HsSD-NE_NT_lymphocytes_PK_106.012656.012656. 2 3.4607 0.2085 1270.11 1270.5 2 80 1 R.TLVLLDNLNVR.E 47 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_110.015749.015749 2 4.0858 0.4528 2420.11 2420.7 1 57.5 4 L.FFQLVDVNTGAELTPHQTFVR.L 417 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.019940.019940 3 3.0952 0.2284 3255.26 3255.7 1 25.833332 1 K.ASLDRPFTNLESAFYSIVGLSSLGAQVPDAK.K 39 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_107.010752.010752 2 4.0269 0.4226 1998.45 1998.2 1 58.823532 2 Q.LVDVNTGAELTPHQTFVR.L 420 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.014956.014956 2 3.1326 0.378 2308.17 2308.5 2 38.095238 4 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.013466.013466 3 4.6473 0.3655 2436.35 2436.7 1 34.090908 1 K.KNFESLSEAFSVASAAAVLSHNR.Y 244 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.013474.013474 2 4.4816 0.4782 2435.27 2436.7 1 50 5 K.KNFESLSEAFSVASAAAVLSHNR.Y 244 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.014680.014680 3 4.937 0.2988 2939.21 2939.3 3 27.884615 5 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_110.011914.011914 2 2.6341 0.2319 1099.21 1099.3 7 68.75 1 A.TLKNPILWN.V 489 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_108.018230.018230 2 3.5199 0.1792 1852.57 1852.2 1 53.125 2 Y.LIIGDATLKNPILWNVA.D 483 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.015442.015442 3 3.3937 0.2171 2308.04 2308.5 1 35.714287 1 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_107.018359.018359 2 2.9355 0.1892 1566.77 1567.9 1 69.230774 2 Y.LIIGDATLKNPILW.N 483 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_108.013254.013254 2 3.6281 0.3261 2347.37 2348.6 1 47.61905 2 R.YHVPVVVVPEGSASDTHEQAIL.R 267 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_107.018109.018109 1 3.2071 0.2009 1567.84 1567.9 7 50 2 Y.LIIGDATLKNPILW.N 483 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.008358.008358 2 2.8418 0.2954 1504.37 1501.6 1 77.27273 2 K.NVYKFELDTSER.K 457 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_111.012197.012197 2 2.8001 0.2454 1596.79 1596.8 2 53.571426 2 N.RYHVPVVVVPEGSAS.D 266 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.008373.008373 1 2.2734 0.2833 1500.77 1501.6 5 50 1 K.NVYKFELDTSER.K 457 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.009494.0094 2 4.5465 0.3816 1793.61 1792 1 71.875 3 K.ISTEVGITNVDLSTVDK.D 369 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.015458.01545 3 6.6795 0.4182 3600.62 3598.1 1 32.258064 7 K.NPILWNVADVVIKFPEEEAPSTVLSQNLFTPK.Q 492 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.015455.01545 3 4.5253 0.3471 3384.53 3383.8 1 27.419355 2 K.ASLDRPFTNLESAFYSIVGLSSLGAQVPDAKK.A 39 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007790.00779 1 2.3054 0.2318 1533.64 1533.7 1 57.692307 1 K.TGQEVVFVAEPDNK.N 443 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.016518.0165 2 5.2998 0.442 2946.93 2945.4 1 48 5 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_PK_112.013212.0132 2 3.8313 0.3576 1458.93 1456.6 1 86.36364 3 Y.YDFLVEVEGDNR.Y 346 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009261.0092 2 4.7344 0.3895 2503.99 2504.8 1 63.636364 19 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.013910.01391 3 6.3298 0.5925 2936.3 2939.3 1 38.46154 5 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.015668.01566 3 4.2074 0.2553 2308.07 2308.5 1 35.714287 5 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008067.0080 2 4.0645 0.2516 1534.11 1533.7 1 76.92308 2 K.TGQEVVFVAEPDNK.N 443 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017265.01726 2 4.8389 0.2523 1375.33 1373.5 1 86.36364 16 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017478.01747 2 4.7227 0.3234 2947.95 2945.4 1 44 2 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009624.00962 3 4.5304 0.2904 1841.27 1841.2 1 53.125 2 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_PK_114.011561.0115 2 2.7997 0.2158 1730.31 1730.9 8 46.666668 1 T.NVDLSTVDKDQSIAPK.T 377 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.019472.01947 3 3.6895 0.2823 3257.63 3255.7 1 24.166666 2 K.ASLDRPFTNLESAFYSIVGLSSLGAQVPDAK.K 39 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009494.00949 2 5.9035 0.5217 1840.21 1841.2 1 68.75 3 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013820.0138 2 5.8066 0.5061 2940.33 2939.3 1 48.076923 6 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.014690.0146 3 4.6487 0.3723 3519.74 3518.7 1 32.03125 5 R.SNLDPSNVDSLFYAAQASQALSGCEISISNETK.D 77 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009190.00919 2 4.3089 0.2425 2532.93 2531.8 1 43.47826 2 K.ISTEVGITNVDLSTVDKDQSIAPK.T 369 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.016626.01662 1 3.1215 0.3243 1374.88 1373.5 2 68.181816 3 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013752.0137 2 3.0895 0.4428 2609.43 2610.9 2 39.130436 2 K.EETVLATVQALQTASHLSQQADLR.S 155 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.020589.02058 3 3.4261 0.1982 3521.39 3518.7 3 22.65625 2 R.SNLDPSNVDSLFYAAQASQALSGCEISISNETK.D 77 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_PK_107.006896.0068 2 2.8926 0.1506 1203.27 1202.4 8 75 2 S.TVDKDQSIAPK.T 382 1 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.013570.0135 2 4.5306 0.3283 1482.45 1481.8 1 83.33333 15 K.NPILWNVADVVIK.F 492 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009429.00942 2 4.9611 0.3518 2507.69 2504.8 1 61.363636 6 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009527.00952 3 3.5903 0.2203 2533.64 2531.8 1 33.695652 1 K.ISTEVGITNVDLSTVDKDQSIAPK.T 369 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013610.01361 2 4.1338 0.3153 1481.59 1481.8 1 79.16667 6 K.NPILWNVADVVIK.F 492 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013372.0133 2 4.9344 0.4368 2436.91 2436.7 1 61.363636 4 K.KNFESLSEAFSVASAAAVLSHNR.Y 244 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009678.0096 2 4.1663 0.1837 2532.51 2531.8 1 43.47826 2 K.ISTEVGITNVDLSTVDKDQSIAPK.T 369 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.019418.0194 3 7.1226 0.4006 3599.36 3598.1 1 35.48387 6 K.NPILWNVADVVIKFPEEEAPSTVLSQNLFTPK.Q 492 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_PK_114.013611.0136 2 3.9279 0.3282 1773.41 1774 1 63.333332 14 A.DVVIKFPEEEAPSTVL.S 500 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_PK_110.017366.017 2 4.4993 0.2748 1373.67 1373.5 1 90.909096 2 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.013416.0134 3 3.1276 0.2187 2612.72 2610.9 1 31.52174 1 K.EETVLATVQALQTASHLSQQADLR.S 155 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012981.01298 2 5.2719 0.3794 2613.09 2610.9 1 45.652176 4 K.EETVLATVQALQTASHLSQQADLR.S 155 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.020394.02039 3 4.4814 0.3764 4261.67 4258.8 1 18.90244 5 K.DLLLAAVSEDSSVTQIYHAVAALSGFGLPLASQEALSALTAR.L 110 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.003138.0031 2 3.3569 0.2426 1842.27 1841.2 1 53.125 2 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_PK_108.009554.0095 2 4.9162 0.2654 1534.51 1533.7 1 76.92308 3 K.TGQEVVFVAEPDNK.N 443 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.015262.01526 2 3.5289 0.4109 2310.01 2308.5 1 42.857143 9 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017918.01791 2 4.1081 0.2954 1638.21 1636.9 2 57.692307 4 K.EDQVIQLMNAIFSK.K 230 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.015482.01548 2 5.3891 0.5078 2048.61 2046.3 1 73.52941 8 K.TSFTPVGDVFELNFMNVK.F 323 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014312.01431 2 4.0893 0.3005 1999.55 1998.1 1 59.375 23 K.FSSGYYDFLVEVEGDNR.Y 341 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009692.0096 3 5.1463 0.3967 2504.81 2504.8 1 38.636364 9 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.017354.01735 2 4.494 0.3972 2981.91 2979.4 1 40.384613 10 R.LDELGGVYLQFEEGLETTALFVAATYK.L 191 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013046.0130 3 6.6665 0.4896 2938.25 2939.3 1 37.5 10 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008060.00806 2 3.093 0.395 1500.97 1501.6 1 72.72727 2 K.NVYKFELDTSER.K 457 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014085.01408 2 5.3726 0.5549 2940.13 2939.3 1 46.153847 3 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017492.01749 3 6.7681 0.4775 2945.39 2945.4 1 42 2 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007883.00788 2 4.0468 0.2149 1534.43 1533.7 1 73.07692 2 K.TGQEVVFVAEPDNK.N 443 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016360.0163 1 2.8327 0.257 1374.73 1373.5 1 63.636364 4 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013926.01392 3 4.381 0.397 3823.16 3823.3 1 21.969696 2 K.GTFIADSHQNFALFFQLVDVNTGAELTPHQTFVR.L 404 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017192.0171 2 5.1801 0.4047 1638.13 1636.9 1 84.61539 2 K.EDQVIQLMNAIFSK.K 230 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016329.0163 2 4.748 0.2646 1374.33 1373.5 1 86.36364 17 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013625.01362 2 3.8992 0.3657 2520.53 2520.9 1 45.454548 2 R.KIEFDSASGTYTLYLIIGDATLK.N 469 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_105.017219.017219.2 2 4.6958 0.3027 1373.23 1373.5 1 86.36364 13 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_105.012530.012530 2 2.8319 0.3831 2038.69 2040.3 1 47.058823 1 M.DHVGTEPSIKEDQVIQLM.N 220 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4483.448 2 4.9743 0.2618 1372.91 1373.5 1 86.36364 2 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_109.010889.010889.2 2 3.4773 0.2597 2505.83 2504.8 1 43.18182 1 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_108.015566.015566.2 2 5.3838 0.5294 2308.21 2308.5 1 57.14286 8 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_108.010485.010485.3 3 4.4208 0.4212 2505.2 2504.8 1 42.045452 2 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.001062.0010 2 4.6538 0.3903 2982.11 2979.4 1 38.46154 23 R.LDELGGVYLQFEEGLETTALFVAATYK.L 191 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2642.264 3 3.7698 0.3598 2504.55 2504.8 1 34.090908 2 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2376.237 2 4.6226 0.218 2503.99 2504.8 1 50 3 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.014804.0148 3 4.7778 0.3198 3383.87 3383.8 1 30.645163 2 K.ASLDRPFTNLESAFYSIVGLSSLGAQVPDAKK.A 39 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013344.0133 2 5.3678 0.5233 2311.27 2308.5 1 59.523808 15 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014180.0141 3 5.1632 0.3467 3824.75 3823.3 1 25 14 K.GTFIADSHQNFALFFQLVDVNTGAELTPHQTFVR.L 404 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2812.281 2 4.0678 0.3746 2418.97 2419.8 2 35.714287 2 R.LQVTNVLSQPLTQATVKLEHAK.S 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3352.335 3 5.6168 0.4373 2938.34 2939.3 1 30.769232 4 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_107.013880.013880.2 2 5.9359 0.5022 2938.71 2939.3 1 51.923077 3 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.016851.0168 3 5.5542 0.3906 2947.58 2945.4 1 42 2 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_105.020157.020157 2 4.4592 0.2981 1372.99 1373.5 1 86.36364 3 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_109.017811.017811.2 2 3.9982 0.3788 2944.25 2945.4 1 42 1 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2412.24 3 4.5377 0.4565 2503.46 2504.8 1 39.772728 2 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.017511.0175 2 4.289 0.4434 2001.01 1998.1 1 46.875 46 K.FSSGYYDFLVEVEGDNR.Y 341 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2410.24 2 4.1651 0.2658 2504.04 2504.8 1 54.545456 2 R.YHVPVVVVPEGSASDTHEQAILR.L 267 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_111.015606.015606.3 3 5.9545 0.3741 2947.43 2945.4 1 42 3 K.LMDHVGTEPSIKEDQVIQLMNAIFSK.K 218 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_105.015736.015736 2 3.3774 0.3928 2275.29 2273.5 1 45 1 W.NVADVVIKFPEEEAPSTVLSQ.N 497 0 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_111.014084.014084.2 2 5.4737 0.4779 2438.55 2436.7 1 56.81818 4 K.KNFESLSEAFSVASAAAVLSHNR.Y 244 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011564.011564.2 2 5.2647 0.4223 1840.77 1841.2 1 68.75 1 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4256.425 2 4.7608 0.4673 2307 2308.5 1 45.238094 5 K.NFESLSEAFSVASAAAVLSHNR.Y 245 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.020072.0200 3 4.7049 0.2774 3258.2 3255.7 1 28.333334 12 K.ASLDRPFTNLESAFYSIVGLSSLGAQVPDAK.K 39 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_115.019703.019703.2 2 3.2859 0.3084 2980.51 2979.4 1 32.692307 2 R.LDELGGVYLQFEEGLETTALFVAATYK.L 191 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4095.40 2 4.951 0.2672 1373.32 1373.5 1 86.36364 1 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.020079.0200 2 3.2883 0.2962 2714.21 2713.1 3 30.000002 1 R.PFTNLESAFYSIVGLSSLGAQVPDAK.K 44 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_107.017143.017143.1 1 2.6024 0.2013 1373.66 1373.5 4 59.090908 2 R.SIVEEIEDLVAR.L 179 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_104.010941.010941.2 2 4.5307 0.1554 2534.51 2531.8 1 45.652176 1 K.ISTEVGITNVDLSTVDKDQSIAPK.T 369 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011481.011481.3 3 4.364 0.264 1841.51 1841.2 1 50 1 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.018090.0180 3 5.4403 0.4132 4260.47 4258.8 1 25 8 K.DLLLAAVSEDSSVTQIYHAVAALSGFGLPLASQEALSALTAR.L 110 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_108.020641.020641.3 3 4.9341 0.39 3600.41 3598.1 1 32.258064 3 K.NPILWNVADVVIKFPEEEAPSTVLSQNLFTPK.Q 492 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_PHA_lymphocytes_PK_103.012288.012288 1 2.6027 0.1691 1168.95 1167.3 4 61.11111 2 Y.LQFEEGLETT.A 199 0 *
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26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2652.265 2 4.5732 0.3859 1840.67 1841.2 4 46.875 2 R.LQVTNVLSQPLTQATVK.L 290 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_109.014846.014846.2 2 2.9679 0.2356 2610.65 2610.9 1 32.608696 1 K.EETVLATVQALQTASHLSQQADLR.S 155 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsSD-NE_NT_lymphocytes_Ti_106.012916.012916.3 3 5.8656 0.4499 2941.67 2939.3 1 35.576923 4 R.LSKEETVLATVQALQTASHLSQQADLR.S 152 2 *
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NP_002942.2| gi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sapiens] 52 523 69.9 631 69284 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.013578.0135 2 2.0455 0.1781 2048.57 2046.3 1 41.17647 1 K.TSFTPVGDVFELNFMNVK.F 323 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.009789.009789 2 2.7419 0.1668 1426.01 1424.6 1 66.66667 1 K.TGTAEMSSILEER.I 46 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.014460.014460 1 2.224 0.1476 1552.68 1552.8 8 42.307693 1 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.009744.009744 2 3.3199 0.3359 1442.13 1439.7 1 57.692307 2 K.GIRPAINVGLSVSR.V 403 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_104.009441.009441 2 3.3616 0.4024 1576.13 1576.7 1 60.714287 9 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.011129.011129 2 3.3846 0.3139 1329.69 1328.6 1 80 14 K.LYCIYVAIGQK.R 242 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.003780.003780 2 4.1314 0.3641 1671.17 1668.9 1 75 7 R.NVQAEEMVEFSSGLK.G 89 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_108.011510.011510 2 3.804 0.3392 1537.63 1537.8 1 79.16667 2 F.LETELFYKGIRPA.I 395 0 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_109.016496.016496 2 4.2891 0.3922 2309.37 2310.6 1 57.5 22 K.QGQYSPMAIEEQVAVIYAGVR.G 473 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.018638.018638 3 3.7397 0.2703 2338.55 2339.6 3 33.333336 1 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.012285.012285 2 3.9094 0.4108 2369.29 2368.7 1 47.5 3 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.012142.012142 1 2.9605 0.2627 1328.68 1328.6 1 75 2 K.LYCIYVAIGQK.R 242 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_114.010869.010869 3 3.7029 0.2309 2118.23 2118.4 5 33.82353 2 R.RPPGREAYPGDVFYLHSR.L 330 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_115.012208.012208 2 4.7711 0.5577 2709.47 2711.1 1 47.826088 3 K.ITKFENAFLSHVVSQHQALLGTIR.A 504 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_110.012726.012726 3 6.1098 0.4827 2368.07 2368.7 1 48.75 19 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.017469.017469 2 6.6229 0.468 2340.27 2339.6 1 66.66667 43 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.009243.009243 2 2.7389 0.2651 1290.09 1288.5 1 75 6 K.HALIIYDDLSK.Q 306 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_111.011408.011408 1 1.9089 0.2012 1008.87 1009.2 5 56.25 1 Q.HQALLGTIR.A 519 1 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.015676.015676 2 3.6739 0.4326 1555.71 1552.8 1 80.769226 48 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.011576.011576 2 3.5806 0.2683 1781.71 1782.1 1 59.375 2 K.RTGAIVDVPVGEELLGR.V 133 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_Ti_114.012340.012340 3 3.1677 0.1697 2713.13 2711.1 2 29.347824 1 K.ITKFENAFLSHVVSQHQALLGTIR.A 504 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_115.001262.001262 2 3.4105 0.179 2779.31 2777.2 1 32.608696 1 S.AYIPTNVISITDGQIFLETELFYK.G 379 1 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_112.010492.01049 2 2.9943 0.1017 1442.07 1439.7 1 65.38461 1 K.GIRPAINVGLSVSR.V 403 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007953.0079 2 3.3427 0.3221 1172.15 1172.3 1 90.909096 2 R.VVDALGNAIDGK.G 150 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009350.0093 2 5.0047 0.428 1578.29 1576.7 1 89.28571 17 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_PK_115.013528.0135 2 4.0129 0.3197 1624.85 1625.9 1 60.000004 2 R.TGAIVDVPVGEELLGR.V 134 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_103.015351.01535 2 3.0724 0.1825 1312.01 1311.5 1 77.27273 2 K.EIVTNFLAGFEA.- 542 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.017216.01721 3 4.9814 0.3245 2340.02 2339.6 1 40.476192 1 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008772.00877 2 2.8112 0.258 1555.37 1554.7 1 62.5 1 R.EAYPGDVFYLHSR.L 335 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.015501.0155 2 3.486 0.3428 1311.15 1311.5 1 86.36364 11 K.EIVTNFLAGFEA.- 542 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_114.011883.01188 2 6.1592 0.4471 2368.55 2368.7 1 60.000004 6 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_114.011871.01187 3 6.5525 0.4927 2371.22 2368.7 1 47.5 7 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.014855.01485 2 2.4391 0.3437 1552.65 1552.8 1 61.538464 2 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017925.0179 2 5.5769 0.3877 2340.67 2339.6 1 61.904762 9 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.014866.0148 2 2.7838 0.3009 1553.87 1552.8 1 69.230774 5 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008406.00840 1 2.6329 0.1455 1290.12 1288.5 1 65 1 K.HALIIYDDLSK.Q 306 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_102.015210.0152 1 2.1005 0.1108 1311.67 1311.5 6 54.545456 1 K.EIVTNFLAGFEA.- 542 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010320.01032 2 2.702 0.1677 1330.79 1328.6 1 80 1 K.LYCIYVAIGQK.R 242 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010353.0103 2 3.7409 0.2543 1671.83 1668.9 1 64.28571 2 R.NVQAEEMVEFSSGLK.G 89 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013076.01307 2 3.3758 0.0991 2108.19 2105.4 4 42.105263 1 K.GMSLNLEPDNVGVVVFGNDK.L 104 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017636.0176 3 5.8445 0.4551 2339.81 2339.6 1 40.476192 2 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008948.0089 1 2.7889 0.3237 1288.72 1288.5 1 70 2 K.HALIIYDDLSK.Q 306 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.019066.01906 2 5.7065 0.4766 2340.61 2339.6 1 61.904762 15 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008607.00860 2 3.3243 0.2733 1287.97 1288.5 1 90 4 K.HALIIYDDLSK.Q 306 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008199.00819 2 3.08 0.4409 1576.49 1576.7 1 67.85714 2 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_102.009400.009400.1 1 2.3737 0.3364 1576.77 1576.7 1 53.571426 6 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.012124.0121 2 6.2783 0.4581 2371.41 2368.7 1 60.000004 7 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4723.472 2 6.374 0.4533 2340.67 2339.6 1 57.14286 6 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_108.017139.017139.2 2 3.5998 0.3562 1554.81 1552.8 1 73.07692 22 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_111.015017.015017.2 2 4.9127 0.3963 2312.59 2310.6 1 47.5 6 K.QGQYSPMAIEEQVAVIYAGVR.G 473 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_110.013686.013686.2 2 6.4297 0.5173 2366.53 2368.7 1 62.5 12 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_102.020960.020960.2 2 3.7841 0.376 1311.55 1311.5 1 72.72727 34 K.EIVTNFLAGFEA.- 542 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2105.21 2 3.1964 0.2778 1554.1 1554.7 1 70.83333 2 R.EAYPGDVFYLHSR.L 335 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_PK_105.012512.012512. 2 4.0533 0.3395 1624.81 1625.9 1 76.666664 4 R.TGAIVDVPVGEELLGR.V 134 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4363.43 2 5.2359 0.4763 2338.68 2339.6 1 50 2 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_104.014069.014069.2 2 5.6373 0.4323 2106.83 2105.4 1 55.263157 12 K.GMSLNLEPDNVGVVVFGNDK.L 104 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.014294.014294 2 4.6824 0.3489 1625.71 1625.9 1 80 5 R.TGAIVDVPVGEELLGR.V 134 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.009682.009682.2 2 5.1877 0.4934 1577.61 1576.7 1 82.14286 29 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_111.012365.012365.2 2 3.2643 0.1613 1441.11 1439.7 2 61.538464 4 K.GIRPAINVGLSVSR.V 403 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.010481.010481.2 2 4.0264 0.2148 1319.15 1317.5 4 81.818184 2 K.TSIAIDTIINQK.R 219 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_106.001794.001794 2 3.7458 0.3081 2126.39 2123.5 1 47.5 2 R.TGAIVDVPVGEELLGRVVDAL.G 134 1 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.009739.009739.2 2 3.7146 0.2802 1423.83 1424.6 1 79.16667 1 K.TGTAEMSSILEER.I 46 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_104.011429.011429.2 2 4.9031 0.3332 1669.87 1668.9 1 82.14286 11 R.NVQAEEMVEFSSGLK.G 89 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2950.295 2 3.6837 0.2859 1625.79 1625.9 1 73.333336 2 R.TGAIVDVPVGEELLGR.V 134 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_113.012106.012106.2 2 2.4499 0.1824 1327.51 1328.6 1 75 1 K.LYCIYVAIGQK.R 242 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_113.012407.012407.3 3 6.3337 0.4223 2369.96 2368.7 1 43.75 34 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.010424.010424.1 1 2.8786 0.245 1317.89 1317.5 6 63.636364 5 K.TSIAIDTIINQK.R 219 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2859.28 2 4.5248 0.3048 1625.51 1625.9 1 70 3 R.TGAIVDVPVGEELLGR.V 134 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.010316.010316 1 2.1743 0.1886 1042.59 1043.2 3 78.57143 1 F.LETELFYK.G 395 1 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.019036.019036.3 3 6.2967 0.4355 2337.56 2339.6 1 47.61905 7 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.010364.010364 2 2.8983 0.226 1099.81 1100.3 9 81.25 1 F.LETELFYKG.I 395 0 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.010293.010293 1 1.8461 0.2133 1099.65 1100.3 3 62.5 1 F.LETELFYKG.I 395 0 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2391.239 2 3.0196 0.3682 1553.63 1554.7 1 58.333332 2 R.EAYPGDVFYLHSR.L 335 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011771.0117 2 2.5383 0.1893 1327.25 1328.6 2 75 1 K.LYCIYVAIGQK.R 242 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_103.019042.019042.2 2 7.5611 0.4664 2338.87 2339.6 1 71.42857 69 R.EVAAFAQFGSDLDAATQQLLSR.G 442 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.012144.0121 3 6.3708 0.4908 2366.75 2368.7 1 47.5 8 K.FENAFLSHVVSQHQALLGTIR.A 507 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_102.009267.009267.2 2 3.3448 0.2802 1027.19 1027.2 1 88.88889 1 K.AVDSLVPIGR.G 195 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.010544.010544 2 3.2709 0.3149 1579.23 1576.7 1 71.42857 3 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_105.010350.010350 1 2.4768 0.4026 1576.76 1576.7 1 50 1 R.ILGADTSVDLEETGR.V 59 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_NT_lymphocytes_Ti_110.016968.016968.1 1 2.4874 0.2739 1553.48 1552.8 5 42.307693 1 K.LKEIVTNFLAGFEA.- 540 2 *
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NP_001001937.1| gi|50345984|ref|NP_001001937.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, alpha s 37 596 49.4 553 59751 9.1 HsSD-NE_PHA_lymphocytes_PK_103.000201.00020 2 2.8529 0.2904 1754.33 1753 1 56.666668 1 S.AYIPTNVISITDGQIF.L 379 0 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_112.001566.001566 2 3.2827 0.247 2341.13 2341.7 1 41.666664 9 R.KIPNPDFFEDLEPFRMTPF.S 401 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_104.009158.009158 3 4.484 0.207 2890.22 2890.1 1 36.95652 2 K.KDDTDDEIAKYDGKWEVEEMKESK.L 90 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_104.008020.008020 3 5.2889 0.3564 4134.2 4135.2 1 23.529411 3 K.TDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 517 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_107.010252.010252 2 2.6685 0.2367 1585.75 1585.8 1 72.72727 1 K.CGEDYKLHFIFR.H 194 2
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_104.007982.007982 3 6.3098 0.5151 4261.13 4263.4 1 25 9 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_111.014220.014220 2 3.9561 0.2957 1773.75 1774.2 1 71.42857 2 K.LNKPFLFDTKPLIVQ.Y 135 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_104.021464.021464 3 5.4655 0.4325 4439.63 4440 1 26.282051 20 K.THLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR.E 235 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_109.013928.013928 2 3.5755 0.3442 2378.23 2379.7 1 50 4 L.SKTPELNLDQFHDKTPYTIM.F 169 0 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_102.006699.006699 3 6.273 0.3834 3181.61 3183.2 1 35 2 K.EEEEEKEEEKDKGDEEEEGEEKLEEK.Q 526 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_Ti_113.013436.013436 3 4.2645 0.2047 3705.62 3704.2 1 20.967741 1 K.LNKPFLFDTKPLIVQYEVNFQNGIECGGAYVK.L 135 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_111.016218.016218 2 3.4524 0.2034 1939.91 1937.3 1 63.333332 3 K.LNKPFLFDTKPLIVQY.E 135 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_114.014098.014098 2 3.4511 0.3131 2215.85 2214.6 1 70.588234 2 K.WKPPMIDNPSYQGIWKPR.K 383 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_108.018374.018374 2 4.3567 0.3392 1864.81 1865.1 1 78.57143 8 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_110.005870.0058 2 2.9517 0.2353 1298.83 1300.4 2 77.77778 1 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008931.00893 2 2.9295 0.0921 1225.45 1223.5 2 77.77778 2 K.LNKPFLFDTK.P 135 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008385.0083 3 3.2842 0.2001 1458.08 1457.6 1 52.272724 2 K.TPELNLDQFHDK.T 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008288.0082 2 3.3694 0.3616 2108.51 2109.3 1 47.22222 2 K.IPDPEAVKPDDWDEDAPAK.I 293 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008396.0083 2 4.2774 0.3176 1456.95 1457.6 1 81.818184 4 K.TPELNLDQFHDK.T 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008415.0084 2 2.4451 0.092 2447.63 2448.6 3 42.5 1 R.CESAPGCGVWQRPVIDNPNYK.G 360 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_105.008955.0089 2 2.586 0.2098 1087.73 1089.1 2 93.75 1 K.AEEDEILNR.S 574 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009796.0097 2 3.3725 0.2512 1061.71 1062.3 1 88.88889 4 R.GTLSGWILSK.A 78 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_106.003258.0032 2 3.6401 0.3113 1892.89 1893.9 1 56.666668 2 K.DKGDEEEEGEEKLEEK.Q 536 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_108.014132.01413 2 3.4374 0.3358 1738.77 1736.9 1 65.38461 1 K.IPNPDFFEDLEPFR.M 402 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_106.006318.00631 2 4.5312 0.4029 1815.33 1812.9 1 66.66667 2 K.AKKDDTDDEIAKYDGK.W 88 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009460.0094 2 3.1932 0.249 1270.55 1270.5 1 80 1 K.TPYTIMFGPDK.C 183 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007454.00745 2 3.7121 0.308 1760.45 1758.9 1 65.38461 2 K.YDGKWEVEEMKESK.L 100 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_113.014700.01470 3 4.3511 0.3027 4442.45 4440 1 18.589745 4 K.THLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR.E 235 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_107.005975.0059 2 3.2767 0.3913 1511.79 1512.6 1 66.66667 2 K.AKKDDTDDEIAKY.D 88 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009551.00955 3 4.4107 0.1757 1776.68 1774 1 53.571426 1 R.RIVDDWANDGWGLKK.A 445 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_106.005765.0057 2 3.4281 0.1995 1348.29 1349.4 1 72.72727 3 K.AKKDDTDDEIAK.Y 88 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_108.014198.01419 3 4.0736 0.2981 1862.42 1865.1 1 64.28571 1 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_108.014006.01400 2 4.3045 0.4685 1863.63 1865.1 1 82.14286 9 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.014945.0149 2 3.5232 0.3222 1739.15 1736.9 1 65.38461 2 K.IPNPDFFEDLEPFR.M 402 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.012524.0125 2 3.7993 0.3279 2709.21 2709 1 40.909092 1 K.TPELNLDQFHDKTPYTIMFGPDK.C 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007206.0072 3 5.7335 0.4183 4263.2 4263.4 1 25 10 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.009496.0094 3 5.4078 0.2143 1773.59 1774 2 55.35714 2 R.RIVDDWANDGWGLKK.A 445 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006568.0065 2 4.8091 0.2972 1893.39 1893.9 1 73.333336 2 K.DKGDEEEEGEEKLEEK.Q 536 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006970.00697 3 5.714 0.4374 4134.68 4135.2 1 23.529411 4 K.TDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 517 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008133.00813 2 4.2232 0.2838 1459.75 1457.6 1 81.818184 2 K.TPELNLDQFHDK.T 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006815.0068 2 2.9507 0.2327 1612.17 1613.7 1 69.230774 1 K.KDDTDDEIAKYDGK.W 90 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_115.008264.00826 2 2.4859 0.2342 963.19 963.13 1 93.75 4 R.AKHHAISAK.L 126 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006166.0061 2 3.7553 0.3415 2206.55 2207.2 1 50 2 K.SDAEEDGGTVSQEEEDRKPK.A 554 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006132.0061 3 6.0158 0.4641 3761.21 3763.8 1 28.225807 3 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEK.L 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006146.00614 2 3.7003 0.2147 1300.43 1300.4 1 83.33333 5 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006808.00680 3 5.9087 0.4177 3762.62 3763.8 1 31.451612 5 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEK.L 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006854.00685 3 6.2406 0.5174 4263.86 4263.4 1 27.142859 9 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_PK_110.015256.015 2 3.3527 0.3567 1412.33 1412.5 1 85 2 N.PDFFEDLEPFR.M 405 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006329.0063 3 3.607 0.1867 1303.04 1300.4 8 66.66667 1 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006104.00610 3 4.3385 0.3593 3635.21 3635.6 1 23.333334 2 K.TDAPQPDVKEEEEEKEEEKDKGDEEEEGEEK.L 517 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007642.0076 3 3.7116 0.2583 1759.52 1758.9 1 51.923077 1 K.YDGKWEVEEMKESK.L 100 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.005739.00573 3 3.1542 0.1459 2390.93 2388.5 9 31.578945 1 K.KTDAPQPDVKEEEEEKEEEK.D 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_109.005456.0054 3 4.1632 0.2229 4034.75 4034.1 1 22.727274 2 T.DAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 518 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_111.007641.00764 1 1.8154 0.0832 763.41 763.87 9 75 1 K.HHAISAK.L 128 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006011.00601 3 5.9231 0.3601 3182.87 3183.2 1 35 2 K.EEEEEKEEEKDKGDEEEEGEEKLEEK.Q 526 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_114.013703.01370 2 2.8481 0.2288 2498.97 2499.8 4 33.333336 6 K.PLIVQYEVNFQNGIECGGAYVK.L 145 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_113.013254.0132 2 4.2548 0.316 1489.77 1489.6 1 83.33333 5 R.IVDDWANDGWGLK.K 446 2 *
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28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007653.0076 2 3.2704 0.1648 1758.73 1758.9 1 65.38461 1 K.YDGKWEVEEMKESK.L 100 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006536.0065 2 4.6629 0.4564 1815.17 1812.9 1 70 1 K.AKKDDTDDEIAKYDGK.W 88 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010442.0104 2 4.6689 0.4492 1771.67 1771.9 1 80 15 K.APVPTGEVYFADSFDR.G 62 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009302.0093 2 3.2778 0.0848 1618.49 1617.8 6 61.538464 1 R.IVDDWANDGWGLKK.A 446 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007378.0073 3 4.7811 0.2615 3185.93 3183.2 1 32 2 K.EEEEEKEEEKDKGDEEEEGEEKLEEK.Q 526 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.013748.0137 2 4.1941 0.2842 1865.83 1865.1 1 75 11 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012618.01261 3 4.2295 0.182 2709.29 2709 1 36.363636 1 K.TPELNLDQFHDKTPYTIMFGPDK.C 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008364.0083 1 3.3934 0.2106 1459.22 1457.6 7 54.545456 1 K.TPELNLDQFHDK.T 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010359.01035 1 3.0708 0.3217 1491.69 1489.6 1 62.5 2 R.IVDDWANDGWGLK.K 446 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.005603.0056 1 2.5009 0.1446 1021.46 1022 1 75 1 K.DDTDDEIAK.Y 91 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010707.0107 1 2.4173 0.3547 1489.3 1489.6 3 45.833336 1 R.IVDDWANDGWGLK.K 446 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.012248.0122 3 3.0382 0.1623 2707.94 2709 4 30.681818 2 K.TPELNLDQFHDKTPYTIMFGPDK.C 171 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006274.0062 2 5.766 0.4658 1853.73 1853.8 1 78.125 2 K.SDAEEDGGTVSQEEEDR.K 554 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013454.01345 3 5.3864 0.4284 3704.24 3704.2 1 30.645163 26 K.LNKPFLFDTKPLIVQYEVNFQNGIECGGAYVK.L 135 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_106.007418.0074 2 3.3653 0.3392 1269.65 1270.4 1 73.07692 2 K.KAADGAAEPGVVGQ.M 459 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008108.00810 3 3.3667 0.2825 2448.17 2448.6 3 32.5 2 R.CESAPGCGVWQRPVIDNPNYK.G 360 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006543.00654 2 3.4251 0.2267 1893.55 1893.9 1 60.000004 4 K.DKGDEEEEGEEKLEEK.Q 536 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_PK_111.013652.013 2 3.0456 0.3018 1867.61 1865.1 1 57.14286 1 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008110.00811 2 3.4892 0.2672 2448.05 2448.6 6 42.5 3 R.CESAPGCGVWQRPVIDNPNYK.G 360 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010680.0106 2 4.2193 0.4365 1489.15 1489.6 1 79.16667 2 R.IVDDWANDGWGLK.K 446 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008240.00824 2 3.8414 0.4509 2106.91 2109.3 1 69.44444 6 K.IPDPEAVKPDDWDEDAPAK.I 293 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009321.00932 2 3.7276 0.2364 1062.23 1062.3 1 83.33333 5 R.GTLSGWILSK.A 78 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_PK_105.006524.0065 2 3.0202 0.1806 1150.53 1150.2 5 77.77778 1 K.KDDTDDEIAK.Y 90 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010365.01036 2 4.0878 0.3659 1772.57 1771.9 1 70 11 K.APVPTGEVYFADSFDR.G 62 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.005632.00563 2 3.4292 0.3295 2109.43 2110.1 1 52.77778 1 K.QKSDAEEDGGTVSQEEEDR.K 552 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.006323.0063 1 2.6487 0.252 1300.52 1300.4 1 66.66667 6 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.007424.0074 3 4.7558 0.4454 4134.47 4135.2 1 25.735294 2 K.TDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 517 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.006356.0063 2 3.7679 0.2499 1302.21 1300.4 2 83.33333 4 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010371.0103 2 2.9173 0.2317 1644.97 1645.8 3 57.692307 1 R.RIVDDWANDGWGLK.K 445 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2667.266 2 3.5544 0.2337 1062.41 1062.3 1 83.33333 1 R.GTLSGWILSK.A 78 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3713.37 2 4.2379 0.368 1866.77 1865.1 1 67.85714 3 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2224.222 2 3.6677 0.2133 2450.17 2448.6 2 42.5 2 R.CESAPGCGVWQRPVIDNPNYK.G 360 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_105.015738.015738.2 2 3.0693 0.2875 1814.93 1812.9 1 53.333336 1 K.AKKDDTDDEIAKYDGK.W 88 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_106.011454.011454 2 2.5145 0.1738 1174.33 1174.4 6 77.77778 1 F.LFDTKPLIVQ.Y 140 0 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_103.019715.019715 2 3.6668 0.3442 1494.07 1492.6 1 77.27273 3 M.TSDIFFDNFIIC.A 430 0 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_106.013035.013035.3 3 4.2436 0.1257 1866.11 1865.1 1 57.14286 1 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3790.379 2 3.9294 0.4164 1864.6 1865.1 1 71.42857 4 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_105.015676.015676.1 1 2.3939 0.3143 1299.68 1300.4 1 66.66667 1 R.KPEDWDERPK.I 283 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_104.007775.007775.3 3 5.5455 0.3369 3182.66 3183.2 1 35 2 K.EEEEEKEEEKDKGDEEEEGEEKLEEK.Q 526 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.021106.0211 3 5.8614 0.3274 4442.63 4440 1 25.641027 24 K.THLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR.E 235 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2687.268 2 3.7517 0.3499 1771.44 1771.9 1 66.66667 2 K.APVPTGEVYFADSFDR.G 62 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_107.001173.001173 2 4.5686 0.3935 2216.03 2213.5 1 61.764706 2 K.IPNPDFFEDLEPFRMTPF.S 402 1 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_105.016693.016693.2 2 2.898 0.3113 1738.01 1736.9 1 57.692307 1 K.IPNPDFFEDLEPFR.M 402 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_PHA_lymphocytes_PK_105.013283.013283 2 3.7865 0.3876 1491.29 1489.6 1 79.16667 1 R.IVDDWANDGWGLK.K 446 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2778.277 2 3.7297 0.272 2263.3 2263.5 1 52.63158 2 K.VTYKAPVPTGEVYFADSFDR.G 58 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.007769.0077 2 2.2785 0.2256 963.39 963.13 6 68.75 3 R.AKHHAISAK.L 126 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013804.0138 2 3.1662 0.235 2500.35 2499.8 1 35.714287 7 K.PLIVQYEVNFQNGIECGGAYVK.L 145 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011426.0114 2 3.5982 0.4154 2213.67 2214.6 1 55.88235 2 K.WKPPMIDNPSYQGIWKPR.K 383 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_105.015779.015779.3 3 6.0071 0.4097 4261.64 4263.4 1 23.571428 3 K.KTDAPQPDVKEEEEEKEEEKDKGDEEEEGEEKLEEK.Q 516 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_104.007174.007174.2 2 3.6795 0.3063 2205.89 2207.2 1 50 2 K.SDAEEDGGTVSQEEEDRKPK.A 554 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3814.381 3 5.0823 0.2494 1865.16 1865.1 1 60.714287 3 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_105.016390.016390.2 2 3.5236 0.2947 1865.91 1865.1 1 53.571426 2 R.KIPNPDFFEDLEPFR.M 401 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.008055.0080 1 2.0844 0.2196 962.36 963.13 5 68.75 1 R.AKHHAISAK.L 126 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_114.021064.021064.3 3 3.7535 0.1219 3706.28 3704.2 6 19.354837 4 K.LNKPFLFDTKPLIVQYEVNFQNGIECGGAYVK.L 135 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.015158.0151 3 4.7469 0.2965 3706.49 3704.2 1 23.387096 10 K.LNKPFLFDTKPLIVQYEVNFQNGIECGGAYVK.L 135 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsSD-NE_NT_lymphocytes_Ti_112.012643.012643.2 2 3.2609 0.3391 2213.67 2214.6 1 52.941177 1 K.WKPPMIDNPSYQGIWKPR.K 383 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.007872.0078 1 2.08 0.084 763.59 763.87 8 83.33333 2 K.HHAISAK.L 128 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011411.0114 2 4.6684 0.3572 1899.83 1900.2 1 76.666664 2 K.PPMIDNPSYQGIWKPR.K 385 2 *
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NP_001019820.1| gi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens] 64 398 62.3 592 67568 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.017586.0175 3 3.361 0.0982 4570.88 4568.2 5 16.25 1 K.KTHLYTLILNPDNSFEILVDQSVVNSGNLLNDMTPPVNPSR.E 234 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_112.003588.003588 2 2.6411 0.257 2585.93 2587 1 40.909092 1 L.TVKIILPEGAKNIEIDSPYEISR.A 369 1 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.009750.009750 2 4.1096 0.3476 1656.17 1654.9 1 62.5 4 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_109.014467.014467 2 3.6755 0.174 2024.47 2024.2 1 58.823532 2 Y.TKLGNPTRSEDLLDYGPF.R 186 0 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_108.017079.017079 2 3.7012 0.2826 1820.95 1820 1 67.85714 4 M.RFVDHVFDEQVIDSL.T 354 0 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_111.011744.011744 1 2.1746 0.3071 1308.75 1309.6 6 45.833336 1 V.KLPVALDPGAKIS.V 116 0 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_110.013112.013112 3 4.1243 0.2661 2199.5 2198.5 1 47.058823 4 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.011397.011397 2 5.1572 0.4681 2012.23 2011.3 1 75 2 K.VHYENNSPFLTITSMTR.V 216 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_108.015518.015518 2 4.149 0.1849 2429.95 2430.8 1 52.380955 2 L.TVKIILPEGAKNIEIDSPYEIS.R 369 0 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.011974.011974 2 4.3069 0.4547 1991.59 1992.2 1 65.625 6 R.FVDHVFDEQVIDSLTVK.I 355 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_107.013212.013212 2 2.6317 0.2264 1741.65 1741.9 3 53.846157 1 S.RAPDELHYTYLDTF.G 391 0 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012274.012274 2 4.189 0.3169 2224.35 2224.5 1 55.88235 2 K.QFVVFEGNHYFYSPYPTK.T 152 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_112.012850.012850 3 4.6464 0.2162 2883.98 2884.3 1 33.333336 9 K.ISVIVETVYTHVLHPYPTQITQSEK.Q 127 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.010689.010689 2 3.7805 0.2445 2153.31 2152.4 1 50 1 R.VIEVSHWGNIAVEENVDLK.H 233 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012707.01270 2 5.2638 0.3847 2200.69 2198.5 1 70.588234 3 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011415.01141 3 6.3555 0.5194 2571.05 2569.9 1 35.714287 4 R.APDELHYTYLDTFGRPVIVAYK.K 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014609.0146 2 4.7859 0.4446 3001.73 2999.3 1 52.083332 9 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012650.01265 3 6.0968 0.3511 2198.48 2198.5 1 50 4 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007166.00716 1 2.8738 0.1886 965.58 965.18 1 75 3 R.LAHLGVQVK.G 81 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.007856.0078 1 2.0092 0.1882 981.62 981.18 9 61.11111 1 K.LPVALDPGAK.I 117 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_PK_109.010648.0106 2 3.5459 0.2465 1438.03 1436.6 2 72.72727 3 K.NIEIDSPYEISR.A 380 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009616.0096 3 4.5054 0.4413 1655.45 1654.9 1 51.5625 4 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.010875.01087 2 5.1351 0.5146 2010.61 2011.3 1 81.25 5 K.VHYENNSPFLTITSMTR.V 216 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014019.0140 2 4.9294 0.2575 1663.29 1660.9 1 78.57143 7 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010492.01049 2 4.6572 0.4817 2154.45 2152.4 1 58.333332 17 R.VIEVSHWGNIAVEENVDLK.H 233 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.015056.01505 2 3.8508 0.5255 2999.09 2999.3 1 47.916664 5 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012039.01203 2 4.1211 0.28 1744.21 1745 1 71.42857 2 K.VACITEQVLTLVNKR.I 475 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011506.01150 2 4.3326 0.4388 2222.77 2224.5 1 61.764706 4 K.QFVVFEGNHYFYSPYPTK.T 152 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012446.0124 2 5.168 0.4173 1991.85 1992.2 1 78.125 14 R.FVDHVFDEQVIDSLTVK.I 355 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010893.0108 3 4.2774 0.3342 2012.15 2011.3 1 43.75 2 K.VHYENNSPFLTITSMTR.V 216 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_PK_106.009546.0095 2 2.584 0.1704 1107.67 1109.2 1 93.75 1 R.APDELHYTY.L 392 1 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012486.01248 2 4.5988 0.1674 1590.19 1588.9 3 76.92308 3 K.VACITEQVLTLVNK.R 475 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009554.0095 2 5.7963 0.4122 1657.37 1654.9 1 84.375 7 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012548.01254 3 5.7826 0.4052 2882.21 2884.3 1 33.333336 26 K.ISVIVETVYTHVLHPYPTQITQSEK.Q 127 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012128.01212 2 5.3449 0.4337 1991.53 1992.2 1 68.75 12 R.FVDHVFDEQVIDSLTVK.I 355 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.013202.01320 3 4.7124 0.4344 3000.62 2999.3 1 38.541664 3 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011414.01141 2 5.1177 0.5122 2569.95 2569.9 1 52.380955 1 R.APDELHYTYLDTFGRPVIVAYK.K 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_PK_110.015364.015 2 2.7659 0.1605 1661.55 1660.9 2 57.14286 1 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_PK_113.013449.0134 2 4.0341 0.2894 1313.39 1312.4 2 80 22 R.SEDLLDYGPFR.D 194 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006566.00656 2 3.23 0.1713 1434.23 1433.4 2 77.27273 2 K.GEDEEENNLEVR.E 90 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009398.00939 2 5.0437 0.4533 1654.07 1654.9 1 81.25 7 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.013724.01372 2 4.8691 0.294 1661.79 1660.9 1 78.57143 8 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011422.01142 2 5.0163 0.4628 2699.31 2698.1 1 47.727272 2 R.APDELHYTYLDTFGRPVIVAYKK.N 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006170.0061 1 2.0936 0.1381 1011.32 1012.1 8 71.42857 2 K.DTYIENEK.L 580 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011388.01138 3 3.1908 0.2035 2696.03 2698.1 1 28.40909 1 R.APDELHYTYLDTFGRPVIVAYKK.N 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009863.0098 2 2.8035 0.1949 1801.89 1798.9 3 50 1 R.APDELHYTYLDTFGR.P 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.005462.00546 2 2.2339 0.1245 1018.29 1018.1 1 92.85714 2 R.HFDETVNR.Y 495 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009704.0097 2 3.5535 0.1832 1303.31 1302.5 1 81.818184 2 K.ALTSEIALLQSR.L 525 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011240.0112 3 5.9528 0.4888 2572.07 2569.9 1 36.904762 3 R.APDELHYTYLDTFGRPVIVAYK.K 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011187.0111 2 4.9512 0.5453 2569.45 2569.9 1 52.380955 7 R.APDELHYTYLDTFGRPVIVAYK.K 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_PK_111.011104.011 2 2.7026 0.1737 1556.49 1555.7 2 53.333336 1 V.TAEVVLAHLGGGSTSR.A 50 1 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_103.014952.014952.2 2 4.4308 0.2659 1662.89 1660.9 1 75 2 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4035.403 2 5.0086 0.4527 2998.5 2999.3 1 47.916664 2 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_108.010486.010486.2 2 3.011 0.4118 1653.49 1654.9 1 53.125 2 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2810.281 2 3.4506 0.2391 1950.98 1951.1 1 56.25 3 K.LGNPTRSEDLLDYGPFR.D 188 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012585.0125 3 5.6778 0.3885 2884.07 2884.3 1 31.25 11 K.ISVIVETVYTHVLHPYPTQITQSEK.Q 127 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_105.015594.015594.2 2 3.1226 0.2737 1295.57 1294.4 2 75 1 R.LKTEGSDLCDR.V 537 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3439.34 2 3.4434 0.2252 1660.22 1660.9 1 60.714287 3 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_111.014581.014581.2 2 5.7087 0.4692 3002.29 2999.3 1 50 3 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_109.012991.012991.3 3 4.2997 0.4097 2571.53 2569.9 1 34.523808 2 R.APDELHYTYLDTFGRPVIVAYK.K 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4027.402 3 4.8238 0.3319 2999.25 2999.3 1 32.291664 2 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.012086.0120 2 3.6932 0.3126 1744.33 1745 2 64.28571 1 K.VACITEQVLTLVNKR.I 475 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013244.0132 3 6.058 0.3398 2198.09 2198.5 1 50 11 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_111.014543.014543.3 3 4.7538 0.4121 3002.15 2999.3 1 39.583336 1 K.THYIVGYNLPSYEYLYNLGDQYALK.M 328 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_108.011726.011726.2 2 5.4966 0.4375 2010.81 2011.3 1 81.25 3 K.VHYENNSPFLTITSMTR.V 216 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_110.013434.013434.2 2 3.4907 0.3258 1743.65 1745 2 57.14286 1 K.VACITEQVLTLVNKR.I 475 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2400.240 2 4.6423 0.3509 1656.7 1654.9 1 56.25 2 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_112.013630.013630.3 3 5.5746 0.3395 2198.21 2198.5 1 50 2 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_112.013633.013633.2 2 3.6423 0.1385 2200.73 2198.5 1 55.88235 1 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_105.010572.010572 2 3.3239 0.2046 1435.83 1436.6 1 81.818184 2 K.NIEIDSPYEISR.A 380 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_110.012115.012115.2 2 4.966 0.5593 2697.39 2698.1 1 50 5 R.APDELHYTYLDTFGRPVIVAYKK.N 392 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2455.24 2 3.0603 0.2873 1654.49 1654.9 4 50 1 K.VTAEVVLAHLGGGSTSR.A 49 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_114.012684.012684.3 3 5.5749 0.436 2882.24 2884.3 1 33.333336 6 K.ISVIVETVYTHVLHPYPTQITQSEK.Q 127 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2484.248 2 3.94 0.1323 1302.47 1302.5 1 86.36364 1 K.ALTSEIALLQSR.L 525 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3566.356 2 4.0105 0.3102 1660.5 1660.9 1 67.85714 3 R.ATSFLLALEPELEAR.L 66 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.011037.0110 2 4.8447 0.4753 2009.57 2011.3 1 75 10 K.VHYENNSPFLTITSMTR.V 216 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.012428.0124 2 2.7187 0.1591 2200.47 2198.5 1 50 1 K.NLVEQHIQDIVVHYTFNK.V 415 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.012584.0125 2 3.2102 0.1324 1589.03 1588.9 1 69.230774 1 K.VACITEQVLTLVNK.R 475 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007431.0074 1 2.8649 0.1802 966.66 965.18 1 68.75 2 R.LAHLGVQVK.G 81 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2476.247 1 2.5393 0.2597 1301.61 1302.5 1 63.636364 4 K.ALTSEIALLQSR.L 525 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_NT_lymphocytes_Ti_108.013460.013460.2 2 3.9853 0.3516 1992.13 1992.2 1 59.375 6 R.FVDHVFDEQVIDSLTVK.I 355 2 *
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011475.0114 3 3.4292 0.2272 2697.74 2698.1 1 28.40909 1 R.APDELHYTYLDTFGRPVIVAYKK.N 392 2 *
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29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_002941.1| gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapiens] 40 337 52.7 607 68569 6.4 HsSD-NE_PHA_lymphocytes_PK_106.016182.016182 2 4.3126 0.4175 2441.65 2441.7 1 50 1 R.APDELHYTYLDTFGRPVIVAY.K 392 1 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_107.012173.012173 1 3.0595 0.3055 1302.54 1301.5 1 63.636364 4 D.SKPVNLGLWDTA.G 48 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_110.015700.015700 2 3.415 0.3774 2646.03 2644.9 3 34.090908 2 D.SKPVNLGLWDTAGQEDYDRLRPL.S 48 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_113.013042.013042 1 2.4608 0.4121 1560.08 1560.8 1 53.846157 1 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_Ti_105.008768.008768 2 3.4988 0.2787 1560.61 1560.8 1 73.07692 6 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_110.012730.012730 2 3.1543 0.238 1014.29 1014.2 1 87.5 3 D.SKPVNLGLW.D 48 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_110.017634.017634 2 3.6502 0.2577 1664.83 1663 1 69.230774 3 R.LRPLSYPQTDVFLI.C 67 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_107.015173.015173 3 3.5341 0.3534 2857.19 2859.2 2 28.125 1 M.VDSKPVNLGLWDTAGQEDYDRLRPL.S 46 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_109.018397.018397 2 3.0286 0.1983 1972.97 1974.2 1 50 1 K.TVFDEAIRAVLCPQPTR.Q 167 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_110.011653.011653 1 2.8868 0.2154 1201.51 1201.5 3 60.000004 5 K.KLAPITYPQGL.A 133 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_111.015077.015077 2 3.8388 0.4476 1821.73 1823.1 1 71.42857 4 R.LRPLSYPQTDVFLIC.F 67 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_111.020534.020534 2 3.635 0.2873 1972.81 1970.3 1 60.000004 8 R.LRPLSYPQTDVFLICF.S 67 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_Ti_108.008601.008601 3 3.1382 0.1736 1562.03 1560.8 2 50 1 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_108.012536.012536 2 2.6725 0.2186 1437.49 1436.7 1 77.27273 1 R.LRPLSYPQTDVF.L 67 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.010280.010280 2 4.035 0.3843 1583.77 1584.9 1 75 2 K.KLAPITYPQGLALAK.E 133 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_PK_106.008130.0081 1 1.9552 0.2268 1001.5 1002.2 1 55 1 C.VVVGDGAVGKT.C 7 0
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009640.0096 2 3.7137 0.3191 1587.61 1584.9 1 71.42857 3 K.KLAPITYPQGLALAK.E 133 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_PK_107.008529.0085 2 2.6062 0.3171 1323.51 1322.4 7 62.5 1 K.CVVVGDGAVGKTC.L 6 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009638.00963 2 3.3552 0.3986 1457.47 1456.8 2 61.538464 3 K.LAPITYPQGLALAK.E 134 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010124.01012 2 2.815 0.1551 1560.49 1560.8 1 69.230774 4 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010216.01021 2 4.7782 0.4406 1950.43 1950.1 1 81.25 2 K.PVNLGLWDTAGQEDYDR.L 50 2
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 57 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_PK_106.009482.0094 2 4.0249 0.3009 1470.41 1469.5 1 90.909096 3 A.LWDTAGQEDYDR.L 55 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_Ti_114.013715.01371 3 3.7565 0.2451 3276.62 3273.7 2 24.074074 1 R.LRPLSYPQTDVFLICFSLVSPASYENVR.A 67 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010162.01016 1 3.0788 0.4517 1561.97 1560.8 1 53.846157 2 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006666.0066 1 2.6402 0.2136 1060.29 1061.2 1 75 1 K.CVVVGDGAVGK.T 6 2
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_PK_112.012806.012 2 3.1961 0.2033 1664.67 1663 2 57.692307 1 R.LRPLSYPQTDVFLI.C 67 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009752.0097 2 3.4807 0.3761 1458.55 1456.8 1 69.230774 2 K.LAPITYPQGLALAK.E 134 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_PK_106.007875.0078 1 2.0292 0.2029 901.47 901.05 7 61.11111 1 C.VVVGDGAVGK.T 7 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007949.0079 1 2.1376 0.1684 951.63 951.07 4 71.42857 1 K.TVFDEAIR.A 167 2
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2581.258 2 3.6228 0.3362 1584.5 1584.9 1 67.85714 2 K.KLAPITYPQGLALAK.E 133 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010406.0104 2 3.1327 0.1276 1561.53 1560.8 1 69.230774 4 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_104.011189.011189.1 1 2.2757 0.1736 1457.78 1456.8 1 57.692307 1 K.LAPITYPQGLALAK.E 134 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_106.014177.014177 2 2.6941 0.2358 1745.65 1746 1 60.000004 1 N.VMVDSKPVNLGLWDTA.G 44 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.012696.012696 1 3.06 0.4188 1515.88 1515.7 1 53.846157 2 M.VDSKPVNLGLWDTA.G 46 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_108.010517.010517.2 2 3.1286 0.1703 1585.37 1584.9 1 67.85714 3 K.KLAPITYPQGLALAK.E 133 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_PK_106.009795.009795. 2 2.8151 0.2472 1469.61 1469.6 5 62.5 2 C.FSLVSPASYENVR.A 82 1 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010322.0103 1 3.5411 0.3641 1562.76 1560.8 1 57.692307 3 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2622.262 2 3.0783 0.287 1456.48 1456.8 1 69.230774 2 K.LAPITYPQGLALAK.E 134 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.011908.011908 2 3.8902 0.45 2377.87 2379.5 1 50 2 M.VDSKPVNLGLWDTAGQEDYDR.L 46 1 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.012674.012674 2 2.8368 0.2395 1514.67 1515.7 4 57.692307 1 M.VDSKPVNLGLWDTA.G 46 0 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_104.011852.011852.2 2 5.0027 0.4875 1952.93 1950.1 1 78.125 4 K.PVNLGLWDTAGQEDYDR.L 50 2
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_102.011139.011139.2 2 3.0456 0.1903 1456.61 1456.8 5 57.692307 1 K.LAPITYPQGLALAK.E 134 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.010338.010338 2 2.891 0.186 1021.83 1020.2 5 87.5 1 T.VFDEAIRAV.L 168 0
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010257.0102 3 3.6404 0.2402 1560.95 1560.8 1 48.076923 1 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.008258.008258 2 3.2371 0.2811 1162.03 1162.3 1 86.36364 2 C.VVVGDGAVGKTC.L 7 0
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_PHA_lymphocytes_PK_105.008081.00808 1 2.3202 0.3 900.51 901.05 3 66.66667 2 C.VVVGDGAVGK.T 7 1
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_112.011543.011543.1 1 3.331 0.3772 1560.86 1560.8 1 53.846157 7 R.HHCPSTPIILVGTK.L 103 2 *
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_002863.1| gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin substrate 2 [Homo sapiens] 32 114 57.3 192 21429 7.6 HsSD-NE_NT_lymphocytes_Ti_112.011814.011814.2 2 3.0623 0.3236 1558.47 1560.8 1 69.230774 3 R.HHCPSTPIILVGTK.L 103 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_108.010586.010586 2 2.9004 0.211 1772.85 1771 3 57.14286 1 A.GEHLKTDLLLEPYNK.Y 285 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_108.019370.019370 2 4.5147 0.3543 2232.41 2233.4 1 68.75 80 L.EQEEYQREGIEWNFIDF.G 488 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.013058.013058 2 4.0951 0.3376 1615.43 1616 1 75 7 R.VISGVLQLGNIVFKK.E 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.017752.017752 2 2.9764 0.1934 1326.81 1328.6 3 75 2 E.LWKDVDRIIGL.D 611 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_110.011604.011604 2 3.5003 0.243 2100.41 2099.4 2 41.666664 1 L.LSGAGEHLKTDLLLEPYNK.Y 281 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.008109.008109 2 2.4157 0.145 1537.53 1538.7 1 62.5 2 K.DKADFCIIHYAGK.V 564 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_112.011085.011085 3 5.2034 0.453 2200.22 2200.5 1 45.588234 20 K.KRHEMPPHIYAITDTAYR.S 142 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.015313.015313 2 2.6774 0.1659 1398.71 1397.6 2 72.72727 1 Y.SGLFCVVINPYK.Q 114 1
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.015935.015935 2 5.8238 0.4526 2616.15 2616.9 1 54.347824 2 R.KLEGDSTDLSDQIAELQAQIAELK.M 1052 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.010383.010383 3 3.1218 0.083 1572.92 1572.8 3 48.076923 1 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.013389.013389 2 5.3977 0.4299 1947.21 1947.1 1 73.52941 6 K.LQVELDNVTGLLSQSDSK.S 1278 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.011446.011446 2 3.9439 0.1321 1754.57 1753 1 71.42857 2 R.LTEMETLQSQLMAEK.L 868 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008573.008573 2 5.2667 0.3746 1889.37 1890.1 1 89.28571 7 K.KLEEEQIILEDQNCK.L 975 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.018046.018046 3 4.2617 0.2504 2603.03 2600 1 34.523808 1 C.VVINPYKNLPIYSEEIVEMYKG.K 119 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.018136.018136 2 3.7877 0.1581 2600.19 2600 1 47.61905 2 C.VVINPYKNLPIYSEEIVEMYKG.K 119 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.018199.018199 2 4.6625 0.2942 2542.85 2543 1 57.5 4 C.VVINPYKNLPIYSEEIVEMYK.G 119 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.006632.006632 2 2.8664 0.2798 1226.55 1224.4 1 80 2 R.AGVLAHLEEER.D 765 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.011482.011482 2 6.3736 0.3929 2472.69 2473.6 1 62.5 6 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_113.010425.010425 2 4.0501 0.4109 2199.05 2200.5 1 58.823532 20 K.KRHEMPPHIYAITDTAYR.S 142 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011592.011592 1 4.4314 0.5001 1572.92 1572.8 1 69.230774 2 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.018632.018632 2 4.2556 0.377 2701.73 2703.1 1 47.61905 2 F.CVVINPYKNLPIYSEEIVEMYK.G 118 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.017125.017125 2 3.2393 0.2401 2342.55 2344.7 1 50 2 V.INPYKNLPIYSEEIVEMYK.G 121 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_113.011105.011105 2 2.3825 0.1862 1482.45 1479.7 1 66.66667 1 K.VIQYLAYVASSHK.S 187 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.016399.016399 2 3.1374 0.4001 1955.65 1957.2 3 50 3 L.FCVVINPYKNLPIYSE.E 117 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.010792.010792 2 5.7472 0.3226 2000.71 1999.2 1 87.5 4 K.KANLQIDQINTDLNLER.S 1754 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_115.001781.00178 3 5.3246 0.3623 4431.17 4431.9 1 24.324326 7 L.EQEEYQREGIEWNFIDFGLDLQPCIDLIEKPAGPPGIL.A 488 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.008502.008502 2 3.7487 0.2943 1588.45 1586.8 1 87.5 2 K.NKHEAMITDLEER.L 1023 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.009470.009470 3 4.0969 0.4423 1607.39 1607.9 1 50 3 K.KVIQYLAYVASSHK.S 186 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_110.013120.013120 2 4.9494 0.3959 2022.65 2024.2 1 63.333332 4 L.CINYTNEKLQQLFNHT.M 468 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.007815.007815 2 3.7024 0.3077 1871.13 1870 1 53.333336 3 R.IAEFTTNLTEEEEKSK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011883.011883 2 3.5055 0.2196 1572.41 1572.8 1 65.38461 4 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.008886.008886 3 3.7279 0.3652 2072.06 2072.3 3 39.0625 3 K.RHEMPPHIYAITDTAYR.S 143 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.011955.011955 2 2.7184 0.088 1556.55 1553.7 3 66.66667 1 K.ITDVIIGFQACCR.G 779 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_108.002024.002024 2 2.7269 0.1535 2853.69 2854.3 6 30.000002 1 W.NFIDFGLDLQPCIDLIEKPAGPPGIL.A 500 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.013634.013634 3 4.7346 0.3188 2790.5 2790.1 1 33 7 K.SGFEPASLKEEVGEEAIVELVENGKK.V 39 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_108.013504.013504 2 4.7788 0.3941 1856.33 1857.2 1 85.71429 7 Y.KNLPIYSEEIVEMYK.G 125 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.003063.003063 2 3.4728 0.215 2502.09 2502.7 1 47.5 6 K.LQLQEQLQAETELCAEAEELR.A 883 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_112.010762.010762 2 2.955 0.0806 2073.33 2072.3 2 46.875 3 K.RHEMPPHIYAITDTAYR.S 143 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.015406.015406 2 3.6247 0.3358 1489.59 1487.8 1 76.92308 10 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_107.009424.009424 2 3.6356 0.3048 1454.27 1454.6 1 72.72727 2 L.AHLEEERDLKIT.D 769 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.015795.015795 2 3.9945 0.3289 2772.15 2773.1 1 43.75 1 R.RKLEGDSTDLSDQIAELQAQIAELK.M 1051 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_114.013107.013107 2 5.3585 0.444 1996.91 1997.3 1 78.125 4 R.TFHIFYYLLSGAGEHLK.T 273 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_107.020063.020063 2 3.0521 0.2515 1928.49 1930.3 3 40.625 1 E.LWKDVDRIIGLDQVAGM.S 611 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.018201.018201 2 4.7116 0.4184 2386.79 2386.7 1 55 25 R.INFDVNGYIVGANIETYLLEK.S 241 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_111.012025.012025 1 2.3586 0.2143 1205.68 1205.5 2 63.636364 2 D.LIEKPAGPPGIL.A 514 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_109.017346.017346 1 2.2825 0.183 1327.58 1328.6 2 60.000004 1 E.LWKDVDRIIGL.D 611 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.012983.012983 2 4.2938 0.3957 2289.09 2287.6 1 52.63158 1 K.VEDMAELTCLNEASVLHNLK.D 83 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.007995.007995 2 3.172 0.196 1540.75 1541.8 1 75 2 R.KKVEAQLQELQVK.F 1248 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008194.0081 2 3.828 0.2145 1700.01 1697.8 1 71.42857 2 K.MEDSVGCLETAEEVK.R 1373 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013530.01353 2 3.8158 0.3196 1953.31 1951.1 1 63.333332 2 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012353.0123 2 4.3544 0.3407 1948.35 1947.1 1 61.764706 2 K.LQVELDNVTGLLSQSDSK.S 1278 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007480.00748 2 3.2838 0.216 2247.41 2246.4 2 44.736843 2 K.RQAQQERDELADEIANSSGK.G 1697 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007497.00749 2 4.3103 0.448 1981.37 1982.2 1 75 2 K.KMEDSVGCLETAEEVKR.K 1372 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012353.01235 2 3.661 0.2339 2468.75 2468.8 1 52.77778 2 K.LQQLFNHTMFILEQEEYQR.E 476 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.014774.0147 3 5.8548 0.3555 2494.79 2494.6 1 38.75 1 K.DFSALESQLQDTQELLQEENR.Q 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.014769.01476 3 3.323 0.1485 2773.52 2773.1 1 33.333336 1 R.RKLEGDSTDLSDQIAELQAQIAELK.M 1051 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007710.00771 2 3.55 0.3154 1226.31 1224.4 1 85 2 R.AGVLAHLEEER.D 765 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012041.01204 2 4.1843 0.3243 2305.65 2304.5 2 50 2 K.IRELESQISELQEDLESER.A 1106 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008542.00854 2 2.3183 0.1925 1295.53 1295.4 3 65 1 K.ADFCIIHYAGK.V 566 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012029.0120 2 5.4576 0.39 1964.37 1963.1 1 75 1 K.TQLEELEDELQATEDAK.L 1539 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.013881.01388 2 3.895 0.1814 2020.99 2019.4 1 57.894737 1 R.IIGLDQVAGMSETALPGAFK.T 618 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007697.0076 3 3.3643 0.0938 2246.3 2246.4 1 32.894737 1 K.RQAQQERDELADEIANSSGK.G 1697 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013976.0139 2 3.484 0.318 2018.91 2019.4 1 47.368423 1 R.IIGLDQVAGMSETALPGAFK.T 618 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012386.01238 2 3.2579 0.1213 1616.75 1616 2 64.28571 1 R.VISGVLQLGNIVFKK.E 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.014453.01445 2 4.815 0.2399 1490.31 1487.8 1 80.769226 8 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010631.01063 2 4.9783 0.4 1610.57 1607.9 1 80.769226 1 K.KVIQYLAYVASSHK.S 186 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.012060.0120 2 2.7685 0.2389 1731.67 1729 4 53.846157 1 K.NLPIYSEEIVEMYK.G 126 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010634.01063 3 4.4023 0.4204 1608.2 1607.9 1 61.538464 2 K.KVIQYLAYVASSHK.S 186 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.020730.0207 2 5.0603 0.5081 3019.97 3019.2 1 46.153847 2 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009219.00921 2 3.967 0.4448 1478.59 1479.7 1 79.16667 4 K.VIQYLAYVASSHK.S 187 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012021.01202 3 4.1333 0.2343 2035.52 2035.1 1 45.3125 1 R.ELESQISELQEDLESER.A 1108 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009290.00929 3 3.7302 0.2509 1841.06 1841 3 45 1 K.HSQAVEELAEQLEQTK.R 1194 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011960.01196 2 5.6838 0.4867 2034.65 2035.1 1 75 4 R.ELESQISELQEDLESER.A 1108 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010904.01090 2 4.8909 0.3531 1674.43 1673.9 1 82.14286 2 K.NFINNPLAQADWAAK.K 15 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011571.01157 2 3.2875 0.352 1575.55 1572.8 1 76.92308 1 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011924.01192 2 5.4322 0.4379 1948.89 1947.1 1 67.64706 2 K.LQVELDNVTGLLSQSDSK.S 1278 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008562.0085 2 2.9539 0.3009 1917.77 1916.2 4 50 1 R.HEMPPHIYAITDTAYR.S 144 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.016436.0164 3 4.1222 0.1621 2490.29 2488.7 1 34.090908 1 K.LEGDSTDLSDQIAELQAQIAELK.M 1053 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011780.01178 2 6.5973 0.459 1965.25 1963.1 1 81.25 1 K.TQLEELEDELQATEDAK.L 1539 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010703.01070 2 3.5312 0.1534 1158.47 1156.4 3 88.88889 2 R.RGDLPFVVPR.R 1923 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.008210.00821 2 4.836 0.3313 1654.41 1654.8 1 80.769226 1 R.IAEFTTNLTEEEEK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.014144.0141 3 4.8688 0.3038 2772.62 2773.1 4 30.208334 3 R.RKLEGDSTDLSDQIAELQAQIAELK.M 1051 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.019766.01976 3 4.58 0.2851 3019.91 3019.2 1 30.769232 1 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_PK_114.014895.0148 2 3.8853 0.2588 2217.67 2217.6 1 50 3 F.GLDLQPCIDLIEKPAGPPGIL.A 505 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_PK_106.009507.0095 2 4.9025 0.3115 1593.21 1591.6 1 83.33333 2 Q.ELEEQLEEEESAR.Q 947 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014865.01486 3 3.0741 0.1329 2494.46 2494.6 1 32.5 1 K.DFSALESQLQDTQELLQEENR.Q 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008906.0089 2 4.4796 0.221 1657.45 1654.8 2 69.230774 2 R.IAEFTTNLTEEEEK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009081.0090 2 3.916 0.1739 1156.55 1156.4 3 88.88889 5 R.RGDLPFVVPR.R 1923 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011650.01165 1 2.2249 0.4524 1572.91 1572.8 1 50 2 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010607.0106 2 3.9328 0.3183 2472.61 2473.6 1 47.5 4 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.015648.01564 2 4.0254 0.3484 2619.35 2616.9 1 41.304348 1 R.KLEGDSTDLSDQIAELQAQIAELK.M 1052 2 *
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31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.015428.01542 3 5.0429 0.2524 2618.51 2616.9 1 41.304348 2 R.KLEGDSTDLSDQIAELQAQIAELK.M 1052 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.014514.01451 1 3.3242 0.2917 1489.03 1487.8 1 61.538464 1 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011079.01107 2 3.9884 0.3518 2130.29 2127.3 1 55.555557 1 K.NMDPLNDNIATLLHQSSDK.F 588 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010365.01036 2 5.7588 0.3611 2474.45 2473.6 1 62.5 3 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014871.01487 2 3.1706 0.2623 2493.01 2494.6 1 50 1 K.DFSALESQLQDTQELLQEENR.Q 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.014042.0140 2 3.1227 0.3491 1487.97 1487.8 1 69.230774 2 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.019952.01995 2 5.0189 0.4236 3020.87 3019.2 1 48.076923 1 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.014104.0141 1 3.2858 0.2014 1489.35 1487.8 3 57.692307 2 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.019304.01930 2 2.9668 0.2544 2110.27 2111.4 1 47.22222 1 K.PAGPPGILALLDEECWFPK.A 518 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_PK_110.009968.0099 2 3.2079 0.1729 1448.79 1448.5 1 77.27273 2 Q.ISELQEDLESER.A 1113 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_108.012603.012603.2 2 4.0179 0.4629 3011.13 3012.4 1 34 1 R.FLSNGHVTIPGQQDKDMFQETMEAMR.I 302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_103.013268.013268.2 2 6.2234 0.4751 1948.79 1947.1 1 79.411766 13 K.LQVELDNVTGLLSQSDSK.S 1278 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_109.016102.016102.2 2 2.7004 0.1289 1554.77 1553.7 1 70.83333 7 K.ITDVIIGFQACCR.G 779 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.018526.018526.3 3 5.4917 0.1155 2491.64 2488.7 1 40.909092 1 K.LEGDSTDLSDQIAELQAQIAELK.M 1053 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1676.167 2 4.163 0.4446 1725.43 1725.8 1 71.42857 1 R.NAEQYKDQADKASTR.L 1857 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_108.012571.012571.3 3 5.2912 0.4011 3012.14 3012.4 1 35 2 R.FLSNGHVTIPGQQDKDMFQETMEAMR.I 302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1855.18 2 2.7736 0.2055 1260.05 1260.5 6 70 1 R.VRTELADKVTK.L 1267 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.009502.009502 2 6.0044 0.355 1890.29 1890.1 1 89.28571 2 K.KLEEEQIILEDQNCK.L 975 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3099.309 2 4.7536 0.4032 2303.97 2304.5 1 52.77778 2 K.IRELESQISELQEDLESER.A 1106 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_103.015903.015903 2 3.5085 0.287 1410.05 1408.6 1 80 6 L.ALLDEECWFPK.A 526 1
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_103.018137.018137.2 2 5.7617 0.367 2490.93 2488.7 1 56.81818 3 K.LEGDSTDLSDQIAELQAQIAELK.M 1053 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_103.020217.020217 2 2.9543 0.2484 1270.23 1270.4 3 72.22222 2 R.EGIEWNFIDF.G 495 1
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.5027.50 3 4.6657 0.3099 3020.64 3019.2 1 30.769232 4 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1653.16 2 4.3533 0.2106 1490.12 1488.6 1 86.36364 2 K.RQLEEAEEEAQR.A 1877 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1613.16 2 4.2601 0.3161 1725.74 1725.8 1 71.42857 2 R.NAEQYKDQADKASTR.L 1857 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2806.28 2 5.3181 0.36 2303.15 2304.5 1 69.44444 1 K.IRELESQISELQEDLESER.A 1106 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_108.013215.013215.2 2 3.6641 0.2434 1617.97 1616 2 60.714287 2 R.VISGVLQLGNIVFKK.E 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.5036.50 2 4.8747 0.4037 3018.38 3019.2 1 44.230766 2 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3606.360 2 5.5435 0.292 2493.75 2494.6 1 65 3 K.DFSALESQLQDTQELLQEENR.Q 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1994.19 2 3.4439 0.0874 1377.86 1378.6 1 63.636364 1 R.TVGQLYKEQLAK.L 645 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_105.015939.015939.2 2 3.7059 0.296 1224.33 1224.4 1 90 1 R.AGVLAHLEEER.D 765 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2478.247 2 4.477 0.2053 1998.57 1999.2 1 56.25 1 K.KANLQIDQINTDLNLER.S 1754 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1740.174 2 3.5181 0.1707 1332.36 1332.4 1 85 1 R.QLEEAEEEAQR.A 1878 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.008642.008642 2 4.7168 0.1921 1855.75 1856 1 67.85714 2 R.EQLEEEEEAKHNLEK.Q 1343 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_108.019886.019886.2 2 3.5468 0.4262 2109.15 2111.4 1 58.333332 2 K.PAGPPGILALLDEECWFPK.A 518 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.4036.40 3 3.0407 0.1358 2208.4 2208.4 8 38.235294 1 K.TRLQQELDDLLVDLDHQR.Q 1416 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_107.015432.015432.2 2 3.7811 0.2167 2051.83 2050.3 1 58.823532 1 K.SMEAEMIQLQEELAAAER.A 1677 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.009934.009934 2 3.4379 0.3481 1768.61 1770.9 1 73.07692 1 K.KQELEEICHDLEAR.V 910 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_112.012203.012203.2 2 3.268 0.2415 1702.65 1704 1 64.28571 1 K.KAGKLDPHLVLDQLR.C 679 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1812.181 2 4.4183 0.3621 1844.32 1845.1 1 70 3 R.ASREEILAQAKENEKK.L 1659 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2084.208 2 4.2029 0.3845 1869.87 1870 1 60.000004 1 R.IAEFTTNLTEEEEKSK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.007852.007852.2 2 4.5435 0.2636 1856.63 1856 1 67.85714 2 R.EQLEEEEEAKHNLEK.Q 1343 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3648.365 2 4.8759 0.3864 2751.02 2750.9 1 40.909092 2 K.DFSALESQLQDTQELLQEENRQK.L 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3654.365 3 4.3825 0.2726 2751.56 2750.9 1 35.227272 2 K.DFSALESQLQDTQELLQEENRQK.L 1302 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_109.012403.012403.2 2 4.0407 0.3843 1575.35 1572.8 1 80.769226 7 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_109.012233.012233.1 1 4.4222 0.3939 1574.03 1572.8 1 69.230774 9 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5628.562 3 5.1171 0.3426 3019.59 3019.2 1 31.730768 4 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3195.31 3 4.0716 0.1437 1950.9 1951.1 1 50 1 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012182.012182 2 5.3102 0.3575 1864.67 1863 1 81.25 2 R.KLEGDSTDLSDQIAELQ.A 1052 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_114.010856.010856.2 2 2.7231 0.169 2074.59 2072.3 1 53.125 2 K.RHEMPPHIYAITDTAYR.S 143 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.012848.012848 2 4.6166 0.3447 1671.65 1671.9 1 66.66667 2 L.CINYTNEKLQQLF.N 468 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4158.415 2 4.6368 0.3466 2616.97 2616.9 1 45.652176 2 R.KLEGDSTDLSDQIAELQAQIAELK.M 1052 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2668.266 2 5.3815 0.3799 1870.21 1871.1 1 76.666664 3 K.ANLQIDQINTDLNLER.S 1755 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_105.002528.002528.2 2 5.2733 0.43 2505.33 2502.7 1 60.000004 146 K.LQLQEQLQAETELCAEAEELR.A 883 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.013425.013425 2 3.0818 0.2107 1433.09 1433.7 4 65.38461 2 C.IDLIEKPAGPPGIL.A 512 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1752.175 2 3.1119 0.1861 1261.62 1260.5 1 85 1 R.VRTELADKVTK.L 1267 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3886.388 2 5.0348 0.336 1487.64 1487.8 1 80.769226 5 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3918.391 1 3.6525 0.3608 1486.64 1487.8 1 61.538464 1 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5680.568 2 5.0129 0.4214 3018.05 3019.2 1 44.230766 4 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_107.014597.014597.2 2 5.0722 0.295 1487.57 1487.8 1 80.769226 10 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011414.011414 2 2.9895 0.2982 1224.17 1224.3 5 81.25 1 L.LDEECWFPK.A 528 1
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1822.182 3 4.7176 0.2934 1845.37 1845.1 2 41.666664 4 R.ASREEILAQAKENEKK.L 1659 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011626.011626.2 2 5.4375 0.3938 1872.69 1871.1 1 76.666664 4 K.ANLQIDQINTDLNLER.S 1755 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011748.011748.2 2 5.2052 0.2948 1755.57 1753 1 78.57143 1 R.LTEMETLQSQLMAEK.L 868 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1987.198 1 2.9711 0.1906 1194.4 1195.4 1 65 1 K.YKASITALEAK.I 1805 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_115.010629.010629.3 3 3.4792 0.2581 2075 2072.3 1 45.3125 1 K.RHEMPPHIYAITDTAYR.S 143 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1960.196 1 3.3947 0.2161 1377.47 1378.6 4 63.636364 1 R.TVGQLYKEQLAK.L 645 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_105.003279.003279.3 3 3.9054 0.1921 2505.29 2502.7 1 32.5 1 K.LQLQEQLQAETELCAEAEELR.A 883 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1958.195 2 3.9827 0.2439 1378.18 1378.6 1 72.72727 3 R.TVGQLYKEQLAK.L 645 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3183.31 2 5.6197 0.3955 1949.86 1951.1 1 80 6 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1867.186 2 4.0455 0.2642 1715.83 1716.9 1 60.714287 1 R.ASREEILAQAKENEK.K 1659 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.015122.015122 2 3.2148 0.1865 2304.11 2304.5 3 44.444447 1 K.IRELESQISELQEDLESER.A 1106 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2651.26 2 5.8233 0.4176 2472.73 2473.6 1 65 1 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2612.26 2 4.528 0.4773 1870.27 1871.1 1 63.333332 1 K.ANLQIDQINTDLNLER.S 1755 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.014025.014025 2 5.4996 0.3409 2335.73 2334.5 1 66.66667 1 K.MQQNIQELEEQLEEEESAR.Q 941 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_112.013535.013535.2 2 4.8211 0.3418 2467.81 2468.8 1 58.333332 4 K.LQQLFNHTMFILEQEEYQR.E 476 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_112.014112.014112.1 1 3.4206 0.273 1487.98 1487.8 1 65.38461 18 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013726.013726 2 3.0603 0.165 1947.85 1947 1 53.333336 1 Q.NIQELEEQLEEEESAR.Q 944 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_105.015683.015683.1 1 2.5951 0.1432 1242.62 1243.4 1 72.22222 1 K.THEAQIQEMR.Q 1182 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_109.013730.013730.2 2 3.1092 0.3203 2302.79 2304.5 1 50 1 K.IRELESQISELQEDLESER.A 1106 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.008938.008938 1 3.0299 0.224 1454.78 1454.6 1 54.545456 2 L.AHLEEERDLKIT.D 769 0
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.021748.021748.2 2 5.5438 0.4832 3021.27 3019.2 1 51.923077 10 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1938.193 2 4.0892 0.2279 1929.77 1930.1 1 56.25 2 K.AKQTLENERGELANEVK.V 1218 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.021306.021306.2 2 2.7872 0.2085 1952.39 1951.1 1 60.000004 1 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2722.272 2 6.4719 0.3978 2472.75 2473.6 1 60.000004 6 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.009060.009060.2 2 3.7773 0.2782 1872.65 1870 1 56.666668 1 R.IAEFTTNLTEEEEKSK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2986.298 2 4.3408 0.3644 1616.26 1616 1 67.85714 2 R.VISGVLQLGNIVFKK.E 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.008994.008994.2 2 3.088 0.2328 1891.51 1890.1 2 53.571426 1 K.KLEEEQIILEDQNCK.L 975 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2826.282 2 4.5522 0.3612 1573.19 1572.8 1 80.769226 2 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.008880.008880.2 2 4.5585 0.4156 2304.09 2301.5 1 52.499996 2 R.SMMQDREDQSILCTGESGAGK.T 160 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2856.285 2 5.1686 0.3287 2713.8 2714.9 1 43.18182 3 R.IAQLEEELEEEQGNTELINDRLK.K 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2859.285 3 4.0692 0.2186 2715.44 2714.9 2 31.818182 1 R.IAQLEEELEEEQGNTELINDRLK.K 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_104.012036.012036 2 3.8299 0.2625 1960.75 1961 1 56.666668 2 L.ESQLQDTQELLQEENR.Q 1307 1 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2609.260 2 3.7244 0.2021 1155.75 1156.4 1 94.44444 2 R.RGDLPFVVPR.R 1923 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3131.313 2 4.9912 0.4321 2034.42 2035.1 1 68.75 4 R.ELESQISELQEDLESER.A 1108 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.013443.013443 1 3.0365 0.4005 1433.86 1433.7 2 65.38461 4 C.IDLIEKPAGPPGIL.A 512 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2051.205 2 3.3731 0.1443 1817.56 1817 1 64.28571 1 K.IAQLEEQLDNETKER.Q 1816 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3358.335 2 5.0825 0.401 1950.11 1951.1 1 80 5 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_110.010414.010414.2 2 2.9108 0.2794 1916.71 1916.2 2 56.666668 2 R.HEMPPHIYAITDTAYR.S 144 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_106.014043.014043.2 2 4.3009 0.4347 2772.39 2773.1 1 45.833336 6 R.RKLEGDSTDLSDQIAELQAQIAELK.M 1051 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009173.009173.2 2 2.8062 0.1467 1530.49 1531.7 2 70.83333 2 K.IAQLEEQLDNETK.E 1816 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012446.012446.2 2 6.4413 0.358 2333.29 2334.5 1 66.66667 3 K.MQQNIQELEEQLEEEESAR.Q 941 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_107.001553.001553 2 3.6159 0.1924 2742.87 2740.2 1 35.416664 3 N.FIDFGLDLQPCIDLIEKPAGPPGIL.A 501 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.010278.010278.2 2 4.2925 0.2486 1923.61 1921 1 68.75 1 K.TELEDTLDSTAAQQELR.S 1146 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012543.012543.2 2 3.693 0.3675 2128.41 2127.3 6 38.88889 1 K.NMDPLNDNIATLLHQSSDK.F 588 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_110.016292.016292.3 3 5.0852 0.3656 2773.43 2773.1 1 35.416664 2 R.RKLEGDSTDLSDQIAELQAQIAELK.M 1051 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_106.012481.012481.3 3 5.1484 0.3771 2789.81 2790.1 1 32 1 K.SGFEPASLKEEVGEEAIVELVENGKK.V 39 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_106.018260.018260 2 5.1193 0.1867 2219.37 2217.6 1 67.5 13 F.GLDLQPCIDLIEKPAGPPGIL.A 505 0 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012212.012212.2 2 5.0397 0.3656 1674.75 1673.9 1 82.14286 2 K.NFINNPLAQADWAAK.K 15 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2801.28 2 3.3754 0.0941 1156.39 1156.4 3 88.88889 1 R.RGDLPFVVPR.R 1923 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013026.0130 3 5.3089 0.3608 1996.97 1997.3 1 53.125 3 R.TFHIFYYLLSGAGEHLK.T 273 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_108.011827.011827.3 3 3.6944 0.2125 1573.7 1572.8 2 53.846157 1 K.VSHLLGINVTDFTR.G 374 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013016.0130 2 4.3635 0.4883 1995.67 1997.3 1 68.75 4 R.TFHIFYYLLSGAGEHLK.T 273 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_PK_105.012663.012663. 2 2.8427 0.1533 2033.37 2035.1 5 40.625 1 R.ELESQISELQEDLESER.A 1108 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_111.012470.012470.2 2 4.1902 0.4452 1481.23 1479.7 1 79.16667 2 K.VIQYLAYVASSHK.S 187 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_110.021338.021338.2 2 3.1471 0.2139 2387.63 2386.7 8 37.5 5 R.INFDVNGYIVGANIETYLLEK.S 241 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_106.016929.016929.2 2 2.9815 0.4925 3015.31 3017.4 1 32 2 K.NMDPLNDNIATLLHQSSDKFVSELWK.D 588 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_106.000021.000021.3 3 5.2192 0.2766 3020.36 3019.2 1 33.653847 5 R.DLGEELEALKTELEDTLDSTAAQQELR.S 1136 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.013124.013124.2 2 6.481 0.46 1964.69 1963.1 1 78.125 2 R.TQLEELEDELQATEDAK.L 1539 2
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_104.011836.011836.2 2 6.2147 0.3777 2475.75 2473.6 1 62.5 7 R.IAQLEEELEEEQGNTELINDR.L 1731 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_PK_109.014955.014955. 2 3.2505 0.3256 1487.73 1487.8 2 57.692307 1 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_105.016734.016734.2 2 5.7566 0.4136 2615.91 2616.9 1 58.69565 6 R.KLEGDSTDLSDQIAELQAQIAELK.M 1052 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_101.008782.008782.2 2 2.9795 0.3417 1565.09 1566.6 1 61.538464 2 R.ELEDATETADAMNR.E 1899 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009770.009770.2 2 4.6137 0.2751 1657.39 1654.8 1 80.769226 10 R.IAEFTTNLTEEEEK.S 1001 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3703.37 2 4.3096 0.3578 1486.8 1487.8 1 73.07692 2 R.VISGVLQLGNIVFK.K 342 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.016094.016094 2 5.6149 0.3783 1952.71 1951.1 1 80 4 R.LQQELDDLLVDLDHQR.Q 1418 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009572.009572.2 2 2.7158 0.1766 1193.63 1194.3 8 77.77778 1 K.ALELDSNLYR.I 746 2 *
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NP_002464.1| gi|12667788|ref|NP_002464.1| "myosin, heavy polypeptide 9, non-muscle [Homo sapiens] " 127 860 49.5 1960 226530 5.6 HsSD-NE_PHA_lymphocytes_PK_105.016106.016106 3 4.3669 0.227 1953.11 1951.1 5 48.333332 1 R.LQQELDDLLVDLDHQR.Q 1418 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_115.013143.013143 2 4.4413 0.3408 3117.49 3117.4 1 38.46154 1 R.GRWPGSSLYYEVEILSHDSTSQLYTVK.Y 14 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_105.010286.010286 3 6.1068 0.431 2496.89 2497.8 1 46.25 5 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_112.013468.013468 3 6.3849 0.271 3117.74 3117.4 1 37.5 3 R.GRWPGSSLYYEVEILSHDSTSQLYTVK.Y 14 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_107.013468.013468 2 2.6801 0.1707 1200.87 1201.4 4 77.77778 1 F.CELRPGLIGW.V 387 0
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_114.013770.013770 2 3.8844 0.3162 2905.01 2904.2 1 35.416664 2 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.015413.015413 2 3.0883 0.293 1435.19 1434.7 1 77.27273 1 K.NLLVSGWWGFVR.H 533 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_108.016521.01652 1 2.7342 0.206 1511.59 1511.7 1 68.181816 2 K.YFCELRPGLIGW.V 385 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_109.016644.016644 2 3.5215 0.2328 1510.71 1511.7 1 77.27273 3 K.YFCELRPGLIGW.V 385 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.011116.011116 2 3.8494 0.3711 2205.73 2206.5 1 55.555557 1 K.DGTELELKENDIKPLTSFR.Q 43 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_Ti_104.010106.010106 2 4.7816 0.4145 2497.49 2497.8 1 60.000004 4 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.012993.01299 3 3.9199 0.271 3115.52 3117.4 1 30.769232 3 R.GRWPGSSLYYEVEILSHDSTSQLYTVK.Y 14 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009668.0096 2 4.4914 0.5112 2204.97 2206.5 1 61.11111 1 K.DGTELELKENDIKPLTSFR.Q 43 2 *
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32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.006916.00691 1 1.9896 0.1692 1196.29 1196.3 2 66.66667 1 K.YKDGTELELK.E 41 2
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_PK_115.013776.0137 2 2.7173 0.2225 1020.83 1021.1 1 87.5 1 M.DIIHDGFGF.M 446 0 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.006590.0065 2 3.4655 0.2582 1023.65 1021.2 1 87.5 2 R.KFADGEVVR.G 5 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.006580.0065 1 1.9753 0.1344 1020.47 1021.2 3 68.75 1 R.KFADGEVVR.G 5 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013934.0139 2 5.3744 0.4106 2033.29 2031.2 1 72.22222 15 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.004244.00424 2 2.4629 0.0886 1274.01 1271.4 2 77.27273 1 R.RSASASHQADIK.E 96 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009016.00901 2 4.6617 0.3962 2497.67 2497.8 1 52.499996 6 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_103.007876.00787 2 2.1446 0.1084 1157.73 1156.3 1 70 1 K.VVEGTPLIDGR.R 280 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.014462.01446 2 5.5808 0.4913 2032.55 2031.2 1 66.66667 15 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.010910.0109 3 3.211 0.3348 1657.4 1657 1 50 1 K.LTPLILKPFGNSISR.Y 117 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016946.01694 3 5.713 0.3498 2905.58 2904.2 1 38.541664 19 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009020.00902 3 4.2421 0.1721 2498.24 2497.8 7 33.75 1 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_PK_110.015129.015 2 3.6996 0.412 2032.61 2031.2 1 69.44444 2 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007888.0078 1 1.8734 0.21 963.74 963.12 1 78.57143 1 R.TFEVTPIR.A 196 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009189.00918 2 4.5143 0.3778 2206.51 2206.5 1 58.333332 2 K.DGTELELKENDIKPLTSFR.Q 43 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.006230.00623 2 2.9975 0.2262 1022.47 1021.2 1 87.5 6 R.KFADGEVVR.G 5 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.015276.01527 2 3.004 0.3605 2906.65 2904.2 1 35.416664 4 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011720.01172 2 3.7695 0.1538 1656.63 1657 1 67.85714 3 K.LTPLILKPFGNSISR.Y 117 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.013750.01375 2 4.6964 0.3493 1434.19 1434.7 1 90.909096 6 K.NLLVSGWWGFVR.H 533 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.009285.0092 2 4.7102 0.4393 2497.05 2497.8 1 55 7 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.016485.0164 2 2.8079 0.1488 2906.33 2904.2 1 33.333336 3 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_PK_113.014105.0141 2 2.927 0.2776 1433.55 1433.6 1 75 1 A.SSGNAVYDFFIGR.E 360 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009686.0096 3 4.1128 0.2013 2497.49 2497.8 1 36.25 2 K.YKDGTELELKENDIKPLTSFR.Q 41 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.009346.0093 2 3.7634 0.3338 1407.33 1407.7 1 79.16667 1 K.LAHLKTIHTSTGK.N 520 2
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_105.017550.017550 2 5.3654 0.4473 2032.35 2031.2 1 75 1 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_NT_lymphocytes_Ti_104.014931.014931.2 2 5.7948 0.4552 2032.13 2031.2 1 72.22222 10 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2060.206 1 2.2533 0.1316 962.55 963.12 1 71.42857 1 R.TFEVTPIR.A 196 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.013922.0139 3 5.3664 0.4177 2904.11 2904.2 1 40.625 22 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3576.357 2 3.7734 0.427 2030.11 2031.2 1 47.22222 10 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_106.014193.014193 2 2.9937 0.4068 1088.03 1088.3 1 93.75 2 N.AVYDFFIGR.E 364 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.015440.0154 3 6.2102 0.1641 3116.12 3117.4 1 36.53846 13 R.GRWPGSSLYYEVEILSHDSTSQLYTVK.Y 14 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3504.35 2 3.8242 0.3867 2031.11 2031.2 1 61.11111 2 R.NDLSPASSGNAVYDFFIGR.E 354 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_106.015544.015544 1 2.319 0.167 1433.5 1433.6 1 54.166668 3 A.SSGNAVYDFFIGR.E 360 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_PHA_lymphocytes_PK_106.015608.015608 2 4.2882 0.3689 1432.81 1433.6 1 83.33333 4 A.SSGNAVYDFFIGR.E 360 1
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_NT_lymphocytes_Ti_112.014624.014624.2 2 3.3563 0.1162 2903.69 2904.2 3 35.416664 1 R.WPGSSLYYEVEILSHDSTSQLYTVK.Y 16 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.011684.0116 2 4.2166 0.1664 1657.71 1657 1 67.85714 7 K.LTPLILKPFGNSISR.Y 117 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.013592.0135 2 5.0319 0.3894 1435.63 1434.7 1 86.36364 9 K.NLLVSGWWGFVR.H 533 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1823.182 2 3.9236 0.2742 1680.69 1680.9 1 61.538464 1 K.LKEIDSKEEKYVAK.E 177 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013084.0130 2 5.3484 0.4842 3117.95 3117.4 1 40.384613 6 R.GRWPGSSLYYEVEILSHDSTSQLYTVK.Y 14 2 *
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NP_919424.1| gi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 26 222 29.6 615 70703 9.4 HsSD-NE_NT_lymphocytes_Ti_105.015732.015732.2 2 2.7295 0.1537 1022.17 1021.2 1 87.5 1 R.KFADGEVVR.G 5 2 *
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.021405.021405 2 4.1127 0.273 2433.79 2432.8 1 42.857143 4 R.TMADSSYTSEVQAILAFLSLQR.T 456 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.011212.011212 3 3.4035 0.3417 3749.12 3750.2 1 26.5625 2 R.GMPAHFSDSAQTEACYHMLSRPQPPPDPLLLQR.L 180 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_PK_111.010145.010145 2 4.0447 0.3573 1801.69 1801.8 1 58.333332 3 Q.RTGSGGPGNHPHGPDASAE.G 477 0
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.008542.008542 3 6.4059 0.4092 2784.56 2784 1 38.392857 1 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_PK_111.011991.01199 1 2.6512 0.264 1368.34 1367.5 1 65 2 S.CRIVHEYIGGY.I 624 0
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.014614.014614 2 4.2927 0.419 2348.01 2348.5 1 47.5 1 R.ARGEELDEDLFLQLTGGHEAF.- 643 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.011120.01112 2 2.7192 0.1464 1726.17 1726 1 58.333332 2 K.RQWLLQTHWTLDK.Y 70 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.010782.01078 1 3.1797 0.44 1270.88 1270.6 1 62.5 2 K.VVLAGGVAPALFR.G 167 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013661.01366 3 3.3837 0.3257 2623.64 2621.9 1 30.434782 1 K.LEGSAPTDVLDSLTTIPELKDHLR.I 334 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.017404.01740 2 5.6086 0.3868 2260.89 2258.6 1 69.44444 7 R.FIQAWQSLPDFGISYVMVR.F 539 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009675.00967 2 6.6657 0.4922 2104.01 2105.4 1 75 2 R.ILEAHQNVAQLSLAEAQLR.F 520 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010846.0108 2 4.532 0.3677 1273.25 1270.6 1 87.5 1 K.VVLAGGVAPALFR.G 167 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016115.0161 2 4.6946 0.3796 2122.11 2121.3 1 63.88889 4 R.GEELDEDLFLQLTGGHEAF.- 645 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013574.0135 2 4.3634 0.3657 1768.77 1767 1 80 3 R.ASFSQPLFQAVAAICR.L 114 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015177.01517 2 2.4682 0.359 3026.77 3027.3 6 34.482758 1 K.LSQSGEVGEPAGTDPGLDDLDVALSNLEVK.L 304 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.014790.01479 2 2.6592 0.217 1771.15 1769.1 1 50 2 R.IVHEYIGGYIFLSTR.E 626 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014716.01471 2 4.5975 0.4044 2348.97 2348.5 1 60.000004 5 R.ARGEELDEDLFLQLTGGHEAF.- 643 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007953.00795 2 2.9691 0.3658 1310.41 1310.5 1 58.333332 1 R.VTGESHIGGVLLK.I 36 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013608.0136 3 4.1967 0.3626 1767.68 1767 1 53.333336 1 R.ASFSQPLFQAVAAICR.L 114 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.010346.01034 3 7.7198 0.3817 2784.26 2784 1 43.75 5 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014750.01475 2 4.3934 0.3433 2100.51 2100.4 1 47.368423 2 K.LEGSAPTDVLDSLTTIPELK.D 334 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.010316.01031 2 4.8166 0.3898 2783.79 2784 1 44.642857 4 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_PK_110.010454.010 2 3.2788 0.2903 1514.89 1515.7 1 75 1 D.ASAEGLNPYGLVAPR.F 492 1
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012926.01292 2 2.635 0.159 1769.25 1767 9 46.666668 1 R.ASFSQPLFQAVAAICR.L 114 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.011118.01111 2 3.3414 0.3119 1677.81 1677 2 57.692307 2 R.LLSIRHPEELSLLR.A 130 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015179.01517 3 5.5906 0.3761 3028.49 3027.3 1 31.034481 2 K.LSQSGEVGEPAGTDPGLDDLDVALSNLEVK.L 304 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.014699.0146 2 4.3357 0.4369 2349.11 2348.5 1 57.5 2 R.ARGEELDEDLFLQLTGGHEAF.- 643 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009171.00917 2 3.9351 0.3872 1600.59 1600.7 1 76.92308 2 K.TASGDYIDSSWELR.V 6 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_PK_111.010142.0101 2 3.3148 0.4338 1644.63 1645.6 2 47.058823 1 R.TGSGGPGNHPHGPDASAE.G 478 1
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.012215.0122 2 3.2736 0.178 1777.97 1777.9 1 70 6 R.VFVGEEDPEAESVTLR.V 20 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.012495.0124 2 2.9638 0.0836 1602.77 1600.7 1 69.230774 1 K.TASGDYIDSSWELR.V 6 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008836.0088 2 3.8702 0.3157 1777.21 1777.9 1 73.333336 1 R.VFVGEEDPEAESVTLR.V 20 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.020824.02082 3 4.3979 0.3078 2433.11 2432.8 1 38.095238 4 R.TMADSSYTSEVQAILAFLSLQR.T 456 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2738.273 2 4.2901 0.3498 1270.49 1270.6 1 79.16667 4 K.VVLAGGVAPALFR.G 167 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.014256.0142 2 4.5884 0.4762 2259.17 2258.6 1 69.44444 4 R.FIQAWQSLPDFGISYVMVR.F 539 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2735.273 1 3.05 0.3729 1269.63 1270.6 1 58.333332 2 K.VVLAGGVAPALFR.G 167 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_102.016754.016754.3 3 5.2379 0.3013 3029.66 3027.3 1 31.034481 2 K.LSQSGEVGEPAGTDPGLDDLDVALSNLEVK.L 304 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010625.0106 2 5.0896 0.4012 2784.17 2784 1 46.42857 8 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_108.015735.015735.2 2 3.7125 0.3821 2348.75 2348.5 1 52.499996 5 R.ARGEELDEDLFLQLTGGHEAF.- 643 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2514.251 3 5.3084 0.266 2106.96 2105.4 4 38.88889 1 R.ILEAHQNVAQLSLAEAQLR.F 520 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2280.228 2 4.132 0.3749 1777.51 1777.9 1 73.333336 2 R.VFVGEEDPEAESVTLR.V 20 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_102.009806.009806.2 2 4.2812 0.3178 1776.55 1777.9 1 76.666664 2 R.VFVGEEDPEAESVTLR.V 20 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.015344.0153 3 4.8763 0.4111 2433.11 2432.8 1 40.476192 6 R.TMADSSYTSEVQAILAFLSLQR.T 456 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3759.375 2 4.1522 0.4208 1767.45 1767 1 60.000004 2 R.ASFSQPLFQAVAAICR.L 114 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2067.206 2 4.2411 0.3285 1309.97 1310.5 1 83.33333 2 R.VTGESHIGGVLLK.I 36 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_112.011944.011944.2 2 4.9552 0.3024 2783.11 2784 1 42.857143 2 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012239.012239.3 3 7.8574 0.4863 2782.4 2784 1 42.857143 4 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_102.016259.016259.2 2 3.777 0.2442 2101.09 2100.4 1 44.736843 1 K.LEGSAPTDVLDSLTTIPELK.D 334 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_102.011018.011018.2 2 3.7615 0.3181 1602.01 1600.7 1 73.07692 6 K.TASGDYIDSSWELR.V 6 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2494.249 2 6.1887 0.4797 2103.98 2105.4 1 69.44444 10 R.ILEAHQNVAQLSLAEAQLR.F 520 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_104.017266.017266.2 2 3.618 0.3539 2121.13 2121.3 2 47.22222 3 R.GEELDEDLFLQLTGGHEAF.- 645 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2522.25 2 5.327 0.4017 2105.11 2105.4 1 63.88889 1 R.ILEAHQNVAQLSLAEAQLR.F 520 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3478.347 2 3.9336 0.1862 1570.5 1570.8 1 77.27273 2 R.FKYYSFFDLDPK.T 251 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.015437.0154 2 3.9816 0.3572 2434.83 2432.8 1 47.61905 4 R.TMADSSYTSEVQAILAFLSLQR.T 456 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsSD-NE_NT_lymphocytes_Ti_111.015775.015775.2 2 3.1258 0.2093 2261.33 2258.6 5 38.88889 1 R.FIQAWQSLPDFGISYVMVR.F 539 2
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NP_113659.3| gi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short form [Homo sapiens] 29 160 49 663 75430 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010712.0107 3 8.2551 0.4813 2783.12 2784 1 44.642857 5 R.TGSGGPGNHPHGPDASAEGLNPYGLVAPR.F 478 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.008202.008202 2 3.5987 0.2743 1736.17 1734 1 66.66667 3 K.KTKPYIQVDIGGGQTK.T 123 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.007544.007544 2 3.4524 0.264 1968.35 1966.2 1 50 1 K.KSQIFSTASDNQPTVTIK.V 447 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.010564.010564 3 3.219 0.0817 2176.16 2175.4 1 38.235294 1 K.IEWLESHQDADIEDFKAK.K 602 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.006128.006128 2 3.9444 0.272 1605.35 1605.8 1 85.71429 2 K.TKPYIQVDIGGGQTK.T 124 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.010553.010553 2 3.7979 0.3125 2174.73 2175.4 1 55.88235 1 K.IEWLESHQDADIEDFKAK.K 602 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_110.014022.014022 2 5.1506 0.4926 2167.61 2166.3 1 67.64706 153 R.IEIESFYEGEDFSETLTR.A 307 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.011571.011571 2 5.2881 0.3483 1976.29 1976.1 1 73.333336 5 K.IEWLESHQDADIEDFK.A 602 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.011711.011711 2 3.7123 0.3104 1662.09 1660.9 1 76.666664 1 R.IINEPTAAAIAYGLDK.K 198 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.012266.0122 2 4.4836 0.3498 1540.31 1537.8 1 88.46153 3 K.TFAPEEISAMVLTK.M 139 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.009671.0096 2 5.0269 0.543 2177.17 2177.3 1 55 7 K.LYGSAGPPPTGEEDTAEKDEL.- 634 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.011844.0118 2 3.4185 0.2085 1679.97 1678.8 1 64.28571 2 K.NQLTSNPENTVFDAK.R 82 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012140.01214 2 4.7836 0.4078 1937.37 1935.2 1 70.588234 3 K.DNHLLGTFDLTGIPPAPR.G 475 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008894.0088 2 4.0425 0.3558 1655.63 1655 1 76.92308 5 K.KKELEEIVQPIISK.L 620 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.012522.0125 2 2.6445 0.2572 1684.53 1681.8 9 57.692307 1 E.SFYEGEDFSETLTR.A 311 1
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010504.01050 2 4.7803 0.4674 2016.25 2017.3 1 67.64706 2 K.KVTHAVVTVPAYFNDAQR.Q 164 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009947.0099 2 3.1995 0.2376 1398.43 1398.6 1 81.818184 2 K.ELEEIVQPIISK.L 622 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011813.01181 2 4.8197 0.4338 2166.97 2166.3 1 67.64706 9 R.IEIESFYEGEDFSETLTR.A 307 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.004635.0046 2 2.6983 0.2 1733.51 1733.7 1 56.666668 3 V.ATNGDTHLGGEDFDQR.V 246 1
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008938.00893 3 4.0459 0.1936 1891.37 1889.1 3 42.1875 1 K.VTHAVVTVPAYFNDAQR.Q 165 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011674.01167 2 3.3642 0.1958 1539.21 1537.8 1 80.769226 4 K.TFAPEEISAMVLTK.M 139 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_105.008874.0088 2 3.5919 0.4405 1686.05 1685.7 1 70 2 A.GPPPTGEEDTAEKDEL.- 639 1
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008619.00861 2 4.2114 0.2613 1589.67 1589.8 1 85.71429 7 K.KSDIDEIVLVGGSTR.I 353 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009333.0093 2 3.0068 0.4189 1815.77 1817.1 1 56.25 1 R.IINEPTAAAIAYGLDKR.E 198 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.012203.0122 1 2.8105 0.3243 1538.98 1537.8 2 50 1 K.TFAPEEISAMVLTK.M 139 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_PK_108.011847.0118 2 3.0004 0.1638 1398.35 1398.6 1 72.72727 1 K.ELEEIVQPIISK.L 622 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011756.0117 2 3.2343 0.3044 1934.87 1935.2 1 55.88235 2 K.DNHLLGTFDLTGIPPAPR.G 475 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008894.00889 2 4.0029 0.2895 1655.69 1655 1 57.692307 2 K.KKELEEIVQPIISK.L 620 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3243.324 2 2.6888 0.0888 1935.38 1935.2 1 50 2 K.DNHLLGTFDLTGIPPAPR.G 475 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2518.251 2 3.9284 0.4087 1816.64 1817.1 1 68.75 1 R.IINEPTAAAIAYGLDKR.E 198 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_PK_105.012056.012056 2 3.2035 0.2243 1398.49 1398.6 1 81.818184 1 K.ELEEIVQPIISK.L 622 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_PK_105.011942.011942 2 3.4945 0.4066 1683.73 1681.8 1 76.92308 3 E.SFYEGEDFSETLTR.A 311 1
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_115.020058.020058.2 2 3.1785 0.2645 2000.17 2000.3 1 44.11765 5 R.GVPQIEVTFEIDVNGILR.V 493 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013199.0131 2 3.269 0.3707 2166.85 2166.3 1 55.88235 4 R.IEIESFYEGEDFSETLTR.A 307 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_PK_105.010968.010968. 2 3.0093 0.2232 1662.83 1660.9 2 60.000004 1 R.IINEPTAAAIAYGLDK.K 198 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2346.23 2 3.3328 0.1836 1655.28 1655 1 61.538464 1 K.KKELEEIVQPIISK.L 620 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008890.008890.2 2 4.7673 0.5052 2177.31 2177.3 1 47.5 2 K.LYGSAGPPPTGEEDTAEKDEL.- 634 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_PK_106.010445.010445 1 3.1425 0.2816 1590.58 1589.8 1 64.28571 1 K.KSDIDEIVLVGGSTR.I 353 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_102.013256.013256.2 2 4.9928 0.4073 1539.61 1537.8 1 84.61539 11 K.TFAPEEISAMVLTK.M 139 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2614.261 2 4.1975 0.4201 1660.65 1660.9 1 70 1 R.IINEPTAAAIAYGLDK.G 198 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_108.000752.000752.2 2 4.3288 0.4431 2167.93 2166.3 1 67.64706 40 R.IEIESFYEGEDFSETLTR.A 307 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_PK_105.012797.012797. 2 2.5362 0.2959 2164.01 2166.3 1 41.17647 1 R.IEIESFYEGEDFSETLTR.A 307 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_104.011826.011826.2 2 4.2746 0.1203 1977.67 1976.1 1 50 4 K.IEWLESHQDADIEDFK.A 602 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_102.013269.013269.1 1 3.0478 0.3335 1538.8 1537.8 1 57.692307 3 K.TFAPEEISAMVLTK.M 139 2
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_NT_lymphocytes_Ti_104.011049.011049.1 1 2.2274 0.2692 1461.25 1461.6 8 50 1 K.SDIDEIVLVGGSTR.I 354 2
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34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_PK_105.008775.008775 2 3.1255 0.1919 1736.47 1733.7 1 70 1 V.ATNGDTHLGGEDFDQR.V 246 1
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NP_005338.1| gi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Homo sapiens] 26 312 36.1 654 72333 5.2 HsSD-NE_PHA_lymphocytes_PK_105.008646.008646 2 3.1308 0.2967 1560.29 1561.6 1 73.07692 2 T.NGDTHLGGEDFDQR.V 248 1
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_107.015528.015528 2 3.8276 0.3134 2163.69 2161.4 1 42.105263 1 A.SAVLEFVGDGIYNNTMGHVH.S 298 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_Ti_115.013935.013935 3 5.1758 0.3331 2975.12 2974.5 1 33.653847 1 R.SVLLITQHLSLVEQADHILFLEGGAIR.E 755 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_112.012619.012619 1 3.3703 0.3365 1267.6 1266.4 1 75 4 R.LLHWGSHPTAF.V 190 1 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_Ti_101.012146.012146 2 4.8221 0.5085 3051.79 3052.2 1 39.655174 1 K.SGAHSFISGLPQGYDTEVDEAGSQLSGGQR.Q 679 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_Ti_101.012123.012123 3 5.0228 0.3939 3052.13 3052.2 1 31.896553 2 K.SGAHSFISGLPQGYDTEVDEAGSQLSGGQR.Q 679 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_107.018072.018072 2 3.8992 0.4071 1970.53 1969.2 1 52.941177 2 L.SLVEQADHILFLEGGAIR.E 764 1 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_110.010463.010463 2 2.8386 0.2321 1922.39 1922.2 1 43.75 1 T.GGQLLLDGKPLPQYEHR.Y 619 1 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_Ti_108.016554.016554 3 4.8993 0.3629 3618.68 3618 1 25.80645 2 R.KPCVLILDDATSALDANSQLQVEQLLYESPER.Y 720 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_107.010032.010032 2 2.7605 0.227 1121.41 1121.3 3 66.66667 1 L.TFTLRPGEVT.A 585 0
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_107.012694.012694 1 2.1342 0.2301 1304.81 1305.5 1 59.090908 1 L.TFTLRPGEVTAL.V 585 0
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_107.014328.014328 1 2.3076 0.2669 1491.68 1491.7 1 54.166668 2 V.SFAYPNRPDVLVL.Q 569 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_110.019513.019513 2 2.8239 0.242 1200.29 1200.5 1 80 1 L.ALPGLALFREL.I 166 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_108.003238.003238 2 2.6787 0.1667 2070.55 2070.4 3 37.5 1 I.GGQLVTSGAVSSGNLVTFVLY.Q 490 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_112.012878.012878 2 2.839 0.2249 2165.53 2166.4 5 35 1 W.GAPGSADSTRLLHWGSHPTAF.V 180 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_PK_112.013924.0139 2 4.2914 0.35 2108.93 2109.4 1 58.823532 8 Q.FQDVSFAYPNRPDVLVLQ.G 565 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_106.011697.01169 2 4.3905 0.4503 2708.77 2708.1 1 39.583336 2 R.SLQENIAYGLTQKPTMEEITAAAVK.S 654 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_104.011258.01125 2 5.9431 0.4823 1838.97 1840 1 83.33333 3 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_104.005682.00568 2 3.2361 0.1455 1212.43 1210.2 1 85 1 R.SFANEEGEAQK.F 439 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_111.014799.01479 2 3.6255 0.2307 1555.71 1554 1 80.769226 2 R.IFSLLVPTALPLLR.V 103 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_104.008664.00866 2 3.0327 0.1989 1548.93 1547.7 4 57.14286 2 R.ELISWGAPGSADSTR.L 175 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009711.00971 3 6.1169 0.4333 3053.72 3052.2 1 32.75862 2 K.SGAHSFISGLPQGYDTEVDEAGSQLSGGQR.Q 679 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_115.018209.01820 3 6.4822 0.5371 2977.43 2974.5 1 39.423077 24 R.SVLLITQHLSLVEQADHILFLEGGAIR.E 755 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_PK_115.013532.0135 2 3.7586 0.3145 1833.59 1834.1 1 60.000004 9 Q.DVSFAYPNRPDVLVLQ.G 567 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_102.010762.0107 2 2.4171 0.1685 1667.41 1666.8 4 50 1 K.GCYWAMVQAPADAPE.- 794 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008039.0080 2 3.2965 0.1424 1486.31 1486.7 5 65.38461 1 R.QVAAVGQEPQVFGR.S 640 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_106.011714.01171 3 6.0991 0.4561 2707.25 2708.1 1 39.583336 2 R.SLQENIAYGLTQKPTMEEITAAAVK.S 654 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010539.0105 3 3.3171 0.1173 1660.7 1660.9 1 48.333332 1 K.SSQVAIEALSAMPTVR.S 423 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.011595.0115 2 4.1275 0.4097 2707.19 2708.1 1 35.416664 2 R.SLQENIAYGLTQKPTMEEITAAAVK.S 654 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_110.015629.01562 3 4.2635 0.415 3424.58 3422.9 1 25 2 K.STVAALLQNLYQPTGGQLLLDGKPLPQYEHR.Y 605 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_115.015575.01557 2 3.6274 0.2685 1504.63 1501.8 1 70.83333 7 R.WAVLWLGACGVLR.A 125 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_PK_110.013022.013 2 3.2033 0.2546 1842.59 1840 1 63.333332 2 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_106.008835.00883 2 2.9008 0.2325 1741.49 1738.9 3 55.88235 3 K.LGSLWVPGGQGGSGNPVR.R 217 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_Ti_112.013352.01335 3 3.7589 0.4189 3616.64 3618 1 26.612906 3 R.KPCVLILDDATSALDANSQLQVEQLLYESPER.Y 720 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.015291.0152 3 4.0146 0.2739 3422.45 3422.9 2 25 3 K.STVAALLQNLYQPTGGQLLLDGKPLPQYEHR.Y 605 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011534.0115 2 6.1209 0.4771 1840.35 1840 1 83.33333 2 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2968.297 2 5.1049 0.348 1840.73 1840 1 73.333336 1 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_NT_lymphocytes_Ti_103.012610.012610.2 2 5.4902 0.4816 1839.59 1840 1 80 3 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1652.165 2 3.4305 0.2169 1210.63 1210.2 1 80 1 R.SFANEEGEAQK.F 439 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_110.017711.0177 1 3.0082 0.2409 1555.71 1554 2 57.692307 1 R.IFSLLVPTALPLLR.V 103 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2863.28 2 4.7945 0.2797 1840.06 1840 1 70 2 R.LTDWILQDGSADTFTR.N 271 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_106.018362.018362 2 3.2348 0.2663 2047.07 2044.2 1 47.058823 1 F.FTGRLTDWILQDGSADTF.T 267 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1898.18 2 4.7967 0.3234 1486.17 1486.7 1 84.61539 2 R.QVAAVGQEPQVFGR.S 640 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_115.017528.0175 3 7.0836 0.5242 2974.64 2974.5 1 39.423077 59 R.SVLLITQHLSLVEQADHILFLEGGAIR.E 755 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_115.020412.0204 2 3.707 0.3129 1504.41 1501.8 1 79.16667 2 R.WAVLWLGACGVLR.A 125 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1947.194 2 3.5097 0.3119 1513.38 1513.6 1 79.16667 2 R.SFANEEGEAQKFR.E 439 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.017630.0176 2 4.0958 0.361 1554.45 1554 1 76.92308 10 R.IFSLLVPTALPLLR.V 103 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_NT_lymphocytes_Ti_105.016115.016115.2 2 3.5761 0.4235 2707.15 2708.1 1 41.666664 2 R.SLQENIAYGLTQKPTMEEITAAAVK.S 654 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_PHA_lymphocytes_Ti_112.013744.0137 2 2.7453 0.2616 1336.09 1334.6 1 72.22222 3 K.WYQLLEVQVR.E 408 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2739.273 3 4.2546 0.3102 3051.99 3052.2 1 28.448275 1 K.SGAHSFISGLPQGYDTEVDEAGSQLSGGQR.Q 679 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_NT_lymphocytes_Ti_111.014675.014675.3 3 5.6152 0.3863 3421.85 3422.9 1 29.166666 2 K.STVAALLQNLYQPTGGQLLLDGKPLPQYEHR.Y 605 2 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_PHA_lymphocytes_PK_106.016424.016424 2 4.4526 0.4315 2335.89 2336.7 1 55.263157 3 L.VQFQDVSFAYPNRPDVLVLQ.G 563 0 *
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_000584.2| gi|9665248|ref|NP_000584.2| "transporter 1, ATP-binding cassette, sub-family B [Homo sapiens] 34 209 49 808 87218 8 HsSD-NE_NT_lymphocytes_Ti_105.016042.016042.3 3 3.6999 0.2157 3053.93 3052.2 3 24.13793 1 K.SGAHSFISGLPQGYDTEVDEAGSQLSGGQR.Q 679 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_106.003788.003788 2 2.5695 0.1496 2046.59 2047.3 1 44.444447 1 R.LISLTDENALSGNEELTVK.I 117 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_111.016802.016802 2 4.2709 0.3086 2734.33 2735.1 1 47.826088 45 R.IKEDEDDKTVLDLAVVLFETATLR.S 701 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_106.013771.013771 3 6.9751 0.4878 3233.75 3234.6 1 36.53846 9 K.KGYEVIYLTEPVDEYCIQALPEFDGKR.F 561 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.012626.012626 2 3.4781 0.218 2730.27 2729.9 8 36.95652 2 R.TDDEVVQREEEAIQLDGLNASQIR.E 44 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_102.013406.013406 2 3.0184 0.38 2006.11 2008.3 1 56.666668 1 K.KYSQFINFPIYVWSSK.T 270 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_102.008584.008584 2 4.4641 0.4013 2260.55 2261.4 1 61.11111 2 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_115.020758.020758 2 2.9999 0.2255 2456.55 2453.8 2 33.333336 1 R.GTTITLVLKEEASDYLELDTIK.N 244 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_Ti_113.015065.015065 3 4.26 0.3644 2892.89 2891.3 1 30.208334 2 R.RIKEDEDDKTVLDLAVVLFETATLR.S 700 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008967.00896 3 4.8474 0.2194 2260.94 2261.4 1 44.444447 2 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009371.00937 2 3.933 0.3222 1526.57 1526.6 1 75 2 K.EEASDYLELDTIK.N 253 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007845.0078 2 3.8407 0.3311 1277.35 1276.4 2 77.27273 2 R.ELISNASDALDK.I 103 2
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010238.01023 2 4.8051 0.5513 2358.41 2357.6 1 55 2 R.LTESPCALVASQYGWSGNMER.I 640 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011093.0110 2 3.0399 0.282 2730.51 2729.9 1 45.652176 1 R.TDDEVVQREEEAIQLDGLNASQIR.E 44 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010616.0106 2 2.5432 0.3026 2357.33 2357.6 1 45 1 R.LTESPCALVASQYGWSGNMER.I 640 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010709.01070 3 3.3346 0.1286 1752.47 1753 1 46.153847 1 R.RVFITDDFHDMMPK.Y 415 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.015758.01575 2 4.4225 0.3141 1880.17 1880.2 1 71.42857 2 K.YSQFINFPIYVWSSK.T 271 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010554.0105 2 4.8798 0.4128 2049.89 2047.3 1 52.77778 7 R.LISLTDENALSGNEELTVK.I 117 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012932.01293 2 5.2519 0.3947 2008.91 2008.3 1 86.666664 7 K.KYSQFINFPIYVWSSK.T 270 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_PK_115.012278.0122 2 3.2047 0.1796 1486.29 1486.6 5 57.692307 1 K.GVVDSDDLPLNVSR.E 435 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008979.00897 2 4.5771 0.3696 2262.41 2261.4 1 61.11111 2 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009188.0091 2 5.0531 0.4449 2261.59 2261.4 1 69.44444 9 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006482.0064 2 2.3741 0.1196 1137.61 1140.2 1 83.33333 1 K.LGVIEDHSNR.T 494 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_103.008825.00882 3 3.6353 0.4032 4618.49 4619.5 1 22.435898 1 K.VEEEPEEEPEETAEDTTEDTEQDEDEEMDVGTDEEEETAK.E 755 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_PK_106.010424.0104 2 4.9215 0.3768 1736.39 1735.8 1 70 6 A.DDEVDVDGTVEEDLGK.S 22 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.006266.00626 2 2.578 0.1604 1140.13 1140.2 1 88.88889 1 K.LGVIEDHSNR.T 494 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008187.00818 2 3.4427 0.3632 1516.61 1514.7 1 69.230774 2 K.NLLHVTDTGVGMTR.E 143 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_102.010835.010835.1 1 2.7624 0.1902 1525.75 1526.6 1 66.66667 2 K.EEASDYLELDTIK.N 253 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.013286.0132 2 3.2118 0.2308 2543.97 2543.9 1 42.105263 3 K.TVWDWELMNDIKPIWQRPSK.E 329 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_104.013226.013226 2 5.7756 0.4336 1735.23 1735.8 1 80 41 A.DDEVDVDGTVEEDLGK.S 22 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.017296.017296 2 2.6958 0.1686 1604.51 1604.8 1 58.333332 1 R.EAVEKEFEPLLNW.M 609 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_PK_108.010754.010754. 2 3.2605 0.2288 1188.55 1188.4 1 80 5 K.SILFVPTSAPR.G 385 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_106.014045.014045.2 2 3.4884 0.3832 3106.31 3106.4 1 36 2 K.GYEVIYLTEPVDEYCIQALPEFDGKR.F 562 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_103.011605.011605.2 2 3.1663 0.1265 2731.95 2729.9 8 36.95652 2 R.TDDEVVQREEEAIQLDGLNASQIR.E 44 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.009370.009370 2 3.0731 0.1508 1620.11 1620.7 1 60.714287 1 L.TDENALSGNEELTVK.I 121 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_111.014060.014060.3 3 3.8961 0.198 3234.62 3234.6 1 29.807693 1 K.KGYEVIYLTEPVDEYCIQALPEFDGKR.F 561 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_107.014673.014673.3 3 4.3678 0.2844 3080.39 3078.4 1 26 1 K.KGYEVIYLTEPVDEYCIQALPEFDGK.R 561 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_107.014649.014649.2 2 4.5163 0.4774 3078.95 3078.4 1 46 2 K.KGYEVIYLTEPVDEYCIQALPEFDGK.R 561 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2618.261 2 3.5364 0.2359 2260.49 2261.4 1 55.555557 3 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_103.011830.011830.2 2 5.5267 0.5019 2358.11 2357.6 1 60.000004 2 R.LTESPCALVASQYGWSGNMER.I 640 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_109.016610.016610.2 2 5.0592 0.3421 1880.79 1880.2 1 71.42857 2 K.YSQFINFPIYVWSSK.T 271 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_112.014242.014242.3 3 4.1006 0.2268 2543.63 2543.9 1 38.157894 2 K.TVWDWELMNDIKPIWQRPSK.E 329 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_112.016529.016529.2 2 2.9646 0.2808 2737.09 2735.1 1 39.130436 2 R.IKEDEDDKTVLDLAVVLFETATLR.S 701 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_102.014532.014532.2 2 3.4034 0.2753 2047.83 2047.3 1 52.77778 8 R.LISLTDENALSGNEELTVK.I 117 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010258.010258 1 2.3015 0.257 1533.15 1533.7 1 62.5 2 R.IKEDEDDKTVLDL.A 701 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_115.013232.013232.2 2 4.597 0.352 2008.65 2008.3 1 80 3 K.KYSQFINFPIYVWSSK.T 270 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.009489.009489 2 3.5308 0.197 1519.67 1519.6 8 65.38461 1 T.DENALSGNEELTVK.I 122 1 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010103.010103 3 3.8148 0.2851 3956.33 3958 1 24.242424 1 K.TETVEEPMEEEEAAKEEKEESDDEAAVEEEEEEK.K 286 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.009314.0093 3 4.4231 0.4018 2259.53 2261.4 1 45.833336 4 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_PHA_lymphocytes_PK_105.009728.009728 3 6.5783 0.3306 4311.59 4311.4 1 27.777779 3 K.TETVEEPMEEEEAAKEEKEESDDEAAVEEEEEEKKPK.T 286 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_101.011004.011004.3 3 6.1344 0.5445 4618.58 4619.5 1 29.48718 2 K.VEEEPEEEPEETAEDTTEDTEQDEDEEMDVGTDEEEETAK.E 755 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2354.23 2 4.2663 0.3797 2262.02 2261.4 1 55.555557 4 R.FQSSHHPTDITSLDQYVER.M 512 2 *
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_003290.1| gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [Homo sapiens] 33 215 47.7 803 92469 4.8 HsSD-NE_NT_lymphocytes_Ti_104.009080.009080.2 2 3.1333 0.284 1082.19 1082.2 1 93.75 2 K.FAFQAEVNR.M 76 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_109.019975.019975 2 3.2618 0.2046 2069.79 2067.4 2 41.17647 1 L.RVWDAEHPGLSDFMPLPV.L 1457 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_108.012210.012210 2 3.213 0.1626 1826.33 1826.1 1 61.764706 1 L.SVGNKPSLTNPFPAVEPA.V 723 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.008251.008251 2 3.6247 0.5248 1794.75 1796 1 63.333332 7 R.HLHPIQTSFQEATASK.V 1561 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_111.003700.003700 2 3.2068 0.2459 2382.59 2379.7 7 35 3 L.RVWDAEHPGLSDFMPLPVLQA.I 1457 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.009118.009118 2 4.421 0.21 2153.13 2153.4 1 52.77778 1 R.VSPEEVTIYNHPGIQAELR.I 897 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_114.013548.013548 3 3.7026 0.1829 2684.27 2686 1 31.52174 1 A.SVTNKAGQRINSAPQQIEVFPPFR.L 1059 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_108.009686.009686 1 2.2218 0.4452 1374.72 1375.4 1 59.090908 2 F.TVHFHDNSGDVF.H 1405 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_108.002090.002090 2 2.6243 0.2008 1738.67 1738.1 7 53.571426 1 Q.EVEIHIPITLYPSIL.T 447 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_109.014172.014172 2 2.5268 0.2009 1743.45 1744 8 46.42857 1 R.INSAPQQIEVFPPFR.L 1068 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010838.010838 1 1.9307 0.2337 991.72 992.2 1 62.5 1 A.VKVSPVSYL.R 1369 0
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010028.010028 2 2.8759 0.2409 1622.81 1623.8 2 61.538464 2 Q.AHDVQNPLHFGEMK.V 516 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_112.014525.014525 2 4.2106 0.5138 2257.13 2256.5 1 55 2 T.GITNHQNPFSFGNAVPGLTFH.W 1191 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_115.003804.003804 2 3.8525 0.32 1781.31 1781 1 60.714287 4 L.RCDAIVDLIHDIQIV.S 108 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_108.003063.003063 2 2.6332 0.2452 1866.05 1866.2 2 46.666668 2 Q.QEVEIHIPITLYPSIL.T 446 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_108.014745.014745 1 2.4812 0.1646 1353.66 1353.6 1 54.545456 1 M.IHDLCLVFPAPA.K 958 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_109.010815.010815 2 2.8068 0.1876 991.71 992.2 3 81.25 2 A.VKVSPVSYL.R 1369 0
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_110.015815.015815 2 4.0043 0.2824 2219.91 2218.5 1 50 1 L.GSSKEMLFEGGPRPWILEPS.K 657 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_111.012577.012577 2 5.8862 0.4195 2154.41 2152.5 1 60.000004 4 L.SVGNKPSLTNPFPAVEPAVVK.F 723 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_113.017162.017162 2 5.311 0.5051 2445.63 2442.7 1 61.904762 2 T.GITNHQNPFSFGNAVPGLTFHW.S 1191 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_110.009547.009547 2 3.1817 0.2811 1552.47 1549.9 2 69.230774 1 R.VVDKVEIGKTVKAY.V 985 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.015326.015326 2 4.3592 0.3202 1879.25 1878.2 1 71.875 28 R.LTSIIFAEDITTGQVLR.C 92 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_111.018474.018474 2 3.6859 0.4234 1914.41 1914.3 1 62.5 2 M.IHDLCLVFPAPAKAVVY.V 958 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.009053.009053 2 4.2879 0.4578 1548.49 1547.7 1 73.333336 5 R.GVAIGQTSLTASVTNK.A 1048 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_110.001514.001514 2 4.2367 0.3226 2308.19 2308.7 1 52.63158 20 L.RVWDAEHPGLSDFMPLPVLQ.A 1457 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.008332.008332 3 3.5078 0.2928 1796.24 1796 1 41.666664 1 R.HLHPIQTSFQEATASK.V 1561 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.011908.011908 3 6.0589 0.4689 3492.14 3493.9 1 27.272728 4 K.LHGLQAILVHEASGTTAITATATGYQESHLSSAR.T 839 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_111.013292.013292 1 2.4387 0.3957 1552.15 1552.8 1 61.538464 2 M.IHDLCLVFPAPAKA.V 958 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_110.010247.010247 1 2.4181 0.2886 1250.74 1251.5 1 59.090908 2 N.SILHIDPKTGVA.V 1514 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011086.01108 1 2.2389 0.0913 1566.56 1564.7 2 54.166668 1 R.ELSDEIQVQVFEK.L 1273 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.004756.00475 1 1.8956 0.1128 851.19 849.92 5 75 1 R.HHEASIR.L 1226 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010958.0109 2 2.9954 0.1268 1567.65 1564.7 1 83.33333 5 R.ELSDEIQVQVFEK.L 1273 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009320.00932 3 3.8536 0.2093 2265.77 2263.5 1 50 2 K.VYVIEPHSMEFAPCQVEAR.V 530 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.016892.01689 3 3.5885 0.21 2543.72 2545 1 39.285713 2 K.LQLLNPEIEAEQILMSPNSYIK.L 1286 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007742.0077 2 2.2949 0.1015 921.59 922.03 7 85.71429 1 R.DDFVQIGK.G 1430 2
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37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.018536.0185 2 5.0209 0.3904 2070.77 2070.3 1 64.70589 10 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.006510.00651 1 2.2505 0.2961 1023.86 1022.2 1 62.5 2 K.VPVVHVDEK.G 1329 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.018962.01896 3 5.9983 0.3958 2071.88 2070.3 1 60.294117 15 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.011336.0113 2 3.2899 0.2061 1141.13 1141.4 3 83.33333 2 Y.KEVVVSVPQR.I 1547 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_PK_110.013952.013 2 3.3735 0.3306 1878.93 1878.2 1 56.25 3 R.LTSIIFAEDITTGQVLR.C 92 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.016782.01678 2 5.3349 0.5062 2742.11 2741.1 1 50 23 K.IQALDSEGNTFSTLAGLVFEWTIVK.D 139 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_114.012452.0124 2 3.1558 0.2438 1240.39 1239.4 1 81.818184 3 T.SVVDQDGGVHIL.Q 427 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.012056.0120 2 4.0963 0.2165 1987.05 1987.3 1 62.5 2 K.EMLFEGGPRPWILEPSK.F 661 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.009680.0096 2 4.2751 0.4419 1533.91 1531.7 1 76.666664 3 K.AVDPSSVALVTLGSSK.E 645 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_114.013167.0131 2 3.3369 0.2466 1231.79 1231.4 4 80 3 H.DLCLVFPAPAK.A 960 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009064.0090 2 4.4889 0.3128 2152.83 2153.4 1 55.555557 3 R.VSPEEVTIYNHPGIQAELR.I 897 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007839.00783 2 4.9147 0.4594 1547.71 1547.7 1 76.666664 2 R.GVAIGQTSLTASVTNK.A 1048 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010515.01051 2 3.4099 0.3092 1567.69 1564.7 1 62.5 3 R.ELSDEIQVQVFEK.L 1273 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.006122.00612 2 3.4163 0.2965 1311.55 1310.4 1 72.72727 7 R.LPPGSEHCSGIR.V 598 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009884.0098 2 3.0173 0.1353 1059.09 1059.3 1 94.44444 2 R.TVSVGLTLLR.V 1448 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006728.0067 2 3.0405 0.2947 1021.81 1022.2 1 93.75 1 K.VPVVHVDEK.G 1329 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006736.0067 1 2.5667 0.3333 1023.62 1022.2 1 75 1 K.VPVVHVDEK.G 1329 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011561.0115 1 1.975 0.1976 1564.98 1564.7 7 50 1 R.ELSDEIQVQVFEK.L 1273 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.018272.0182 3 6.5349 0.3733 2072.48 2070.3 1 57.352943 11 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.012556.0125 2 3.105 0.1035 1545.71 1544.8 1 73.07692 5 R.VFGAPEVLENLEVK.S 1711 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.016893.01689 2 5.3977 0.2544 2547.71 2545 1 57.14286 7 K.LQLLNPEIEAEQILMSPNSYIK.L 1286 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010574.01057 1 2.4711 0.2846 1449.68 1449.6 8 50 1 R.ELYLEDSPLELK.I 127 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012306.0123 1 3.858 0.116 1546.71 1544.8 1 65.38461 2 R.VFGAPEVLENLEVK.S 1711 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007854.00785 1 4.0845 0.391 1549.05 1547.7 1 56.666668 1 R.GVAIGQTSLTASVTNK.A 1048 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_114.013319.0133 2 4.5111 0.2399 1451.13 1449.6 1 86.36364 8 R.ELYLEDSPLELK.I 127 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012648.01264 2 4.3931 0.5082 2618.11 2619 1 50 4 R.LTLAPVYTSPQLDMSCPLLQQNK.Q 752 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013359.01335 2 3.4082 0.4902 3117.75 3117.5 1 35.714287 1 K.GVMTTGSDIGFSVIQAHDVQNPLHFGEMK.V 501 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006782.0067 2 3.073 0.1916 939.71 940 1 93.75 2 R.DGAASLSYR.V 1313 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.011145.0111 2 4.414 0.2461 1451.89 1449.6 2 81.818184 2 R.ELYLEDSPLELK.I 127 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.016796.0167 3 3.5368 0.15 2543.66 2545 3 30.952381 1 K.LQLLNPEIEAEQILMSPNSYIK.L 1286 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.002391.00239 2 2.5996 0.1334 1671.65 1668.9 3 61.538464 2 K.AVVYVSDIQELYIR.V 971 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.002838.0028 3 4.7526 0.359 4118.18 4115.6 8 17.105263 2 R.ISGLMPGGASEVVTLSDCSHFDLAVEVENQGVFQPLPGR.L 559 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.009688.00968 2 3.3781 0.2681 2519.37 2518.8 1 56.25 2 R.ASPGHSPHYFAASSPTSPNALPPAR.K 1847 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_PK_112.011877.011 2 3.5722 0.3842 1355.91 1356.6 1 83.33333 3 D.SIGLALFAPHSSR.N 689 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.005508.00550 2 2.4836 0.1963 1047.45 1047.1 2 87.5 2 R.FSDSHNALR.I 170 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011030.01103 2 3.9794 0.3785 1744.39 1744 1 78.57143 4 R.INSAPQQIEVFPPFR.L 1068 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.011524.01152 3 4.5632 0.3257 3495.26 3493.9 1 26.51515 1 K.LHGLQAILVHEASGTTAITATATGYQESHLSSAR.T 839 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007828.0078 2 3.8139 0.4644 1758.89 1761 1 73.333336 2 R.VLDGPEKVPVVHVDEK.G 1322 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.007910.00791 2 2.2809 0.1473 1063.41 1063.2 1 81.25 1 R.GRHHEASIR.L 1224 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.013761.0137 2 2.6046 0.2194 1618.19 1618.7 1 50 1 R.NPRLDLAAYDQEGR.R 784 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010077.01007 2 3.6679 0.4044 1796.23 1796 1 63.333332 6 R.HLHPIQTSFQEATASK.V 1561 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010245.01024 3 6.8085 0.4326 2775.56 2773 1 40.217392 2 R.WLSTRPEVASIEPLGLDEQQCSQK.A 56 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009273.00927 1 2.7086 0.4202 1532.38 1531.7 1 63.333332 1 K.AVDPSSVALVTLGSSK.E 645 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.015218.01521 2 3.2487 0.2403 1724.91 1722 4 46.666668 7 R.AVGSVTVYYEVAGHLR.T 1529 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011948.0119 2 4.591 0.3614 1612.65 1610.9 1 80.769226 4 R.LPSQYNFAMNVLGR.V 1233 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008236.00823 2 3.0092 0.3813 1725.11 1724 1 53.333336 3 R.VKAEAQGSTTLLVSYR.H 610 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009683.0096 2 3.9691 0.3871 2262.21 2263.5 1 58.333332 2 K.VYVIEPHSMEFAPCQVEAR.V 530 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013308.01330 3 4.311 0.1852 3118.16 3117.5 1 29.464287 3 K.GVMTTGSDIGFSVIQAHDVQNPLHFGEMK.V 501 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010112.01011 2 3.4535 0.5056 2772.21 2773 1 56.521736 1 R.WLSTRPEVASIEPLGLDEQQCSQK.A 56 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014798.01479 2 4.0984 0.3311 1880.65 1878.2 1 62.5 27 R.LTSIIFAEDITTGQVLR.C 92 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009676.0096 3 3.3323 0.1426 2263.73 2263.5 5 38.88889 1 K.VYVIEPHSMEFAPCQVEAR.V 530 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010274.0102 3 6.6355 0.3742 2775.53 2773 1 39.130436 2 R.WLSTRPEVASIEPLGLDEQQCSQK.A 56 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_113.010928.0109 2 3.0199 0.3001 1423.45 1423.6 1 65.38461 1 A.SSPTSPNALPPARK.A 1859 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009315.00931 2 4.9326 0.3609 2263.61 2263.5 1 75 4 K.VYVIEPHSMEFAPCQVEAR.V 530 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.018903.01890 2 3.9827 0.3792 2072.99 2070.3 1 58.823532 7 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009416.00941 2 3.1633 0.082 1058.63 1059.3 1 94.44444 2 R.TVSVGLTLLR.V 1448 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009896.00989 3 5.3507 0.3973 1796.27 1796 1 50 4 R.HLHPIQTSFQEATASK.V 1561 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.008066.0080 2 4.9194 0.473 1546.51 1547.7 1 80 3 R.GVAIGQTSLTASVTNK.A 1048 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.005984.0059 2 3.1459 0.169 1049.43 1047.1 1 87.5 6 R.FSDSHNALR.I 170 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006440.0064 1 1.9059 0.0971 986.51 987.18 9 62.5 1 R.VVDKVEIGK.T 985 2
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008560.0085 2 3.4673 0.2599 1448.57 1448.6 1 69.230774 2 K.AVDPTSGQLYGLAR.E 1259 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010709.0107 2 3.3463 0.296 1746.99 1744 1 67.85714 2 R.INSAPQQIEVFPPFR.L 1068 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.008866.0088 2 3.6746 0.2093 1096.13 1096.3 2 94.44444 3 R.VGQALELPLR.I 549 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.012402.0124 2 2.628 0.1358 2535.49 2532.9 1 34.090908 1 R.LPNSTIYVVEPGYLGFTVHPGDR.W 335 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.016886.0168 2 4.888 0.2845 2545.69 2545 1 59.523808 2 K.LQLLNPEIEAEQILMSPNSYIK.L 1286 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010221.0102 2 4.9772 0.4189 2772.75 2773 1 50 2 R.WLSTRPEVASIEPLGLDEQQCSQK.A 56 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.006366.0063 2 3.2894 0.3217 1313.27 1310.4 1 86.36364 6 R.LPPGSEHCSGIR.V 598 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_PK_108.009545.0095 2 2.7669 0.2468 1112.29 1111.2 8 77.77778 1 R.VWDAEHPGLS.D 1458 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007635.00763 3 4.3041 0.2781 1762.88 1761 1 50 2 R.VLDGPEKVPVVHVDEK.G 1322 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_112.011174.011174.3 3 3.0625 0.1956 2516.15 2518.8 3 32.291664 1 R.ASPGHSPHYFAASSPTSPNALPPAR.K 1847 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_106.011253.011253 2 3.6714 0.1852 2323.77 2321.5 1 47.368423 1 F.EWTIVKDSEADRFSDSHNAL.R 158 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_114.010073.010073.2 2 5.2848 0.4809 2517.91 2518.8 1 56.25 7 R.ASPGHSPHYFAASSPTSPNALPPAR.K 1847 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1858.185 2 3.234 0.2816 1552.68 1552.7 1 57.692307 2 K.LQTNRDGAASLSYR.V 1308 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2375.237 2 4.6085 0.4582 2152.75 2153.4 1 58.333332 2 R.VSPEEVTIYNHPGIQAELR.I 897 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_105.017062.017062.2 2 4.8811 0.2407 2547.67 2545 1 54.761906 2 K.LQLLNPEIEAEQILMSPNSYIK.L 1286 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.007882.0078 2 2.4991 0.2019 1063.51 1063.2 3 75 2 R.GRHHEASIR.L 1224 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_114.009340.009340.1 1 2.5785 0.196 985.59 986.12 1 62.5 1 R.HGHVHLSAK.I 626 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017298.017298 1 2.6235 0.1656 1412.58 1412.5 4 59.090908 1 R.CDAIVDLIHDIQ.I 109 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.011500.0115 3 8.3247 0.5127 3492.89 3493.9 1 31.818182 32 K.LHGLQAILVHEASGTTAITATATGYQESHLSSAR.T 839 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2319.23 2 3.7286 0.2978 1124.28 1124.3 1 90 1 R.DLAVPAALTPR.A 1836 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.009650.009650 2 3.6105 0.2808 1430.39 1430.6 1 73.07692 2 Q.AVDAETGKVVIISQ.D 1144 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2771.277 3 4.4394 0.2756 2772.7 2773 1 34.782608 2 R.WLSTRPEVASIEPLGLDEQQCSQK.A 56 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_106.009153.009153 2 4.4693 0.2935 2007.55 2006.1 1 61.764706 2 W.TIVKDSEADRFSDSHNAL.R 160 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_106.000789.000789 1 2.4974 0.218 1464.94 1464.7 1 54.166668 1 C.DAIVDLIHDIQIV.S 110 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017318.017318 2 4.0334 0.2654 1413.35 1412.5 1 86.36364 1 R.CDAIVDLIHDIQ.I 109 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.009653.009653 1 2.1016 0.1717 1429.8 1430.6 6 50 1 Q.AVDAETGKVVIISQ.D 1144 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2229.22 2 3.7731 0.3585 1447.74 1448.6 1 65.38461 1 K.AVDPTSGQLYGLAR.E 1259 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_103.009047.009047.2 2 4.7469 0.4588 1547.81 1547.7 1 76.666664 6 R.GVAIGQTSLTASVTNK.A 1048 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.016419.016419 1 3.1874 0.3351 1512.55 1511.8 1 58.333332 2 Q.EVEIHIPITLYPS.I 447 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_104.001049.001049.2 2 5.0645 0.3192 2072.09 2070.3 1 64.70589 5 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_115.003424.003424.2 2 2.7731 0.1984 984.55 986.12 1 87.5 3 R.HGHVHLSAK.I 626 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.014942.0149 3 4.8226 0.3798 3854.72 3853.3 1 23.4375 1 K.PAVFDFPSQDVFTVEPQFDTALGQYFCSITMHR.L 1617 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_106.017699.017699.3 3 3.4342 0.2343 2070.71 2070.3 1 41.17647 1 R.CDAIVDLIHDIQIVSTTR.E 109 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.013226.0132 3 6.4232 0.5004 3949.82 3950.5 1 28.57143 2 R.TGTQMPIYVTGITNHQNPFSFGNAVPGLTFHWSVTK.R 1181 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013954.0139 2 4.9985 0.3662 1879.79 1878.2 1 68.75 47 R.LTSIIFAEDITTGQVLR.C 92 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_104.011032.011032.2 2 3.0091 0.1406 1059.29 1059.3 1 88.88889 1 R.TVSVGLTLLR.V 1448 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.020615.0206 2 3.9638 0.4316 2743.07 2741.1 1 37.5 27 K.IQALDSEGNTFSTLAGLVFEWTIVK.D 139 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.009932.0099 3 3.8178 0.222 2519.12 2518.8 1 37.5 3 R.ASPGHSPHYFAASSPTSPNALPPAR.K 1847 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2842.284 2 3.5064 0.2971 1744 1744 1 53.571426 1 R.INSAPQQIEVFPPFR.L 1068 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_111.011586.011586.2 2 3.4742 0.3935 1795.57 1796 1 76.666664 3 R.HLHPIQTSFQEATASK.V 1561 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.011846.011846 2 2.7532 0.1847 1526.31 1526.7 4 58.333332 1 F.EKLQLLNPEIEAE.Q 1284 0 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2071.20 2 4.2319 0.2156 1096.17 1096.3 1 94.44444 1 R.VGQALELPLR.I 549 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2098.20 2 4.0843 0.3332 2155.44 2153.4 1 52.77778 2 R.VSPEEVTIYNHPGIQAELR.I 897 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010164.0101 2 3.2538 0.2559 1411.69 1409.8 1 72.72727 2 R.VLDLHKKPFLAK.Y 1001 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009041.0090 1 2.3392 0.2329 985.64 986.12 2 68.75 3 R.HGHVHLSAK.I 626 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2227.222 2 4.367 0.4456 1448.41 1448.6 1 80.769226 2 K.AVDPTSGQLYGLAR.E 1259 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_NT_lymphocytes_Ti_111.020780.020780.2 2 3.699 0.3037 1880.11 1878.2 1 53.125 2 R.LTSIIFAEDITTGQVLR.C 92 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009917.0099 2 5.5776 0.4812 2518.57 2518.8 1 52.083332 8 R.ASPGHSPHYFAASSPTSPNALPPAR.K 1847 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsSD-NE_PHA_lymphocytes_PK_105.010637.010637 1 1.8757 0.239 1235.73 1236.4 6 66.66667 1 Y.VSDIQELYIR.V 975 1 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011408.0114 2 2.9011 0.3544 1724.21 1722 2 46.666668 1 R.AVGSVTVYYEVAGHLR.T 1529 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3135.313 2 3.5625 0.1255 1543.57 1544.8 1 73.07692 1 R.VFGAPEVLENLEVK.S 1711 2 *
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NP_079199.2| gi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 97 565 48 1887 205109 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010480.0104 2 4.0351 0.3907 1658.59 1656.8 1 73.333336 1 R.KASPPSGLWSPAYASH.- 1872 2
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.011499.011499 3 3.6262 0.0931 2474.09 2473.8 5 28.57143 1 K.WEDRGPSGQGQGQFLIQQVTLK.I 306 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.011805.011805 3 3.03 0.1363 2708.96 2709.8 2 27.173912 1 R.HTCEQGDGVGPYGWEFHDGLSFGR.Q 135 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_Ti_114.014903.014903 2 4.3729 0.4681 2942.29 2943.5 1 40 3 R.VVGRPQPQLQYVDALGYVSLFPLLLR.L 675 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.011238.011238 3 3.8991 0.2862 1891.13 1890.1 2 41.666664 3 R.LNSWFQHRPPGAPPER.Y 281 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_PK_111.000333.000333 3 5.3242 0.3885 3449.06 3447 5 24.21875 3 Q.GLVLPDIGVEGSEQKVDPALFPPVPLFTAVPSR.S 409 1 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.013074.01307 2 3.0187 0.2129 1283.39 1283.5 3 63.636364 4 R.LGPLLDILADSR.H 709 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011278.0112 2 3.9919 0.4223 2310.45 2310.7 1 40.476192 4 R.SPKPLLTGLMWAQQGTTPGTPK.L 111 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007722.00772 1 2.2977 0.1141 1467.04 1466.6 1 50 1 K.FISGHTSELGDFR.F 229 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007877.00787 2 2.8499 0.3286 1467.83 1466.6 1 79.16667 2 K.FISGHTSELGDFR.F 229 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.017708.01770 3 5.4947 0.4229 3906.26 3907.5 1 28.472221 6 R.VTVEPQDSGTSALPLVSLFFYVVTDGKEVLLPEVGAK.G 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011264.0112 3 3.2877 0.3032 2187.98 2186.4 1 35.526314 1 R.LAGSLLTQALESHAEGFRER.F 352 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.018110.01811 2 5.9515 0.4548 2519.11 2517.9 1 54.761906 4 K.YGSYNVFWTSNPGLPLLTEMVK.S 257 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016712.01671 3 4.4296 0.1847 1980.86 1979.2 2 41.17647 2 R.EALGHWLGLLNADGWIGR.E 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_PK_111.014862.014 2 3.4026 0.2984 1462.69 1462.8 1 75 1 D.ALGYVSLFPLLLR.L 688 1 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.013022.0130 2 4.7029 0.3375 1832.45 1832.1 1 78.57143 3 R.GFLWDEGFHQLVVQR.W 447 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012362.01236 2 2.0275 0.1056 1900.53 1901.1 8 47.058823 1 R.LAGSLLTQALESHAEGFR.E 352 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014114.01411 2 4.8463 0.4243 1977.99 1979.2 1 70.588234 3 R.EALGHWLGLLNADGWIGR.E 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.010529.0105 3 6.2148 0.4659 2712.29 2709.8 1 36.95652 6 R.HTCEQGDGVGPYGWEFHDGLSFGR.Q 135 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010852.0108 2 4.6623 0.473 2711.09 2709.8 1 45.652176 7 R.HTCEQGDGVGPYGWEFHDGLSFGR.Q 135 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.009992.00999 2 4.2301 0.418 1886.53 1887.1 1 64.70589 3 R.GPSGQGQGQFLIQQVTLK.I 310 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011368.01136 2 3.6204 0.2926 1895.67 1893 1 53.571426 2 R.QYQATGFLWEQYSDR.D 798 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010847.01084 2 4.1747 0.4003 2711.71 2709.8 1 45.652176 3 R.HTCEQGDGVGPYGWEFHDGLSFGR.Q 135 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.014688.01468 2 3.5575 0.2772 2492.53 2489.8 2 32.608696 1 K.IPISIEFVFESGSAQAGGNQALPR.L 328 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.015630.01563 2 3.2629 0.3569 2531.15 2532 1 45.238094 1 R.PQPQLQYVDALGYVSLFPLLLR.L 679 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013076.0130 2 3.9112 0.4061 3125.51 3124.5 1 34.482758 1 R.AVTLHSAPPVLPADSSSPAVAPDLFWGTYR.P 71 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011613.01161 2 2.3628 0.1129 1113.01 1113.3 2 75 2 R.HLWSPFGLR.S 721 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017782.0177 3 3.8812 0.2276 2517.65 2517.9 8 28.57143 1 K.YGSYNVFWTSNPGLPLLTEMVK.S 257 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010479.01047 3 3.9137 0.1695 2473.61 2473.8 5 30.952381 1 K.WEDRGPSGQGQGQFLIQQVTLK.I 306 2 *
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38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010281.01028 2 2.8469 0.2749 1311.81 1312.6 1 75 2 R.ARVPPEFLVQR.A 496 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_PK_112.013846.013 2 2.8532 0.3275 1712.25 1710.1 4 56.666668 2 D.PALFPPVPLFTAVPSR.S 426 1 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.013040.01304 2 5.1722 0.416 1832.53 1832.1 1 82.14286 5 R.GFLWDEGFHQLVVQR.W 447 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_PK_110.012778.0127 2 2.7223 0.2488 1347.51 1347.5 1 68.181816 5 L.EVGDPDDLAFLR.K 524 1 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013263.0132 2 3.8352 0.2887 1283.39 1283.5 1 86.36364 4 R.LGPLLDILADSR.H 709 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010347.01034 2 4.6665 0.311 2473.09 2473.8 1 57.14286 5 K.WEDRGPSGQGQGQFLIQQVTLK.I 306 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.017199.01719 2 6.0463 0.4532 2873.59 2871.3 1 48.076923 7 R.VTVEPQDSGTSALPLVSLFFYVVTDGK.E 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012202.01220 2 3.5753 0.457 1998.27 1998.3 1 52.77778 2 K.PLLTGLMWAQQGTTPGTPK.L 114 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016172.0161 2 5.1713 0.4516 1978.85 1979.2 1 73.52941 9 R.EALGHWLGLLNADGWIGR.E 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.018057.0180 2 4.1968 0.3816 2517.65 2517.9 1 52.380955 2 K.YGSYNVFWTSNPGLPLLTEMVK.S 257 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015597.01559 3 3.4214 0.2494 1924.28 1924.3 3 33.82353 1 K.VDPALFPPVPLFTAVPSR.S 424 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010642.01064 2 3.3035 0.315 1390.81 1392.6 2 70.83333 3 R.GRDPALPTLLNPK.T 564 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010450.0104 2 2.3498 0.1373 1113.09 1113.3 3 75 2 R.HLWSPFGLR.S 721 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.000828.00082 3 3.9098 0.2734 4169.48 4166.7 1 18.90244 2 K.GLSSGEQVLGQAALSGLLGGIGYFYGQGLVLPDIGVEGSEQK.V 382 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_PK_110.014612.014 2 3.6355 0.3771 1283.67 1283.5 1 81.818184 2 R.LGPLLDILADSR.H 709 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010766.01076 3 7.4778 0.5589 2708.6 2709.8 1 40.217392 2 R.HTCEQGDGVGPYGWEFHDGLSFGR.Q 135 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.012344.0123 2 3.729 0.4543 1997.43 1998.3 1 58.333332 2 K.PLLTGLMWAQQGTTPGTPK.L 114 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.015070.0150 2 2.1971 0.1723 2946.13 2943.5 9 26 1 R.VVGRPQPQLQYVDALGYVSLFPLLLR.L 675 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3270.327 2 4.2014 0.3872 1900.84 1901.1 1 55.88235 1 R.LAGSLLTQALESHAEGFR.E 352 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008451.0084 2 3.0871 0.2835 1314.47 1312.6 1 80 2 R.ARVPPEFLVQR.A 496 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3550.355 2 5.1227 0.4441 1831.67 1832.1 1 82.14286 3 R.GFLWDEGFHQLVVQR.W 447 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011690.0116 3 3.6707 0.2138 2313.2 2310.7 1 33.333336 2 R.SPKPLLTGLMWAQQGTTPGTPK.L 111 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.017925.0179 3 4.481 0.3425 3910.46 3907.5 1 20.833332 5 R.VTVEPQDSGTSALPLVSLFFYVVTDGKEVLLPEVGAK.G 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009093.0090 2 3.3748 0.2612 1395.27 1392.6 1 79.16667 4 R.GRDPALPTLLNPK.T 564 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.015767.0157 3 3.2346 0.2081 2533.49 2532 5 28.57143 1 R.PQPQLQYVDALGYVSLFPLLLR.L 679 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_NT_lymphocytes_Ti_112.018630.018630.2 2 4.3819 0.3532 2873.73 2871.3 1 34.615387 2 R.VTVEPQDSGTSALPLVSLFFYVVTDGK.E 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_NT_lymphocytes_Ti_108.018902.018902.2 2 4.0036 0.3381 2518.67 2517.9 1 40.476192 4 K.YGSYNVFWTSNPGLPLLTEMVK.S 257 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3415.341 2 4.276 0.3219 1283.09 1283.5 1 86.36364 1 R.LGPLLDILADSR.H 709 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_NT_lymphocytes_Ti_111.015332.015332.2 2 4.2504 0.4255 1979.95 1979.2 1 55.88235 2 R.EALGHWLGLLNADGWIGR.E 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_NT_lymphocytes_Ti_104.014000.014000.2 2 3.5173 0.2971 1283.53 1283.5 1 72.72727 2 R.LGPLLDILADSR.H 709 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsSD-NE_PHA_lymphocytes_PK_107.000652.000652 2 3.639 0.3954 2938.83 2936.4 1 33.333336 1 Q.GLVLPDIGVEGSEQKVDPALFPPVPLFT.A 409 0 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.018074.0180 2 6.0647 0.4492 2873.45 2871.3 1 48.076923 14 R.VTVEPQDSGTSALPLVSLFFYVVTDGK.E 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.015786.0157 2 5.7047 0.4952 2533.91 2532 1 64.28571 6 R.PQPQLQYVDALGYVSLFPLLLR.L 679 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011565.0115 1 2.4535 0.1295 1114.64 1113.3 2 62.5 1 R.HLWSPFGLR.S 721 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016142.0161 3 4.249 0.2961 1979.15 1979.2 1 38.235294 6 R.EALGHWLGLLNADGWIGR.E 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.017858.0178 3 5.8458 0.4393 2871.29 2871.3 1 34.615387 2 R.VTVEPQDSGTSALPLVSLFFYVVTDGK.E 188 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.4175.41 3 3.6476 0.2091 2991.32 2991.3 1 28.846153 1 R.EALGHWLGLLNADGWIGREQILGDEAR.A 469 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.014228.0142 2 2.7912 0.2258 2491.05 2489.8 7 28.260868 2 K.IPISIEFVFESGSAQAGGNQALPR.L 328 2 *
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|NP_006293.2| gi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucosidase [Homo sapiens] 40 192 51.4 837 91918 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3066.30 2 3.6852 0.2229 1282.56 1283.5 1 72.72727 1 R.LGPLLDILADSR.H 709 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.009531.009531 3 3.5571 0.3223 2311.7 2314.5 1 35.714287 1 R.SAGQGEVLVYVEDPAGHQEEAK.V 310 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_102.007443.007443 3 3.5153 0.1979 2057.21 2059.2 1 40.625 1 K.THEAEIVEGENHTYCIR.F 2177 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_103.011236.011236 3 3.1765 0.2962 2685.08 2685 1 31.52174 1 R.CSYQPTMEGVHTVHVTFAGVPIPR.S 444 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_102.008801.008801 2 4.5376 0.4897 2200.67 2201.4 1 55.263157 1 R.LVSNHSLHETSSVFVDSLTK.A 2513 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_107.008824.008824 2 5.3454 0.4829 2587.71 2588.8 1 52.272724 2 K.KTHIQDNHDGTYTVAYVPDVTGR.Y 1593 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_103.017560.017560 2 2.8182 0.1828 2698.39 2696.9 1 32.692307 3 K.SADFVVEAIGDDVGTLGFSVEGPSQAK.I 594 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.008438.008438 2 3.4632 0.148 1296.45 1293.5 1 81.818184 3 K.GKLDVQFSGLTK.G 905 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_104.015927.015927 2 3.6448 0.2634 2298.63 2297.6 2 40.476192 2 R.GAGSYTIMVLFADQATPTSPIR.V 842 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.006156.006156 2 3.4942 0.2835 1787.27 1785.9 2 57.14286 3 R.DVDIIDHHDNTYTVK.Y 922 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_102.007437.007437 2 5.766 0.4753 2059.31 2059.2 1 84.375 2 K.THEAEIVEGENHTYCIR.F 2177 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.007246.007246 2 3.5965 0.2855 1285.55 1284.5 1 77.27273 4 K.VTVLFAGQHIAK.S 356 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.009515.009515 2 5.1803 0.4327 2314.31 2314.5 1 52.380955 7 R.SAGQGEVLVYVEDPAGHQEEAK.V 310 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_115.010330.010330 2 2.5066 0.0811 1514.69 1516.7 1 61.538464 1 K.FADQHVPGSPFSVK.V 2112 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_112.011513.011513 2 4.4042 0.4053 2597.81 2596.9 1 43.75 6 K.YKGQHVPGSPFQFTVGPLGEGGAHK.V 2208 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.012634.012634 2 4.147 0.4197 2947.33 2947.3 1 42.592594 2 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_102.007370.007370 2 4.6831 0.3374 1813.23 1812 1 68.75 2 R.RAPSVANVGSHCDLSLK.I 2141 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_112.010839.010839 3 3.4746 0.3109 2118.26 2116.3 1 39.473686 1 K.FADQHVPGSPFSVKVTGEGR.V 2112 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_103.008847.008847 2 2.9901 0.3488 1426.89 1427.6 1 70 2 R.EAGAGGLAIAVEGPSK.A 2257 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_113.011341.011341 3 5.4136 0.3445 2597.99 2596.9 1 40.625 2 K.YKGQHVPGSPFQFTVGPLGEGGAHK.V 2208 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_106.016448.016448 2 2.5784 0.2201 1892.03 1893.2 8 43.333332 1 R.QMQLENVSVALEFLDR.E 101 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.010163.010163 2 5.4803 0.4371 2279.03 2278.4 1 68.42105 2 K.VHSPSGALEECYVTEIDQDK.Y 2360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_101.010162.010162 2 4.4489 0.3925 2386.93 2387.6 1 45.238094 1 R.KDGSCGVAYVVQEPGDYEVSVK.F 2281 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_110.014320.014320 2 3.8979 0.2903 2352.81 2354.7 1 52.272724 4 T.YDGVPVPGSPFPLEAVAPTKPSK.V 1047 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_Ti_104.012724.012724 2 2.3666 0.1831 2004.63 2003.3 2 41.666664 1 K.IPEISIQDMTAQVTSPSGK.T 2158 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009371.0093 2 3.2167 0.3429 2287.85 2287.6 1 40.476192 1 K.YTPVQQGPVGVNVTYGGDPIPK.S 937 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_108.007474.00747 1 2.1214 0.1425 1231.86 1231.4 1 60.000004 2 K.AHVVPCFDASK.V 1152 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_111.009887.00988 2 3.5354 0.3203 1812.13 1812 1 68.75 2 R.RAPSVANVGSHCDLSLK.I 2141 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009507.0095 2 4.7237 0.4656 2258.59 2259.4 1 50 2 K.DGSCGVAYVVQEPGDYEVSVK.F 2282 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_109.008472.00847 3 3.585 0.2349 2453.75 2450.8 1 32.291664 1 K.IVGPSGAAVPCKVEPGLGADNSVVR.F 1008 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012837.0128 3 3.7792 0.2518 4299.35 4299.6 1 21.710527 2 K.VEYTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSR.V 1319 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010840.0108 2 5.5434 0.4986 2765.31 2765 1 50 3 K.LQVEPAVDTSGVQCYGPGIEGQGVFR.E 1247 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007685.0076 2 3.3729 0.1966 1786.27 1785.9 2 64.28571 1 R.DVDIIDHHDNTYTVK.Y 922 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008121.0081 1 3.493 0.343 1428.75 1427.6 1 60.000004 2 R.EAGAGGLAIAVEGPSK.A 2257 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013253.0132 2 2.8278 0.2189 2537.89 2537.7 1 42.5 1 R.YWPQEAGEYAVHVLCNSEDIR.L 635 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012425.0124 3 3.322 0.1301 3520.76 3520 1 22.794117 1 K.VLPTHDASKVKASGPGLNTTGVPASLPVEFTIDAK.D 1539 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013168.0131 3 4.2219 0.4174 3485.09 3487.9 2 23.4375 1 R.EEGPYEVEVTYDGVPVPGSPFPLEAVAPTKPSK.V 1037 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_PK_115.011529.0115 2 3.5674 0.2302 1431.05 1430.6 1 63.333332 2 K.AFGPGLQGGSAGSPAR.F 1072 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_109.015036.01503 2 3.788 0.324 1227.13 1227.5 1 85 8 R.LIALLEVLSQK.R 77 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009706.0097 2 3.0651 0.1001 2579.65 2577.9 1 39.583336 1 K.KNGQHVASSPIPVVISQSEIGDASR.V 2017 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.013306.01330 2 3.8705 0.408 2538.83 2537.7 1 52.499996 2 R.YWPQEAGEYAVHVLCNSEDIR.L 635 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_104.008848.00884 2 3.9266 0.3385 1416.31 1416.6 1 79.16667 2 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012504.0125 2 2.7972 0.1996 2345.77 2343.6 2 34.782608 3 K.ASGPGLNTTGVPASLPVEFTIDAK.D 1550 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_PK_112.010749.0107 2 3.5596 0.3865 1790.41 1790.9 1 55.555557 1 K.ATCAPQHGAPGPGPADASK.V 2533 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008796.0087 2 3.4531 0.3541 2278.37 2278.4 1 44.736843 1 K.VHSPSGALEECYVTEIDQDK.Y 2360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_110.008423.00842 2 4.1509 0.4064 2450.67 2450.8 1 50 2 K.IVGPSGAAVPCKVEPGLGADNSVVR.F 1008 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008868.0088 2 3.32 0.1239 1109.51 1108.3 1 88.88889 1 K.LDVQFSGLTK.G 907 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_111.010318.01031 2 5.161 0.4508 2589.43 2588.8 1 52.272724 2 K.KTHIQDNHDGTYTVAYVPDVTGR.Y 1593 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_104.004974.00497 2 2.2464 0.2036 1623.83 1626.6 5 53.846157 1 K.IECDDKGDGSCDVR.Y 621 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.011896.0118 2 3.3496 0.3547 1944.85 1944.2 1 55.88235 1 K.HTAMVSWGGVSIPNSPFR.V 743 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.010365.01036 2 3.6143 0.5431 2763.99 2765 1 38 2 K.LQVEPAVDTSGVQCYGPGIEGQGVFR.E 1247 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_111.010331.01033 1 2.4861 0.1625 1381.85 1380.5 6 54.166668 4 K.YGGPYHIGGSPFK.A 2493 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_113.008834.00883 2 4.2081 0.4495 1635.17 1635.8 1 66.66667 4 R.VHGPGIQSGTTNKPNK.F 1360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009914.0099 2 4.1366 0.2657 1551.85 1551.7 1 63.333332 1 R.DAGYGGLSLSIEGPSK.V 2066 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009424.0094 2 3.9396 0.3027 1501.63 1501.6 1 70 2 K.DAGEGGLSLAIEGPSK.A 1884 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_108.016484.01648 2 2.4377 0.1982 1894.11 1893.2 1 46.666668 1 R.QMQLENVSVALEFLDR.E 101 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_106.011202.01120 2 2.2931 0.2267 1742.07 1742.1 6 46.666668 1 R.VTYTPMAPGSYLISIK.Y 2477 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_108.006368.00636 2 2.5905 0.1874 1148.73 1149.3 4 77.77778 1 K.ETGEHLVHVK.K 2007 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_106.008571.00857 2 4.516 0.4553 2277.61 2278.4 1 63.15789 2 K.VHSPSGALEECYVTEIDQDK.Y 2360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_107.006393.00639 3 4.2111 0.0942 3185.12 3187.8 1 29.310345 2 K.PGAPLRPKLNPKKARAYGPGIEPTGNMVKK.R 271 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.011585.0115 2 4.8379 0.4456 2949.25 2947.3 1 48.148148 3 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.008248.00824 2 4.0332 0.3404 2314.43 2314.5 1 50 2 R.SAGQGEVLVYVEDPAGHQEEAK.V 310 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.011957.01195 2 3.8073 0.3959 2344.47 2343.6 1 47.826088 1 K.ASGPGLNTTGVPASLPVEFTIDAK.D 1550 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.010726.0107 3 4.0648 0.2312 2444.39 2441.7 1 39.285713 1 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011326.0113 2 3.0131 0.1064 1534.31 1534.7 2 69.230774 1 R.AEAGVPAEFSIWTR.E 2243 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.012120.0121 3 4.4169 0.4077 3230.9 3231.5 1 27.586206 2 R.ALGALVDSCAPGLCPDWDSWDASKPVTNAR.E 197 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.012068.01206 3 5.4909 0.3723 3232.16 3231.5 1 29.310345 2 R.ALGALVDSCAPGLCPDWDSWDASKPVTNAR.E 197 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_107.008218.00821 2 5.0549 0.5304 2460.63 2460.6 1 54.761906 2 K.THIQDNHDGTYTVAYVPDVTGR.Y 1594 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_PK_106.005775.0057 2 3.0713 0.2283 1311.55 1310.4 1 77.27273 2 Y.VEDPAGHQEEAK.V 320 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_104.012616.01261 3 4.8655 0.3021 4301.15 4299.6 1 23.026316 2 K.VEYTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSR.V 1319 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_PK_112.013388.0133 2 3.3993 0.2967 2023.97 2024.3 4 47.058823 2 Q.VITPEEIVDPNVDEHSVM.T 241 0 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_106.005612.00561 2 2.398 0.2592 1166.69 1168.3 2 65 1 K.VPVHDVTDASK.V 1440 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.008744.00874 2 5.0318 0.5303 2286.69 2287.6 1 61.904762 2 K.YTPVQQGPVGVNVTYGGDPIPK.S 937 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009926.0099 2 3.5996 0.3728 2441.13 2441.7 1 40.476192 2 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.014756.0147 2 3.7962 0.2949 1227.53 1227.5 1 90 7 R.LIALLEVLSQK.R 77 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_105.010133.01013 2 3.881 0.2482 2469.85 2468.7 1 45.454548 2 K.FNEEHIPDSPFVVPVASPSGDAR.R 2303 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_PK_109.012741.0127 2 2.8812 0.236 1206.73 1207.3 2 72.22222 2 A.EADIDFDIIR.N 819 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010385.0103 1 3.2755 0.3451 1535.85 1534.7 1 57.14286 2 K.SPFSVAVSPSLDLSK.I 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.010242.0102 2 5.3594 0.4981 2546.25 2545.8 1 60.869564 2 K.GLVEPVDVVDNADGTQTVNYVPSR.E 1492 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_104.009474.00947 1 2.6176 0.241 1552.01 1551.7 3 50 1 R.DAGYGGLSLSIEGPSK.V 2066 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010530.0105 2 2.8962 0.2586 2467.55 2468.7 4 38.636364 1 K.FNEEHIPDSPFVVPVASPSGDAR.R 2303 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_Ti_108.010421.01042 2 3.4661 0.51 2441.47 2441.7 1 45.238094 2 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.018771.018771.2 2 5.0958 0.4089 2897.15 2895.3 1 42.857143 5 K.VGSAADIPINISETDLSLLTATVVPPSGR.E 1957 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2642.264 1 3.3955 0.3682 1533.63 1534.7 1 67.85714 2 K.SPFSVAVSPSLDLSK.I 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.008618.008618.2 2 4.2311 0.4104 1765.15 1764.9 1 60.000004 1 R.VANPSGNLTETYVQDR.G 1297 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2331.233 2 4.1991 0.4722 2286.92 2287.6 1 52.380955 2 K.YTPVQQGPVGVNVTYGGDPIPK.S 937 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_114.009792.009792.2 2 4.6491 0.3905 2368.99 2369.6 1 50 3 R.VHGPGIQSGTTNKPNKFTVETR.G 1360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_114.009791.009791.3 3 3.3024 0.2417 2370.59 2369.6 2 32.142857 1 R.VHGPGIQSGTTNKPNKFTVETR.G 1360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.010271.010271.2 2 3.198 0.257 1418.97 1416.6 1 70.83333 1 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2010.201 2 4.5202 0.397 1868.36 1869 1 59.375 2 R.SPYTVTVGQACNPSACR.A 468 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4042.404 1 2.8541 0.2504 1226.62 1227.5 4 65 2 R.LIALLEVLSQK.R 77 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.009281.009281.1 1 3.869 0.4258 1428.28 1427.6 1 60.000004 2 R.EAGAGGLAIAVEGPSK.A 2257 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1314.131 1 2.4422 0.1158 937.72 938.07 3 78.57143 2 R.VKETADFK.V 497 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.012082.012082.2 2 4.2551 0.4696 2546.35 2545.8 1 41.304348 3 K.GLVEPVDVVDNADGTQTVNYVPSR.E 1492 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2734.273 2 3.4693 0.2193 2467.15 2468.7 1 43.18182 1 K.FNEEHIPDSPFVVPVASPSGDAR.R 2303 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_110.012839.012839.3 3 3.7652 0.3135 2685.38 2685 1 33.695652 3 R.CSYQPTMEGVHTVHVTFAGVPIPR.S 444 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3336.333 3 4.6769 0.383 4036.04 4037.4 1 20.945946 1 K.YGGQPVPNFPSKLQVEPAVDTSGVQCYGPGIEGQGVFR.E 1235 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1891.189 2 3.2232 0.1895 1108.86 1109.2 3 81.25 2 K.RAEFTVETR.S 301 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2047.205 2 4.3633 0.3953 1648.62 1647.9 1 73.333336 1 K.TGVAVNKPAEFTVDAK.H 685 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2646.264 2 3.9787 0.3423 1534.14 1534.7 1 67.85714 2 K.SPFSVAVSPSLDLSK.I 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_114.001802.001802.2 2 3.4241 0.4039 2699.59 2696.9 2 36.53846 17 K.SADFVVEAIGDDVGTLGFSVEGPSQAK.I 594 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_110.012848.012848.2 2 4.8075 0.4548 2684.43 2685 1 43.47826 9 R.CSYQPTMEGVHTVHVTFAGVPIPR.S 444 2 *
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39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_105.008728.008728 2 3.6811 0.3607 1628.47 1629.7 1 73.07692 1 K.THEAEIVEGENHTY.C 2177 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2963.296 2 4.4262 0.372 1776.18 1776.1 1 71.875 1 K.SPFSVAVSPSLDLSKIK.V 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.009159.009159.2 2 3.9137 0.2488 1430.39 1427.6 1 76.666664 3 R.EAGAGGLAIAVEGPSK.A 2257 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007971.0079 2 3.6874 0.2525 1699.67 1699.9 1 63.333332 2 R.TGVELGKPTHFTVNAK.A 885 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3162.316 2 3.7029 0.1643 2271.93 2272.5 1 52.380955 2 R.AGGPGLERAEAGVPAEFSIWTR.E 2235 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2692.269 3 4.3527 0.1974 2441.26 2441.7 1 40.476192 2 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3171.317 3 4.606 0.2674 2272.26 2272.5 1 42.857143 2 R.AGGPGLERAEAGVPAEFSIWTR.E 2235 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.011661.011661.2 2 4.6356 0.2375 1536.01 1534.7 1 71.42857 2 K.SPFSVAVSPSLDLSK.I 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2258.225 2 3.2686 0.3217 1572.06 1572.8 1 65.38461 2 K.RIANLQTDLSDGLR.L 63 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_110.011057.011057.3 3 4.6779 0.2789 2202.56 2201.4 1 40.789474 2 R.LVSNHSLHETSSVFVDSLTK.A 2513 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_110.011099.011099.2 2 4.8532 0.4508 2202.95 2201.4 1 65.789474 3 R.LVSNHSLHETSSVFVDSLTK.A 2513 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4083.408 2 4.4224 0.2998 1227.39 1227.5 1 90 8 R.LIALLEVLSQK.R 77 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_107.014283.014283.3 3 5.4686 0.3613 3490.46 3487.9 1 25 3 R.EEGPYEVEVTYDGVPVPGSPFPLEAVAPTKPSK.V 1037 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.011169.011169.2 2 2.8702 0.2665 2288.61 2287.6 1 35.714287 1 K.YTPVQQGPVGVNVTYGGDPIPK.S 937 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.012054.012054.2 2 5.8705 0.5131 2765.21 2765 1 54.000004 4 K.LQVEPAVDTSGVQCYGPGIEGQGVFR.E 1247 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.011722.011722.1 1 3.1505 0.2544 1534.83 1534.7 1 60.714287 1 K.SPFSVAVSPSLDLSK.I 959 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.012639.012639.2 2 3.0756 0.2178 2003.55 2003.3 1 41.666664 1 K.IPEISIQDMTAQVTSPSGK.T 2158 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1962.196 2 4.5445 0.4187 1815.09 1816 1 68.75 2 K.VAQPTITDNKDGTVTVR.Y 1807 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.008037.008037.2 2 3.227 0.1296 1429.77 1430.6 1 60.000004 1 K.AFGPGLQGGSAGSPAR.F 1072 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3156.315 2 3.7359 0.4075 2342.42 2343.6 1 36.95652 2 K.ASGPGLNTTGVPASLPVEFTIDAK.D 1550 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1982.198 2 3.3661 0.3099 1603.58 1603.7 1 69.230774 2 K.YNEQHVPGSPFTAR.V 1930 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2080.208 2 3.6273 0.3899 1571.04 1571.7 1 55.88235 1 R.GAGTGGLGLAVEGPSEAK.M 1382 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_105.012011.01201 2 4.198 0.3074 2737.71 2736.9 1 43.75 1 L.SLSIEGPSKVDINTEDLEDGTCRVT.Y 2073 0 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008480.0084 2 5.1582 0.4452 2588.23 2588.8 1 52.272724 3 K.KTHIQDNHDGTYTVAYVPDVTGR.Y 1593 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_PK_110.007942.007942. 2 3.4241 0.1977 1430.51 1430.6 1 63.333332 3 K.AFGPGLQGGSAGSPAR.F 1072 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.011206.0112 2 4.1578 0.371 2307.63 2305.6 1 52.272724 3 R.GQHVPGSPFQFTVGPLGEGGAHK.V 2210 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.010782.010782.2 2 5.562 0.3542 2262.37 2259.4 1 60.000004 6 K.DGSCGVAYVVQEPGDYEVSVK.F 2282 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_106.013178.013178 2 4.1611 0.2693 2468.77 2468.7 1 50 4 K.FNEEHIPDSPFVVPVASPSGDAR.R 2303 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2695.269 2 4.8497 0.4302 2441.49 2441.7 1 52.380955 4 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2179.217 1 3.3081 0.271 1226.49 1227.4 1 62.5 2 R.AWGPGLEGGVVGK.S 581 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.012302.012302.2 2 3.5659 0.2477 1534.77 1534.7 1 76.92308 2 R.AEAGVPAEFSIWTR.E 2243 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.010569.010569.2 2 3.8187 0.1945 1501.91 1501.6 7 66.66667 2 K.DAGEGGLSLAIEGPSK.A 1884 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.012072.012072.3 3 6.7112 0.5024 2766.77 2765 1 45 4 K.LQVEPAVDTSGVQCYGPGIEGQGVFR.E 1247 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.013772.013772.2 2 5.2345 0.4502 2345.37 2343.6 1 50 3 K.ASGPGLNTTGVPASLPVEFTIDAK.D 1550 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2391.239 2 4.3693 0.4283 2259.47 2259.4 1 50 1 K.DGSCGVAYVVQEPGDYEVSVK.F 2282 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.007748.007748.2 2 2.3598 0.221 1157.45 1156.3 8 63.636364 1 K.IVGPSGAAVPCK.V 1008 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_111.013578.013578.2 2 5.3623 0.5482 1944.61 1944.2 1 70.588234 3 K.HTAMVSWGGVSIPNSPFR.V 743 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2039.20 2 2.8496 0.2372 1602.92 1603.7 2 57.692307 1 K.YNEQHVPGSPFTAR.V 1930 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.010308.010308.2 2 3.4101 0.3392 2316.33 2314.5 1 42.857143 3 R.SAGQGEVLVYVEDPAGHQEEAK.V 310 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_110.010040.010040.2 2 4.9359 0.4209 2587.69 2588.8 1 56.81818 2 K.KTHIQDNHDGTYTVAYVPDVTGR.Y 1593 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.013754.013754.3 3 5.6958 0.324 4302.05 4299.6 1 22.368422 1 K.VEYTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSR.V 1319 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_105.013218.013218 2 2.605 0.1601 1209.69 1207.3 1 77.77778 1 A.EADIDFDIIR.N 819 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009022.0090 2 4.3305 0.4885 1635.51 1635.8 1 66.66667 2 R.VHGPGIQSGTTNKPNK.F 1360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_105.016302.016302.2 2 4.3609 0.3689 2536.77 2537.7 1 55 2 R.YWPQEAGEYAVHVLCNSEDIR.L 635 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2107.210 2 3.7278 0.1879 1307.69 1307.5 1 70.83333 2 R.VNVGAGSHPNKVK.V 761 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011738.0117 3 3.9878 0.1377 2949.89 2947.3 1 31.48148 1 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_PHA_lymphocytes_PK_105.015423.015423 3 4.1188 0.2611 4072.82 4071.3 1 27.777779 1 E.YTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSR.V 1321 1 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1419.141 2 2.9654 0.2232 1627.26 1626.6 2 57.692307 1 K.IECDDKGDGSCDVR.Y 621 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2221.222 3 5.2048 0.3092 2192.02 2192.5 1 41.25 1 R.VKVEPSHDASKVKAEGPGLSR.T 864 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_106.020136.020136.3 3 4.7184 0.2507 4575.11 4573.1 1 28.20513 4 R.EAMQQADDWLGIPQVITPEEIVDPNVDEHSVMTYLSQFPK.A 227 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013038.0130 2 3.5519 0.313 2299.21 2297.6 1 47.61905 1 R.GAGSYTIMVLFADQATPTSPIR.V 842 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2741.274 2 4.3797 0.391 2948.46 2947.3 1 42.592594 1 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011241.0112 3 3.622 0.2715 2303.54 2305.6 2 35.227272 2 R.GQHVPGSPFQFTVGPLGEGGAHK.V 2210 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_102.013743.013743.3 3 3.9628 0.2981 3517.82 3520 1 23.529411 2 K.VLPTHDASKVKASGPGLNTTGVPASLPVEFTIDAK.D 1539 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.011051.011051.2 2 2.8289 0.1635 1937.37 1939.2 1 47.22222 1 K.DAGEGLLAVQITDPEGKPK.K 1574 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4574.457 3 3.6885 0.2639 3920.13 3921.4 3 18.055555 1 K.VGSAADIPINISETDLSLLTATVVPPSGREEPCLLKR.L 1957 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2242.224 2 2.6412 0.2708 1109.76 1109.3 1 65 1 R.ALTQTGGPHVK.A 1284 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1645.16 2 4.2209 0.3424 1443.54 1443.5 1 75 2 R.AGQSAAGAAPGGGVDTR.D 8 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2332.23 1 2.1609 0.1959 1415.91 1416.6 6 50 1 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2331.23 2 4.4226 0.2979 1416.4 1416.6 1 79.16667 2 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2356.235 2 4.4782 0.3213 1415.96 1416.6 1 79.16667 3 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2359.236 1 2.7979 0.2832 1416.6 1416.6 1 58.333332 1 R.IANLQTDLSDGLR.L 64 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.008416.008416.2 2 5.0548 0.4485 1869.49 1869 1 68.75 1 R.SPYTVTVGQACNPSACR.A 468 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_108.012523.012523.3 3 4.9386 0.4481 2944.85 2947.3 1 32.407406 2 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2225.222 2 4.0536 0.3745 2191.95 2192.5 1 45 1 R.VKVEPSHDASKVKAEGPGLSR.T 864 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_113.011464.011464.3 3 4.0442 0.2177 2305.58 2305.6 1 36.363636 2 R.GQHVPGSPFQFTVGPLGEGGAHK.V 2210 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_104.013373.013373.2 2 5.434 0.448 2019.17 2016.2 1 69.44444 1 K.CAPGVVGPAEADIDFDIIR.N 810 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_113.011467.011467.2 2 4.1738 0.3231 2306.67 2305.6 1 47.727272 3 R.GQHVPGSPFQFTVGPLGEGGAHK.V 2210 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_112.010048.010048.2 2 4.31 0.3974 1635.55 1635.8 1 66.66667 2 R.VHGPGIQSGTTNKPNK.F 1360 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1930.193 2 3.7004 0.3107 1225.6 1226.3 1 80 2 R.EATTEFSVDAR.A 1273 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3810.38 2 3.5276 0.2941 1227.36 1227.5 1 85 1 R.LIALLEVLSQK.R 77 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2724.27 2 4.4967 0.3629 2440.93 2441.7 1 50 1 R.VSGQGLHEGHTFEPAEFIIDTR.D 2044 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_103.006645.006645.2 2 2.6466 0.2521 1623.71 1626.6 1 57.692307 1 K.IECDDKGDGSCDVR.Y 621 2
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_108.012451.012451.2 2 4.9853 0.4148 2947.47 2947.3 1 51.851852 6 R.FGGEHVPNSPFQVTALAGDQPSVQPPLR.S 1718 2 *
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|NP_001447.2| gi|116063573|ref|NP_001447.2| "filamin A, alpha isoform 1 [Homo sapiens] " 105 387 50.7 2639 280016 6 HsSD-NE_NT_lymphocytes_Ti_109.015855.015855.2 2 4.183 0.3416 1227.27 1227.5 1 90 7 R.LIALLEVLSQK.R 77 2
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.015483.015483 3 3.051 0.1191 3599.6 3599 2 22.580645 1 R.CSEGVFLLTTTPRPVIVEPLEQLDDEDGLPEK.L 431 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.018243.018243 2 2.6265 0.2766 2640.95 2640.9 2 36.363636 1 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.010076.010076 3 3.6274 0.3422 2428.73 2429.6 1 42.105263 1 K.DKLESEMEDAYHEHQANLLR.Q 517 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.004914.004914 1 2.6094 0.2288 1144.52 1144.3 1 70 1 R.FATHAAALSVR.N 366 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_107.018988.018988 2 2.7424 0.2646 2066.43 2066.3 3 44.11765 1 Y.VSNELLEEAFSQFGPIER.A 382 1 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_107.012216.012216 2 5.2621 0.3535 2429.63 2429.6 1 63.15789 1 K.DKLESEMEDAYHEHQANLLR.Q 517 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_115.009266.009266 3 4.6632 0.4128 1803.32 1804 1 45.833336 6 K.PGGGPGLSTPGGHPKPPHR.G 218 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_113.009440.009440 2 4.4622 0.4976 1803.19 1804 1 58.333332 7 K.PGGGPGLSTPGGHPKPPHR.G 218 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_Ti_106.007579.007579 3 3.028 0.0891 1250.78 1250.5 8 59.375 1 R.RREEEMMIR.Q 573 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012514.01251 2 3.3369 0.38 1807.99 1809 1 60.000004 1 R.LFVGNLPADITEDEFK.R 299 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.006298.0062 2 3.9329 0.3195 1572.53 1573.8 1 81.818184 2 R.RMEELHNQEMQK.R 548 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_PK_112.011243.0112 2 3.3824 0.3406 1340.41 1342.5 1 75 1 R.FGQGGAGPVGGQGPR.G 667 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_102.014646.0146 2 3.2362 0.1427 2126.71 2124.4 5 47.22222 1 R.SEEKISDSEGFKANLSLLR.R 268 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011110.0111 2 3.1279 0.2789 1967.93 1965.2 1 56.25 1 R.LFVGNLPADITEDEFKR.L 299 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011302.01130 2 6.2861 0.4576 2136.87 2136.4 1 77.77778 4 R.PVIVEPLEQLDDEDGLPEK.L 444 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008736.0087 2 2.4233 0.1834 1763.37 1763.9 1 57.692307 1 R.FAQHGTFEYEYSQR.W 480 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.006069.00606 2 3.8764 0.3118 1573.63 1573.8 1 81.818184 2 R.RMEELHNQEMQK.R 548 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.017876.0178 2 4.6431 0.5124 2639.77 2640.9 1 54.545456 19 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008133.00813 2 3.2601 0.339 1762.69 1763.9 1 61.538464 3 R.FAQHGTFEYEYSQR.W 480 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009254.0092 2 4.758 0.3713 2428.83 2429.6 1 60.526318 3 K.DKLESEMEDAYHEHQANLLR.Q 517 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018294.01829 2 4.2148 0.4425 2640.83 2640.9 1 52.272724 8 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_106.014082.014082 2 2.619 0.155 1320.29 1321.4 2 65 1 L.PADITEDEFKR.L 305 1 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_Ti_102.013966.013966.2 2 3.26 0.3882 1808.67 1809 1 66.66667 2 R.LFVGNLPADITEDEFK.R 299 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_PK_111.009557.009557. 2 3.2262 0.3562 1341.83 1342.5 1 64.28571 2 R.FGQGGAGPVGGQGPR.G 667 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_Ti_112.015250.015250.2 2 4.812 0.3883 2642.15 2640.9 1 54.545456 7 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4664.466 2 5.0742 0.4654 2639.93 2640.9 1 50 4 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4013.40 2 5.062 0.341 2641.21 2640.9 1 52.272724 2 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_Ti_109.016489.016489.3 3 3.779 0.1755 3599.12 3599 1 22.580645 2 R.CSEGVFLLTTTPRPVIVEPLEQLDDEDGLPEK.L 431 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_106.013450.013450 2 3.7522 0.3578 2692.05 2693 1 39.130436 4 L.TTTPRPVIVEPLEQLDDEDGLPEK.L 439 1 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_Ti_106.017842.017842.3 3 3.8497 0.3073 2641.22 2640.9 1 28.40909 1 R.NLSPYVSNELLEEAFSQFGPIER.A 377 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_106.014019.014019 2 4.3441 0.4237 1962.97 1965.2 1 62.5 1 R.LFVGNLPADITEDEFKR.L 299 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2903.290 2 3.0151 0.1644 1964.17 1965.2 5 46.875 1 R.LFVGNLPADITEDEFKR.L 299 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_106.013424.013424 2 3.9946 0.3382 2590.19 2591.9 1 43.18182 3 T.TTPRPVIVEPLEQLDDEDGLPEK.L 440 1 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1883.18 1 2.7701 0.1764 1342.45 1342.5 6 46.42857 1 R.FGQGGAGPVGGQGPR.G 667 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_NT_lymphocytes_Ti_108.004161.004161.2 2 2.547 0.1994 1763.63 1763.9 1 53.846157 1 R.FAQHGTFEYEYSQR.W 480 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007493.0074 1 2.3098 0.2185 1145.66 1144.3 2 65 3 R.FATHAAALSVR.N 366 2 *
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_005057.1| gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine rich (polypyrimidine tract binding p 22 105 27 707 76150 9.4 HsSD-NE_PHA_lymphocytes_PK_105.017049.017049 2 3.9144 0.3009 1765.73 1766 1 67.85714 4 N.ELLEEAFSQFGPIER.A 385 1 *
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_Ti_111.020675.020675 3 5.9065 0.3697 2937.5 2935.4 1 31.25 4 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_Ti_103.008333.008333 2 4.8207 0.4161 1691.67 1693.9 1 84.61539 16 R.HLQLAIRNDEELNK.L 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_Ti_101.014978.014978 2 4.1016 0.2385 1935.03 1932.4 1 58.333332 5 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_Ti_107.010538.010538 3 3.3165 0.3767 2106.38 2105.4 3 35.294117 1 R.HLQLAIRNDEELNKLLGK.V 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001722.001722 2 4.7011 0.2273 2935.51 2935.4 1 39.285713 8 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.013826.013 2 4.4419 0.3008 1933.93 1932.4 1 58.333332 3 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010166.01016 2 3.9931 0.285 1695.15 1693.9 1 73.07692 1 R.HLQLAIRNDEELNK.L 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014516.01451 3 4.9183 0.3185 1930.52 1932.4 1 48.61111 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007936.00793 2 2.8037 0.1287 1275.91 1275.5 1 72.72727 1 R.SSRAGLQFPVGR.V 19 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008062.0080 2 4.452 0.349 1692.71 1693.9 2 73.07692 8 R.HLQLAIRNDEELNK.L 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014630.01463 2 5.4336 0.3395 1933.01 1932.4 1 63.88889 9 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_115.018662.01866 3 6.2257 0.4056 2937.59 2935.4 1 35.714287 2 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 22 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_Ti_112.019314.01931 2 4.3308 0.3995 2936.05 2935.4 1 32.142857 5 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018864.018 2 3.6095 0.3994 2780.15 2779.2 2 30.769232 1 G.AGAPVYMAAVLEYLTAEILELAGNAAR.D 46 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014120.0141 2 5.3201 0.3032 1933.93 1932.4 1 66.66667 23 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.010779.010 2 2.8514 0.1647 1190.59 1188.4 1 80 1 S.SRAGLQFPVGR.V 20 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019982.019 2 5.4518 0.2308 2935.91 2935.4 1 41.07143 11 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008115.0081 3 3.1961 0.1063 1694.69 1693.9 5 44.230766 2 R.HLQLAIRNDEELNK.L 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 53 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014170.0141 3 4.9301 0.344 1933.25 1932.4 1 50 8 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 22 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 53 0
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 58 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014601.014601.3 3 5.0019 0.3297 1932.83 1932.4 1 50 10 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 54 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 56 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 22 2
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41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 22 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_109.009851.009851.2 2 4.0521 0.3308 1693.85 1693.9 1 80.769226 2 R.HLQLAIRNDEELNK.L 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_111.020171.020171. 2 3.4167 0.4263 2835.27 2836.3 1 27.777779 3 V.GAGAPVYMAAVLEYLTAEILELAGNAAR.D 45 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 60 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 57 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 59 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_111.018972.018972. 2 3.9542 0.2677 2937.57 2935.4 1 35.714287 3 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_114.020603.020603.2 2 2.1892 0.1064 2936.53 2935.4 8 25 1 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_111.013202.013202. 2 4.2142 0.2794 1931.45 1932.4 1 63.88889 6 G.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 55 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3882.388 2 3.9908 0.337 1931.8 1932.4 1 55.555557 6 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 60 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_114.019943.019943.3 3 5.7159 0.4026 2936.03 2935.4 1 32.142857 2 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 55 1
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_111.012899.012899.3 3 3.3461 0.256 2105.93 2105.4 1 32.352943 1 R.HLQLAIRNDEELNKLLGK.V 83 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.001557.0015 2 5.7598 0.3087 2937.45 2935.4 1 44.642857 18 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014894.014894.2 2 6.0093 0.3887 1933.27 1932.4 1 69.44444 72 K.VTIAQGGVLPNIQAVLLPK.K 101 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.001250.0012 3 5.6484 0.4711 2935.4 2935.4 1 33.92857 4 R.VGAGAPVYMAAVLEYLTAEILELAGNAAR.D 44 2
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|NP_001035807.1| gi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_0035 "histone cluster 2, H2aa4 [Homo sapiens] " 22 277 60 130 14095 10.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3849.38 2 4.4034 0.2888 1931.93 1932.4 1 58.333332 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_112.012073.012073 2 4.6171 0.2402 1541.73 1541.9 1 83.33333 3 K.RVTIMPKDIQLAR.R 117 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_115.017231.01723 2 2.8887 0.2374 1868.35 1867.1 1 60.714287 1 L.VREIAQDFKTDLRFQ.S 72 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_Ti_114.015154.015154 3 7.5301 0.5025 3437.15 3439.8 1 34.677418 159 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_112.012061.01206 3 4.0126 0.1629 1542.62 1541.9 5 52.083332 1 K.RVTIMPKDIQLAR.R 117 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_112.012076.012076 1 2.4949 0.1609 1543.05 1541.9 1 70.83333 1 K.RVTIMPKDIQLAR.R 117 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_PK_111.012605.0126 2 2.9694 0.2269 1390.01 1390.5 1 68.181816 3 V.GLFEDTNLCAIH.A 103 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.008951.0089 2 2.6903 0.1588 1386.71 1385.7 8 63.636364 1 R.VTIMPKDIQLAR.R 118 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_Ti_111.000012.00001 3 7.0763 0.363 3439.79 3439.8 1 29.032257 80 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007644.00764 2 2.46 0.118 1253.77 1251.5 1 88.88889 1 R.YQKSTELLIR.K 55 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_PK_106.009518.0095 2 2.6281 0.2425 1219.59 1220.3 3 77.77778 1 L.FEDTNLCAIH.A 105 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007040.00704 2 2.1386 0.1288 1034.31 1033.2 1 87.5 1 R.YRPGTVALR.E 42 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_NT_lymphocytes_Ti_114.020704.020704.3 3 7.8024 0.5166 3438.26 3439.8 1 31.451612 148 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.5151.51 3 5.0141 0.3545 3438.36 3439.8 1 27.419355 5 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5584.558 3 6.1079 0.4482 3437.66 3439.8 1 26.612906 13 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_106.017988.017988 2 3.5607 0.3251 2583.07 2580.8 1 40.909092 1 L.QEASEAYLVGLFEDTNLCAIHAK.R 94 1
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_105.012260.012260 2 3.3123 0.3223 1391.35 1390.5 1 77.27273 5 V.GLFEDTNLCAIH.A 103 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2067.20 2 2.8849 0.2358 1336.32 1336.5 2 75 2 R.EIAQDFKTDLR.F 74 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_104.012626.012626 2 3.183 0.2155 1334.11 1333.4 1 85 3 G.LFEDTNLCAIH.A 104 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_105.014915.014915 2 3.7074 0.4216 1601.99 1602.8 1 84.61539 1 Y.LVGLFEDTNLCAIH.A 101 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.020624.0206 3 7.4272 0.4181 3440.15 3439.8 1 32.258064 114 R.FQSAAIGALQEASEAYLVGLFEDTNLCAIHAK.R 85 2
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsSD-NE_PHA_lymphocytes_PK_102.015816.015816 2 2.9584 0.2262 1253.15 1253.4 5 70 2 V.GLFEDTNLCAI.H 103 0
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_005315.1| gi|4885385|ref|NP_005315.1| "H3 histone, family 3B [Homo sapiens] " 15 548 56.6 136 15328 11.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2039.203 2 2.5842 0.1997 1337.15 1336.5 2 75 2 R.EIAQDFKTDLR.F 74 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_PHA_lymphocytes_PK_108.008618.008618 1 1.9564 0.2038 1100.62 1100.2 1 71.42857 1 A.CYCRIPAC.I 66 0
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_PHA_lymphocytes_PK_109.009700.009700 1 2.1989 0.2915 1283.48 1284.4 1 72.22222 2 A.CYCRIPACIA.G 66 0
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_PK_106.008690.0086 2 3.4947 0.3707 1215.05 1215.2 1 87.5 4 M.DCYCRIPAC.I 65 0 *
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_Ti_106.006575.00657 1 2.0038 0.1395 986.51 987.11 1 68.75 1 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_PK_110.008475.0084 1 2.1552 0.1693 1099.44 1100.2 2 78.57143 3 D.CYCRIPAC.I 66 0
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006818.0068 2 2.6855 0.2088 989.19 987.11 1 93.75 1 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006789.0067 1 2.132 0.1837 986.55 987.11 4 62.5 3 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006893.0068 1 1.8002 0.3241 1117.43 1118.2 1 68.75 1 R.YGTCIYQGR.L 80 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_PK_112.012377.012 2 2.5486 0.2622 1153.55 1154.4 4 75 1 C.IYQGRLWAF.C 84 0
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_PK_106.008637.0086 1 1.8859 0.2178 1214.53 1215.2 4 68.75 1 M.DCYCRIPAC.I 65 0 *
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_NT_lymphocytes_Ti_111.010907.010907.2 2 2.5726 0.3507 1274.33 1274.4 1 72.22222 3 R.RYGTCIYQGR.L 79 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1878.187 2 2.7439 0.1828 987.31 987.11 1 81.25 3 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1904.19 2 2.8724 0.324 1117.85 1118.2 1 93.75 1 R.YGTCIYQGR.L 80 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1867.186 2 3.4029 0.3802 1118.29 1118.2 1 81.25 2 R.YGTCIYQGR.L 80 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_NT_lymphocytes_Ti_104.007821.007821.1 1 2.4083 0.2333 987.51 987.11 1 68.75 1 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_NT_lymphocytes_Ti_103.007791.007791.1 1 2.1604 0.2782 1117.49 1118.2 2 75 4 R.YGTCIYQGR.L 80 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_PHA_lymphocytes_PK_105.010102.010102 2 2.9724 0.1889 1402.37 1399.5 1 80 1 M.DCYCRIPACIA.G 65 0 *
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1816.181 2 2.9729 0.0919 1143.31 1143.3 4 83.33333 2 R.IPACIAGERR.Y 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1711.17 1 2.3626 0.2993 986.75 987.11 2 62.5 1 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2529.25 2 2.7702 0.1007 1143.28 1143.3 3 83.33333 1 R.IPACIAGERR.Y 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1876.187 1 2.4907 0.2342 987.55 987.11 1 75 1 R.IPACIAGER.R 70 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_NT_lymphocytes_Ti_101.007562.007562.2 2 3.207 0.383 1118.53 1118.2 1 87.5 7 R.YGTCIYQGR.L 80 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007136.0071 2 3.4557 0.306 1274.59 1274.4 1 77.77778 4 R.RYGTCIYQGR.L 79 2
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_005208.1| gi|4885179|ref|NP_005208.1| "defensin, alpha 3 preproprotein [Homo sapiens] " 13 53 29.8 94 10245 6 HsSD-NE_PHA_lymphocytes_PK_105.010107.010107 1 2.6338 0.2979 1399.65 1399.5 1 65 4 M.DCYCRIPACIA.G 65 0 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_112.009709.009709 2 3.857 0.4201 1883.29 1884.1 1 66.66667 3 K.THMTHHPISDHEATLR.C 211 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_104.011946.011946 2 4.468 0.3987 1632.75 1630.8 1 84.61539 24 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_101.006423.006423 2 5.5416 0.4888 2575.91 2576.7 1 60.000004 2 R.KGGSYTQAASSDSAQGSDVSLTACKV.- 340 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_PK_111.011989.011989 1 2.5192 0.209 1104.82 1105.3 1 66.66667 1 Q.HEGLPKPLTL.R 287 0
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_102.017177.017177 2 3.6053 0.3594 2115.95 2113.4 1 56.25 1 R.CWALGFYPAEITLTWQR.D 227 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_108.008576.008576 3 3.762 0.1023 2053.1 2050.3 7 43.75 1 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_Ti_109.008655.008655 2 5.3157 0.4283 2050.11 2050.3 1 71.875 4 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007593.00759 3 4.7099 0.3464 2636.84 2638.7 1 32.608696 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_106.007395.00739 2 5.7975 0.4235 2576.73 2576.7 1 62 2 R.KGGSYTQAASSDSAQGSDVSLTACKV.- 340 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_111.010530.01053 2 2.065 0.0956 1317.57 1317.5 1 70 1 R.YFFTSVSRPGR.G 31 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007154.00715 2 5.8419 0.5586 2348.55 2349.4 1 56.521736 2 K.GGSYTQAASSDSAQGSDVSLTACK.V 341 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_114.009974.00997 2 3.5438 0.1443 2052.73 2050.3 1 65.625 8 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008252.0082 2 3.364 0.244 1428.29 1428.6 9 66.66667 1 K.WAAVVVPSGEEQR.Y 268 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007677.0076 2 3.5375 0.5061 2575.37 2576.7 1 50 1 R.KGGSYTQAASSDSAQGSDVSLTACKV.- 340 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_112.011672.0116 3 4.1849 0.282 2639.48 2638.7 3 29.347824 6 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_105.010082.01008 2 6.1424 0.4483 2136.49 2135.3 1 81.25 4 R.APWIEQEGPEYWDQETR.N 73 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_105.010346.01034 2 4.0404 0.4009 1485.65 1483.6 1 86.36364 4 R.AYLDGTCVEWLR.R 182 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007784.0077 2 4.904 0.4456 2638.73 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_111.014558.01455 2 6.5541 0.4936 2113.35 2113.4 1 78.125 58 R.CWALGFYPAEITLTWQR.D 227 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_115.013104.0131 2 4.7662 0.426 2135.49 2135.3 1 65.625 2 R.APWIEQEGPEYWDQETR.N 73 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.011192.0111 2 4.9486 0.4365 1632.53 1630.8 1 88.46153 53 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_112.011600.0116 2 4.6976 0.4236 1864.69 1865 1 65.625 6 Q.DTELVETRPAGDGTFQK.W 251 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_106.009266.0092 2 3.2675 0.1815 1144.25 1143.2 1 93.75 2 G.YVDDTQFVR.F 51 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_106.006896.00689 2 6.2211 0.495 2477.11 2477.6 1 66.66667 2 R.KGGSYTQAASSDSAQGSDVSLTACK.V 340 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010589.0105 2 5.176 0.4546 2134.67 2135.3 1 68.75 4 R.APWIEQEGPEYWDQETR.N 73 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_105.007084.0070 2 2.6162 0.1823 996.83 997.01 1 87.5 1 R.FDSDAASQR.M 60 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007911.0079 2 5.5906 0.5705 2447.75 2448.5 1 52.083332 3 K.GGSYTQAASSDSAQGSDVSLTACKV.- 341 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_105.010206.0102 2 3.0324 0.2176 1201.81 1200.3 1 88.88889 5 V.GYVDDTQFVR.F 50 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_110.008802.0088 2 2.8071 0.1994 1525.17 1524.6 1 58.333332 1 A.VVVPSGEEQRYTC.H 271 0
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_108.007317.00731 3 3.7963 0.2886 1470.38 1468.6 1 59.090908 2 R.KWEAAHEAEQLR.A 170 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_111.011336.0113 2 4.5027 0.4064 2638.63 2638.7 1 43.47826 7 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_105.009084.0090 2 4.5322 0.2667 2234.49 2235.2 2 50 2 R.DGEDQTQDTELVETRPAGDGT.F 244 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008939.0089 2 3.6598 0.1905 2001.29 2000.1 1 65.625 4 R.QDAYDGKDYIALNEDLR.S 139 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_106.008499.00849 2 3.2142 0.3396 2376.61 2376.5 2 42.105263 1 R.GYRQDAYDGKDYIALNEDLR.S 136 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_104.008636.00863 3 4.2917 0.237 2000.06 2000.1 1 51.5625 2 R.QDAYDGKDYIALNEDLR.S 139 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.007457.0074 1 2.3608 0.3165 1468.54 1468.6 1 72.72727 1 R.KWEAAHEAEQLR.A 170 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007305.0073 2 4.1687 0.3091 1468.17 1468.6 1 86.36364 2 R.KWEAAHEAEQLR.A 170 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_106.007412.00741 3 5.6998 0.2992 2579.15 2576.7 1 39 3 R.KGGSYTQAASSDSAQGSDVSLTACKV.- 340 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007604.00760 2 4.6766 0.4072 2641.49 2638.7 1 45.652176 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_110.009054.0090 2 4.2968 0.4026 1668.27 1666.8 1 71.42857 1 W.AAVVVPSGEEQRYTC.H 269 0
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_PK_106.009875.0098 2 5.5155 0.4334 2510.81 2510.5 1 52.272724 6 R.DGEDQTQDTELVETRPAGDGTFQ.K 244 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.005781.0057 2 3.3096 0.2063 998.29 997.01 1 87.5 2 R.FDSDAASQR.M 60 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_107.010814.01081 2 5.3993 0.4585 1632.09 1630.8 1 88.46153 51 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_Ti_110.006627.00662 3 3.4753 0.1435 1509.38 1507.7 1 54.545456 1 R.RYLENGKETLQR.T 194 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2843.28 2 4.4038 0.3996 1631.36 1630.8 1 80.769226 6 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_PK_105.009665.009665 2 2.5502 0.1837 1200.29 1200.3 4 72.22222 1 V.GYVDDTQFVR.F 50 1
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_104.010190.010190.2 2 3.1338 0.2756 1999.37 2000.1 1 75 2 R.QDAYDGKDYIALNEDLR.S 139 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2655.26 2 5.5953 0.4951 2133.86 2135.3 1 78.125 2 R.APWIEQEGPEYWDQETR.N 73 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_103.008730.008730.2 2 4.7116 0.3354 2641.25 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2079.207 2 3.9197 0.3145 2638.2 2638.7 1 41.304348 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.009368.0093 2 4.773 0.4393 1883.53 1884.1 1 83.33333 4 K.THMTHHPISDHEATLR.C 211 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_104.011956.011956.2 2 3.4505 0.3415 1483.27 1483.6 1 81.818184 2 R.AYLDGTCVEWLR.R 182 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_109.012806.012806.2 2 4.8352 0.3868 1631.49 1630.8 1 84.61539 16 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_111.010899.010899.2 2 3.4983 0.3143 1624.45 1624.8 1 66.66667 1 K.RKWEAAHEAEQLR.A 169 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_114.009558.009558.3 3 4.5613 0.3787 1881.44 1884.1 1 45 1 K.THMTHHPISDHEATLR.C 211 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2864.286 2 3.9085 0.3731 1631.48 1630.8 1 76.92308 4 R.FIAVGYVDDTQFVR.F 46 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2730.273 2 5.6606 0.3689 2135.25 2135.3 1 75 2 R.APWIEQEGPEYWDQETR.N 73 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_PHA_lymphocytes_PK_105.012820.012820 1 2.1802 0.1528 1347.48 1347.5 5 60.000004 2 V.GYVDDTQFVRF.D 50 0
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_114.010258.010258.2 2 5.8132 0.4765 2050.17 2050.3 1 71.875 12 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2499.249 2 2.7305 0.1315 2050.67 2050.3 1 50 1 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3244.324 2 4.6021 0.4593 2113.66 2113.4 1 75 2 R.CWALGFYPAEITLTWQR.D 227 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsSD-NE_NT_lymphocytes_Ti_112.015317.015317.2 2 5.4913 0.46 2114.15 2113.4 1 78.125 12 R.CWALGFYPAEITLTWQR.D 227 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1903.190 2 3.9988 0.3069 1468.34 1468.6 1 86.36364 4 R.KWEAAHEAEQLR.A 170 2 *
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.010076.0100 2 5.048 0.3757 2052.83 2050.3 1 71.875 6 R.YTCHVQHEGLPKPLTLR.W 281 2
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NP_002107.3| gi|24797067|ref|NP_002107.3| "major histocompatibility complex, class I, A precursor [Homo sapie 35 465 60.5 365 40841 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013964.0139 2 6.2009 0.5145 2114.07 2113.4 1 78.125 84 R.CWALGFYPAEITLTWQR.D 227 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_115.014098.014098 3 4.0548 0.2674 2737.01 2737.2 1 35.227272 5 L.DCILPPTRPTDKPLRLPLQDVYK.I 233 1 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_114.000542.000542 2 4.7282 0.3906 2913.67 2911.3 1 32.142857 81 K.NMITGTSQADCAVLIVAAGVGEFEAGISK.N 101 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_112.016263.016263 2 4.089 0.3561 2108.83 2106.5 1 55.555557 5 Y.IKKIGYNPDTVAFVPISGW.N 178 0 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_101.009692.009692 3 4.5524 0.1545 1318.4 1315.6 1 63.636364 2 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_110.009287.009287 2 2.7724 0.2539 1122.45 1124.3 1 75 2 N.IVVIGHVDSGK.S 10 1
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_109.009120.009120 2 3.817 0.2963 1517.43 1514.7 1 64.28571 5 N.IVVIGHVDSGKSTTT.G 10 0
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_110.010577.010577 2 3.2306 0.3486 1405.01 1405.6 1 72.72727 2 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_108.017378.017378 2 3.5677 0.261 1864.37 1865.1 1 65.625 3 K.KIGYNPDTVAFVPISGW.N 180 1 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_109.015976.015976 3 5.5986 0.5297 4107.35 4108.7 4 18.75 9 R.KDGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK.I 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_112.018685.018685 1 4.1541 0.3261 1591.27 1589.8 1 67.85714 15 K.THINIVVIGHVDSGK.S 6 2
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45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_111.011576.011576 2 2.6672 0.3681 1624.97 1627.9 1 61.538464 1 T.IIDAPGHRDFIKNM.I 89 0
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_110.009467.009467 2 3.1657 0.2793 1380.27 1382.6 1 77.27273 2 T.IIDAPGHRDFIK.N 89 1
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_101.012874.012874 2 4.3301 0.4684 2515.67 2517 1 50 2 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_105.010282.010282 2 4.4 0.3898 1909.29 1909.2 1 66.66667 8 K.YYVTIIDAPGHRDFIK.N 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_102.008943.008943 1 3.8052 0.3843 1315.75 1315.6 1 72.72727 11 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_113.003011.003011 3 4.8673 0.3529 1590.08 1589.8 1 60.714287 41 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_109.009051.00905 1 3.1297 0.3776 1312.69 1312.5 1 66.66667 4 N.IVVIGHVDSGKST.T 10 0
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_114.012677.012677 3 4.4111 0.3745 4387.73 4387.9 1 18.75 6 K.NDPPMEAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACK.F 331 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_115.003246.003246 2 5.5742 0.3923 1592.53 1589.8 1 85.71429 170 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_111.016193.016193 2 3.1153 0.2954 1777.81 1776.1 1 53.333336 2 Y.IKKIGYNPDTVAFVPI.S 178 0 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_101.009968.009968 2 3.7427 0.3912 1314.99 1315.6 1 86.36364 26 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_105.018176.018176 3 4.5417 0.378 3978.23 3980.5 4 19.285715 4 K.DGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK.I 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_103.008960.008960 2 3.5531 0.347 1404.93 1405.6 1 81.818184 10 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_105.014406.014406 3 3.6302 0.1843 3150.29 3151.6 1 29.464287 1 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_111.011658.011658 2 3.4739 0.2614 1582.45 1582.8 2 65.38461 2 Y.VTIIDAPGHRDFIK.N 87 1 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_106.013911.013911 2 3.7802 0.4952 3150.53 3151.6 4 26.785713 1 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_Ti_114.017648.017648 3 5.499 0.2884 2912.45 2911.3 1 35.714287 19 K.NMITGTSQADCAVLIVAAGVGEFEAGISK.N 101 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_108.012128.01212 3 5.0754 0.3326 2519.99 2517 1 40.217392 2 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015381.0153 3 3.901 0.2705 3023.6 3023.4 3 22.222223 4 K.DGNASGTTLLEALDCILPPTRPTDKPLR.L 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.009668.0096 2 3.5686 0.4433 1315.05 1315.6 1 90.909096 2 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008457.0084 2 2.8878 0.2637 1405.81 1405.6 4 63.636364 2 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_109.012014.01201 2 4.7064 0.4691 2517.53 2517 1 54.347824 4 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_110.009502.00950 1 3.8988 0.3638 1316.89 1315.6 1 72.72727 9 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_108.017768.01776 3 5.2261 0.2189 3701 3698.2 1 31.25 1 K.KIGYNPDTVAFVPISGWNGDNMLEPSANMPWFK.G 180 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_108.016200.01620 3 4.3284 0.4052 3025.61 3023.4 4 21.296297 5 K.DGNASGTTLLEALDCILPPTRPTDKPLR.L 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.012027.0120 3 3.9991 0.2506 2519.51 2517 1 36.95652 2 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_PK_112.011481.0114 2 2.8795 0.2378 1286.35 1284.4 6 80 1 G.YAPVLDCHTAH.I 357 0 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009424.0094 1 3.196 0.3169 1316.01 1315.6 1 63.636364 2 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_109.009482.00948 2 3.657 0.4304 1314.97 1315.6 1 86.36364 2 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_105.015622.01562 2 3.5524 0.2559 2657.87 2656.9 1 41.666664 2 K.DGNASGTTLLEALDCILPPTRPTDK.P 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_105.012498.01249 2 3.4996 0.3448 2999.53 2997.4 1 38.88889 1 K.SGDAAIVDMVPGKPMCVESFSDYPPLGR.F 396 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011732.0117 2 4.675 0.4386 2517.91 2517 1 47.826088 14 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_111.013274.01327 3 4.613 0.2798 3151.73 3151.6 1 31.25 3 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_113.002510.00251 2 4.8548 0.3767 1589.05 1589.8 1 78.57143 50 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_Ti_108.008558.00855 2 3.4639 0.3406 1405.35 1405.6 1 81.818184 7 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007790.0077 2 3.7356 0.3414 1026.21 1026.2 1 90 4 K.IGGIGTVPVGR.V 256 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013124.0131 3 3.8392 0.2894 3153.53 3151.6 1 29.464287 2 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_115.018428.018428.3 3 5.0889 0.379 1590.23 1589.8 1 53.571426 4 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_106.014475.014475.3 3 4.7736 0.3829 3024.38 3023.4 1 25.925926 3 K.DGNASGTTLLEALDCILPPTRPTDKPLR.L 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_115.013767.0137 3 4.7845 0.3188 3981.23 3980.5 1 20 2 K.DGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK.I 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_115.018446.018446.2 2 5.2781 0.4178 1589.33 1589.8 1 85.71429 52 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_112.011852.011852.2 2 3.0986 0.1922 1407.55 1405.6 1 72.72727 3 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_114.012408.012408.1 1 4.3177 0.3707 1590.79 1589.8 1 64.28571 43 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_110.018250.018250.3 3 5.1184 0.445 3696.2 3698.2 1 28.90625 3 K.KIGYNPDTVAFVPISGWNGDNMLEPSANMPWFK.G 180 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_112.014896.014896.3 3 5.5972 0.3748 3979.67 3980.5 1 23.571428 4 K.DGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK.I 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.013720.0137 3 3.9322 0.3702 4108.52 4108.7 1 23.61111 2 R.KDGNASGTTLLEALDCILPPTRPTDKPLRLPLQDVYK.I 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_103.008608.008608.2 2 3.1946 0.2451 1028.27 1026.2 1 85 2 K.IGGIGTVPVGR.V 256 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_106.013355.013355 1 2.6217 0.1535 1476.73 1477.8 1 53.846157 2 R.VETGVLKPGMVVTF.A 267 1 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_106.013473.013473 2 3.5114 0.2533 1479.41 1477.8 1 80.769226 1 R.VETGVLKPGMVVTF.A 267 1 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_104.016451.016451.2 2 3.9822 0.1611 2657.79 2656.9 1 39.583336 3 K.DGNASGTTLLEALDCILPPTRPTDK.P 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_PK_108.008451.008451. 2 3.8221 0.3195 1028.43 1026.2 1 95 4 K.IGGIGTVPVGR.V 256 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_106.010367.010367 1 2.0546 0.1733 1515.85 1516.7 3 59.090908 1 K.RYEEIVKEVSTY.I 166 1
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_104.016444.016444.3 3 3.5016 0.2244 2655.53 2656.9 1 29.166666 1 K.DGNASGTTLLEALDCILPPTRPTDK.P 220 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_PK_109.010172.010172. 2 3.1447 0.2453 1405.61 1405.6 1 72.72727 5 K.YYVTIIDAPGHR.D 85 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_114.019655.019655.3 3 4.629 0.3032 2912.84 2911.3 1 29.464287 4 K.NMITGTSQADCAVLIVAAGVGEFEAGISK.N 101 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_110.015125.015125.2 2 3.7055 0.2939 3153.33 3151.6 1 32.142857 3 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_107.012096.012096.2 2 5.1806 0.4367 2515.97 2517 1 52.173912 16 R.VETGVLKPGMVVTFAPVNVTTEVK.S 267 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2623.262 2 3.171 0.2201 1603.59 1601.8 1 70.83333 1 R.YEEIVKEVSTYIK.K 167 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016979.0169 3 5.2427 0.3718 3699.74 3698.2 1 32.8125 5 K.KIGYNPDTVAFVPISGWNGDNMLEPSANMPWFK.G 180 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_113.001918.001918.2 2 4.3255 0.452 2913.41 2911.3 1 37.5 27 K.NMITGTSQADCAVLIVAAGVGEFEAGISK.N 101 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011465.0114 1 3.2938 0.2889 1591.42 1589.8 1 53.571426 7 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_111.014507.014507.3 3 4.8595 0.3918 3151.76 3151.6 1 33.035713 8 R.KDGNASGTTLLEALDCILPPTRPTDKPLR.L 219 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.002717.0027 2 4.7513 0.3909 1589.89 1589.8 1 75 30 K.THINIVVIGHVDSGK.S 6 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_108.010568.010568.2 2 3.9773 0.3899 1317.51 1315.6 1 86.36364 15 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_PHA_lymphocytes_PK_105.009388.009388 2 3.5955 0.2002 1096.21 1094.2 1 85 2 A.GVGEFEAGISK.N 119 1
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_104.014316.014316.2 2 3.4915 0.2849 1791.29 1790.1 6 50 1 K.PGMVVTFAPVNVTTEVK.S 274 2 *
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsSD-NE_NT_lymphocytes_Ti_109.011066.011066.1 1 3.2575 0.2774 1317.56 1315.6 1 68.181816 15 R.EHALLAYTLGVK.Q 135 2
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_001393.1| gi|4503471|ref|NP_001393.1| eukaryotic translation elongation factor 1 alpha 1 [Homo sapiens] 40 828 57.1 462 50141 9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012369.0123 3 3.5127 0.3747 4389.14 4387.9 1 20.625 1 K.NDPPMEAAGFTAQVIILNHPGQISAGYAPVLDCHTAHIACK.F 331 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.004316.004316 2 2.6366 0.1957 1040.55 1041.2 1 87.5 3 R.KASDVHEVR.K 247 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.019782.019782 3 4.3822 0.3007 1861.07 1861.1 1 53.333336 7 K.FGVEQDVDMVFASFIR.K 231 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.015233.015233 2 5.2251 0.4777 2498.43 2495.7 1 52.083332 7 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.011531.011531 2 5.9047 0.3429 1782.41 1780.9 1 76.47059 6 K.GADFLVTEVENGGSLGSK.K 189 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_107.011324.011324 2 2.7943 0.2403 1768.75 1766 9 47.058823 1 K.KGVNLPGAAVDLPAVSEK.D 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_107.016822.016822 2 3.9806 0.4539 1757.51 1760 1 60.714287 3 R.GIFPVLCKDPVQEAW.A 468 1
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.007064.007064 2 3.4949 0.2841 1221.37 1222.4 1 85 5 K.CCSGAIIVLTK.S 423 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.011226.011226 2 3.4632 0.2369 2332.35 2332.6 1 43.18182 1 R.RLAPITSDPTEATAVGAVEASFK.C 400 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.012614.012614 2 2.6216 0.1311 2088.15 2089.4 3 46.875 1 R.EAEAAIYHLQLFEELRR.L 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.008717.008717 2 2.85 0.2714 1884.47 1885 1 53.333336 1 R.LNFSHGTHEYHAETIK.N 74 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.013643.013643 2 5.5776 0.477 2176.59 2176.4 1 59.523808 71 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.012286.012286 3 4.0119 0.2044 1826 1823.1 1 46.666668 14 R.RFDEILEASDGIMVAR.G 279 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_110.014788.014788 3 5.9827 0.3402 2479.25 2478.8 1 42.391304 2 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_114.012230.012230 2 5.2285 0.3453 2395.35 2392.8 4 38.095238 8 K.KGDVVIVLTGWRPGSGFTNTMR.V 505 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_108.015930.015930 2 4.0026 0.3891 2350.51 2350.7 1 50 2 K.KGVNLPGAAVDLPAVSEKDIQDL.K 207 1
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_115.012205.012205 3 3.0885 0.2931 2089.31 2089.4 6 35.9375 1 R.EAEAAIYHLQLFEELRR.L 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.015917.015917 3 5.4327 0.3208 3499.31 3496.8 1 27.272728 5 R.AEGSDVANAVLDGADCIMLSGETAKGDYPLEAVR.M 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.012404.012404 2 2.9531 0.315 1667.21 1666.9 2 60.714287 1 R.FDEILEASDGIMVAR.G 280 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.012369.012369 2 3.5556 0.2743 1464.69 1463.7 1 87.5 4 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.013521.013521 2 4.0026 0.347 1876.83 1878.3 1 59.375 3 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.014068.014068 2 4.514 0.2964 1934.27 1933.2 1 70 14 R.EAEAAIYHLQLFEELR.R 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.010274.010274 2 4.8515 0.42 1764.93 1766 1 73.52941 1 K.KGVNLPGAAVDLPAVSEK.D 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.013466.013466 3 4.1481 0.2257 1881.14 1878.3 1 45.3125 2 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_112.012348.012348 3 4.0648 0.1172 2395.55 2392.8 2 36.904762 4 K.KGDVVIVLTGWRPGSGFTNTMR.V 505 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_110.014698.014698 2 4.6419 0.4249 2477.75 2478.8 1 56.521736 3 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.014648.014648 2 4.281 0.4408 2557.61 2558.9 1 54.761906 3 R.GIFPVLCKDPVQEAWAEDVDLR.V 468 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_107.011738.011738 2 4.5581 0.2778 1824.55 1823.1 1 76.666664 46 R.RFDEILEASDGIMVAR.G 279 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.014730.014730 1 2.6644 0.1721 1464.29 1463.7 4 58.333332 1 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.019574.019574 2 5.5253 0.4857 1862.83 1861.1 1 80 258 K.FGVEQDVDMVFASFIR.K 231 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.013848.0138 2 2.8053 0.1743 1935.73 1933.2 4 46.666668 1 R.EAEAAIYHLQLFEELR.R 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011232.0112 1 3.3576 0.2053 1470.62 1469.6 1 70 1 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010586.0105 2 5.2468 0.3763 1646.45 1643.8 1 84.61539 5 K.DPVQEAWAEDVDLR.V 476 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.019550.01955 2 4.2344 0.4935 1861.77 1861.1 1 70 14 K.FGVEQDVDMVFASFIR.K 231 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012495.01249 2 5.2595 0.4409 2176.11 2176.4 1 64.28571 4 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011678.01167 2 4.6283 0.4267 2469.09 2466.8 1 50 4 R.TATESFASDPILYRPVAVALDTK.G 93 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015666.01566 3 6.5521 0.3695 3499.19 3496.8 1 32.575756 1 R.AEGSDVANAVLDGADCIMLSGETAKGDYPLEAVR.M 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009191.00919 3 3.1649 0.1568 1765.88 1766 2 42.647057 1 K.KGVNLPGAAVDLPAVSEK.D 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012303.0123 2 5.4359 0.5455 2174.75 2176.4 1 69.047615 14 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.013058.01305 2 3.5505 0.3086 1932.51 1933.2 1 56.666668 1 R.EAEAAIYHLQLFEELR.R 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010926.01092 2 3.8271 0.2733 1466.17 1463.7 1 79.16667 2 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010910.01091 1 3.2562 0.1659 1470.63 1469.6 2 65 3 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011447.01144 2 3.418 0.2116 1825.99 1823.1 3 53.333336 2 R.RFDEILEASDGIMVAR.G 279 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011211.01121 2 4.6944 0.4099 2479.97 2478.8 1 54.347824 1 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012742.01274 3 3.5273 0.1117 1877.06 1878.3 1 40.625 1 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.004482.0044 2 2.692 0.138 1042.21 1041.2 4 81.25 2 R.KASDVHEVR.K 247 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012225.0122 3 3.3838 0.1241 2469.26 2466.8 1 28.40909 1 R.TATESFASDPILYRPVAVALDTK.G 93 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012080.01208 3 5.2233 0.4239 2177.3 2176.4 1 41.666664 2 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010990.0109 3 5.0869 0.3956 2479.34 2478.8 1 33.695652 4 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.011212.0112 2 3.7008 0.334 1825.59 1823.1 1 70 3 R.RFDEILEASDGIMVAR.G 279 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011180.0111 2 3.9864 0.2566 1469.47 1469.6 1 90 2 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.013392.0133 2 2.6545 0.1601 1879.83 1878.3 2 50 1 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011338.0113 2 4.1248 0.3784 2331.57 2332.6 1 54.545456 1 R.RLAPITSDPTEATAVGAVEASFK.C 400 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010749.0107 2 2.2718 0.2257 1462.67 1463.7 4 62.5 1 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010896.0108 2 4.6912 0.3997 2496.03 2495.7 1 47.916664 5 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009195.00919 2 4.793 0.4068 1765.27 1766 1 76.47059 2 K.KGVNLPGAAVDLPAVSEK.D 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010854.01085 2 4.3839 0.2374 1469.61 1469.6 1 90 4 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012734.01273 2 3.9754 0.3502 1880.15 1878.3 1 68.75 1 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014456.01445 2 5.7703 0.4721 2496.21 2495.7 1 56.25 5 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011022.0110 2 3.8924 0.2442 2479.67 2478.8 1 50 3 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011222.0112 1 3.544 0.2918 1464.86 1463.7 7 58.333332 3 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007272.0072 2 2.1991 0.1242 841.23 841.04 1 92.85714 1 R.APIIAVTR.N 448 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014309.0143 3 4.8039 0.3686 2497.64 2495.7 1 33.333336 1 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007767.0077 2 3.1033 0.0875 1887.41 1885 1 60.000004 2 R.LNFSHGTHEYHAETIK.N 74 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010982.01098 1 3.4062 0.3171 1465.61 1463.7 1 62.5 2 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013905.01390 2 4.8144 0.3717 2560.57 2558.9 1 54.761906 2 R.GIFPVLCKDPVQEAWAEDVDLR.V 468 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010850.01085 2 3.4242 0.145 1782.79 1780.9 1 61.764706 2 K.GADFLVTEVENGGSLGSK.K 189 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011366.01136 3 4.9502 0.3616 2478.8 2478.8 1 38.04348 2 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009993.0099 2 4.1239 0.1622 1783.77 1780.9 1 70.588234 4 K.GADFLVTEVENGGSLGSK.K 189 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2562.256 2 3.593 0.1758 1781.61 1780.9 1 61.764706 2 K.GADFLVTEVENGGSLGSK.K 189 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_PK_105.011614.011614. 2 3.282 0.2568 1462.37 1463.7 9 66.66667 1 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3000.300 2 4.1032 0.3698 2350.16 2350.7 1 38.636364 2 K.GVNLPGAAVDLPAVSEKDIQDLK.F 208 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2305.230 1 2.5695 0.2482 1395.83 1395.6 1 68.181816 1 K.IISKIENHEGVR.R 267 2
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46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_104.012268.012268.1 1 2.4597 0.1135 1468.73 1469.6 2 55 2 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.019150.0191 2 4.6589 0.4305 1863.33 1861.1 1 76.666664 38 K.FGVEQDVDMVFASFIR.K 231 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2112.211 2 4.4413 0.3303 1360.31 1360.5 2 75 2 R.NTGIICTIGPASR.S 44 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.008877.008877.2 2 3.6098 0.2668 1359.71 1360.5 1 79.16667 3 R.NTGIICTIGPASR.S 44 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_106.010718.010718 2 3.2797 0.3745 1301.45 1301.5 1 77.27273 1 F.ASDPILYRPVAV.A 99 0
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_105.013984.013984 2 4.6357 0.2599 1471.49 1469.6 1 90 2 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.011793.0117 2 4.5541 0.2997 2392.55 2392.8 6 38.095238 2 K.KGDVVIVLTGWRPGSGFTNTMR.V 505 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.015854.015854.3 3 4.758 0.4772 2493.17 2495.7 1 31.25 2 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_105.013959.013959 1 2.6335 0.3177 1468.51 1469.6 1 60.000004 2 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.008567.008567.2 2 2.6074 0.1401 1022.05 1020.1 1 93.75 1 K.GDYPLEAVR.M 368 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_111.011550.011550.2 2 3.5818 0.3029 1886.01 1885 2 56.666668 10 R.LNFSHGTHEYHAETIK.N 74 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_104.012300.012300.1 1 3.2743 0.2012 1463.59 1463.7 2 66.66667 10 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_109.014470.014470.2 2 3.6737 0.3881 1879.87 1878.3 1 68.75 2 R.AGKPVICATQMLESMIK.K 320 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3508.350 2 4.1869 0.4132 1932.52 1933.2 1 56.666668 4 R.EAEAAIYHLQLFEELR.R 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_110.021421.021421.2 2 4.7608 0.4492 1862.75 1861.1 1 70 95 K.FGVEQDVDMVFASFIR.K 231 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_105.008253.008253 2 2.7213 0.2002 990.59 991.09 3 83.33333 1 K.GSGTAEVELK.K 126 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2525.25 2 3.1591 0.2841 1395.08 1395.6 1 72.72727 1 K.IISKIENHEGVR.R 267 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3784.378 2 3.6335 0.3478 2558.68 2558.9 1 45.238094 4 R.GIFPVLCKDPVQEAWAEDVDLR.V 468 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3367.336 3 3.3757 0.222 3018.43 3019.4 1 24.074074 1 R.TATESFASDPILYRPVAVALDTKGPEIR.T 93 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_108.012573.012573.2 2 3.9772 0.2732 1823.73 1823.1 1 70 7 R.RFDEILEASDGIMVAR.G 279 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2067.20 2 2.2302 0.0891 1885.88 1885 5 43.333332 1 R.LNFSHGTHEYHAETIK.N 74 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_108.014867.014867.2 2 3.0899 0.196 1933.53 1933.2 2 46.666668 3 R.EAEAAIYHLQLFEELR.R 384 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_103.012197.012197.2 2 3.7174 0.2417 1469.75 1469.6 1 90 2 K.CDENILWLDYK.N 152 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3175.317 2 4.5137 0.3686 2174.94 2176.4 1 52.380955 4 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_106.015531.015531.3 3 3.7043 0.2323 3497.93 3496.8 3 21.969696 1 R.AEGSDVANAVLDGADCIMLSGETAKGDYPLEAVR.M 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2935.293 2 3.8216 0.1602 2477.94 2478.8 1 43.47826 1 K.KGVNLPGAAVDLPAVSEKDIQDLK.F 207 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_103.012256.012256.2 2 5.1954 0.3247 1464.37 1463.7 1 91.66667 8 K.IYVDDGLISLQVK.Q 174 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.012075.012075.2 2 3.7832 0.2459 1642.73 1643.8 1 69.230774 2 K.DPVQEAWAEDVDLR.V 476 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_PHA_lymphocytes_PK_105.012496.012496 2 3.4141 0.3364 1597.53 1595.8 1 61.538464 1 A.TESFASDPILYRPV.A 95 0
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_105.016354.016354.2 2 5.0399 0.3677 2561.07 2558.9 1 59.523808 6 R.GIFPVLCKDPVQEAWAEDVDLR.V 468 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2251.225 2 3.3629 0.1335 1142.38 1142.3 4 75 2 R.GDLGIEIPAEK.V 295 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.015842.015842.2 2 5.6756 0.4316 2498.41 2495.7 1 56.25 23 R.AEGSDVANAVLDGADCIMLSGETAK.G 343 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.014672.014672.2 2 6.3646 0.5188 2178.85 2176.4 1 66.66667 52 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2304.230 2 3.9353 0.2898 1395.54 1395.6 2 77.27273 2 K.IISKIENHEGVR.R 267 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2243.224 1 2.616 0.1512 1141.54 1142.3 1 65 1 R.GDLGIEIPAEK.V 295 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3046.304 2 3.6189 0.192 1830.04 1829.1 2 53.125 2 R.GDLGIEIPAEKVFLAQK.M 295 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.011926.011926.2 2 5.6007 0.3847 1779.75 1780.9 1 73.52941 5 K.GADFLVTEVENGGSLGSK.K 189 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.011067.011067.2 2 4.1347 0.3414 1639.33 1637.9 1 62.5 2 K.GVNLPGAAVDLPAVSEK.D 208 2
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NP_002645.3| gi|33286418|ref|NP_002645.3| "pyruvate kinase, muscle isoform 1 [Homo sapiens] " 50 905 67 531 57937 7.8 HsSD-NE_NT_lymphocytes_Ti_102.014612.014612.3 3 5.3444 0.4349 2177.21 2176.4 1 42.857143 2 R.LAPITSDPTEATAVGAVEASFK.C 401 2 *
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_109.014085.014085 2 3.1988 0.1448 1205.61 1205.4 2 83.33333 23 K.EFVEAVLELR.K 240 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_101.009980.009980 2 4.804 0.527 1815.47 1817.1 1 60.526318 2 K.NGPLEVAGAAVSAGHGLPAK.F 252 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_110.019962.019962 3 6.0313 0.4047 4253.42 4251.7 1 25.657896 65 K.LNLIHSEISNLAGFEVEAIINPTNADIDLKDDLGNTLEK.K 197 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_108.009110.009110 3 4.4819 0.2852 2074.25 2073.4 1 42.857143 2 R.KKNGPLEVAGAAVSAGHGLPAK.F 250 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_110.013009.013009 2 5.5172 0.4444 1934.49 1934.2 1 81.25 9 R.HILLAVANDEELNQLLK.G 80 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_Ti_102.009484.009484 3 4.3001 0.3202 2531.6 2532.8 1 38.75 2 K.FVIHCNSPVWGADKCEELLEK.T 272 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 50 0
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_PK_112.019248.019 2 3.6477 0.1512 2975.49 2977.5 3 32.142857 3 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010180.01018 3 3.1276 0.1226 2074.67 2073.4 1 36.904762 1 R.KKNGPLEVAGAAVSAGHGLPAK.F 250 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010299.01029 2 3.8712 0.2816 2073.55 2073.4 1 61.904762 4 R.KKNGPLEVAGAAVSAGHGLPAK.F 250 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 50 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010038.0100 2 4.3252 0.4385 2532.99 2532.8 1 50 3 K.FVIHCNSPVWGADKCEELLEK.T 272 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010013.0100 3 4.1309 0.3299 2531.09 2532.8 1 41.25 3 K.FVIHCNSPVWGADKCEELLEK.T 272 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_Ti_115.020426.02042 3 3.8797 0.2303 2979.68 2977.5 3 25.892857 1 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013209.0132 2 2.7134 0.122 1207.77 1205.4 2 83.33333 2 K.EFVEAVLELR.K 240 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009202.0092 2 3.5313 0.4002 1819.55 1817.1 1 52.63158 1 K.NGPLEVAGAAVSAGHGLPAK.F 252 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.012783.0127 2 4.5034 0.2636 1934.35 1934.2 1 75 3 R.HILLAVANDEELNQLLK.G 80 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009942.00994 2 4.4874 0.3953 2532.15 2532.8 1 47.5 2 K.FVIHCNSPVWGADKCEELLEK.T 272 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013127.01312 2 4.3338 0.31 1934.37 1934.2 1 59.375 4 R.HILLAVANDEELNQLLK.G 80 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_102.002006.002006.2 2 3.9742 0.3879 2978.55 2977.5 1 46.42857 6 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 57 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 51 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3548.354 2 4.8433 0.322 1936.39 1934.2 1 75 4 R.HILLAVANDEELNQLLK.G 80 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_112.020764.020764. 3 4.3302 0.2546 2980.31 2977.5 1 29.464287 2 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_108.009932.009932. 2 2.964 0.2658 1093.45 1092.2 1 75 4 K.SIAFPSIGSGR.N 308 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 57 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_112.011668.011668.3 3 4.32 0.2877 2073.98 2073.4 1 46.42857 2 R.KKNGPLEVAGAAVSAGHGLPAK.F 250 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_102.002000.002000.3 3 3.7344 0.3057 2977.82 2977.5 1 29.464287 1 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 56 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 52 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_111.011915.011915.2 2 3.0255 0.2502 2073.11 2073.4 1 50 1 R.KKNGPLEVAGAAVSAGHGLPAK.F 250 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 54 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.021820.0218 2 3.1953 0.4155 2977.49 2977.5 5 33.92857 1 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_111.020288.020288. 2 4.4385 0.3218 2979.05 2977.5 1 42.857143 4 R.IGVGAPVYMAAVLEYLTAEILELAGNAAR.D 41 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_PK_105.017189.017189 2 3.0306 0.178 2487.05 2484.7 1 43.18182 1 F.EVEAIINPTNADIDLKDDLGNTL.E 211 0
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011577.0115 2 5.3572 0.4344 1986.85 1987.4 1 60.526318 3 K.GVTIASGGVLPNIHPELLAK.K 97 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_108.010834.010834.2 2 5.2431 0.4382 2531.19 2532.8 1 55 2 K.FVIHCNSPVWGADKCEELLEK.T 272 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_107.011664.011664.3 3 3.7056 0.2845 1985.9 1987.4 1 40.789474 2 K.GVTIASGGVLPNIHPELLAK.K 97 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 53 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_108.013477.013477.2 2 5.6861 0.4189 1935.27 1934.2 1 81.25 18 R.HILLAVANDEELNQLLK.G 80 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_PHA_lymphocytes_PK_105.015628.015628 2 4.5428 0.4703 2125.79 2127.4 1 57.894737 1 E.AIINPTNADIDLKDDLGNTL.E 214 0
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 52 1
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_Ti_111.001834.001834.3 3 6.6049 0.4218 4254.29 4251.7 1 24.342104 36 K.LNLIHSEISNLAGFEVEAIINPTNADIDLKDDLGNTLEK.K 197 2
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NP_613258.2| gi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_00103524 "H2A histone family, member Y isoform 3 [Homo sapiens] " 25 240 45.4 372 39617 9.8 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 55 1
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.018549.01854 2 4.1546 0.3448 1611.49 1610.9 1 76.666664 14 R.NLALGGGLLLLLAESR.S 120 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_PK_112.013125.0131 2 3.7939 0.3136 1211.75 1212.3 1 88.88889 7 T.AEDFADQFLR.V 10 1 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015069.01506 2 4.7143 0.3863 1536.71 1537.8 1 91.66667 17 R.LCLISTFLEDGIR.M 31 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_PK_112.012998.0129 2 2.9585 0.1736 1020.43 1020.2 1 92.85714 1 F.LEDGIRMW.F 38 0 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010967.0109 1 2.9185 0.1833 1299 1298.5 3 68.75 2 R.MWFQWSEQR.D 44 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011217.0112 2 2.8575 0.1319 1300.47 1298.5 1 87.5 1 R.MWFQWSEQR.D 44 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010461.01046 1 2.7237 0.3135 1298.63 1298.5 6 62.5 1 R.MWFQWSEQR.D 44 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_PK_106.012846.0128 2 2.9761 0.226 1141.39 1141.2 1 87.5 3 A.EDFADQFLR.V 11 1 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.015098.0150 2 3.9812 0.3218 1540.15 1537.8 1 87.5 5 R.LCLISTFLEDGIR.M 31 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_PK_110.012752.012 2 3.0323 0.2804 1372.41 1370.5 1 77.27273 1 M.GTAEDFADQFLR.V 8 1 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.015933.0159 2 2.2882 0.13 2158.99 2160.4 2 41.666664 1 -.MGQNDLMGTAEDFADQFLR.V 1 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_PK_114.012977.0129 2 2.5806 0.2207 1012.95 1012.1 8 85.71429 1 E.DFADQFLR.V 12 1 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsSD-NE_PHA_lymphocytes_PK_105.012528.012528 2 3.7808 0.3401 1212.39 1212.3 1 94.44444 2 T.AEDFADQFLR.V 10 1 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3385.33 2 4.4858 0.2917 1537.47 1537.8 1 79.16667 6 R.LCLISTFLEDGIR.M 31 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3984.398 2 4.5991 0.3786 1537.07 1537.8 1 83.33333 9 R.LCLISTFLEDGIR.M 31 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsSD-NE_NT_lymphocytes_Ti_108.015739.015739.2 2 4.3225 0.3688 1537.85 1537.8 1 87.5 7 R.LCLISTFLEDGIR.M 31 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.021580.0215 2 4.0316 0.2401 1613.43 1610.9 1 70 28 R.NLALGGGLLLLLAESR.S 120 2 *
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NP_149351.1| gi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 11 107 21.9 269 30394 7.8 HsSD-NE_PHA_lymphocytes_PK_105.014931.01493 2 3.1379 0.2625 1342.51 1341.5 9 70 1 A.EDFADQFLRVT.K 11 0 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_PK_111.015558.015558 1 2.5305 0.1561 1355.83 1354.7 2 65 1 F.LIPWVQKPIIF.D 57 0 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_111.014987.014987 3 4.3489 0.2679 3125.03 3125.6 3 26.923079 5 R.GVQDIVVGEGTHFLIPWVQKPIIFDCR.S 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.014232.014232 2 4.2672 0.2123 2002.07 1999.3 2 47.368423 2 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.015849.015849 3 4.0248 0.3331 2374.82 2372.7 1 33.695652 6 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_113.013867.013867 2 5.1832 0.3688 2121.35 2120.5 1 68.42105 21 R.AATFGLILDDVSLTHLTFGK.E 158 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.013699.013699 3 4.3241 0.102 3430.01 3429 1 27.67857 2 R.FRGVQDIVVGEGTHFLIPWVQKPIIFDCR.S 42 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_PK_111.015551.01555 2 2.9822 0.2698 1356.57 1354.7 1 80 2 F.LIPWVQKPIIF.D 57 0 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.010046.010046 2 5.0536 0.3014 1608.73 1607.8 1 92.30769 9 R.KLEAAEDIAYQLSR.S 240 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.015026.015026 2 5.0478 0.4684 2371.49 2372.7 1 50 5 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.013755.01375 2 5.3425 0.4567 2120.63 2120.5 1 65.789474 32 R.AATFGLILDDVSLTHLTFGK.E 158 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008507.00850 2 3.8341 0.1871 1150.25 1150.3 1 94.44444 2 R.FDAGELITQR.E 134 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006884.0068 1 1.9172 0.2313 1023.46 1024.1 6 68.75 1 K.EFTEAVEAK.Q 178 2
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.020474.02047 2 5.5755 0.5151 2374.87 2372.7 1 60.869564 18 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014120.0141 2 4.7414 0.3779 1998.05 1999.3 1 68.42105 4 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_101.014727.01472 2 2.5531 0.1932 1857.49 1856.2 3 50 1 R.NITYLPAGQSVLLQLPQ.- 256 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.008435.0084 1 1.924 0.2753 914.66 915.08 7 62.5 1 R.NVPVITGSK.D 75 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008879.0088 2 2.7654 0.0805 1400.63 1397.7 1 72.72727 1 R.ILFRPVASQLPR.I 94 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010286.0102 2 3.9816 0.3636 1447.29 1445.5 1 86.36364 2 R.IFTSIGEDYDER.V 106 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.013382.01338 3 4.0716 0.1219 2372.93 2372.7 2 31.52174 2 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014051.0140 3 5.3499 0.4177 1998.83 1999.3 1 46.05263 2 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.016580.0165 2 4.6527 0.4017 2121.61 2120.5 1 63.15789 24 R.AATFGLILDDVSLTHLTFGK.E 158 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009668.00966 2 4.5905 0.4025 1608.83 1607.8 1 80.769226 8 R.KLEAAEDIAYQLSR.S 240 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.013821.0138 2 3.894 0.4025 1857.13 1856.2 1 65.625 2 R.NITYLPAGQSVLLQLPQ.- 256 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009482.0094 2 5.0348 0.385 1607.27 1607.8 1 88.46153 7 R.KLEAAEDIAYQLSR.S 240 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010406.0104 2 3.5761 0.2367 1116.27 1116.3 2 85 4 L.ATAGDGLIELR.K 229 1 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_PK_110.009866.009 2 3.0935 0.1757 1151.83 1150.3 1 88.88889 1 R.FDAGELITQR.E 134 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.003408.0034 2 3.1765 0.2159 1447.53 1445.5 1 77.27273 2 R.IFTSIGEDYDER.V 106 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_115.013616.01361 3 6.0695 0.421 3128.54 3125.6 1 36.53846 4 R.GVQDIVVGEGTHFLIPWVQKPIIFDCR.S 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008379.00837 2 3.3512 0.2502 1185.95 1186.4 1 88.88889 2 K.DLQNVNITLR.I 84 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.015353.0153 3 3.2447 0.1369 2223.59 2223.6 4 34.210526 1 R.GVQDIVVGEGTHFLIPWVQK.P 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010472.01047 3 3.1947 0.162 1398.35 1397.7 6 56.81818 1 R.ILFRPVASQLPR.I 94 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.013324.0133 2 4.8867 0.4685 2375.49 2372.7 1 54.347824 18 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_102.007390.007390.1 1 2.2965 0.2726 914.57 915.08 1 68.75 2 R.NVPVITGSK.D 75 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010184.010184 2 3.2068 0.1871 1116.37 1116.3 1 85 2 L.ATAGDGLIELR.K 229 1 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2535.253 2 4.2985 0.4763 2081.86 2082.4 1 61.11111 2 R.NVPVITGSKDLQNVNITLR.I 75 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010712.0107 3 3.1156 0.1748 1399.22 1397.7 3 59.090908 1 R.ILFRPVASQLPR.I 94 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010413.010413 2 3.4596 0.1969 1185.57 1186.4 1 88.88889 2 K.DLQNVNITLR.I 84 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_113.000179.000179.2 2 4.929 0.4362 2121.97 2120.5 1 55.263157 44 R.AATFGLILDDVSLTHLTFGK.E 158 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015719.0157 3 4.4305 0.2767 2374.28 2372.7 4 29.347824 1 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *

31



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_115.001830.001830.3 3 3.668 0.276 2374.01 2372.7 2 32.608696 1 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_103.015169.015169.3 3 6.1782 0.4138 2001.56 1999.3 1 51.315792 2 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_112.014928.014928.2 2 3.938 0.3415 3126.17 3125.6 1 36.53846 2 R.GVQDIVVGEGTHFLIPWVQKPIIFDCR.S 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_104.014933.014933.2 2 5.5178 0.3773 1999.79 1999.3 1 71.05263 8 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_102.009576.009576.1 1 2.7829 0.1803 1185.7 1186.4 6 72.22222 1 K.DLQNVNITLR.I 84 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010594.010594 2 3.8105 0.2485 1150.39 1150.3 1 88.88889 2 R.FDAGELITQR.E 134 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_102.009309.009309.1 1 2.4191 0.377 1444.64 1445.5 1 59.090908 1 R.IFTSIGEDYDER.V 106 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.013826.0138 3 6.0019 0.4597 3124.4 3125.6 1 37.5 6 R.GVQDIVVGEGTHFLIPWVQKPIIFDCR.S 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_113.014086.014086.3 3 5.4104 0.3809 3127.76 3125.6 1 34.615387 2 R.GVQDIVVGEGTHFLIPWVQKPIIFDCR.S 44 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_113.002891.002891.2 2 4.3188 0.4659 2374.39 2372.7 1 39.130436 22 K.FGLALAVAGGVVNSALYNVDAGHR.A 12 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3100.310 2 4.3046 0.1768 2000.51 1999.3 1 57.894737 2 K.AAELIANSLATAGDGLIELR.K 220 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_103.009388.009388.2 2 3.5934 0.3458 1446.43 1445.5 1 86.36364 2 R.IFTSIGEDYDER.V 106 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2412.241 2 5.1799 0.401 1607.62 1607.8 1 84.61539 2 R.KLEAAEDIAYQLSR.S 240 2 *
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_002625.1| gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 25 305 69.1 272 29804 5.8 HsSD-NE_NT_lymphocytes_Ti_108.010887.010887.2 2 3.9132 0.3271 1606.07 1607.8 1 73.07692 2 R.KLEAAEDIAYQLSR.S 240 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_110.009472.009472 2 3.6699 0.2818 1979.73 1980.2 1 60.714287 1 R.RHVEMYQWVETEESR.E 117 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_111.016190.016190 2 2.7353 0.2352 1485.55 1485.8 1 70.83333 2 F.MATAPFVQIGRFF.L 179 0 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_108.010884.010884 2 2.8233 0.2992 1190.53 1191.4 1 85 1 F.MATAPFVQIGR.F 179 1 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.013322.013322 2 4.0017 0.1668 1733.75 1731 1 75 2 R.FFLSSGLIDKVDNFK.S 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_111.015187.015187 1 1.9811 0.1727 1182.79 1182.4 1 61.11111 1 T.APFVQIGRFF.L 182 0
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.013854.013854 2 2.4285 0.0902 2643.91 2644.9 4 34 1 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_111.017447.017447 2 3.1608 0.1629 2610.93 2611 1 33.333336 1 L.VVSPDSIHSVAPENEGRLVHIIGAL.R 71 0
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.011287.011287 2 4.2046 0.3507 2383.59 2381.6 1 42.5 2 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_111.021014.021014 2 3.0742 0.2906 2812.53 2811.2 2 32.692307 2 L.SLVVSPDSIHSVAPENEGRLVHIIGAL.R 69 0
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.011278.011278 3 6.1215 0.4237 2382.11 2381.6 1 47.5 2 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.009439.009439 2 3.503 0.2073 2427.09 2427.6 1 44.736843 1 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009879.00987 1 2.3346 0.1631 1128.81 1127.3 2 61.11111 2 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007994.00799 2 2.9324 0.2364 1377.93 1376.6 1 68.181816 2 R.QRGDQLVPFSTK.S 267 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007617.0076 2 3.665 0.2124 1499.53 1497.6 1 81.818184 3 R.RGDFFYHSENPK.Y 221 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007640.0076 3 3.3588 0.2524 1498.31 1497.6 1 50 1 R.RGDFFYHSENPK.Y 221 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010720.01072 2 4.1209 0.2558 2430.45 2427.6 1 52.63158 1 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012530.01253 3 4.1972 0.3847 2645.18 2644.9 1 29 4 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.013056.01305 2 4.467 0.1572 1733.51 1731 1 82.14286 12 R.FFLSSGLIDKVDNFK.S 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010352.0103 2 3.397 0.1876 1127.07 1127.3 3 83.33333 2 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012488.0124 2 5.4297 0.5276 2645.83 2644.9 1 46 10 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.007854.0078 2 2.6919 0.1908 1376.23 1376.6 2 68.181816 1 R.QRGDQLVPFSTK.S 267 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012584.0125 3 5.5945 0.4217 2646.41 2644.9 1 42 5 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010360.0103 1 2.2168 0.0938 1128.77 1127.3 1 66.66667 1 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.015363.01536 2 2.4862 0.1252 1803.29 1802.2 7 46.666668 2 R.AAGWMAMFMGLNLMTR.I 313 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015980.01598 2 3.6636 0.3088 2224.89 2225.6 1 60.000004 3 K.NPSAMAVESFMATAPFVQIGR.F 169 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.012344.01234 2 5.1375 0.5481 2645.17 2644.9 1 52 7 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.012062.0120 2 4.0896 0.4996 2838.07 2838.1 1 35.185184 6 K.TATSLAEGLSLVVSPDSIHSVAPENEGR.L 60 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009465.0094 2 3.7269 0.3848 1826.53 1824 1 61.538464 4 R.HVEMYQWVETEESR.E 118 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.012212.0122 3 5.179 0.3468 2838.2 2838.1 1 35.185184 2 K.TATSLAEGLSLVVSPDSIHSVAPENEGR.L 60 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009436.0094 2 3.2221 0.2589 1624.75 1623.9 1 64.28571 3 K.LLSDPNYGVHLPAVK.L 100 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011673.01167 2 4.9601 0.4425 2381.23 2381.6 1 55 4 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009850.00985 2 3.0258 0.2471 1126.75 1127.3 2 88.88889 2 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.019918.01991 2 4.4038 0.3648 1671.61 1670 1 79.16667 3 R.ILYTLVDWFPVFR.D 329 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009303.00930 2 4.4633 0.371 1626.69 1623.9 1 75 2 K.LLSDPNYGVHLPAVK.L 100 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.012860.0128 2 3.6011 0.1744 1733.65 1731 1 71.42857 3 R.FFLSSGLIDKVDNFK.S 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009917.00991 2 3.3911 0.1895 1824.79 1823.1 1 76.666664 1 K.SLSLSKLEDPHVDIIR.R 205 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011846.01184 3 3.0991 0.1154 2837.72 2838.1 1 25.925926 1 K.TATSLAEGLSLVVSPDSIHSVAPENEGR.L 60 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_PK_115.011726.0117 2 2.5311 0.1978 1417.87 1417.6 1 68.181816 1 S.ENPKYPEVGDLR.V 229 1 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008901.00890 2 4.4416 0.4593 2270.47 2271.5 1 58.333332 2 R.GDFFYHSENPKYPEVGDLR.V 222 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008788.00878 2 4.9641 0.4706 1825.49 1824 1 88.46153 3 R.HVEMYQWVETEESR.E 118 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011726.01172 3 5.6812 0.4779 2381.45 2381.6 1 43.75 3 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.012905.01290 2 3.0296 0.2471 2840.43 2838.1 5 29.62963 1 K.TATSLAEGLSLVVSPDSIHSVAPENEGR.L 60 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_PK_115.011438.0114 2 4.7039 0.4658 1793.67 1793.9 1 71.875 8 L.VVSPDSIHSVAPENEGR.L 71 1
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_110.010800.010800.2 2 4.451 0.3853 2425.97 2427.6 1 55.263157 10 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010527.0105 1 2.2095 0.1067 992.74 992.25 3 68.75 3 R.LVHIIGALR.T 88 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009077.0090 2 3.5224 0.224 1982.67 1980.2 1 60.714287 2 R.RHVEMYQWVETEESR.E 117 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_104.011692.011692.2 2 3.204 0.2132 1127.57 1127.3 2 88.88889 1 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2456.245 2 4.3048 0.4047 2271.57 2271.5 1 58.333332 2 R.GDFFYHSENPKYPEVGDLR.V 222 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_108.013492.013492.2 2 3.8507 0.1821 1731.69 1731 1 78.57143 2 R.FFLSSGLIDKVDNFK.S 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_103.011513.011513.1 1 1.9406 0.1771 1127.03 1127.3 1 61.11111 1 R.FFLSSGLIDK.V 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3523.352 2 4.3339 0.2218 1730.47 1731 1 71.42857 5 R.FFLSSGLIDKVDNFK.S 190 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_PHA_lymphocytes_PK_106.009824.009824 2 5.0033 0.4888 1994.05 1994.2 1 66.66667 2 L.SLVVSPDSIHSVAPENEGR.L 69 1
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2865.28 1 1.9789 0.101 991.64 992.25 1 75 1 R.LVHIIGALR.T 88 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3250.325 2 4.8206 0.4612 2644.63 2644.9 1 48 6 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009249.0092 2 4.002 0.3142 2428.01 2427.6 1 50 3 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2889.28 2 3.9975 0.4156 2644.8 2644.9 1 42 2 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3331.333 3 4.6225 0.4974 2643.48 2644.9 1 34 6 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2495.249 1 2.244 0.1409 991.63 992.25 4 68.75 2 R.LVHIIGALR.T 88 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2883.28 3 4.9095 0.3701 2644.48 2644.9 1 38 2 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010796.0107 3 4.8084 0.3351 2427.17 2427.6 1 50 3 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2576.257 2 3.9733 0.2709 1821.97 1823.1 1 70 2 K.SLSLSKLEDPHVDIIR.R 205 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011240.0112 2 5.7212 0.4287 2381.69 2381.6 1 60.000004 11 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2052.205 2 3.7214 0.2489 1376.04 1376.6 1 72.72727 1 R.QRGDQLVPFSTK.S 267 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_111.011911.011911.1 1 1.9744 0.0947 991.72 992.25 1 68.75 1 R.LVHIIGALR.T 88 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_110.010858.010858.3 3 4.6296 0.3573 2425.79 2427.6 1 47.368423 2 R.RGDFFYHSENPKYPEVGDLR.V 221 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011697.0116 3 6.2709 0.4888 2381.18 2381.6 1 45 43 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_106.012483.012483.3 3 4.313 0.3694 2647.07 2644.9 1 32 3 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_106.012539.012539.2 2 5.1118 0.418 2645.71 2644.9 1 50 2 R.VSFSYAGLSGDDPDLGPAHVVTVIAR.Q 241 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_104.013190.013190.2 2 4.0754 0.4381 2838.29 2838.1 1 40.74074 3 K.TATSLAEGLSLVVSPDSIHSVAPENEGR.L 60 2
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2136.21 2 2.6994 0.2769 1376.16 1376.6 1 68.181816 1 R.QRGDQLVPFSTK.S 267 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_110.012818.012818.2 2 5.484 0.4673 2381.79 2381.6 1 60.000004 6 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NP_077310.1| gi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo sapiens] 31 253 56.8 400 44876 8.1 HsSD-NE_NT_lymphocytes_Ti_110.012712.012712.3 3 6.0003 0.4378 2381.12 2381.6 1 46.25 4 K.SGDTLLLLHHGDFSAEEVFHR.E 279 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsSD-NE_PHA_lymphocytes_PK_109.012475.012475 2 3.1028 0.3513 1914.79 1916.1 1 53.333336 2 K.LFDYFPKPYPNSEAAR.A 171 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsSD-NE_PHA_lymphocytes_Ti_107.015088.015088 2 4.877 0.4762 2657.01 2655.9 1 52.173912 6 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.009286.0092 1 2.8896 0.2363 1299.83 1299.5 1 54.545456 4 R.GLLSSLDHTSIR.R 100 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014408.0144 3 6.516 0.4068 2657.81 2655.9 1 45.652176 3 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.012857.0128 3 4.5745 0.3821 4152.35 4152.5 1 24.305555 2 R.HLVGVCYTEDEAKELAAEVEVQDGPNEDGEMFMRPGK.L 134 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009086.0090 2 3.3372 0.3856 1300.57 1299.5 1 72.72727 3 R.GLLSSLDHTSIR.R 100 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_Ti_105.007106.00710 1 2.581 0.2363 1522.5 1521.6 1 50 2 R.HLVGVCYTEDEAK.E 134 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_PK_105.008776.0087 2 2.7979 0.2059 1099.27 1098.2 1 87.5 1 C.YTEDEAKEL.A 140 0 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_Ti_109.009137.00913 1 3.2233 0.2155 1301.67 1299.5 1 63.636364 2 R.GLLSSLDHTSIR.R 100 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_Ti_108.014988.01498 2 4.9588 0.5004 2656.93 2655.9 1 54.347824 14 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_Ti_107.009700.00970 2 3.2007 0.3552 1915.05 1916.1 1 56.666668 3 K.LFDYFPKPYPNSEAAR.A 171 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009686.0096 2 2.7531 0.2834 1915.89 1916.1 3 46.666668 1 K.LFDYFPKPYPNSEAAR.A 171 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4090.409 2 5.5412 0.4469 2654.37 2655.9 1 54.347824 11 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3689.36 2 5.1791 0.4644 2653.92 2655.9 1 54.347824 6 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3709.37 3 5.2042 0.4032 2655.78 2655.9 1 33.695652 2 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsSD-NE_NT_lymphocytes_Ti_111.014909.014909.2 2 5.5235 0.4688 2658.29 2655.9 1 54.347824 11 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2352.23 2 3.3648 0.418 1298.6 1299.5 1 72.72727 2 R.GLLSSLDHTSIR.R 100 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013306.0133 2 5.7789 0.5166 2658.85 2655.9 1 54.347824 16 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2351.235 1 2.3279 0.1298 1298.68 1299.5 4 50 1 R.GLLSSLDHTSIR.R 100 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsSD-NE_NT_lymphocytes_Ti_110.016182.016182.3 3 4.6596 0.3927 2655.68 2655.9 2 30.434782 3 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2634.263 2 3.1267 0.1473 1915.64 1916.1 1 53.333336 1 K.LFDYFPKPYPNSEAAR.A 171 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4082.408 3 5.6347 0.4141 2657.21 2655.9 1 40.217392 5 R.HGGEDYVFSLLTGYCEPPTGVSLR.E 205 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2691.26 2 2.4184 0.141 1672.54 1671.9 1 56.666668 1 R.AANNGALPPDLSYIVR.A 187 2 *
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NP_001907.2| gi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 9 106 32.3 325 35390 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2310.231 2 3.4959 0.402 1298.92 1299.5 1 72.72727 4 R.GLLSSLDHTSIR.R 100 2 *
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_107.017716.017716 3 4.07 0.2944 1690.88 1690.9 1 48.214287 2 F.VNDIFERIAGEASRL.A 67 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.005825.005825 1 2.1572 0.1089 1266.96 1266.4 4 61.11111 2 R.KESYSVYVYK.V 35 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_109.000164.000164 2 3.5469 0.2507 1925.69 1926.1 1 50 2 M.NSFVNDIFERIAGEASR.L 64 1
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_Ti_110.007567.007567 2 4.7548 0.4768 1795.75 1795 1 71.875 2 K.HAVSEGTKAVTKYTSSK.- 110 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_113.012841.01284 3 4.2668 0.234 1347.98 1346.7 1 65.909096 2 A.VRLLLPGELAKH.A 99 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.003564.003564 1 1.8262 0.2142 1168.67 1169.3 3 60.000004 1 K.QVHPDTGISSK.A 48 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.003676.003676 2 2.2657 0.1673 830.21 828.9 3 78.57143 2 K.HAVSEGTK.A 110 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_112.012433.012433 2 2.9299 0.2076 1346.67 1346.7 1 77.27273 1 A.VRLLLPGELAKH.A 99 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_107.017818.017818 2 2.9358 0.2113 1691.53 1690.9 2 57.14286 1 F.VNDIFERIAGEASRL.A 67 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_Ti_107.016480.016480 2 4.1729 0.3821 1746.69 1745 1 67.85714 6 K.AMGIMNSFVNDIFER.I 59 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsNaOH-NE_NT_lymphocytes_PK_115.012603.0126 2 2.8677 0.2502 1042.55 1040.2 4 85.71429 1 S.FVNDIFER.I 66 1
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.015332.0153 2 4.9765 0.4729 1744.61 1745 1 82.14286 6 K.AMGIMNSFVNDIFER.I 59 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015788.01578 2 5.1305 0.5056 1744.49 1745 1 82.14286 3 K.AMGIMNSFVNDIFER.I 59 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_108.016675.016675.2 2 5.2828 0.4772 1744.01 1745 1 82.14286 65 K.AMGIMNSFVNDIFER.I 59 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1930.193 2 2.9444 0.1725 1462.34 1462.6 8 58.333332 1 R.STITSREIQTAVR.L 88 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_106.012758.012758 2 3.005 0.2978 1240.79 1241.3 1 83.33333 3 M.NSFVNDIFER.I 64 1
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_103.008723.008723.1 1 2.131 0.2027 1137.57 1138.3 1 75 3 K.ESYSVYVYK.V 36 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_PK_105.011176.011176. 2 2.851 0.2266 1127.09 1127.2 4 81.25 1 N.SFVNDIFER.I 65 1
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_105.014919.014919.2 2 2.3473 0.2338 829.31 828.9 2 71.42857 2 K.HAVSEGTK.A 110 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1614.161 2 2.4729 0.1863 1168.84 1169.3 3 70 4 K.QVHPDTGISSK.A 48 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_PK_105.009720.009720. 2 2.5296 0.164 1042.55 1040.2 1 92.85714 1 S.FVNDIFER.I 66 1
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_105.014967.014967.1 1 2.5892 0.1656 828.36 828.9 1 71.42857 2 K.HAVSEGTK.A 110 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_106.017660.017660 2 3.7685 0.3057 1355.41 1354.5 1 80 2 M.NSFVNDIFERI.A 64 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_112.010486.010486.2 2 4.1504 0.3704 1511.01 1509.7 1 84.61539 1 K.VLKQVHPDTGISSK.A 45 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_105.013058.013058 2 2.9555 0.2165 1421.29 1421.5 5 62.5 1 F.VNDIFERIAGEAS.R 67 0
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_NT_lymphocytes_Ti_105.015417.015417.1 1 1.9064 0.2961 1168.6 1169.3 1 70 1 K.QVHPDTGISSK.A 48 2
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NP_619790.1| gi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2| "histone cluster 1, H2bd [Homo sapiens] " 20 119 68.3 126 13936 10.3 HsSD-NE_PHA_lymphocytes_PK_106.019658.019658 2 4.0199 0.4178 1745.51 1745 1 71.42857 1 K.AMGIMNSFVNDIFER.I 59 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.008943.008943 3 4.0114 0.2875 1675.22 1673.8 1 57.692307 6 R.RLWADHGVQACFGR.S 130 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.019513.019513 2 4.8859 0.2672 1709.81 1709 1 78.57143 57 K.NVQFVFDAVTDVIIK.N 332 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.008941.008941 2 3.0298 0.1397 1674.11 1673.8 7 61.538464 2 R.RLWADHGVQACFGR.S 130 2 *
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53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_109.014659.014659 2 3.0749 0.2563 1808.55 1808 1 56.666668 1 K.ITHSPLTICFPEYTGA.N 279 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.008912.008912 2 3.6841 0.2621 1380.73 1381.6 1 72.72727 3 K.TTGIVETHFTFK.D 182 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_109.014250.014250 2 4.1503 0.4715 1920.55 1922.1 1 59.375 2 K.ITHSPLTICFPEYTGAN.K 279 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.008895.008895 1 2.5941 0.3116 1381.82 1381.6 1 59.090908 4 K.TTGIVETHFTFK.D 182 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011992.011992 2 4.5947 0.301 2321.65 2321.5 1 58.333332 2 R.SREYQLNDSAAYYLNDLER.I 144 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009322.009322 2 2.4744 0.1343 1517.37 1517.7 1 70.83333 1 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009062.009062 3 3.8988 0.2552 1517.39 1517.7 1 52.083332 2 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009478.009478 3 3.7286 0.2405 2383.31 2383.5 1 34.72222 1 M.KIIHEDGYSEEECRQYRAV.V 54 0 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.014588.014588 2 2.8456 0.1547 1601.37 1598.9 3 62.5 1 K.WFTDTSIILFLNK.K 259 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.014984.014984 2 3.4237 0.23 1738.13 1738.1 1 60.000004 6 R.AVVYSNTIQSIMAIVK.A 71 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009473.009473 2 3.7303 0.2121 2382.41 2383.5 1 50 3 M.KIIHEDGYSEEECRQYRAV.V 54 0 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010442.01044 3 4.7062 0.2781 2321.09 2321.5 1 38.88889 2 R.SREYQLNDSAAYYLNDLER.I 144 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.010890.0108 3 3.1594 0.2384 3305.87 3306.6 1 24.107143 1 K.ITHSPLTICFPEYTGANKYDEAASYIQSK.F 279 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008429.00842 2 3.7959 0.248 1750.79 1747.9 1 64.28571 1 R.IAQSDYIPTQQDVLR.T 163 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.009173.00917 2 3.684 0.3801 1586.63 1586.9 1 60.000004 1 K.LLLLGAGESGKSTIVK.Q 36 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015516.0155 2 3.8466 0.2242 2621.99 2619.9 6 39.130436 3 R.QLFALSCTAEEQGVLPDDLSGVIR.R 106 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_PK_107.004647.0046 2 3.4406 0.3321 1636.91 1637.7 2 62.5 9 K.IIHEDGYSEEECR.Q 55 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.006208.00620 2 3.617 0.3617 1638.81 1637.7 1 70.83333 1 K.IIHEDGYSEEECR.Q 55 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.010340.0103 2 3.9565 0.3306 1434.25 1434.6 1 77.27273 4 Y.DLVLAEDEEMNR.M 232 1
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.008748.0087 3 3.9598 0.2403 1518.11 1517.7 6 47.916664 1 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.013865.01386 2 4.4462 0.18 1600.19 1598.9 1 87.5 7 K.WFTDTSIILFLNK.K 259 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.019698.01969 2 3.5515 0.1352 1710.73 1709 1 64.28571 2 K.NVQFVFDAVTDVIIK.N 332 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008483.00848 1 2.2026 0.4243 1517.99 1517.7 1 66.66667 2 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.010446.0104 2 5.0018 0.3302 2322.07 2321.5 1 55.555557 2 R.SREYQLNDSAAYYLNDLER.I 144 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.006548.0065 2 3.6531 0.4052 1636.49 1637.7 1 75 1 K.IIHEDGYSEEECR.Q 55 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015210.01521 2 4.8187 0.3843 1740.35 1738.1 1 76.666664 2 R.AVVYSNTIQSIMAIVK.A 71 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012174.01217 2 5.448 0.3055 2080.75 2078.2 1 65.625 2 R.EYQLNDSAAYYLNDLER.I 146 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.008786.0087 2 3.3025 0.3951 1517.15 1517.7 1 70.83333 2 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008988.00898 2 3.4816 0.2999 1383.29 1381.6 1 81.818184 5 K.TTGIVETHFTFK.D 182 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.013220.01322 2 4.4177 0.3539 1726.63 1727.1 1 80.769226 7 K.WFTDTSIILFLNKK.D 259 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011996.0119 2 6.6365 0.408 2079.25 2078.2 1 84.375 6 R.EYQLNDSAAYYLNDLER.I 146 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.015542.0155 2 4.1487 0.315 1740.79 1738.1 1 63.333332 4 R.AVVYSNTIQSIMAIVK.A 71 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.009381.0093 1 2.5826 0.3504 1382.54 1381.6 1 54.545456 2 K.TTGIVETHFTFK.D 182 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_PK_106.008057.0080 1 2.0539 0.2622 1061.48 1061.1 1 56.25 1 A.NKYDEAASY.I 295 0 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011625.01162 3 3.8568 0.3657 3307.61 3306.6 2 24.107143 1 K.ITHSPLTICFPEYTGANKYDEAASYIQSK.F 279 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008601.00860 2 3.8668 0.37 1518.59 1517.7 1 87.5 1 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012036.0120 3 4.4448 0.2354 2078.24 2078.2 1 48.4375 1 R.EYQLNDSAAYYLNDLER.I 146 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_PK_111.012275.0122 2 4.0151 0.358 1669.49 1668.8 1 73.07692 1 S.AYDLVLAEDEEMNR.M 230 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010089.01008 2 4.8744 0.2645 2323.89 2321.5 1 55.555557 4 R.SREYQLNDSAAYYLNDLER.I 144 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009309.0093 2 3.3405 0.2778 1383.29 1381.6 1 72.72727 5 K.TTGIVETHFTFK.D 182 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2255.22 2 3.9356 0.2368 1748.83 1747.9 1 60.714287 2 R.IAQSDYIPTQQDVLR.T 163 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_103.011059.011059.1 1 2.1149 0.2451 1535.62 1535.7 1 53.846157 1 K.AMGNLQIDFADPSR.A 87 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_103.011008.011008.2 2 4.2764 0.3505 1535.49 1535.7 1 76.92308 1 K.AMGNLQIDFADPSR.A 87 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013191.013191.2 2 6.5719 0.3882 2080.29 2078.2 1 81.25 3 R.EYQLNDSAAYYLNDLER.I 146 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3588.35 2 3.4736 0.2224 2620.63 2619.9 1 36.95652 2 R.QLFALSCTAEEQGVLPDDLSGVIR.R 106 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_115.014600.014600.2 2 3.058 0.2033 1601.17 1598.9 8 58.333332 1 K.WFTDTSIILFLNK.K 259 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2195.219 2 4.3862 0.3105 1517.5 1517.7 1 83.33333 2 R.LWADHGVQACFGR.S 131 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_103.015479.015479.2 2 4.1974 0.3909 2618.49 2619.9 1 45.652176 2 R.QLFALSCTAEEQGVLPDDLSGVIR.R 106 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011770.011770.3 3 3.0875 0.2295 1671.92 1673.8 3 44.230766 1 R.RLWADHGVQACFGR.S 130 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2319.231 2 3.9177 0.3036 1586.4 1586.9 1 66.66667 1 K.LLLLGAGESGKSTIVK.Q 36 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_104.014345.014345 2 4.2463 0.4157 2046.65 2047.2 1 61.11111 3 L.SCTAEEQGVLPDDLSGVIR.R 111 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_114.000224.000224.2 2 4.7395 0.26 1709.77 1709 1 71.42857 32 K.NVQFVFDAVTDVIIK.N 332 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010469.0104 3 3.7971 0.2576 1674.59 1673.8 1 50 2 R.RLWADHGVQACFGR.S 130 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_109.016341.016341.2 2 4.5383 0.412 1737.49 1738.1 1 63.333332 5 R.AVVYSNTIQSIMAIVK.A 71 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2966.296 2 3.9861 0.2099 2079.23 2078.2 1 71.875 2 R.EYQLNDSAAYYLNDLER.I 146 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2258.225 2 3.6487 0.2418 1747.38 1747.9 1 71.42857 2 R.IAQSDYIPTQQDVLR.T 163 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_104.007469.007469.2 2 2.3306 0.134 1637.07 1637.7 8 50 1 K.IIHEDGYSEEECR.Q 55 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_105.008295.008295 2 3.8033 0.4092 1638.43 1637.7 1 75 2 K.IIHEDGYSEEECR.Q 55 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_105.011584.011584 2 2.5613 0.2347 1668.39 1668.8 3 53.846157 1 S.AYDLVLAEDEEMNR.M 230 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3782.378 2 4.1824 0.2351 2618.49 2619.9 1 50 2 R.QLFALSCTAEEQGVLPDDLSGVIR.R 106 2 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.013998.0139 2 3.9959 0.2448 1601.07 1598.9 1 87.5 3 K.WFTDTSIILFLNK.K 259 2
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_PHA_lymphocytes_PK_105.010694.010694 2 3.6899 0.2499 1332.87 1333.4 1 81.818184 2 M.GNLQIDFADPSR.A 89 1 *
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_002061.1| gi|4504041|ref|NP_002061.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 31 249 61.7 355 40451 5.5 HsSD-NE_NT_lymphocytes_Ti_108.004182.004182.2 2 2.8344 0.3455 1381.73 1381.6 1 77.27273 4 K.TTGIVETHFTFK.D 182 2
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_109.000753.000753 3 5.2658 0.215 4320.02 4318.8 1 25.694445 13 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.014014.014014 2 3.0392 0.3456 1925.23 1926.1 1 60.714287 2 R.YSYVCPDLVKEFNKY.D 231 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_111.013646.013646 1 2.0014 0.1529 1403.85 1403.6 6 45.454548 2 K.HIPIAGRDITYF.I 192 1
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.011500.011500 2 2.7614 0.2097 1501.37 1500.7 1 72.72727 4 R.HGIVEDWDLMER.F 80 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_108.012944.012944 2 2.8161 0.2258 1503.49 1503.7 3 72.72727 3 Y.LRAEPEDHYFLL.T 101 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.018252.018252 3 4.0436 0.2622 3477.26 3477.8 4 25 1 L.RAEPEDHYFLLTEPPLNTPENREYTAEIM.F 102 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_110.009931.00993 2 3.3093 0.2409 2151.15 2152.5 1 55.555557 2 Q.LLRDREVGIPPEQSLETAK.A 207 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.008842.008842 1 2.8459 0.2257 1343.98 1343.5 1 70 1 K.KEFSIDVGYER.F 265 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.016040.016040 1 2.7838 0.2318 1427.8 1427.6 3 59.090908 1 D.VGYERFLGPEIF.F 271 0
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.013710.013710 2 2.2 0.1404 2678.91 2681 3 34.090908 1 R.YAVWFGGSMLASTPEFYQVCHTK.K 375 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_110.010144.010144 2 2.8978 0.3031 2279.49 2280.6 4 39.473686 1 Q.QLLRDREVGIPPEQSLETAK.A 206 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.014498.014498 2 3.4671 0.5101 3059.77 3060.4 1 39.655174 2 R.TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK.H 162 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_108.013094.013094 1 3.1835 0.362 1503.67 1503.7 1 59.090908 4 Y.LRAEPEDHYFLL.T 101 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_106.014498.014498 3 3.7466 0.252 3061.79 3060.4 1 25.862068 1 R.TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK.H 162 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_110.017399.017399 3 4.0761 0.1781 3488.96 3489.8 1 26.5625 2 A.SWTSRQVGERTLTGTVIDSGDGVTHVIPVAEGY.V 152 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.013420.013420 2 3.4891 0.3164 2447.65 2445.7 1 45.238094 3 K.GVDDLDFFIGDEAIEKPTYATK.W 54 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_109.002384.002384 3 6.1727 0.2269 3517.7 3514.8 1 31.896553 58 F.FHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 283 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.010818.010818 3 3.2962 0.2708 2044.46 2041.5 1 42.1875 3 R.LKPKPIDVQVITHHMQR.Y 358 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.010364.010364 2 4.205 0.4291 2042.43 2041.5 1 71.875 6 R.LKPKPIDVQVITHHMQR.Y 358 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.003993.003993 2 3.5317 0.263 3144.91 3144.4 2 34.615387 1 F.FHPEFANPDFTQPISEVVDEVIQNCPI.D 283 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_111.003052.003052 2 3.7936 0.3484 1649.81 1647.8 1 79.16667 49 R.HGIVEDWDLMERF.M 80 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.007424.0074 2 2.7075 0.0869 1468.23 1467.6 1 72.72727 1 K.KDYEEIGPSICR.H 398 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013280.01328 2 3.2157 0.5243 3061.37 3060.4 1 34.482758 1 R.TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK.H 162 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010215.01021 2 5.0811 0.3986 2485.45 2483.7 1 65 2 R.AEPEDHYFLLTEPPLNTPENR.E 103 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.019491.0194 2 3.8656 0.2547 1410.41 1410.7 1 85 4 R.DITYFIQQLLR.D 199 2
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.010036.0100 2 3.3808 0.1929 1500.57 1500.7 1 86.36364 2 R.HGIVEDWDLMER.F 80 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007943.0079 2 3.3255 0.1933 1338.65 1339.4 1 85 1 K.DYEEIGPSICR.H 399 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_108.000141.00014 3 4.8779 0.4104 4317.95 4318.8 1 24.305555 2 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.019557.01955 2 2.9204 0.2929 1409.79 1410.7 1 85 3 R.DITYFIQQLLR.D 199 2
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.013325.01332 2 2.84 0.1241 2445.39 2445.7 2 40.476192 2 K.GVDDLDFFIGDEAIEKPTYATK.W 54 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009927.00992 2 3.611 0.2692 1499.55 1500.7 1 86.36364 3 R.HGIVEDWDLMER.F 80 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_PK_113.011543.0115 2 3.9193 0.3662 1769.19 1769.9 1 66.66667 2 R.DREVGIPPEQSLETAK.A 210 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.013130.0131 2 3.1465 0.3259 2446.01 2445.7 1 42.857143 1 K.GVDDLDFFIGDEAIEKPTYATK.W 54 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_105.016398.016398 2 3.0758 0.2101 1454.67 1453.7 1 85 1 G.IVEDWDLMERF.M 82 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.001148.001148 2 4.9636 0.3736 3006.37 3004.3 1 42 1 E.FANPDFTQPISEVVDEVIQNCPIDVR.R 287 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.000254.0002 3 4.9582 0.3478 4317.98 4318.8 1 25 14 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_106.019477.019477.1 1 3.3711 0.1973 1411.68 1410.7 3 65 13 R.DITYFIQQLLR.D 199 2
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_106.001322.001322 3 5.3684 0.2899 3006.38 3004.3 1 37 4 E.FANPDFTQPISEVVDEVIQNCPIDVR.R 287 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_109.001700.001700.3 3 5.2781 0.327 4317.14 4318.8 1 28.472221 7 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2677.26 2 3.0072 0.3384 2482.02 2483.7 1 42.5 1 R.AEPEDHYFLLTEPPLNTPENR.E 103 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_105.019551.01955 2 4.6696 0.2989 2459.83 2459.7 1 55 2 D.FTQPISEVVDEVIQNCPIDVR.R 292 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.5196.51 3 5.2493 0.2855 4318.18 4318.8 1 22.916668 4 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_106.001294.001294 2 3.7178 0.3249 2085.89 2083.3 1 55.88235 2 Q.PISEVVDEVIQNCPIDVR.R 295 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_105.019568.019568 3 5.0016 0.3054 2459.12 2459.7 1 37.5 1 D.FTQPISEVVDEVIQNCPIDVR.R 292 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_103.010236.010236.2 2 2.4513 0.2601 1214.53 1215.3 3 66.66667 3 K.EFSIDVGYER.F 266 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_105.016252.016252.2 2 4.5667 0.389 3063.13 3060.4 1 36.206894 6 R.TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK.H 162 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_104.011830.011830.2 2 3.0398 0.2421 2483.23 2483.7 1 37.5 1 R.AEPEDHYFLLTEPPLNTPENR.E 103 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_106.000514.000514 2 3.2368 0.1974 2659.03 2659.9 4 38.636364 7 F.FHPEFANPDFTQPISEVVDEVIQ.N 283 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.0226.022 3 4.9425 0.3097 4317.06 4318.8 1 22.222223 1 R.FLGPEIFFHPEFANPDFTQPISEVVDEVIQNCPIDVR.R 276 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_105.018855.018855.2 2 4.1166 0.3119 1410.19 1410.7 1 90 16 R.DITYFIQQLLR.D 199 2
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_106.012470.012470 2 3.7724 0.1738 1501.61 1500.7 1 77.27273 2 R.HGIVEDWDLMER.F 80 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_107.003292.003292 2 3.458 0.1945 2020.97 2019.3 2 50 3 K.EFSIDVGYERFLGPEIF.F 266 1 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_104.010379.010379.1 1 1.9691 0.1328 1281.51 1282.5 3 59.090908 1 K.NIVLSGGSTMFR.D 318 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 169 0
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_106.000572.000572 2 3.3729 0.412 2773.11 2774 1 41.304348 3 F.FHPEFANPDFTQPISEVVDEVIQN.C 283 0 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_111.014214.014214.3 3 4.2517 0.3156 3061.13 3060.4 1 27.586206 3 R.TLTGTVIDSGDGVTHVIPVAEGYVIGSCIK.H 162 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_NT_lymphocytes_Ti_104.013385.013385.2 2 4.6516 0.3023 2447.75 2445.7 1 50 7 K.GVDDLDFFIGDEAIEKPTYATK.W 54 2 *
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_005712.1| gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 homolog [Homo sapiens] 39 292 63.6 418 47371 5.9 HsSD-NE_PHA_lymphocytes_PK_105.015851.01585 2 5.3257 0.2937 2447.87 2445.7 1 59.523808 4 K.GVDDLDFFIGDEAIEKPTYATK.W 54 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.007574.007574 2 4.7966 0.4304 2212.81 2213.4 1 58.333332 2 R.YGDSEFTVQSTTGHCVHMR.G 276 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.004373.004373 2 2.5761 0.2568 1095.75 1093.2 1 77.77778 3 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.004793.004793 1 1.8386 0.1529 1094.65 1093.2 9 55.555557 1 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009224.009224 2 2.9421 0.2645 1095.53 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.009341.009341 2 3.253 0.1926 1712.15 1710.8 1 66.66667 2 R.QSGEAFVELGSEDDVK.M 53 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_109.009182.009182 1 2.766 0.151 1092.56 1093.2 1 66.66667 7 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.010481.010481 2 4.414 0.3968 2192.69 2193.4 1 55 1 R.VTGEADVEFATHEEAVAAMSK.D 327 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.017539.017539 3 5.7524 0.4386 3754.55 3754 1 32.03125 23 R.GLPWSCSVEDVQNFLSDCTIHDGAAGVHFIYTR.E 17 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.014300.014300 3 6.7482 0.4878 3476.3 3476.7 1 33.064518 26 R.MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR.D 231 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_109.012854.012854 2 2.5629 0.1939 1191.33 1191.4 2 77.77778 1 Y.NFFSPLNPVR.V 307 1
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.020813.020813 2 4.9854 0.4079 2829.33 2829.2 1 46 110 K.EEIVQFFSGLEIVPNGITLPVDPEGK.I 125 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.013862.013862 2 5.5657 0.3226 1868.57 1869.1 1 68.75 83 K.ITGEAFVQFASQELAEK.A 151 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.019358.01935 2 3.1603 0.3316 2831.75 2829.2 1 40 4 K.EEIVQFFSGLEIVPNGITLPVDPEGK.I 125 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007370.0073 1 2.3774 0.288 1092.65 1093.2 2 66.66667 3 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007262.0072 2 3.4384 0.2628 1092.77 1093.2 1 83.33333 2 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.014223.01422 2 3.818 0.3596 1997.91 1998.2 1 56.25 3 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007713.00771 3 3.6662 0.3949 2213.75 2213.4 1 38.88889 2 R.YGDSEFTVQSTTGHCVHMR.G 276 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009225.0092 2 2.9971 0.3116 2196.13 2193.4 1 42.5 1 R.VTGEADVEFATHEEAVAAMSK.D 327 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_PK_107.008445.0084 2 2.8757 0.2247 1455.73 1453.5 2 65.38461 1 F.LSDCTIHDGAAGVH.F 31 0 *
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55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.014288.01428 3 4.7713 0.3425 1998.41 1998.2 3 45.3125 1 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_PK_114.011648.0116 2 3.0376 0.2234 1092.81 1093.2 1 83.33333 4 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008702.0087 2 5.0704 0.3919 1712.21 1710.8 1 83.33333 4 R.QSGEAFVELGSEDDVK.M 53 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.013673.01367 2 5.6827 0.3488 1872.03 1869.1 1 81.25 7 K.ITGEAFVQFASQELAEK.A 151 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013406.0134 2 3.6959 0.2937 1868.03 1869.1 1 65.625 8 K.ITGEAFVQFASQELAEK.A 151 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014132.01413 3 7.0711 0.5474 3474.92 3476.7 1 35.48387 7 R.MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR.D 231 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_PK_105.008480.0084 1 2.1183 0.2122 1090.73 1091.2 1 66.66667 1 F.VELGSEDDVK.M 59 1 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.017021.0170 3 4.5918 0.3467 3756.89 3754 1 25.78125 3 R.GLPWSCSVEDVQNFLSDCTIHDGAAGVHFIYTR.E 17 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013953.0139 3 4.5581 0.2918 3475.01 3476.7 1 26.612906 4 R.MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR.D 231 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007156.00715 1 2.8832 0.1846 1093.72 1093.2 3 66.66667 5 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006468.0064 2 3.4598 0.3249 1634.45 1631.7 6 53.333336 1 K.HSGPNSADSANDGFVR.L 99 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.008366.00836 2 4.7966 0.3481 1711.39 1710.8 1 76.666664 4 R.QSGEAFVELGSEDDVK.M 53 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3607.36 2 4.0026 0.4069 1998.38 1998.2 1 56.25 2 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017806.017806 2 4.7299 0.417 1999.57 1998.2 1 65.625 4 R.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_110.018304.018304.3 3 5.458 0.3912 3755.3 3754 1 24.21875 7 R.GLPWSCSVEDVQNFLSDCTIHDGAAGVHFIYTR.E 17 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_103.014938.014938.2 2 5.5148 0.2863 1870.11 1869.1 1 75 32 K.ITGEAFVQFASQELAEK.A 151 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_PK_105.015294.015294. 2 3.4505 0.2458 1999.29 1998.2 1 59.375 4 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_104.011934.011934 2 2.6466 0.2123 1125.69 1126.3 4 65 1 N.GITLPVDPEGK.I 140 1 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_104.008261.008261.2 2 2.984 0.2881 1092.77 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013284.013284 2 4.2299 0.4148 2372.55 2372.5 1 50 2 C.SVEDVQNFLSDCTIHDGAAGVH.F 23 0 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_109.021323.021323.2 2 3.6412 0.3104 2831.35 2829.2 1 38 13 K.EEIVQFFSGLEIVPNGITLPVDPEGK.I 125 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_104.015380.015380.2 2 4.7088 0.4139 1997.11 1998.2 1 59.375 6 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009932.009932.2 2 4.5895 0.36 1712.99 1710.8 1 80 5 R.QSGEAFVELGSEDDVK.M 53 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_104.010372.010372.2 2 5.1418 0.4885 2193.25 2193.4 1 57.5 12 R.VTGEADVEFATHEEAVAAMSK.D 327 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.020723.0207 2 3.3516 0.2796 2831.65 2829.2 1 44 5 K.EEIVQFFSGLEIVPNGITLPVDPEGK.I 125 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_103.015583.015583.3 3 3.9878 0.1976 1999.76 1998.2 1 42.1875 2 K.ATENDIYNFFSPLNPVR.V 300 2
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_108.014624.014624.3 3 5.9793 0.4534 3474.89 3476.7 1 30.645163 4 R.MRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGR.D 231 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_104.010578.010578.2 2 3.4473 0.3865 1620.29 1617.7 1 66.66667 3 R.DLSYCLSGMYDHR.Y 263 2 *
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|NP_001091676.1| gi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleoprotein F [Homo sapiens] 20 429 53 415 45672 5.6 HsSD-NE_NT_lymphocytes_Ti_105.002096.002096.3 3 3.6224 0.2687 2194.91 2193.4 5 31.25 1 R.VTGEADVEFATHEEAVAAMSK.D 327 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsSD-NE_PHA_lymphocytes_PK_108.008922.008922 2 4.2172 0.2459 2117.01 2116.3 1 50 2 R.KTPVKEPNSENVDISSGGGVT.G 173 1 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007911.00791 2 4.7576 0.4167 2362.51 2359.6 1 50 3 K.TPVKEPNSENVDISSGGGVTGWK.S 174 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_113.012910.01291 2 2.3532 0.095 1586.71 1583.9 5 53.571426 1 R.GAMGIMLVYDITNGK.S 81 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006129.00612 2 2.663 0.2489 1442.65 1441.5 1 68.181816 1 R.NIDEHANEDVER.M 106 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_PK_106.007473.0074 2 3.9095 0.3836 1442.59 1441.5 1 86.36364 4 R.NIDEHANEDVER.M 106 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013481.0134 2 2.9054 0.2095 1390.91 1390.7 1 72.72727 1 K.AFLTLAEDILRK.T 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.013623.01362 2 2.5069 0.1984 2142.13 2140.4 1 44.444447 1 R.FSDDAFNTTFISTIGIDFK.I 29 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_PHA_lymphocytes_PK_110.016025.016 2 4.025 0.2504 1262.33 1262.5 1 85 2 K.AFLTLAEDILR.K 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.014216.0142 2 3.8562 0.3662 1261.99 1262.5 1 85 4 K.AFLTLAEDILR.K 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007953.00795 3 3.7308 0.2641 2487.44 2487.7 1 30.434782 1 R.KTPVKEPNSENVDISSGGGVTGWK.S 173 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.013329.01332 2 3.0029 0.2446 1390.35 1390.7 1 86.36364 2 K.AFLTLAEDILRK.T 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014672.01467 2 3.5509 0.2787 1262.45 1262.5 1 80 5 K.AFLTLAEDILR.K 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007938.00793 2 4.9103 0.4397 2487.71 2487.7 1 56.521736 4 R.KTPVKEPNSENVDISSGGGVTGWK.S 173 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_PK_115.011345.0113 2 3.6906 0.3494 2115.87 2116.3 5 37.5 2 R.KTPVKEPNSENVDISSGGGVT.G 173 1 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsSD-NE_NT_lymphocytes_Ti_105.016681.016681.2 2 4.1145 0.2956 1262.43 1262.5 1 85 5 K.AFLTLAEDILR.K 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1668.16 2 4.1039 0.3535 1441.51 1441.5 1 81.818184 3 R.NIDEHANEDVER.M 106 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3778.377 2 4.3072 0.2913 1262.39 1262.5 1 85 3 K.AFLTLAEDILR.K 162 2 *
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NP_057215.2| gi|33695095|ref|NP_057215.2| ras-related GTP-binding protein RAB10 [Homo sapiens] 9 46 40.5 200 22469 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.017332.0173 2 3.1991 0.2283 2143.35 2140.4 1 47.22222 2 R.FSDDAFNTTFISTIGIDFK.I 29 2 *
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.013968.013968 2 2.8569 0.2046 1703.33 1702.9 1 53.571426 1 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012233.012233 2 3.8108 0.4572 1758.73 1758.1 1 73.333336 4 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.014590.014590 3 4.145 0.3335 1845.02 1843.1 1 45 1 R.GHYTIGKEIIDLVLDR.I 106 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.014579.014579 2 3.747 0.2914 1844.95 1843.1 1 70 2 R.GHYTIGKEIIDLVLDR.I 106 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_115.003146.003146 3 3.8591 0.2747 2489.51 2487.7 1 41.25 4 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_113.013647.013647 3 3.8158 0.2858 2112.86 2112.5 1 45.588234 2 R.GHYTIGKEIIDLVLDRIR.K 106 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_108.010250.010250 2 2.7705 0.2488 1790.47 1791 4 53.333336 1 C.CLLYRGDVVPKDVNAA.I 316 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.014321.01432 2 4.1004 0.3484 1740.47 1739 1 60.000004 3 K.SKLEFSIYPAPQVSTA.V 165 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.015934.015934 2 5.5556 0.3592 2410.63 2410.7 1 60.000004 73 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.016010.016010 3 3.0778 0.1527 2409.35 2410.7 4 30.000002 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_110.012421.01242 2 3.0539 0.1695 1827.09 1826.1 3 50 1 F.KVGINYQPPTVVPGGDLA.K 352 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.011757.011757 2 4.9389 0.4747 2331.57 2331.5 1 68.42105 63 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.010864.010864 2 3.2031 0.2116 1950.21 1948.1 1 53.125 1 L.FHPEQLITGKEDAANNY.A 87 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.011813.011813 2 3.0137 0.1691 2487.73 2487.7 1 37.5 3 K.RAFVHWYVGEGMEEGEFSEAR.E 402 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013561.01356 1 2.6476 0.2127 1567.78 1566.8 1 57.692307 2 K.SKLEFSIYPAPQVS.T 165 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_111.012200.012200 2 3.1824 0.2667 2180.55 2181.5 4 37.5 1 F.KVGINYQPPTVVPGGDLAKVQ.R 352 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_108.013071.01307 2 2.8497 0.2279 1425.55 1423.6 1 80 2 K.RTIQFVDWCPT.G 339 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.014189.014189 3 5.0405 0.4511 4297.7 4299.7 1 22.972973 18 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_112.003716.003716 2 2.8481 0.2589 1856.63 1857.1 1 57.14286 3 K.TKRTIQFVDWCPTGF.K 337 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.012269.012269 2 2.578 0.1311 1854.03 1852.1 7 46.875 1 R.AVCMLSNTTAVAEAWAR.L 374 2 *
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_112.013918.013918 1 2.5782 0.1545 1490.99 1488.8 1 53.846157 1 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012924.012924 2 4.9127 0.4819 2010.85 2009.1 1 55.263157 9 K.TIGGGDDSFNTFFSETGAGK.H 41 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.013624.013624 2 4.5533 0.3614 1488.09 1488.8 1 80.769226 115 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_108.009015.009015 1 3.0054 0.4492 1010.47 1011 1 70 4 F.HSFGGGTGSGF.T 139 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013487.013487 1 2.9744 0.3406 1479.71 1479.7 1 62.5 3 S.KLEFSIYPAPQVS.T 166 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.016895.016895 2 2.7526 0.2962 1582.63 1583.8 1 56.666668 1 F.GGGTGSGFTSLLMERL.S 142 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_111.011850.011850 2 3.832 0.3637 1953.51 1954.3 1 50 3 F.KVGINYQPPTVVPGGDLAK.V 352 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.011948.011948 3 4.1759 0.29 2333.66 2331.5 1 38.157894 8 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.016648.016648 3 3.6802 0.338 1489.52 1488.8 1 48.076923 1 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.017920.017920 3 5.4172 0.3817 3390.44 3392.8 1 31.451612 27 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013588.013588 2 3.765 0.386 1566.59 1566.8 1 76.92308 2 K.SKLEFSIYPAPQVS.T 165 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_PK_113.011351.0113 2 3.5471 0.2533 1812.29 1813 1 60.000004 1 Y.CLEHGIQPDGQMPSDK.T 25 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011096.01109 2 3.192 0.0928 1085.93 1086.3 1 93.75 2 K.EIIDLVLDR.I 113 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008804.00880 2 4.1731 0.3779 1825.03 1826.1 1 55.88235 3 K.VGINYQPPTVVPGGDLAK.V 353 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016556.01655 2 4.8017 0.3649 1488.43 1488.8 1 84.61539 22 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009423.00942 2 3.211 0.3639 2416.35 2416.7 1 42.5 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009794.0097 2 2.5691 0.272 1410.81 1411.6 3 72.72727 1 R.QLFHPEQLITGK.E 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009052.0090 3 3.3094 0.2238 2416.73 2416.7 1 31.25 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008360.00836 2 3.2608 0.248 1383.75 1381.6 1 75 2 R.LDHKFDLMYAK.R 391 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_PK_110.014235.014 2 3.5106 0.4145 2149.93 2148.4 1 55.555557 2 D.GALNVDLTEFQTNLVPYPR.I 246 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015978.01597 3 4.5953 0.3346 1489.31 1488.8 1 55.76923 5 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015446.0154 2 5.613 0.4064 2412.83 2410.7 1 60.000004 26 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_PK_111.011649.0116 2 3.283 0.1718 1369.71 1368.5 2 75 5 M.VDNEAIYDICR.R 204 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008838.0088 2 2.2164 0.2514 1251.97 1250.4 5 68.75 1 K.YMACCLLYR.G 312 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_PK_113.013865.0138 2 4.5759 0.3344 1703.25 1702.9 1 67.85714 7 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011517.01151 2 3.5818 0.3151 1601.65 1599.8 1 66.66667 1 R.TIQFVDWCPTGFK.V 340 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012356.01235 2 5.3946 0.3908 1705.85 1702.9 1 85.71429 5 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012440.0124 2 4.2177 0.1688 1451.65 1449.6 1 81.818184 3 R.NLDIERPTYTNL.N 216 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015606.01560 2 5.837 0.3821 2413.35 2410.7 1 60.000004 22 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014687.01468 3 4.8271 0.4196 4299.29 4299.7 1 20.945946 3 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007920.00792 2 2.9742 0.1491 1721.65 1719.9 4 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015112.0151 3 3.6957 0.2704 2411.33 2410.7 1 38.75 1 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011464.01146 2 4.1969 0.4631 2330.43 2331.5 1 60.526318 5 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011506.0115 2 3.181 0.2606 2331.87 2331.5 1 44.736843 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008399.00839 1 2.5474 0.3308 1381.45 1381.6 1 65 2 R.LDHKFDLMYAK.R 391 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.019216.0192 2 5.3512 0.4428 2011.97 2009.1 1 63.15789 17 K.TIGGGDDSFNTFFSETGAGK.H 41 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015918.0159 2 4.9178 0.373 1490.95 1488.8 1 76.92308 32 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008067.0080 2 3.2876 0.216 1721.73 1719.9 3 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010928.01092 2 5.9777 0.4688 2007.73 2009.1 1 65.789474 4 K.TIGGGDDSFNTFFSETGAGK.H 41 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012344.0123 2 5.0404 0.369 1703.03 1702.9 1 82.14286 3 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009639.0096 2 2.9002 0.2964 2417.21 2416.7 1 40 4 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008528.0085 1 3.1983 0.2399 1382.7 1381.6 2 70 4 R.LDHKFDLMYAK.R 391 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015612.0156 1 2.8524 0.2549 1490.08 1488.8 1 57.692307 1 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_101.009053.0090 2 3.7338 0.3913 2081.13 2079.9 1 47.22222 1 K.DYEEVGADSADGEDEGEEY.- 431 2 *
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.009398.0093 2 4.0562 0.3459 1825.11 1826.1 1 58.823532 2 K.VGINYQPPTVVPGGDLAK.V 353 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015658.0156 3 4.4647 0.2182 1489.37 1488.8 1 53.846157 1 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_PK_112.012306.012 2 3.0555 0.3967 1756.89 1758.1 1 60.000004 4 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_PK_110.009845.0098 2 3.255 0.2933 1692.75 1690.8 1 67.85714 1 W.YVGEGMEEGEFSEAR.E 408 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014120.01412 3 6.0356 0.5311 3391.55 3392.8 1 30.645163 6 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_108.012206.012206. 2 3.5633 0.3406 1488.49 1488.8 1 65.38461 6 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4048.40 2 4.8467 0.3776 1488.42 1488.8 1 73.07692 8 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_106.011360.011360 2 5.1574 0.3739 1825.67 1826.1 1 70.588234 7 K.VGINYQPPTVVPGGDLAK.V 353 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_103.019301.01930 1 2.2832 0.1584 929.82 929.06 2 78.57143 1 E.PTVIDEVR.T 72 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_106.012308.012308 2 2.6742 0.2254 2052.01 2053.4 1 47.368423 1 K.VGINYQPPTVVPGGDLAKVQ.R 353 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4442.444 1 2.8027 0.2346 1487.78 1488.8 1 50 1 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_104.016547.016547.2 2 6.0636 0.4215 2412.81 2410.7 1 60.000004 117 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_102.016000.016000 2 4.117 0.4346 1684.67 1684.8 1 71.42857 15 R.FDGALNVDLTEFQTN.L 244 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013108.013108.2 2 2.5162 0.1054 1600.83 1599.8 1 75 1 R.TIQFVDWCPTGFK.V 340 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.014164.0141 3 4.1123 0.1383 3395.45 3392.8 1 25.80645 2 K.LADQCTGLQGFLVFHSFGGGTGSGFTSLLMER.L 125 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007998.0079 2 3.1886 0.2437 1875.67 1876.1 3 60.714287 2 R.RNLDIERPTYTNLNR.L 215 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_111.004066.004066.3 3 3.3403 0.1427 2331.68 2331.5 1 34.210526 1 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2450.24 3 3.358 0.1819 2416.79 2416.7 1 33.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_109.016874.016874.1 1 3.3141 0.3117 1490.03 1488.8 1 57.692307 5 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_106.004320.004320 2 3.2341 0.1873 1449.83 1449.6 1 68.181816 1 R.NLDIERPTYTNL.N 216 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.015755.015755 2 2.8675 0.2075 1595.21 1593.7 1 61.538464 1 L.ADQCTGLQGFLVFH.S 126 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_110.017925.017925. 3 3.8745 0.2149 3881.36 3880.4 1 19.117647 1 R.LISQIVSSITASLRFDGALNVDLTEFQTNLVPYPR.I 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009524.009524 1 2.2329 0.1845 1153.51 1154.2 1 68.75 2 D.NEAIYDICR.R 206 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_104.013364.013364.2 2 5.4305 0.4225 1702.27 1702.9 1 85.71429 19 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.014651.0146 3 3.2224 0.187 4301.3 4299.7 2 20.945946 1 R.ECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDK.T 3 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3854.38 2 4.4012 0.408 2409.99 2410.7 1 42.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_105.015945.015945.2 2 3.1181 0.1075 1721.95 1719.9 9 57.692307 1 R.NLDIERPTYTNLNR.L 216 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013378.013378.3 3 4.492 0.3214 1703.06 1702.9 1 51.785713 4 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2174.21 2 2.149 0.0807 1825.34 1826.1 6 41.17647 1 K.VGINYQPPTVVPGGDLAK.V 353 2
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57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_105.015395.015395. 2 3.9429 0.2327 1703.59 1702.9 1 71.42857 4 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3277.32 2 4.5912 0.3982 1842.78 1843.1 1 76.666664 3 R.GHYTIGKEIIDLVLDR.I 106 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2358.235 2 3.3465 0.3014 1825.77 1826.1 1 58.823532 1 K.VGINYQPPTVVPGGDLAK.V 353 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011690.0116 2 4.7937 0.435 1758.45 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014039.014039 2 5.1785 0.4765 2664.77 2661.8 1 61.904762 27 H.TTLEHSDCAFMVDNEAIYDICR.R 193 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_106.008801.00880 2 3.0927 0.3533 1812.25 1813 3 50 1 Y.CLEHGIQPDGQMPSDK.T 25 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3075.30 2 4.682 0.2397 1703.88 1702.9 2 71.42857 7 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_107.010082.010082. 2 3.3288 0.2698 1825.43 1826.1 4 47.058823 5 K.VGINYQPPTVVPGGDLAK.V 353 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_102.012363.012363.2 2 5.482 0.5446 2007.03 2009.1 1 68.42105 2 K.TIGGGDDSFNTFFSETGAGK.H 41 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014823.014823 2 3.8578 0.4219 2321.25 2321.5 1 50 2 W.YVGEGMEEGEFSEAREDMAAL.E 408 0
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2979.29 2 3.3376 0.3414 1757.79 1758.1 1 50 1 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_105.014987.014987. 2 4.022 0.3256 2409.47 2410.7 1 52.499996 8 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.015464.015464 2 5.4034 0.3817 1703.63 1702.9 1 85.71429 18 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009779.009779 2 4.7704 0.515 1690.23 1690.8 1 85.71429 2 W.YVGEGMEEGEFSEAR.E 408 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010663.010663.2 2 2.2394 0.3231 1409.75 1411.6 7 59.090908 2 R.QLFHPEQLITGK.E 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013752.013752.2 2 4.3566 0.3518 2331.03 2331.5 1 55.263157 56 R.AFVHWYVGEGMEEGEFSEAR.E 403 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4430.443 2 4.8276 0.3748 1488.47 1488.8 1 76.92308 8 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_PK_112.012056.012056. 2 3.8323 0.455 1757.47 1758.1 1 63.333332 4 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.011514.011514 2 3.1744 0.225 1386.37 1385.6 1 77.27273 1 F.VDLEPTVIDEVR.T 68 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3930.393 2 5.427 0.3944 2408.93 2410.7 1 57.5 14 R.FDGALNVDLTEFQTNLVPYPR.I 244 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_110.013109.013109.2 2 4.0508 0.4465 1755.67 1758.1 1 73.333336 13 R.IHFPLATYAPVISAEK.A 265 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010491.010491.2 2 2.9291 0.3329 2415.85 2416.7 1 40 2 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_108.010490.010490.3 3 3.7693 0.3229 2416.43 2416.7 1 38.75 1 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_108.017330.017330.2 2 4.515 0.3984 1488.85 1488.8 1 76.92308 89 R.LISQIVSSITASLR.F 230 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3234.323 2 5.0913 0.3374 1703.46 1702.9 1 82.14286 7 R.AVFVDLEPTVIDEVR.T 65 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2698.269 2 3.4831 0.1399 2416.4 2416.7 5 40 3 R.QLFHPEQLITGKEDAANNYAR.G 85 2
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_PHA_lymphocytes_PK_105.012413.012413 2 4.5776 0.477 1878.03 1877 1 76.666664 18 H.WYVGEGMEEGEFSEAR.E 407 1
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NP_116093.1| gi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 60 1093 84.4 449 49895 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012638.012638.3 3 3.6559 0.2952 1758.44 1758.1 1 56.666668 2 R.IHFPLATYAPVISAEK.A 265 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_Ti_110.007567.007567 2 4.7548 0.4768 1795.75 1795 1 71.875 2 K.HAVSEGTKAVTKYTSSK.- 110 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_113.012841.01284 3 4.2668 0.234 1347.98 1346.7 1 65.909096 2 A.VRLLLPGELAKH.A 99 0
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.005825.005825 1 2.1572 0.1089 1266.96 1266.4 4 61.11111 2 R.KESYSVYVYK.V 35 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.003564.003564 1 1.8262 0.2142 1168.67 1169.3 3 60.000004 1 K.QVHPDTGISSK.A 48 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_112.012433.012433 2 2.9299 0.2076 1346.67 1346.7 1 77.27273 1 A.VRLLLPGELAKH.A 99 0
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.003676.003676 2 2.2657 0.1673 830.21 828.9 3 78.57143 2 K.HAVSEGTK.A 110 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_Ti_107.016480.016480 2 4.1729 0.3821 1746.69 1745 1 67.85714 6 K.AMGIMNSFVNDIFER.I 59 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015788.01578 2 5.1305 0.5056 1744.49 1745 1 82.14286 3 K.AMGIMNSFVNDIFER.I 59 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.015332.0153 2 4.9765 0.4729 1744.61 1745 1 82.14286 6 K.AMGIMNSFVNDIFER.I 59 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsNaOH-NE_NT_lymphocytes_PK_115.012603.0126 2 2.8677 0.2502 1042.55 1040.2 4 85.71429 1 S.FVNDIFER.I 66 1
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_PK_105.009720.009720. 2 2.5296 0.164 1042.55 1040.2 1 92.85714 1 S.FVNDIFER.I 66 1
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_PK_105.011176.011176. 2 2.851 0.2266 1127.09 1127.2 4 81.25 1 N.SFVNDIFER.I 65 1
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_105.015417.015417.1 1 1.9064 0.2961 1168.6 1169.3 1 70 1 K.QVHPDTGISSK.A 48 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_112.010486.010486.2 2 4.1504 0.3704 1511.01 1509.7 1 84.61539 1 K.VLKQVHPDTGISSK.A 45 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_106.019658.019658 2 4.0199 0.4178 1745.51 1745 1 71.42857 1 K.AMGIMNSFVNDIFER.I 59 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_105.014967.014967.1 1 2.5892 0.1656 828.36 828.9 1 71.42857 2 K.HAVSEGTK.A 110 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_108.016675.016675.2 2 5.2828 0.4772 1744.01 1745 1 82.14286 65 K.AMGIMNSFVNDIFER.I 59 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_106.017660.017660 2 3.7685 0.3057 1355.41 1354.5 1 80 2 M.NSFVNDIFERI.A 64 0
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_103.008723.008723.1 1 2.131 0.2027 1137.57 1138.3 1 75 3 K.ESYSVYVYK.V 36 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1930.193 2 2.9444 0.1725 1462.34 1462.6 8 58.333332 1 R.STITSREIQTAVR.L 88 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_NT_lymphocytes_Ti_105.014919.014919.2 2 2.3473 0.2338 829.31 828.9 2 71.42857 2 K.HAVSEGTK.A 110 2
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_106.012758.012758 2 3.005 0.2978 1240.79 1241.3 1 83.33333 3 M.NSFVNDIFER.I 64 1
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsSD-NE_PHA_lymphocytes_PK_106.021376.021376 2 3.5156 0.2582 1714.95 1712.9 1 64.28571 1 M.NSFVNDIFERIASEA.S 64 0
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_003510.1| gi|4504259|ref|NP_003510.1| "histone cluster 1, H2bl [Homo sapiens] " 17 114 65.9 126 13952 10.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1614.161 2 2.4729 0.1863 1168.84 1169.3 3 70 4 K.QVHPDTGISSK.A 48 2
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.011166.011166 2 3.2778 0.24 2306.65 2306.5 1 50 1 R.IQCCTSTVNQAQVWIGGNLR.G 148 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006563.00656 2 3.9646 0.3134 1285.11 1283.3 1 85 1 K.TFAEAQNVCSR.C 120 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.014288.01428 3 5.559 0.2946 3678.41 3677.9 1 30.645163 6 R.FCWTDGSHWNFAYWSPGQPGNGQGSCVALCTK.G 175 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_PK_115.012188.0121 2 3.3792 0.2596 1367.33 1366.5 1 85 3 R.AQCDKQLPFVC.S 213 1 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_Ti_115.012074.01207 3 4.1292 0.098 3836.48 3834.1 1 25.78125 3 K.RFCWTDGSHWNFAYWSPGQPGNGQGSCVALCTK.G 174 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011956.01195 2 5.1756 0.2797 2078.73 2077.2 1 65.625 7 R.CYGGNLVSIHDFNFNYR.I 131 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010442.01044 2 4.555 0.304 2307.25 2306.5 1 57.894737 8 R.IQCCTSTVNQAQVWIGGNLR.G 148 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010268.0102 2 4.107 0.3851 2305.69 2306.5 1 57.894737 5 R.IQCCTSTVNQAQVWIGGNLR.G 148 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_PK_114.013130.0131 2 2.7001 0.2709 1197.15 1196.2 2 75 2 R.FCWTDGSHW.N 175 1 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_PK_115.012706.0127 1 2.2319 0.237 1217.63 1217.3 6 62.5 1 H.DFNFNYRIQ.C 141 0 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_PK_108.011926.0119 2 3.369 0.2841 1215.53 1217.3 2 81.25 10 H.DFNFNYRIQ.C 141 0 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.006809.0068 2 3.3099 0.2523 1285.25 1283.3 1 80 3 K.TFAEAQNVCSR.C 120 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_Ti_108.004205.004205.3 3 3.0217 0.1611 2305.37 2306.5 1 35.526314 2 R.IQCCTSTVNQAQVWIGGNLR.G 148 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_Ti_108.012322.012322.2 2 4.7563 0.4332 2075.81 2077.2 1 65.625 9 R.CYGGNLVSIHDFNFNYR.I 131 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_PHA_lymphocytes_PK_106.015466.015466 1 2.4409 0.3371 1457.71 1457.5 1 60.000004 4 R.FCWTDGSHWNF.A 175 1 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_PHA_lymphocytes_PK_105.012137.012137 1 2.8031 0.1669 1218.61 1217.3 2 68.75 2 H.DFNFNYRIQ.C 141 0 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2984.298 2 4.1458 0.3848 2075.96 2077.2 1 56.25 3 R.CYGGNLVSIHDFNFNYR.I 131 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_Ti_101.007080.007080.2 2 2.0876 0.101 1282.97 1283.3 1 70 1 K.TFAEAQNVCSR.C 120 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011820.0118 2 3.4515 0.1946 2079.29 2077.2 1 46.875 2 R.CYGGNLVSIHDFNFNYR.I 131 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_Ti_108.011578.011578.2 2 4.3479 0.311 2308.53 2306.5 1 57.894737 33 R.IQCCTSTVNQAQVWIGGNLR.G 148 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014306.0143 3 3.9535 0.2151 3679.19 3677.9 1 25.80645 1 R.FCWTDGSHWNFAYWSPGQPGNGQGSCVALCTK.G 175 2 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_PK_110.013569.013569. 2 2.6955 0.1765 2158.55 2158.4 2 35.294117 1 C.YGGNLVSIHDFNFNYRIQ.C 132 0 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsSD-NE_NT_lymphocytes_PK_106.014004.014004. 2 3.0826 0.1977 2317.71 2318.5 1 41.666664 1 R.CYGGNLVSIHDFNFNYRIQ.C 131 1 *
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_006084.1| gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 14 111 42.2 225 25447 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007250.0072 2 4.1918 0.4496 1608.41 1609.7 1 73.07692 2 R.TPKTFAEAQNVCSR.C 117 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_PK_115.014728.014728 2 3.2934 0.2766 1891.61 1891.3 1 56.25 2 L.SFKEPPLLLGVLHPNTK.L 71 1 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.007844.007844 3 3.6974 0.2493 2095.49 2093.3 1 38.88889 1 R.RPLRPQVVTDDDGQAPEAK.D 11 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_PK_115.014729.014729 3 5.3626 0.3477 1892.66 1891.3 1 50 2 L.SFKEPPLLLGVLHPNTK.L 71 1 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.007679.007679 2 3.9411 0.084 2092.63 2093.3 5 44.444447 1 R.RPLRPQVVTDDDGQAPEAK.D 11 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_PK_109.015234.015234 2 3.0687 0.2397 1200.07 1200.5 1 70 1 L.SFKEPPLLLGV.L 71 0 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.007942.007942 3 3.1902 0.2395 2886.17 2887.1 1 25 1 R.RPLRPQVVTDDDGQAPEAKDGSSFSGR.V 11 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_PK_107.018973.018973 2 2.9998 0.2103 2758.53 2759.1 1 31.25 1 D.LFVENMPGFPDNIRPSSSGGYWVGM.S 296 0 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010698.0106 2 3.267 0.2543 1531.49 1528.8 2 69.230774 2 K.EPPLLLGVLHPNTK.L 74 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.018497.0184 2 5.5028 0.4595 2495.23 2493.8 1 54.545456 26 R.FPNGVQLSPAEDFVLVAETTMAR.I 258 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013870.01387 2 2.5612 0.178 1600.19 1597.8 1 61.538464 1 R.DYLLLVMEGTDDGR.L 225 2
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007563.00756 2 3.1063 0.2464 1111.19 1110.3 1 93.75 2 R.LLEYDTVTR.E 239 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014243.01424 2 3.8128 0.4511 1560.69 1557.7 1 73.07692 20 R.YSLVLELSDSGAFR.R 361 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.018332.01833 2 5.4211 0.4347 2494.61 2493.8 1 54.545456 22 R.FPNGVQLSPAEDFVLVAETTMAR.I 258 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.016166.01616 3 4.762 0.3473 2876.06 2876.2 1 34.615387 3 R.LFENQLVGPESIAHIGDVMFTGTADGR.V 94 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007761.0077 2 3.1022 0.1701 1110.11 1110.3 1 93.75 2 R.LLEYDTVTR.E 239 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.015254.0152 3 5.2049 0.3683 2873.42 2876.2 1 35.576923 4 R.LFENQLVGPESIAHIGDVMFTGTADGR.V 94 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.015201.0152 2 4.0449 0.382 2876.35 2876.2 1 36.53846 4 R.LFENQLVGPESIAHIGDVMFTGTADGR.V 94 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.018285.01828 3 3.1704 0.1237 2493.08 2493.8 2 28.40909 1 R.FPNGVQLSPAEDFVLVAETTMAR.I 258 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.015456.01545 2 4.0176 0.3607 2878.39 2876.2 1 38.46154 7 R.LFENQLVGPESIAHIGDVMFTGTADGR.V 94 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_PK_107.009299.0092 1 1.9971 0.2019 1024.47 1024.1 1 61.11111 1 R.SLHDPDGLVA.T 376 1 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009536.00953 2 4.4367 0.4211 2092.03 2093.3 1 50 4 R.RPLRPQVVTDDDGQAPEAK.D 11 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.015695.0156 2 2.8455 0.2717 1600.15 1597.8 1 57.692307 2 R.DYLLLVMEGTDDGR.L 225 2
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007407.0074 3 3.5675 0.3564 1740.38 1741.9 1 44.642857 2 K.TRDDEPVCGRPLGIR.A 142 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012639.01263 2 2.6626 0.1959 1755.49 1754 2 53.571426 2 R.RDYLLLVMEGTDDGR.L 224 2
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_PK_111.010497.0104 1 2.2222 0.1916 865.49 866.01 3 71.42857 1 F.GVLHPNTK.L 80 1
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.007168.0071 2 3.2027 0.3888 1936.45 1937.1 3 52.941177 1 R.PLRPQVVTDDDGQAPEAK.D 12 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_PK_108.013320.0133 2 2.8656 0.2172 1414.33 1415.5 8 68.181816 1 K.TRDDEPVCGRPL.G 142 1 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.006951.00695 2 3.355 0.2597 1936.33 1937.1 1 52.941177 2 R.PLRPQVVTDDDGQAPEAK.D 12 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006437.0064 2 3.2034 0.2125 1571.63 1570.7 1 67.85714 1 R.PQVVTDDDGQAPEAK.D 15 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_PK_109.009134.0091 1 2.1733 0.3109 1124.47 1125.2 1 55 3 R.SLHDPDGLVAT.Y 376 1 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.014378.0143 2 4.0075 0.4106 1559.07 1557.7 1 80.769226 45 R.YSLVLELSDSGAFR.R 361 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_PK_105.008877.0088 2 5.5092 0.4867 1840.59 1838.9 1 73.52941 1 Q.VVTDDDGQAPEAKDGSSF.S 17 0 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3110.31 3 4.8044 0.3464 3266.81 3266.6 1 30.357143 3 R.SLHDPDGLVATYISEVHEHDGHLYLGSFR.S 376 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2072.207 1 2.0428 0.1365 1109.45 1110.3 1 68.75 1 R.LLEYDTVTR.E 239 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2660.26 3 3.4936 0.1102 2092.81 2093.3 3 34.72222 1 R.RPLRPQVVTDDDGQAPEAK.D 11 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_NT_lymphocytes_Ti_113.012790.012790.3 3 3.6713 0.1888 3266.78 3266.6 3 22.321428 1 R.SLHDPDGLVATYISEVHEHDGHLYLGSFR.S 376 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_NT_lymphocytes_Ti_108.019472.019472.2 2 4.3896 0.3554 2494.17 2493.8 1 50 5 R.FPNGVQLSPAEDFVLVAETTMAR.I 258 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_NT_lymphocytes_Ti_105.016733.016733.2 2 4.6229 0.3641 2877.75 2876.2 1 38.46154 6 R.LFENQLVGPESIAHIGDVMFTGTADGR.V 94 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016653.0166 2 2.7627 0.2966 2137.95 2135.5 3 44.11765 2 R.PNPGFSMLDFLSERPWIK.R 325 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016676.0166 3 3.128 0.2966 2136.05 2135.5 1 41.17647 1 R.PNPGFSMLDFLSERPWIK.R 325 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2778.277 2 2.6099 0.1035 1245.54 1246.5 1 77.77778 2 K.GLFEVNPWKR.E 171 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2472.247 2 3.1985 0.351 1648.21 1646.8 1 62.5 1 R.KIYFTDSSSKWQR.R 211 2
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2059.20 2 2.7813 0.2525 1110.4 1110.3 2 87.5 1 R.LLEYDTVTR.E 239 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3375.337 2 2.3405 0.1068 1712.78 1713.9 5 46.42857 1 R.YSLVLELSDSGAFRR.S 361 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_NT_lymphocytes_Ti_109.019574.019574.2 2 2.3927 0.1383 1559.11 1557.7 1 61.538464 1 R.YSLVLELSDSGAFR.R 361 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2055.20 1 2.4111 0.2908 1109.43 1110.3 5 68.75 1 R.LLEYDTVTR.E 239 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3824.382 2 2.0793 0.0953 1557.39 1557.7 3 50 1 R.YSLVLELSDSGAFR.R 361 2 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsSD-NE_PHA_lymphocytes_PK_106.009983.009983 1 1.8148 0.1975 1451.76 1452.6 1 59.090908 1 L.EYDTVTREVKVL.L 241 0 *
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.012867.0128 2 2.6478 0.1963 1755.33 1754 5 50 2 R.RDYLLLVMEGTDDGR.L 224 2
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NP_065392.1| gi|24308201|ref|NP_065392.1| chromosome 20 open reading frame 3 [Homo sapiens] 32 201 59.6 416 46480 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2717.27 3 4.0387 0.2931 2886.81 2887.1 1 27.884615 1 R.RPLRPQVVTDDDGQAPEAKDGSSFSGR.V 11 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_114.012932.012932 2 2.8614 0.2129 2191.73 2193.5 6 38.235294 1 L.YKFVVPKPRSECSKPEQL.V 245 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.017165.017165 3 5.3993 0.4497 2914.85 2912.3 1 35.576923 11 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_110.014735.014735 1 2.1429 0.2552 1210.73 1211.4 3 60.000004 2 L.AKGWAPTFLGY.S 119 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.016521.016521 2 4.7169 0.4928 2911.99 2912.3 1 38.46154 5 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.011529.01152 2 3.3055 0.2791 1183.09 1183.4 1 85 6 K.GIFNGFSVTLK.E 101 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.013828.01382 2 4.8877 0.4914 2914.95 2912.3 1 36.53846 18 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.013742.01374 3 6.0938 0.5423 2914.61 2912.3 1 37.5 14 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011919.0119 2 3.5862 0.3414 1183.13 1183.4 1 85 6 K.GIFNGFSVTLK.E 101 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_PK_107.009142.0091 2 3.9725 0.3137 1479.09 1477.5 1 83.33333 5 A.AVEEYSCEFGSAK.Y 50 1 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.013820.01382 2 5.1045 0.4656 1819.29 1817.1 1 83.33333 4 K.GWAPTFLGYSMQGLCK.F 121 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011229.01122 2 2.5736 0.216 1739.73 1740 9 50 2 K.GIFNGFSVTLKEDGVR.G 101 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013606.0136 2 3.9047 0.4047 1819.67 1817.1 1 66.66667 1 K.GWAPTFLGYSMQGLCK.F 121 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007134.0071 2 2.8222 0.3834 1360.27 1362.5 1 77.27273 1 R.IQTQPGYANTLR.D 189 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012272.01227 2 3.0779 0.2637 1989.71 1989.3 1 60.000004 1 K.VLYSNMLGEENTYLWR.T 145 2
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61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_PK_114.012704.0127 2 2.7775 0.1743 1524.29 1524.7 3 58.333332 2 R.SECSKPEQLVVTF.V 254 1
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_PK_108.008864.0088 2 2.8233 0.1937 1376.67 1377.5 1 72.72727 1 R.SECSKPEQLVVT.F 254 1
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_PK_108.008720.0087 2 2.9441 0.1604 1342.31 1342.5 3 62.5 1 F.CAIVSHPADSVVS.V 276 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011090.01109 2 2.3159 0.1269 1037.25 1037.2 2 78.57143 1 K.FGFYEVFK.V 137 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3276.327 2 4.2169 0.4124 2911.83 2912.3 1 36.53846 2 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011715.011715 2 3.3347 0.2181 1556.53 1554.7 2 60.714287 2 F.CAIVSHPADSVVSVL.N 276 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_106.012099.012099 2 2.9232 0.1661 1599.95 1600.8 1 70.83333 2 N.MLGEENTYLWRTS.L 150 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3095.309 2 2.4121 0.179 1742.59 1740 6 46.666668 2 K.GIFNGFSVTLKEDGVR.G 101 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_105.011380.011380 1 2.6783 0.22 1525.97 1524.7 1 54.166668 3 R.SECSKPEQLVVTF.V 254 1
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011733.011733 1 2.3713 0.388 1553.51 1554.7 2 50 3 F.CAIVSHPADSVVSVL.N 276 0
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1974.19 2 3.3752 0.1938 1363.28 1362.5 2 72.72727 2 R.IQTQPGYANTLR.D 189 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2054.20 2 3.2122 0.2713 1843.67 1845.1 1 59.375 1 R.IQTQPGYANTLRDAAPK.M 189 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010049.0100 1 1.805 0.3983 1589.8 1588.9 2 46.153847 1 R.LPRPPPPEMPESLK.K 341 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_NT_lymphocytes_Ti_105.015603.015603.1 1 1.9236 0.1323 997.48 998.18 1 78.57143 1 K.MYKEEGLK.A 206 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013760.0137 2 5.2029 0.535 2913.01 2912.3 1 38.46154 13 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010073.0100 3 4.7906 0.3398 1589.06 1588.9 1 61.538464 4 R.LPRPPPPEMPESLK.K 341 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010136.0101 2 2.8655 0.3494 1586.07 1588.9 1 61.538464 1 R.LPRPPPPEMPESLK.K 341 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_NT_lymphocytes_Ti_108.012819.012819.2 2 3.0088 0.4188 1183.09 1183.4 1 80 2 K.GIFNGFSVTLK.E 101 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.016772.0167 3 6.6285 0.515 2914.88 2912.3 1 40.384613 41 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_NT_lymphocytes_Ti_112.014728.014728.3 3 6.5401 0.4304 2915.06 2912.3 1 37.5 24 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1930.193 2 3.5707 0.2044 1362.21 1362.5 1 72.72727 2 R.IQTQPGYANTLR.D 189 2
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NP_998776.1| gi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 isoform b precursor [Homo sapie 23 201 48.8 361 39959 9.4 HsSD-NE_NT_lymphocytes_Ti_110.017954.017954.2 2 4.2319 0.5014 2911.85 2912.3 1 36.53846 13 K.YYALCGFGGVLSCGLTHTAVVPLDLVK.C 63 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_PHA_lymphocytes_Ti_111.002241.002241 2 3.8537 0.4147 2034.53 2032.3 1 52.941177 35 R.LQAEVLECVSLVELTSLK.G 146 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_PHA_lymphocytes_Ti_102.019198.019198 2 4.6415 0.4448 2149.23 2148.5 1 52.63158 5 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_PHA_lymphocytes_PK_107.016007.016007 2 3.4984 0.3501 1468.11 1466.7 1 70.83333 2 R.SFPDFPTPGVVFR.D 15 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_PHA_lymphocytes_Ti_104.016818.016818 2 5.9089 0.4754 2376.93 2375.7 1 52.272724 3 R.VVVVDDLLATGGTMNAACELLGR.L 123 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_Ti_102.018164.0181 2 3.7617 0.315 1525.37 1524.8 1 79.16667 1 K.LAPVPFFSLLQYE.- 168 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_NT_lymphocytes_Ti_103.017860.01786 1 2.2136 0.204 1525.72 1524.8 4 50 1 K.LAPVPFFSLLQYE.- 168 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_NT_lymphocytes_Ti_111.015368.01536 2 4.9774 0.5121 2147.05 2148.5 1 68.42105 2 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_Ti_102.018143.0181 1 2.2744 0.1719 1525.72 1524.8 1 54.166668 1 K.LAPVPFFSLLQYE.- 168 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.012855.0128 2 3.7483 0.3707 1783.63 1783 1 66.66667 3 K.LPGPTLWASYSLEYGK.A 92 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_NT_lymphocytes_Ti_109.012970.01297 2 3.8571 0.3914 1782.29 1783 1 70 5 K.LPGPTLWASYSLEYGK.A 92 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.015014.0150 2 5.3477 0.4994 2147.87 2148.5 1 68.42105 5 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.5279.527 2 5.0603 0.4473 2148.93 2148.5 1 63.15789 2 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_Ti_110.020550.020550.2 2 3.3787 0.3428 2147.89 2148.5 1 52.63158 11 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_Ti_112.018930.018930.2 2 4.1109 0.3594 2034.27 2032.3 1 50 28 R.LQAEVLECVSLVELTSLK.G 146 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011868.0118 2 3.4844 0.4417 1968.83 1968.3 1 52.941177 1 R.GKLPGPTLWASYSLEYGK.A 90 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_Ti_104.016408.016408.2 2 5.1754 0.4693 2377.37 2375.7 1 56.81818 2 R.VVVVDDLLATGGTMNAACELLGR.L 123 2 *
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_Ti_112.013428.013428.2 2 3.3137 0.3203 1967.47 1968.3 1 47.058823 3 R.GKLPGPTLWASYSLEYGK.A 90 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_PK_108.014183.014183. 2 3.1353 0.23 1467.97 1466.7 2 66.66667 2 R.SFPDFPTPGVVFR.D 15 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsSD-NE_NT_lymphocytes_Ti_110.020597.020597.3 3 3.9047 0.2601 2148.23 2148.5 1 39.473686 1 R.GFLFGPSLAQELGLGCVLIR.K 68 2
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_000476.1| gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferase isoform a [Homo sapiens] 10 120 59.4 180 19608 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4782.47 2 4.7393 0.3796 2147.44 2148.5 1 57.894737 2 R.GFLFGPSLAQELGLGCVLIR.K 68 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_108.010798.010798 3 3.6218 0.2737 3037.55 3040.4 1 29.166666 1 K.KIFVGGIKEDTEEHHLRDYFEQYGK.I 106 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.010953.010953 2 4.7856 0.4164 1966.81 1967.2 1 76.666664 17 R.SHFEQWGTLTDCVVMR.D 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.010356.010356 2 5.96 0.4753 2521.43 2522.8 1 62.5 8 R.SHFEQWGTLTDCVVMRDPNTK.R 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_115.012772.012772 2 4.6751 0.5236 2510.15 2511.8 1 45.454548 4 R.GFGFVTYATVEEVDAAMNARPHK.V 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.010313.010313 3 3.3403 0.1955 2521.46 2522.8 1 31.25 4 R.SHFEQWGTLTDCVVMRDPNTK.R 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.016067.016067 2 5.5083 0.5053 2149.55 2149.4 1 63.15789 37 R.GFGFVTYATVEEVDAAMNAR.P 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.009790.009790 2 3.4989 0.252 1699.45 1700.8 1 60.714287 4 R.GFAFVTFDDHDSVDK.I 147 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_104.014048.014048 2 5.1723 0.3991 1784.75 1786 1 80 98 K.LFIGGLSFETTDESLR.S 16 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.009110.009110 2 2.935 0.2428 1857.27 1857 1 63.333332 3 K.RGFAFVTFDDHDSVDK.I 146 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_104.010214.010214 3 4.5688 0.409 1857.95 1857 1 53.333336 4 K.RGFAFVTFDDHDSVDK.I 146 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_PK_110.009139.009139 2 3.263 0.3307 1465.55 1464.6 1 68.181816 1 G.GIKEDTEEHHLR.D 111 1
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_104.017153.017153 3 4.5339 0.3899 2150.72 2149.4 1 46.05263 3 R.GFGFVTYATVEEVDAAMNAR.P 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_102.011234.011234 2 5.1833 0.3473 1914.95 1914.2 1 75 14 R.KLFIGGLSFETTDESLR.S 15 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.012167.012167 2 3.6372 0.4639 2280.49 2282.6 3 42.105263 1 R.GFAFVTFDDHDSVDKIVIQK.Y 147 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.011077.011077 2 3.5354 0.2143 1221.01 1219.4 1 94.44444 15 K.IEVIEIMTDR.G 131 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.012167.012167 3 4.0214 0.2597 2280.68 2282.6 1 32.894737 1 R.GFAFVTFDDHDSVDKIVIQK.Y 147 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010124.01012 2 3.5689 0.3166 1219.47 1219.4 1 88.88889 4 K.IEVIEIMTDR.G 131 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.010500.01050 2 3.0781 0.2269 1702.55 1700.8 3 57.14286 1 R.GFAFVTFDDHDSVDK.I 147 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_108.016528.01652 2 3.3922 0.262 2151.31 2149.4 1 50 1 R.GFGFVTYATVEEVDAAMNAR.P 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.012210.01221 2 3.2286 0.2098 1914.37 1914.2 1 56.25 1 R.KLFIGGLSFETTDESLR.S 15 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.010768.0107 2 2.9996 0.2422 1219.39 1219.4 1 94.44444 2 K.IEVIEIMTDR.G 131 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.013804.0138 2 2.6729 0.2207 2513.67 2511.8 7 29.545454 1 R.GFGFVTYATVEEVDAAMNARPHK.V 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010734.01073 2 3.0662 0.1012 1969.47 1967.2 1 56.666668 2 R.SHFEQWGTLTDCVVMR.D 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010134.0101 2 2.5714 0.1075 1699.89 1700.8 2 57.14286 1 R.GFAFVTFDDHDSVDK.I 147 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013296.0132 2 4.5657 0.3411 1788.05 1786 1 76.666664 4 K.LFIGGLSFETTDESLR.S 16 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013043.01304 2 4.2947 0.3283 1788.99 1786 1 73.333336 4 K.LFIGGLSFETTDESLR.S 16 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010361.01036 2 4.0734 0.3692 2523.63 2522.8 1 50 2 R.SHFEQWGTLTDCVVMRDPNTK.R 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009940.0099 3 3.5875 0.2877 1858.28 1857 1 43.333332 1 K.RGFAFVTFDDHDSVDK.I 146 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_108.012659.012659.2 2 4.5757 0.33 1913.17 1914.2 1 75 10 R.KLFIGGLSFETTDESLR.S 15 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1582.158 2 3.7188 0.3659 1696.7 1695.7 1 47.058823 2 R.NQGGYGGSSSSSSYGSGR.R 353 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_107.014299.014299.2 2 4.317 0.3378 1786.53 1786 1 66.66667 26 K.LFIGGLSFETTDESLR.S 16 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_108.011889.011889.2 2 3.9763 0.3835 1969.21 1967.2 1 66.66667 9 R.SHFEQWGTLTDCVVMR.D 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_PK_105.013828.013828. 2 4.2355 0.2598 1785.95 1786 1 66.66667 3 K.LFIGGLSFETTDESLR.S 16 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_110.012593.012593.3 3 4.3523 0.3619 2909.78 2912.2 1 38.04348 1 K.IFVGGIKEDTEEHHLRDYFEQYGK.I 107 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_109.011275.011275.3 3 4.5581 0.3736 1857.26 1857 1 50 2 K.RGFAFVTFDDHDSVDK.I 146 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_112.013812.013812.2 2 4.4501 0.4286 2510.67 2511.8 1 40.909092 4 R.GFGFVTYATVEEVDAAMNARPHK.V 56 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_109.012261.012261.2 2 3.5162 0.3133 1219.55 1219.4 1 94.44444 4 K.IEVIEIMTDR.G 131 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_108.011122.011122.2 2 5.2226 0.3354 2525.09 2522.8 1 52.499996 5 R.SHFEQWGTLTDCVVMRDPNTK.R 32 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_PHA_lymphocytes_PK_106.010545.010545 1 2.2052 0.1618 1433.84 1434.5 5 60.000004 1 T.DESLRSHFEQW.G 27 0
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1664.16 2 3.4033 0.3748 1696.15 1695.7 4 47.058823 2 R.NQGGYGGSSSSSSYGSGR.R 353 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_109.011257.011257.2 2 3.8247 0.371 1856.17 1857 1 70 4 K.RGFAFVTFDDHDSVDK.I 146 2
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NP_112420.1| gi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1| heterogeneous nuclear ribonucleoprotein A1 isoform b [Homo sapi 19 313 36.3 372 38747 9.1 HsSD-NE_NT_lymphocytes_Ti_109.013305.013305.2 2 3.8943 0.3676 2281.73 2282.6 1 47.368423 1 R.GFAFVTFDDHDSVDKIVIQK.Y 147 2
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.021866.021866 3 3.6346 0.1348 3250.91 3249.6 2 21.969696 1 R.SGDAPLTVNELGTAYVSATTGAVATALGLNALTK.H 137 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_113.016483.016483 1 1.9391 0.2384 1368.7 1369.7 7 54.545456 2 K.HVSPLIGRFVPF.A 171 1 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_113.018616.018616 2 3.2285 0.2847 1809.09 1806.2 1 66.66667 1 K.RFPWMSAPIQVGLVGF.C 259 1 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_112.016318.016318 2 2.8939 0.1518 1600.85 1602 1 65.38461 1 K.RFPWMSAPIQVGLV.G 259 1 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_108.020756.020756 2 2.6396 0.1713 1966.55 1968.5 4 41.666664 2 A.ITQVVVSRILMAAPGMAIP.P 226 0 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_113.017707.017707 2 4.3064 0.4103 1968.99 1966.3 1 81.25 5 K.RFPWMSAPIQVGLVGFC.L 259 1 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_113.016598.016598 2 2.6395 0.2985 1369.01 1369.7 1 68.181816 2 K.HVSPLIGRFVPF.A 171 1 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.020400.02040 3 6.816 0.4878 3252.59 3249.6 1 31.060606 6 R.SGDAPLTVNELGTAYVSATTGAVATALGLNALTK.H 137 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.017560.0175 2 3.5235 0.3136 2160.43 2159.7 1 47.368423 3 R.ILMAAPGMAIPPFIMNTLEK.K 234 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008343.0083 2 2.7159 0.3087 1306.45 1305.4 3 70 2 R.ANHFFTVTDPR.N 25 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015734.0157 2 3.7463 0.22 2078.69 2076.5 1 55.555557 4 R.FVPFAAVAAANCINIPLMR.Q 179 2
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008552.0085 1 2.0525 0.1061 1501.76 1501.7 1 58.333332 1 R.NILLTNEQLESAR.K 36 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008129.0081 2 3.4352 0.239 1642.53 1643.7 1 73.07692 3 K.YIYDSAFHPDTGEK.M 73 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013820.01382 2 4.6939 0.4126 2076.39 2076.5 4 55.555557 2 R.FVPFAAVAAANCINIPLMR.Q 179 2
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.005372.00537 2 2.6886 0.132 1110.29 1109.2 1 81.25 1 K.IQESHPELR.R 306 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.008940.00894 1 1.9184 0.1119 931.54 931.08 1 75 1 R.KIVHDYR.Q 49 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010646.0106 2 2.9381 0.2568 1583.35 1581.8 1 67.85714 2 K.SSMSVTSLEAELQAK.I 291 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.020756.0207 3 7.0899 0.5222 3248.99 3249.6 1 33.333336 11 R.SGDAPLTVNELGTAYVSATTGAVATALGLNALTK.H 137 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2955.295 2 3.4539 0.2881 1709.6 1709.9 1 57.14286 3 R.QGIVPPGLTENELWR.A 56 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2183.21 2 3.2993 0.2723 1306.27 1305.4 2 75 2 R.ANHFFTVTDPR.N 25 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_Ti_102.011668.011668.1 1 3.178 0.4016 1581.93 1581.8 1 57.14286 2 K.SSMSVTSLEAELQAK.I 291 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_Ti_104.000075.000075.3 3 3.8126 0.1439 3248.99 3249.6 1 23.484848 3 R.SGDAPLTVNELGTAYVSATTGAVATALGLNALTK.H 137 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2219.22 2 4.8282 0.3161 1501.01 1501.7 1 79.16667 2 R.NILLTNEQLESAR.K 36 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2103.210 2 3.2449 0.3181 1305.06 1305.4 3 70 2 R.ANHFFTVTDPR.N 25 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009120.0091 1 1.9949 0.1089 932.54 931.08 1 75 1 R.KIVHDYR.Q 49 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013670.0136 3 3.783 0.2079 2075.96 2076.5 1 41.666664 1 R.FVPFAAVAAANCINIPLMR.Q 179 2
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_PK_105.009177.009177. 2 3.1416 0.165 1502.77 1501.7 4 66.66667 1 R.NILLTNEQLESAR.K 36 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_Ti_102.009557.009557.2 2 2.7417 0.2828 1499.99 1501.7 7 62.5 2 R.NILLTNEQLESAR.K 36 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_PHA_lymphocytes_PK_106.014414.014414 2 3.0202 0.2394 1709.43 1709.9 1 60.714287 1 R.QGIVPPGLTENELWR.A 56 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_Ti_106.017170.017170.2 2 4.3171 0.2942 2162.69 2159.7 1 55.263157 2 R.ILMAAPGMAIPPFIMNTLEK.K 234 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2225.22 1 2.7403 0.1628 1500.93 1501.7 1 54.166668 2 R.NILLTNEQLESAR.K 36 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsSD-NE_NT_lymphocytes_Ti_106.017170.017170.3 3 3.4663 0.153 3243.53 3242 5 20.689655 1 K.QAITQVVVSRILMAAPGMAIPPFIMNTLEK.K 224 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2677.26 2 3.4355 0.3065 1709.3 1709.9 2 64.28571 2 R.QGIVPPGLTENELWR.A 56 2 *
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NP_073591.2| gi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 21 78 67.1 322 35619 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015857.0158 2 2.4913 0.1052 2873.15 2871.2 1 32.608696 1 R.TTPAVLFWQWINQSFNAVVNYTNR.S 113 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.000550.000550 2 3.9376 0.4645 2580.81 2577.9 1 36.95652 29 R.VTDGALVVVDCVSGVCVQTETVLR.Q 121 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.008972.008972 2 4.6088 0.3886 1598.43 1595.7 1 76.92308 8 R.ETVSEESNVLCLSK.S 581 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_110.009425.009425 2 3.6474 0.2896 1809.21 1810.1 2 64.28571 1 C.LKDLEEDHACIPIKK.S 558 1 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.011117.011117 2 4.7242 0.3863 2329.71 2328.6 1 63.15789 4 K.YRCELLYEGPPDDEAAMGIK.S 367 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_107.011782.011782 2 4.3329 0.3399 2145.81 2144.3 1 47.368423 1 K.ARPFPDGLAEDIDKGEVSAR.Q 606 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.009711.009711 2 3.6635 0.3333 1746.85 1743.9 1 65.38461 2 R.YLAEKYEWDVAEAR.K 634 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.014209.014209 3 4.328 0.2285 2759.09 2758.3 1 29.166666 2 R.RWLPAGDALLQMITIHLPSPVTAQK.Y 342 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_111.002860.002860 2 5.3009 0.4026 2805.59 2803.1 1 46.153847 204 K.DGAGFLINLIDSPGHVDFSSEVTAALR.V 94 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.016966.016966 2 3.5982 0.2913 2352.59 2354.7 1 52.499996 7 K.GVQYLNEIKDSVVAGFQWATK.E 668 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.017485.017485 3 3.3321 0.191 2762.96 2761.2 1 30.208334 1 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.020733.020733 3 4.2227 0.286 3352.1 3350.7 1 25 3 K.SDPMVQCIIEESGEHIIAGAGELHLEICLK.D 530 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_112.011632.011632 2 4.3622 0.3083 2218.71 2218.6 1 55.555557 1 M.GPNYTPGKKEDLYLKPIQR.T 431 1 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.017187.017187 3 3.6986 0.1705 2354.18 2354.7 1 38.75 6 K.GVQYLNEIKDSVVAGFQWATK.E 668 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.005992.005992 2 3.6339 0.2802 1715.49 1715.9 1 67.85714 2 K.LDSEDKDKEGKPLLK.A 323 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010779.010779 2 6.1739 0.5067 1964.77 1963.3 1 79.411766 3 R.GHVFEESQVAGTPMFVVK.A 768 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_107.020692.020692 2 3.46 0.2211 1494.57 1493.8 2 68.181816 2 F.CQLILDPIFKVF.D 290 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_107.020575.020575 2 2.8043 0.1578 1333.81 1333.7 2 70 1 C.QLILDPIFKVF.D 291 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.016934.016934 2 3.1935 0.3082 2761.47 2761.2 1 39.583336 4 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_107.020482.020482 2 3.326 0.2754 1204.69 1205.5 1 88.88889 1 Q.LILDPIFKVF.D 292 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_115.000003.000003 3 5.8207 0.4163 2803.31 2803.1 1 30.769232 92 K.DGAGFLINLIDSPGHVDFSSEVTAALR.V 94 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.009214.009214 3 4.5464 0.3563 2461.43 2462.9 1 43.75 5 R.IMGPNYTPGKKEDLYLKPIQR.T 429 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.009050.009050 3 4.4054 0.2328 2144.21 2144.3 1 44.736843 2 K.ARPFPDGLAEDIDKGEVSAR.Q 606 2 *
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65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.009186.009186 2 4.1259 0.2485 2463.17 2462.9 1 55 7 R.IMGPNYTPGKKEDLYLKPIQR.T 429 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.001107.001107 2 2.5328 0.0823 2604.55 2602.1 5 28.260868 1 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.018764.018764 2 5.5418 0.3339 2205.83 2205.5 1 69.44444 33 K.STAISLFYELSENDLNFIK.Q 72 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.019316.019316 3 4.7917 0.2319 2206.13 2205.5 1 50 4 K.STAISLFYELSENDLNFIK.Q 72 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.006605.006605 2 2.5699 0.1607 1310.55 1308.5 6 63.636364 1 R.NMSVIAHVDHGK.S 21 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_107.017764.017764 2 3.0707 0.2498 1091.89 1092.4 2 93.75 5 L.ILDPIFKVF.D 293 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_110.009448.009448 3 3.7272 0.1547 1812.92 1810.1 3 50 1 C.LKDLEEDHACIPIKK.S 558 1 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014469.01446 2 3.9856 0.2576 1496.53 1495.8 2 81.818184 2 R.TFCQLILDPIFK.V 288 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006279.0062 3 3.3513 0.2382 1714.58 1715.9 9 39.285713 2 K.LDSEDKDKEGKPLLK.A 323 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009280.0092 2 4.6346 0.4456 2144.27 2144.3 1 50 4 K.ARPFPDGLAEDIDKGEVSAR.Q 606 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010170.0101 2 4.3059 0.3336 2010.87 2009.2 1 64.70589 1 R.CELLYEGPPDDEAAMGIK.S 369 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.008930.0089 2 2.8802 0.172 1746.49 1746.9 8 50 1 R.FDVHDVTLHADAIHR.G 702 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009848.0098 2 5.503 0.4573 1963.45 1963.3 1 67.64706 5 R.GHVFEESQVAGTPMFVVK.A 768 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009580.00958 2 4.842 0.3504 2008.77 2009.2 1 73.52941 2 R.CELLYEGPPDDEAAMGIK.S 369 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008372.0083 2 4.8099 0.4029 1597.77 1595.7 1 76.92308 4 R.ETVSEESNVLCLSK.S 581 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.019463.0194 2 4.5666 0.2898 2993.99 2991.5 1 40 8 R.LMEPIYLVEIQCPEQVVGGIYGVLNR.K 740 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.010137.01013 3 4.3849 0.3194 2463.38 2462.9 1 42.5 2 R.IMGPNYTPGKKEDLYLKPIQR.T 429 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014916.01491 3 3.4066 0.2442 4248.11 4247.6 1 22.297297 1 R.SNTGGQAFPQCVFDHWQILPGDPFDNSSRPSQVVAETR.K 802 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007832.0078 2 3.6282 0.1701 1402.75 1403.7 1 75 2 K.KEDLYLKPIQR.T 439 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009584.0095 2 2.7986 0.2378 1917.71 1917.1 1 52.941177 1 R.PFPDGLAEDIDKGEVSAR.Q 608 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016364.0163 2 4.4236 0.4444 2762.53 2761.2 1 52.083332 10 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008102.00810 2 3.9642 0.3847 1595.69 1595.7 1 73.07692 2 R.ETVSEESNVLCLSK.S 581 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.016383.01638 2 2.0882 0.1703 2760.11 2761.2 2 33.333336 1 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.014606.01460 2 5.1684 0.4408 2602.59 2602.1 1 52.173912 2 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009134.00913 3 5.4548 0.2952 2144.78 2144.3 1 43.421055 2 K.ARPFPDGLAEDIDKGEVSAR.Q 606 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.018776.0187 2 5.1059 0.3044 2207.19 2205.5 1 63.88889 8 K.STAISLFYELSENDLNFIK.Q 72 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.014379.0143 3 3.1001 0.1787 4248.35 4247.6 1 22.297297 1 R.SNTGGQAFPQCVFDHWQILPGDPFDNSSRPSQVVAETR.K 802 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016685.0166 2 2.3187 0.2509 1445.05 1445.7 3 62.5 1 K.EGIPALDNFLDKL.- 846 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016376.0163 3 6.1506 0.4628 2760.08 2761.2 1 45.833336 1 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014142.0141 2 3.602 0.3514 1495.45 1495.8 3 72.72727 3 R.TFCQLILDPIFK.V 288 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012798.0127 2 3.2866 0.4371 1800.21 1801 1 50 3 K.AYLPVNESFGFTADLR.S 786 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012036.01203 1 2.3338 0.1453 1333.99 1332.5 5 59.090908 2 K.EGIPALDNFLDK.L 846 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009430.00943 2 2.576 0.1567 2328.51 2328.6 2 39.473686 1 K.YRCELLYEGPPDDEAAMGIK.S 367 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013295.0132 2 3.6685 0.355 2236.73 2234.5 1 55.263157 1 R.KIWCFGPDGTGPNILTDITK.G 648 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.008990.0089 3 5.4806 0.3361 2146.58 2144.3 1 42.105263 3 K.ARPFPDGLAEDIDKGEVSAR.Q 606 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.017248.01724 2 3.6396 0.3275 2356.29 2354.7 1 55 1 K.GVQYLNEIKDSVVAGFQWATK.E 668 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.019139.01913 2 4.8218 0.3069 2206.31 2205.5 1 66.66667 5 K.STAISLFYELSENDLNFIK.Q 72 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.020355.020355 2 3.8713 0.2916 1446.33 1445.7 1 66.66667 2 K.EGIPALDNFLDKL.- 846 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.010308.010308 1 2.0691 0.2251 1370.71 1371.5 7 59.090908 1 Q.CIIEESGEHIIA.G 536 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.010758.010758.2 2 4.5881 0.4544 1918.13 1917.1 1 82.35294 2 R.PFPDGLAEDIDKGEVSAR.Q 608 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_112.000447.000447.2 2 4.9282 0.433 2805.27 2803.1 1 40.384613 79 K.DGAGFLINLIDSPGHVDFSSEVTAALR.V 94 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.011752.011752 2 3.6283 0.3124 1916.45 1917.1 1 58.823532 1 R.PFPDGLAEDIDKGEVSAR.Q 608 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_106.017115.017115 2 2.9201 0.2978 1712.27 1712.9 1 50 1 M.IDPVLGTVGFGSGLHGW.A 205 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_PK_105.005913.005913. 2 2.5348 0.1693 1013.67 1014.1 9 77.77778 1 K.GEGQLGPAER.A 240 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_106.009862.009862 2 3.0812 0.2537 1083.25 1083.2 1 93.75 1 R.FDVHDVTLH.A 702 1 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_108.015591.015591.3 3 4.2037 0.3989 4244.99 4247.6 1 22.297297 8 R.SNTGGQAFPQCVFDHWQILPGDPFDNSSRPSQVVAETR.K 802 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_106.016420.016420 2 3.5645 0.2391 2359.71 2358.6 2 42.857143 1 M.GRYVEPIEDVPCGNIVGLVGVD.Q 455 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019666.0196 3 3.9662 0.1989 2994.26 2991.5 1 28 2 R.LMEPIYLVEIQCPEQVVGGIYGVLNR.K 740 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.012536.012536 2 2.7858 0.1931 2157.19 2157.3 4 36.842106 1 W.QILPGDPFDNSSRPSQVVAE.T 818 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010430.0104 3 4.502 0.2855 2464.88 2462.9 2 32.5 2 R.IMGPNYTPGKKEDLYLKPIQR.T 429 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_107.020269.020269.3 3 6.4155 0.4508 2993.18 2991.5 1 39 2 R.LMEPIYLVEIQCPEQVVGGIYGVLNR.K 740 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.014904.0149 2 5.3807 0.4608 2602.67 2602.1 1 56.521736 4 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_102.012498.012498.1 1 2.6812 0.1154 1309.93 1309.5 1 59.090908 2 K.DSVVAGFQWATK.E 677 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3986.398 2 4.5328 0.229 2221.15 2221.5 1 61.764706 3 R.ALLELQLEPEELYQTFQR.I 163 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_111.011192.011192.2 2 3.2821 0.299 1618.29 1616.8 1 61.538464 1 K.TGTITTFEHAHNMR.V 482 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_106.019419.019419.2 2 4.1042 0.3023 2991.11 2991.5 1 40 10 R.LMEPIYLVEIQCPEQVVGGIYGVLNR.K 740 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3582.35 2 4.6983 0.2868 2221.62 2221.5 1 67.64706 2 R.ALLELQLEPEELYQTFQR.I 163 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_110.018005.018005.2 2 3.2978 0.3256 2352.39 2354.7 1 40 3 K.GVQYLNEIKDSVVAGFQWATK.E 668 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.017522.017522.2 2 4.8517 0.4348 2762.71 2761.2 1 54.166668 20 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.016468.016468.2 2 5.3259 0.3261 2222.77 2221.5 1 70.588234 9 R.ALLELQLEPEELYQTFQR.I 163 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.015134.015134.2 2 4.3691 0.2006 1496.67 1495.8 1 81.818184 8 R.TFCQLILDPIFK.V 288 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_102.012627.012627.2 2 2.7593 0.3836 1311.21 1309.5 1 72.72727 1 K.DSVVAGFQWATK.E 677 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1819.181 2 4.231 0.2884 1430.86 1431.6 1 80.769226 4 K.FAAKGEGQLGPAER.A 236 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.015449.015449.2 2 5.006 0.4967 2104.61 2106.3 1 69.44444 4 K.IWCFGPDGTGPNILTDITK.G 649 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.014882.0148 3 3.4053 0.3556 2603.3 2602.1 1 39.130436 1 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_103.009791.009791.1 1 2.4158 0.2814 1108.67 1108.3 1 60.000004 1 R.VFSGLVSTGLK.V 416 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_103.009832.009832.2 2 3.4088 0.2818 1109.25 1108.3 1 85 2 R.VFSGLVSTGLK.V 416 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_103.014374.014374.2 2 4.2133 0.4822 1803.35 1801 1 76.666664 5 K.AYLPVNESFGFTADLR.S 786 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_110.011266.011266.2 2 3.7251 0.2658 2120.71 2119.4 1 52.77778 3 K.RGHVFEESQVAGTPMFVVK.A 767 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_111.003947.003947.3 3 5.2422 0.4071 2806.01 2803.1 1 30.769232 28 K.DGAGFLINLIDSPGHVDFSSEVTAALR.V 94 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.016509.016509.3 3 4.2109 0.3498 2220.89 2221.5 2 39.705883 1 R.ALLELQLEPEELYQTFQR.I 163 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_108.014161.014161.2 2 5.3864 0.3585 2234.09 2234.5 1 65.789474 8 R.KIWCFGPDGTGPNILTDITK.G 648 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_113.002948.002948.2 2 4.0206 0.3995 2580.05 2577.9 1 43.47826 13 R.VTDGALVVVDCVSGVCVQTETVLR.Q 121 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_110.020210.020210.2 2 5.1004 0.3466 2206.65 2205.5 1 66.66667 13 K.STAISLFYELSENDLNFIK.Q 72 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.009885.009885.2 2 3.3184 0.2951 1380.53 1379.6 1 77.27273 2 R.CLYASVLTAQPR.L 728 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_115.015404.015404.3 3 3.1384 0.3359 2604.08 2602.1 2 34.782608 3 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_103.017459.017459.3 3 5.5951 0.3473 2763.89 2761.2 1 38.541664 4 R.YVEPIEDVPCGNIVGLVGVDQFLVK.T 457 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.014798.014798 2 4.5105 0.2285 1762.11 1760.9 1 76.92308 1 L.FYELSENDLNFIKQ.S 78 0 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_104.011627.011627.2 2 3.2046 0.1228 1085.19 1085.3 5 81.25 4 K.VFDAIMNFK.K 300 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_PHA_lymphocytes_PK_105.014990.014990 2 5.205 0.3917 1631.99 1632.8 1 91.66667 6 L.FYELSENDLNFIK.Q 78 1 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_112.011676.011676.2 2 3.6966 0.3032 2462.31 2462.9 1 60.000004 1 R.IMGPNYTPGKKEDLYLKPIQR.T 429 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_103.017326.017326.2 2 3.8159 0.2952 1446.73 1445.7 1 75 5 K.EGIPALDNFLDKL.- 846 2 *
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_001952.1| gi|4503483|ref|NP_001952.1| eukaryotic translation elongation factor 2 [Homo sapiens] 63 794 64.9 858 95338 6.8 HsSD-NE_NT_lymphocytes_Ti_113.014992.014992.2 2 5.068 0.4743 2600.65 2602.1 1 50 2 R.WLPAGDALLQMITIHLPSPVTAQK.Y 343 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_PK_109.012594.012594 2 4.1631 0.334 1818.51 1820.1 1 71.875 1 L.FERLTGADGTPPGFLLK.A 106 1 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_PK_111.015792.015792 2 4.4621 0.2281 2133.63 2133.5 1 63.15789 6 Y.TVLFERLTGADGTPPGFLLK.A 103 1 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_PK_109.020662.020662 2 3.1604 0.2316 2509.09 2507.7 1 40 1 Y.SQSKQFLLDSGYFSDNILCHF.C 203 0 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_Ti_115.017548.017548 2 3.2432 0.2421 2282.49 2281.8 2 38.095238 10 K.FLFGGLAGMGATVFVQPLDLVK.N 25 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_Ti_101.009743.009743 2 4.8267 0.484 1635.77 1636.8 1 70 1 R.AVVVNAAQLASYSQSK.Q 191 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010588.0105 2 2.7068 0.3043 1103.41 1103.3 4 87.5 1 R.EEGVLTLWR.G 174 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_NT_lymphocytes_Ti_115.019280.01928 2 4.4436 0.4389 2284.45 2281.8 1 52.380955 30 K.FLFGGLAGMGATVFVQPLDLVK.N 25 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011031.01103 1 2.5274 0.1765 1218.64 1218.4 1 75 2 K.TSFHALTSILK.A 63 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013418.01341 2 3.7137 0.3244 1211.37 1211.4 1 88.88889 10 R.LGIYTVLFER.L 99 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013176.0131 2 3.2808 0.2146 2276.29 2274.7 1 41.304348 4 K.AVIGMTAGATGAFVGTPAEVALIR.M 123 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.013098.0130 2 3.7052 0.3032 1211.57 1211.4 1 88.88889 6 R.LGIYTVLFER.L 99 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_NT_lymphocytes_Ti_106.013425.01342 2 2.7884 0.0829 1178.25 1177.3 1 87.5 2 R.YEGFFSLWK.G 272 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011996.011 2 3.3252 0.2846 1805.67 1803.1 3 47.22222 2 M.TAGATGAFVGTPAEVALIR.M 128 1 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.019557.0195 2 4.6846 0.5221 2284.09 2281.8 1 54.761906 75 K.FLFGGLAGMGATVFVQPLDLVK.N 25 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_NT_lymphocytes_Ti_109.011174.011174.2 2 2.7584 0.2239 1218.21 1218.4 1 85 2 K.TSFHALTSILK.A 63 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.013275.0132 1 1.8304 0.123 1212.4 1211.4 9 61.11111 1 R.LGIYTVLFER.L 99 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009939.0099 2 2.6172 0.2572 1219.43 1218.4 1 80 2 K.TSFHALTSILK.A 63 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_PHA_lymphocytes_PK_105.020868.020868 2 4.7968 0.4677 2077.23 2077.3 1 75 8 K.QFLLDSGYFSDNILCHF.C 207 1 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2630.263 2 3.3728 0.218 1473.41 1473.7 1 72.72727 1 R.ITREEGVLTLWR.G 171 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_NT_lymphocytes_Ti_110.014678.014678.2 2 3.8064 0.2878 1211.47 1211.4 1 88.88889 3 R.LGIYTVLFER.L 99 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_NT_lymphocytes_PK_106.011789.011789. 2 2.5468 0.1625 1576.05 1573.8 1 53.333336 1 G.ATGAFVGTPAEVALIR.M 131 1 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_NT_lymphocytes_Ti_110.002307.002307.2 2 3.0579 0.1616 2284.65 2281.8 1 40.476192 1 K.FLFGGLAGMGATVFVQPLDLVK.N 25 2 *
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NP_003553.2| gi|21361114|ref|NP_003553.2| "solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier) 16 171 43 314 34062 9.9 HsSD-NE_NT_lymphocytes_Ti_104.009759.009759.2 2 3.7656 0.3094 1638.23 1636.8 1 63.333332 1 R.AVVVNAAQLASYSQSK.Q 191 2 *
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_112.013003.013003 2 2.8228 0.1949 1546.17 1544.9 7 53.846157 1 A.VYKPPKVSLMPATL.A 288 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_Ti_111.010980.010980 2 4.9009 0.4761 2731.39 2732.9 1 48 3 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_Ti_108.007454.007454 2 2.4548 0.1807 1171.57 1172.3 1 70 2 R.IHHPSLPASGR.S 384 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_109.016621.01662 2 3.1196 0.2454 2317.21 2316.6 1 40 2 K.WASGLTPAQNCPRALDGAWLM.V 105 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_Ti_111.010266.010266 1 2.4778 0.1082 1171.95 1172.3 1 65 6 R.IHHPSLPASGR.S 384 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_108.014776.014776 2 3.4654 0.3014 1973.59 1972.2 1 52.941177 1 S.GLTPAQNCPRALDGAWLM.V 108 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_110.015556.015556 2 3.5427 0.295 1613.75 1611.8 1 67.85714 3 A.SSLAPGPPPFGLEWR.R 193 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_110.014506.014506 2 3.2259 0.3296 2077.65 2077.4 1 50 2 S.SLLRPQPEPQQEPVLITM.A 137 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_Ti_102.014044.014044 3 3.9949 0.3127 3409.88 3412.8 1 25.80645 1 R.QGPGEPPPRPDLDPELYLSVHDPAGALQAAFR.R 49 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_113.011721.01172 1 2.2386 0.187 1171.69 1172.3 4 60.000004 1 R.IHHPSLPASGR.S 384 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_109.015621.01562 2 2.9248 0.2907 1595.71 1593.8 3 57.14286 3 A.RAAPGEAPPELLCLV.S 303 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_113.013713.013713 2 2.8202 0.1921 2459.21 2460.8 4 38.095238 2 L.LLRQGPGEPPPRPDLDPELYLS.V 46 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_110.012469.012469 1 2.995 0.181 1171.84 1170.4 5 66.66667 3 A.TIHLPYLQGQ.V 272 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_109.017979.017979 2 3.6094 0.3916 2417.79 2415.7 1 40.476192 1 K.WASGLTPAQNCPRALDGAWLMV.S 105 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_107.011602.011602 2 3.0053 0.1502 1069.25 1069.2 2 81.25 1 T.IHLPYLQGQ.V 273 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_115.000174.000174 2 3.6154 0.3439 1684.37 1682.9 1 57.692307 6 H.FYPSGGLEVEWELR.G 320 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_Ti_108.008619.008619 3 4.1414 0.1737 2734.64 2732.9 4 28 3 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_114.001290.001290 2 3.9476 0.1535 1188.47 1188.3 4 83.33333 18 S.GGLEVEWELR.G 324 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_PK_112.011150.011 2 3.9736 0.299 1577.71 1576.9 1 78.57143 3 M.ATVVLTVLTHTPAPR.V 155 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_Ti_112.013238.01323 3 3.7896 0.2298 3415.55 3412.8 1 24.193548 1 R.QGPGEPPPRPDLDPELYLSVHDPAGALQAAFR.R 49 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_Ti_110.005064.00506 2 2.8113 0.2071 1214.33 1213.3 4 75 2 R.GAPAPHCEMSR.F 85 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_Ti_106.007278.00727 2 2.7504 0.2402 1457.35 1458.6 2 62.5 1 K.WASGLTPAQNCPR.A 105 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.005500.0055 2 2.488 0.1084 1212.93 1213.3 3 70 1 R.GAPAPHCEMSR.F 85 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_PK_111.010721.010 1 1.966 0.218 1001.75 1002.2 6 61.11111 1 D.PAGALQAAFR.R 71 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_Ti_108.011422.01142 1 2.0133 0.1962 1441.22 1440.6 4 50 1 K.ALGWAAVYLSTCK.D 429 2 *
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_PK_112.011420.0114 1 1.8088 0.3303 1175.51 1176.3 3 65 1 S.GHLQPPPVTTE.Q 364 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_PK_112.011390.0113 2 2.7508 0.3313 1176.33 1176.3 1 70 2 S.GHLQPPPVTTE.Q 364 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_PK_115.011624.0116 2 3.7192 0.3076 1459.43 1458.6 1 83.33333 3 K.WASGLTPAQNCPR.A 105 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_PK_115.011073.0110 2 2.6686 0.2986 1093.71 1093.3 3 77.77778 2 L.TVLTHTPAPR.V 160 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.005596.0055 1 2.3152 0.2056 1214.86 1213.3 1 65 1 R.GAPAPHCEMSR.F 85 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_NT_lymphocytes_PK_112.013190.0131 2 3.5463 0.1533 1189.73 1188.3 3 83.33333 1 S.GGLEVEWELR.G 324 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007392.0073 2 2.2904 0.153 1458.13 1458.6 7 58.333332 1 K.WASGLTPAQNCPR.A 105 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_114.009363.0093 1 2.5661 0.1933 1173.72 1172.3 1 70 6 R.IHHPSLPASGR.S 384 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013042.0130 3 4.1816 0.3065 3415.16 3412.8 1 25.80645 3 R.QGPGEPPPRPDLDPELYLSVHDPAGALQAAFR.R 49 2
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67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_104.008439.008439.2 2 3.8835 0.3178 1459.17 1458.6 1 87.5 2 K.WASGLTPAQNCPR.A 105 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_115.010227.010227.3 3 4.5186 0.3089 2733.89 2732.9 1 33 6 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_PK_112.011243.011243. 2 2.6348 0.1887 1577.47 1576.9 2 46.42857 1 M.ATVVLTVLTHTPAPR.V 155 1
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_114.011358.011358.2 2 4.473 0.4633 2732.97 2732.9 1 44 9 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_108.012663.012663.2 2 2.6935 0.1247 1442.53 1440.6 1 70.83333 1 K.ALGWAAVYLSTCK.D 429 2 *
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_PHA_lymphocytes_PK_106.011300.011300 2 2.5556 0.1965 1945.27 1946.3 9 43.75 1 S.SLLRPQPEPQQEPVLIT.M 137 0
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_114.009560.009560.1 1 1.8655 0.1336 1171.68 1172.3 9 60.000004 1 R.IHHPSLPASGR.S 384 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_114.009968.0099 2 4.898 0.4173 2732.37 2732.9 1 48 13 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsSD-NE_NT_lymphocytes_Ti_109.015595.015595.3 3 3.7667 0.2826 3414.98 3412.8 1 22.580645 2 R.QGPGEPPPRPDLDPELYLSVHDPAGALQAAFR.R 49 2
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011951.0119 1 2.1885 0.1745 1442.23 1440.6 3 50 1 K.ALGWAAVYLSTCK.D 429 2 *
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NP_003181.3| gi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Homo sapiens] 28 143 48.9 448 47571 7 HsNaOH-NE_PHA_lymphocytes_Ti_115.011276.0112 3 4.7651 0.384 2734.16 2732.9 1 32 17 R.HHSDGSVSLSGHLQPPPVTTEQHGAR.Y 354 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_111.015803.015803 2 2.5649 0.1801 1883.53 1881.1 5 46.666668 1 R.LRGLPFGCSKEEIVQF.F 115 1
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_109.012854.012854 2 2.5629 0.1939 1191.33 1191.4 2 77.77778 1 Y.NFFSPLNPVR.V 307 1
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.010272.010272 2 4.2727 0.3666 2143.73 2143.3 1 60.526318 5 R.YVELFLNSTAGASGGAYEHR.Y 356 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.009465.009465 2 4.548 0.3829 2107.07 2108.2 1 58.333332 3 R.EGRPSGEAFVELESEDEVK.L 50 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_109.009182.009182 1 2.766 0.151 1092.56 1093.2 1 66.66667 7 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_108.008616.008616 2 2.9674 0.3734 1684.05 1685.8 2 53.333336 2 K.HTGPNSPDTANDGFVR.L 99 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.010110.010110 2 4.2631 0.1434 2177.31 2179.4 1 52.499996 3 R.VTGEADVEFATHEDAVAAMSK.D 327 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_106.021892.021892 3 4.2425 0.254 2907.77 2906.3 1 30.000002 2 K.EEIVQFFSGLEIVPNGITLPVDFQGR.S 125 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.004793.004793 1 1.8386 0.1529 1094.65 1093.2 9 55.555557 1 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.015025.015025 3 4.7168 0.3528 3751.46 3753.3 1 29.545454 3 R.GLPFGCSKEEIVQFFSGLEIVPNGITLPVDFQGR.S 117 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_108.009224.009224 2 2.9421 0.2645 1095.53 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.004373.004373 2 2.5761 0.2568 1095.75 1093.2 1 77.77778 3 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.012605.012605 2 5.6776 0.3984 1845.71 1843 1 68.75 39 R.STGEAFVQFASQEIAEK.A 151 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.021172.021172 2 4.9962 0.3321 2906.87 2906.3 1 44 134 K.EEIVQFFSGLEIVPNGITLPVDFQGR.S 125 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011786.01178 2 4.1537 0.2387 1844.69 1843 1 59.375 4 R.STGEAFVQFASQEIAEK.A 151 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.007262.0072 2 3.4384 0.2628 1092.77 1093.2 1 83.33333 2 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007156.00715 1 2.8832 0.1846 1093.72 1093.2 3 66.66667 5 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010073.0100 2 3.3612 0.2995 2145.85 2143.3 1 42.105263 1 R.YVELFLNSTAGASGGAYEHR.Y 356 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009022.00902 2 4.42 0.4933 2719.81 2718.7 1 36 2 R.GAYGGGYGGYDDYNGYNDGYGFGSDR.F 234 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014288.01428 3 4.7713 0.3425 1998.41 1998.2 3 45.3125 1 K.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_PK_114.011648.0116 2 3.0376 0.2234 1092.81 1093.2 1 83.33333 4 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.006579.00657 2 3.033 0.3281 1685.33 1685.8 1 63.333332 2 K.HTGPNSPDTANDGFVR.L 99 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009489.0094 2 3.9338 0.3551 2721.31 2718.7 1 46 1 R.GAYGGGYGGYDDYNGYNDGYGFGSDR.F 234 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009738.00973 2 4.2173 0.4211 2101.39 2099.2 1 52.77778 1 R.YGDGGSTFQSTTGHCVHMR.G 276 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.016924.01692 2 2.7929 0.2283 2909.19 2906.3 1 30.000002 6 K.EEIVQFFSGLEIVPNGITLPVDFQGR.S 125 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_PK_111.013326.0133 2 2.502 0.2284 1756.61 1756 9 46.666668 1 L.EIVPNGITLPVDFQGR.S 135 1 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.012002.0120 2 3.9585 0.2723 1842.83 1843 2 53.125 1 R.STGEAFVQFASQEIAEK.A 151 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007370.0073 1 2.3774 0.288 1092.65 1093.2 2 66.66667 3 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014223.01422 2 3.818 0.3596 1997.91 1998.2 1 56.25 3 K.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_104.010466.010466.2 2 5.2531 0.1532 2179.65 2179.4 1 50 16 R.VTGEADVEFATHEDAVAAMSK.D 327 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3607.36 2 4.0026 0.4069 1998.38 1998.2 1 56.25 2 K.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_104.009974.009974.3 3 3.3039 0.1511 2108.12 2108.2 9 36.11111 1 R.EGRPSGEAFVELESEDEVK.L 50 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_104.015380.015380.2 2 4.7088 0.4139 1997.11 1998.2 1 59.375 6 K.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_105.015771.015771.2 2 4.1707 0.4632 1685.67 1685.8 1 70 2 K.HTGPNSPDTANDGFVR.L 99 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_107.011475.011475.2 2 2.6523 0.1457 2143.83 2143.3 4 47.368423 4 R.YVELFLNSTAGASGGAYEHR.Y 356 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_104.008261.008261.2 2 2.984 0.2881 1092.77 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_103.013084.013084.2 2 5.0702 0.4337 1844.73 1843 1 68.75 15 R.STGEAFVQFASQEIAEK.A 151 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_104.010385.010385.2 2 4.7691 0.2694 2110.87 2108.2 1 69.44444 4 R.EGRPSGEAFVELESEDEVK.L 50 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_103.010985.010985.2 2 3.8609 0.2682 1337.41 1335.5 1 80 2 K.SNNVEMDWVLK.H 88 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_106.012002.012002 2 2.5906 0.1861 1202.95 1203.4 2 75 1 N.GITLPVDFQGR.S 140 1 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_111.001584.001584.2 2 4.1462 0.2901 2907.05 2906.3 1 40 21 K.EEIVQFFSGLEIVPNGITLPVDFQGR.S 125 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_102.010509.010509.2 2 4.7974 0.4802 2717.45 2718.7 1 44 4 R.GAYGGGYGGYDDYNGYNDGYGFGSDR.F 234 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.020429.0204 2 3.6125 0.2638 2909.29 2906.3 1 42 8 K.EEIVQFFSGLEIVPNGITLPVDFQGR.S 125 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_Ti_103.015583.015583.3 3 3.9878 0.1976 1999.76 1998.2 1 42.1875 2 K.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_PHA_lymphocytes_PK_105.017806.017806 2 4.7299 0.417 1999.57 1998.2 1 65.625 4 R.ATENDIYNFFSPLNPVR.V 300 2
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.007467.0074 2 4.0648 0.4392 2102.19 2099.2 1 50 1 R.YGDGGSTFQSTTGHCVHMR.G 276 2 *
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_005511.1| gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleoprotein H1 [Homo sapiens] 20 340 47.2 449 49229 6.3 HsSD-NE_NT_lymphocytes_PK_105.015294.015294. 2 3.4505 0.2458 1999.29 1998.2 1 59.375 4 K.ATENDIYNFFSPLNPVR.V 300 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009074.009074 2 3.4342 0.3098 1235.87 1236.5 1 88.88889 8 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.017770.017770 3 4.0277 0.3074 3243.68 3240.8 1 28.333334 1 K.SENVQDLLLLDVTPLSLGIETAGGVMTVLIK.R 385 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.010016.010016 3 4.3301 0.2909 1655.21 1654.9 1 53.846157 3 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.010078.010078 2 3.062 0.1618 1657.39 1654.9 1 65.38461 1 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.006320.006320 2 3.5146 0.1919 1253.33 1253.5 1 90 4 K.MKEIAEAYLGK.T 127 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011711.011711 2 3.7123 0.3104 1662.09 1660.9 1 76.666664 1 R.IINEPTAAAIAYGLDK.K 172 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.007742.007742 2 4.0959 0.109 2245.33 2246.4 7 44.11765 1 K.NQTAEKEEFEHQQKELEK.V 584 2 *
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.002654.002654 2 3.1584 0.2415 2515.89 2515.8 1 43.47826 12 R.GVPQIEVTFDIDANGILNVSAVDK.S 470 2 *
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.006456.006456 1 2.8493 0.2113 1254.63 1253.5 1 70 2 K.MKEIAEAYLGK.T 127 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.010700.010700 1 2.3338 0.0998 1236.45 1236.5 1 66.66667 2 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_110.010115.010115 2 4.2976 0.422 1480.85 1482.7 1 80.769226 2 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_112.021048.021048 2 4.5954 0.405 3001.59 2999.3 1 42.307693 124 R.TLSSSTQASIEIDSLYEGIDFYTSITR.A 273 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_114.018503.018503 3 4.4914 0.2779 3002.03 2999.3 1 34.615387 2 R.TLSSSTQASIEIDSLYEGIDFYTSITR.A 273 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.010852.010852 3 4.3115 0.2431 3032.69 3033.2 1 38.04348 2 K.CNEIINWLDKNQTAEKEEFEHQQK.E 574 2 *
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.008597.008597 1 3.7185 0.3361 1483.22 1482.7 1 69.230774 2 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.011801.011801 2 3.3671 0.3281 2776.99 2776 1 36.95652 2 K.QTQTFTTYSDNQPGVLIQVYEGER.A 424 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.007934.007934 2 4.8302 0.3445 1483.65 1482.7 1 88.46153 12 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_110.010116.010116 1 4.0115 0.4287 1482.77 1482.7 1 73.07692 2 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.009086.009086 3 3.6531 0.3049 1393.19 1392.7 1 55 2 R.MVNHFIAEFKR.K 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011108.01110 3 4.6456 0.275 1655.45 1654.9 1 53.846157 2 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009026.0090 2 2.646 0.2273 1236.51 1236.5 2 77.77778 3 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.007498.0074 2 2.6773 0.2596 1411.33 1411.6 1 72.72727 3 R.RFDDAVVQSDMK.H 77 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.009658.00965 3 3.931 0.137 1481.72 1481.7 8 52.272724 1 R.ARFEELNADLFR.G 300 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010665.01066 2 2.6143 0.3483 1236.65 1236.5 1 88.88889 1 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008145.00814 2 4.2196 0.4364 1482.69 1482.7 1 84.61539 4 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011439.01143 2 3.6766 0.4091 2778.61 2776 1 34.782608 1 K.QTQTFTTYSDNQPGVLIQVYEGER.A 424 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.010978.0109 2 3.1629 0.2626 2265.19 2264.5 1 35.714287 1 K.GPAVGIDLGTTYSCVGVFQHGK.V 4 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.011187.0111 2 3.2035 0.3157 1619.59 1617.9 1 73.07692 2 K.SFYPEEVSSMVLTK.M 113 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014996.01499 2 6.3094 0.5157 2261.79 2261.5 1 65.909096 4 K.SINPDEAVAYGAAVQAAILSGDK.S 362 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011459.0114 2 3.8465 0.4174 2777.97 2776 1 41.304348 2 K.QTQTFTTYSDNQPGVLIQVYEGER.A 424 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_PK_115.012628.0126 1 2.2889 0.3161 1151.62 1151.3 6 61.11111 5 L.TIEDGIFEVK.S 211 1
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010606.01060 2 3.933 0.3069 1620.09 1617.9 1 80.769226 3 K.SFYPEEVSSMVLTK.M 113 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_PK_115.012638.0126 2 3.4652 0.3302 1151.43 1151.3 1 88.88889 12 L.TIEDGIFEVK.S 211 1
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011043.01104 2 5.4717 0.2128 2265.75 2264.5 1 54.761906 2 K.GPAVGIDLGTTYSCVGVFQHGK.V 4 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.015005.01500 3 3.2247 0.1681 2261.15 2261.5 7 29.545454 1 K.SINPDEAVAYGAAVQAAILSGDK.S 362 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_105.015438.015438.2 2 4.2002 0.1825 1746.29 1746.8 1 73.07692 1 K.NQTAEKEEFEHQQK.E 584 2 *
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_103.016090.016090.3 3 6.1952 0.3928 2262.26 2261.5 1 44.31818 2 K.SINPDEAVAYGAAVQAAILSGDK.S 362 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_110.012816.012816.2 2 5.5453 0.2316 2265.95 2264.5 1 50 6 K.GPAVGIDLGTTYSCVGVFQHGK.V 4 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_PK_105.010968.010968. 2 3.0093 0.2232 1662.83 1660.9 2 60.000004 1 R.IINEPTAAAIAYGLDK.K 172 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_114.002541.002541.2 2 4.32 0.3528 2517.55 2515.8 1 54.347824 18 R.GVPQIEVTFDIDANGILNVSAVDK.S 470 2 *
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_105.015372.015372 2 3.998 0.2947 1379.41 1377.6 2 77.27273 2 S.ILTIEDGIFEVK.S 209 1
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012768.012768.2 2 3.5007 0.3334 1654.67 1654.9 1 69.230774 2 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2866.286 3 4.251 0.3486 3531.82 3531.9 1 23.333334 1 R.NTTIPTKQTQTFTTYSDNQPGVLIQVYEGER.A 417 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_113.019150.019150.2 2 4.3725 0.454 2998.91 2999.3 1 42.307693 74 R.TLSSSTQASIEIDSLYEGIDFYTSITR.A 273 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_105.012776.012776 2 2.7532 0.327 1255.49 1254.4 1 83.33333 1 R.FEELNADLFR.G 302 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.011187.0111 3 4.5838 0.2943 1655.3 1654.9 1 55.76923 5 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2540.254 2 2.45 0.1155 1983.75 1983.2 1 44.11765 1 K.TVTNAVVTVPAYFNDSQR.Q 138 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_106.010109.010109 2 3.8484 0.2927 2320.71 2321.4 1 50 2 K.STAGDTHLGGEDFDNRMVNHF.I 221 1
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_104.015172.015172 1 2.5558 0.236 1296.71 1295.4 4 50 6 D.SLYEGIDFYTS.I 286 0
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_104.013784.013784 2 3.5791 0.2645 1153.39 1151.3 1 88.88889 6 L.TIEDGIFEVK.S 211 1
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2200.220 2 4.6789 0.3256 1839.52 1839.1 1 62.5 1 K.LDKSQIHDIVLVGGSTR.I 326 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_106.001490.001490 2 3.1638 0.2204 2056.85 2057.3 2 44.444447 1 L.SGDKSENVQDLLLLDVTPL.S 381 0
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_PHA_lymphocytes_PK_103.014846.014846 2 2.9807 0.3512 1294.51 1295.4 1 80 1 D.SLYEGIDFYTS.I 286 0
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_110.009937.009937.2 2 2.8827 0.3607 1483.43 1482.7 1 61.538464 1 K.SQIHDIVLVGGSTR.I 329 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_109.010280.010280.1 1 2.3995 0.3222 1235.52 1236.5 2 66.66667 2 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_109.010267.010267.2 2 3.0527 0.2963 1236.23 1236.5 1 88.88889 4 R.MVNHFIAEFK.R 237 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_112.012547.012547.3 3 4.4299 0.3328 1657.37 1654.9 2 57.692307 5 K.HWPFMVVNDAGRPK.V 89 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_102.009111.009111.2 2 3.3719 0.3547 1489.25 1488.6 1 79.16667 3 R.TTPSYVAFTDTER.L 37 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2635.263 2 4.0914 0.2566 1481.46 1481.7 2 72.72727 2 R.ARFEELNADLFR.G 300 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2614.261 2 4.1975 0.4201 1660.65 1660.9 1 70 1 R.IINEPTAAAIAYGLDK.G 172 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_107.012666.012666.2 2 3.0559 0.308 2776.31 2776 1 32.608696 3 K.QTQTFTTYSDNQPGVLIQVYEGER.A 424 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_Ti_102.012368.012368.2 2 4.0717 0.4405 1617.35 1617.9 1 73.07692 2 K.SFYPEEVSSMVLTK.M 113 2
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_006588.1| gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isoform 1 [Homo sapiens] 37 387 54.5 646 70898 5.5 HsSD-NE_NT_lymphocytes_PK_109.010074.010074. 2 2.5632 0.2287 1483.55 1482.7 2 53.846157 1 K.SQIHDIVLVGGSTR.I 329 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_109.000219.000219 3 3.8649 0.2478 2814.65 2812.2 1 31.52174 1 K.IIELLNVTELTQNALINDELVEWK.R 217 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.020337.020337 2 3.3898 0.3078 2814.69 2812.2 1 36.95652 12 K.IIELLNVTELTQNALINDELVEWK.R 217 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_110.018996.018996 2 4.5216 0.4425 2029.99 2030.3 1 68.75 13 R.TFSLFQQLIQSSFVVER.Q 305 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_107.014051.01405 1 2.7559 0.1543 1445.72 1444.7 1 58.333332 1 R.ALLKDQQPGTFLL.R 589 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_111.013124.013124 2 3.649 0.2672 2414.95 2414.6 1 50 1 R.RQQSACIGGPPNACLDQLQNW.F 242 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.017278.017278 2 4.5338 0.3946 1999.67 1997.3 1 68.75 23 R.WAQLSEVLSWQFSSVTK.R 495 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_110.014344.014344 2 4.2305 0.4298 2021.69 2022.3 1 61.11111 2 L.GEKLLGPNASPDGLIPWTR.F 523 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_107.016807.016807 2 2.9068 0.2408 2271.17 2268.5 1 55.88235 1 K.FLEQVHQLYDDSFPMEIR.Q 14 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_111.012240.012240 1 2.4638 0.2109 1306.72 1307.5 1 66.66667 1 K.NKQVLWDRTF.S 297 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.000573.000573 3 4.1876 0.3122 3629.84 3631 1 24.193548 2 R.QQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 243 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_107.018928.018928 2 2.6034 0.2657 1283.71 1284.5 1 83.33333 1 Q.VLWDRTFSLF.Q 300 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.015368.015368 3 6.2403 0.4073 3789.44 3787.2 1 31.25 6 R.RQQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 242 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_111.018061.01806 2 3.4083 0.2462 2876.35 2875.1 5 29.166666 1 R.RQQSACIGGPPNACLDQLQNWFTIV.A 242 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.011436.011436 2 4.1087 0.4052 1736.77 1737.9 1 80.769226 2 R.FHDLLSQLDDQYSR.F 57 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_107.018898.018898 2 3.5366 0.2763 1412.29 1412.6 2 75 3 K.QVLWDRTFSLF.Q 299 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013002.0130 2 2.8693 0.1512 2265.89 2268.5 1 55.88235 1 K.FLEQVHQLYDDSFPMEIR.Q 14 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011009.01100 2 3.1708 0.2018 1601.03 1600.9 2 65.38461 2 R.ALLKDQQPGTFLLR.F 589 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.013502.01350 2 3.4458 0.2518 1999.25 1997.3 1 53.125 6 R.WAQLSEVLSWQFSSVTK.R 495 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009916.00991 1 1.9193 0.1334 1158.56 1159.4 1 61.11111 1 R.KFNILGTHTK.V 379 2
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70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009294.00929 1 2.8558 0.3308 1431.66 1431.6 2 54.166668 2 R.GLNVDQLNMLGEK.L 513 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011778.0117 2 2.8641 0.1683 1360.83 1361.6 1 77.27273 1 K.ELSAVTFPDIIR.N 638 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011914.0119 2 2.7452 0.3235 1705.75 1708 1 50 1 K.LLGPNASPDGLIPWTR.F 526 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010082.01008 2 5.2483 0.4074 1738.41 1737.9 1 88.46153 2 R.FHDLLSQLDDQYSR.F 57 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011360.01136 2 3.3341 0.2454 1362.29 1361.6 2 77.27273 3 K.ELSAVTFPDIIR.N 638 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.015305.01530 2 4.5349 0.3464 2033.11 2030.3 1 65.625 9 R.TFSLFQQLIQSSFVVER.Q 305 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009152.00915 2 3.7706 0.3408 1862.85 1861 1 70 2 K.QDWEHAANDVSFATIR.F 41 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010070.01007 3 3.6002 0.1508 1737.8 1737.9 2 48.076923 1 R.FHDLLSQLDDQYSR.F 57 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013175.01317 2 5.7171 0.3593 2271.43 2268.5 1 67.64706 2 K.FLEQVHQLYDDSFPMEIR.Q 14 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_PK_114.013361.0133 2 3.3719 0.2254 1330.69 1330.5 1 75 2 N.ALINDELVEWK.R 230 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011792.01179 2 3.47 0.1976 1748.09 1746 1 61.538464 1 R.FSLENNFLLQHNIR.K 71 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.015551.01555 2 2.474 0.1138 2814.27 2812.2 1 36.95652 1 K.IIELLNVTELTQNALINDELVEWK.R 217 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012275.01227 1 1.8658 0.3801 1423.52 1423.6 4 50 1 R.NLSFFLTPPCAR.W 483 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012290.01229 2 3.7215 0.3693 1422.85 1423.6 1 81.818184 6 R.NLSFFLTPPCAR.W 483 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_PK_111.012333.0123 2 4.2436 0.3762 1503.21 1502.6 1 77.27273 3 K.SLEDLQDEYDFK.C 162 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009290.00929 2 3.8412 0.2207 1588.55 1587.8 1 73.07692 2 K.RGLNVDQLNMLGEK.L 512 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012203.01220 2 4.6724 0.3782 1710.71 1708 1 70 7 K.LLGPNASPDGLIPWTR.F 526 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013154.01315 3 4.1238 0.0904 2270.9 2268.5 2 42.647057 1 K.FLEQVHQLYDDSFPMEIR.Q 14 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.001036.00103 3 5.3241 0.4198 3632.63 3631 1 30.645163 2 R.QQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 243 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_106.015821.01582 2 3.7994 0.2785 1886.23 1885 1 75 1 R.FHDLLSQLDDQYSRF.S 57 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_103.009232.009232.2 2 5.1329 0.3882 1881.23 1882.1 1 78.125 7 R.FNQAQSGNIQSTVMLDK.Q 122 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_115.016710.016710.3 3 4.007 0.3582 3631.46 3631 1 25 1 R.QQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 243 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2382.23 2 4.904 0.376 1737.59 1737.9 1 80.769226 2 R.FHDLLSQLDDQYSR.F 57 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_108.012038.012038.2 2 3.9889 0.3576 1747.49 1746 1 73.07692 8 R.FSLENNFLLQHNIR.K 71 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_104.012963.012963.2 2 2.7088 0.2528 1707.59 1708 2 46.666668 1 K.LLGPNASPDGLIPWTR.F 526 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_115.015153.015153.2 2 5.0066 0.3919 2033.31 2030.3 1 68.75 6 R.TFSLFQQLIQSSFVVER.Q 305 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_103.002823.002823 1 2.9835 0.3368 1459.57 1459.6 1 62.5 25 Q.LCQPGLVIDLETT.S 439 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010132.0101 2 3.1392 0.1524 1159.39 1159.4 7 77.77778 1 R.KFNILGTHTK.V 379 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_106.015260.015260 2 2.6705 0.1953 1071.57 1072.2 1 100 1 L.WDRTFSLF.Q 302 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011756.0117 2 4.1992 0.4042 1746.15 1746 1 76.92308 4 R.FSLENNFLLQHNIR.K 71 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_105.016324.016324.2 2 4.8361 0.4109 2267.69 2268.5 1 64.70589 2 K.FLEQVHQLYDDSFPMEIR.Q 14 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_102.010655.010655.2 2 2.8034 0.1917 1885.69 1887.1 1 53.125 1 K.VMNMEESTNGSLAAEFR.H 389 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_105.013446.013446 2 3.1689 0.2336 1444.37 1444.6 1 72.72727 1 Q.NALINDELVEWK.R 229 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_107.000117.000117 2 3.5036 0.2773 1965.99 1966.2 6 53.571426 1 K.ENINDKNFPFWLWIE.S 545 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_105.013335.013335 2 3.2006 0.2867 1329.87 1330.5 1 80 2 N.ALINDELVEWK.R 230 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2982.298 2 2.4404 0.1999 1746.26 1746 1 46.153847 1 R.FSLENNFLLQHNIR.K 71 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2474.24 2 3.6226 0.1617 1602.12 1600.9 1 65.38461 3 R.ALLKDQQPGTFLLR.F 589 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2216.22 2 3.0588 0.3479 1680.88 1681.9 1 61.538464 1 K.YLYPNIDKDHAFGK.Y 666 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3148.31 2 3.3226 0.3523 1422.74 1423.6 1 68.181816 4 R.NLSFFLTPPCAR.W 483 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.015527.0155 2 3.1767 0.2387 2033.09 2030.3 2 46.875 9 R.TFSLFQQLIQSSFVVER.Q 305 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.015460.0154 3 5.097 0.4158 3787.7 3787.2 1 25 2 R.RQQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 242 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3215.321 2 3.2813 0.3309 1422.93 1423.6 1 68.181816 2 R.NLSFFLTPPCAR.W 483 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_NT_lymphocytes_Ti_115.021111.021111.2 2 3.7912 0.3848 1999.65 1997.3 1 53.125 4 R.WAQLSEVLSWQFSSVTK.R 495 2
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_106.011517.011517 2 3.1983 0.2252 1485.97 1486.7 1 81.818184 2 N.ALINDELVEWKR.R 230 1
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_102.015016.015016 2 3.1812 0.1636 1684.49 1683.8 3 57.14286 1 C.IGGPPNACLDQLQNW.F 248 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_102.015402.015402 2 2.6937 0.242 1257.33 1257.4 9 65 1 Q.LCQPGLVIDLE.T 439 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsSD-NE_PHA_lymphocytes_PK_102.016586.016586 2 4.0848 0.4201 1461.25 1459.6 1 79.16667 24 Q.LCQPGLVIDLETT.S 439 0
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NP_644671.1| gi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1| signal transducer and activator of transcription 1 isoform beta [Hom 42 248 46.1 712 83043 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.016182.0161 3 3.9237 0.3679 3631.1 3631 1 21.774193 1 R.QQSACIGGPPNACLDQLQNWFTIVAESLQQVR.Q 243 2
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsSD-NE_PHA_lymphocytes_PK_109.009517.009517 2 3.8901 0.4646 1963.47 1964.1 1 58.823532 2 F.TRKEDLAGGSLHDYVSNT.E 152 0 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsSD-NE_PHA_lymphocytes_Ti_113.015133.015133 2 3.5309 0.3515 2383.19 2380.7 8 35 1 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007462.00746 3 3.1963 0.3356 2106.41 2106.2 2 33.333336 1 R.KEDLAGGSLHDYVSNTENR.A 154 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.005960.00596 2 2.5211 0.1819 990.55 991.06 3 81.25 2 R.ELVAECGGR.V 176 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.005266.00526 2 2.827 0.1355 1165.31 1164.3 2 77.77778 3 R.FTAQDQQAVR.Q 124 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008878.00887 2 6.0708 0.4533 2050.21 2048.2 1 76.47059 3 K.CHVEVVDTPDIFSSQVSK.T 76 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009420.0094 2 3.1379 0.3232 2047.23 2048.2 2 44.11765 1 K.CHVEVVDTPDIFSSQVSK.T 76 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011907.01190 2 2.5799 0.2403 1052.51 1052.3 1 100 3 K.WMVIVFTR.K 146 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008168.0081 2 5.7413 0.4269 2056.31 2057.2 1 76.47059 4 K.MATDEENVYGLEENAQSR.Q 6 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007941.00794 2 4.0126 0.3315 1977.79 1978 1 55.88235 2 K.EDLAGGSLHDYVSNTENR.A 155 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_101.009606.00960 2 2.825 0.2446 2058.21 2057.2 2 47.058823 1 K.MATDEENVYGLEENAQSR.Q 6 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_PK_112.012734.0127 1 2.5667 0.2359 1055.8 1054.2 1 75 4 R.DMFGEDVLK.W 137 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.020745.02074 2 5.3178 0.3529 2382.65 2380.7 1 60.000004 8 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.020765.02076 3 3.7817 0.2524 2378.69 2380.7 2 33.75 4 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007551.00755 2 6.1672 0.4199 2108.35 2106.2 1 77.77778 2 R.KEDLAGGSLHDYVSNTENR.A 154 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011775.0117 3 3.6147 0.1621 1850.93 1850 1 43.333332 1 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011357.01135 2 4.6141 0.3869 1849.55 1850 1 76.666664 12 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011954.01195 3 3.7998 0.1957 1850.39 1850 1 41.666664 1 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011577.0115 2 4.6711 0.3838 1850.55 1850 1 73.333336 3 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.019769.0197 2 5.7331 0.3898 2382.97 2380.7 1 60.000004 11 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsSD-NE_NT_lymphocytes_Ti_112.016115.016115.2 2 4.9571 0.4055 2383.47 2380.7 1 60.000004 10 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsSD-NE_NT_lymphocytes_Ti_107.011756.011756.2 2 5.4086 0.4577 1851.95 1850 1 83.33333 7 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1544.154 2 2.8007 0.2063 806.21 804.92 1 92.85714 2 R.LGATSVTR.A 57 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1708.170 2 3.8053 0.3427 1163.53 1164.3 1 94.44444 2 R.FTAQDQQAVR.Q 124 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsSD-NE_NT_lymphocytes_Ti_102.009041.009041.2 2 3.9554 0.373 2056.41 2057.2 1 50 1 K.MATDEENVYGLEENAQSR.Q 6 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3160.316 2 5.522 0.4031 1850.35 1850 1 76.666664 2 K.GAHYSNEVYELAQVLR.W 217 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1719.17 2 3.9874 0.2925 1164.32 1164.3 1 94.44444 2 R.FTAQDQQAVR.Q 124 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2034.203 2 4.576 0.4224 2106.02 2106.2 1 66.66667 1 R.KEDLAGGSLHDYVSNTENR.A 154 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.015386.0153 3 3.479 0.1956 2379.83 2380.7 6 28.75 2 R.EQEAQVEQLLGMVEGLVLEHK.G 196 2 *
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NP_570115.1| gi|18594498|ref|NP_570115.1| "GTPase, IMAP family member 1 [Homo sapiens] " 16 105 47.7 306 34369 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011036.0110 2 3.9202 0.2864 1200.53 1200.4 1 94.44444 7 R.RPWGAWLSAR.L 254 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_PHA_lymphocytes_PK_115.014909.014909 3 3.9687 0.1949 2059.79 2058.4 4 39.705883 1 S.HLVLPVQPENALKRGICL.- 566 1 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_PHA_lymphocytes_PK_115.014944.014944 2 2.922 0.1953 2057.31 2058.4 1 50 1 S.HLVLPVQPENALKRGICL.- 566 1 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_PHA_lymphocytes_PK_111.012443.012443 2 2.8259 0.252 1658.91 1659 8 50 1 R.ISHLVLPVQPENALK.R 564 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_PK_105.008700.0087 2 6.0619 0.5224 2142.01 2142 1 66.66667 2 K.VNFSEEGETEEDDQDSSHS.S 212 1 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010965.0109 2 3.5007 0.299 1255.23 1254.5 1 81.818184 2 R.SQPAILLLTAAR.D 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011570.01157 2 2.682 0.2551 1254.67 1254.5 1 81.818184 2 R.SQPAILLLTAAR.D 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007528.00752 2 5.082 0.4551 2203.75 2202.5 1 55.555557 8 R.LQQQHSEQPPLQPSPVMTR.R 130 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007575.0075 3 3.1953 0.143 2760.26 2757.7 5 29.166666 1 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007130.00713 2 6.6136 0.5236 2381.73 2382.4 1 66.66667 2 R.DSHSSEEDEASSQTDLSQTISK.K 153 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007184.00718 2 5.1174 0.5115 2757.29 2757.7 1 45.833336 2 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.010596.01059 2 3.3747 0.2285 1812.93 1815.2 1 76.666664 1 R.ISHLVLPVQPENALKR.G 564 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011510.01151 2 4.1883 0.3172 1609.59 1607.8 1 76.92308 4 R.FESFPAGSTLIFYK.Y 481 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_PK_115.012340.0123 2 3.6493 0.2713 1557.63 1556.8 1 73.07692 1 R.SIQEAPVSEDLVIR.L 179 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.011708.0117 2 3.5831 0.2338 1608.47 1607.8 2 73.07692 2 R.FESFPAGSTLIFYK.Y 481 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011088.01108 2 4.6348 0.4671 2694.57 2693.8 1 50 3 R.SSSQYIESFWQSSQSQNFTAHDK.Q 252 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007371.0073 2 7.0177 0.5101 2381.83 2382.4 1 66.66667 2 R.DSHSSEEDEASSQTDLSQTISK.K 153 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_115.010422.01042 3 3.6427 0.1173 1815.53 1815.2 1 45 3 R.ISHLVLPVQPENALKR.G 564 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007329.0073 2 4.9041 0.4525 2758.25 2757.7 1 41.666664 3 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007713.00771 3 4.7573 0.3728 2757.29 2757.7 1 39.583336 4 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010943.01094 2 2.438 0.2644 1650.55 1647.7 1 61.538464 1 R.CLSEQIADAYSSFR.S 424 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.004602.0046 2 2.4723 0.2267 1350.89 1350.4 1 62.5 2 K.SELGNQSPSTSSR.Q 309 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010608.0106 2 4.6751 0.4041 2694.61 2693.8 1 50 2 R.SSSQYIESFWQSSQSQNFTAHDK.Q 252 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.010763.01076 3 3.9138 0.2172 2695.67 2693.8 1 34.090908 2 R.SSSQYIESFWQSSQSQNFTAHDK.Q 252 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011378.01137 3 5.8855 0.4106 3869.45 3869.1 1 31.060606 2 R.SSSQYIESFWQSSQSQNFTAHDKQPSVLSSGYQK.T 252 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009857.00985 3 4.903 0.2466 2325.65 2325.5 1 32.5 1 K.ATQDSDTVKLEVDQELSNGFK.N 450 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.016334.01633 2 3.8757 0.3634 2315.29 2314.7 1 52.380955 15 K.DVALVLTVLLEEETLGTSLGLK.E 505 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.005525.00552 2 3.3148 0.2633 1352.07 1350.4 1 66.66667 2 K.SELGNQSPSTSSR.Q 309 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2802.28 2 3.9287 0.2572 1254.53 1254.5 1 81.818184 3 R.SQPAILLLTAAR.D 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1555.155 2 3.744 0.3799 1351.74 1350.4 1 75 2 K.SELGNQSPSTSSR.Q 309 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2305.23 2 3.1365 0.2025 1557.18 1556.8 1 65.38461 2 R.SIQEAPVSEDLVIR.L 179 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2852.285 2 4.8417 0.327 1647.15 1647.7 1 76.92308 2 R.CLSEQIADAYSSFR.S 424 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4819.481 2 3.4103 0.1912 2038.99 2039.3 4 41.666664 1 R.SQPAILLLTAARDAEEALR.C 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2826.282 2 4.1121 0.3194 1254.31 1254.5 1 81.818184 6 R.SQPAILLLTAAR.D 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_105.015643.015643.1 1 2.0495 0.0978 1254.72 1255.3 8 61.11111 1 K.YCDHENAAFK.D 495 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_103.008236.008236.2 2 4.6471 0.4422 2756.71 2757.7 1 41.666664 2 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_103.008698.008698.3 3 5.7513 0.457 2758.19 2757.7 1 40.625 3 K.VNFSEEGETEEDDQDSSHSSVTTVK.A 212 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010797.0107 3 4.1099 0.1142 1815.05 1815.2 1 46.666668 1 R.ISHLVLPVQPENALKR.G 564 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1556.15 2 3.6493 0.4298 1350.33 1350.4 1 79.16667 1 K.SELGNQSPSTSSR.Q 309 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_109.012536.012536.3 3 4.2503 0.1919 3869.72 3869.1 4 19.69697 1 R.SSSQYIESFWQSSQSQNFTAHDKQPSVLSSGYQK.T 252 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_PK_109.012224.012224. 2 3.4709 0.2611 1254.55 1254.5 1 81.818184 4 R.SQPAILLLTAAR.D 405 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_111.012319.012319.2 2 4.4175 0.253 1813.27 1815.2 1 66.66667 2 R.ISHLVLPVQPENALKR.G 564 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_103.011290.011290.3 3 3.6632 0.1864 2323.04 2325.5 2 33.75 1 K.ATQDSDTVKLEVDQELSNGFK.N 450 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.000543.0005 2 3.5608 0.2612 2317.57 2314.7 1 50 20 K.DVALVLTVLLEEETLGTSLGLK.E 505 2 *
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_109.011167.011167.2 2 3.7587 0.224 1658.99 1659 1 67.85714 4 R.ISHLVLPVQPENALK.R 564 2
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NP_056417.2| gi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B [Homo sapiens] 22 132 42.4 583 66248 8.2 HsSD-NE_NT_lymphocytes_Ti_112.012041.012041.3 3 3.9284 0.128 1815.35 1815.2 2 48.333332 4 R.ISHLVLPVQPENALKR.G 564 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.007892.007892 3 4.3923 0.3054 1519.88 1517.7 1 56.25 3 R.IGITNHDEYSLVR.E 119 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_106.009063.009063 2 3.0084 0.2835 1977.49 1978.1 2 53.333336 2 K.QKLHTDDELNWLDHGR.T 163 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.012188.012188 3 3.0258 0.1293 2121.29 2123.5 1 36.25 1 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.004671.004671 2 4.504 0.4528 1637.57 1636.8 1 76.666664 2 K.PAAVAAENEEIGSHIK.H 1902 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_PK_107.011003.011003 2 4.0345 0.3704 1723.75 1721.8 1 80.769226 3 K.LHTDDELNWLDHGR.T 165 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_103.009638.009638 2 3.2726 0.3169 1292.41 1290.6 1 81.818184 5 K.AIAVTVQEMVTK.S 1863 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.012228.012228 2 5.1668 0.395 2123.01 2123.5 1 57.5 2 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_106.003520.003520 2 3.4336 0.3271 2719.43 2718.9 1 41.666664 2 R.FGQDFSTFLEAGVEMAGQAPSQEDR.A 1274 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_103.008925.008925 2 3.2304 0.3551 1460.29 1460.7 1 69.230774 1 K.QVAASTAQLLVACK.V 2430 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.016108.016108 2 3.6296 0.4911 3053.45 3054.3 1 33.92857 1 R.TEDSGLQTQVIAAATQCALSTSQLVACTK.V 693 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_102.008640.008640 2 4.0732 0.3251 1723.41 1721.8 1 76.92308 2 K.LHTDDELNWLDHGR.T 165 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.010454.010454 2 4.5847 0.3069 1716.61 1717 1 76.92308 4 K.TKEVIQEWNLTNIK.R 344 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_103.008691.008691 2 3.4911 0.3142 1664.75 1664.8 1 60.714287 2 K.AAAFEEQENETVVVK.E 2477 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_104.014056.014056 2 4.5571 0.2128 1937.75 1937.1 5 53.125 5 K.EADESLNFEEQILEAAK.S 2334 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.004238.004238 2 4.4455 0.341 1485.53 1483.7 1 80.769226 2 R.VQELGHGCAALVTK.A 1920 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_106.011951.011951 3 3.4989 0.2572 2694.86 2696 1 28.260868 1 R.ALEATTEHIRQELAVFCSPEPPAK.T 2145 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.004751.004751 2 3.1274 0.2682 1418.09 1417.6 1 69.230774 3 K.LAQAAQSSVATITR.L 2044 2 *
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73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.017546.017546 3 4.3603 0.4111 2092.64 2092.4 2 37.5 2 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.017538.017538 2 4.7932 0.4592 2091.07 2092.4 1 57.5 1 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.010919.010919 2 5.1325 0.4223 2396.67 2397.5 1 52.63158 4 K.ACEFAGFQCQIQFGPHNEQK.H 235 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.014781.014781 2 3.3003 0.3843 1523.09 1522.8 1 76.92308 2 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.017499.017499 3 3.0422 0.1757 2882.33 2882.3 1 26.041666 1 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_Ti_101.008228.008228 2 2.8029 0.2219 1519.11 1517.7 1 66.66667 2 R.IGITNHDEYSLVR.E 119 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.008009.00800 2 3.1658 0.4359 1459.83 1460.7 1 73.07692 1 K.QVAASTAQLLVACK.V 2430 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.020458.02045 2 4.5681 0.3743 3054.75 3053.3 1 48.27586 1 K.GTEWVDPEDPTVIAENELLGAAAAIEAAAK.K 2292 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.015411.0154 3 4.8422 0.3896 3056.84 3054.3 1 28.57143 1 R.TEDSGLQTQVIAAATQCALSTSQLVACTK.V 693 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.016820.0168 3 6.6321 0.4479 2472.68 2470.8 1 42.708336 2 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.014469.01446 2 3.897 0.3363 1525.77 1522.8 1 76.92308 5 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.018662.0186 3 3.6035 0.3998 2884.22 2882.3 1 26.041666 1 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.014198.01419 2 4.3911 0.4041 2390.65 2390.6 1 52.380955 2 K.AQEACGPLEMDSALSVVQNLEK.D 1041 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.011001.0110 3 3.136 0.1501 2702.06 2700 1 30.208334 1 R.ERIPEAPAGPPSDFGLFLSDDDPKK.G 34 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008621.0086 2 4.1967 0.3487 2559.49 2557.8 1 41.666664 1 R.MVAAATNNLCEAANAAVQGHASQEK.L 2399 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.011030.0110 2 4.7285 0.4355 2122.09 2123.5 1 52.499996 5 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.015916.01591 2 3.1611 0.4033 3132.79 3131.5 1 36.53846 1 R.ELLENPVQPINDMSYFGCLDSVMENSK.V 1375 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_109.019155.01915 3 4.1372 0.4324 2880.83 2882.3 8 25 3 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.016025.01602 2 2.819 0.0852 2718.65 2718.9 6 33.333336 1 R.FGQDFSTFLEAGVEMAGQAPSQEDR.A 1274 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015984.0159 2 2.8493 0.304 3133.91 3131.5 1 32.692307 1 R.ELLENPVQPINDMSYFGCLDSVMENSK.V 1375 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.011048.0110 3 4.982 0.3365 2125.58 2123.5 1 45 3 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_106.010728.01072 3 6.9334 0.4921 2702.21 2700 1 42.708336 4 R.ERIPEAPAGPPSDFGLFLSDDDPKK.G 34 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007490.00749 2 3.3798 0.2548 1318.33 1317.4 2 77.27273 2 R.QEDVIATANLSR.K 2198 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012821.0128 2 5.9258 0.2429 1939.95 1937.1 1 75 3 K.EADESLNFEEQILEAAK.S 2334 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.016076.01607 3 3.4358 0.3443 2575.79 2574.9 1 31 1 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_PK_105.007910.0079 2 3.8399 0.2884 1395.83 1393.4 1 79.16667 2 K.ADAEGESDLENSR.K 842 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.011982.01198 2 2.2292 0.2926 1161.25 1161.4 1 88.88889 3 R.TYGVSFFLVK.E 307 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_107.009266.00926 2 4.6782 0.3719 1719.91 1717 1 80.769226 1 K.TKEVIQEWNLTNIK.R 344 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_106.012734.01273 3 4.7886 0.4132 2890.46 2889.2 1 39.130436 3 K.FFYSDQNVDSRDPVQLNLLYVQAR.D 197 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_110.019611.01961 3 3.7464 0.3625 2092.64 2092.4 1 35 3 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007695.0076 2 3.9405 0.1899 1319.43 1317.4 1 81.818184 2 R.QEDVIATANLSR.K 2198 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.008242.00824 2 4.2262 0.3653 2064.47 2063.2 1 60.526318 2 K.AVEGCVSASQAATEDGQLLR.G 746 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.009915.00991 2 4.5873 0.3115 1459.89 1457.7 1 84.61539 1 R.ILAQATSDLVNAIK.A 828 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008999.0089 3 3.7843 0.2579 1722.32 1721.8 2 50 2 K.LHTDDELNWLDHGR.T 165 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007703.0077 3 4.525 0.348 2236.67 2236.5 1 41.666664 2 R.LASEAKPAAVAAENEEIGSHIK.H 1896 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013901.0139 2 4.2863 0.4677 2756.01 2756 1 37.037037 2 R.GSQAQPDSPSAQLALIAASQSFLQPGGK.M 972 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013383.0133 2 3.7188 0.2724 2065.93 2063.2 1 55.263157 2 K.AVEGCVSASQAATEDGQLLR.G 746 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013686.0136 2 2.9958 0.2544 1521.91 1522.8 1 69.230774 1 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_PK_114.012215.0122 2 3.0835 0.2447 1558.41 1555.7 1 60.714287 1 A.ALLEDEGGSGRPLLQ.A 596 0 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008032.0080 2 2.6152 0.1141 1336.03 1336.5 2 58.333332 1 K.VSHVLAALQAGNR.G 1961 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.012621.01262 2 4.0262 0.4126 2285.85 2286.5 1 47.61905 2 R.IPEAPAGPPSDFGLFLSDDDPK.K 36 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.011312.01131 3 5.223 0.3788 2125.37 2123.5 1 45 4 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016354.0163 2 2.533 0.1392 2575.79 2574.9 3 28 1 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_110.007844.00784 2 4.464 0.3828 1335.79 1336.5 1 79.16667 1 K.VSHVLAALQAGNR.G 1961 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.016940.01694 2 4.2107 0.4409 2471.85 2470.8 1 41.666664 1 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007606.00760 2 3.1752 0.2633 1664.33 1664.8 4 53.571426 2 K.AAAFEEQENETVVVK.E 2477 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008002.0080 2 3.5708 0.3067 1554.33 1553.7 1 62.5 1 R.EQGVEEHETLLLR.R 182 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011451.0114 2 4.6285 0.223 2199.01 2196.5 1 50 2 K.LGAASLGAEDPETQVVLINAVK.D 2064 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.008675.00867 2 3.603 0.4564 2190.53 2191.4 1 50 3 K.RLLSDSLPPSTGTFQEAQSR.L 1222 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.011290.01129 3 4.6195 0.1918 3187.73 3190.7 1 24.193548 2 K.LLAALLEDEGGSGRPLLQAAKGLAGAVSELLR.S 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.008139.00813 2 3.0561 0.2799 1711.79 1712 3 57.14286 2 K.TLSHPQQMALLDQTK.T 1752 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.007077.00707 2 3.7541 0.3845 1418.71 1417.6 1 73.07692 2 K.LAQAAQSSVATITR.L 2044 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_109.013053.01305 2 4.4127 0.3434 1777.57 1775.1 1 65.625 2 K.RVAGSVTELIQAAEAMK.G 2275 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.021584.02158 3 6.7511 0.4724 3375.2 3372.8 1 30.000002 4 R.EGISQEALHTQMLTAVQEISHLIEPLANAAR.A 1691 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_105.011808.01180 2 3.6248 0.3409 2311.59 2311.6 1 45.454548 2 K.VGAIPANALDDGQWSQGLISAAR.M 2376 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_106.007522.00752 2 4.1523 0.4649 2235.75 2236.5 1 52.380955 2 R.LASEAKPAAVAAENEEIGSHIK.H 1896 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_107.018549.01854 2 3.3566 0.2467 2884.33 2882.3 1 33.333336 2 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_106.011417.01141 2 3.7677 0.3677 2415.61 2414.7 1 56.81818 3 R.IPEAPAGPPSDFGLFLSDDDPKK.G 36 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.017217.0172 2 3.9188 0.4475 2469.95 2470.8 1 37.5 1 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006252.0062 2 3.6418 0.2348 1394.19 1393.4 1 79.16667 1 K.ADAEGESDLENSR.K 842 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011132.0111 2 4.0401 0.2378 1785.47 1784 1 62.5 1 R.DLDQASLAAVSQQLAPR.E 1674 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_Ti_108.011290.01129 2 6.2983 0.422 2125.49 2123.5 1 65 6 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3599.359 1 2.5381 0.1749 1522.86 1522.8 7 46.153847 1 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.000824.000824.3 3 6.1787 0.3777 3055.37 3053.3 1 37.068966 2 K.GTEWVDPEDPTVIAENELLGAAAAIEAAAK.K 2292 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3374.337 3 3.9087 0.2752 2959.8 2960.2 1 26.85185 2 R.ILAQATSDLVNAIKADAEGESDLENSRK.L 828 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3387.338 3 3.8949 0.3034 2608.27 2610 1 28 1 K.LGAASLGAEDPETQVVLINAVKDVAK.A 2064 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1649.16 1 2.0515 0.117 802.37 802.95 1 71.42857 1 K.ILADATAK.M 862 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4106.410 2 5.1949 0.4881 2573.39 2574.9 1 42 10 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2595.259 2 4.9695 0.4218 2642.1 2643 1 46 1 K.VLVQNAAGSQEKLAQAAQSSVATITR.L 2032 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2675.267 2 4.044 0.296 1493.33 1493.8 1 69.230774 2 K.AVAEQIPLLVQGVR.G 958 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2588.258 3 4.6711 0.3729 2642.46 2643 1 31 2 K.VLVQNAAGSQEKLAQAAQSSVATITR.L 2032 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1655.165 2 3.2797 0.1769 1016.32 1015.2 1 87.5 1 R.LREAAEGLR.V 890 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1690.169 2 3.6578 0.228 1400.48 1400.6 2 73.07692 1 K.AASAAQRELVAQGK.V 2362 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3767.376 2 4.073 0.3833 2830.82 2832.1 1 38.46154 3 R.ILAQATSDLVNAIKADAEGESDLENSR.K 828 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2226.222 2 2.9678 0.2902 1409.42 1409.5 1 75 1 R.DPPSWSVLAGHSR.T 1626 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.011098.011098.2 2 3.7037 0.2647 1205.71 1205.5 1 90 4 K.VMVTNVTSLLK.T 2120 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1915.191 2 2.8043 0.3097 1454.24 1454.6 1 66.66667 1 K.EAAYHPEVAPDVR.L 2221 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.017726.017726.3 3 4.2532 0.3407 3130.43 3131.5 1 29.807693 1 R.ELLENPVQPINDMSYFGCLDSVMENSK.V 1375 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.011282.011282.2 2 4.747 0.4457 2321.87 2323.4 1 57.5 4 K.DHFGLEGDEESTMLEDSVSPK.K 407 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3058.305 2 4.1552 0.4001 2310.26 2311.6 1 43.18182 4 K.VGAIPANALDDGQWSQGLISAAR.M 2376 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1922.192 2 4.7193 0.398 1417.35 1417.6 1 76.92308 3 K.LAQAAQSSVATITR.L 2044 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.011359.011359.2 2 3.8912 0.2117 1490.01 1487.7 1 81.818184 3 K.EVIQEWNLTNIK.R 346 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1991.199 2 4.4047 0.4386 1996.68 1996.2 1 42.5 2 K.QAAASATQTIAAAQHAASTPK.A 923 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3060.306 2 4.814 0.4072 2572.37 2571.8 1 43.47826 1 R.ERIPEAPAGPPSDFGLFLSDDDPK.K 34 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_107.018755.018755.3 3 4.2202 0.2774 2881.4 2882.3 1 26.041666 5 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2271.22 2 3.5106 0.3488 2035.59 2035.2 1 44.444447 2 R.LLSDSLPPSTGTFQEAQSR.L 1223 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.020500.020500.3 3 4.7502 0.513 3470.36 3472.8 1 24.242424 3 R.AATAPLLEAVDNLSAFASNPEFSSIPAQISPEGR.A 1560 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_PHA_lymphocytes_PK_106.015045.015045 2 4.2722 0.3649 1803.75 1801 1 59.375 2 R.ERIPEAPAGPPSDFGLF.L 34 1 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.009833.009833.2 2 3.5264 0.27 1085.31 1085.3 1 77.27273 3 K.AVASAAAALVLK.A 674 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2146.214 2 3.8505 0.267 1923 1924.2 1 56.666668 4 R.TLREQGVEEHETLLLR.R 179 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1522.152 2 2.9839 0.2609 1163.62 1163.2 1 77.77778 3 R.EGTETFADHR.E 2007 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1656.165 2 2.2306 0.0986 873.14 873 3 85.71429 1 K.AVTQALNR.C 1191 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2112.211 2 3.4502 0.1141 1385.3 1385.6 9 57.692307 1 R.DVAGGLRSLAQAAR.G 1123 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3394.339 2 3.1921 0.344 2286.29 2286.5 1 42.857143 1 R.IPEAPAGPPSDFGLFLSDDDPK.K 36 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_108.013982.013982.2 2 3.5955 0.2657 2889.99 2889.2 3 34.782608 4 K.FFYSDQNVDSRDPVQLNLLYVQAR.D 197 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3372.337 2 4.7652 0.2298 1938.58 1937.1 1 65.625 6 K.EADESLNFEEQILEAAK.S 2334 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.008566.008566.2 2 3.7778 0.2039 1665.39 1664.8 1 60.714287 2 K.AAAFEEQENETVVVK.E 2477 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.014547.014547.2 2 4.855 0.3193 1524.83 1522.8 1 84.61539 4 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2836.283 2 5.808 0.3561 2122.77 2123.5 1 55 5 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3532.353 2 6.1185 0.4795 2093.08 2092.4 1 62.5 8 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.015371.015371.2 2 5.2437 0.3282 2392.59 2390.6 1 54.761906 3 K.AQEACGPLEMDSALSVVQNLEK.D 1041 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2846.284 2 4.6275 0.2946 1085.89 1086.3 1 90 2 K.GLAGAVSELLR.S 614 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4186.418 3 6.0805 0.4302 2575.1 2574.9 1 38 1 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_112.016324.016324.3 3 7.082 0.4956 3371.57 3372.8 1 28.333334 3 R.EGISQEALHTQMLTAVQEISHLIEPLANAAR.A 1691 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2855.285 2 6.2842 0.5303 2028.37 2028.2 1 71.05263 12 R.LNEAAAGLNQAATELVQASR.G 1242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2298.229 1 2.5741 0.2214 1227.32 1228.4 1 65 1 K.VGDDPAVWQLK.N 2105 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.015359.015359.2 2 5.4165 0.5083 2754.71 2756 1 40.74074 2 R.GSQAQPDSPSAQLALIAASQSFLQPGGK.M 972 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_108.019321.019321.2 2 5.6522 0.5102 2091.43 2092.4 1 62.5 2 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_105.000702.000702.2 2 4.0968 0.422 3053.97 3053.3 1 39.655174 7 K.GTEWVDPEDPTVIAENELLGAAAAIEAAAK.K 2292 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2224.222 2 2.4944 0.1122 2193.44 2191.4 7 39.473686 1 K.RLLSDSLPPSTGTFQEAQSR.L 1222 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3999.399 2 3.7921 0.1725 1884.53 1884.2 5 53.333336 2 K.AGFLDLKDFLPKEYVK.Q 257 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.010346.010346.2 2 4.5823 0.4152 2139.63 2141.4 1 55.263157 3 K.VVAPTISSPVCQEQLVEAGR.L 722 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.009594.009594.2 2 5.3242 0.4234 2065.75 2063.2 1 65.789474 8 K.AVEGCVSASQAATEDGQLLR.G 746 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1234.123 2 3.213 0.3329 1177.5 1177.3 1 85 1 K.AVEDEATKGTR.A 2134 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1831.183 2 3.1157 0.1844 1140.66 1141.3 3 83.33333 1 R.ALEATTEHIR.Q 2145 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1914.191 2 4.9145 0.4187 1482.6 1483.7 1 80.769226 2 R.VQELGHGCAALVTK.A 1920 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1868.187 2 4.7005 0.3893 1812.61 1814 1 70 2 R.ACKEAAYHPEVAPDVR.L 2218 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1632.163 2 3.2072 0.2247 1244.21 1244.4 1 77.27273 2 K.VLVQNAAGSQEK.L 2032 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2926.292 2 3.3327 0.2908 2194.85 2196.5 2 45.238094 3 K.LGAASLGAEDPETQVVLINAVK.D 2064 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_106.018819.018819.3 3 3.5174 0.1452 4139.99 4138.6 1 22.368422 2 R.QNLLQAAGNVGQASGELLQQIGESDTDPHFQDALMQLAK.A 635 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.013862.013862.2 2 5.1809 0.3741 2285.47 2286.5 1 59.523808 2 R.IPEAPAGPPSDFGLFLSDDDPK.K 36 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_109.019454.019454.2 2 4.8633 0.3355 2882.69 2882.3 1 43.75 6 R.ECANGYLELLDHVLLTLQKPSPELK.Q 2242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.017198.017198.3 3 7.2628 0.5737 2575.34 2574.9 1 43 2 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2932.293 3 4.8714 0.3442 2124.84 2123.5 1 41.25 3 K.LLAALLEDEGGSGRPLLQAAK.G 593 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.017265.017265.2 2 2.9392 0.1992 2572.21 2574.9 2 34 1 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3230.32 2 5.2954 0.3625 1523.43 1522.8 1 80.769226 1 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3693.36 2 5.3551 0.4018 2575.61 2574.9 1 44 4 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.015080.015080.2 2 3.2601 0.2588 1938.83 1937.1 1 59.375 1 K.EADESLNFEEQILEAAK.S 2334 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2794.279 2 4.4458 0.424 1783.46 1784 1 78.125 3 R.DLDQASLAAVSQQLAPR.E 1674 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3722.37 3 4.2454 0.3942 2576.05 2574.9 1 32 2 K.AVSSAIAQLLGEVAQGNENYAGIAAR.D 1097 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_105.015967.015967.2 2 3.8845 0.3208 2556.83 2557.8 1 37.5 1 R.MVAAATNNLCEAANAAVQGHASQEK.L 2399 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3413.34 3 5.1266 0.2515 2832.54 2832.1 1 31.730768 1 R.ILAQATSDLVNAIKADAEGESDLENSR.K 828 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_103.012386.012386.2 2 2.253 0.1552 1531.61 1529.8 1 66.66667 1 R.DPVQLNLLYVQAR.D 208 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_108.012927.012927.2 2 2.7358 0.2724 1161.59 1161.4 1 83.33333 1 R.TYGVSFFLVK.E 307 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2370.237 2 4.6768 0.3862 1722.05 1721.8 1 76.92308 1 K.LHTDDELNWLDHGR.T 165 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.012620.012620.2 2 5.5333 0.3344 2196.55 2196.5 1 61.904762 5 K.LGAASLGAEDPETQVVLINAVK.D 2064 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.012722.012722.2 2 5.8309 0.4619 2028.55 2028.2 1 68.42105 2 R.LNEAAAGLNQAATELVQASR.G 1242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_109.019711.019711.3 3 4.8173 0.3923 2093.93 2092.4 1 41.25 8 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.020597.020597.2 2 3.5248 0.1605 2721.51 2718.9 3 35.416664 2 R.FGQDFSTFLEAGVEMAGQAPSQEDR.A 1274 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.020270.0202 2 3.2852 0.3387 2094.23 2092.4 1 42.5 2 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
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73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2722.272 2 3.7038 0.4233 2249.95 2250.4 1 50 7 K.SNTSPEELGPLANQLTSDYGR.L 1875 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_109.002061.002061.2 2 2.718 0.0839 2002.73 2004.2 3 41.666664 1 K.ADQDSEAMKRLQAAGNAVK.R 2446 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2047.204 2 3.9351 0.2927 2236.22 2236.5 2 47.61905 1 R.LASEAKPAAVAAENEEIGSHIK.H 1896 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2302.230 2 3.8406 0.3908 2140.48 2141.4 1 55.263157 2 K.VVAPTISSPVCQEQLVEAGR.L 722 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1604.160 2 3.2576 0.217 1394.43 1393.4 1 66.66667 1 K.ADAEGESDLENSR.K 842 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.017768.017768.2 2 4.6378 0.4452 3132.33 3131.5 1 42.307693 3 R.ELLENPVQPINDMSYFGCLDSVMENSK.V 1375 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3802.380 3 4.1083 0.2264 2175.44 2176.5 1 37.5 2 K.TLAESALQLLYTAKEAGGNPK.Q 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2267.226 2 3.3509 0.4196 2034.16 2035.2 1 50 2 R.LLSDSLPPSTGTFQEAQSR.L 1223 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.4482.448 2 6.7584 0.4774 2471.66 2470.8 1 60.416668 3 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.017270.017270.2 2 5.6226 0.4447 3057.07 3054.3 1 44.642857 3 R.TEDSGLQTQVIAAATQCALSTSQLVACTK.V 693 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2051.205 3 5.2711 0.2304 2236.77 2236.5 1 45.238094 2 R.LASEAKPAAVAAENEEIGSHIK.H 1896 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.018830.018830.2 2 7.3344 0.5225 2473.25 2470.8 1 60.416668 11 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2115.211 2 3.3297 0.3269 1460.43 1460.7 1 65.38461 1 K.QVAASTAQLLVACK.V 2430 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2036.203 2 3.206 0.17 1031.61 1032.2 1 80 1 K.SIAAATSALVK.S 2351 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2052.205 2 3.7585 0.3464 2203.86 2204.4 1 42.5 1 K.AVAAGNSCRQEDVIATANLSR.K 2189 2
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_102.018843.018843.3 3 7.0272 0.4145 2473.31 2470.8 1 42.708336 3 R.GVAALTSDPAVQAIVLDTASDVLDK.A 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2335.233 2 3.3809 0.3167 1057.88 1058.2 1 83.33333 2 K.NLGTALAELR.T 1026 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.0599.059 3 4.33 0.3516 3400.03 3399.8 1 22.727274 2 R.GVAALTSDPAVQAIVLDTASDVLDKASSLIEEAK.K 1137 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_104.013288.013288.2 2 4.8352 0.3265 2313.01 2311.6 1 45.454548 1 K.VGAIPANALDDGQWSQGLISAAR.M 2376 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.018999.0189 3 5.1309 0.4083 2091.77 2092.4 1 38.75 7 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3041.30 2 4.6802 0.4719 2310.62 2311.6 1 47.727272 4 K.VGAIPANALDDGQWSQGLISAAR.M 2376 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2783.27 2 6.6439 0.4936 2027.73 2028.2 1 76.31579 2 R.LNEAAAGLNQAATELVQASR.G 1242 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2151.215 2 3.8396 0.2591 1516.95 1517.7 1 75 3 R.IGITNHDEYSLVR.E 119 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3796.379 3 4.2185 0.2076 3594.09 3595.9 1 21.212122 1 K.SVAQRTEDSGLQTQVIAAATQCALSTSQLVACTK.V 688 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsSD-NE_NT_lymphocytes_Ti_109.000249.000249.3 3 3.5534 0.244 4795.79 4797.3 1 19.565218 1 R.GHMPPLTSAQQALTGTINSSMQAVQAAQATLDDFDTLPPLGQDAASK.A 483 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3767.376 2 5.1632 0.349 1522.53 1522.8 1 84.61539 6 K.TLAESALQLLYTAK.E 1767 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2158.215 2 5.4933 0.4005 2062.92 2063.2 1 63.15789 3 K.AVEGCVSASQAATEDGQLLR.G 746 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4730.47 2 5.0324 0.4473 2093.32 2092.4 1 55 3 R.GVGAAATAVTQALNELLQHVK.A 766 2 *
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NP_006280.2| gi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 106 461 51.2 2541 269665 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3306.33 3 4.8308 0.3011 3742.15 3743.1 1 25 1 R.ALEATTEHIRQELAVFCSPEPPAKTSTPEDFIR.M 2145 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.019636.01963 2 5.2237 0.5186 3100.05 3099.5 1 40.74074 6 R.AGTCVLEYATPLQTLFAMSQYSQAGFSR.E 254 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.012597.01259 2 3.4967 0.2659 2203.97 2202.5 1 47.22222 1 K.GNFNVAHGLAWSYYIGYLR.L 151 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.019977.0199 2 4.7439 0.4153 2371.51 2369.6 1 55 22 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013492.01349 2 3.5014 0.3945 3002.11 3001.5 1 40.74074 1 K.TSAVPSTSTMSQEPELLISGMEKPLPLR.T 348 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007697.0076 2 3.4477 0.2269 1436.71 1436.6 1 75 3 R.TYNQHYNNLLR.G 181 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.005996.0059 2 3.1215 0.1973 1536.55 1536.7 1 61.538464 1 K.LPQQTGDHAGIKDR.V 225 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_PK_114.012720.0127 2 5.5607 0.4919 1945.83 1947 1 75 6 R.TLEDILADAPESQNNCR.L 294 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011220.01122 2 6.2492 0.4555 2372.19 2369.6 1 65 3 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011218.01121 3 4.6017 0.4033 2368.91 2369.6 1 37.5 2 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_Ti_103.010071.01007 2 5.3975 0.4323 1947.49 1947 1 75 2 R.TLEDILADAPESQNNCR.L 294 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_PK_110.012236.012 2 2.6991 0.2737 2371.57 2369.6 1 37.5 1 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.019497.0194 2 5.4998 0.3954 3102.13 3099.5 1 44.444447 7 R.AGTCVLEYATPLQTLFAMSQYSQAGFSR.E 254 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2972.297 2 5.6325 0.5255 2368.06 2369.6 1 72.5 4 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2268.226 2 3.2785 0.2984 1882.59 1883.1 1 53.333336 1 R.HLRQEEKEEVTVGSLK.T 332 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007560.0075 2 4.0398 0.3649 1882.91 1883.1 1 66.66667 2 R.HLRQEEKEEVTVGSLK.T 332 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsSD-NE_NT_lymphocytes_Ti_109.020579.020579.2 2 5.0922 0.4148 3101.23 3099.5 1 42.592594 7 R.AGTCVLEYATPLQTLFAMSQYSQAGFSR.E 254 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsSD-NE_NT_lymphocytes_Ti_102.012788.012788.2 2 5.7216 0.418 2369.73 2369.6 1 65 6 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010266.0102 2 3.6932 0.3713 2039.99 2040.3 1 52.941177 2 R.FLDKLPQQTGDHAGIKDR.V 221 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsSD-NE_PHA_lymphocytes_PK_105.012202.012202 2 4.1466 0.4722 1947.11 1947 1 62.5 2 R.TLEDILADAPESQNNCR.L 294 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2871.28 2 5.3672 0.4808 2370.39 2369.6 1 62.5 3 R.LIAYQEPADDSSFSLSQEVLR.H 311 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2530.253 2 3.6069 0.2261 1947.16 1947 1 65.625 2 R.TLEDILADAPESQNNCR.L 294 2 *
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NP_938023.1| gi|38093659|ref|NP_938023.1| transmembrane protein 173 [Homo sapiens] 11 86 41.7 379 42193 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.019370.0193 3 5.2031 0.4655 3101.99 3099.5 1 30.555555 2 R.AGTCVLEYATPLQTLFAMSQYSQAGFSR.E 254 2 *
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_108.014846.014846 2 2.8234 0.1935 1911.85 1909.2 8 47.058823 1 K.KIIPTLEEGLQLPSPTAT.S 103 1
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011630.011630 1 2.5134 0.2624 1182.11 1180.4 4 54.545456 1 I.HQSLAGGIIGVK.G 152 1
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.010648.010648 1 4.3717 0.306 1521.04 1519.9 1 71.42857 3 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.018344.018344 2 4.7151 0.318 1717.73 1716 1 76.666664 72 R.ILSISADIETIGEILK.K 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011696.011696 1 2.2121 0.2471 1292.81 1293.6 2 58.333332 1 L.IHQSLAGGIIGVK.G 151 1
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_115.015084.015084 2 2.9181 0.2475 2158.77 2159.3 1 50 2 L.NYQHYKGSDFDCELRLL.I 134 0
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011396.011396 2 3.6828 0.3249 1518.75 1519.9 1 64.28571 17 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_113.013948.013948 2 4.582 0.4428 1843.25 1844.2 1 59.375 17 R.ILSISADIETIGEILKK.I 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_107.008748.008748 2 3.3153 0.2954 1550.47 1550.6 2 63.636364 1 K.LFQECCPHSTDR.V 180 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_112.011829.011829 3 3.9758 0.1855 2587.52 2585.9 1 36.904762 1 K.LFQECCPHSTDRVVLIGGKPDR.V 180 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011252.011252 3 4.9837 0.3488 1519.91 1519.9 1 58.928574 8 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.015383.015383 3 3.9651 0.2331 4059.17 4057.5 1 22.142857 1 K.IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK.G 104 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_111.014748.014748 2 2.9945 0.2618 2039.19 2037.4 1 52.77778 1 L.KKIIPTLEEGLQLPSPTAT.S 102 0
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.016744.016744 2 3.3327 0.2869 3061.21 3060.2 7 29.166666 1 R.AQPYDPNFYDETYDYGGFTMMFDDR.R 222 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.007071.0070 1 2.1662 0.134 1053.72 1054.3 6 61.11111 4 R.VVLIGGKPDR.V 192 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012714.0127 1 3.4853 0.2833 1343.72 1341.6 1 72.72727 1 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.014649.01464 3 4.9445 0.2712 4059.59 4057.5 1 28.57143 2 K.IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK.G 104 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.018890.01889 2 2.984 0.3023 1717.37 1716 3 53.333336 3 R.ILSISADIETIGEILK.K 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.006843.00684 3 5.3421 0.3019 1738.85 1736.9 1 65.38461 1 K.RPAEDMEEEQAFKR.S 22 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.017520.01752 2 2.8675 0.2877 1844.61 1844.2 5 46.875 1 R.ILSISADIETIGEILKK.I 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006462.00646 2 3.3339 0.2757 1549.27 1550.6 1 68.181816 1 K.LFQECCPHSTDR.V 180 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.019468.0194 2 3.8282 0.2387 1717.93 1716 2 53.333336 4 R.ILSISADIETIGEILK.K 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012441.0124 2 3.992 0.3065 1341.59 1341.6 1 81.818184 4 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.013059.01305 3 6.139 0.386 2591.24 2590.9 1 36.363636 2 R.IITITGTQDQIQNAQYLLQNSVK.Q 434 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014188.0141 3 6.0652 0.4815 4186.19 4185.7 1 29.86111 1 K.KIIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK.G 103 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.014344.01434 3 4.9531 0.4929 4185.11 4185.7 1 26.38889 1 K.KIIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK.G 103 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011106.01110 3 3.891 0.1908 1518.8 1519.9 5 50 1 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.006808.00680 2 2.3416 0.1422 1053.69 1054.3 4 77.77778 1 R.VVLIGGKPDR.V 192 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012509.01250 2 3.6889 0.2677 1521.73 1519.9 1 64.28571 8 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.006299.00629 2 2.1715 0.1013 998.07 999.04 2 85.71429 1 R.DYDDMSPR.R 279 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.008780.0087 2 3.22 0.2726 1260.09 1260.3 1 85 2 K.IDEPLEGSEDR.I 423 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.012273.01227 2 3.852 0.2808 1341.01 1341.6 1 86.36364 2 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_PK_114.011466.0114 2 2.6426 0.2434 1055.55 1054.3 9 77.77778 1 R.VVLIGGKPDR.V 192 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2827.282 2 2.8729 0.1628 1554.35 1554.9 3 57.692307 1 K.IILDLISESPIKGR.A 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1900.190 2 3.5807 0.3832 1781.33 1781.8 1 59.375 1 R.TDYNASVSVPDSSGPER.I 70 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_104.013437.013437.1 1 3.1617 0.3084 1342.09 1341.6 1 72.72727 3 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_104.015551.015551.3 3 3.1792 0.1155 3831.98 3832.2 6 19.69697 1 K.IDEPLEGSEDRIITITGTQDQIQNAQYLLQNSVK.Q 423 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_111.013211.013211.2 2 3.3313 0.1967 1521.27 1519.9 1 71.42857 5 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008235.008235.2 2 3.0128 0.1946 1106.93 1107.2 2 93.75 1 R.NTDEMVELR.I 38 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_108.001137.001137.2 2 3.8481 0.1577 1717.69 1716 1 63.333332 10 R.ILSISADIETIGEILK.K 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_106.015784.015784 1 3.3765 0.3026 1342.84 1341.6 1 72.72727 4 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012818.012818.1 1 4.1046 0.3065 1521 1519.9 1 67.85714 17 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011645.0116 1 2.7708 0.2053 1520.81 1519.9 3 50 2 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_106.015755.015755 1 2.2568 0.2665 1398 1398.7 1 58.333332 1 K.IILDLISESPIKG.R 208 1
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_108.017391.017391.2 2 4.3779 0.377 1844.09 1844.2 1 68.75 16 R.ILSISADIETIGEILKK.I 87 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_101.008927.008927.2 2 3.3818 0.4019 1780.03 1781.8 1 59.375 1 R.TDYNASVSVPDSSGPER.I 70 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012534.012534 2 2.887 0.2667 1455.61 1453.6 1 72.72727 2 Y.KGSDFDCELRLL.I 139 0
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2657.265 2 2.9053 0.2502 1519.51 1519.9 1 60.714287 1 R.LLIHQSLAGGIIGVK.G 149 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_109.014459.014459.2 2 3.9952 0.2756 1341.77 1341.6 1 86.36364 6 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014554.014554.3 3 7.6118 0.4332 2590.91 2590.9 1 44.31818 2 R.IITITGTQDQIQNAQYLLQNSVK.Q 434 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_105.016341.016341.3 3 5.04 0.3427 4057.25 4057.5 1 28.57143 4 K.IIPTLEEGLQLPSPTATSQLPLESDAVECLNYQHYK.G 104 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_PK_105.013785.013785. 2 3.7997 0.2998 1341.69 1341.6 1 81.818184 2 K.IILDLISESPIK.G 208 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_105.015748.015748.2 2 3.9303 0.2299 1549.85 1550.6 1 77.27273 3 K.LFQECCPHSTDR.V 180 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_102.012050.012050.2 2 4.8115 0.3787 1916.21 1918.2 1 55.555557 2 R.GSYGDLGGPIITTQVTIPK.D 378 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_111.011725.011725.2 2 2.2385 0.0948 1193.95 1195.5 1 80 1 R.NLPLPPPPPPR.G 306 2
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NP_112552.1| gi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleoprotein K isoform b [Homo sapie 32 255 54 463 50976 5.5 HsSD-NE_NT_lymphocytes_Ti_111.011651.011651.1 1 1.9378 0.1773 1194.92 1195.5 2 60.000004 1 R.NLPLPPPPPPR.G 306 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.010058.010058 3 4.7868 0.3869 2515.46 2515.7 1 41.304348 3 K.WNTEDKVSHVSTGGGASLELLEGK.V 383 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.000896.000896 2 3.9887 0.2968 2105.77 2106.4 1 50 17 K.QIVWNGPVGVFEWEAFAR.G 333 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.002079.002079 2 2.8256 0.2926 1634.75 1635.8 1 67.85714 2 K.LGDVYVNDAFGTAHR.A 157 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.012703.012703 3 5.7181 0.2795 3264.47 3265.9 1 32.75862 2 K.SVVLMSHLGRPDGVPMPDKYSLEPVAVELK.S 57 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.012065.012065 2 3.0543 0.1945 1966.73 1968.2 1 47.058823 1 K.VLNNMEIGTSLFDEEGAK.I 247 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.010064.010064 2 4.9893 0.4017 2514.75 2515.7 1 60.869564 7 K.WNTEDKVSHVSTGGGASLELLEGK.V 383 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.008824.008824 2 5.4239 0.4714 1743.55 1741.9 1 79.411766 12 K.VSHVSTGGGASLELLEGK.V 389 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.013428.013428 2 3.9235 0.3595 2024.33 2024.3 1 50 7 K.ITLPVDFVTADKFDENAK.T 280 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_PK_108.011559.011559 2 4.4473 0.4892 1979.73 1978.2 1 55.555557 2 A.SGIPAGWMGLDCGPESSKK.Y 305 1 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.021338.021338 2 3.7975 0.2417 1731.39 1729.1 1 63.333332 72 K.VNEMIIGGGMAFTFLK.V 231 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.008564.008564 2 5.7348 0.4644 1755.29 1755.9 1 81.25 13 R.GCITIIGGGDTATCCAK.W 366 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011535.0115 2 3.8958 0.2797 2023.47 2024.3 1 52.941177 2 K.ITLPVDFVTADKFDENAK.T 280 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008754.00875 2 4.7035 0.4023 1744.71 1741.9 1 73.52941 3 K.VSHVSTGGGASLELLEGK.V 389 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.012734.01273 3 4.4375 0.3915 1770.44 1770.1 1 54.6875 2 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.018380.0183 3 3.1095 0.1018 3227.33 3224.7 1 21.296297 2 K.KYAEAVTRAKQIVWNGPVGVFEWEAFAR.G 323 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011576.0115 2 4.3743 0.1879 1770.61 1770 1 75 6 K.ACANPAAGSVILLENLR.F 107 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011684.01168 2 4.9513 0.3789 1768.87 1770 1 84.375 1 K.ACANPAAGSVILLENLR.F 107 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.012464.0124 3 4.8523 0.3441 1770.38 1770.1 1 51.5625 8 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011711.01171 3 4.636 0.141 1769.99 1770 5 46.875 1 K.ACANPAAGSVILLENLR.F 107 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.017409.01740 2 4.6701 0.5007 2105.83 2106.4 1 67.64706 3 K.QIVWNGPVGVFEWEAFAR.G 333 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.012755.01275 2 4.0802 0.3415 1767.79 1770.1 1 62.5 1 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011231.0112 2 5.8767 0.4196 1969.67 1968.2 1 73.52941 2 K.VLNNMEIGTSLFDEEGAK.I 247 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011990.0119 2 3.8243 0.1209 1771.93 1770.1 2 59.375 1 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008226.00822 3 4.3437 0.3104 1636.22 1635.8 1 53.571426 2 K.LGDVYVNDAFGTAHR.A 157 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008638.0086 2 4.8659 0.5188 1741.65 1741.9 1 76.47059 4 K.VSHVSTGGGASLELLEGK.V 389 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_112.013144.013144.3 3 5.8009 0.3253 3267.26 3265.9 1 33.62069 1 K.SVVLMSHLGRPDGVPMPDKYSLEPVAVELK.S 57 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.017078.0170 2 4.9142 0.4295 2106.75 2106.4 1 76.47059 6 K.QIVWNGPVGVFEWEAFAR.G 333 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008981.008981.2 2 4.4279 0.368 1756.63 1755.9 1 75 5 R.GCITIIGGGDTATCCAK.W 366 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011918.0119 3 5.5752 0.3096 3266.75 3265.9 1 28.448275 2 K.SVVLMSHLGRPDGVPMPDKYSLEPVAVELK.S 57 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3274.327 2 3.0814 0.0998 2249.76 2247.6 1 44.736843 1 K.SLLGKDVLFLKDCVGPEVEK.A 87 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_109.018621.018621.2 2 4.5129 0.4824 2106.07 2106.4 1 55.88235 12 K.QIVWNGPVGVFEWEAFAR.G 333 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_102.012419.012419.2 2 5.639 0.3105 1969.05 1968.2 1 70.588234 10 K.VLNNMEIGTSLFDEEGAK.I 247 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_102.010568.010568.1 1 2.3429 0.24 1249.67 1248.5 3 65 1 K.YSLEPVAVELK.S 76 2 *

41



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3358.335 2 3.2863 0.1388 1769.84 1770.1 7 50 1 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_105.016197.016197.2 2 5.7758 0.3558 1771.75 1770 1 84.375 3 K.ACANPAAGSVILLENLR.F 107 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3191.31 2 4.3103 0.1886 1771.09 1770.1 2 59.375 2 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_105.015595.015595.1 1 2.6911 0.1321 974.63 975.05 1 78.57143 2 R.FHVEEEGK.G 124 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_104.012782.012782.2 2 5.035 0.342 2026.75 2024.3 1 70.588234 2 K.ITLPVDFVTADKFDENAK.T 280 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_102.012342.012342.2 2 3.9591 0.4276 2479.69 2478.7 1 52.083332 1 K.TGQATVASGIPAGWMGLDCGPESSK.K 298 2 *
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_Ti_107.012173.012173.3 3 4.4232 0.3463 1770.44 1770.1 2 54.6875 2 K.ALESPERPFLAILGGAK.V 200 2
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_000282.1| gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo sapiens] 22 229 60.7 417 44615 8.1 HsSD-NE_NT_lymphocytes_PK_107.011666.011666. 2 4.1843 0.3191 1354.01 1353.6 1 79.16667 2 N.PAAGSVILLENLR.F 111 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_109.011846.011846 1 3.4023 0.25 1412.68 1412.6 1 70 4 F.YSNKEIFLREL.I 33 0
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.009419.009419 3 3.0801 0.2235 2118.05 2117.3 1 39.0625 1 K.KCLELFSELAEDKENYK.K 411 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_108.010244.010244 2 3.5159 0.3066 1666.37 1665.8 1 65.38461 3 K.SLTNDWEDHLAVKH.F 307 1
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_109.015462.015462 2 2.9984 0.2028 1441.05 1439.7 1 77.27273 2 K.HSQFIGYPITLY.L 205 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_110.011560.011560 3 4.1774 0.2471 2731.91 2734.1 1 36.904762 2 R.KRGFEVVYMTEPIDEYCVQQLK.E 505 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_101.013496.013496 2 4.4499 0.4285 2436.39 2433.7 1 57.5 7 R.LVSSPCCIVTSTYGWTANMER.I 584 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.016173.016173 2 3.7448 0.2886 2532.01 2531.9 1 47.368423 2 R.RVFIMDSCDELIPEYLNFIR.G 359 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_107.004422.004422 2 2.8286 0.1987 1249.23 1249.4 4 65 1 F.SVEGQLEFRAL.L 322 0
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_110.011058.011058 3 3.8601 0.3011 1783.34 1784 3 44.642857 2 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.009710.009710 2 4.5979 0.3464 2116.99 2117.3 1 62.5 5 K.CLELFSELAEDKENYKK.F 412 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_107.010600.010600 3 3.4555 0.1991 2120.24 2117.3 1 45.3125 1 K.CLELFSELAEDKENYKK.F 412 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_112.012087.012087 2 5.0173 0.3394 1913.41 1912.2 1 73.333336 2 K.KHLEINPDHPIVETLR.Q 624 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_107.004242.004242 2 4.1777 0.3373 1528.55 1528.7 1 75 30 K.SLTNDWEDHLAVK.H 307 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.009068.009068 2 6.2986 0.477 2257.63 2257.3 1 68.42105 106 K.HNDDEQYAWESSAGGSFTVR.T 149 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_110.011040.011040 2 4.4865 0.3332 1786.67 1784 1 78.57143 1 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_104.010396.010396 3 3.7352 0.3779 2256.8 2257.3 1 39.473686 9 K.HNDDEQYAWESSAGGSFTVR.A 149 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.009732.009732 1 2.5577 0.2741 1349.85 1349.5 1 55 3 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_114.016674.016674 1 2.0644 0.1587 1493.09 1492.8 1 59.090908 1 L.LFIPRRAPFDLF.E 333 0 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_105.009971.009971 2 4.9949 0.3998 2245.55 2245.5 1 61.764706 3 K.KCLELFSELAEDKENYKK.F 411 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_106.008777.008777 2 5.4646 0.3502 1914.65 1912.2 1 73.333336 7 K.KHLEINPDHPIVETLR.Q 624 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_104.009272.009272 3 4.9287 0.3765 2014.58 2016.3 1 53.333336 42 K.VILHLKEDQTEYLEER.R 181 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_104.009218.009218 2 4.9309 0.3106 2016.99 2016.3 1 80 22 K.VILHLKEDQTEYLEER.R 181 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_107.012070.012070 2 2.9386 0.2801 1627.43 1627.8 2 57.692307 1 K.HLEINPDHPIVETL.R 625 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_104.007258.007258 3 5.0032 0.2962 3338.45 3338.4 1 31.48148 3 R.EKEISDDEAEEEKGEKEEEDKDDEEKPK.I 222 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.008858.008858 2 3.5634 0.3154 1349.97 1349.5 1 85 44 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_108.010101.01010 2 3.8526 0.2762 1658.55 1656.8 1 76.92308 1 Y.KSLTNDWEDHLAVK.H 306 1
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_110.010459.010459 1 2.5368 0.249 1316.64 1317.5 1 66.66667 1 T.FYSNKEIFLR.E 32 1
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_109.015374.015374 1 2.536 0.4737 1438.96 1439.7 2 59.090908 2 K.HSQFIGYPITLY.L 205 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_107.013908.013908 2 3.3891 0.3395 2602.59 2603.8 1 45 1 K.TKPIWTRNPDDITQEEYGEFY.K 285 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_Ti_102.008715.008715 2 5.6561 0.5505 2177.65 2178.3 1 75 6 R.YHTSQSGDEMTSLSEYVSR.M 457 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_111.018409.018409 3 4.3128 0.3115 3380.36 3380.7 1 29.464287 4 M.DSCDELIPEYLNFIRGVVDSEDLPLNISR.E 364 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009492.0094 2 3.6261 0.2224 2245.07 2245.5 9 47.058823 1 K.KCLELFSELAEDKENYKK.F 411 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012923.0129 2 4.7491 0.4631 2451.09 2449.7 1 57.894737 2 R.GFEVVYMTEPIDEYCVQQLK.E 507 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.013319.0133 2 2.6858 0.083 1351.85 1349.5 1 75 8 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_PK_109.005560.0055 2 2.5425 0.1603 1669.59 1668.7 2 53.846157 1 M.PEEVHHGEEEVETF.A 2 0 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_105.008387.00838 2 4.7715 0.4758 2178.19 2178.3 1 66.66667 2 R.YHTSQSGDEMTSLSEYVSR.M 457 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.006647.0066 1 2.1855 0.1756 1039.36 1040.1 1 75 1 R.YESLTDPSK.L 56 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_106.010217.0102 2 2.8372 0.2436 2260.29 2257.3 1 36.842106 1 K.HNDDEQYAWESSAGGSFTVR.T 149 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_109.014261.01426 2 2.557 0.2592 1350.73 1349.5 3 70 4 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.008780.0087 2 4.365 0.3152 1784.57 1784 1 85.71429 4 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_PK_111.011967.0119 2 5.6254 0.428 1850.57 1848.9 1 85.71429 8 R.NPDDITQEEYGEFYK.S 292 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_106.011967.01196 2 4.3479 0.4824 2435.35 2433.7 1 55 8 R.LVSSPCCIVTSTYGWTANMER.I 584 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.011770.0117 2 3.5032 0.3017 2435.91 2433.7 1 47.5 4 R.LVSSPCCIVTSTYGWTANMER.I 584 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_109.017022.01702 2 3.6849 0.3075 2533.79 2531.9 1 50 2 R.RVFIMDSCDELIPEYLNFIR.G 359 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.012459.0124 2 2.7948 0.3094 1810.45 1810.1 2 57.14286 1 K.HSQFIGYPITLYLEK.E 205 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008751.0087 2 4.8397 0.5355 2178.47 2178.3 1 69.44444 1 R.YHTSQSGDEMTSLSEYVSR.M 457 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_106.005450.00545 2 2.4061 0.2262 1143.81 1142.2 3 72.22222 3 K.LGIHEDSTNR.R 439 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_108.008892.00889 2 3.3794 0.1036 2018.37 2016.3 1 53.333336 3 K.VILHLKEDQTEYLEER.R 181 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007845.0078 2 3.8407 0.3311 1277.35 1276.4 2 77.27273 2 R.ELISNASDALDK.I 42 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_104.006933.00693 2 2.428 0.1053 1311.95 1312.3 4 77.77778 1 K.EDQTEYLEER.R 187 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009280.0092 2 4.7615 0.2947 1851.59 1848.9 1 75 2 R.NPDDITQEEYGEFYK.S 292 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_111.010337.01033 2 4.8736 0.4492 1911.49 1912.2 1 73.333336 2 K.KHLEINPDHPIVETLR.Q 624 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_PK_107.009536.0095 2 2.555 0.2365 1132.49 1131.2 1 77.77778 1 S.GFSLEDPQTH.A 667 0
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_110.008816.00881 2 4.4578 0.3554 1784.41 1784 1 71.42857 2 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_111.012464.01246 2 4.1713 0.4327 1809.39 1810.1 1 71.42857 2 K.HSQFIGYPITLYLEK.E 205 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_104.009010.00901 2 3.3398 0.179 1243.53 1243.4 1 86.36364 1 K.ADLINNLGTIAK.S 96 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009044.0090 3 4.7597 0.3213 1785.2 1784 1 50 3 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_105.012879.01287 2 5.2701 0.4506 2450.67 2449.7 1 57.894737 4 R.GFEVVYMTEPIDEYCVQQLK.E 507 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_Ti_105.013517.01351 2 2.5245 0.2558 2259.93 2257.3 6 34.210526 1 K.HNDDEQYAWESSAGGSFTVR.T 149 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.016553.0165 2 3.771 0.2469 2533.55 2531.9 1 50 3 R.RVFIMDSCDELIPEYLNFIR.G 359 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_106.010508.010508 1 2.6826 0.2597 1528.7 1528.7 2 58.333332 2 K.SLTNDWEDHLAVK.H 307 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_108.004066.004066.2 2 3.2558 0.0848 2016.31 2016.3 1 56.666668 4 K.VILHLKEDQTEYLEER.R 181 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_106.013163.013163.2 2 5.3556 0.4593 2451.77 2449.7 1 60.526318 5 R.GFEVVYMTEPIDEYCVQQLK.E 507 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_103.008308.008308.2 2 3.5732 0.3212 1540.41 1540.7 1 65.38461 2 R.YESLTDPSKLDSGK.E 56 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2319.23 2 4.3485 0.338 1783.44 1784 1 85.71429 2 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_110.010756.010756.2 2 2.9336 0.1618 1364.85 1365.6 4 75 3 R.RAPFDLFENKK.K 338 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_108.004190.004190.2 2 3.6325 0.3238 1349.61 1349.5 1 85 23 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_102.009998.009998.2 2 5.6409 0.3891 1849.43 1848.9 1 85.71429 3 R.NPDDITQEEYGEFYK.S 292 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_106.010506.010506 2 2.9837 0.2427 1480.65 1481.6 2 58.333332 1 N.ASDALDKIRYESL.T 47 0 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2272.227 2 4.3329 0.2621 1782.94 1784 1 78.57143 3 K.HLEINPDHPIVETLR.Q 625 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_105.009796.009796 1 2.0151 0.1537 1112.53 1113.2 1 62.5 1 N.DWEDHLAVK.H 311 1
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_107.012865.012865.2 2 4.1795 0.4816 2434.65 2433.7 1 60.000004 8 R.LVSSPCCIVTSTYGWTANMER.I 584 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_108.004212.004212.3 3 3.9042 0.276 2016.83 2016.3 1 50 4 K.VILHLKEDQTEYLEER.R 181 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_109.010471.010471.3 3 3.9342 0.2108 1366.01 1365.6 1 60.000004 4 R.RAPFDLFENKK.K 338 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_106.011144.011144 2 3.7586 0.2342 2113.03 2112.3 1 56.25 1 F.SELAEDKENYKKFYEAF.S 417 0 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_113.011924.0119 2 2.7027 0.1501 1936.83 1938.3 9 43.333332 2 K.KHSQFIGYPITLYLEK.E 204 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_111.013925.013925.2 2 4.4254 0.4239 1809.99 1810.1 1 75 2 K.HSQFIGYPITLYLEK.E 205 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_103.018868.018868.2 2 4.3459 0.3568 2374.37 2375.7 1 58.333332 4 R.VFIMDSCDELIPEYLNFIR.G 360 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_106.001332.001332.2 2 4.9703 0.4448 2258.99 2257.3 1 55.263157 63 K.HNDDEQYAWESSAGGSFTVR.T 149 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_104.012449.012449 2 3.1583 0.2626 1847.89 1848.9 2 60.714287 2 R.NPDDITQEEYGEFYK.S 292 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.009327.0093 3 3.7426 0.1564 1365.65 1365.6 1 52.499996 3 R.RAPFDLFENKK.K 338 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_105.018980.018980 2 4.3394 0.3314 1885.31 1885 1 78.57143 4 M.DSCDELIPEYLNFIR.G 364 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_105.015562.015562.1 1 2.4626 0.2753 1141.49 1142.2 1 61.11111 2 K.LGIHEDSTNR.R 439 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_105.018062.018062 2 4.5071 0.2947 1768.79 1770 1 80.769226 5 D.SCDELIPEYLNFIR.G 365 1 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_108.012185.012185.1 1 2.784 0.1566 1351.11 1349.5 1 65 5 K.HFSVEGQLEFR.A 320 2
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_110.017794.017794.2 2 3.7908 0.2485 2530.67 2531.9 1 57.894737 1 R.RVFIMDSCDELIPEYLNFIR.G 359 2 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_PHA_lymphocytes_PK_105.009026.009026 2 4.0926 0.3112 1670.23 1668.7 1 73.07692 3 M.PEEVHHGEEEVETF.A 2 0 *
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NP_031381.2| gi|20149594|ref|NP_031381.2| "heat shock 90kDa protein 1, beta [Homo sapiens] " 53 560 50.1 724 83264 5 HsSD-NE_NT_lymphocytes_Ti_109.013611.013611.2 2 3.3649 0.1757 2605.25 2605.9 2 35 1 K.RGFEVVYMTEPIDEYCVQQLK.E 506 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.009953.009953 2 3.1626 0.309 1926.15 1923.9 1 60.714287 1 K.GYNDDYYEESYFTTR.T 89 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008906.00890 2 5.3974 0.5066 1924.45 1923.9 1 82.14286 5 K.GYNDDYYEESYFTTR.T 89 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006864.0068 1 2.8073 0.1724 1196.62 1195.4 2 66.66667 2 K.KEDALLYQSK.G 79 2
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.005811.00581 2 2.296 0.2031 1251.49 1251.3 1 72.72727 2 R.TYGEPESAGPSR.A 104 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007692.00769 1 2.5744 0.2885 1397.74 1397.6 1 62.5 1 R.YNIPHGPVVGSTR.R 19 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.009980.00998 2 3.4073 0.309 1398.63 1397.6 1 87.5 2 R.YNIPHGPVVGSTR.R 19 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_PK_110.013718.013 2 2.5355 0.2295 2681.41 2680.9 4 28.260868 1 S.YYPTSSSTSFMSSSSSSSSWLTRR.A 181 1 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009230.0092 2 4.6377 0.5018 1923.31 1923.9 1 71.42857 11 K.GYNDDYYEESYFTTR.T 89 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008566.00856 2 4.7128 0.2078 2161.41 2162.3 1 52.499996 2 R.LSPPSSSAASSYSFSDLNSTR.G 48 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012850.01285 2 5.2079 0.4951 3130.19 3127.3 1 39.285713 2 R.SSLDLSYYPTSSSTSFMSSSSSSSSWLTR.R 175 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008781.0087 2 4.1118 0.5253 2160.85 2162.3 1 62.5 2 R.LSPPSSSAASSYSFSDLNSTR.G 48 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007982.00798 3 3.0531 0.2799 1939.37 1939.1 6 34.375 1 R.DSAYQSITHYRPVSASR.S 158 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.009782.0097 2 4.4263 0.3201 1556.75 1553.8 1 73.07692 1 R.RYNIPHGPVVGSTR.R 18 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011062.011062.2 2 3.8465 0.2404 1553.37 1553.8 2 61.538464 1 R.RYNIPHGPVVGSTR.R 18 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1678.167 2 3.4055 0.1565 1251.48 1251.3 1 77.27273 2 R.TYGEPESAGPSR.A 104 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1707.17 2 3.1842 0.2184 1251.81 1251.3 1 77.27273 2 R.TYGEPESAGPSR.A 104 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsSD-NE_PHA_lymphocytes_PK_105.011237.011237 2 3.6947 0.4488 1925.11 1923.9 1 60.714287 1 K.GYNDDYYEESYFTTR.T 89 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010355.010355.2 2 4.892 0.4812 1923.59 1923.9 1 78.57143 3 K.GYNDDYYEESYFTTR.T 89 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010148.0101 2 3.3879 0.1745 1398.19 1397.6 1 83.33333 3 R.YNIPHGPVVGSTR.R 19 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2663.26 2 2.8662 0.3071 1397.06 1397.6 1 70.83333 1 R.YNIPHGPVVGSTR.R 19 2 *
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_000108.1| gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 10 48 46.9 254 28994 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2411.241 2 3.6112 0.3821 1924.98 1923.9 1 64.28571 2 K.GYNDDYYEESYFTTR.T 89 2 *
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_114.014024.014024 3 5.9843 0.2914 3492.2 3493 1 29.166666 2 K.MALIQMGSVEEAVQALIDLHNHDLGENHHLR.V 512 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_103.011186.011186 2 3.1593 0.2629 1899.61 1899 1 56.666668 2 K.LSLDGQNIYNACCTLR.I 239 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_112.011533.011533 2 3.8854 0.3567 2005.97 2007.2 1 62.5 1 L.IDLHNHDLGENHHLRVS.F 528 0
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_112.011581.01158 2 4.8461 0.388 1933.99 1934.1 1 66.66667 3 A.LIDLHNHDLGENHHLR.V 527 1
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_111.009507.009507 1 2.1494 0.1457 821.59 821.01 1 83.33333 2 K.LHGKPIR.I 418 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_110.015326.015326 2 3.7467 0.4022 2115.47 2113.5 1 52.63158 7 R.KLPIDVTEGEVISLGLPFGK.V 65 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.012826.012826 2 4.9953 0.4543 2243.51 2244.5 1 57.894737 2 K.NNQFQALLQYADPVSAQHAK.L 219 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_113.012247.012247 3 3.5862 0.3062 1934.66 1934.1 1 45 1 A.LIDLHNHDLGENHHLR.V 527 1
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.000916.000916 2 2.8311 0.2383 2490.41 2490 1 40 1 R.IIVENLFYPVTLDVLHQIFSK.F 186 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_Ti_102.017808.017808 2 4.3974 0.4938 2039.07 2040.4 1 55.88235 97 R.VTPQSLFILFGVYGDVQR.V 368 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_111.019089.019089 2 3.1963 0.2713 2277.11 2274.7 1 41.666664 3 R.IIVENLFYPVTLDVLHQIF.S 186 1
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_112.011413.011413 2 4.4069 0.3993 1822.43 1821 1 75 2 L.IDLHNHDLGENHHLR.V 528 1
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_PHA_lymphocytes_PK_108.000035.000035 2 3.0793 0.3723 1592.19 1592.9 1 70.83333 2 L.FYPVTLDVLHQIF.S 192 0
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012239.01223 3 4.3343 0.4129 2241.5 2244.5 1 40.789474 2 K.NNQFQALLQYADPVSAQHAK.L 219 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.014732.01473 2 4.2172 0.3276 2278.47 2276.6 1 59.090908 2 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.015326.01532 2 4.0681 0.4469 2112.49 2113.5 1 63.15789 4 R.KLPIDVTEGEVISLGLPFGK.V 65 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.012363.01236 2 5.2944 0.4566 2247.43 2244.5 1 57.894737 1 K.NNQFQALLQYADPVSAQHAK.L 219 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_PK_112.011811.0118 2 3.8073 0.4639 2091.69 2093.2 1 63.88889 1 R.DYTRPDLPSGDSQPSLDQT.M 274 1
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_112.016329.01632 3 4.6173 0.2202 2488.85 2490 1 40 4 R.IIVENLFYPVTLDVLHQIFSK.F 186 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_111.015069.01506 2 3.9833 0.3067 2042.31 2040.4 1 58.823532 21 R.VTPQSLFILFGVYGDVQR.V 368 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.013754.01375 3 3.8235 0.131 2998.52 2996.3 1 32.692307 3 K.NFQNIFPPSATLHLSNIPPSVSEEDLK.V 464 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.014844.0148 2 3.5202 0.23 2115.55 2113.5 1 57.894737 7 R.KLPIDVTEGEVISLGLPFGK.V 65 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009285.00928 2 2.8615 0.103 991.69 992.13 1 85.71429 3 K.HQNVQLPR.E 430 2
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79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.014840.01484 3 5.0098 0.3429 2277.95 2276.6 1 38.636364 2 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.014373.0143 3 4.6872 0.3761 2278.61 2276.6 1 40.909092 1 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.013325.01332 2 3.1486 0.3084 2996.27 2996.3 1 40.384613 1 K.NFQNIFPPSATLHLSNIPPSVSEEDLK.V 464 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.013264.0132 2 2.8675 0.2276 2996.47 2996.3 1 38.46154 1 K.NFQNIFPPSATLHLSNIPPSVSEEDLK.V 464 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_Ti_114.008326.00832 1 1.9347 0.1926 820.54 821.01 1 83.33333 1 K.LHGKPIR.I 418 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.015620.0156 2 2.8499 0.2205 2278.81 2276.6 7 34.090908 1 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.016089.0160 2 3.1914 0.3021 2489.57 2490 1 47.5 2 R.IIVENLFYPVTLDVLHQIFSK.F 186 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_112.016726.016726.2 2 4.727 0.4238 2488.93 2490 1 60.000004 6 R.IIVENLFYPVTLDVLHQIFSK.F 186 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_112.009649.009649.1 1 2.1772 0.1519 820.65 821.01 1 83.33333 2 K.LHGKPIR.I 418 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_105.016401.016401.2 2 5.4308 0.3981 2279.63 2276.6 1 63.636364 2 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_103.010554.010554.2 2 4.4421 0.0997 1901.35 1899 1 70 6 K.LSLDGQNIYNACCTLR.I 239 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.000150.0001 2 4.4783 0.3498 2042.83 2040.4 1 64.70589 49 R.VTPQSLFILFGVYGDVQR.V 368 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.016334.0163 3 4.3687 0.2702 2490.62 2490 1 41.25 3 R.IIVENLFYPVTLDVLHQIFSK.F 186 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4192.419 2 5.2022 0.3928 2112.58 2113.5 1 63.15789 2 R.KLPIDVTEGEVISLGLPFGK.V 65 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.008506.0085 1 2.312 0.1587 821.54 821.01 2 83.33333 4 K.LHGKPIR.I 418 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_108.015700.015700.2 2 3.9455 0.466 2113.67 2113.5 1 65.789474 1 R.KLPIDVTEGEVISLGLPFGK.V 65 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_115.017249.017249.2 2 3.2342 0.3175 2042.29 2040.4 1 41.17647 5 R.VTPQSLFILFGVYGDVQR.V 368 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3940.394 2 4.5417 0.379 2277.62 2276.6 1 47.727272 2 R.IAIPGLAGAGNSVLLVSNLNPER.V 345 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_Ti_107.013463.013463.2 2 4.4399 0.3005 2997.41 2996.3 1 42.307693 7 K.NFQNIFPPSATLHLSNIPPSVSEEDLK.V 464 2
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NP_114367.1| gi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1| polypyrimidine tract-binding protein 1 isoform b [Homo sapiens] 21 272 38.5 550 59037 9.2 HsSD-NE_NT_lymphocytes_PK_108.018149.018149. 2 2.9436 0.2768 2039.19 2040.4 2 41.17647 1 R.VTPQSLFILFGVYGDVQR.V 368 2
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_PHA_lymphocytes_PK_107.020296.020296 2 2.7629 0.2288 2147.31 2149.4 1 38.235294 1 R.RYPYYLSDITDAFSPQVL.A 389 1 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.009395.009395 3 4.0942 0.3393 2045.48 2043.3 1 36.842106 1 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.009664.0096 2 3.4007 0.3564 1803.91 1804.8 1 57.14286 3 K.ATFDEEEGRDEYDEV.A 893 1 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.012738.01273 1 2.1988 0.4158 1491.79 1491.7 1 58.333332 2 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009210.00921 2 2.7575 0.245 1469.31 1467.7 1 65.38461 2 K.IPPDSEATLVLVGR.A 220 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.012072.01207 2 3.0803 0.2409 1878.83 1878.2 1 53.125 2 R.LQEAAELEAVELPVPIR.F 247 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.017960.01796 2 2.8159 0.084 2330.49 2327.6 1 42.857143 1 K.GTVLLDLQETSLAGVANQLLDR.F 117 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015521.01552 3 3.1465 0.0991 2467.16 2468.7 2 29.347824 2 K.GLDLNGGPDDPLQQTGQLFGGLVR.D 361 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010563.01056 3 3.9879 0.3788 2044.79 2043.3 1 34.210526 2 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_113.011357.01135 2 2.9037 0.0805 1069.15 1069.4 4 87.5 1 R.ILLLFKPPK.Y 809 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010586.01058 3 6.2947 0.3943 4123.19 4122.4 1 27.631578 2 R.SGDPSQPLLPQHSSLETQLFCEQGDGGTEGHSPSGILEK.I 181 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010426.01042 2 5.1289 0.4698 2044.81 2043.3 1 63.15789 2 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013126.0131 2 3.7564 0.3385 1491.67 1491.7 1 70.83333 2 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.012678.01267 2 4.3221 0.3372 1493.71 1491.7 1 75 4 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_Ti_115.013281.01328 2 4.3453 0.2705 2287.67 2287.7 1 57.894737 4 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_NT_lymphocytes_Ti_102.017282.017282.2 2 3.8451 0.2366 2470.91 2468.7 1 45.652176 3 K.GLDLNGGPDDPLQQTGQLFGGLVR.D 361 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.013552.0135 2 5.4197 0.2985 2290.17 2287.7 1 65.789474 8 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_PHA_lymphocytes_PK_107.000124.000124 2 3.2435 0.2239 2140.73 2138.5 1 47.22222 2 R.LQEAAELEAVELPVPIRFL.F 247 1 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_NT_lymphocytes_Ti_112.011856.011856.3 3 5.0134 0.4419 2043.32 2043.3 1 38.157894 2 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3207.320 2 5.048 0.4466 1877.39 1878.2 1 75 6 R.LQEAAELEAVELPVPIR.F 247 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4010.401 2 3.9267 0.2723 2468.76 2468.7 1 39.130436 4 K.GLDLNGGPDDPLQQTGQLFGGLVR.D 361 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.015950.0159 3 3.7163 0.2465 2289.5 2287.7 7 34.210526 3 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3396.33 2 4.5737 0.3217 2287.62 2287.7 1 55.263157 7 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2699.269 1 2.6927 0.1232 1147.7 1148.4 1 72.22222 1 R.GWVIHPLGLR.S 647 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2697.269 2 3.0062 0.1338 1148.07 1148.4 1 88.88889 1 R.GWVIHPLGLR.S 647 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_NT_lymphocytes_Ti_113.013810.013810.2 2 4.1885 0.2921 2288.15 2287.7 1 55.263157 3 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsSD-NE_NT_lymphocytes_Ti_104.013394.013394.2 2 3.1385 0.2359 1877.95 1878.2 1 59.375 2 R.LQEAAELEAVELPVPIR.F 247 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3171.317 3 3.5241 0.2399 2288.53 2287.7 1 36.842106 1 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3211.32 2 4.3943 0.3385 1491.64 1491.7 1 75 2 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3037.30 2 3.1215 0.1836 1148.12 1148.4 1 88.88889 1 R.GWVIHPLGLR.S 647 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3071.30 2 4.3616 0.3057 1877.98 1878.2 1 62.5 2 R.LQEAAELEAVELPVPIR.F 247 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3466.346 2 4.3459 0.3447 1491.51 1491.7 1 79.16667 4 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3159.316 2 4.7102 0.3485 2288.17 2287.7 1 60.526318 3 R.FLFVLLGPEAPHIDYTQLGR.A 264 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3355.335 1 2.9892 0.2623 1491.6 1491.7 1 62.5 6 R.ADFLEQPVLGFVR.L 234 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1902.190 2 3.9897 0.3913 1784.59 1785 1 68.75 2 K.ASTPGAAAQIQEVKEQR.I 744 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.010605.0106 3 4.9151 0.4604 2041.13 2043.3 1 47.368423 1 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5734.573 3 4.4411 0.3663 3900.72 3903.4 1 27.857143 2 R.GELLHSLEGFLDCSLVLPPTDAPSEQALLSLVPVQR.E 305 2 *
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_000333.1| gi|4507021|ref|NP_000333.1| "solute carrier family 4, anion exchanger, member 1 [Homo sapiens 20 99 30.1 911 101792 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.010598.0105 2 5.9058 0.465 2045.69 2043.3 1 73.68421 2 K.HSHAGELEALGGVKPAVLTR.S 161 2 *
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_PHA_lymphocytes_Ti_109.008292.008292 2 2.4412 0.1138 1323.69 1321.5 1 72.72727 1 R.KAGNFYVPAEPK.L 77 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_PHA_lymphocytes_PK_108.011294.011294 1 2.1138 0.2095 1061.64 1062.3 1 62.5 2 Y.IAWGYPNLK.S 140 1
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_PHA_lymphocytes_Ti_111.009476.009476 2 2.5873 0.09 1234.27 1232.4 1 87.5 1 K.AKHYHKEYR.Q 54 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_PHA_lymphocytes_Ti_111.015323.015323 2 3.9857 0.3304 2158.33 2155.5 1 61.764706 3 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012596.01259 2 3.5883 0.1738 1541.81 1541.8 1 90.909096 2 R.FKEANNFLWPFK.L 201 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_PK_111.010937.0109 2 3.8945 0.2935 2116.85 2117.2 1 50 2 K.TTHFVEGGDAGNREDQINR.L 224 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.006868.0068 2 4.4981 0.2186 2244.81 2245.4 2 52.63158 4 K.KTTHFVEGGDAGNREDQINR.L 223 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008888.0088 2 2.8741 0.1613 1171.57 1171.4 2 85 2 R.IALTDNALIAR.S 167 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008774.0087 1 2.7766 0.2382 1171.66 1171.4 1 70 2 R.IALTDNALIAR.S 167 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006525.00652 2 4.3487 0.3314 2116.31 2117.2 2 55.555557 3 K.TTHFVEGGDAGNREDQINR.L 224 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_PK_114.013281.0132 2 2.5103 0.2413 1162.89 1163.3 3 81.25 1 C.MEDLIHEIY.T 187 0
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007755.0077 2 2.4321 0.1532 1194.63 1193.3 2 60.000004 1 K.AGNFYVPAEPK.L 78 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.006944.0069 3 3.118 0.1467 2243.24 2245.4 7 32.894737 1 K.KTTHFVEGGDAGNREDQINR.L 223 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.006698.0066 2 4.6731 0.3253 2117.07 2117.2 1 61.11111 3 K.TTHFVEGGDAGNREDQINR.L 224 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_PK_113.011066.0110 2 2.725 0.1909 1027.55 1027.2 1 77.77778 1 R.GINGVSPKVR.K 97 2 *
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_Ti_109.018086.01808 3 4.1521 0.2418 2156.75 2155.5 1 44.11765 2 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_115.014256.014256.3 3 3.2648 0.2441 2312.39 2311.7 1 38.88889 1 K.YGIICMEDLIHEIYTVGKR.F 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014002.0140 3 4.0342 0.3085 2312.03 2311.7 1 40.27778 7 K.YGIICMEDLIHEIYTVGKR.F 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.012334.0123 2 2.5756 0.1151 1544.25 1541.8 2 72.72727 1 R.FKEANNFLWPFK.L 201 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1871.187 2 4.3418 0.2801 2117.79 2117.2 2 44.444447 2 K.TTHFVEGGDAGNREDQINR.L 224 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3206.320 2 4.0671 0.3049 1663.74 1664 1 73.07692 2 R.IVEPYIAWGYPNLK.S 135 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_PHA_lymphocytes_PK_106.008476.008476 2 4.5208 0.3235 2117.51 2117.2 2 50 2 K.TTHFVEGGDAGNREDQINR.L 224 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2283.22 2 3.4303 0.2075 1172 1171.4 1 95 1 R.IALTDNALIAR.S 167 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_110.013751.013751.2 2 2.9598 0.1345 1543.29 1541.8 1 81.818184 1 R.FKEANNFLWPFK.L 201 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_109.018623.018623.2 2 4.1229 0.5383 2153.41 2155.5 1 64.70589 2 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_102.009801.009801.1 1 2.354 0.106 1170.76 1171.4 3 65 2 R.IALTDNALIAR.S 167 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_111.015879.015879.3 3 3.6803 0.2644 2155.07 2155.5 1 41.17647 2 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.017618.0176 3 4.5634 0.3447 2155.64 2155.5 1 44.11765 8 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014211.0142 2 4.5131 0.4578 2154.57 2155.5 1 64.70589 3 K.YGIICMEDLIHEIYTVGK.R 182 2
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NP_000962.2| gi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapiens] 16 67 43.1 248 29226 10.7 HsSD-NE_NT_lymphocytes_Ti_105.015735.015735.2 2 4.8402 0.3686 2116.85 2117.2 1 58.333332 2 K.TTHFVEGGDAGNREDQINR.L 224 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.005907.005907 2 2.9139 0.3255 1300.29 1297.4 1 63.636364 2 K.GSYVSIHSSGFR.D 37 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.021996.021996 3 5.8703 0.3426 3554.48 3552.9 1 25 38 K.ILNDVQDRFEVNISELPDEIDISSYIEQTR.- 399 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.013532.013532 3 5.365 0.4164 2278.4 2278.7 1 47.368423 2 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_PK_108.013853.013853 1 3.0036 0.194 1244.09 1244.5 1 77.77778 1 R.DFLLKPELLR.A 49 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_PK_111.013007.013007 2 3.8634 0.349 1620.87 1621.9 1 76.92308 3 Q.LLVEQNFPAIAIHR.G 306 1
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.014513.014513 2 3.9147 0.293 2281.23 2278.7 1 55.263157 1 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.010511.010511 1 2.5618 0.1789 1464.5 1463.7 1 59.090908 1 K.LTLHGLQQYYVK.L 257 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.013924.013924 3 6.5801 0.4129 3654.62 3654 1 33.064518 2 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 59 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.009803.009803 3 3.2576 0.1274 1466.6 1463.7 2 47.727272 1 K.LTLHGLQQYYVK.L 257 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013256.01325 2 5.219 0.4216 1846.43 1846.1 1 89.28571 2 K.FMQDPMEIFVDDETK.L 242 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010754.01075 2 2.9194 0.1952 1463.21 1463.7 1 63.636364 2 K.LTLHGLQQYYVK.L 257 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.015936.0159 3 3.8169 0.3751 2277.44 2278.7 1 35.526314 1 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009899.00989 2 3.0938 0.2893 2300.43 2301.5 1 52.77778 1 R.VNIAFNYDMPEDSDTYLHR.V 356 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009578.0095 2 2.8574 0.2627 1480.01 1480.6 2 57.692307 1 K.GLAITFVSDENDAK.I 385 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.013484.01348 2 5.038 0.3378 2278.87 2278.7 1 65.789474 4 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012953.01295 3 4.1393 0.2534 3651.92 3654 1 25.80645 3 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 59 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.012764.0127 3 6.4678 0.3742 3656.24 3654 1 34.677418 7 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 59 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007076.00707 2 2.0851 0.1669 1307.51 1307.5 1 72.72727 2 K.NCPHIVVGTPGR.I 164 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.013574.0135 2 2.7043 0.1091 1848.73 1846.1 2 53.571426 1 K.FMQDPMEIFVDDETK.L 242 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008961.00896 2 3.8465 0.3491 1480.43 1480.6 1 80.769226 1 K.GLAITFVSDENDAK.I 385 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010112.01011 2 3.6333 0.2862 1106.53 1104.3 1 94.44444 4 R.ILVATNLFGR.G 340 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_PK_112.013656.013656. 3 4.2832 0.2088 2118.02 2118.5 1 38.88889 1 C.IALAQLLVEQNFPAIAIHR.G 301 1 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2714.271 2 3.726 0.2478 1104.35 1104.3 1 94.44444 2 R.ILVATNLFGR.G 340 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3009.30 2 3.4726 0.3462 1260.33 1260.5 1 70 1 R.RILVATNLFGR.G 339 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_114.013828.013828.3 3 5.6563 0.4047 2279.57 2278.7 1 50 5 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_106.012777.012777.3 3 4.794 0.3583 3654.41 3654 1 32.258064 1 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 59 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_111.002337.002337.3 3 3.1192 0.0909 3554.36 3552.9 5 22.413794 1 K.ILNDVQDRFEVNISELPDEIDISSYIEQTR.- 399 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_PK_105.010425.010425 2 2.5588 0.3194 1902.33 1904 1 64.28571 1 A.FNYDMPEDSDTYLHR.V 360 1
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_102.014882.014882.2 2 3.5067 0.3561 1845.77 1846.1 1 64.28571 1 K.FMQDPMEIFVDDETK.L 242 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.020300.0203 2 3.1467 0.1808 2279.93 2278.7 1 52.63158 4 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010307.010307.2 2 4.6105 0.4257 1483.29 1480.6 1 84.61539 3 K.GLAITFVSDENDAK.I 385 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2660.266 2 3.9232 0.3596 1260.64 1260.5 1 85 1 R.RILVATNLFGR.G 339 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_PK_108.011624.011624. 2 2.7932 0.2491 1103.85 1104.3 1 83.33333 2 R.ILVATNLFGR.G 340 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_112.012510.012510.2 2 3.7752 0.3111 1261.45 1260.5 1 90 2 R.RILVATNLFGR.G 339 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_103.011150.011150.2 2 2.6864 0.2063 1105.37 1104.3 1 88.88889 1 R.ILVATNLFGR.G 340 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_PK_106.009251.00925 2 4.4549 0.3765 1856.45 1854.9 1 70 2 R.AIVDCGFEHPSEVQHE.C 59 1
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.011202.0112 2 3.5256 0.4377 1261.59 1260.5 1 85 4 R.RILVATNLFGR.G 339 2
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_113.013686.013686.2 2 3.0932 0.32 2277.13 2278.7 2 39.473686 1 R.CIALAQLLVEQNFPAIAIHR.G 300 2 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_PHA_lymphocytes_PK_105.011915.011915 2 3.0196 0.2355 2212.73 2213.2 8 35 1 D.NELLDYEDDEVETAAGGDGAE.A 8 0 *
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NP_542165.1| gi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Homo sapiens] 20 116 48.6 428 48991 5.7 HsSD-NE_NT_lymphocytes_Ti_111.012355.012355.1 1 2.1404 0.3737 1462.69 1463.7 1 63.636364 2 K.LTLHGLQQYYVK.L 257 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_108.013756.013756 1 2.3238 0.1837 1339.77 1340.5 1 65 2 Q.IFRPDNFVFGQ.S 84 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_113.001042.001042 2 6.9135 0.4377 1961.51 1960.2 1 85.29411 66 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.017928.017928 2 2.6712 0.2345 1386.79 1386.6 3 65 2 K.RISEQFTAMFR.R 380 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013323.013323 3 3.087 0.1358 1623.95 1621.9 6 51.923077 1 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_114.015670.015670 2 3.9729 0.2879 1624.41 1621.9 1 76.92308 5 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013295.013295 2 3.0659 0.3244 1232.69 1230.4 1 72.22222 11 R.ISEQFTAMFR.R 381 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015814.015814 2 3.9155 0.3755 2711.05 2710 1 45.833336 1 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_113.003366.003366 3 3.9247 0.4038 2938.31 2940.1 2 26 8 K.GHYTEGAELVDSVLDVVRKEAESCDC.L 104 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.010928.010928 2 3.0744 0.3448 1040.31 1040.3 2 87.5 7 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_111.017411.01741 1 2.0601 0.1978 1276.56 1277.6 1 65 1 R.LHFFMPGFAPL.T 263 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014396.014396 3 3.2678 0.1499 1959.44 1960.2 4 36.764706 1 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_114.003742.003742 2 3.7087 0.3072 1915.37 1913.2 1 50 4 T.AIQELFKRISEQFTAM.F 373 0
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83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.012939.012939 2 3.9775 0.1858 1697.93 1697.9 4 61.538464 1 K.NSSYFVEWIPNNVK.V 337 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015843.015843 3 3.3985 0.1889 2709.32 2710 1 28.125 2 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_109.010537.010537 1 2.867 0.3809 1472.75 1473.7 1 58.333332 5 L.KLTTPTYGDLNHL.V 216 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_110.019290.019290 2 3.247 0.3104 1787.47 1786 4 43.333332 1 R.SGPFGQIFRPDNFVFG.Q 78 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_108.015958.015958 2 2.9301 0.1889 2643.07 2641.7 1 37.5 1 L.VENTDETYCIDNEALYDICFR.T 193 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_109.019231.01923 2 4.2758 0.3814 1766.39 1766 1 70 2 H.YTEGAELVDSVLDVVR.K 106 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.000030.000030 3 5.8704 0.4365 4596.5 4595.9 1 25 260 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_109.019852.019852 2 4.7133 0.4813 2710.65 2710 1 47.916664 1 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015941.015941 2 2.6766 0.172 1623.45 1621.9 9 46.153847 4 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_110.010696.010696 2 3.3522 0.197 1473.67 1473.7 3 66.66667 2 L.KLTTPTYGDLNHL.V 216 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_108.008552.008552 2 2.9259 0.3596 1357.45 1355.5 1 72.72727 2 Y.YNEATGGKYVPR.A 51 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_108.013775.013775 2 2.8051 0.325 1338.73 1340.5 1 80 2 Q.IFRPDNFVFGQ.S 84 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014469.014469 3 4.2991 0.2017 3117.26 3118.3 1 29.807693 6 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_107.013400.013400 3 4.0671 0.3496 2086.19 2088.3 3 36.11111 3 K.GHYTEGAELVDSVLDVVRK.E 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_112.015425.015425 2 3.9173 0.2698 2800.43 2800.1 1 40 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014339.014339 2 5.2916 0.4052 2801.01 2800.1 1 44 5 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.013649.013649 2 6.445 0.4255 1962.01 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_108.018018.018018 2 2.6393 0.1681 1917.09 1914.1 4 46.875 1 R.SGPFGQIFRPDNFVFGQ.S 78 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006322.00632 2 2.2538 0.1804 1066.67 1066.2 2 87.5 1 K.NMMAACDPR.H 298 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.017861.01786 3 5.6649 0.4504 4596.32 4595.9 1 26.31579 41 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.011390.0113 3 4.217 0.1899 3119.99 3118.3 7 27.884615 3 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013611.0136 2 5.0578 0.3641 2802.45 2800.1 1 42 17 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007601.0076 2 3.6636 0.2678 1445.35 1447.6 2 86.36364 1 K.EVDEQMLNVQNK.N 325 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016256.01625 2 4.9395 0.508 2710.85 2710 1 50 6 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.013242.013 2 3.3626 0.2364 1961.83 1960.2 1 52.941177 2 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011415.0114 2 3.7806 0.4027 1697.09 1697.9 1 69.230774 2 K.NSSYFVEWIPNNVK.T 337 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014451.01445 2 6.8458 0.4436 1962.43 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.020253.0202 3 4.656 0.3674 4595.78 4595.9 2 20.394737 30 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007701.0077 2 2.8901 0.0847 1260.51 1259.5 3 80 5 R.FPGQLNADLRK.L 242 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_PK_106.010811.0108 2 2.5989 0.1606 1002.31 1002.2 2 93.75 1 L.VDSVLDVVR.K 113 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.014180.01418 3 3.5781 0.2111 2799.74 2800.1 4 26 1 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010306.0103 2 2.6957 0.1298 1230.41 1230.4 2 77.77778 2 R.ISEQFTAMFR.R 381 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012968.01296 2 5.0424 0.3715 2801.93 2800.1 1 44 8 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_PK_112.013396.0133 2 2.9168 0.2298 1805.39 1803.9 4 50 1 K.FWEVISDEHGIDPTGT.Y 20 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.003299.00329 2 3.0167 0.2509 1698.29 1697.9 1 65.38461 3 K.NSSYFVEWIPNNVK.T 337 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.016292.01629 3 5.0023 0.3383 2712.77 2710 1 34.375 3 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009765.0097 2 3.619 0.2913 1143.87 1144.4 1 94.44444 4 K.LAVNMVPFPR.L 253 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011278.0112 2 3.7022 0.3085 3119.33 3118.3 7 34.615387 1 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.015585.0155 2 5.2447 0.5278 2710.15 2710 1 50 8 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009768.00976 2 3.8014 0.2349 1232.25 1230.4 1 88.88889 3 R.ISEQFTAMFR.R 381 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011829.011 1 2.9273 0.3045 1449.31 1447.5 5 54.545456 1 K.FWEVISDEHGID.P 20 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009808.00980 1 2.0178 0.1237 1230.8 1230.4 1 66.66667 1 R.ISEQFTAMFR.R 381 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012092.01209 2 4.1962 0.386 1693.03 1693 1 82.14286 2 R.ALTVPELTQQMFDAK.N 283 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008825.0088 2 2.9439 0.2512 1321.73 1320.6 2 81.818184 1 R.IMNTFSVVPSPK.V 163 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010829.01082 1 2.4005 0.3008 1272.57 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010559.0105 2 3.4093 0.2975 1040.13 1040.3 1 93.75 9 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010286.01028 2 4.0086 0.3861 1147.29 1144.4 1 94.44444 6 K.LAVNMVPFPR.L 253 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010652.01065 2 3.3733 0.339 1040.29 1040.3 2 93.75 8 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015602.0156 3 4.9986 0.3485 2712.26 2710 1 32.291664 5 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2742.274 2 3.2035 0.3155 1040.29 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_102.014699.014699 2 3.0701 0.1728 2534.77 2533.5 1 38.095238 2 Q.QYQDATAEEEGEFEEEAEEEVA.- 424 1 *
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_102.014698.014698 2 5.0188 0.458 2338.85 2338.4 1 66.66667 6 L.VENTDETYCIDNEALYDIC.F 193 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3891.389 3 3.9103 0.158 2800.18 2800.1 4 28 2 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011165.011165.1 1 2.1052 0.1328 1230.84 1230.4 4 61.11111 2 R.ISEQFTAMFR.R 381 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3684.36 2 3.4315 0.2326 2800.12 2800.1 2 34 2 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_103.012342.012342 2 3.4132 0.3198 1942.23 1941 1 53.125 1 W.YTGEGMDEMEFTEAESN.M 398 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_109.016975.016975.2 2 5.5623 0.5169 2711.23 2710 1 52.083332 16 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016179.016179.2 2 3.3214 0.0834 1697.29 1697.9 1 65.38461 1 K.NSSYFVEWIPNNVK.T 337 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2111.211 2 4.6462 0.4315 1844.53 1845.1 1 70 2 R.INVYYNEATGGKYVPR.A 47 2 *
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_103.014922.014922 2 4.4796 0.4479 2450.71 2451.5 1 57.894737 3 Q.LVENTDETYCIDNEALYDIC.F 192 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_105.016067.016067 2 3.5218 0.2402 1373.31 1372.6 1 79.16667 1 E.GAELVDSVLDVVR.K 109 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_102.015140.015140 2 3.8292 0.3885 1928.27 1927.9 1 53.125 3 A.TAEEEGEFEEEAEEEVA.- 429 1 *
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_PK_109.015506.015506. 2 3.3391 0.3097 1913.59 1914.1 9 40.625 5 R.SGPFGQIFRPDNFVFGQ.S 78 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.012584.0125 2 3.7409 0.3551 1621.55 1621.9 1 80.769226 2 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007942.0079 1 1.9715 0.101 1259.75 1259.5 4 70 1 R.FPGQLNADLRK.L 242 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_106.009551.00955 2 3.3753 0.21 2244.31 2241.3 1 50 1 D.EHGIDPTGTYHGDSDLQLER.I 27 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_111.013757.013757.2 2 3.2269 0.2901 1388.61 1386.6 5 70 1 K.RISEQFTAMFR.R 380 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_PK_108.011894.011894. 2 2.8837 0.3427 1039.83 1040.3 2 93.75 1 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012539.012539.2 2 3.8506 0.2234 1272.67 1272.6 1 90 2 R.KLAVNMVPFPR.L 252 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012543.012543.1 1 2.8049 0.2225 1273.24 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_113.012816.012816.3 3 4.3405 0.2318 1622.09 1621.9 1 55.76923 5 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_106.013395.013395 2 4.6084 0.4449 2276.39 2276.4 1 55.263157 2 K.FWEVISDEHGIDPTGTYHGD.S 20 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2762.27 2 3.1229 0.317 1039.32 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_109.001196.001196.3 3 5.9159 0.4619 4596.68 4595.9 1 25 180 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_103.013480.013480 2 6.0967 0.5505 2241.15 2242.2 1 65.789474 6 Y.QDATAEEEGEFEEEAEEEVA.- 426 1 *
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_104.015123.015123 2 4.9989 0.299 2580.19 2579.7 1 67.5 10 H.QLVENTDETYCIDNEALYDIC.F 191 0
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_106.015095.015095 3 4.1911 0.3177 3119.42 3118.3 2 32.692307 2 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3582.358 2 6.163 0.4097 1960.46 1960.2 1 82.35294 2 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2976.297 2 4.6957 0.348 2798.85 2800.1 1 44 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_106.001805.001805 2 2.8701 0.2308 2882.69 2883 2 31.818182 4 H.QLVENTDETYCIDNEALYDICFR.T 191 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_112.013816.013816.2 2 4.0467 0.3536 1622.89 1621.9 1 84.61539 13 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_105.011816.011816 2 2.9965 0.2875 1300.85 1301.4 1 83.33333 1 D.NEALYDICFR.T 204 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_108.015049.015049.3 3 5.3632 0.2109 2802.26 2800.1 1 35 3 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_107.014172.014172.2 2 5.5899 0.4685 2799.15 2800.1 1 46 22 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_114.013218.013218.2 2 6.6157 0.421 1961.03 1960.2 1 85.29411 9 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_106.014465.014465 2 3.8928 0.1842 3118.53 3118.3 1 40.384613 2 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_102.008210.008210.1 1 2.9671 0.1462 1329.78 1329.5 1 59.090908 2 R.INVYYNEATGGK.Y 47 2 *
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012329.012329.2 2 3.6346 0.2684 2089.97 2088.3 1 55.555557 1 K.GHYTEGAELVDSVLDVVRK.E 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_107.011246.011246.2 2 3.0148 0.3586 1041.17 1040.3 1 93.75 6 R.YLTVAAVFR.G 310 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014258.0142 3 7.6573 0.3877 2800.43 2800.1 1 44 11 R.SGPFGQIFRPDNFVFGQSGAGNNWAK.G 78 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016150.016150.3 3 4.1852 0.1734 3120.38 3118.3 1 30.769232 2 K.FWEVISDEHGIDPTGTYHGDSDLQLER.I 20 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3189.31 2 6.0202 0.5004 1959.59 1960.2 1 79.411766 3 K.GHYTEGAELVDSVLDVVR.K 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_106.016607.016607.2 2 3.6639 0.2945 3053.37 3052.5 1 33.333336 1 R.TLKLTTPTYGDLNHLVSATMSGVTTCLR.F 214 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_103.009952.009952.2 2 3.6101 0.2685 1321.93 1320.6 1 86.36364 2 R.IMNTFSVVPSPK.V 163 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_105.015399.015399.2 2 2.9074 0.1318 1080.43 1078.2 9 85.71429 1 K.IREEYPDR.I 155 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_112.014477.014477.3 3 5.0887 0.4694 2709.23 2710 1 34.375 4 K.LTTPTYGDLNHLVSATMSGVTTCLR.F 217 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012286.012286.3 3 4.9864 0.3982 2087.93 2088.3 1 47.22222 2 K.GHYTEGAELVDSVLDVVRK.E 104 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_105.010958.010958 1 2.163 0.3385 1344.69 1345.5 3 59.090908 1 K.LTTPTYGDLNHL.V 217 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_PHA_lymphocytes_PK_105.013408.013408 3 3.9853 0.2123 2278.55 2276.4 8 31.578945 1 K.FWEVISDEHGIDPTGTYHGD.S 20 1
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012560.0125 3 4.2196 0.2457 1622.54 1621.9 5 53.846157 7 R.LHFFMPGFAPLTSR.G 263 2
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_006079.1| gi|5174735|ref|NP_006079.1| "tubulin, beta, 2 [Homo sapiens] " 60 986 74.8 445 49831 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011582.011582.2 2 3.6654 0.3134 1230.55 1230.4 1 94.44444 2 R.ISEQFTAMFR.R 381 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_105.009134.009134 3 4.8812 0.3948 4132.37 4133.1 1 27.777779 2 R.SVTVVEDDEDEDGDDLLHHHHGSHCSSSGDPAEYNLR.S 546 2 *
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_112.012365.012365 2 3.0131 0.2396 1896.15 1895.1 6 50 1 R.MQQQLDEYQELLDIK.L 352 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_101.005837.005837 2 3.4921 0.298 2367.13 2366.5 1 42.307693 1 K.ASASGSGAQVGGPISSGSSASSVTVTR.S 598 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_102.011910.011910 2 3.7688 0.4473 2533.67 2534.9 1 39.583336 4 K.AGQVVTIWAAGAGATHSPPTDLVWK.A 491 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_101.007172.007172 2 3.7903 0.2349 1510.65 1510.7 3 81.818184 2 R.LQTMKEELDFQK.N 197 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_103.008715.008715 2 4.0044 0.4139 1491.77 1492.7 1 73.07692 3 R.TALINSTGEEVAMR.K 528 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_101.002122.002122 2 2.9205 0.2098 1607.27 1606.8 1 57.692307 3 R.VAVEEVDEEGKFVR.L 440 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_Ti_101.005734.005734 2 4.7864 0.3094 1753.05 1753.9 1 73.333336 3 R.NSNLVGAAHEELQQSR.I 281 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007725.0077 2 3.7233 0.4525 1752.25 1753.9 1 66.66667 1 R.NSNLVGAAHEELQQSR.I 281 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008356.0083 3 3.3147 0.1524 4132.67 4133.1 8 18.75 1 R.SVTVVEDDEDEDGDDLLHHHHGSHCSSSGDPAEYNLR.S 546 2 *
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_Ti_110.010629.01062 2 3.5621 0.328 1699.41 1701 1 75 2 R.IRIDSLSAQLSQLQK.Q 297 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_Ti_104.011751.01175 2 4.2909 0.1422 1896.43 1895.1 1 67.85714 2 R.MQQQLDEYQELLDIK.L 352 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_Ti_107.009287.00928 1 2.472 0.17 1245.3 1244.5 1 65 1 R.LKDLEALLNSK.E 134 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_Ti_107.007940.0079 3 3.7494 0.2897 1339.76 1339.5 1 72.5 3 K.RTLEGELHDLR.G 156 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_Ti_107.007505.00750 2 3.4205 0.3495 1754.37 1753.9 1 63.333332 1 R.NSNLVGAAHEELQQSR.I 281 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_110.013727.013727.2 2 4.5332 0.4486 2535.41 2534.9 1 50 9 K.AGQVVTIWAAGAGATHSPPTDLVWK.A 491 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2061.20 2 2.6093 0.2729 1606.15 1606.8 2 50 1 R.VAVEEVDEEGKFVR.L 440 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2179.21 1 2.363 0.1413 1028.41 1029.2 5 75 1 R.LADALQELR.A 241 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2040.204 2 4.5464 0.3735 1753.49 1753.9 1 66.66667 2 R.NSNLVGAAHEELQQSR.I 281 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_102.008894.008894.2 2 4.2949 0.4442 1492.41 1492.7 1 80.769226 2 R.TALINSTGEEVAMR.K 528 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_105.015649.015649.1 1 2.5431 0.1589 1102.78 1103.2 1 68.75 1 R.KLLEGEEER.L 378 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_PK_106.006917.006917. 2 3.7214 0.2407 1360.19 1360.5 1 69.230774 2 R.SGAQASSTPLSPTR.I 12 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_PK_105.009518.009518 2 3.6303 0.3832 1606.63 1606.8 1 65.38461 3 R.VAVEEVDEEGKFVR.L 440 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_105.015901.015901.2 2 4.2093 0.4397 1753.77 1753.9 1 73.333336 1 R.NSNLVGAAHEELQQSR.I 281 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_PHA_lymphocytes_PK_105.009707.009707 2 4.5321 0.4202 2277.77 2277.3 1 60.526318 2 R.SVTVVEDDEDEDGDDLLHHH.H 546 1
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_104.008916.008916.2 2 3.8947 0.4711 1606.53 1606.8 1 65.38461 2 R.VAVEEVDEEGKFVR.L 440 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1882.18 2 3.5368 0.2325 1516.01 1515.7 1 73.07692 1 R.NTKKEGDLIAAQAR.L 120 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2688.26 2 4.4934 0.239 1700.91 1701 1 67.85714 2 R.IRIDSLSAQLSQLQK.Q 297 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_102.008214.008214.2 2 5.2185 0.472 2366.05 2366.5 1 57.692307 2 K.ASASGSGAQVGGPISSGSSASSVTVTR.S 598 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2150.21 2 3.0621 0.1748 1104.53 1105.3 6 81.25 1 R.LAVYIDRVR.S 42 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2730.273 2 5.4124 0.3497 1701.85 1701 1 85.71429 2 R.IRIDSLSAQLSQLQK.Q 297 2
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NP_733821.1| gi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Homo sapiens] 17 66 38 664 74140 7 HsSD-NE_NT_lymphocytes_Ti_102.006911.006911.2 2 3.4156 0.2631 1362.11 1360.5 1 61.538464 2 R.SGAQASSTPLSPTR.I 12 2
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.010945.010945 3 4.0745 0.216 2976.8 2977.4 1 35.416664 2 K.KFIQENIFGICPHMTEDNKDLIQGK.D 234 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.013142.013142 3 6.277 0.4282 3529.97 3531.9 1 30.000002 11 R.FAHTNVESLVNEYDDNGEGIILFRPSHLTNK.F 184 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.014295.014295 2 5.4981 0.4839 2577.13 2576.9 1 60.869564 3 K.TFSHELSDFGLESTAGEIPVVAIR.T 306 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.017451.017451 2 4.3096 0.4536 2347.45 2349.5 1 45 15 K.DASIVGFFDDSFSEAHSEFLK.A 153 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012264.012264 2 3.2672 0.2308 2848.83 2849.2 1 41.304348 1 K.FIQENIFGICPHMTEDNKDLIQGK.D 235 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.013275.013275 3 3.9007 0.2882 3712.61 3711.1 1 23.333334 1 K.VVVAENFDEIVNNENKDVLIEFYAPWCGHCK.N 380 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_107.013201.013201 3 6.5712 0.3696 4052.42 4051.4 1 25 3 R.FAHTNVESLVNEYDDNGEGIILFRPSHLTNKFEDK.T 184 2 *
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85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.017290.017290 3 6.5731 0.5279 2942.87 2940.2 1 38 3 K.FISDKDASIVGFFDDSFSEAHSEFLK.A 148 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.012892.012892 3 3.6224 0.211 2706.74 2705 1 30.208334 2 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.013359.013359 2 5.4417 0.5591 2703.37 2705 1 56.25 4 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011244.0112 2 3.3059 0.2702 2852.03 2849.2 1 43.47826 2 K.FIQENIFGICPHMTEDNKDLIQGK.D 235 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012501.0125 2 3.6063 0.4127 2704.75 2705 1 41.666664 1 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.014078.01407 2 4.3053 0.4355 2753.35 2754 1 39.130436 2 R.FAHTNVESLVNEYDDNGEGIILFR.P 184 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_PK_113.012912.0129 2 3.2346 0.3847 1259.45 1259.3 1 85 2 V.GFFDDSFSEAH.S 158 0 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013145.0131 2 5.5061 0.55 2576.95 2576.9 1 63.04348 2 K.TFSHELSDFGLESTAGEIPVVAIR.T 306 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.017127.01712 2 2.6467 0.2284 2351.65 2349.5 1 35 3 K.DASIVGFFDDSFSEAHSEFLK.A 153 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013872.0138 2 3.2529 0.3184 2755.41 2754 2 36.95652 1 R.FAHTNVESLVNEYDDNGEGIILFR.P 184 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_PK_108.011610.0116 2 3.8621 0.3709 1639.45 1640.7 1 65.38461 1 A.SDVLELTDDNFESR.I 25 1 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.009225.00922 2 2.6196 0.1742 1317.97 1316.5 2 75 2 R.PSHLTNKFEDK.T 208 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012814.01281 2 3.2665 0.2949 1372.39 1371.5 1 85 1 R.ELSDFISYLQR.E 472 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011381.0113 2 2.166 0.0831 1649.85 1646.9 1 50 1 K.FLDAGHKLNFAVASR.K 290 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013424.01342 2 6.7689 0.4984 2577.93 2576.9 1 60.869564 2 K.TFSHELSDFGLESTAGEIPVVAIR.T 306 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.006966.00696 2 2.7001 0.0831 1348.41 1348.5 2 72.72727 1 K.RLAPEYEAAATR.L 62 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010090.01009 2 3.1594 0.1481 1343.55 1342.5 1 77.27273 2 R.GFPTIYFSPANK.K 449 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010148.01014 1 2.6504 0.3499 1342.6 1342.5 1 59.090908 1 R.GFPTIYFSPANK.K 449 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.013034.01303 3 3.4377 0.2041 2703.62 2705 1 29.166666 2 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_109.015243.015243.2 2 3.8422 0.2157 2754.63 2754 1 47.826088 1 R.FAHTNVESLVNEYDDNGEGIILFR.P 184 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2522.252 2 3.2494 0.2095 1515.59 1516.7 1 68.181816 2 R.FLQDYFDGNLKR.Y 352 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_PK_105.014820.014820 2 4.5274 0.451 1865.31 1864 1 70 3 V.GFFDDSFSEAHSEFLK.A 158 1 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_108.013436.013436.2 2 5.4723 0.542 2704.93 2705 1 58.333332 6 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_108.013412.013412.3 3 3.4789 0.2123 2707.55 2705 1 30.208334 1 R.KTFSHELSDFGLESTAGEIPVVAIR.T 305 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3247.32 2 3.6927 0.3214 1371.73 1371.5 1 85 1 R.ELSDFISYLQR.E 472 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2696.269 2 2.8924 0.1818 1342.46 1342.5 1 72.72727 1 R.GFPTIYFSPANK.K 449 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012284.0122 3 6.4083 0.3724 3533.78 3531.9 1 30.000002 6 R.FAHTNVESLVNEYDDNGEGIILFRPSHLTNK.F 184 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_105.016294.016294.2 2 6.5653 0.4748 2578.97 2576.9 1 63.04348 7 K.TFSHELSDFGLESTAGEIPVVAIR.T 306 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_103.011490.011490.1 1 2.3518 0.1505 1359.72 1360.5 8 55 2 R.FLQDYFDGNLK.R 352 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2711.271 1 2.4572 0.1863 1342.29 1342.5 1 54.545456 1 R.GFPTIYFSPANK.K 449 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_110.018301.018301.2 2 3.3734 0.3765 2348.99 2349.5 1 42.5 3 K.DASIVGFFDDSFSEAHSEFLK.A 153 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.006568.0065 1 1.8984 0.1352 915.43 916.07 3 71.42857 1 K.KFLDAGHK.L 289 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_NT_lymphocytes_Ti_108.016717.016717.3 3 6.0695 0.4035 2939.06 2940.2 1 38 5 K.FISDKDASIVGFFDDSFSEAHSEFLK.A 148 2 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_PK_106.010068.010068 1 1.9308 0.3114 1212.64 1213.4 4 54.545456 1 E.STAGEIPVVAIR.T 318 1 *
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NP_005304.3| gi|21361657|ref|NP_005304.3| protein disulfide isomerase-associated 3 precursor [Homo sapiens] 25 115 43.4 505 56782 6.4 HsSD-NE_PHA_lymphocytes_PK_106.010090.010090 2 4.3498 0.2261 1216.29 1213.4 1 86.36364 3 E.STAGEIPVVAIR.T 318 1 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_PHA_lymphocytes_Ti_104.011776.011776 2 3.1862 0.1523 1646.33 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_PHA_lymphocytes_Ti_111.010346.010346 2 4.535 0.4213 2374.63 2374.6 1 52.499996 3 R.AEPPKTHVTHHPLSDHEATLR.C 206 2 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_PHA_lymphocytes_Ti_102.017177.017177 2 3.6053 0.3594 2115.95 2113.4 1 56.25 1 R.CWALGFYPAEITLTWQR.D 227 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_105.010206.0102 2 3.0324 0.2176 1201.81 1200.3 1 88.88889 5 V.GYVDDTQFVR.F 50 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_105.007610.0076 2 2.7328 0.2555 964.49 966 1 93.75 2 R.FDSDAASPR.E 60 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_111.011336.0113 2 4.5027 0.4064 2638.63 2638.7 1 43.47826 7 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010361.0103 1 2.9132 0.2979 1498.88 1497.7 1 50 2 R.AYLEGTCVEWLR.R 182 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_112.011672.0116 3 4.1849 0.282 2639.48 2638.7 3 29.347824 6 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_105.009084.0090 2 4.5322 0.2667 2234.49 2235.2 2 50 2 R.DGEDQTQDTELVETRPAGDGT.F 244 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_104.005397.00539 2 3.3087 0.2783 965.53 966 1 93.75 2 R.FDSDAASPR.E 60 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_PK_110.011550.011 2 3.0433 0.1679 1648.65 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_111.014558.01455 2 6.5541 0.4936 2113.35 2113.4 1 78.125 58 R.CWALGFYPAEITLTWQR.D 227 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_106.009266.0092 2 3.2675 0.1815 1144.25 1143.2 1 93.75 2 G.YVDDTQFVR.F 51 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_108.010682.01068 2 4.2495 0.2291 1499.15 1497.7 1 86.36364 11 R.AYLEGTCVEWLR.R 182 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_110.006627.00662 3 3.4753 0.1435 1509.38 1507.7 1 54.545456 1 R.RYLENGKETLQR.T 194 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_106.009875.0098 2 5.5155 0.4334 2510.81 2510.5 1 52.272724 6 R.DGEDQTQDTELVETRPAGDGTFQ.K 244 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009303.0093 2 3.9377 0.4928 2306.09 2307.4 1 68.42105 2 R.GYDQSAYDGKDYIALNEDLR.S 136 2 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_109.007179.00717 2 2.6389 0.2415 1268.79 1269.4 1 75 2 R.YFDTAVSRPGR.G 31 2 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_109.010852.01085 1 2.6167 0.2623 1498.71 1497.7 6 50 3 R.AYLEGTCVEWLR.R 182 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007604.00760 2 4.6766 0.4072 2641.49 2638.7 1 45.652176 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_104.007593.00759 3 4.7099 0.3464 2636.84 2638.7 1 32.608696 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010622.0106 2 4.3178 0.1498 1646.27 1646.8 1 80.769226 17 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.005912.0059 2 3.0806 0.2646 965.85 966 1 87.5 2 R.FDSDAASPR.E 60 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_105.009191.00919 2 5.1088 0.3677 1765.23 1762.9 1 80.769226 3 R.APWVEQEGPEYWDR.E 73 2 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007784.0077 2 4.904 0.4456 2638.73 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_Ti_105.010310.01031 2 4.4791 0.1832 1645.93 1646.8 1 92.30769 20 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010580.0105 2 4.336 0.2442 1498.17 1497.7 1 86.36364 5 R.AYLEGTCVEWLR.R 182 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_PK_112.011600.0116 2 4.6976 0.4236 1864.69 1865 1 65.625 6 Q.DTELVETRPAGDGTFQK.W 251 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_103.008730.008730.2 2 4.7116 0.3354 2641.25 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_PK_105.011360.011360. 2 3.3221 0.1568 1647.55 1646.8 3 57.692307 1 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_108.011887.011887.2 2 3.7407 0.2481 1497.95 1497.7 1 81.818184 10 R.AYLEGTCVEWLR.R 182 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_112.015317.015317.2 2 5.4913 0.46 2114.15 2113.4 1 78.125 12 R.CWALGFYPAEITLTWQR.D 227 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2079.207 2 3.9197 0.3145 2638.2 2638.7 1 41.304348 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_102.006147.006147.2 2 2.6938 0.1838 967.17 966 1 87.5 2 R.FDSDAASPR.E 60 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013964.0139 2 6.2009 0.5145 2114.07 2113.4 1 78.125 84 R.CWALGFYPAEITLTWQR.D 227 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_PHA_lymphocytes_PK_105.009665.009665 2 2.5502 0.1837 1200.29 1200.3 4 72.22222 1 V.GYVDDTQFVR.F 50 1
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2790.279 2 3.244 0.1812 1646.3 1646.8 1 57.692307 1 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1524.15 1 2.1949 0.2143 966.77 966 4 75 1 R.FDSDAASPR.E 60 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_104.011918.011918.2 2 4.7567 0.1425 1647.81 1646.8 1 88.46153 7 R.FISVGYVDDTQFVR.F 46 2
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_PHA_lymphocytes_PK_105.012820.012820 1 2.1802 0.1528 1347.48 1347.5 5 60.000004 2 V.GYVDDTQFVRF.D 50 0
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsSD-NE_NT_lymphocytes_Ti_104.010502.010502.2 2 5.2062 0.4101 2307.81 2307.4 1 57.894737 3 R.GYDQSAYDGKDYIALNEDLR.S 136 2 *
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NP_002108.4| gi|52630342|ref|NP_002108.4| "major histocompatibility complex, class I, C precursor [Homo sapie 19 310 42.1 366 40649 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3244.324 2 4.6021 0.4593 2113.66 2113.4 1 75 2 R.CWALGFYPAEITLTWQR.D 227 2
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_PHA_lymphocytes_Ti_107.022351.022351 3 3.0547 0.0821 2023.82 2024.3 3 37.5 1 R.TREFLEGFVDDLLEALR.S 160 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_PHA_lymphocytes_Ti_108.022326.022326 2 3.7438 0.2856 2025.07 2024.3 1 59.375 1 R.TREFLEGFVDDLLEALR.S 160 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.010510.010510 2 2.7949 0.2161 1271.45 1269.5 1 77.77778 7 K.KLHHFFIGNR.K 473 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_PHA_lymphocytes_PK_113.013243.013243 2 3.0215 0.2753 1291.47 1291.6 1 70 2 T.AIINHPLLFPR.E 15 1 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_PK_112.016703.016 2 3.6455 0.2866 2027.15 2024.3 1 59.375 1 R.TREFLEGFVDDLLEALR.S 160 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013448.0134 2 4.8712 0.459 1890.89 1888.1 1 68.75 3 K.YEFDLAFGQLDSPGSLK.I 319 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_NT_lymphocytes_PK_111.012993.0129 2 3.4426 0.2444 1043.45 1044.2 2 93.75 6 F.VDDLLEALR.S 168 1 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009723.0097 2 2.7274 0.1603 1512.71 1510.8 4 65.38461 1 R.KVPEAMGLPEAVLR.A 483 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.001790.0017 2 4.9736 0.4547 1767.59 1767 1 85.71429 8 R.EFLEGFVDDLLEALR.S 162 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_NT_lymphocytes_Ti_112.012795.01279 2 4.0364 0.1552 1163.69 1163.5 1 94.44444 4 K.TALLHLLLLR.Q 435 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009981.0099 2 4.1919 0.3673 2265.03 2265.5 1 52.499996 3 K.NAPALISEYSLHVPSDQPTPK.S 526 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_NT_lymphocytes_Ti_113.016856.01685 2 4.6228 0.4865 1766.37 1767 1 85.71429 8 R.EFLEGFVDDLLEALR.S 162 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_NT_lymphocytes_Ti_106.003209.003209.2 2 4.2314 0.5019 1766.91 1767 1 67.85714 2 R.EFLEGFVDDLLEALR.S 162 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsSD-NE_NT_lymphocytes_Ti_111.002411.002411.2 2 3.6286 0.3225 2025.47 2024.3 4 43.75 3 R.TREFLEGFVDDLLEALR.S 160 2 *
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NP_203755.1| gi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 10 52 18.3 547 62060 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.0030.00 2 4.5985 0.4773 2023.59 2024.3 1 65.625 2 R.TREFLEGFVDDLLEALR.S 160 2 *
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_110.012504.012504 2 2.8521 0.2309 2062.99 2060.3 1 58.333332 1 R.YVDIAIPCNNKGAHSVGLM.W 156 1
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013665.013665 2 5.6143 0.5079 2998.53 2998.3 1 50 4 R.ADHQPLTEASYVNLPTIALCNTDSPLR.Y 129 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013664.013664 3 5.2878 0.3417 2999.81 2998.3 1 34.615387 2 R.ADHQPLTEASYVNLPTIALCNTDSPLR.Y 129 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_109.009800.009800 2 3.2285 0.2885 1760.57 1758.9 5 56.666668 1 R.YVDIAIPCNNKGAHSV.G 156 1
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_109.014748.014748 2 2.6216 0.2462 1772.09 1773 1 61.538464 2 T.ISREHPWEVMPDLY.F 189 0
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.012336.0123 2 4.1751 0.509 1701.09 1699.9 1 64.28571 1 R.FTPGTFTNQIQAAFR.E 103 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.013337.01333 2 2.8989 0.1914 1885.15 1883.1 3 46.153847 1 R.EHPWEVMPDLYFYR.D 192 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012353.01235 2 4.9685 0.4465 2999.51 2998.3 1 44.230766 3 R.ADHQPLTEASYVNLPTIALCNTDSPLR.Y 129 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.012470.0124 3 3.0269 0.159 3579.53 3580.9 1 25.892857 1 R.EHPWEVMPDLYFYRDPEEIEKEEQAAAEK.A 192 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012834.01283 3 3.1676 0.1829 3582.8 3580.9 3 25 1 R.EHPWEVMPDLYFYRDPEEIEKEEQAAAEK.A 192 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010023.0100 2 3.918 0.4037 1742.79 1742 1 62.5 2 R.AIVAIENPADVSVISSR.N 64 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.012375.01237 2 3.6485 0.1983 1700.97 1699.9 5 60.714287 1 R.FTPGTFTNQIQAAFR.E 103 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.010871.010 2 2.8419 0.3114 1744.57 1742 1 53.125 1 R.AIVAIENPADVSVISSR.N 64 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_106.011031.01103 2 4.3178 0.2729 2459.07 2459.7 1 57.894737 2 D.LYFYRDPEEIEKEEQAAAEK.A 201 1
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_106.011054.011054 3 6.1533 0.1884 2457.8 2459.7 1 46.05263 1 D.LYFYRDPEEIEKEEQAAAEK.A 201 1
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016174.016174.2 2 3.2517 0.164 1697.43 1699.9 1 67.85714 1 R.FTPGTFTNQIQAAFR.E 103 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2555.255 2 4.5779 0.4327 1742.82 1742 1 75 1 R.AIVAIENPADVSVISSR.N 64 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_NT_lymphocytes_Ti_102.011108.011108.2 2 4.6747 0.3565 1741.41 1742 1 68.75 4 R.AIVAIENPADVSVISSR.N 64 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_105.009671.00967 2 3.5082 0.3134 1925.33 1926 1 53.333336 1 Y.FYRDPEEIEKEEQAAA.E 203 0
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016233.016233.3 3 3.5338 0.2511 3579.35 3580.9 1 23.214285 1 R.EHPWEVMPDLYFYRDPEEIEKEEQAAAEK.A 192 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_PHA_lymphocytes_PK_105.009753.009753 2 3.8445 0.2745 2054.61 2055.2 1 56.25 2 Y.FYRDPEEIEKEEQAAAE.K 203 0
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2491.24 2 3.4107 0.2952 1741.76 1742 1 53.125 1 R.AIVAIENPADVSVISSR.N 64 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016187.016187.2 2 4.6005 0.4718 2998.03 2998.3 1 42.307693 2 R.ADHQPLTEASYVNLPTIALCNTDSPLR.Y 129 2
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NP_001012321.1| gi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapiens] 14 38 41.7 295 32854 4.9 HsSD-NE_NT_lymphocytes_Ti_102.007905.007905.2 2 3.6517 0.2939 1206.51 1204.4 1 79.16667 1 K.FAAATGATPIAGR.F 90 2
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009298.009298 2 3.3083 0.2188 1550.75 1549.8 3 61.538464 2 C.AVVVEYETKAGRIN.K 476 0 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_Ti_114.013252.013252 3 4.2256 0.3049 2978.72 2978.4 1 33.333336 2 R.HILAILQDCPSLRPPIDHLCELLPR.L 429 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.011837.011837 2 3.5833 0.2991 2120.87 2118.3 1 47.22222 5 R.NIIVFYGSQTGTAEEFANR.L 82 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009888.009888 2 3.137 0.1655 1946.59 1944.1 9 53.571426 1 C.RRSDEDYLYREELAQ.F 570 0 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.017532.01753 2 3.9707 0.3765 2458.11 2455.6 1 47.5 8 R.IFELGLGDDDGNLEEDFITWR.E 203 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009321.0093 2 3.3903 0.1655 2228.27 2228.4 3 53.125 1 R.RSDEDYLYREELAQFHR.D 571 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.016296.0162 2 3.7571 0.3441 2459.81 2459.9 1 43.47826 2 K.ATTPVIMVGPGTGVAPFIGFIQER.A 527 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.015833.01583 3 4.8114 0.2827 2457.08 2454.7 1 45 3 R.TNVLYELAQYASEPSEQELLR.K 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.009122.00912 2 4.1335 0.4116 2717.63 2718 1 45.833336 1 K.IRYESGDHVAVYPANDSALVNQLGK.I 315 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008862.0088 3 3.6103 0.1776 2720.6 2718 1 35.416664 1 K.IRYESGDHVAVYPANDSALVNQLGK.I 315 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_PK_111.014081.0140 2 3.8651 0.3029 1953.27 1953 1 65.625 5 L.GLGDDDGNLEEDFITWR.E 207 1 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014421.01442 3 5.3302 0.3801 2584.22 2582.9 1 34.523808 2 R.TNVLYELAQYASEPSEQELLRK.M 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010860.01086 2 2.6699 0.2293 1638.37 1638.9 2 50 1 R.TALTYYLDITNPPR.T 372 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.017414.0174 2 5.7671 0.4461 2458.53 2455.6 1 65 21 R.IFELGLGDDDGNLEEDFITWR.E 203 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017332.0173 3 3.0456 0.1029 2456.45 2455.6 2 33.75 1 R.IFELGLGDDDGNLEEDFITWR.E 203 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010458.01045 2 4.8193 0.5197 2120.03 2118.3 1 69.44444 5 R.NIIVFYGSQTGTAEEFANR.L 82 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016082.0160 3 4.1103 0.2983 2455.49 2454.7 2 32.5 1 R.TNVLYELAQYASEPSEQELLR.K 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008876.00887 3 3.7616 0.2057 2073.74 2072.2 1 48.333332 1 R.SDEDYLYREELAQFHR.D 572 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.020116.02011 2 5.1654 0.5264 2943.43 2942.3 1 50 4 R.DVQNTFYDIVAELGAMEHAQAVDYIK.K 641 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.016241.0162 2 2.4302 0.2754 1367.27 1365.6 1 70 2 K.ELYLSWVVEAR.R 417 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2315.231 2 4.2698 0.4038 1203.83 1204.4 1 85 1 K.NPFLAAVTTNR.K 283 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_PK_107.000683.000683 2 4.0838 0.3222 2457.33 2455.6 1 47.5 8 R.IFELGLGDDDGNLEEDFITWR.E 203 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3995.39 2 4.1045 0.3787 2454.24 2454.7 1 40 3 R.TNVLYELAQYASEPSEQELLR.K 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020846.020846 2 3.4996 0.4469 3013.85 3016.1 1 32.692307 1 Y.GEGDPTDNAQDFYDWLQETDVDLSGVK.F 144 1 *
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89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.020476.0204 2 4.46 0.4118 2944.09 2942.3 1 42 1 R.DVQNTFYDIVAELGAMEHAQAVDYIK.K 641 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_NT_lymphocytes_Ti_107.016841.016841.2 2 3.0126 0.3465 2461.61 2459.9 1 41.304348 2 K.ATTPVIMVGPGTGVAPFIGFIQER.A 527 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_NT_lymphocytes_Ti_106.018477.018477.2 2 2.9857 0.2519 2457.71 2455.6 1 40 1 R.IFELGLGDDDGNLEEDFITWR.E 203 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011309.0113 2 3.5227 0.3765 2121.07 2118.3 1 52.77778 2 R.NIIVFYGSQTGTAEEFANR.L 82 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_NT_lymphocytes_Ti_104.016848.016848.3 3 3.2635 0.187 2454.14 2454.7 2 33.75 1 R.TNVLYELAQYASEPSEQELLR.K 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsSD-NE_NT_lymphocytes_Ti_104.016798.016798.2 2 3.804 0.2194 2455.51 2454.7 1 47.5 1 R.TNVLYELAQYASEPSEQELLR.K 386 2 *
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|NP_000932.3| gi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Homo sapiens] 21 91 39.7 680 77048 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010330.0103 2 2.7001 0.1972 1540.67 1538.8 1 66.66667 1 R.HLMHLELDISDSK.I 302 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.003418.003418 2 3.1019 0.136 1194.05 1192.3 1 83.33333 2 K.ISEKEEVTTR.E 58 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_103.009005.009005 2 4.0555 0.2492 1628.61 1627.9 1 83.33333 3 R.LYKLELEQTYQAK.L 253 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_102.011790.011790 2 2.8615 0.1757 2521.79 2522.9 1 37.5 4 R.AGQMVTVWAAGAGVAHSPPSTLVWK.G 505 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.016745.016745 3 3.8996 0.1195 4614.53 4613 3 14.673912 3 K.RLEVEEPLGSGPSVLGTGTGGSGGFHLAQQASASGSVSIEEIDLEGK.F 418 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.006713.006713 2 3.3737 0.2891 1389.43 1389.5 1 70.83333 7 R.SEVELAAALSDKR.G 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.008439.008439 2 3.9828 0.3397 1554.27 1553.7 1 72.72727 2 R.CQSLQEELDFRK.S 192 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_PK_110.011950.011950 2 3.5363 0.2758 1710.61 1711 1 63.333332 1 R.KRLEVEEPLGSGPSVL.G 417 1 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.008813.0088 2 3.1129 0.2863 1245.71 1244.4 1 83.33333 4 R.VKDLESLFHR.S 129 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_Ti_114.011682.01168 2 4.3039 0.3512 2525.83 2522.9 1 50 2 R.AGQMVTVWAAGAGVAHSPPSTLVWK.G 505 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009624.00962 3 3.0867 0.1416 3196.1 3194.1 1 24.038462 1 R.ENENGEEEEEEAEFGEEDLFHQQGDPR.T 565 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.007750.0077 2 3.7854 0.2803 1405.65 1404.6 1 81.818184 1 R.IRELEEAMAGER.D 315 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007856.00785 2 4.3049 0.4955 1504.49 1504.7 1 80.769226 2 R.TVLVNADGEEVAMR.T 542 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.014378.0143 2 4.7379 0.3609 2051.89 2051.3 1 75 2 R.DVMQQQLAEYQELLDVK.L 345 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.014270.01427 2 2.8499 0.151 2050.31 2051.3 1 53.125 1 R.DVMQQQLAEYQELLDVK.L 345 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_PK_111.012531.0125 2 3.9262 0.3914 2769.41 2768.7 1 45.454548 5 R.ENENGEEEEEEAEFGEEDLFHQQ.G 565 1 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009059.0090 2 4.1318 0.319 1233.03 1233.4 1 86.36364 2 R.SEVELAAALSDK.R 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008471.00847 2 3.2253 0.304 1234.31 1233.4 1 86.36364 1 R.SEVELAAALSDK.R 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_102.009875.009875.1 1 2.1027 0.228 1234.58 1233.4 1 54.545456 1 R.SEVELAAALSDK.R 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.011817.0118 2 3.47 0.2094 2525.35 2522.9 1 37.5 3 R.AGQMVTVWAAGAGVAHSPPSTLVWK.G 505 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009177.009177.2 2 4.0484 0.3443 1391.17 1389.5 1 87.5 5 R.SEVELAAALSDKR.G 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1595.159 2 3.0876 0.2024 961.28 960.08 1 92.85714 1 R.RVLDETAR.E 85 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_109.010387.010387.2 2 3.2849 0.2762 1244.15 1244.4 2 88.88889 4 R.VKDLESLFHR.S 129 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_102.009251.009251.2 2 3.2535 0.2087 1091.21 1089.2 4 83.33333 1 R.GLESDVAELR.A 152 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_PK_105.009780.009780 2 3.4443 0.4139 1504.23 1504.7 1 76.92308 2 R.TVLVNADGEEVAMR.T 542 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_103.009022.009022.2 2 4.6751 0.4478 1507.63 1504.7 1 80.769226 8 R.TVLVNADGEEVAMR.T 542 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_113.001193.001193.3 3 3.35 0.1689 4614.14 4613 1 20.108696 3 K.RLEVEEPLGSGPSVLGTGTGGSGGFHLAQQASASGSVSIEEIDLEGK.F 418 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_103.015619.015619.3 3 4.8961 0.2068 2051.6 2051.3 1 59.375 1 R.DVMQQQLAEYQELLDVK.L 345 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_PK_106.012380.012380 2 3.9893 0.4069 1581.67 1582.8 1 67.85714 2 K.RLEVEEPLGSGPSVL.G 418 1 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_102.012406.012406.2 2 2.9998 0.2504 1232.97 1233.4 2 72.72727 1 R.SEVELAAALSDK.R 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_105.015649.015649.1 1 2.5431 0.1589 1102.78 1103.2 1 68.75 1 R.KLLEGEEER.L 373 2
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_PK_109.007347.007347. 2 3.0729 0.2532 1124.99 1125.3 1 77.27273 1 R.AGGPATPLSPTR.L 9 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010352.010352.1 1 2.5744 0.3521 1465.75 1466.7 3 54.166668 2 R.LESLSYQLSGLQK.Q 294 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_PK_106.012408.012408 1 1.8285 0.3212 1581.99 1582.8 4 50 1 K.RLEVEEPLGSGPSVL.G 418 1 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_PHA_lymphocytes_PK_104.014649.014649 2 3.2573 0.2069 2770.79 2768.7 2 34.090908 1 R.ENENGEEEEEEAEFGEEDLFHQQ.G 565 1 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1936.193 2 3.0398 0.1527 1672.59 1672.8 5 58.333332 1 R.LQEKEELRELNDR.L 24 2
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_112.013181.013181.2 2 4.4668 0.4135 2521.81 2522.9 1 47.916664 3 R.AGQMVTVWAAGAGVAHSPPSTLVWK.G 505 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009540.009540.1 1 2.2697 0.2269 1389.8 1389.5 3 50 1 R.SEVELAAALSDKR.G 139 2 *
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NP_116126.2| gi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 25 87 44.3 600 67689 5.3 HsSD-NE_NT_lymphocytes_Ti_105.015922.015922.2 2 4.204 0.2519 1403.95 1404.6 1 81.818184 1 R.IRELEEAMAGER.D 315 2 *
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.013305.013305 2 4.2247 0.2046 2089.73 2089.4 2 52.77778 2 R.AILQQLGLNSTCDDSILVK.T 801 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_PHA_lymphocytes_Ti_105.018108.018108 3 4.0802 0.1918 4463.27 4465.8 1 18.421053 1 K.NQNVHMESEVYDTPENIVHGSGSQLFDHVAECLGDFMEK.R 101 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.013311.013311 2 2.1305 0.1049 1410.23 1407.6 2 63.636364 1 R.LSDETLIDIMTR.F 30 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.010876.010876 2 2.1671 0.2412 2619.55 2620.8 6 31.818182 1 R.LGVEPSDDDCVSVQHVCTIVSFR.S 358 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.016898.01689 3 5.1721 0.3221 4467.08 4465.8 1 25.657896 3 K.NQNVHMESEVYDTPENIVHGSGSQLFDHVAECLGDFMEK.R 101 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.016577.0165 2 2.3968 0.1425 1483.55 1484.7 4 53.571426 1 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.008393.0083 2 2.8444 0.084 1029.21 1028.2 1 90 1 K.GAALITAVGVR.L 899 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.016629.0166 3 5.1331 0.3024 1485.02 1484.7 1 57.14286 1 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.016835.01683 3 4.8956 0.3064 1485.11 1484.7 1 62.5 2 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012933.01293 2 5.2151 0.5224 2286.27 2287.4 1 76.31579 2 R.MCINTEWGAFGDDGSLEDIR.T 254 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011582.01158 2 2.6508 0.2131 2370.15 2367.5 1 38.095238 1 R.RTPDGTENGDFLALDLGGTNFR.V 517 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008504.00850 2 2.3499 0.1817 1029.67 1028.2 4 75 1 K.GAALITAVGVR.L 899 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.016976.01697 2 4.0065 0.3458 1484.01 1484.7 1 78.57143 4 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008772.00877 1 2.5579 0.2915 1513.75 1513.6 2 57.692307 1 K.CNVSFLLSEDGSGK.G 885 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007995.0079 1 4.0094 0.3294 1464.17 1462.7 1 67.85714 1 R.AAQLCGAGMAAVVDK.I 829 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010716.0107 2 3.1539 0.3851 2620.93 2620.8 5 34.090908 1 R.LGVEPSDDDCVSVQHVCTIVSFR.S 358 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006912.00691 2 2.8475 0.265 1240.09 1240.3 1 90 1 R.HIDLVEGDEGR.M 243 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012132.0121 2 4.5022 0.2616 1458.05 1455.6 1 84.61539 2 K.GDFIALDLGGSSFR.I 77 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012143.0121 1 3.1736 0.4015 1456.87 1455.6 1 69.230774 2 K.GDFIALDLGGSSFR.I 77 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010509.01050 2 3.8059 0.4005 2620.93 2620.8 1 47.727272 2 R.LGVEPSDDDCVSVQHVCTIVSFR.S 358 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008007.0080 2 4.132 0.35 1464.17 1462.7 1 78.57143 2 R.AAQLCGAGMAAVVDK.I 829 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012147.0121 2 4.5067 0.273 2089.57 2089.4 1 63.88889 2 R.AILQQLGLNSTCDDSILVK.T 801 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011564.01156 2 4.4437 0.3481 2088.31 2089.4 1 61.11111 2 R.AILQQLGLNSTCDDSILVK.T 801 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011784.01178 1 2.6672 0.3706 1456.41 1455.6 1 65.38461 2 K.GDFIALDLGGSSFR.I 77 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011120.0111 2 2.4341 0.0938 1380.45 1379.6 8 58.333332 1 R.LNVTVGVDGTLYK.L 853 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_PK_109.009825.0098 2 2.7504 0.2537 1547.53 1547.6 6 53.846157 1 E.SEVYDTPENIVHGS.G 108 0
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011558.01155 1 2.3059 0.2036 1305.55 1303.5 1 65 1 K.IDEAILITWTK.R 162 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010037.01003 1 1.9002 0.1021 1380.79 1379.6 9 50 1 R.LNVTVGVDGTLYK.L 853 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012633.01263 2 4.6874 0.3754 2211.55 2211.3 1 57.5 2 R.TPDGTENGDFLALDLGGTNFR.V 518 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_102.008954.008954.2 2 4.3776 0.3306 1463.23 1462.7 1 75 4 R.AAQLCGAGMAAVVDK.I 829 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_104.009371.009371.2 2 3.0786 0.2324 1028.09 1028.2 1 85 2 K.GAALITAVGVR.L 899 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_107.016959.016959.3 3 5.0558 0.2456 4468.43 4465.8 2 21.052631 3 K.NQNVHMESEVYDTPENIVHGSGSQLFDHVAECLGDFMEK.R 101 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.013314.013314.1 1 2.353 0.2199 1456.69 1455.6 1 50 1 K.GDFIALDLGGSSFR.I 77 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4519.451 2 4.8862 0.3261 1484.2 1484.7 1 78.57143 4 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_PHA_lymphocytes_PK_105.011066.011066 2 2.8153 0.1707 1029.99 1030.2 5 81.25 2 Q.IESDRLALL.Q 789 0
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.014130.014130.2 2 4.4045 0.4537 2286.23 2287.4 1 52.63158 2 R.MCINTEWGAFGDDGSLEDIR.T 254 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.013117.013117.2 2 5.4828 0.3286 2091.75 2089.4 1 63.88889 4 R.AILQQLGLNSTCDDSILVK.T 801 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_104.013515.013515.1 1 2.6773 0.3281 1408.06 1407.6 1 63.636364 2 R.LSDETLIDIMTR.F 30 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.014006.014006.3 3 3.8701 0.1538 2211.92 2211.3 2 32.5 1 R.TPDGTENGDFLALDLGGTNFR.V 518 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.013124.0131 2 2.898 0.2636 1408.43 1407.6 2 72.72727 1 R.LSDETLIDIMTR.F 30 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.013612.013612.2 2 4.3018 0.3758 1407.55 1407.6 1 86.36364 4 R.LSDETLIDIMTR.F 30 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4177.41 2 4.6665 0.3234 1484.54 1484.7 1 78.57143 2 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_103.013966.013966.2 2 5.1008 0.3314 2211.11 2211.3 1 60.000004 4 R.TPDGTENGDFLALDLGGTNFR.V 518 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_102.010792.010792.1 1 2.5804 0.2174 1380.28 1379.6 1 66.66667 4 R.LNVTVGVDGTLYK.L 853 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_102.011783.011783.2 2 2.8895 0.1506 1380.45 1379.6 1 79.16667 2 R.LNVTVGVDGTLYK.L 853 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsSD-NE_NT_lymphocytes_Ti_105.017049.017049.2 2 4.5707 0.3159 1484.55 1484.7 1 82.14286 7 R.SANLVAATLGAILNR.L 381 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3144.314 2 4.0861 0.2497 2210.97 2211.3 1 55 2 R.TPDGTENGDFLALDLGGTNFR.V 518 2
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NP_277031.1| gi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1| hexokinase 1 isoform HKI-R [Homo sapiens] 25 100 27.9 916 102201 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2974.297 2 3.0332 0.1822 2270.11 2269.5 9 35.714287 2 R.SIPDGSEKGDFIALDLGGSSFR.I 69 2
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_112.010133.010133 2 3.2994 0.2252 1464.45 1462.6 1 86.36364 3 K.HLEMNPHFGSHR.Y 669 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010880.010880 2 4.8115 0.3456 2070.11 2070.3 1 61.764706 2 K.LFTAHNNMTNYATVWASK.T 738 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_108.011181.01118 2 3.8003 0.374 2062.25 2063.2 1 61.764706 2 R.GISHVIVDEIHERDINTD.F 504 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.009167.009167 1 2.3817 0.1193 1222.18 1222.5 4 70 1 R.TPLHEIALSIK.L 796 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_108.010062.010062 1 3.3084 0.2594 1552.81 1552.7 1 62.5 4 Y.KVNLSQDLEHQLQ.N 275 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.010919.010919 2 2.0345 0.1055 1534.93 1536.7 1 68.181816 1 R.VRPGFCFHLCSR.A 768 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_112.012863.012863 2 3.0644 0.2145 1500.85 1498.8 5 58.333332 1 R.FESILPRPHASIM.F 475 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_111.013799.013799 2 2.9245 0.2092 1073.59 1074.3 1 88.88889 2 K.LLRLGGIGQF.L 807 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.012749.012749 3 4.6682 0.343 3482.84 3483.7 1 26.666668 3 R.KEEQEVQATLESEEVDLNAGLHGNWTLENAK.A 152 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.010783.010783 2 3.2604 0.2844 1260.99 1261.5 1 77.27273 2 R.AAMEALVVEVTK.Q 1105 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.014106.014106 2 4.3632 0.3876 2487.17 2487.7 1 60.526318 2 K.NELMYQLEQDHDLQAILQER.E 366 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.017900.017900 2 2.8191 0.1704 1420.37 1418.7 9 68.181816 3 R.DINTDFLLVVLR.D 517 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_111.010755.010755 1 2.1542 0.388 1461.56 1462.6 1 72.72727 2 K.HLEMNPHFGSHR.Y 669 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.000334.000334 3 4.8161 0.3403 4330.07 4329.9 2 21.710527 3 K.VNLSQDLEHQLQNIIQELNLEILPPPEDPSVPVALNIGK.L 276 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_114.002543.002543 3 4.2925 0.3049 3918.74 3917.4 1 24.264706 1 K.VNLSQDLEHQLQNIIQELNLEILPPPEDPSVPVAL.N 276 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_110.010108.010108 2 4.3011 0.3102 1505.43 1504.7 1 79.16667 5 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_108.008931.00893 2 2.7087 0.2233 1310.21 1311.4 3 75 1 Y.KVNLSQDLEHQ.L 275 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010936.010936 2 2.9491 0.1782 1545.45 1544.8 2 66.66667 1 L.RDVVQAYPEVRIV.L 528 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010974.010974 1 3.0798 0.2257 1544.85 1544.8 1 66.66667 1 L.RDVVQAYPEVRIV.L 528 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010997.010997 1 2.5648 0.1874 1158.62 1158.4 1 70 6 R.KVFDPVPVGVT.K 697 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.010833.010833 3 3.4767 0.2822 1537.1 1536.7 1 59.090908 1 R.VRPGFCFHLCSR.A 768 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_110.010126.010126 1 3.5105 0.229 1504.74 1504.7 1 70.83333 5 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_109.000676.000676 2 2.9359 0.2617 1420.43 1418.7 2 72.72727 2 R.DINTDFLLVVLR.D 517 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_110.010097.010097 3 3.9548 0.3237 1504.58 1504.7 1 56.25 1 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.016018.016018 2 4.2454 0.3281 2078.37 2078.3 1 58.823532 17 R.FSDHVALLSVFQAWDDAR.M 912 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_111.012855.012855 1 2.5278 0.2721 1498.85 1498.8 3 50 4 R.FESILPRPHASIM.F 475 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.008462.008462 3 7.6911 0.4304 3303.02 3303.3 1 35.714287 4 K.KKDKDDDGGEDDDANCNLICGDEYGPETR.L 593 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009855.00985 2 3.9842 0.1739 1745.79 1742.9 1 70 1 R.ELDALDANDELTPLGR.I 838 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008130.0081 3 3.3996 0.2417 3048.41 3046.9 4 27.884615 1 K.DKDDDGGEDDDANCNLICGDEYGPETR.L 595 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.008912.0089 2 2.8289 0.3847 1639.03 1640.8 1 53.571426 2 K.LQISHEAAACITGLR.A 1090 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.002246.00224 3 4.3897 0.296 4329.08 4329.9 1 27.631578 3 K.VNLSQDLEHQLQNIIQELNLEILPPPEDPSVPVALNIGK.L 276 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010774.01077 2 4.0066 0.3158 1846.27 1844.1 1 70 3 K.KVQSDGQIVLVDDWIK.L 1074 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014234.01423 2 4.2485 0.3279 2050.39 2051.3 1 65.625 5 K.TTQVPQFILDDFIQNDR.A 418 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010658.01065 2 3.3918 0.3128 1464.75 1465.7 1 81.818184 2 R.YQILPLHSQIPR.E 681 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012888.01288 2 3.271 0.3007 2486.41 2487.7 1 44.736843 1 K.NELMYQLEQDHDLQAILQER.E 366 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.013816.01381 2 4.3388 0.4228 2079.31 2078.3 1 67.64706 5 R.FSDHVALLSVFQAWDDAR.M 912 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014656.0146 2 3.2153 0.3237 2053.91 2051.3 1 50 2 K.TTQVPQFILDDFIQNDR.A 418 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.015843.01584 2 3.3535 0.3825 2981.51 2981.6 1 34 2 K.YIETLNVPGAVLVFLPGWNLIYTMQK.H 643 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.012208.0122 2 3.8347 0.4616 1971.97 1972.2 1 55.88235 1 K.AIEPPPLDAVIEAEHTLR.E 820 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.020726.0207 2 3.3471 0.2785 1402.87 1403.7 9 81.818184 3 K.ETPFELIEALLK.Y 631 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_PK_105.009003.0090 2 4.9861 0.4706 2040.97 2041.9 1 70.588234 2 K.DKDDDGGEDDDANCNLIC.G 595 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007754.0077 3 7.0723 0.4184 3305.15 3303.3 1 35.714287 2 K.KKDKDDDGGEDDDANCNLICGDEYGPETR.L 593 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014589.01458 2 2.3453 0.32 2840.85 2841.2 2 34.090908 1 R.TYPVQEYFLEDCIQMTHFVPPPK.D 567 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008170.00817 1 2.4085 0.1755 1504.67 1504.7 2 58.333332 1 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006688.00668 2 2.4821 0.1011 1085.49 1088.3 6 72.22222 1 R.RISAVSVAER.V 447 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.009558.00955 2 3.4707 0.3663 1462.87 1462.6 1 90.909096 2 K.HLEMNPHFGSHR.Y 669 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.008117.0081 3 3.7688 0.3036 1503.56 1504.7 1 58.333332 1 R.GISHVIVDEIHER.D 504 2 *
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92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007499.00749 3 4.44 0.3129 3302.15 3303.3 1 25.892857 1 K.KKDKDDDGGEDDDANCNLICGDEYGPETR.L 593 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.008422.0084 2 2.4482 0.3282 1502.13 1504.7 8 62.5 1 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.012574.01257 2 3.3244 0.1634 1320.55 1318.5 1 80 4 K.YPSPFFVFGEK.I 1038 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_115.016790.016790.2 2 3.2493 0.246 2981.41 2981.6 1 36 1 K.YIETLNVPGAVLVFLPGWNLIYTMQK.H 643 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_106.015669.015669 2 3.9871 0.3999 1973.19 1972.2 1 58.823532 3 K.AIEPPPLDAVIEAEHTLR.E 820 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_105.010784.010784 1 2.9246 0.203 1425.74 1424.6 2 63.636364 2 K.VNLSQDLEHQLQ.N 276 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2196.21 2 3.9864 0.3274 1503.79 1504.7 1 75 1 R.GISHVIVDEIHER.D 504 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.001371.0013 3 4.8059 0.2621 4329.68 4329.9 1 25 7 K.VNLSQDLEHQLQNIIQELNLEILPPPEDPSVPVALNIGK.L 276 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_110.015652.015652.2 2 2.8531 0.3112 2841.05 2841.2 1 31.818182 2 R.TYPVQEYFLEDCIQMTHFVPPPK.D 567 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009866.0098 2 3.2559 0.2487 1462.33 1462.6 1 90.909096 2 K.HLEMNPHFGSHR.Y 669 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2656.265 2 3.8502 0.3301 1742.44 1742.9 1 66.66667 2 R.ELDALDANDELTPLGR.I 838 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_112.018323.018323.2 2 3.7324 0.307 2080.73 2078.3 1 50 9 R.FSDHVALLSVFQAWDDAR.M 912 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_105.016248.016248.2 2 4.4754 0.3827 2486.11 2487.7 1 52.63158 1 K.NELMYQLEQDHDLQAILQER.E 366 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_104.015262.015262.2 2 3.6146 0.2991 2051.21 2051.3 1 53.125 2 K.TTQVPQFILDDFIQNDR.A 418 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_113.010211.010211.2 2 4.0771 0.3381 1463.35 1462.6 1 90.909096 2 K.HLEMNPHFGSHR.Y 669 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_106.017452.017452 2 3.619 0.3597 1850.29 1849.1 1 71.42857 3 T.QVPQFILDDFIQNDR.A 420 1 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_108.020765.020765.2 2 4.7219 0.4151 1733.57 1733.2 1 73.333336 2 K.GMTLVTPLQLLLFASK.K 1058 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_106.000314.000314.2 2 3.8842 0.2491 1403.07 1403.7 5 81.818184 4 K.ETPFELIEALLK.Y 631 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_109.012772.012772.2 2 3.1225 0.215 1845.69 1844.1 3 53.333336 1 K.KVQSDGQIVLVDDWIK.L 1074 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_103.001488.001488 2 3.5841 0.3084 2511.75 2511.9 1 40.909092 3 Q.NIIQELNLEILPPPEDPSVPVAL.N 288 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012260.012260.2 2 3.2544 0.1721 1465.47 1465.7 1 72.72727 1 R.YQILPLHSQIPR.E 681 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_106.019468.019468 2 3.5156 0.1798 1604.37 1601.8 1 69.230774 1 Q.SDGQIVLVDDWIKL.Q 1077 0 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.006969.0069 2 2.8704 0.0883 1086.31 1088.3 3 77.77778 1 R.RISAVSVAER.V 447 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017823.017823 2 3.8146 0.3813 2050.75 2051.3 1 68.75 2 K.TTQVPQFILDDFIQNDR.A 418 2 *
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|NP_001348.2| gi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box polypeptide 9 [Homo sapiens] 45 180 37 1270 140958 6.8 HsSD-NE_PHA_lymphocytes_PK_105.019084.019084 2 2.9873 0.2329 1646.63 1646.9 1 69.230774 1 Q.LNEKETPFELIEAL.L 627 0 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.008744.008744 3 5.5264 0.4378 2723.21 2724.1 1 38.636364 4 R.KVEMLKPHSQIPVSCEELPEESR.L 831 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsSD-NE_PHA_lymphocytes_PK_115.013877.013877 3 5.0601 0.2832 3310.34 3309.7 2 31.666666 2 R.IQPSIHDHNIPTLEAVVGVPQPPSEGPITHQ.W 957 1 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.009969.00996 2 3.3906 0.2698 1253.51 1251.3 2 83.33333 2 K.TEFDFSDYVK.W 204 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012562.01256 2 6.1047 0.447 2527.45 2525.8 1 54.347824 2 K.YLGMTLATDPTDGSILACDPGLSR.T 94 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012743.0127 2 3.6089 0.4283 2524.59 2525.8 1 39.130436 2 K.YLGMTLATDPTDGSILACDPGLSR.T 94 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_PK_113.012800.0128 2 4.4087 0.4031 2130.91 2131.3 1 66.66667 10 K.ADLQDDTFIGNEPLTPEVR.A 382 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012315.01231 1 2.8204 0.1552 1124.44 1122.3 1 77.77778 1 K.DWAGGFLDLK.A 372 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.005339.00533 2 2.8174 0.2304 1167.03 1164.3 1 80 2 R.HGGLSPQPSQR.I 558 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.014438.01443 3 3.4696 0.2832 2015.12 2012.2 1 46.666668 2 R.TCDQNTYLSGLCYLFR.Q 118 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.013450.0134 2 3.5512 0.3768 1692.85 1691.9 1 71.42857 2 R.IEGTQVLSGIQWFGR.S 569 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011883.0118 2 4.7137 0.3282 2194.79 2192.4 1 57.894737 2 R.QLGFEEVSELQGDPGYPLGR.F 501 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012477.0124 2 3.4983 0.1377 1121.97 1122.3 1 83.33333 2 K.DWAGGFLDLK.A 372 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012278.01227 2 3.3582 0.2263 1122.29 1122.3 1 83.33333 2 K.DWAGGFLDLK.A 372 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012082.01208 1 2.3187 0.0908 1587.52 1584.8 3 46.153847 1 R.AGYLGYTVTWLPSR.Q 401 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008434.00843 2 4.0654 0.3009 2596.73 2595.9 1 47.61905 1 K.VEMLKPHSQIPVSCEELPEESR.L 832 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010228.01022 2 4.5329 0.4136 2725.01 2724.1 1 47.727272 4 R.KVEMLKPHSQIPVSCEELPEESR.L 831 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013182.0131 2 4.6732 0.4399 2258.67 2259.4 1 52.499996 2 K.QDLTSFNMELSSSGISADLSR.G 340 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008967.00896 1 2.6927 0.0939 1236.36 1235.5 5 72.22222 1 K.LKDLFTELQK.K 320 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010214.01021 3 5.1948 0.3006 2724.95 2724.1 1 40.909092 1 R.KVEMLKPHSQIPVSCEELPEESR.L 831 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.012264.01226 2 4.4252 0.2742 1587.47 1584.8 1 76.92308 3 R.AGYLGYTVTWLPSR.Q 401 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012735.01273 2 4.5365 0.398 1693.05 1691.9 1 78.57143 8 R.IEGTQVLSGIQWFGR.S 569 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008825.00882 2 2.9108 0.1104 1236.51 1235.5 9 72.22222 1 K.LKDLFTELQK.K 320 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2710.271 2 3.9824 0.3895 2130.63 2131.3 1 50 2 K.ADLQDDTFIGNEPLTPEVR.A 382 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2198.219 2 3.4709 0.2782 1164.44 1164.3 1 90 1 R.HGGLSPQPSQR.I 558 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsSD-NE_NT_lymphocytes_Ti_102.013560.013560.2 2 3.3388 0.2288 1122.23 1122.3 1 83.33333 2 K.DWAGGFLDLK.A 372 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsSD-NE_NT_lymphocytes_Ti_106.012917.012917.2 2 3.4245 0.3803 1692.63 1691.9 1 60.714287 1 R.IEGTQVLSGIQWFGR.S 569 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3726.372 2 4.0622 0.4065 2011.56 2012.2 1 56.666668 2 R.TCDQNTYLSGLCYLFR.Q 118 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3023.30 2 3.847 0.391 1692.11 1691.9 1 64.28571 1 R.IEGTQVLSGIQWFGR.S 569 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3064.306 2 3.5182 0.3452 2191.05 2192.4 1 47.368423 1 R.QLGFEEVSELQGDPGYPLGR.F 501 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010400.0104 2 4.8291 0.4178 2725.15 2724.1 1 52.272724 2 R.KVEMLKPHSQIPVSCEELPEESR.L 831 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.016563.0165 3 3.7961 0.311 3357.29 3355.8 1 25.862068 2 R.PVVDMVTLMSFSPAEIPVHEVECSYSTSNK.M 614 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3648.36 2 2.3257 0.1042 2012.18 2012.2 1 43.333332 1 R.TCDQNTYLSGLCYLFR.Q 118 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsSD-NE_NT_lymphocytes_Ti_111.011751.011751.2 2 4.2887 0.4232 2723.19 2724.1 1 50 1 R.KVEMLKPHSQIPVSCEELPEESR.L 831 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.012788.0127 2 2.7075 0.133 2505.97 2505.9 8 37.5 1 K.DIPPILRPSLHSETWEIPFEK.N 749 2 *
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_002200.1| gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo sapiens] 22 76 24.4 1170 128849 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006252.0062 1 2.4368 0.2342 965.61 966.13 1 65 2 R.GHAVVGAVGAK.D 361 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.011998.011998 2 2.172 0.1244 2066.49 2064.3 1 56.666668 1 K.WLQLTHEVEVQYYNIK.K 350 2
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008180.00818 2 3.5077 0.2948 2273.89 2274.5 1 50 2 R.IDKPLCHSEDEKLSFEAVR.N 51 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007722.00772 1 2.4859 0.1699 1379.74 1378.6 1 58.333332 2 R.LIEGVHPGSLVEK.L 559 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007551.0075 2 2.414 0.1143 1266.61 1266.4 1 83.33333 1 K.YAEEELEQVR.E 316 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011554.01155 2 2.9392 0.2149 1103.21 1103.3 5 87.5 2 K.LISVEDLWK.A 114 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.005624.00562 2 2.5712 0.1193 1470.53 1471.6 1 63.636364 2 R.IDKPLCHSEDEK.L 51 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013391.0133 2 3.3182 0.2307 1516.81 1513.8 1 65.38461 1 K.ALDTVLFGPPLLTR.H 194 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007398.0073 2 3.1228 0.2627 2033.91 2034 1 42.105263 1 K.ATGTSSGANSEESTAAEFCR.I 31 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013944.01394 2 3.491 0.2842 1514.91 1513.8 1 69.230774 1 K.ALDTVLFGPPLLTR.H 194 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.011762.01176 2 4.8388 0.3615 2065.13 2064.3 1 70 3 K.WLQLTHEVEVQYYNIK.R 350 2
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.005781.0057 2 3.0947 0.1014 1472.31 1471.6 2 63.636364 2 R.IDKPLCHSEDEK.L 51 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.009434.0094 2 2.5659 0.1623 2327.19 2328.5 2 42.5 1 R.NTLFGTFHVAHSSSLDDVDHK.I 388 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_PK_108.011724.0117 2 3.1664 0.1926 1574.25 1574.7 2 63.636364 1 T.YVELPQYEETFR.K 144 1 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.008038.0080 2 4.6908 0.502 2273.85 2274.5 1 69.44444 3 R.IDKPLCHSEDEKLSFEAVR.N 51 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010140.0101 3 4.0717 0.3257 2269.46 2271.7 1 35.714287 1 R.LIEGVHPGSLVEKLPDSPALAK.K 559 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007044.00704 2 5.7558 0.4809 2034.39 2034 1 71.05263 2 K.ATGTSSGANSEESTAAEFCR.I 31 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1707.170 2 2.6762 0.1984 1323.17 1323.5 4 63.636364 2 R.LTEPQHGLGSQR.D 503 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1740.174 2 5.0413 0.3637 2022.58 2021 1 57.894737 1 K.AVAEEDNGSIGEETDSSPGR.K 652 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1774.17 2 2.6691 0.3621 1323.29 1323.5 2 59.090908 1 R.LTEPQHGLGSQR.D 503 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsSD-NE_NT_lymphocytes_Ti_108.010969.010969.2 2 2.7096 0.125 2273.69 2271.7 3 38.095238 1 R.LIEGVHPGSLVEKLPDSPALAK.K 559 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3694.369 2 3.45 0.2986 1514.53 1513.8 1 65.38461 3 K.ALDTVLFGPPLLTR.H 194 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsSD-NE_NT_lymphocytes_Ti_102.007930.007930.2 2 5.9086 0.484 2033.73 2034 1 68.42105 2 K.ATGTSSGANSEESTAAEFCR.I 31 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1678.16 2 3.1827 0.3121 1922.55 1923 1 44.444447 1 R.SHSPSSPDPDTPSPVGDSR.A 616 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011165.0111 2 4.308 0.4173 2141.89 2142.4 1 52.941177 3 K.HSTFHGEDKLISVEDLWK.A 105 2 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010673.010673 2 2.6966 0.2196 1410.93 1411.6 2 75 2 Y.VELPQYEETFR.K 145 1 *
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NP_003147.2| gi|21070997|ref|NP_003147.2| stromal interaction molecule 1 precursor [Homo sapiens] 17 43 29.6 685 77423 6.7 HsSD-NE_NT_lymphocytes_Ti_111.013386.013386.2 2 3.5049 0.2921 2143.31 2142.4 1 50 1 K.HSTFHGEDKLISVEDLWK.A 105 2 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.014758.014758 2 2.7041 0.0972 1971.81 1972.1 3 50 1 K.TRDDWLVSWVQSYCR.L 3268 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_111.011091.01109 2 3.6807 0.3317 1991.89 1992.2 1 64.70589 1 C.SKPVVLPKGPESESEDHR.A 492 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_110.014048.014048 1 1.9188 0.156 992.44 994.18 2 71.42857 1 K.HWLSPLLQ.L 2163 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.012948.012948 2 3.3873 0.3094 2566.19 2563.8 1 38.636364 1 K.ITAQSIEELCAVNLYGPDAQVDR.S 1423 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.019920.019920 2 2.777 0.2369 2239.75 2241.5 5 36.842106 2 L.GLLGEVHPSEMINNAENLFR.A 179 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_109.014661.01466 2 2.7704 0.367 1195.49 1194.4 1 85 2 R.YAVPSAGLRLF.A 265 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.013484.013484 2 3.7331 0.3795 1817.85 1816.1 2 47.058823 1 R.TVGALQVLGTEAQSSLLK.A 1275 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_109.015336.015336 2 4.0165 0.3265 1574.57 1575.8 1 64.28571 2 F.KLGLSYTPLAEVGLN.A 757 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_110.013171.01317 2 3.1664 0.195 1408.55 1406.6 1 77.27273 7 L.SLPHNIIELDVR.A 735 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_108.001344.001344 2 4.9937 0.3272 2948.33 2946.3 1 48.076923 11 K.KFESQDTVALLEAILDGIVDPVDSTLR.D 1000 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_110.018588.018588 2 2.8643 0.2096 1473.61 1474.8 1 68.181816 3 T.QFLPVPELMPFR.L 3951 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.001869.001869 2 4.7018 0.4049 3004.23 3004.4 1 44.230766 8 K.SKLDQGGVIQDFINALDQLSNPELLFK.D 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_107.020649.020649 3 3.3289 0.1813 2861.87 2859.3 1 31.25 2 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.002367.002367 3 5.0127 0.3336 3004.76 3004.4 1 35.576923 2 K.SKLDQGGVIQDFINALDQLSNPELLFK.D 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.020030.020030 2 3.7266 0.2979 2860.45 2859.3 1 41.666664 3 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_109.009410.009410 1 1.9964 0.209 1173.62 1173.4 2 61.11111 1 N.SLYSPKIEVH.F 2544 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.002379.002379 2 2.5871 0.1623 2825.93 2824.2 1 31.25 2 K.LGLSYTPLAEVGLNALEEWSIYIDR.H 758 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_111.016308.016308 1 2.1889 0.3784 1465.83 1466.8 3 58.333332 1 K.LGNPIVPLNIRLF.L 2133 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.011969.011969 2 4.8658 0.3988 1895.51 1896.1 1 67.85714 2 R.EQQHVMEELFQSSFR.R 1769 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.009430.009430 3 4.4948 0.2948 2250.41 2250.6 1 41.25 2 R.KLAGANPAVITCDELLLGHEK.A 4050 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.017574.017574 2 3.11 0.1413 1448.39 1445.7 9 68.181816 1 K.NLLIFENLIDLK.R 1974 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.010940.010940 2 3.0912 0.2811 1680.85 1680 1 61.538464 2 K.LVINTEEVFRPYAK.H 2149 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.020632.020632 2 4.3719 0.3641 1631.13 1629.9 1 65.38461 5 R.LGLIEWLENTVTLK.D 3800 2 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_111.016368.016368 2 3.7244 0.3297 3065.53 3066.4 1 32.142857 1 N.TFEGGGCGQPSGILAQPTLLYLRGPFSLQ.A 1223 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.020390.020390 3 4.1787 0.2543 2240.9 2241.5 8 34.210526 2 L.GLLGEVHPSEMINNAENLFR.A 179 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.020006.020006 2 3.5303 0.1981 2977.53 2978.4 1 41.666664 2 R.ELLNPVVEFVSHPSTTCREQMYNIL.M 2453 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_111.016265.016265 2 2.9781 0.1901 1467.49 1466.8 1 70.83333 2 K.LGNPIVPLNIRLF.L 2133 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_109.018372.018372 2 3.238 0.1542 1577.73 1575.9 8 62.5 5 A.TQFLPVPELMPFR.L 3950 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.008129.008129 2 3.4716 0.2227 1465.55 1464.6 1 72.72727 2 R.GHDEREHPFLVK.G 3742 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_107.009967.009967 1 2.6899 0.1645 1136.83 1136.3 2 72.22222 1 R.HGDLPDIQIK.H 2777 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.013894.013894 3 6.2191 0.4632 3145.25 3144.6 1 35.714287 4 R.AGLLHNILPSQSTDLHHSVGTELLSLVYK.G 1461 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.013922.013922 2 3.782 0.5104 3143.73 3144.6 1 35.714287 2 R.AGLLHNILPSQSTDLHHSVGTELLSLVYK.G 1461 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.001337.001337 3 4.0754 0.3022 2949.08 2946.3 1 29.807693 1 K.KFESQDTVALLEAILDGIVDPVDSTLR.D 1000 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.011162.011162 2 3.3168 0.2425 1809.73 1808 1 67.85714 2 E.FLRNELEIPGQYDGR.G 3694 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.015900.015900 2 3.7228 0.3943 1880.13 1880.2 1 68.75 4 R.YKEVYAAAAEVLGLILR.Y 2312 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_114.017482.017482 2 3.1223 0.258 1662.49 1661 1 65.38461 6 K.KIPDTVLEKVYELL.G 165 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_112.012476.012476 2 2.7854 0.2858 2356.85 2356.7 1 42.857143 2 W.MIPTSDPAANLHPAKPKDFSAF.I 602 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_107.020628.020628 2 3.4461 0.224 1160.37 1160.4 1 93.75 1 S.LCLLDLVKW.L 1163 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_115.015761.015761 2 4.9665 0.3669 2183.81 2182.5 1 66.66667 13 K.LQSVQALTEIQEFISFISK.Q 3129 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_114.014213.014213 2 3.2229 0.2819 2079.65 2077.4 1 47.22222 4 K.AVAFFLESIAMHDIIAAEK.C 1293 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.018393.018393 2 2.6284 0.167 1621.35 1618.8 1 58.333332 2 K.DFSAFINLVEFCR.E 619 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.000760.000760 2 3.2128 0.1922 2791.41 2789.2 1 41.666664 1 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_115.017732.017732 2 2.6842 0.2369 1693.97 1692.9 1 53.846157 1 S.HWILGIGDRHLNNF.M 3915 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_107.016453.016453 2 3.01 0.1684 2476.63 2473.8 7 38.095238 1 R.SLGPPQGEEDSVPRDLPSWMKF.L 2107 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_115.016684.016684 2 2.9554 0.176 1419.75 1417.8 6 63.636364 2 A.VFFLLPKFHGVL.K 2382 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.019884.019884 3 5.4742 0.4127 3882.83 3881.4 1 28.57143 5 K.DVLKEEGVSFLINTFEGGGCGQPSGILAQPTLLYLR.G 1210 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.015603.015603 2 3.3016 0.2117 1919.73 1920.2 1 64.28571 1 C.REILPEKQAEFFEPW.V 631 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_112.016329.016329 2 3.5247 0.3226 1990.75 1988.4 1 52.941177 2 S.GILAQPTLLYLRGPFSLQ.A 1234 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.012404.012404 2 4.0463 0.2497 2060.99 2062.3 1 47.22222 1 H.NILPSQSTDLHHSVGTELL.S 1466 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_113.002486.002486 2 3.748 0.3484 2460.07 2459.8 1 52.380955 3 L.GLLGEVHPSEMINNAENLFRAF.L 179 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_112.017741.017741 3 5.4576 0.4305 3878.6 3877.3 1 25 2 K.SKLDQGGVIQDFINALDQLSNPELLFKDWSNDVR.A 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_112.019195.019195 2 3.1722 0.1706 1677.73 1674.9 3 58.333332 3 K.WKVPTYKDYVDLF.R 519 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_115.015154.015154 2 2.4965 0.1787 1939.41 1938.4 1 46.875 1 K.VAACELLHSMVMFMLGK.A 928 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.015030.015030 2 3.0249 0.1568 1597.67 1598.8 7 62.5 1 Y.YKDILPCLDGYLK.T 789 1
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95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_114.015112.015112 3 3.4256 0.1283 4323.11 4321.8 1 19.594595 1 R.HLLSSDQMMDSILADEAFFSVNSSSESLNHLLYDEFVK.S 533 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_115.013561.013561 2 4.0835 0.3727 1953.17 1951.3 1 67.85714 2 K.NKLQYFMEQFYGIIR.N 336 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_107.014831.01483 1 2.411 0.2816 1598.7 1598.8 1 66.66667 1 Y.YKDILPCLDGYLK.T 789 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_Ti_108.015670.015670 2 3.6377 0.4035 1907.91 1905.2 1 50 2 K.LLLQGEADQSLLTFIDK.A 3051 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.017318.017318 1 2.2696 0.2336 1327.11 1326.6 1 59.090908 1 R.LPSNTLDRLLAL.N 2531 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.015050.015050 2 2.7781 0.2045 1862.49 1864.1 1 60.714287 1 Y.VMERKNILEESLCEL.V 2330 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_108.018922.018922 2 2.9848 0.1695 1533.27 1532.7 1 66.66667 1 M.TSRLGLIEWLENT.V 3797 0 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_PK_107.011054.0110 2 2.9462 0.2365 1123.07 1123.2 1 83.33333 6 K.DVLKEEGVSF.L 1210 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_112.016955.01695 2 4.4269 0.5108 2825.79 2824.2 1 47.916664 2 K.LGLSYTPLAEVGLNALEEWSIYIDR.H 758 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014324.01432 3 3.4032 0.1787 1971.83 1972.1 5 41.07143 1 K.TRDDWLVSWVQSYCR.L 3268 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009286.0092 2 3.032 0.2169 1522.47 1521.8 2 65.38461 2 K.HSSLITPLQAVAQR.D 2787 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010150.01015 2 5.421 0.428 2298.45 2296.6 1 55 2 R.STVLTPMFVETQASQGTLQTR.T 2599 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008324.0083 2 4.9968 0.3636 2242.35 2241.3 1 60.526318 3 K.SLEYCSTASIDSENPPDLNK.I 3010 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_PK_107.010305.0103 2 3.627 0.4099 2174.01 2175.1 1 52.941177 3 H.DNYRDPESETDNDSQEIF.K 2482 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.009718.00971 2 2.4989 0.1726 1219.35 1219.5 2 80 2 R.LLALNSLYSPK.I 2539 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011910.0119 2 4.7099 0.5333 2505.11 2505.7 1 52.272724 2 K.EEENASVIDSAELQAYPALVVEK.M 3427 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010533.01053 2 4.3747 0.3346 2173.31 2174.4 1 60.526318 4 R.IIANALSSEPACLAEIEEDK.A 3336 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.017558.01755 2 4.4584 0.2117 1445.47 1445.7 2 86.36364 6 K.NLLIFENLIDLK.R 1974 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010698.0106 2 3.782 0.2191 2634.79 2633.9 1 43.47826 1 R.KEEENASVIDSAELQAYPALVVEK.M 3426 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.018680.0186 2 2.5189 0.1527 1906.55 1905.2 9 43.75 1 K.LLLQGEADQSLLTFIDK.A 3051 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010764.0107 2 3.4712 0.3915 1896.25 1896.1 1 53.571426 1 R.EQQHVMEELFQSSFR.R 1769 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010560.0105 2 3.9679 0.2662 2296.93 2296.6 2 55 2 R.STVLTPMFVETQASQGTLQTR.T 2599 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.018749.0187 2 4.2481 0.2817 2121.61 2120.5 1 63.88889 3 K.DVLIQGLIDENPGLQLIIR.N 2504 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010290.01029 2 2.6879 0.0938 2633.89 2633.9 1 36.95652 1 R.KEEENASVIDSAELQAYPALVVEK.M 3426 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.002504.00250 3 4.9231 0.4018 2790.02 2789.2 1 33.333336 1 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014660.01466 2 4.0634 0.3693 1799.73 1799.1 1 67.85714 7 R.SLLTLLWHCSLDALR.E 1823 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.015638.01563 2 2.3993 0.1672 1711.99 1709 9 54.166668 1 K.LQYFMEQFYGIIR.N 338 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002234.00223 2 2.9912 0.4175 2947.23 2946.3 3 36.53846 1 K.KFESQDTVALLEAILDGIVDPVDSTLR.D 1000 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019839.01983 2 4.6391 0.324 1631.21 1629.9 1 76.92308 13 R.LGLIEWLENTVTLK.D 3800 2 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.016685.01668 3 4.5595 0.3391 3006.8 3004.4 1 28.846153 1 K.SKLDQGGVIQDFINALDQLSNPELLFK.D 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.020105.0201 2 4.8098 0.344 2860.87 2859.3 1 45.833336 3 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002488.00248 2 5.1292 0.3284 2711.47 2710.2 1 52.272724 4 K.FLDALELSQSPMLLELMTEVLCR.E 1746 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.000977.00097 2 5.1665 0.3978 2183.77 2182.5 1 69.44444 2 K.LQSVQALTEIQEFISFISK.Q 3129 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_PK_114.013898.0138 2 3.6209 0.315 1714.77 1713.9 1 63.333332 4 L.EAILDGIVDPVDSTLR.D 1011 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_PK_114.013044.0130 1 1.9858 0.1586 1084.71 1085.3 3 66.66667 1 T.IVVDAIDVLK.S 1843 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.015010.01501 2 3.6569 0.4516 2706.09 2707 1 42.857143 2 R.LYHCAAYNCAISVICCVFNELK.F 1939 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009820.0098 2 3.1749 0.2447 1341.81 1339.5 1 77.27273 1 R.LGASLAFNNIYR.E 1076 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.015620.01562 2 4.8192 0.4014 1940.23 1938.4 1 71.875 2 K.VAACELLHSMVMFMLGK.A 928 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.020918.02091 2 3.1742 0.2266 2053.59 2053.3 1 50 2 K.QLASGLLELAFAFGGLCER.L 1509 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.020074.02007 2 5.0906 0.3798 2860.81 2859.3 1 50 3 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.002364.00236 2 4.5253 0.4638 2790.27 2789.2 1 41.666664 5 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007457.00745 2 3.3025 0.1778 1268.35 1267.4 1 77.27273 3 R.CGAALAGHQLIR.G 25 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013118.01311 2 3.4817 0.2577 1972.81 1972.1 3 60.714287 3 K.TRDDWLVSWVQSYCR.L 3268 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.020336.02033 3 4.256 0.3557 2861.99 2859.3 2 28.125 1 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.011505.01150 2 3.7873 0.4959 2084.77 2086.3 1 52.941177 1 R.ELLNPVVEFVSHPSTTCR.E 2453 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.009838.00983 2 2.8864 0.4191 1782.91 1784.9 1 53.846157 2 K.WLLAHCGRPQTECR.H 1171 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009238.0092 2 3.4643 0.3111 1605.85 1603.9 1 66.66667 2 K.MSPYKDILETHLR.E 1408 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011801.0118 2 3.8825 0.3168 2143.53 2141.3 1 61.764706 1 R.DPTVHDDVLELEMDELNR.H 2073 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010275.01027 2 2.8615 0.126 1766.77 1766 1 65.38461 3 R.RYNFPVEVEVPMER.K 1987 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010791.01079 2 3.9869 0.2508 1521.79 1521.8 3 69.230774 2 K.HSSLITPLQAVAQR.D 2787 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.001762.0017 2 5.0046 0.3679 2711.47 2710.2 1 56.81818 6 K.FLDALELSQSPMLLELMTEVLCR.E 1746 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007400.0074 2 4.2934 0.3908 1480.65 1481.6 1 84.61539 1 R.ILELSGSSSEDSEK.V 3359 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.018542.01854 2 3.2463 0.3497 2122.69 2120.5 2 44.444447 1 K.DVLIQGLIDENPGLQLIIR.N 2504 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.014487.01448 2 3.1486 0.1671 1705.95 1705.1 1 73.07692 2 R.EMKPVIFLDVFLPR.V 900 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.009179.0091 2 3.4352 0.3204 1573.59 1575.7 1 73.07692 2 K.NLSSNEAISLEEIR.I 839 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.010175.0101 2 2.3632 0.1912 1620.55 1620.8 4 54.166668 1 K.FYQGFLFSEKPEK.N 1961 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.002218.00221 3 6.3326 0.4381 2820.32 2818.2 1 39 1 K.FESQDTVALLEAILDGIVDPVDSTLR.D 1001 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013139.01313 2 3.6602 0.2527 1647.23 1646.9 1 65.38461 2 R.KNILEESLCELVAK.Q 2334 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010028.01002 2 4.239 0.2913 2122.45 2122.4 1 52.63158 2 K.LAGANPAVITCDELLLGHEK.A 4051 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.012069.0120 2 2.8749 0.0816 1816.43 1816.1 1 52.941177 1 R.TVGALQVLGTEAQSSLLK.A 1275 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010360.01036 2 4.4273 0.4694 1770.69 1769.9 1 73.333336 2 K.TVSLLDENNVSSYLSK.N 3303 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008579.00857 2 4.5631 0.4084 2047.29 2048.2 1 62.5 2 K.SLGTIQQCCDAIDHLCR.I 1120 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.002072.0020 2 6.1551 0.3912 2791.77 2789.2 1 50 12 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007466.00746 2 4.5622 0.4342 1175.75 1176.3 1 95 2 R.VTELALTASDR.Q 914 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_PK_105.009579.0095 2 3.9086 0.2561 1755.61 1754.8 1 67.85714 2 R.DPESETDNDSQEIFK.L 2486 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_112.017279.01727 2 5.0179 0.4748 3005.41 3004.4 1 42.307693 1 K.SKLDQGGVIQDFINALDQLSNPELLFK.D 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014656.01465 2 4.5336 0.3641 1907.37 1905.2 1 56.25 3 K.LLLQGEADQSLLTFIDK.A 3051 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.002189.00218 2 3.9025 0.3973 2818.97 2818.2 1 44 1 K.FESQDTVALLEAILDGIVDPVDSTLR.D 1001 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014685.01468 2 5.2054 0.3801 2398.57 2395.7 1 60.000004 2 R.VEQLFQVMNGILAQDSACSQR.A 3764 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.002618.0026 2 4.1912 0.4339 2819.85 2818.2 1 46 4 K.FESQDTVALLEAILDGIVDPVDSTLR.D 1001 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008644.00864 2 3.4226 0.2514 1576.49 1575.7 1 65.38461 2 K.NLSSNEAISLEEIR.I 839 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019342.01934 3 3.3801 0.2192 3880.61 3881.4 1 20 1 K.DVLKEEGVSFLINTFEGGGCGQPSGILAQPTLLYLR.G 1210 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.015100.01510 2 4.4774 0.3935 2238.15 2237.6 1 59.375 2 K.IWSEPFYQETYLPYMIR.S 3030 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008753.0087 2 2.8045 0.1488 1293.43 1294.5 6 75 1 R.DQNILLGTTYR.I 3325 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.020186.0201 3 6.1904 0.4589 2860.73 2859.3 1 41.666664 5 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.011841.0118 2 2.4192 0.1117 1771.71 1769.1 1 50 1 R.VLEQLIVAHFPMQSR.E 1713 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011566.0115 2 5.3104 0.405 2275.45 2275.5 1 66.66667 2 K.LCYDAFTENMAGENQLLER.R 1918 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.018132.01813 2 2.817 0.2092 2080.33 2077.4 2 36.11111 1 K.AVAFFLESIAMHDIIAAEK.C 1293 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.014236.01423 2 2.2515 0.1961 2077.15 2076.3 2 41.17647 1 R.GSCVTQVGLLESVYEMFR.K 1789 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012048.0120 2 4.0768 0.2817 2563.23 2563.8 1 43.18182 1 K.ITAQSIEELCAVNLYGPDAQVDR.S 1423 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008172.0081 2 4.672 0.4778 2048.91 2048.2 1 76.47059 1 K.INQVFHGSCITEGNELTK.T 1896 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_104.013389.013389 2 2.6419 0.2352 1123.13 1123.2 1 88.88889 2 K.DVLKEEGVSF.L 1210 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_104.013294.013294.2 2 4.0388 0.3717 1668.61 1669 1 64.28571 2 K.MVSAVLNGMLDQSFR.E 1592 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.020020.020020 2 4.0392 0.2368 1978.69 1976.2 1 61.764706 2 L.EAILDGIVDPVDSTLRDF.C 1011 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.016991.01699 2 2.9356 0.2268 1570.33 1569.8 1 75 2 S.EMINNAENLFRAF.L 188 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_104.015868.015868.2 2 4.1939 0.3451 2239.59 2237.6 1 53.125 1 K.IWSEPFYQETYLPYMIR.S 3030 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.015847.015847.2 2 4.7016 0.3112 1906.83 1905.2 1 59.375 7 K.LLLQGEADQSLLTFIDK.A 3051 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_109.010034.010034.2 2 3.6109 0.4128 1498.93 1497.7 1 70.83333 3 R.NCISTVVHQGLIR.I 477 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.019816.019816 1 3.1312 0.3223 1552.76 1551.8 1 53.571426 5 A.METGGVIGIDFGHAF.G 3932 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_112.014461.014461.2 2 2.8803 0.2383 1602.55 1601.9 1 62.5 1 K.NLLIFENLIDLKR.R 1974 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.012986.0129 3 6.3113 0.4829 3142.43 3144.6 1 33.92857 4 R.AGLLHNILPSQSTDLHHSVGTELLSLVYK.G 1461 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.012203.012203.2 2 3.7081 0.2842 2296.33 2296.6 1 45 1 R.STVLTPMFVETQASQGTLQTR.T 2599 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_102.009411.009411.2 2 4.0825 0.1922 2243.65 2241.3 1 52.63158 3 K.SLEYCSTASIDSENPPDLNK.I 3010 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_106.014949.014949.2 2 3.1117 0.2439 1340.29 1340.6 1 68.181816 1 K.QLFSSLFSGILK.E 2807 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_106.019571.019571.2 2 4.1289 0.4042 2122.09 2120.5 1 50 5 K.DVLIQGLIDENPGLQLIIR.N 2504 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.017618.017618 2 3.5681 0.3295 1606.05 1605.8 1 79.16667 1 L.DQLSNPELLFKDW.S 3576 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_108.003996.003996.2 2 6.1705 0.4254 2790.87 2789.2 1 52.083332 9 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_109.010633.010633.2 2 3.7477 0.2821 1523.59 1521.8 1 76.92308 1 K.HSSLITPLQAVAQR.D 2787 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.014654.014654 2 3.075 0.2856 2264.37 2264.5 1 47.058823 1 M.TEVLCREQQHVMEELFQS.S 1763 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_102.012278.012278.2 2 3.422 0.212 1772.75 1769.9 1 46.666668 1 K.TVSLLDENNVSSYLSK.N 3303 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.018850.018850 2 3.8054 0.3 2437.49 2436.7 1 50 4 Q.HSVEEITDNYPQAIVYPFIIS.S 3516 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.015710.015710 2 3.4557 0.3795 1421.93 1420.6 1 76.92308 1 M.ETGGVIGIDFGHAF.G 3933 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_106.019654.019654.2 2 3.8404 0.384 2857.71 2859.3 1 37.5 3 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.013781.013781.2 2 2.495 0.1411 1637.25 1637.9 2 53.571426 1 R.SDPGLLTNTMDVFVK.E 3993 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.013242.013242.2 2 4.8004 0.4168 2564.13 2563.8 1 54.545456 2 K.ITAQSIEELCAVNLYGPDAQVDR.S 1423 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.017361.01736 2 5.1304 0.3848 1517.95 1518.7 1 87.5 4 K.NILEESLCELVAK.Q 2335 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_102.013200.013200.2 2 2.5294 0.1184 2505.81 2505.7 3 34.090908 1 K.EEENASVIDSAELQAYPALVVEK.M 3427 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_106.019698.019698.3 3 5.7049 0.4873 2862.11 2859.3 1 45.833336 1 K.VYELLGLLGEVHPSEMINNAENLFR.A 174 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_110.018553.018553.2 2 3.8865 0.175 1445.51 1445.7 1 81.818184 3 K.NLLIFENLIDLK.R 1974 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011165.0111 2 2.6067 0.1219 1093.49 1093.3 2 93.75 2 K.RLSFAVPFR.E 891 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.019916.0199 2 4.9632 0.2879 1631.09 1629.9 1 80.769226 6 R.LGLIEWLENTVTLK.D 3800 2 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3088.308 2 3.4532 0.2884 2087.01 2086.3 1 47.058823 1 R.ELLNPVVEFVSHPSTTCR.E 2453 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_107.000872.000872 2 4.1787 0.4612 2301.45 2301.7 1 47.368423 2 A.SVLLYLDTVPEVYTPVLEHL.V 419 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.012718.012718.2 2 5.4564 0.4244 2274.53 2275.5 1 72.22222 2 K.LCYDAFTENMAGENQLLER.R 1918 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_110.017524.017524.2 2 2.9749 0.2121 1329.45 1327.7 1 80 2 R.FMNAVFFLLPK.F 2378 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_109.002670.002670.2 2 4.3725 0.3745 2946.61 2946.3 1 46.153847 7 K.KFESQDTVALLEAILDGIVDPVDSTLR.D 1000 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.015956.015956 2 3.5321 0.3048 2121.65 2123.3 1 52.941177 3 Q.HSVEEITDNYPQAIVYPF.I 3516 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.016397.016397 2 4.6535 0.2203 1554.81 1551.8 1 80.769226 1 Q.GLIDENPGLQLIIR.N 2509 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.016572.0165 2 2.2784 0.1877 1937.71 1938.4 2 40.625 2 K.VAACELLHSMVMFMLGK.A 928 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.021500.021500 2 3.753 0.2432 1532.69 1532.8 1 79.16667 2 K.IPDTVLEKVYELL.G 166 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.011200.011200 2 3.1121 0.2368 1156.33 1157.4 4 87.5 1 F.MEQFYGIIR.N 342 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.018465.018465 2 4.0245 0.3727 2565.41 2564.9 1 42.857143 4 V.QHSVEEITDNYPQAIVYPFIIS.S 3515 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_108.020817.020817.2 2 3.9889 0.2382 1630.19 1629.9 1 65.38461 5 R.LGLIEWLENTVTLK.D 3800 2 *
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.016170.016170 1 2.1076 0.1918 1552.16 1551.8 2 46.153847 1 Q.GLIDENPGLQLIIR.N 2509 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1940.19 2 2.8442 0.3877 1468.38 1468.6 1 65.38461 1 R.SLGPPQGEEDSVPR.D 2107 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_111.014576.014576.2 2 3.3326 0.1313 1974.93 1972.1 1 71.42857 1 K.TRDDWLVSWVQSYCR.L 3268 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015986.0159 2 3.9806 0.4487 2182.19 2182.5 1 50 5 K.LQSVQALTEIQEFISFISK.Q 3129 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_102.007992.007992.2 2 3.0323 0.2678 1466.77 1468.6 1 57.692307 1 R.SLGPPQGEEDSVPR.D 2107 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.001800.0018 3 3.7673 0.2368 2711.99 2710.2 1 31.818182 1 K.FLDALELSQSPMLLELMTEVLCR.E 1746 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_104.016341.01634 2 4.3483 0.3302 1715.99 1713.9 1 70 2 L.EAILDGIVDPVDSTLR.D 1011 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.021616.021616 1 3.1278 0.2382 1533.68 1532.8 1 62.5 1 K.IPDTVLEKVYELL.G 166 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_104.012921.012921.2 2 3.1903 0.2011 2142.93 2141.3 5 47.058823 1 R.DPTVHDDVLELEMDELNR.H 2073 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_107.002522.002522.2 2 3.2544 0.2899 2818.71 2818.2 3 34 1 K.FESQDTVALLEAILDGIVDPVDSTLR.D 1001 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_102.008061.008061.2 2 2.7655 0.2352 1479.39 1481.6 1 65.38461 1 R.ILELSGSSSEDSEK.V 3359 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_104.010316.010316.2 2 3.7979 0.1927 1443.75 1444.7 1 73.07692 2 R.VVQMLGSLGGQINK.N 855 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_111.018601.018601.3 3 4.2736 0.3454 3001.61 3004.4 1 29.807693 1 K.SKLDQGGVIQDFINALDQLSNPELLFK.D 3560 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.011241.01124 2 3.44 0.2265 1510.21 1510.7 1 65.38461 1 L.GLLGEVHPSEMINN.A 179 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.009171.00917 1 2.3306 0.1612 1025.59 1025.1 3 62.5 3 M.AHLPDVCVN.L 1393 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.015400.015400 2 3.5392 0.2744 1349.05 1348.5 1 85 1 R.KNILEESLCEL.V 2334 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.017919.0179 2 2.2937 0.1923 1619.61 1618.8 1 62.5 2 K.DFSAFINLVEFCR.E 619 2
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95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_109.018447.018447.2 2 2.6425 0.1774 2492.85 2493.9 2 34.090908 2 K.GQAVTLLPFFTSLTGGSLEELRR.V 1690 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.011873.011873 2 3.3225 0.2348 1582.31 1581.8 1 60.714287 2 L.GLLGEVHPSEMINNA.E 179 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.018728.018728 2 3.024 0.1671 2352.09 2349.6 2 42.5 1 L.EAILDGIVDPVDSTLRDFCGR.C 1011 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_111.018554.018554.2 2 4.145 0.3678 2711.91 2710.2 1 50 1 K.FLDALELSQSPMLLELMTEVLCR.E 1746 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.002772.002772 2 3.9902 0.3728 1552.49 1551.8 1 78.57143 10 A.METGGVIGIDFGHAF.G 3932 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.013425.013425 2 3.2007 0.1558 1543.51 1542.6 1 72.72727 2 R.EFREEESLVEQF.V 1088 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.013096.013096 2 3.6975 0.2734 1905.55 1904.1 1 60.714287 2 L.YLLQDDVDRAKYYIQ.N 3090 0
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_112.018882.018882.2 2 3.4027 0.1005 2079.01 2077.4 1 44.444447 1 K.AVAFFLESIAMHDIIAAEK.C 1293 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_108.003662.003662.3 3 5.3274 0.3694 2790.74 2789.2 1 37.5 1 K.LDQGGVIQDFINALDQLSNPELLFK.D 3562 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_103.010123.010123.1 1 3.129 0.3131 1446.03 1444.7 1 53.846157 1 R.VVQMLGSLGGQINK.N 855 2
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_106.008058.008058 2 2.8936 0.3058 1718.31 1719.8 3 57.692307 1 R.TSPQEGERYNYSKC.T 1322 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.013380.013380 2 3.2729 0.2859 1418.31 1417.6 2 68.181816 1 A.LDQLSNPELLFK.D 3575 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_PHA_lymphocytes_PK_105.013526.013526 1 2.69 0.3955 1542.56 1542.6 3 54.545456 1 R.EFREEESLVEQF.V 1088 1
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NP_008835.5| gi|13654237|ref|NP_008835.5| "protein kinase, DNA-activated, catalytic polypeptide isoform 1 [Hom 145 498 36.8 4128 469093 7.1 HsSD-NE_NT_lymphocytes_Ti_112.016870.016870.2 2 3.6006 0.1443 2184.35 2182.5 1 55.555557 1 K.LQSVQALTEIQEFISFISK.Q 3129 2
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.000248.000248 3 3.7629 0.3036 2466.17 2465.7 4 28.75 1 R.QDDFFILQEDAADSFLESVFK.T 828 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_105.009404.009404 3 4.1226 0.1898 2095.1 2096.4 1 43.75 1 R.KYEEMREEASNILLNKK.E 712 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_PK_108.017732.017732 2 3.6822 0.2195 1405.73 1406.7 3 77.27273 2 K.VFVKNPESLFLL.E 674 1 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_110.000188.000188 2 5.4665 0.5182 2465.33 2465.7 1 57.5 19 R.QDDFFILQEDAADSFLESVFK.T 828 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_114.016112.016112 3 3.2995 0.2126 2627.48 2627 1 28.57143 1 R.NRDVLFSDLIELMQTSEQAFLR.M 520 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_104.012183.012183 2 3.5785 0.2179 2097.73 2097.3 1 68.75 1 R.NFHIYYQLLEGASQEQR.Q 206 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_113.017474.017474 2 3.1513 0.1207 2358.87 2356.7 5 44.736843 1 R.DVLFSDLIELMQTSEQAFLR.M 522 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_PK_109.009916.009916 2 3.0562 0.3241 1753.49 1753.8 1 67.85714 1 L.HLGNISFCEDGNYAR.V 282 1 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.008430.008430 2 2.6118 0.2048 1601.85 1599.8 4 58.333332 1 K.HQVEYLGLKENIR.V 603 2
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.019287.01928 2 5.4569 0.4302 2137.93 2136.5 1 60.526318 1 R.VESVDLLAFPAYLLGIDSGR.L 297 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.018524.01852 2 3.0507 0.0959 2359.53 2356.7 9 39.473686 1 R.DVLFSDLIELMQTSEQAFLR.M 522 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.020213.0202 2 4.7929 0.3996 2137.87 2136.5 1 55.263157 2 R.VESVDLLAFPAYLLGIDSGR.L 297 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_PK_106.009890.0098 2 2.9072 0.3117 1654.69 1655.7 1 60.714287 2 Y.QVDGTDDRSDFGETL.S 243 0 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.021026.02102 2 4.2016 0.3967 2465.47 2465.7 1 52.499996 4 R.QDDFFILQEDAADSFLESVFK.T 828 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009028.0090 2 2.9316 0.1391 2684.01 2684 3 36.95652 1 R.ARPPSEHNTEFLNVPDQGMAGMQR.K 997 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008987.0089 3 3.3763 0.0961 2683.76 2684 9 28.260868 1 R.ARPPSEHNTEFLNVPDQGMAGMQR.K 997 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015095.0150 2 4.4611 0.3507 1844.69 1844.1 1 62.5 1 K.DIILQSNPLLEAFGNAK.T 142 2
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.011789.01178 3 4.4346 0.2449 1691.84 1692 1 55.76923 2 R.RPLPLTFSDTLQFR.V 865 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010881.01088 2 2.8823 0.1875 1906.81 1908.1 2 60.000004 1 R.NFVGDYLGLEERPELR.Q 738 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_106.004040.004040.2 2 2.7096 0.1882 1897.77 1896.1 1 50 1 R.SESINVTLNVEQAAYTR.D 334 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_112.013127.013127.2 2 4.0116 0.3163 2097.81 2097.3 1 68.75 4 R.NFHIYYQLLEGASQEQR.Q 206 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_104.021213.021213.2 2 5.7165 0.4237 2138.01 2136.5 1 60.526318 4 R.VESVDLLAFPAYLLGIDSGR.L 297 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011894.0118 2 3.9432 0.3885 1691.83 1692 1 76.92308 2 R.RPLPLTFSDTLQFR.V 865 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5411.541 2 4.1648 0.3529 2136.01 2136.5 1 47.368423 1 R.VESVDLLAFPAYLLGIDSGR.L 297 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_113.016358.016358.2 2 3.3244 0.2118 2626.65 2627 6 35.714287 2 R.NRDVLFSDLIELMQTSEQAFLR.M 520 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4875.48 2 3.7606 0.3838 2136.64 2136.5 5 36.842106 4 R.VESVDLLAFPAYLLGIDSGR.L 297 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2583.25 2 3.0196 0.2082 1908.37 1908.1 2 46.666668 1 R.NFVGDYLGLEERPELR.Q 738 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_114.016902.016902.3 3 4.5293 0.3304 2626.01 2627 1 34.523808 2 R.NRDVLFSDLIELMQTSEQAFLR.M 520 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_106.001337.001337.2 2 3.4548 0.2776 2467.11 2465.7 1 42.5 1 R.QDDFFILQEDAADSFLESVFK.T 828 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.009747.0097 2 2.6136 0.1522 1183.27 1183.3 1 87.5 3 R.FHWQSHNVK.Q 7 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.016020.0160 2 4.2159 0.4075 2468.23 2465.7 1 50 3 R.QDDFFILQEDAADSFLESVFK.T 828 2 *
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_102.016504.016504.2 2 4.1995 0.4205 1844.17 1844.1 1 50 2 K.DIILQSNPLLEAFGNAK.T 142 2
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NP_036467.2| gi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 22 76 25.9 1098 124844 9.1 HsSD-NE_NT_lymphocytes_Ti_115.011282.011282.2 2 2.907 0.1775 1929.87 1930.2 1 47.22222 1 R.GGPLPLEIMSGGGTHRPPR.G 964 2 *
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_PHA_lymphocytes_PK_110.002079.002079 2 2.5461 0.1867 2164.59 2164.5 3 41.17647 1 K.YLAVESPFLKEVLSEPWR.L 666 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_PHA_lymphocytes_PK_110.011425.011425 3 4.0901 0.2678 2815.85 2817.1 1 27.083334 1 D.SLQLGYAEDGHCKGDINPNIPYPTR.L 493 1
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_PHA_lymphocytes_PK_108.019388.019388 2 3.8395 0.2279 2000.81 2001.3 1 59.375 4 Y.LAVESPFLKEVLSEPWR.L 667 1
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.001193.001193 3 4.5313 0.2406 4426.76 4424.9 1 21.052631 1 R.LQWDIPGECQEVIETSLNTANLLANDVDFHSFPFVAFGK.G 518 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_PHA_lymphocytes_PK_108.001624.001624 2 3.052 0.1666 1660.95 1659.8 1 68.181816 4 Y.VSDWWEEYIYLR.G 232 1
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.000824.0008 3 5.7826 0.4467 4427.39 4424.9 1 28.289473 5 R.LQWDIPGECQEVIETSLNTANLLANDVDFHSFPFVAFGK.G 518 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011194.01119 2 3.1671 0.2542 1550.63 1547.8 4 57.14286 2 R.MTALAQDFAVGLGPR.L 202 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010265.01026 2 2.2221 0.0865 2040.03 2040.4 3 46.666668 1 R.YLQSVRPLMKEEDFKR.M 186 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_PK_106.009592.0095 2 4.1161 0.3168 2339.61 2340.3 1 55.263157 2 T.LDETEEGYRSEDPDTSMDSY.A 420 0
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_PK_105.008123.0081 2 2.8651 0.2243 1112.33 1112.1 1 93.75 1 T.LDETEEGYR.S 420 1
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_Ti_115.015740.01574 3 5.2133 0.3868 4425.98 4424.9 1 28.289473 8 R.LQWDIPGECQEVIETSLNTANLLANDVDFHSFPFVAFGK.G 518 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.006880.0068 2 3.143 0.3383 1362.25 1362.4 1 70 2 R.SCTTESCDFVR.A 607 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.017325.01732 2 4.4795 0.2713 1903.63 1903.2 1 62.5 3 R.TSPDAFVQLALQLAHYK.D 564 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_NT_lymphocytes_Ti_109.002348.002348.3 3 5.3924 0.4417 4423.85 4424.9 1 28.947369 4 R.LQWDIPGECQEVIETSLNTANLLANDVDFHSFPFVAFGK.G 518 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2422.242 2 2.3865 0.2477 1309.46 1309.6 2 63.636364 1 R.LPVPAVKDTVNR.Y 174 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.016694.0166 2 4.7762 0.4047 1903.71 1903.2 1 59.375 5 R.TSPDAFVQLALQLAHYK.D 564 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsSD-NE_NT_lymphocytes_Ti_112.014857.014857.2 2 3.6599 0.3571 1902.63 1903.2 1 50 1 R.TSPDAFVQLALQLAHYK.D 564 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2798.279 2 3.2897 0.4187 1731.08 1732 1 60.714287 2 R.LLGSTIPLCSAQWER.M 296 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1854.185 2 3.7884 0.1837 1526.96 1527.6 1 69.230774 1 R.ILDNTSEPQPGEAR.L 366 2
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NP_001027017.1| gi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_00186 carnitine palmitoyltransferase 1A isoform 2 [Homo sapiens] 15 50 30.2 756 86239 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2411.24 2 2.832 0.1487 1496.95 1497.7 7 57.692307 1 R.LAALTAGDRVPWAR.C 380 2
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_PHA_lymphocytes_Ti_114.009293.009293 2 3.0093 0.1331 1674.61 1674.9 5 66.66667 1 R.PRPDEERPLRRPR.P 800 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_PHA_lymphocytes_Ti_112.012382.012382 2 4.0429 0.4763 1789.35 1789 1 76.92308 1 R.YKELAEFLTFHYAR.L 432 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007364.00736 2 3.3597 0.2573 2989.43 2988.1 1 46 1 R.LCASTEDCEVDPSKCPASELPEHQAR.L 532 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.008544.0085 2 2.6495 0.0984 1808.53 1807 1 47.058823 1 R.VGSASSEGSIHVAMGNFR.D 162 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013346.0133 2 2.9708 0.2048 1441.43 1440.7 3 65.38461 1 R.WFPLLGAPAGAALR.A 403 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_PK_115.011092.0110 2 2.7027 0.3187 1258.25 1256.4 1 66.66667 2 F.GLAPDHPAPGPAR.T 624 1 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013545.0135 2 3.5492 0.2729 1835.27 1833.1 1 63.333332 1 K.LVAQDYLQETLGQVVR.R 515 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011714.01171 2 3.5813 0.3822 1499.13 1497.7 1 63.636364 1 K.ELAEFLTFHYAR.L 434 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_PK_113.013182.0131 2 4.336 0.4137 1478.45 1478.6 1 81.818184 3 R.NSCEEVFETIIH.S 560 1 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007512.0075 3 4.5046 0.3202 3143.27 3144.3 1 30.769232 1 R.RLCASTEDCEVDPSKCPASELPEHQAR.L 531 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012923.01292 2 3.4072 0.2367 1441.41 1440.7 1 80.769226 4 R.WFPLLGAPAGAALR.A 403 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.008648.00864 2 2.5818 0.1035 1336.87 1335.5 3 63.636364 2 R.NQALGTHRPVNK.L 879 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.011052.0110 2 4.1128 0.3151 1606.81 1604.8 1 75 4 R.ESLATLSELDLGAER.D 230 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010028.0100 2 2.5654 0.1098 1234.91 1232.4 1 70 1 R.AGPGQLFWAER.F 344 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009821.00982 2 2.5913 0.3512 1233.63 1232.4 1 75 1 R.AGPGQLFWAER.F 344 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010551.01055 2 2.913 0.2189 1185.37 1185.4 1 88.88889 2 R.FHFEALPPAR.R 355 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009003.00900 2 5.2236 0.4533 1529.01 1529.7 1 85.71429 5 R.AQALVTDLGTAELAR.C 476 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008603.0086 2 2.0564 0.1215 1188.19 1185.4 1 72.22222 1 R.FHFEALPPAR.R 355 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_NT_lymphocytes_Ti_102.012017.012017.2 2 3.9429 0.3332 1606.05 1604.8 1 78.57143 2 R.ESLATLSELDLGAER.D 230 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_PHA_lymphocytes_PK_104.015280.015280 2 3.8358 0.2638 1480.53 1478.6 1 81.818184 4 R.NSCEEVFETIIH.S 560 1 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.006370.0063 2 3.1015 0.2104 1267.53 1265.4 8 72.22222 1 R.PRPDEERPLR.R 800 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2408.240 2 4.7196 0.3761 1529.37 1529.7 1 82.14286 1 R.AQALVTDLGTAELAR.C 476 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2383.23 2 4.9373 0.3319 1529.94 1529.7 1 78.57143 1 R.AQALVTDLGTAELAR.C 476 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_NT_lymphocytes_Ti_104.014374.014374.2 2 3.2796 0.2325 1832.07 1833.1 4 46.666668 2 K.LVAQDYLQETLGQVVR.R 515 2 *
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|NP_075055.1| gi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [Homo sapiens] 17 45 20.7 1011 111898 8.8 HsSD-NE_PHA_lymphocytes_PK_106.013484.013484 2 2.6404 0.1715 2182.39 2183.5 1 44.444447 1 F.AELDQTTRDTLEPLPTILR.A 716 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.012074.012074 3 5.9072 0.1536 1617.32 1616.9 1 62.5 4 R.KLEHLITELVHQR.D 1807 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.012659.012659 2 5.0622 0.4608 2774.37 2775.2 1 50 10 R.HEALLYTWLAEHKPLVLCGPPGSGK.T 2577 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_112.011433.011433 3 4.9748 0.3348 1773.05 1773.1 1 59.615387 2 R.RKLEHLITELVHQR.D 1806 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_112.010051.010051 2 3.6365 0.209 1494.31 1494.7 1 72.72727 4 K.KLHSLQPHACFR.L 4112 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.017631.017631 2 3.8341 0.3098 1960.39 1960.2 1 65.625 4 R.FYFVGDEDLLEIIGNSK.N 1629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.013859.013859 2 3.449 0.3435 2234.41 2232.6 2 47.368423 1 K.NIHVCLGGLFVPEAYITATR.Q 4506 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_109.013986.013986 2 2.7536 0.164 2070.79 2071.4 4 56.666668 1 Q.VIYLNPPIEECRYKLY.Q 968 0 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_109.017805.017805 3 3.9047 0.144 3328.73 3326.7 1 31.48148 1 R.REEFVQWVELLPDTQTPSWLGLPNNAER.V 4302 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.018138.018138 2 4.2426 0.3728 2267.87 2266.5 1 68.42105 2 R.ENFIPTIVNFSAEEISDAIR.E 3345 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.011891.011891 2 3.5313 0.3553 1927.39 1925.2 1 56.666668 1 K.ALEHAFQLEHIMDLTR.L 2436 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.008817.008817 2 3.2 0.3071 2044.35 2045.3 1 52.941177 2 R.NLHVVFTMNPSSEGLKDR.A 3061 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.002232.002232 2 2.2904 0.1604 2931.49 2929.3 4 26.923079 1 R.MPDGPVALEESYSAVMGIVSEVEQYVK.V 1026 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.014027.014027 2 3.1917 0.2837 2686.11 2685 4 34.090908 1 R.SWSHYTVPAGMTVIQWVSDFSER.I 4463 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.016730.016730 3 3.4055 0.1727 3033.14 3030.5 6 25 1 R.LKVFYEEELDVPLVLFNEVLDHVLR.I 2897 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_107.011206.011206 2 3.4896 0.2774 1243.91 1242.4 1 94.44444 2 L.FNEVLDHVLR.I 2912 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_114.012687.012687 3 7.0123 0.5503 2773.19 2775.2 1 45.833336 4 R.HEALLYTWLAEHKPLVLCGPPGSGK.T 2577 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_107.011137.011137 2 2.999 0.3208 1938.51 1940.1 3 53.125 1 K.LKGTVGEPTYDAEFQHF.L 3892 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_Ti_110.010046.010046 2 2.4884 0.2883 1614.45 1616.9 1 54.166668 1 R.KLEHLITELVHQR.D 1807 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_107.015524.015524 2 4.0164 0.2716 1808.19 1807.1 1 63.333332 2 F.EALRPLETLPVEGLIR.I 2808 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.013689.01368 2 4.0773 0.2622 1876.31 1874.1 1 60.000004 3 R.ILDDDTIITTLENLKR.E 3760 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.016137.01613 2 3.3587 0.3848 2445.85 2446.9 1 38.636364 1 R.ALPDMEVVGLNFSSATTPELLLK.T 2611 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.017470.01747 2 4.6794 0.3785 2791.59 2789.2 1 47.727272 2 K.VFYEEELDVPLVLFNEVLDHVLR.I 2899 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.017150.01715 3 5.4932 0.3793 2789.69 2789.2 1 37.5 2 K.VFYEEELDVPLVLFNEVLDHVLR.I 2899 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.000034.00003 3 4.7544 0.3575 2914.49 2914.3 1 32 2 R.VLTLSEDSPYETLHSFISNAVAPFFK.S 137 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009218.0092 2 2.7051 0.1645 1491.43 1488.7 3 68.181816 1 K.LEHLITELVHQR.D 1808 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.017846.01784 2 3.3767 0.1653 2124.75 2124.5 1 52.77778 2 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.015680.01568 2 4.1206 0.4464 2600.53 2599.9 1 47.727272 2 R.FGNPLLVQDVESYDPVLNPVLNR.E 3629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.018986.0189 2 4.8057 0.4525 2266.37 2266.5 1 65.789474 1 R.ENFIPTIVNFSAEEISDAIR.E 3345 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.017926.01792 3 4.3746 0.2806 2127.38 2124.5 1 44.444447 1 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011074.01107 2 3.6857 0.2469 2264.89 2264.5 1 47.368423 1 R.WQASSLPADDLCTENAIMLK.R 3562 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.000383.00038 2 4.3089 0.49 2915.25 2914.3 1 40 1 R.VLTLSEDSPYETLHSFISNAVAPFFK.S 137 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.016923.01692 3 5.3505 0.4624 2730.44 2730.2 1 39.130436 2 K.LVAEDIPLLFSLLSDVFPGVQYHR.G 2149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.017850.01785 2 3.2464 0.2595 2949.89 2948.2 5 33.333336 1 R.QWIVFDGDVDPEWVENLNSVLDDNK.L 2299 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.017578.01757 3 4.1612 0.3644 3325.88 3326.7 1 34.25926 5 R.REEFVQWVELLPDTQTPSWLGLPNNAER.V 4302 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010371.0103 2 5.7185 0.4767 1821.37 1820.9 1 81.25 2 K.EALELTDTGLLSGSEER.V 1302 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.016808.0168 2 3.0668 0.3393 2342.19 2339.6 1 50 2 R.TYAEPLTAAMVEFYTMSQER.F 2764 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_PK_114.012831.0128 2 4.5918 0.3831 1730.75 1730.9 1 67.85714 6 Q.DVESYDPVLNPVLNR.E 3637 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.015767.0157 2 3.5913 0.3122 2600.17 2599.9 1 47.727272 1 R.FGNPLLVQDVESYDPVLNPVLNR.E 3629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011650.0116 3 3.8335 0.3683 1925.27 1925.2 1 40 2 K.ALEHAFQLEHIMDLTR.L 2436 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015140.01514 3 3.8376 0.3111 2477.51 2477.9 1 30.434782 1 R.KLVPLLLEDGGEAPAALEAALEEK.S 36 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011991.01199 2 3.8147 0.224 1638.87 1637 1 73.07692 2 K.NVHLAPGWLMQLEK.K 4098 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012176.01217 2 4.0439 0.4132 1683.41 1680.9 1 65.38461 4 R.CLGSLFSMLHQACR.N 2454 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.007737.00773 2 2.8329 0.1839 1756.41 1753.9 5 53.846157 1 R.FTQDTQPHYIYSPR.E 2784 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011633.0116 2 5.3875 0.3861 1927.01 1925.2 1 76.666664 1 K.ALEHAFQLEHIMDLTR.L 2436 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.007701.0077 2 3.893 0.2375 1575.45 1574.8 1 70.83333 2 R.VKDDIESLHDKFK.V 612 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012390.01239 2 3.1035 0.2099 1671.45 1670 4 53.571426 1 K.SPLVMDVLNIQGVQR.S 1585 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008835.00883 2 2.9667 0.2016 1478.49 1477.7 1 69.230774 2 R.LEGVEGVAHIIDPK.A 2244 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008796.00879 2 3.5848 0.3758 1968.99 1969.2 1 55.88235 2 K.EDLDKVEPAVIEAQNAVK.S 3280 2 *
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99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017028.01702 2 4.2479 0.3348 1962.49 1960.2 3 53.125 1 R.FYFVGDEDLLEIIGNSK.N 1629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017751.01775 3 3.4474 0.1289 2534.78 2532.8 3 28.57143 1 K.LDRDPASGTALQEISFWLNLER.A 262 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.008456.00845 2 3.6218 0.357 1643.65 1640.9 1 80.769226 1 K.FLSDPQVHTVLVER.S 68 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.017294.01729 2 2.8918 0.488 2729.07 2730.2 1 52.173912 1 K.LVAEDIPLLFSLLSDVFPGVQYHR.G 2149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.014410.01441 2 3.0113 0.145 1899.93 1897.2 2 50 1 R.LGEDLNKWQALLVQIR.K 1072 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.017145.0171 2 3.412 0.2291 2123.25 2124.5 1 52.77778 3 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.021620.0216 3 3.5071 0.1555 2913.95 2914.3 1 28 1 R.VLTLSEDSPYETLHSFISNAVAPFFK.S 137 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008140.00814 2 3.8535 0.372 2663.91 2664 1 43.47826 1 R.VLRPQVTAVAQQNQGEVPEPQDMK.V 483 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.013120.01312 2 3.0435 0.1705 1964.49 1962.2 2 50 1 R.MLSAVSQQVQCIQEALR.E 1967 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.016378.01637 3 3.4477 0.3857 4384.73 4385.8 1 19.078947 1 K.VQADEQFGIWLDSSSPEQTVPYLWSEETPATPIGQAIHR.L 3951 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.016929.0169 3 3.2175 0.272 3105.8 3104.4 1 29 1 K.RQWIVFDGDVDPEWVENLNSVLDDNK.L 2298 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.015774.01577 2 4.2038 0.2999 1719.77 1718 1 67.85714 2 R.ILDDDTIITTLENLK.R 3760 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.018477.0184 2 3.2439 0.2957 3171.93 3170.5 1 36.53846 2 R.EEFVQWVELLPDTQTPSWLGLPNNAER.V 4303 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011102.0111 3 5.3321 0.2458 1618.52 1616.9 1 68.75 1 R.KLEHLITELVHQR.D 1807 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_104.016634.016634.2 2 5.808 0.4317 2600.17 2599.9 1 50 5 R.FGNPLLVQDVESYDPVLNPVLNR.E 3629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_102.017349.017349.2 2 4.2798 0.2903 1717.91 1718 1 75 2 R.ILDDDTIITTLENLK.R 3760 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3953.39 2 5.1698 0.3397 2598.62 2599.9 1 47.727272 2 R.FGNPLLVQDVESYDPVLNPVLNR.E 3629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.009503.0095 2 3.4668 0.4307 2044.67 2045.3 1 47.058823 2 R.NLHVVFTMNPSSEGLKDR.A 3061 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_106.000551.00055 2 3.0823 0.2967 2947.95 2948.2 1 37.5 1 R.QWIVFDGDVDPEWVENLNSVLDDNK.L 2299 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.015687.0156 2 2.2676 0.088 3049.63 3047.4 1 33.333336 1 R.FQFPPSWLYIDNIEGEWGAFNDIMR.R 1202 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_105.009083.009083 2 4.0651 0.3174 1628.29 1626.7 1 67.85714 1 S.GHVEDLAAEQNTQIT.S 4053 0 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_104.015452.015452.2 2 5.002 0.4475 1798.55 1799.1 1 68.75 2 K.LSLSNAISTALPLTQLR.W 4575 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_106.021656.021656 2 2.9884 0.2392 1856.55 1855.2 1 56.25 1 R.GIFEALRPLETLPVEGL.I 2805 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_109.000458.000458.3 3 4.4289 0.472 2911.82 2914.3 1 30.000002 3 R.VLTLSEDSPYETLHSFISNAVAPFFK.S 137 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007755.0077 2 2.8419 0.1632 1783.57 1783 8 53.333336 1 K.RTPVIDADKPVSSQLR.V 121 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_111.019410.019410.2 2 3.179 0.3511 2788.37 2789.2 1 40.909092 4 K.VFYEEELDVPLVLFNEVLDHVLR.I 2899 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_115.017558.017558.3 3 3.793 0.3336 2729.33 2730.2 2 31.52174 2 K.LVAEDIPLLFSLLSDVFPGVQYHR.G 2149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_107.017425.017425.3 3 3.7793 0.2729 2123.6 2124.5 1 47.22222 2 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_104.015740.015740.2 2 4.6377 0.3222 2331.79 2330.7 1 65.789474 2 R.YPLIIDPSGQATEFIMNEYK.D 3586 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_114.017495.017495.2 2 5.0874 0.3829 2731.13 2730.2 1 47.826088 1 K.LVAEDIPLLFSLLSDVFPGVQYHR.G 2149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_109.020473.020473.2 2 3.9745 0.39 2269.35 2266.5 1 57.894737 4 R.ENFIPTIVNFSAEEISDAIR.E 3345 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_109.013175.013175.2 2 3.5956 0.2291 1926.73 1925.2 1 66.66667 1 K.ALEHAFQLEHIMDLTR.L 2436 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_PHA_lymphocytes_PK_106.016974.016974 2 3.5366 0.3754 2096.91 2096.4 1 56.25 3 K.VFEEDALSWEDKLNRIM.A 1515 1 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.4319.43 2 4.0456 0.1948 2127.34 2124.5 1 58.333332 3 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_105.016465.016465.2 2 5.4556 0.4573 2476.55 2477.9 1 60.869564 2 R.KLVPLLLEDGGEAPAALEAALEEK.S 36 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_107.017377.017377.2 2 2.3588 0.2972 2121.73 2124.5 1 41.666664 1 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4043.404 2 4.2075 0.3738 2476.23 2477.9 1 47.826088 1 R.KLVPLLLEDGGEAPAALEAALEEK.S 36 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_112.012348.012348.3 3 5.7366 0.3208 1617.32 1616.9 1 66.66667 1 R.KLEHLITELVHQR.D 1807 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_103.017296.017296.2 2 6.1145 0.5463 2348.67 2349.7 1 68.181816 1 K.LVPLLLEDGGEAPAALEAALEEK.S 37 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_108.019685.019685.2 2 3.1778 0.2716 3170.05 3170.5 1 32.692307 1 R.EEFVQWVELLPDTQTPSWLGLPNNAER.V 4303 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2712.271 2 3.0975 0.0863 1230.13 1230.5 7 75 1 R.IFVFEPPPGVK.A 4144 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012741.0127 2 2.5534 0.3499 2694.05 2695 7 32.608696 1 R.HVPVVYVDYPGPASLTQIYGTFNR.A 2730 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_108.011175.011175.2 2 2.8259 0.2826 1185.03 1184.4 1 83.33333 2 R.VTFVNFTVTR.S 3696 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_108.000227.000227.2 2 3.961 0.3671 2916.53 2914.3 1 38 6 R.VLTLSEDSPYETLHSFISNAVAPFFK.S 137 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_104.017324.017324.2 2 4.826 0.3944 2449.51 2446.9 1 43.18182 2 R.ALPDMEVVGLNFSSATTPELLLK.T 2611 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.018249.0182 2 2.6605 0.2172 2788.69 2789.2 1 38.636364 1 K.VFYEEELDVPLVLFNEVLDHVLR.I 2899 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.018291.0182 3 3.7344 0.3976 2786.63 2789.2 1 35.227272 1 K.VFYEEELDVPLVLFNEVLDHVLR.I 2899 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.4323.43 3 3.9443 0.094 2124.92 2124.5 2 43.055553 1 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_110.015150.015150.3 3 4.0953 0.3889 3243.83 3242.5 2 25.892857 1 K.SRQELEQHSVDTASTSDAVTFITYVQSLK.R 1149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4806.480 2 3.8641 0.1665 2123.82 2124.5 1 52.77778 3 R.GIFEALRPLETLPVEGLIR.I 2805 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.017090.0170 2 4.7582 0.42 2730.59 2730.2 1 52.173912 9 K.LVAEDIPLLFSLLSDVFPGVQYHR.G 2149 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_110.018632.018632.3 3 4.975 0.303 3328.34 3326.7 1 35.185184 4 R.REEFVQWVELLPDTQTPSWLGLPNNAER.V 4302 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_110.015173.015173.3 3 3.6058 0.1039 3019.04 3019.4 1 33.333336 1 R.FNRYPLIIDPSGQATEFIMNEYKDR.K 3583 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_112.013859.013859.2 2 4.7145 0.4986 2693.23 2695 1 45.652176 3 R.HVPVVYVDYPGPASLTQIYGTFNR.A 2730 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_114.012797.012797.2 2 4.7434 0.3851 2061.57 2062.3 1 80 1 R.HYLDFINHYANLFHEK.R 3175 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3995.399 2 4.0819 0.3284 2598.83 2599.9 1 40.909092 2 R.FGNPLLVQDVESYDPVLNPVLNR.E 3629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.017192.0171 3 4.3674 0.2568 3328.79 3326.7 1 31.48148 5 R.REEFVQWVELLPDTQTPSWLGLPNNAER.V 4302 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_110.018554.018554.2 2 4.0034 0.2749 1962.19 1960.2 2 59.375 1 R.FYFVGDEDLLEIIGNSK.N 1629 2 *
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NP_001367.2| gi|33350932|ref|NP_001367.2| "dynein, cytoplasmic, heavy polypeptide 1 [Homo sapiens] " 70 215 21 4646 532412 6.4 HsSD-NE_NT_lymphocytes_Ti_112.014531.014531.2 2 4.0374 0.4269 2157.41 2158.5 2 38.88889 1 K.AHQANQLYPFAISLIESVR.T 768 2 *

100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_Ti_101.014978.014978 2 4.1016 0.2385 1935.03 1932.4 1 58.333332 5 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001226.001226 2 5.6939 0.4612 2920.03 2917.4 1 44.642857 7 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_Ti_103.008333.008333 2 4.8207 0.4161 1691.67 1693.9 1 84.61539 16 R.HLQLAIRNDEELNK.L 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001778.001778 3 3.6451 0.1276 2919.83 2917.4 9 22.321428 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_Ti_107.010538.010538 3 3.3165 0.3767 2106.38 2105.4 3 35.294117 1 R.HLQLAIRNDEELNKLLGK.V 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010166.01016 2 3.9931 0.285 1695.15 1693.9 1 73.07692 1 R.HLQLAIRNDEELNK.L 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.002633.002 3 3.7772 0.1509 4430.54 4428.1 6 17.5 1 V.HRLLRKGNYSERVGAGAPVYLAAVLEYLTAEILELAGNAAR.D 32 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019883.019 2 2.7939 0.1971 2280.21 2277.7 1 40.476192 1 A.GAPVYLAAVLEYLTAEILELAG.N 47 0
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019992.019 2 4.1118 0.1584 2821.05 2818.2 1 40.74074 4 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014120.0141 2 5.3201 0.3032 1933.93 1932.4 1 66.66667 23 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019292.019 3 6.998 0.4454 2918.39 2917.4 1 35.714287 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014170.0141 3 4.9301 0.344 1933.25 1932.4 1 50 8 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 22 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019790.019 2 6.092 0.4904 2918.63 2917.4 1 46.42857 16 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019491.019 2 4.4793 0.3816 2691.43 2690.1 1 48 3 A.GAPVYLAAVLEYLTAEILELAGNAAR.D 47 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 53 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019128.019 3 5.2119 0.4153 2819.69 2818.2 1 34.25926 2 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014516.01451 3 4.9183 0.3185 1930.52 1932.4 1 48.61111 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.010779.010 2 2.8514 0.1647 1190.59 1188.4 1 80 1 S.SRAGLQFPVGR.V 20 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019961.019 2 3.2775 0.2996 2763.53 2761.2 9 25.925926 2 R.VGAGAPVYLAAVLEYLTAEILELAGNAA.R 44 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018945.018 2 3.9704 0.1907 2634.93 2633.1 1 50 3 G.APVYLAAVLEYLTAEILELAGNAAR.D 48 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018784.018 2 3.4401 0.2581 2764.05 2761.2 1 38.46154 2 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019978.019 2 3.8353 0.3565 2621.49 2619 1 38 2 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.020391.020 2 3.8193 0.4196 2506.53 2504.9 1 41.666664 1 R.VGAGAPVYLAAVLEYLTAEILELAG.N 44 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014630.01463 2 5.4336 0.3395 1933.01 1932.4 1 63.88889 9 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 53 0
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007936.00793 2 2.8037 0.1287 1275.91 1275.5 1 72.72727 1 R.SSRAGLQFPVGR.V 19 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008062.0080 2 4.452 0.349 1692.71 1693.9 2 73.07692 8 R.HLQLAIRNDEELNK.L 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_Ti_115.018842.01884 2 2.8089 0.2936 2917.65 2917.4 1 39.285713 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.013826.013 2 4.4419 0.3008 1933.93 1932.4 1 58.333332 3 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 22 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008115.0081 3 3.1961 0.1063 1694.69 1693.9 5 44.230766 2 R.HLQLAIRNDEELNK.L 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014894.014894.2 2 6.0093 0.3887 1933.27 1932.4 1 69.44444 72 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 60 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014601.014601.3 3 5.0019 0.3297 1932.83 1932.4 1 50 10 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_109.009851.009851.2 2 4.0521 0.3308 1693.85 1693.9 1 80.769226 2 R.HLQLAIRNDEELNK.L 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.020638.0206 2 4.0767 0.335 2919.41 2917.4 1 37.5 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 57 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 54 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3882.388 2 3.9908 0.337 1931.8 1932.4 1 55.555557 6 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 55 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 22 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_111.020044.020044. 2 3.7364 0.3476 2621.47 2619 1 36 1 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_107.002679.002679. 2 2.8662 0.248 2367.41 2365.7 1 40.476192 1 V.YLAAVLEYLTAEILELAGNAAR.D 51 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_111.013202.013202. 2 4.2142 0.2794 1931.45 1932.4 1 63.88889 6 G.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 60 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.019593.019593. 2 3.6556 0.2009 2764.13 2761.2 1 40.384613 1 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020693.020693.3 3 4.7985 0.3535 2918.78 2917.4 1 29.464287 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.019341.019341. 3 4.3418 0.3726 2920.19 2917.4 1 30.357143 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020714.020714.2 2 5.4138 0.46 2918.49 2917.4 1 44.642857 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 59 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.000797.000797. 2 5.0983 0.2825 2819.79 2818.2 1 44.444447 5 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_111.012899.012899.3 3 3.3461 0.256 2105.93 2105.4 1 32.352943 1 R.HLQLAIRNDEELNKLLGK.V 83 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3849.38 2 4.4034 0.2888 1931.93 1932.4 1 58.333332 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.020118.020118. 2 4.6925 0.3528 2919.35 2917.4 1 41.07143 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 22 2
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 58 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 55 1
100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NP_066409.1| gi|10800130|ref|NP_066409.1| "histone cluster 1, H2ad [Homo sapiens] " 31 285 69.2 130 14107 10.9 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 56 1
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.014162.014162 2 4.046 0.3231 1644.83 1645 1 66.66667 7 K.TFVNITPAEVGVLVGK.D 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_Ti_104.016160.016160 2 4.1518 0.3077 1629.23 1626.8 1 76.92308 91 R.DSLLQDGEFSMDLR.T 76 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.012076.01207 2 3.4813 0.3026 1918.41 1916.2 1 64.70589 1 K.TFVNITPAEVGVLVGKDR.S 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.007818.0078 1 2.0389 0.1949 1381.61 1380.5 5 42.307693 1 K.STGGAPTFNVTVTK.T 92 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008508.0085 2 2.8176 0.2055 1213.87 1214.4 1 72.72727 2 K.DSPSVWAAVPGK.T 27 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.012755.0127 2 2.9423 0.3006 1646.25 1645 2 46.666668 1 K.TFVNITPAEVGVLVGK.D 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008313.00831 2 2.7808 0.2726 1214.13 1214.4 1 86.36364 2 K.DSPSVWAAVPGK.T 27 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009598.0095 2 2.9066 0.0802 1473.19 1471.7 1 69.230774 2 R.SSFYVNGLTLGGQK.C 57 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.012741.0127 2 5.1993 0.3499 1628.47 1626.8 1 80.769226 15 R.DSLLQDGEFSMDLR.T 76 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011882.01188 2 3.9505 0.3533 1628.29 1626.8 1 80.769226 7 R.DSLLQDGEFSMDLR.T 76 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_102.010556.010556.2 2 4.2481 0.3872 1471.55 1471.7 1 76.92308 2 R.SSFYVNGLTLGGQK.C 57 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_PK_102.016205.016205 2 2.872 0.2667 1357.43 1357.4 5 63.636364 1 R.DSLLQDGEFSMD.L 76 1 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_103.013705.013705.3 3 5.52 0.3762 1645.19 1645 1 60.000004 1 K.TFVNITPAEVGVLVGK.D 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_PK_103.014192.014192 1 3.111 0.3166 1357.61 1357.4 1 63.636364 5 R.DSLLQDGEFSMD.L 76 1 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_PK_106.013388.013388. 2 3.2386 0.1721 1647.85 1645 1 66.66667 3 K.TFVNITPAEVGVLVGK.D 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_102.009274.009274.1 1 2.0249 0.1533 1381.06 1380.5 1 46.153847 1 K.STGGAPTFNVTVTK.T 92 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_103.013675.013675.2 2 4.9005 0.2529 1647.67 1645 1 83.33333 24 K.TFVNITPAEVGVLVGK.D 39 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_102.009441.009441.1 1 2.1049 0.2361 1213.55 1214.4 1 59.090908 2 K.DSPSVWAAVPGK.T 27 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_PK_105.016562.016562 2 4.2599 0.3544 1627.67 1626.8 1 80.769226 20 R.DSLLQDGEFSMDLR.T 76 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_102.015507.015507.2 2 5.2875 0.3612 1628.67 1626.8 1 80.769226 62 R.DSLLQDGEFSMDLR.T 76 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_PHA_lymphocytes_PK_104.013900.013900 2 2.5463 0.1972 1470.65 1471.7 1 65.38461 1 R.SSFYVNGLTLGGQK.C 57 2 *
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3252.325 2 3.8109 0.3268 1915.63 1916.2 1 55.88235 3 K.TFVNITPAEVGVLVGKDR.S 39 2 *
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101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_005013.1| gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 11 257 51.4 140 15054 8.3 HsSD-NE_NT_lymphocytes_Ti_103.010560.010560.1 1 2.6909 0.4365 1470.78 1471.7 1 57.692307 3 R.SSFYVNGLTLGGQK.C 57 2 *
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_PHA_lymphocytes_PK_109.009700.009700 1 2.1989 0.2915 1283.48 1284.4 1 72.22222 2 A.CYCRIPACIA.G 66 0
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_PHA_lymphocytes_PK_108.009858.009858 1 2.4047 0.1579 1356 1355.5 1 65 1 M.ACYCRIPACIA.G 65 0 *
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_PHA_lymphocytes_PK_108.008618.008618 1 1.9564 0.2038 1100.62 1100.2 1 71.42857 1 A.CYCRIPAC.I 66 0
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.006893.0068 1 1.8002 0.3241 1117.43 1118.2 1 68.75 1 R.YGTCIYQGR.L 80 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_PK_110.008475.0084 1 2.1552 0.1693 1099.44 1100.2 2 78.57143 3 D.CYCRIPAC.I 66 0
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_Ti_106.006575.00657 1 2.0038 0.1395 986.51 987.11 1 68.75 1 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.006789.0067 1 2.132 0.1837 986.55 987.11 4 62.5 3 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_PK_112.012377.012 2 2.5486 0.2622 1153.55 1154.4 4 75 1 C.IYQGRLWAF.C 84 0
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.006818.0068 2 2.6855 0.2088 989.19 987.11 1 93.75 1 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_NT_lymphocytes_Ti_104.007821.007821.1 1 2.4083 0.2333 987.51 987.11 1 68.75 1 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_NT_lymphocytes_Ti_111.010907.010907.2 2 2.5726 0.3507 1274.33 1274.4 1 72.22222 3 R.RYGTCIYQGR.L 79 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2529.25 2 2.7702 0.1007 1143.28 1143.3 3 83.33333 1 R.IPACIAGERR.Y 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1876.187 1 2.4907 0.2342 987.55 987.11 1 75 1 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1904.19 2 2.8724 0.324 1117.85 1118.2 1 93.75 1 R.YGTCIYQGR.L 80 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1867.186 2 3.4029 0.3802 1118.29 1118.2 1 81.25 2 R.YGTCIYQGR.L 80 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1711.17 1 2.3626 0.2993 986.75 987.11 2 62.5 1 R.IPACIAGER.R 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007136.0071 2 3.4557 0.306 1274.59 1274.4 1 77.77778 4 R.RYGTCIYQGR.L 79 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_NT_lymphocytes_Ti_103.007791.007791.1 1 2.1604 0.2782 1117.49 1118.2 2 75 4 R.YGTCIYQGR.L 80 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsSD-NE_NT_lymphocytes_Ti_101.007562.007562.2 2 3.207 0.383 1118.53 1118.2 1 87.5 7 R.YGTCIYQGR.L 80 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1816.181 2 2.9729 0.0919 1143.31 1143.3 4 83.33333 2 R.IPACIAGERR.Y 70 2
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|NP_001035965.1| gi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 10 44 29.8 94 10201 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1878.187 2 2.7439 0.1828 987.31 987.11 1 81.25 3 R.IPACIAGER.R 70 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.018120.018120 2 4.3576 0.3306 2986.81 2986.3 1 38 2 K.QVEVDAQQCMLEILDTAGTEQFTAMR.D 43 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.005405.005405 1 2.5102 0.2752 986.69 986.2 1 70 1 K.LVVLGSGGVGK.S 6 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_PK_109.009924.009924 3 4.2608 0.3815 2658.92 2659.9 1 36.904762 1 N.KCDLEDERVVGKEQGQNLARQW.N 117 0
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.017980.017980 2 3.8514 0.2946 2661.63 2659.9 1 36.95652 17 K.NGQGFALVYSITAQSTFNDLQDLR.E 74 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_Ti_107.016831.016831 2 2.8532 0.2983 1496.83 1495.7 1 72.72727 1 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.018566.018566 2 4.0465 0.2572 1668.19 1667 1 75 77 K.SALTVQFVQGIFVEK.Y 17 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013779.0137 2 3.7618 0.2806 1713.47 1711 1 61.538464 2 K.SKINVNEIFYDLVR.Q 150 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.016050.0160 1 2.2769 0.2781 1495.92 1495.7 1 68.181816 2 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.016840.01684 2 4.1802 0.2018 1496.79 1495.7 1 90.909096 6 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.016007.01600 1 2.5129 0.262 1495.73 1495.7 1 63.636364 1 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.016872.01687 2 2.7236 0.2377 2662.75 2659.9 1 32.608696 1 K.NGQGFALVYSITAQSTFNDLQDLR.E 74 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015590.0155 2 4.9254 0.2869 1496.87 1495.7 1 86.36364 6 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014422.01442 3 4.6774 0.2531 1712.39 1711 1 61.538464 2 K.SKINVNEIFYDLVR.Q 150 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014853.01485 2 3.7681 0.3013 1668.35 1667 1 64.28571 12 K.SALTVQFVQGIFVEK.Y 17 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.014519.0145 2 3.4212 0.2401 1668.29 1667 1 57.14286 7 K.SALTVQFVQGIFVEK.Y 17 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_PK_106.014690.014690 2 3.4841 0.1715 2049.03 2048.3 1 50 2 T.AQSTFNDLQDLREQILR.V 86 1
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3647.36 2 4.3532 0.1829 1495.04 1495.7 1 86.36364 2 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_107.016625.016625.2 2 5.0438 0.2527 1496.53 1495.7 1 90.909096 17 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_113.017773.017773.2 2 3.4008 0.3427 1666.73 1667 3 50 10 K.SALTVQFVQGIFVEK.Y 17 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.002451.0024 2 3.0491 0.2538 2662.91 2659.9 2 34.782608 5 K.NGQGFALVYSITAQSTFNDLQDLR.E 74 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_103.008593.008593.1 1 2.876 0.3824 985.79 986.2 2 65 3 K.LVVLGSGGVGK.S 6 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_103.008572.008572.2 2 2.9668 0.1563 986.29 986.2 2 80 3 K.LVVLGSGGVGK.S 6 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_110.015312.015312.2 2 4.538 0.3918 1712.97 1711 1 84.61539 1 K.SKINVNEIFYDLVR.Q 150 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3944.394 2 4.8963 0.3567 1710.59 1711 1 73.07692 1 K.SKINVNEIFYDLVR.Q 150 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_113.019500.019500.2 2 3.6451 0.2837 2661.53 2659.9 1 39.130436 30 K.NGQGFALVYSITAQSTFNDLQDLR.E 74 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2062.206 1 2.5031 0.3532 985.45 986.2 1 65 1 K.LVVLGSGGVGK.S 6 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_103.009665.009665.2 2 2.7009 0.2998 1555.29 1555.7 6 58.333332 2 R.QWNNCAFLESSAK.S 137 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_NT_lymphocytes_Ti_106.015861.015861.1 1 3.7461 0.2137 1495.76 1495.7 1 63.636364 7 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_PK_106.020163.020163 1 3.5631 0.2493 1495.8 1495.7 1 68.181816 3 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1640.16 2 3.0347 0.1539 1299.17 1299.5 1 81.818184 1 R.VVGKEQGQNLAR.Q 125 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3672.36 2 2.8896 0.099 1710.85 1711 4 57.692307 1 K.SKINVNEIFYDLVR.Q 150 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4342.434 2 4.8458 0.2029 1495.51 1495.7 2 86.36364 6 K.INVNEIFYDLVR.Q 152 2
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NP_001010942.1| gi|58219792|ref|NP_001010942.1| "RAP1B, member of RAS oncogene family [Homo sapiens] " 13 235 69.6 184 20825 5.8 HsSD-NE_PHA_lymphocytes_PK_106.020132.020132 2 4.6303 0.2961 1496.57 1495.7 1 90.909096 2 K.INVNEIFYDLVR.Q 152 2
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsSD-NE_PHA_lymphocytes_Ti_101.009148.009148 2 3.7832 0.28 1557.47 1555.8 2 70.83333 1 K.NREPVQLETLSIR.G 49 2
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_Ti_105.018854.01885 2 4.9376 0.477 2287.79 2288.7 1 68.42105 2 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008378.00837 2 3.9138 0.3229 1554.93 1555.8 1 75 2 K.NREPVQLETLSIR.G 49 2
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_Ti_105.018824.01882 3 5.994 0.3051 2289.5 2288.7 2 44.736843 2 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.008738.0087 2 3.8964 0.3266 1555.57 1555.8 1 79.16667 4 K.NREPVQLETLSIR.G 49 2
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.019720.0197 3 6.1918 0.377 2289.11 2288.7 2 48.684208 3 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.019388.0193 2 5.0427 0.4358 2290.71 2288.7 1 63.15789 17 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007616.00761 1 2.8323 0.1208 1271.6 1270.5 4 65 2 K.LSHETVTIELK.N 10 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4855.48 2 4.1506 0.226 2291.51 2288.7 1 52.63158 5 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsSD-NE_PHA_lymphocytes_PK_106.002420.002420 2 5.1677 0.426 2288.53 2288.7 1 65.789474 6 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5318.531 2 4.4779 0.4036 2288.77 2288.7 1 60.526318 5 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsSD-NE_NT_lymphocytes_Ti_103.021016.021016.2 2 5.7042 0.44 2289.79 2288.7 1 65.789474 12 R.YFILPDSLPLDTLLVDVEPK.V 67 2 *
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_008869.1| gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D1 polypeptide 16kDa [Homo sapie 4 62 37 119 13282 11.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2244.224 2 4.1284 0.2944 1555.13 1555.8 1 83.33333 1 K.NREPVQLETLSIR.G 49 2
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_PHA_lymphocytes_Ti_103.000008.000008 3 4.9047 0.2008 2669.75 2670 1 39.772728 16 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_PHA_lymphocytes_Ti_106.007219.007219 2 4.6158 0.2989 1697.19 1697.9 1 83.33333 2 R.RMEELHNQEVQKR.K 325 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.005085.005085 2 2.8797 0.189 1336.03 1337.5 1 80 3 R.EKLEMEMEAAR.H 294 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.000011.000011 2 5.8286 0.4439 2671.03 2670 1 59.090908 70 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.021494.02149 2 6.0192 0.4221 2672.85 2670 1 54.545456 10 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.005508.00550 2 3.6321 0.3686 1539.51 1541.7 1 81.818184 5 R.RMEELHNQEVQK.R 325 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.000778.00077 3 5.1468 0.4543 2670.68 2670 1 40.909092 5 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.000010.0000 3 5.5143 0.4324 2670.26 2670 1 40.909092 11 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010756.01075 2 3.7693 0.2347 1862.23 1861.1 1 66.66667 2 R.LFVGNLPPDITEEEMR.K 76 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.000004.0000 2 5.8231 0.4304 2670.79 2670 1 56.81818 19 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007646.0076 2 2.6426 0.3053 1233.01 1232.4 1 72.72727 1 K.GIVEFSGKPAAR.K 191 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009492.0094 2 3.5194 0.3766 2144.73 2142.3 1 61.11111 1 R.PVTVEPMDQLDDEEGLPEK.L 221 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010466.01046 2 3.5238 0.3592 1514.91 1515.7 1 79.16667 2 R.CSEGSFLLTTFPR.P 208 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_NT_lymphocytes_Ti_105.015772.015772.2 2 2.7225 0.1142 901.33 901.05 7 92.85714 1 K.AGEVFIHK.D 100 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009904.0099 1 2.2049 0.3098 1181.64 1181.4 1 68.75 1 R.HEHQVMLMR.Q 305 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_NT_lymphocytes_PK_105.018713.018713. 2 2.7591 0.1843 2670.69 2670 1 31.818182 2 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_NT_lymphocytes_Ti_113.016019.016019.3 3 4.3324 0.32 2670.83 2670 1 35.227272 3 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_NT_lymphocytes_Ti_104.012195.012195.2 2 3.5985 0.3493 1515.03 1515.7 1 79.16667 1 R.CSEGSFLLTTFPR.P 208 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.0058.005 2 5.1346 0.4444 2668.6 2670 1 50 10 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsSD-NE_NT_lymphocytes_Ti_111.017562.017562.2 2 5.6007 0.4205 2672.85 2670 1 59.090908 32 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NP_031389.3| gi|34932414|ref|NP_031389.3| "non-POU domain containing, octamer-binding [Homo sapiens] " 11 211 26.3 471 54232 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.5159.51 2 5.671 0.4352 2669.44 2670 1 54.545456 14 R.NLPQYVSNELLEEAFSVFGQVER.A 154 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_109.014794.014794 2 4.3992 0.4014 2867.77 2868.2 1 41.666664 1 G.SYGPRPEEYEFLTPVEEAPKGMLAR.G 145 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.015134.015134 3 3.8465 0.2137 2613.38 2612.8 1 36.25 8 K.SFFTDDDKQDHLSWEWNLSIK.K 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_109.014757.014757 3 4.8599 0.462 2865.26 2868.2 1 35.416664 1 G.SYGPRPEEYEFLTPVEEAPKGMLAR.G 145 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_107.012401.012401 2 2.7132 0.196 2741.05 2741 9 30.952381 1 K.SFFTDDDKQDHLSWEWNLSIKK.E 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.014864.014864 3 4.2344 0.2775 2676.38 2674.1 2 28.125 3 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.013320.013320 3 4.8197 0.3927 2743.25 2741 1 34.523808 12 K.SFFTDDDKQDHLSWEWNLSIKK.E 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.014110.014110 2 4.1001 0.4657 2614.65 2612.8 1 47.5 28 K.SFFTDDDKQDHLSWEWNLSIK.K 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.014280.014280 2 3.0443 0.2424 2674.55 2674.1 1 39.583336 4 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_109.014636.014636 3 3.8579 0.2233 2924.15 2925.3 1 31 1 G.SYGPRPEEYEFLTPVEEAPKGMLARG.T 145 0 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013820.0138 2 3.3496 0.3678 2674.09 2674.1 1 41.666664 2 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.014235.0142 3 3.8667 0.2482 2676.05 2674.1 5 23.958332 2 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013923.01392 2 2.0977 0.297 2673.33 2674.1 1 35.416664 1 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.015814.0158 3 4.0889 0.3431 2544.83 2545.9 1 31.52174 1 R.LTLVCESAPGPITMDLTGDLEALK.K 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.006912.0069 2 4.1292 0.4049 1941.31 1940.9 1 59.375 1 K.APEPHVEEDDDDELDSK.L 5 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.015788.0157 2 4.9224 0.4997 2548.13 2545.9 1 50 5 R.LTLVCESAPGPITMDLTGDLEALK.K 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.013872.01387 3 3.546 0.2225 2615.06 2612.8 3 30.000002 1 K.SFFTDDDKQDHLSWEWNLSIK.K 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.010070.0100 2 2.513 0.1906 1313.69 1312.5 6 62.5 1 K.TLLGDGPVVTDPK.A 51 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_PK_115.012815.0128 2 3.2178 0.2519 1552.43 1552.7 1 70.83333 1 E.EYEFLTPVEEAPK.G 152 1
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013940.01394 3 4.7264 0.3864 2672.78 2674.1 1 30.208334 4 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.012356.012356 2 4.0232 0.282 2495.59 2495.7 1 42.857143 2 M.VGSYGPRPEEYEFLTPVEEAPK.G 143 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016161.016161.2 2 3.2071 0.235 2946.13 2946.3 1 32 2 K.ATFMVGSYGPRPEEYEFLTPVEEAPK.G 139 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_110.014890.014890.3 3 3.3882 0.1355 2743.07 2741 1 30.952381 1 K.SFFTDDDKQDHLSWEWNLSIKK.E 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_109.017440.017440.2 2 3.6719 0.3359 2612.37 2612.8 1 45 30 K.SFFTDDDKQDHLSWEWNLSIK.K 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_109.017967.017967.3 3 3.6489 0.2122 2615.6 2612.8 1 31.25 5 K.SFFTDDDKQDHLSWEWNLSIK.K 176 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.011211.01121 2 4.6985 0.3077 2090.47 2089.3 1 58.823532 2 Y.GPRPEEYEFLTPVEEAPK.G 147 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_105.015041.01504 2 3.1887 0.2472 1685.67 1686.8 1 66.66667 2 D.DDKQDHLSWEWNL.S 181 0 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016353.016353.2 2 3.8283 0.4497 2672.47 2674.1 1 43.75 5 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.011924.011924 2 3.4275 0.2185 2396.07 2396.6 2 42.5 2 G.SYGPRPEEYEFLTPVEEAPKG.M 145 0 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2386.238 2 2.8236 0.3074 2148.74 2149.5 4 40 1 K.TLLGDGPVVTDPKAPNVVVTR.L 51 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_105.012896.012896 2 3.4775 0.2928 1740.51 1741.8 1 61.538464 4 K.SFFTDDDKQDHLSW.E 176 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016362.016362 2 3.9567 0.4634 2056.41 2057.1 1 53.333336 2 K.SFFTDDDKQDHLSWEW.N 176 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_106.014008.014008.3 3 4.3633 0.3401 2675.3 2674.1 1 31.25 8 R.LTLVCESAPGPITMDLTGDLEALKK.E 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.011945.011945 2 3.8347 0.2289 2452.31 2453.7 3 40.476192 1 V.GSYGPRPEEYEFLTPVEEAPKG.M 144 0 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_105.018100.018100 2 4.0978 0.3529 2284.81 2284.4 1 58.823532 20 K.SFFTDDDKQDHLSWEWNL.S 176 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.012074.012074 2 4.3936 0.4777 2337.05 2339.6 1 55.263157 6 G.SYGPRPEEYEFLTPVEEAPK.G 145 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_103.016926.016926.2 2 4.003 0.3251 2545.15 2545.9 1 45.652176 3 R.LTLVCESAPGPITMDLTGDLEALK.K 72 2 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.012948.012948 2 3.1069 0.2144 2626.07 2626.9 1 40.909092 1 F.MVGSYGPRPEEYEFLTPVEEAPK.G 142 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.013414.013414 2 3.4796 0.2209 2526.91 2527.8 1 45.238094 1 G.SYGPRPEEYEFLTPVEEAPKGM.L 145 0 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_PHA_lymphocytes_PK_106.012086.012086 3 4.7323 0.1685 2341.73 2339.6 8 36.842106 1 G.SYGPRPEEYEFLTPVEEAPK.G 145 1 *
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NP_001166.3| gi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (GDI) beta [Homo sapiens] 28 178 58.2 201 22988 5.2 HsSD-NE_NT_lymphocytes_Ti_104.007886.007886.2 2 3.0559 0.2933 1940.57 1940.9 1 50 1 K.APEPHVEEDDDDELDSK.L 5 2 *
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_Ti_107.010538.010538 3 3.3165 0.3767 2106.38 2105.4 3 35.294117 1 R.HLQLAIRNDEELNKLLGK.V 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001778.001778 3 3.6451 0.1276 2919.83 2917.4 9 22.321428 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_Ti_103.008333.008333 2 4.8207 0.4161 1691.67 1693.9 1 84.61539 16 R.HLQLAIRNDEELNK.L 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_Ti_101.014978.014978 2 4.1016 0.2385 1935.03 1932.4 1 58.333332 5 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001226.001226 2 5.6939 0.4612 2920.03 2917.4 1 44.642857 7 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_PK_107.010765.010765 1 3.0999 0.3319 1551.83 1551.7 1 67.85714 2 G.NYAERVGAGAPVYLA.A 39 0
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 22 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014516.01451 3 4.9183 0.3185 1930.52 1932.4 1 48.61111 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008115.0081 3 3.1961 0.1063 1694.69 1693.9 5 44.230766 2 R.HLQLAIRNDEELNK.L 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019978.019 2 3.8353 0.3565 2621.49 2619 1 38 2 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018945.018 2 3.9704 0.1907 2634.93 2633.1 1 50 3 G.APVYLAAVLEYLTAEILELAGNAAR.D 48 1
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107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014630.01463 2 5.4336 0.3395 1933.01 1932.4 1 63.88889 9 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_Ti_115.018842.01884 2 2.8089 0.2936 2917.65 2917.4 1 39.285713 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018784.018 2 3.4401 0.2581 2764.05 2761.2 1 38.46154 2 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007936.00793 2 2.8037 0.1287 1275.91 1275.5 1 72.72727 1 R.SSRAGLQFPVGR.V 19 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.020391.020 2 3.8193 0.4196 2506.53 2504.9 1 41.666664 1 R.VGAGAPVYLAAVLEYLTAEILELAG.N 44 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019128.019 3 5.2119 0.4153 2819.69 2818.2 1 34.25926 2 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019790.019 2 6.092 0.4904 2918.63 2917.4 1 46.42857 16 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 22 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.010779.010 2 2.8514 0.1647 1190.59 1188.4 1 80 1 S.SRAGLQFPVGR.V 20 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008062.0080 2 4.452 0.349 1692.71 1693.9 2 73.07692 8 R.HLQLAIRNDEELNK.L 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019883.019 2 2.7939 0.1971 2280.21 2277.7 1 40.476192 1 A.GAPVYLAAVLEYLTAEILELAG.N 47 0
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019491.019 2 4.4793 0.3816 2691.43 2690.1 1 48 3 A.GAPVYLAAVLEYLTAEILELAGNAAR.D 47 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 53 0
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019292.019 3 6.998 0.4454 2918.39 2917.4 1 35.714287 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019992.019 2 4.1118 0.1584 2821.05 2818.2 1 40.74074 4 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010166.01016 2 3.9931 0.285 1695.15 1693.9 1 73.07692 1 R.HLQLAIRNDEELNK.L 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.013826.013 2 4.4419 0.3008 1933.93 1932.4 1 58.333332 3 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 53 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019961.019 2 3.2775 0.2996 2763.53 2761.2 9 25.925926 2 R.VGAGAPVYLAAVLEYLTAEILELAGNAA.R 44 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014170.0141 3 4.9301 0.344 1933.25 1932.4 1 50 8 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014120.0141 2 5.3201 0.3032 1933.93 1932.4 1 66.66667 23 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 60 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 58 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_111.020044.020044. 2 3.7364 0.3476 2621.47 2619 1 36 1 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 55 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_111.012899.012899.3 3 3.3461 0.256 2105.93 2105.4 1 32.352943 1 R.HLQLAIRNDEELNKLLGK.V 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 60 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014894.014894.2 2 6.0093 0.3887 1933.27 1932.4 1 69.44444 72 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 54 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_107.002679.002679. 2 2.8662 0.248 2367.41 2365.7 1 40.476192 1 V.YLAAVLEYLTAEILELAGNAAR.D 51 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 22 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.000797.000797. 2 5.0983 0.2825 2819.79 2818.2 1 44.444447 5 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_104.014601.014601.3 3 5.0019 0.3297 1932.83 1932.4 1 50 10 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 22 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.020638.0206 2 4.0767 0.335 2919.41 2917.4 1 37.5 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 59 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_109.009851.009851.2 2 4.0521 0.3308 1693.85 1693.9 1 80.769226 2 R.HLQLAIRNDEELNK.L 83 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.020118.020118. 2 4.6925 0.3528 2919.35 2917.4 1 41.07143 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020714.020714.2 2 5.4138 0.46 2918.49 2917.4 1 44.642857 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.019341.019341. 3 4.3418 0.3726 2920.19 2917.4 1 30.357143 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020693.020693.3 3 4.7985 0.3535 2918.78 2917.4 1 29.464287 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.3849.38 2 4.4034 0.2888 1931.93 1932.4 1 58.333332 4 K.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_112.019593.019593. 2 3.6556 0.2009 2764.13 2761.2 1 40.384613 1 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_111.013202.013202. 2 4.2142 0.2794 1931.45 1932.4 1 63.88889 6 G.VTIAQGGVLPNIQAVLLPK.K 101 2
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 57 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 55 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 56 1
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NP_066408.1| gi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1| "histone cluster 1, H2ag [Homo sapiens] " 31 286 63.8 130 14091 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3882.388 2 3.9908 0.337 1931.8 1932.4 1 55.555557 6 K.VTIAQGGVLPNIQAVLLPK.K 101 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_107.017206.017206 2 3.7317 0.3395 1490.39 1488.7 1 72.72727 2 T.SLCFVYPLDFAR.T 127 1
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_109.015128.015128 1 2.0505 0.2713 1364.69 1365.6 1 54.545456 1 R.GNLANVIRYFPT.Q 73 1
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_107.015214.015214 2 4.0124 0.2442 1485.37 1484.8 1 77.27273 7 F.VLVLYDEIKKYT.- 287 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_Ti_106.003752.003752 2 3.2631 0.2625 1219.33 1220.4 1 79.16667 9 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_109.013066.013066 2 2.6635 0.2668 1091.05 1091.3 3 72.22222 1 K.GAWSNVLRGM.G 273 1
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_110.013242.013242 1 2.3494 0.2429 1321.74 1322.5 1 65 2 A.NVIRYFPTQAL.N 77 0
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.004460.004460 2 2.8038 0.186 1137.35 1137.4 7 77.77778 1 K.LLLQVQHASK.Q 34 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.010983.010983 2 3.4468 0.322 1818.31 1818 1 60.714287 3 R.KGTDIMYTGTLDCWR.K 245 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_111.016476.016476 2 2.8317 0.2041 1425.75 1423.8 8 66.66667 1 K.TAVAPIERVKLLL.Q 24 1
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_108.011884.011884 2 2.725 0.2288 1035.17 1034.2 3 81.25 1 G.AWSNVLRGM.G 274 0
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007635.0076 1 2.0027 0.2201 1136.56 1137.4 9 66.66667 1 K.LLLQVQHASK.Q 34 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009368.00936 2 4.4572 0.3309 1819.31 1818 1 75 4 R.KGTDIMYTGTLDCWR.K 245 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.009820.00982 2 4.7499 0.358 1220.49 1220.4 1 87.5 4 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.009864.00986 1 3.2748 0.2194 1221.72 1220.4 1 66.66667 2 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007296.0072 2 2.8748 0.098 859.39 857 4 85.71429 1 R.GNLANVIR.Y 73 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010875.0108 2 2.5879 0.2228 1122.15 1122.3 1 81.25 4 K.EQGVLSFWR.G 64 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_PK_110.013220.013 2 4.4486 0.501 2113.33 2111.4 1 63.15789 4 M.IAQTVTAVAGLTSYPFDTVR.R 216 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010562.0105 1 3.602 0.2284 1221.84 1220.4 1 70.83333 8 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010164.01016 1 2.5265 0.1644 1122.69 1122.3 5 68.75 1 K.EQGVLSFWR.G 64 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007667.0076 2 2.5662 0.1742 1132.99 1133.3 6 66.66667 1 K.QIFLGGVDKR.T 97 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008952.0089 1 2.8278 0.1697 1221.44 1220.4 1 60.000004 2 R.AAYFGIYDTAK.G 189 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.012806.01280 2 3.9746 0.3479 1446.97 1447.7 1 86.36364 3 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007658.0076 2 3.0745 0.1622 1137.21 1137.4 3 83.33333 2 K.LLLQVQHASK.Q 34 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_110.013300.01330 1 2.4159 0.1067 1450.03 1447.7 2 54.545456 2 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007792.00779 2 2.7289 0.1247 1132.89 1133.3 2 77.77778 2 K.QIFLGGVDKR.T 97 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.012807.0128 1 3.0093 0.1581 1449.87 1447.7 1 63.636364 2 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010197.01019 2 2.5697 0.2417 1123.73 1122.3 2 87.5 3 K.EQGVLSFWR.G 64 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.012178.0121 2 4.7144 0.2714 1219.75 1220.4 1 87.5 28 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.012579.0125 2 3.6262 0.4034 1447.47 1447.7 1 86.36364 7 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_PK_105.013070.013070. 2 3.0537 0.2516 2112.23 2111.4 1 42.105263 1 M.IAQTVTAVAGLTSYPFDTVR.R 216 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_105.011421.01142 2 3.5885 0.4086 1185.51 1185.3 1 75 2 K.SDGIKGLYQGF.N 167 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_Ti_102.011386.011386.1 1 3.2736 0.2192 1220.7 1220.4 1 66.66667 12 K.DFLAGGVAAAISK.T 11 2 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_Ti_105.016282.016282.2 2 3.5846 0.3355 1446.87 1447.7 1 86.36364 1 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_PHA_lymphocytes_PK_106.010605.010605 1 2.5415 0.1582 1272.7 1272.5 3 66.66667 1 L.VLYDEIKKYT.- 289 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_PK_106.013683.013683. 2 3.7483 0.3764 2243.57 2242.6 1 47.5 2 W.MIAQTVTAVAGLTSYPFDTVR.R 215 1 *
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_Ti_105.016264.016264.1 1 3.0502 0.2025 1447.76 1447.7 1 59.090908 3 R.YFPTQALNFAFK.D 81 2
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|NP_001143.2| gi|156071459|ref|NP_001143.2| "solute carrier family 25, member 5 [Homo sapiens] " 25 574 60.1 298 32852 9.7 HsSD-NE_NT_lymphocytes_Ti_102.012632.012632.2 2 4.9465 0.2452 1220.25 1220.4 1 87.5 13 K.DFLAGGVAAAISK.T 11 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.014582.014582 2 3.3562 0.2315 2173.53 2173.3 1 50 4 R.FADDTYTESYISTIGVDFK.I 28 2
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_PHA_lymphocytes_PK_111.011532.011532 1 2.4274 0.2708 1148.58 1149.3 4 61.11111 2 S.YYRGAHGIIV.V 77 0
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_PHA_lymphocytes_Ti_109.011211.011211 2 2.0655 0.2416 2278.51 2279.5 4 37.5 1 R.GAHGIIVVYDVTDQESYANVK.Q 80 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.015134.01513 3 3.3035 0.2196 1870.49 1870.1 1 37.5 1 K.NATNVEQAFMTMAAEIK.K 154 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.016169.01616 2 4.3638 0.2091 1872.99 1870.1 1 68.75 5 K.NATNVEQAFMTMAAEIK.K 154 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006291.00629 2 4.5546 0.3052 1442.55 1442.6 1 67.85714 6 R.MGPGAASGGERPNLK.I 173 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014475.0144 2 4.2108 0.3438 2174.67 2173.3 1 55.555557 43 R.FADDTYTESYISTIGVDFK.I 28 2
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.008984.00898 3 3.3048 0.1152 1599.02 1598.8 1 50 1 K.RMGPGAASGGERPNLK.I 172 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010588.01058 2 6.1315 0.4893 2280.79 2279.5 1 65 30 R.GAHGIIVVYDVTDQESYANVK.Q 80 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.006692.0066 2 4.3959 0.3053 1444.39 1442.6 1 71.42857 3 R.MGPGAASGGERPNLK.I 173 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013667.01366 2 2.6731 0.1189 1726.69 1725.9 4 53.333336 1 K.EFADSLGIPFLETSAK.N 138 2
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_PHA_lymphocytes_PK_111.009842.009 2 2.7811 0.2693 1310.53 1311.4 9 53.846157 1 M.GPGAASGGERPNLK.I 174 1 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.013708.01370 2 4.4091 0.419 2175.01 2173.3 1 66.66667 35 R.FADDTYTESYISTIGVDFK.I 28 2
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_NT_lymphocytes_Ti_115.011828.011828.2 2 3.2473 0.3973 2282.01 2279.5 1 35 2 R.GAHGIIVVYDVTDQESYANVK.Q 80 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.011514.0115 2 3.6912 0.3661 2281.13 2279.5 1 37.5 3 R.GAHGIIVVYDVTDQESYANVK.Q 80 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3748.374 2 3.0287 0.1921 2554.25 2554.9 1 36.95652 1 K.VVDNTTAKEFADSLGIPFLETSAK.N 130 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_NT_lymphocytes_Ti_102.015542.015542.2 2 4.8011 0.3612 1725.47 1725.9 1 76.666664 3 K.EFADSLGIPFLETSAK.N 138 2
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_PHA_lymphocytes_PK_106.010310.010310 2 4.1419 0.1934 1359.17 1359.6 1 86.36364 2 R.TIELDGKTIKLQ.I 49 1
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3822.382 2 2.885 0.1108 2683.97 2683 3 31.25 1 K.KVVDNTTAKEFADSLGIPFLETSAK.N 129 2 *
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NP_112243.1| gi|13569962|ref|NP_112243.1| "RAB1B, member RAS oncogene family [Homo sapiens] " 13 147 62.2 201 22171 5.7 HsSD-NE_PHA_lymphocytes_PK_105.013346.013346 2 3.291 0.3159 1537.59 1538.7 1 68.181816 2 K.QWLQEIDRYASE.N 101 1
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_114.019248.019248 2 4.397 0.3509 2081.55 2082.3 1 65.625 19 D.SLDWALYDHLMDFLADR.G 230 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.013826.013826 2 3.5814 0.3129 3139.09 3138.3 1 36.53846 1 K.ALVLDCHYPEDEVGQEDEAESDIFSIR.E 181 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_114.019741.01974 2 3.8835 0.399 2414.49 2412.6 1 44.736843 8 L.NTDSLDWALYDHLMDFLADR.G 227 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_114.000219.000219 2 2.8905 0.3615 2298.79 2298.5 3 36.11111 2 N.TDSLDWALYDHLMDFLADR.G 228 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_Ti_106.012524.012524 2 2.9117 0.1684 1699.03 1698.9 2 73.07692 2 K.AFVDFLSDEIKEER.K 81 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_Ti_107.001712.001712 3 4.7658 0.3753 3440.45 3441.8 1 30.172413 3 R.GVDNTFADELVELSTALEHQEYITFLEDLK.S 247 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_Ti_102.012543.012543 3 3.3671 0.1492 3139.7 3138.3 1 30.769232 1 K.ALVLDCHYPEDEVGQEDEAESDIFSIR.E 181 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.020951.020951 3 3.4289 0.213 4615.46 4615.9 2 18.421053 1 R.EVSFQSTGESEWKDTNYTLNTDSLDWALYDHLMDFLADR.G 208 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_NT_lymphocytes_PK_111.012281.0122 2 4.2052 0.4337 2384.97 2385.3 1 60.526318 6 L.DCHYPEDEVGQEDEAESDIF.S 185 0 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008193.0081 2 3.2406 0.2498 1514.41 1514.6 1 75 2 R.EVSFQSTGESEWK.D 208 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.001088.0010 3 6.5539 0.4653 3440.84 3441.8 1 31.034481 16 R.GVDNTFADELVELSTALEHQEYITFLEDLK.S 247 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012527.01252 2 5.2029 0.3815 2291.11 2288.6 1 65.789474 1 K.VEEQEPELTSTPNFVVEVIK.N 155 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012617.0126 2 3.8712 0.386 2286.65 2288.6 1 57.894737 2 K.VEEQEPELTSTPNFVVEVIK.N 155 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007984.00798 2 3.5751 0.3364 1515.21 1514.6 1 87.5 2 R.EVSFQSTGESEWK.D 208 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.021210.0212 2 4.3016 0.5403 3122.33 3120.4 1 44 1 K.DTNYTLNTDSLDWALYDHLMDFLADR.G 221 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012387.01238 3 4.1552 0.2759 3138.77 3138.3 1 33.653847 1 K.ALVLDCHYPEDEVGQEDEAESDIFSIR.E 181 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.001136.00113 3 5.9802 0.4506 3441.05 3441.8 1 32.75862 12 R.GVDNTFADELVELSTALEHQEYITFLEDLK.S 247 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_110.013853.013853.2 2 3.2854 0.2464 1698.83 1698.9 1 76.92308 6 K.AFVDFLSDEIKEER.K 81 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_103.013632.013632.2 2 4.7505 0.3746 2287.99 2288.6 1 63.15789 3 K.VEEQEPELTSTPNFVVEVIK.N 155 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_106.013349.013349 2 3.1581 0.3123 1398.17 1396.6 1 90 2 L.YDHLMDFLADR.G 236 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015842.015842 2 3.5195 0.2459 1562.47 1563.7 1 79.16667 1 L.NTDSLDWALYDHL.M 227 0 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015732.015732 2 3.3136 0.2872 2405.09 2402.7 3 37.5 1 K.VEEQEPELTSTPNFVVEVIKN.D 155 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_106.015014.015014 2 3.2701 0.252 1700.43 1698.9 1 80.769226 1 K.AFVDFLSDEIKEER.K 81 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_108.002474.002474.3 3 6.7926 0.4756 3442.76 3441.8 1 31.896553 17 R.GVDNTFADELVELSTALEHQEYITFLEDLK.S 247 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_103.010830.010830.2 2 4.3261 0.2343 1623.97 1622.8 2 67.85714 3 K.MSGGWELELNGTEAK.L 105 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_102.009017.009017.2 2 3.443 0.3055 1516.35 1514.6 1 83.33333 8 R.EVSFQSTGESEWK.D 208 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015886.015886 1 2.7786 0.3031 1562.82 1563.7 1 66.66667 2 L.NTDSLDWALYDHL.M 227 0 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_104.013270.013270.2 2 4.0675 0.4445 3138.03 3138.3 1 40.384613 4 K.ALVLDCHYPEDEVGQEDEAESDIFSIR.E 181 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_107.013584.013584.3 3 3.3177 0.1476 3140.48 3138.3 1 30.769232 1 K.ALVLDCHYPEDEVGQEDEAESDIFSIR.E 181 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_102.014068.014068.2 2 3.5666 0.1597 2863.23 2864.1 1 44 8 K.ITVTFNINNSIPPTFDGEEEPSQGQK.V 129 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015668.015668 2 4.7348 0.3585 2289.03 2288.6 1 57.894737 2 K.VEEQEPELTSTPNFVVEVIK.N 155 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_106.013341.01334 1 1.8407 0.4391 1395.59 1396.6 4 60.000004 1 L.YDHLMDFLADR.G 236 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_106.015758.015758 2 3.9003 0.3576 1510.87 1509.7 1 77.27273 2 A.LYDHLMDFLADR.G 235 1 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015310.015310 1 2.3424 0.2715 1232.79 1233.4 4 61.11111 2 D.SLDWALYDHL.M 230 0 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_102.012420.012420.1 1 2.0716 0.1022 1514.71 1514.6 8 45.833336 1 R.EVSFQSTGESEWK.D 208 2 *
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110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_Ti_106.000687.000687.2 2 4.4661 0.4667 3122.37 3120.4 1 42 7 K.DTNYTLNTDSLDWALYDHLMDFLADR.G 221 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_NT_lymphocytes_PK_105.013564.013564. 2 3.1133 0.2237 2287.95 2288.6 3 42.105263 1 K.VEEQEPELTSTPNFVVEVIK.N 155 2 *
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_001203.1| gi|4502491|ref|NP_001203.1| "complement component 1, q subcomponent binding protein precu 23 154 61 282 31362 4.8 HsSD-NE_PHA_lymphocytes_PK_106.013298.013298 1 1.8489 0.1584 1294.69 1293.5 8 50 1 A.LEHQEYITFL.E 263 0 *
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.010908.010908 2 2.2971 0.1518 1058.59 1056.2 1 81.25 2 R.VSFELFADK.V 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.003844.003844 1 2.4528 0.1456 1249.35 1248.4 2 60.000004 1 K.KITIADCGQLE.- 155 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.012306.012306 2 5.2598 0.4853 2794.03 2793.1 1 50 10 K.HTGPGILSMANAGPNTNGSQFFICTAK.T 92 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.011382.011382 2 4.212 0.5245 1830.07 1833 1 67.85714 6 K.SIYGEKFEDENFILK.H 77 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.003776.003776 2 3.3888 0.2767 1249.81 1248.4 1 90 11 K.KITIADCGQLE.- 155 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.009326.009326 2 2.0599 0.1131 1507.01 1506.8 1 62.5 1 K.VKEGMNIVEAMER.F 132 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.011138.011138 2 3.9016 0.2542 1380.51 1380.6 1 77.27273 7 R.VSFELFADKVPK.T 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.009171.009171 1 2.1853 0.3116 1505.59 1506.8 1 50 2 K.VKEGMNIVEAMER.F 132 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.012860.012860 3 4.7998 0.3223 2792.63 2793.1 1 34.615387 6 K.HTGPGILSMANAGPNTNGSQFFICTAK.T 92 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.011126.011126 1 2.1955 0.2839 1379.7 1380.6 1 68.181816 2 R.VSFELFADKVPK.T 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008298.00829 1 3.1431 0.136 1507.92 1506.8 1 58.333332 1 K.VKEGMNIVEAMER.F 132 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008919.00891 2 3.1582 0.0881 1155.45 1155.3 5 87.5 1 K.FEDENFILK.H 83 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_102.008289.0082 2 2.6422 0.0912 1120.17 1120.2 1 77.77778 1 K.ITIADCGQLE.- 156 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010034.01003 2 3.7469 0.2559 1382.23 1380.6 1 77.27273 2 R.VSFELFADKVPK.T 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009874.0098 2 2.1969 0.2789 1602.39 1599.8 2 65.38461 1 R.IIPGFMCQGGDFTR.H 56 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009944.0099 2 4.3865 0.3099 1834.43 1833 1 75 2 K.SIYGEKFEDENFILK.H 77 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009489.00948 2 4.3304 0.2871 1833.95 1833 1 71.42857 3 K.SIYGEKFEDENFILK.H 77 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007620.00762 1 1.9945 0.1682 1247.63 1248.4 6 60.000004 1 K.KITIADCGQLE.- 155 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011566.01156 3 3.6345 0.2582 2792.75 2793.1 2 25 1 K.HTGPGILSMANAGPNTNGSQFFICTAK.T 92 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011853.01185 2 2.8901 0.3111 2793.21 2793.1 1 40.384613 2 K.HTGPGILSMANAGPNTNGSQFFICTAK.T 92 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010262.0102 2 3.2696 0.1394 1056.35 1056.2 1 87.5 1 R.VSFELFADK.V 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010260.0102 1 2.4954 0.1419 1057.61 1056.2 6 68.75 2 R.VSFELFADK.V 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_104.011430.011430.1 1 2.5035 0.1431 1056.55 1056.2 1 75 5 R.VSFELFADK.V 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2707.270 2 3.8197 0.3244 1380.06 1380.6 2 77.27273 3 R.VSFELFADKVPK.T 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_PK_105.015390.015390. 2 3.0997 0.3177 1732.81 1734 1 60.000004 2 N.PTVFFDIAVDGEPLGR.V 4 1
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_104.009740.009740.2 2 3.1904 0.1755 1249.89 1248.4 3 80 3 K.KITIADCGQLE.- 155 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_112.012947.012947.2 2 4.8888 0.4385 2793.87 2793.1 1 44.230766 10 K.HTGPGILSMANAGPNTNGSQFFICTAK.T 92 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_101.009752.009752.1 1 1.9692 0.0934 1121.69 1120.2 8 66.66667 1 K.ITIADCGQLE.- 156 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_103.011122.011122.2 2 3.3536 0.236 1055.85 1056.2 2 87.5 5 R.VSFELFADK.V 20 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_PHA_lymphocytes_PK_106.012278.012278 2 5.3135 0.3687 1833.61 1833 1 75 2 K.SIYGEKFEDENFILK.H 77 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_101.010004.010004.2 2 3.1971 0.2042 1120.77 1120.2 8 77.77778 4 K.ITIADCGQLE.- 156 2
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NP_066953.1| gi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_0017185 peptidylprolyl isomerase A [Homo sapiens] 16 105 65.5 165 18012 7.8 HsSD-NE_NT_lymphocytes_Ti_104.008775.008775.1 1 2.673 0.1576 1247.57 1248.4 1 60.000004 4 K.KITIADCGQLE.- 155 2
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_Ti_102.007355.007355 2 5.2344 0.4959 1990.63 1992 1 58.333332 6 K.SCSGVEFSTSGHAYTDTGK.A 35 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_Ti_104.011260.011260 2 4.1212 0.4456 1850.69 1849 1 56.25 9 K.IETSINLAWTAGSNNTR.F 202 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_PK_111.011874.011874 1 2.1218 0.2272 1291.31 1291.5 1 58.333332 1 K.NFSAGGHKVGLGF.E 267 1 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.010767.010767 2 4.2096 0.2898 2102.07 2102.4 1 55.263157 3 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.015660.015660 2 2.9069 0.2137 2537.01 2536.7 4 29.545454 1 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011069.01106 2 2.8254 0.1261 2104.81 2102.4 1 52.63158 2 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010198.0101 2 2.9183 0.285 1850.69 1849 1 50 2 K.IETSINLAWTAGSNNTR.F 202 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008970.00897 2 5.9577 0.4964 2538.57 2536.7 1 54.545456 4 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.003207.00320 3 5.5851 0.4676 2536.79 2536.7 1 40.909092 9 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.003243.0032 3 5.3255 0.3554 2536.79 2536.7 1 37.5 9 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007181.00718 2 5.369 0.4468 1993.49 1992 1 77.77778 5 K.SCSGVEFSTSGHAYTDTGK.A 35 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008606.00860 2 2.4688 0.0939 1624.43 1622.8 1 66.66667 1 K.YKVCNYGLTFTQK.W 62 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010970.0109 2 4.5878 0.3374 1910.65 1909 1 66.66667 10 K.WNTDNTLGTEISWENK.L 75 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_PK_114.012702.0127 2 4.4195 0.3898 1910.25 1909 1 66.66667 2 K.WNTDNTLGTEISWENK.L 75 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_PK_106.008045.0080 1 2.0939 0.4482 1220.41 1221.2 1 50 1 H.THVNDGTEFGGS.I 182 0 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011219.0112 1 3.5259 0.3916 1420.87 1419.7 1 66.66667 1 K.LTLDTIFVPNTGK.K 97 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010172.01017 3 3.9425 0.2283 2105.06 2102.4 1 40.789474 4 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007452.0074 2 4.2169 0.4469 1991.67 1992 1 55.555557 3 K.SCSGVEFSTSGHAYTDTGK.A 35 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010578.01057 1 2.2173 0.3509 1419.68 1419.7 1 62.5 1 K.LTLDTIFVPNTGK.K 97 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010065.01006 2 5.7052 0.4285 1911.05 1909 1 73.333336 5 K.WNTDNTLGTEISWENK.L 75 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_PK_112.011360.0113 2 3.7296 0.4606 1472.19 1471.5 1 69.230774 4 Q.LHTHVNDGTEFGGS.I 180 0 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010268.01026 1 2.8979 0.1348 1549.66 1547.8 1 61.538464 1 K.LTLDTIFVPNTGKK.S 97 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.009066.0090 2 5.1266 0.5841 2535.79 2536.7 1 45.454548 7 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_PK_106.002914.002914 2 4.9319 0.249 2395.29 2392.6 1 52.499996 11 K.WNTDNTLGTEISWENKLAEGL.K 75 1 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_PK_105.013397.013397 2 2.8018 0.1989 1911.63 1909 2 46.666668 1 K.WNTDNTLGTEISWENK.L 75 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2618.261 2 2.7855 0.2285 2102.64 2102.4 1 50 1 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_102.012098.012098.2 2 4.6231 0.4186 1910.23 1909 1 73.333336 10 K.WNTDNTLGTEISWENK.L 75 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_PK_105.010037.010037 1 3.0229 0.3765 1497.71 1497.6 1 53.846157 1 H.THVNDGTEFGGSIY.Q 182 0 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_PHA_lymphocytes_PK_103.014891.01489 1 2.7202 0.2916 1428.15 1428.5 5 50 2 G.SNVDIDFSGPTIY.G 127 0 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_106.016701.016701.2 2 2.953 0.2941 2539.33 2536.7 1 34.090908 3 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_107.004007.004007.3 3 4.641 0.2455 2537.39 2536.7 1 36.363636 4 K.AADFQLHTHVNDGTEFGGSIYQK.V 175 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_110.011710.011710.2 2 5.0483 0.2403 2101.03 2102.4 1 55.263157 6 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_103.013843.013843.2 2 3.858 0.1194 1851.35 1849 1 56.25 3 K.IETSINLAWTAGSNNTR.F 202 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_104.009526.009526.2 2 5.1428 0.4346 1994.07 1992 1 58.333332 8 K.SCSGVEFSTSGHAYTDTGK.A 35 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011114.0111 2 3.9038 0.2417 2102.03 2102.4 1 55.263157 6 K.VNNASLIGLGYTQTLRPGVK.L 237 2 *
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NP_005653.3| gi|25188179|ref|NP_005653.3| voltage-dependent anion channel 3 [Homo sapiens] 17 148 54.1 283 30659 8.6 HsSD-NE_NT_lymphocytes_Ti_103.009251.009251.2 2 2.971 0.2626 1330.73 1331.5 1 85 1 K.VCNYGLTFTQK.W 64 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.009807.009807 3 3.8081 0.1131 2334.71 2332.5 5 31.578945 2 R.SLETENSALQLQVTEREEVR.G 52 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_113.021253.021253 2 4.0864 0.3757 1916.03 1916.1 1 56.25 6 K.KSLEGDLEDLKDQIAQL.E 157 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.007635.007635 2 4.5114 0.2976 1704.83 1703.9 1 80.769226 1 K.CKAEHDQLLLNYAK.K 110 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.009669.009669 2 4.9551 0.3478 1818.11 1819 1 80 12 R.SLETENSALQLQVTER.E 52 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.008115.008115 1 2.3339 0.2897 1526.92 1526.7 3 59.090908 1 R.CQSLTEDLEFRK.S 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_108.008705.008705 2 2.6736 0.1654 1736.65 1735 3 64.28571 1 R.MRIESLSSQLSNLQK.E 298 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.008222.008222 2 3.7994 0.3501 1528.09 1526.7 1 81.818184 3 R.CQSLTEDLEFRK.S 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.013161.013161 3 5.3653 0.3572 3509.42 3509.6 1 26.51515 16 R.VDVEESEASSSVSISHSASATGNVCIEEIDVDGK.F 419 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_109.018880.018880 2 5.0539 0.3279 3001.57 3002.1 1 50 23 K.TTIPEEEEEEEEAAGVVVEEELFHQQ.G 548 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.007119.007119 2 3.7078 0.2533 1652.77 1652.8 1 66.66667 3 R.LYKEELEQTYHAK.L 259 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.001190.001190 2 4.3282 0.2741 2530.29 2529.8 3 41.304348 3 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_107.018456.018456 2 5.8151 0.4263 2901.25 2901 1 52.083332 12 T.TIPEEEEEEEEAAGVVVEEELFHQQ.G 549 0 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.015140.015140 3 3.2017 0.1847 3412.7 3413.6 1 25 1 K.TTIPEEEEEEEEAAGVVVEEELFHQQGTPR.A 548 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_110.002130.002130 3 4.7396 0.3844 3667.88 3665.8 1 22.058825 16 K.RVDVEESEASSSVSISHSASATGNVCIEEIDVDGK.F 418 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_109.009099.009099 2 3.9303 0.2307 1654.05 1652.8 1 79.16667 2 R.LYKEELEQTYHAK.L 259 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.015540.015540 2 2.9939 0.1652 2569.85 2569.9 1 41.666664 2 K.AGQTVTIWAANAGVTASPPTDLIWK.N 492 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.018909.01890 3 6.6936 0.3408 2658.95 2658 1 45.833336 3 K.KSLEGDLEDLKDQIAQLEASLAAAK.K 157 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008918.00891 2 3.4638 0.2957 1398.23 1398.5 1 85 1 R.CQSLTEDLEFR.K 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_PK_111.012567.0125 2 3.9753 0.2176 1350.85 1350.5 1 85 6 Q.LNDYEQLLDVK.L 357 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014393.01439 2 3.3582 0.2047 2572.47 2569.9 3 37.5 1 K.AGQTVTIWAANAGVTASPPTDLIWK.N 492 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009263.00926 2 3.4879 0.2831 1881.45 1880.1 1 56.666668 1 K.NTSEQDQPMGGWEMIR.K 458 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_103.014164.01416 2 4.6644 0.3101 2110.41 2109.3 1 59.375 1 R.DQMQQQLNDYEQLLDVK.L 351 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.014198.01419 3 3.174 0.1496 3413.03 3413.6 1 26.724138 1 K.TTIPEEEEEEEEAAGVVVEEELFHQQGTPR.A 548 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007082.00708 2 4.7016 0.2346 1655.35 1652.8 1 83.33333 3 R.LYKEELEQTYHAK.L 259 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009149.0091 2 4.3846 0.252 1820.51 1819 1 63.333332 6 R.SLETENSALQLQVTER.E 52 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009604.00960 2 3.1966 0.1177 1173.07 1172.4 7 88.88889 1 R.IQELEDLLAK.E 321 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006574.00657 2 3.5195 0.3671 1496.43 1497.6 1 61.538464 3 R.LSSEMNTSTVNSAR.E 277 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009219.0092 2 2.9544 0.1069 1399.05 1398.5 1 75 1 R.CQSLTEDLEFR.K 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.020690.0206 3 6.3329 0.3519 2528.39 2529.8 1 44.56522 7 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.006971.0069 2 2.99 0.2849 1069.23 1069.3 1 93.75 2 K.LAQALHEMR.E 242 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.020763.02076 2 3.9055 0.3626 2528.81 2529.8 2 39.130436 1 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006887.0068 2 2.6645 0.1278 1498.03 1497.6 1 69.230774 1 R.LSSEMNTSTVNSAR.E 277 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.018945.0189 3 5.5614 0.3759 2658.35 2658 1 38.541664 1 K.KSLEGDLEDLKDQIAQLEASLAAAK.K 157 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007955.00795 2 4.8266 0.3899 1706.25 1703.9 1 76.92308 1 K.CKAEHDQLLLNYAK.K 110 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.006794.00679 2 3.332 0.2509 1068.87 1069.3 1 93.75 6 K.LAQALHEMR.E 242 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006863.0068 2 3.1297 0.166 1337.15 1335.4 1 72.72727 2 K.NQNSWGTGEDVK.V 517 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.020798.0207 2 5.5775 0.383 2528.95 2529.8 1 56.521736 3 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011421.0114 2 4.2833 0.4146 1429.75 1429.6 1 84.61539 2 K.DQIAQLEASLAAAK.K 168 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.020132.02013 3 4.7048 0.3542 2530.07 2529.8 1 35.869564 1 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008373.00837 2 4.989 0.3472 1818.67 1819 1 80 1 R.SLETENSALQLQVTER.E 52 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_108.010593.010593.2 2 4.1196 0.3405 1733.43 1735 1 67.85714 1 R.MRIESLSSQLSNLQK.E 298 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_102.014943.014943.2 2 6.1554 0.332 2111.41 2109.3 1 78.125 2 R.DQMQQQLNDYEQLLDVK.L 351 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_102.007340.007340.2 2 4.2405 0.4138 1496.75 1497.6 1 76.92308 2 R.LSSEMNTSTVNSAR.E 277 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_106.000011.000011.3 3 6.646 0.3468 2529.83 2529.8 1 43.47826 11 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3652.365 3 4.3548 0.3234 3976.52 3976.3 1 19.117647 1 R.STVFKTTIPEEEEEEEEAAGVVVEEELFHQQGTPR.A 543 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1936.193 2 3.0398 0.1527 1672.59 1672.8 5 58.333332 1 R.LQEKEELRELNDR.L 30 2
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5431.543 3 6.3042 0.3201 2657.91 2658 1 36.458336 2 K.SLEGDLEDLKDQIAQLEASLAAAKK.Q 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_109.019970.019970.3 3 4.3101 0.1178 2657.36 2658 1 33.333336 2 K.KSLEGDLEDLKDQIAQLEASLAAAK.K 157 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_106.020169.020169.2 2 6.1926 0.2332 2530.87 2529.8 1 54.347824 13 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3859.385 3 3.8036 0.2773 3415.58 3413.6 1 25 1 K.TTIPEEEEEEEEAAGVVVEEELFHQQGTPR.A 548 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_106.019188.019188 3 5.5653 0.3703 3004.16 3002.1 1 40 7 K.TTIPEEEEEEEEAAGVVVEEELFHQQ.G 548 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_102.007007.007007.1 1 2.1102 0.271 970.64 970.07 4 68.75 3 K.IGDTSVSYK.Y 475 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_104.012669.012669.2 2 3.5538 0.2792 1282.57 1282.5 1 90 3 K.LALDMEISAYR.K 368 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_109.019874.019874.2 2 4.4558 0.2322 2657.87 2658 1 43.75 4 K.KSLEGDLEDLKDQIAQLEASLAAAK.K 157 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016100.016100 2 4.8733 0.3044 1674.03 1674.8 1 71.42857 2 K.SLEGDLEDLKDQIAQ.L 158 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.018957.018957 2 4.3253 0.3057 3061.43 3059.2 1 36.53846 3 K.TTIPEEEEEEEEAAGVVVEEELFHQQG.T 548 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_115.003051.003051.3 3 5.4365 0.4252 3665.42 3665.8 1 31.617647 5 K.RVDVEESEASSSVSISHSASATGNVCIEEIDVDGK.F 418 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016026.016026 2 3.1403 0.2103 1546.07 1546.7 1 69.230774 2 K.SLEGDLEDLKDQIA.Q 158 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_108.019399.019399.3 3 5.3189 0.1137 2658.35 2658 2 32.291664 1 K.SLEGDLEDLKDQIAQLEASLAAAKK.Q 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016048.016048 1 2.9845 0.1907 1545.79 1546.7 1 57.692307 1 K.SLEGDLEDLKDQIA.Q 158 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_102.006998.006998.2 2 2.612 0.2447 969.59 970.07 1 87.5 2 K.IGDTSVSYK.Y 475 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_106.000068.000068 2 3.2918 0.2588 2074.39 2075.2 1 50 2 K.SLEGDLEDLKDQIAQLEAS.L 158 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.017222.017222 2 4.7861 0.4186 3130.13 3130.3 1 42.307693 3 F.KTTIPEEEEEEEEAAGVVVEEELFHQQ.G 547 0 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_103.010288.010288.2 2 3.6531 0.3301 1398.33 1398.5 1 90 2 R.CQSLTEDLEFR.K 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_103.010296.010296.1 1 2.4793 0.3631 1398.62 1398.5 1 60.000004 2 R.CQSLTEDLEFR.K 198 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.019245.019245 2 3.1232 0.2677 2874.41 2874 1 33.333336 1 K.TTIPEEEEEEEEAAGVVVEEELFHQ.Q 548 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.010026.010026 1 3.0754 0.2384 1448.68 1448.5 2 58.333332 3 T.GNVCIEEIDVDGK.F 440 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5770.577 2 6.4505 0.3389 2529.05 2529.8 1 50 2 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5823.582 3 6.1603 0.2807 2529.57 2529.8 1 40.217392 1 K.SLEGDLEDLKDQIAQLEASLAAAK.K 158 2 *
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113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_102.010598.010598.2 2 5.4324 0.2728 1818.91 1819 1 76.666664 25 R.SLETENSALQLQVTER.E 52 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015706.015706.1 1 2.4307 0.2312 1097.74 1098.2 1 66.66667 1 R.KIGDTSVSYK.Y 474 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_103.008160.008160.2 2 3.5141 0.2298 1177.07 1174.3 2 72.72727 4 K.DAALATALGDKK.S 146 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_106.001042.001042 2 4.6451 0.2462 1789.59 1788 1 76.666664 7 K.SLEGDLEDLKDQIAQL.E 158 1 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1963.196 2 4.4516 0.2259 1652.46 1652.8 1 83.33333 2 R.LYKEELEQTYHAK.L 259 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015649.015649.1 1 2.5431 0.1589 1102.78 1103.2 1 68.75 1 R.KLLEGEEER.L 379 2
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_NT_lymphocytes_Ti_107.018995.018995.2 2 4.5296 0.2865 2657.97 2658 1 39.583336 2 K.SLEGDLEDLKDQIAQLEASLAAAKK.Q 158 2 *
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_005564.1| gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 49 288 55.8 586 66408 5.2 HsSD-NE_PHA_lymphocytes_PK_105.013642.013642 2 3.937 0.2628 1866.75 1866.1 1 78.57143 1 Q.MQQQLNDYEQLLDVK.L 353 1 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.018674.018674 2 3.5064 0.2322 2535.07 2532.9 2 40.476192 1 K.IIYLNQLLQEDSLNVADLTSLR.A 40 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsSD-NE_PHA_lymphocytes_PK_109.012018.012018 2 2.7352 0.1967 1626.61 1625.8 4 60.714287 1 Q.HLIPKIEDGNDFGVA.I 127 0 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.016569.01656 2 3.9421 0.3362 1898.43 1899.2 1 66.66667 3 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.016613.01661 3 3.902 0.2059 1899.47 1899.2 1 41.666664 1 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008356.0083 2 4.5451 0.2917 1537.25 1535.7 1 80.769226 2 K.IEDGNDFGVAIQEK.V 132 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsSD-NE_NT_lymphocytes_Ti_110.017162.017162.2 2 4.293 0.2943 1902.13 1899.2 1 76.666664 1 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3859.38 2 3.8333 0.265 1688.33 1687.8 1 66.66667 2 R.QNLFQEAEEFLYR.F 22 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsSD-NE_NT_lymphocytes_Ti_110.017058.017058.3 3 3.5993 0.3438 1899.02 1899.2 1 46.666668 1 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.4083.40 2 4.9772 0.4007 1898.41 1899.2 1 66.66667 3 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4511.451 2 3.6983 0.298 1688.4 1687.8 1 66.66667 2 R.QNLFQEAEEFLYR.F 22 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1974.197 2 3.69 0.2823 1729.6 1729.9 1 60.714287 2 R.ALVHERDEAAYGELR.A 189 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.016100.0161 2 5.136 0.4408 1898.75 1899.2 1 80 1 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsSD-NE_NT_lymphocytes_Ti_110.019597.019597.2 2 3.9279 0.3982 2531.51 2532.9 1 42.857143 1 K.IIYLNQLLQEDSLNVADLTSLR.A 40 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4515.451 3 4.352 0.2739 1899.7 1899.2 1 45 1 R.AFYAELYHIISSNLEK.I 211 2 *
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NP_002809.2| gi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [Homo sapiens] 7 24 35.6 239 27402 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4474.447 2 5.5028 0.4231 1898.61 1899.2 1 70 2 R.AFYAELYHIISSNLEK.I 211 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.005838.005838 2 3.4954 0.2192 1430.81 1429.7 1 70.83333 1 R.VVKEEEAIALAEK.Y 142 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009638.00963 2 4.5259 0.3373 1567.59 1567.7 1 87.5 4 R.IHLQLWDTAGQER.F 68 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.012800.01280 3 3.9415 0.1736 3638.54 3635.9 1 30.172413 1 R.NWISQLQMHAYCENPDIVLCGNKSDLEDQR.V 112 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007505.00750 1 2.7885 0.1406 1429.66 1429.7 1 66.66667 1 R.VVKEEEAIALAEK.Y 142 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009599.0095 1 2.0597 0.2357 1567.9 1567.7 1 66.66667 1 R.IHLQLWDTAGQER.F 68 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010972.01097 2 2.6932 0.3038 1171.87 1169.4 1 83.33333 1 K.FITTVGIDFR.E 38 2
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009621.00962 1 3.345 0.2265 1568.77 1567.7 1 70.83333 2 R.IHLQLWDTAGQER.F 68 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.007697.0076 2 3.8668 0.279 1431.57 1429.7 1 75 3 R.VVKEEEAIALAEK.Y 142 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_Ti_115.018122.01812 3 4.8222 0.3196 3207.68 3205.7 1 33.035713 2 K.YGIPYFETSAANGTNISQAIEMLLDLIMK.R 155 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2482.248 2 4.8056 0.3097 1567.71 1567.7 1 83.33333 2 R.IHLQLWDTAGQER.F 68 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsSD-NE_NT_lymphocytes_Ti_108.013706.013706.2 2 3.8827 0.2764 2794.21 2792.1 1 47.727272 4 R.NWISQLQMHAYCENPDIVLCGNK.S 112 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.020576.0205 3 4.7042 0.4165 3206.15 3205.7 1 26.785713 3 K.YGIPYFETSAANGTNISQAIEMLLDLIMK.R 155 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsSD-NE_PHA_lymphocytes_PK_106.016070.016070 2 3.7175 0.3319 1697.19 1696.9 1 76.92308 1 L.LFDLTNEQSFLNVR.N 98 1 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2503.250 1 3.3324 0.2971 1566.78 1567.7 1 62.5 3 R.IHLQLWDTAGQER.F 68 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1244.124 2 2.5787 0.177 1761.9 1760.8 1 46.666668 1 R.SNGHASTDQLSEEKEK.G 201 2 *
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NP_899059.1| gi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Homo sapiens] 10 34 56.6 221 24868 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2495.24 2 4.6927 0.3297 1568.46 1567.7 1 83.33333 4 R.IHLQLWDTAGQER.F 68 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_PK_111.011471.01147 3 6.035 0.4571 2713.7 2713 1 42.045452 2 Y.LEDLHSEFDEQHGKKVPTVSRPY.S 88 0 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_Ti_113.012481.012481 2 3.5112 0.2373 2403.51 2403.8 4 42.105263 4 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_PK_111.011475.011475 2 3.987 0.415 2712.15 2713 1 43.18182 2 Y.LEDLHSEFDEQHGKKVPTVSRPY.S 88 0 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_Ti_115.012356.012356 3 3.0026 0.2313 2404.28 2403.8 1 40.789474 1 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.012407.012407 2 3.5147 0.1385 1418.37 1415.7 1 72.72727 2 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_PK_107.009218.009218 2 3.7752 0.3726 1812.15 1812.9 1 64.28571 1 Y.LEDLHSEFDEQHGKK.V 88 1 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.014356.01435 2 4.0899 0.3911 1638.41 1635.9 1 79.16667 2 R.PYSFIEFDTFIQK.T 109 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.006483.0064 1 2.4948 0.2262 1208.65 1209.3 3 66.66667 1 R.DLQQYQSQAK.Q 29 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.011816.01181 2 4.7839 0.2441 1417.61 1415.7 1 90.909096 14 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008654.0086 2 4.7493 0.4151 1588.37 1587.7 1 80.769226 4 R.NLGSINTELQDVQR.I 134 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008376.0083 2 3.2934 0.238 1746.11 1743.9 1 60.714287 1 R.RNLGSINTELQDVQR.I 133 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009033.0090 2 4.3276 0.5352 1973.69 1975.1 1 66.66667 6 R.VADGLPLAASMQEDEQSGR.D 10 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_PK_112.004469.0044 2 4.9341 0.2877 1685.67 1684.8 1 80.769226 2 Y.LEDLHSEFDEQHGK.K 88 1 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011970.01197 2 3.0199 0.2754 2403.21 2403.8 1 44.736843 3 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008696.00869 3 3.7788 0.4233 1975.07 1975.1 1 38.88889 1 R.VADGLPLAASMQEDEQSGR.D 10 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011914.0119 1 2.3438 0.1138 1416.29 1415.7 7 59.090908 1 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011020.01102 1 3.0499 0.229 1416.19 1415.7 1 63.636364 2 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008357.00835 3 4.1046 0.1976 1743.53 1743.9 1 46.42857 1 R.RNLGSINTELQDVQR.I 133 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012876.01287 2 3.8853 0.3496 2278.15 2275.6 1 58.333332 6 K.VPTVSRPYSFIEFDTFIQK.T 103 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011174.0111 2 4.4617 0.2882 1415.29 1415.7 1 90.909096 10 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008332.00833 2 3.9313 0.3571 1744.01 1743.9 1 60.714287 2 R.RNLGSINTELQDVQR.I 133 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2255.225 2 4.7789 0.4002 1587 1587.7 1 80.769226 1 R.NLGSINTELQDVQR.I 134 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2099.209 2 4.2002 0.3921 1743.63 1743.9 1 75 2 R.RNLGSINTELQDVQR.I 133 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_NT_lymphocytes_Ti_114.012466.012466.2 2 3.1634 0.3329 2403.15 2403.8 1 47.368423 2 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_PK_106.009980.009980 2 4.8656 0.3183 1919.95 1919 1 70 2 F.AYLEDLHSEFDEQHGK.K 86 1 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_PHA_lymphocytes_PK_105.012728.012728 2 3.2762 0.2866 1371.57 1371.5 2 77.27273 2 A.NIEEVLQRGEAL.S 152 0 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.013756.0137 2 3.4534 0.2394 2278.29 2275.6 1 55.555557 6 K.VPTVSRPYSFIEFDTFIQK.T 103 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_NT_lymphocytes_Ti_114.012473.012473.3 3 3.2118 0.3559 2403.56 2403.8 1 35.526314 1 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsSD-NE_NT_lymphocytes_Ti_107.012111.012111.2 2 2.8826 0.1472 1415.13 1415.7 1 77.27273 1 R.IMVANIEEVLQR.G 148 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012207.0122 2 3.2801 0.2845 2404.35 2403.8 1 44.736843 2 K.KVPTVSRPYSFIEFDTFIQK.T 102 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014373.0143 2 3.9181 0.2845 1636.65 1635.9 1 79.16667 3 R.PYSFIEFDTFIQK.T 109 2 *
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NP_004883.2| gi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein homolog B [Homo sapiens] 19 91 44.7 215 24593 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012560.0125 3 4.152 0.1463 2276.39 2275.6 1 40.27778 1 K.VPTVSRPYSFIEFDTFIQK.T 103 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.022426.022426 3 6.3652 0.4142 4168.52 4169.5 1 31.944445 11 R.SRDNGPDGMEPEGVIESNWNEIVDSFDDMNLSESLLR.G 9 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_111.016663.016663 3 3.6518 0.1973 3428.66 3427.7 2 22.413794 1 D.GMEPEGVIESNWNEIVDSFDDMNLSESLLR.G 16 1 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.014628.014628 2 4.5027 0.2472 2147.65 2145.4 1 55.555557 13 R.GIDVQQVSLVINYDLPTNR.E 335 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_113.019309.019309 2 3.7375 0.3509 2313.99 2313.5 1 58.823532 37 N.VEREEWKLDTLCDLYETL.T 253 0
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_111.015192.015192 1 2.2605 0.1614 1160.56 1161.5 1 68.75 1 K.FMRDPIRIL.V 227 1
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_111.014936.014936 2 3.4316 0.427 1693.65 1691 1 65.38461 8 L.VKKEELTLEGIRQF.Y 236 0 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_108.019562.019562 2 5.0965 0.4894 2284.99 2284.5 1 75 9 N.WNEIVDSFDDMNLSESLLR.G 27 1 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007460.00746 3 4.7392 0.3245 1590.95 1590.8 1 61.538464 2 R.KGVAINMVTEEDKR.T 369 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.021251.02125 3 4.3413 0.2328 4172.15 4169.5 1 24.305555 2 R.SRDNGPDGMEPEGVIESNWNEIVDSFDDMNLSESLLR.G 9 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009956.0099 2 3.4229 0.2961 1116.41 1115.4 1 94.44444 2 R.VLITTDLLAR.G 325 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.008600.0086 2 4.9807 0.3657 1828.71 1829.1 1 83.33333 3 R.GIYAYGFEKPSAIQQR.A 46 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011003.01100 1 2.6396 0.3581 1503.09 1502.7 1 63.636364 2 R.GFKDQIYDIFQK.L 191 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.013688.01368 2 3.2001 0.1539 2146.29 2145.4 1 50 2 R.GIDVQQVSLVINYDLPTNR.E 335 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_102.000017.0000 2 2.7806 0.3488 2428.41 2428.7 5 40 1 R.DIETFYNTSIEEMPLNVADLI.- 386 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013498.01349 2 3.7404 0.3372 1558.29 1556.8 1 79.16667 5 K.MFVLDEADEMLSR.G 178 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009438.00943 2 2.7665 0.1345 1114.59 1115.4 1 94.44444 1 R.VLITTDLLAR.G 325 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008606.00860 3 3.4178 0.2441 1829.39 1829.1 1 45 2 R.GIYAYGFEKPSAIQQR.A 46 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010068.01006 2 3.7775 0.489 2440.09 2440.7 1 50 2 K.VVMALGDYMGASCHACIGGTNVR.A 119 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.013352.0133 2 4.6984 0.4039 1557.73 1556.8 1 87.5 1 K.MFVLDEADEMLSR.G 178 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.020427.02042 2 3.5152 0.1744 1905.73 1905.2 9 43.75 9 K.TATFAISILQQIELDLK.A 83 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.013872.0138 2 2.9535 0.2574 2145.47 2145.4 3 44.444447 2 R.GIDVQQVSLVINYDLPTNR.E 335 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011090.01109 2 4.2159 0.2732 1503.35 1502.7 1 81.818184 2 R.GFKDQIYDIFQK.L 191 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008590.00859 2 5.2953 0.3883 1831.45 1829.1 1 86.666664 10 R.GIYAYGFEKPSAIQQR.A 46 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2202.220 2 4.5695 0.351 1828.64 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 46 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008298.008298.2 2 3.5203 0.1492 1396.43 1395.5 6 76.92308 2 K.GYDVIAQAQSGTGK.T 69 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014411.014411.2 2 5.3488 0.4068 1557.01 1556.8 1 91.66667 7 K.MFVLDEADEMLSR.G 178 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010894.010894.2 2 3.5868 0.263 1114.81 1115.4 1 94.44444 2 R.VLITTDLLAR.G 325 2
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_NT_lymphocytes_Ti_115.001732.001732.2 2 2.5376 0.0973 1907.05 1905.2 2 46.875 1 K.TATFAISILQQIELDLK.A 83 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_105.021546.021546 2 3.1196 0.2091 2399.81 2398.6 1 36.842106 1 S.NWNEIVDSFDDMNLSESLLR.G 26 1 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_106.011162.011162 2 4.0449 0.2757 1462.87 1463.7 1 81.818184 3 K.KEELTLEGIRQF.Y 238 1 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_PHA_lymphocytes_PK_106.011146.011146 1 2.2556 0.2868 1462.91 1463.7 1 59.090908 2 K.KEELTLEGIRQF.Y 238 1 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.020879.0208 2 3.3356 0.1735 1908.15 1905.2 1 56.25 7 K.TATFAISILQQIELDLK.A 83 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014740.014740.2 2 4.4881 0.3553 2460.89 2460.8 1 40.909092 3 K.LNSNTQVVLLSATMPSDVLEVTK.K 203 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2512.251 2 4.7073 0.3493 2080.06 2080.4 1 47.22222 2 K.ATQALVLAPTRELAQQIQK.V 100 2 *
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_001407.1| gi|4503529|ref|NP_001407.1| eukaryotic translation initiation factor 4A isoform 1 [Homo sapiens] 23 162 68.7 406 46154 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2254.22 2 4.1309 0.3538 1828.42 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 46 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_PHA_lymphocytes_PK_107.014255.014255 1 2.699 0.2048 1344.53 1344.6 3 60.000004 1 R.GQYNTYPIKLF.Y 274 1 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_PHA_lymphocytes_Ti_108.019209.019209 2 2.5631 0.1055 2324.61 2323.6 1 40.909092 2 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_PHA_lymphocytes_PK_107.014168.014168 1 1.9249 0.2101 1160.62 1159.4 4 56.25 2 Q.YNTYPIKLF.Y 276 0 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.013625.013625 3 5.3317 0.3129 2587.55 2585.1 4 33.75 1 K.FLEVIKPFCVILPEIQKPERK.I 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006816.0068 1 2.7975 0.1964 1216.97 1216.4 2 66.66667 1 R.ETSMVHELNR.Y 406 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002276.00227 2 4.7026 0.3279 2515.31 2515.1 1 45.833336 4 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.013130.01313 2 4.2003 0.3125 2457.07 2456.9 1 57.894737 7 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002360.00236 3 5.6949 0.3289 2517.65 2515.1 1 40.625 6 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.014466.01446 2 5.7555 0.4247 2325.27 2323.6 1 59.090908 24 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.012974.01297 3 5.931 0.3276 2455.34 2456.9 1 47.368423 4 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013125.0131 2 4.404 0.3725 2456.23 2456.9 1 63.15789 8 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_NT_lymphocytes_Ti_111.003119.003119.3 3 3.9452 0.3298 2515.34 2515.1 1 31.25 1 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.018690.0186 3 4.4444 0.3918 2325.17 2323.6 1 38.636364 2 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1848.184 2 2.9658 0.2132 1243.22 1243.4 7 80 1 K.IIEVGDTPKDR.A 99 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.001472.0014 2 5.8109 0.4743 2513.67 2515.1 1 60.416668 6 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5040.504 2 4.6123 0.3584 2323.88 2323.6 1 50 8 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_NT_lymphocytes_Ti_110.003032.003032.2 2 3.629 0.154 2516.51 2515.1 1 39.583336 2 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_NT_lymphocytes_Ti_112.014130.014130.2 2 4.1453 0.2797 2456.63 2456.9 1 55.263157 4 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.001418.0014 3 4.4962 0.2916 2514.14 2515.1 1 31.25 4 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.015870.0158 2 5.541 0.4705 2326.51 2323.6 1 56.81818 58 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.013034.0130 3 5.6467 0.2883 2458.91 2456.9 1 43.421055 6 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsSD-NE_NT_lymphocytes_Ti_112.014177.014177.3 3 5.3941 0.3752 2455.13 2456.9 1 46.05263 4 K.FLEVIKPFCVILPEIQKPER.K 5 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.4716.47 2 2.6966 0.1476 2325 2323.6 3 31.818182 2 R.FSGNLLVSLLGTWSDTSSGGPAR.A 312 2 *
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_037468.1| gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sapiens] 11 159 21.2 476 52265 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1698.16 2 2.7683 0.1071 1244.49 1243.4 1 85 1 K.IIEVGDTPKDR.A 99 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.006834.006834 2 2.767 0.1584 1719.39 1717.8 5 58.333332 1 R.LRLEEEQKEEEER.K 163 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006402.0064 2 3.3454 0.2371 1843.91 1846 1 69.230774 2 R.LRLEEEQKEEEERK.A 163 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019479.01947 3 5.6828 0.4318 1971.14 1968.3 1 50 2 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012503.0125 2 4.9739 0.3433 1832.71 1830 1 87.5 7 R.IQDLLAEGTITGVIDDR.G 249 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006542.00654 2 4.7279 0.2991 1716.93 1717.8 1 83.33333 4 R.LRLEEEQKEEEER.K 163 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.019532.0195 2 5.2417 0.5162 1967.77 1968.3 1 84.375 8 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.004908.00490 2 3.56 0.1746 1846.01 1846 1 69.230774 1 R.LRLEEEQKEEEERK.A 163 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.019400.01940 2 2.6199 0.1141 1969.95 1968.3 1 56.25 1 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013529.01352 2 3.7321 0.2794 1832.93 1830 1 65.625 2 R.IQDLLAEGTITGVIDDR.G 249 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006902.00690 2 3.9311 0.3831 1879.43 1879 1 61.11111 1 R.AASAGQEPLHNEELAGAGR.V 28 2 *
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119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_PK_106.005751.0057 2 3.129 0.1959 1448.11 1448.5 1 75 1 R.LEEEQKEEEER.K 165 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.019484.0194 3 6.187 0.4182 1970.93 1968.3 1 53.125 3 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016404.01640 2 3.8767 0.2822 1888.77 1887.1 1 58.823532 3 R.VSIAELAQASNSLIAWGR.E 289 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_PK_109.005480.0054 2 3.8177 0.1995 1717.63 1717.8 1 70.83333 1 R.LRLEEEQKEEEER.K 163 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014186.01418 2 3.1158 0.2075 1513.07 1512.8 1 61.538464 1 K.VVLLEDLASQVGLR.T 228 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1743.17 2 4.9124 0.3291 1880.02 1879 1 63.88889 2 R.AASAGQEPLHNEELAGAGR.V 28 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsSD-NE_NT_lymphocytes_Ti_105.018407.018407.2 2 5.4186 0.5291 1968.39 1968.3 1 81.25 6 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5346.534 2 4.5824 0.448 1967.92 1968.3 1 68.75 2 K.FIYITPEELAAVANFIR.Q 268 2
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1900.190 2 3.248 0.2571 1881.81 1879 1 50 1 R.AASAGQEPLHNEELAGAGR.V 28 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013787.013787.2 2 3.6711 0.2168 1831.99 1830 1 59.375 3 R.IQDLLAEGTITGVIDDR.G 249 2 *
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NP_076424.1| gi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [Homo sapiens] 10 54 35.7 314 35611 5.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1931.19 2 2.7247 0.3477 1419.37 1419.6 1 66.66667 2 R.VAQPGPLEPEEPR.A 47 2 *
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_108.010244.010244 2 3.5159 0.3066 1666.37 1665.8 1 65.38461 3 K.SLTNDWEDHLAVKH.F 437 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_111.003410.003410 3 4.2033 0.3183 3420.29 3421.8 1 28.57143 4 M.DNCEELIPEYLNFIRGVVDSEDLPLNISR.E 494 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.008070.008070 2 3.7061 0.241 1592.69 1590.8 1 75 2 K.ELHINLIPNKQDR.T 197 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.009839.009839 2 4.7682 0.395 2259.35 2259.5 1 61.764706 2 K.KCLELFTELAEDKENYKK.F 541 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_109.011846.011846 1 3.4023 0.25 1412.68 1412.6 1 70 4 F.YSNKEIFLREL.I 160 0
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_108.009370.009370 2 4.5654 0.3336 1916.37 1916.2 1 73.333336 4 K.KHLEINPDHSIIETLR.Q 754 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.012340.012340 2 3.5475 0.3164 2002.65 2003.2 1 60.000004 2 K.CLELFTELAEDKENYK.K 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.009464.009464 3 3.6792 0.1076 1393.79 1393.6 1 65 3 R.RAPFDLFENRK.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_108.010101.01010 2 3.8526 0.2762 1658.55 1656.8 1 76.92308 1 Y.KSLTNDWEDHLAVK.H 436 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.015440.015440 3 5.9687 0.2538 2579.24 2578.9 1 45 11 K.HGLEVIYMIEPIDEYCVQQLK.E 636 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.009272.009272 3 4.9287 0.3765 2014.58 2016.3 1 53.333336 42 K.VILHLKEDQTEYLEER.R 308 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_107.004242.004242 2 4.1777 0.3373 1528.55 1528.7 1 75 30 K.SLTNDWEDHLAVK.H 437 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.009732.009732 1 2.5577 0.2741 1349.85 1349.5 1 55 3 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.009218.009218 2 4.9309 0.3106 2016.99 2016.3 1 80 22 K.VILHLKEDQTEYLEER.R 308 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.007794.007794 2 3.5551 0.269 2315.33 2316.5 1 41.666664 2 K.EGLELPEDEEEKKKQEEKK.T 669 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_110.018560.018560 1 2.8355 0.4049 1423.69 1423.7 1 63.636364 3 K.HSQFIGYPITLF.V 332 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_107.009352.009352 2 4.1694 0.4582 1470.43 1472.6 1 83.33333 3 S.GFSLEDPQTHANR.I 797 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_110.010459.010459 1 2.5368 0.249 1316.64 1317.5 1 66.66667 1 T.FYSNKEIFLR.E 159 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_107.008374.008374 2 2.7805 0.2159 1168.57 1169.2 1 83.33333 2 K.LGIHEDSQNR.K 569 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.010094.010094 3 4.768 0.3657 2259.41 2259.5 1 45.588234 2 K.KCLELFTELAEDKENYKK.F 541 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.009982.009982 2 4.9124 0.3427 2132.25 2131.4 1 65.625 8 K.CLELFTELAEDKENYKK.F 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.009068.009068 2 6.2986 0.477 2257.63 2257.3 1 68.42105 106 K.HNDDEQYAWESSAGGSFTVR.T 276 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.010539.010539 3 4.6045 0.312 3110.72 3112.5 1 30.769232 2 R.YESLTDPSKLDSGKELHINLIPNKQDR.T 183 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.009233.009233 2 4.2408 0.322 2249.87 2247.4 1 50 1 R.YYTSASGDEMVSLKDYCTR.M 587 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_115.015776.015776 2 2.6896 0.2082 1916.97 1916.2 1 46.666668 1 K.KHLEINPDHSIIETLR.Q 754 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.016106.016106 2 3.4424 0.2731 2573.93 2572.9 1 39.473686 2 R.RVFIMDNCEELIPEYLNFIR.G 489 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_110.012790.012790 2 3.1136 0.1597 1266.49 1265.4 8 72.22222 1 R.RAPFDLFENR.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_107.004422.004422 2 2.8286 0.1987 1249.23 1249.4 4 65 1 F.SVEGQLEFRAL.L 452 0
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.010396.010396 3 3.7352 0.3779 2256.8 2257.3 1 39.473686 9 K.HNDDEQYAWESSAGGSFTVR.A 276 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.014898.014898 2 5.4412 0.4116 2578.95 2578.9 1 57.5 28 K.HGLEVIYMIEPIDEYCVQQLK.E 636 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.013835.013835 2 4.4003 0.4479 2449.43 2447.7 1 55 10 R.LVTSPCCIVTSTYGWTANMER.I 714 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.008858.008858 2 3.5634 0.3154 1349.97 1349.5 1 85 44 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.006873.006873 3 3.5267 0.1231 2925.32 2926 1 33.695652 1 R.DKEVSDDEAEEKEDKEEEKEKEEK.E 349 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_112.012843.012843 2 5.6879 0.3838 2707.67 2707.1 1 50 4 R.KHGLEVIYMIEPIDEYCVQQLK.E 635 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_111.013479.013479 3 4.0081 0.1917 2704.88 2707.1 1 44.04762 2 R.KHGLEVIYMIEPIDEYCVQQLK.E 635 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.011168.011168 3 4.0315 0.2505 2131.79 2131.4 1 43.75 2 K.CLELFTELAEDKENYKK.F 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.009530.009530 3 3.527 0.3957 1916.27 1916.2 1 51.666664 5 K.KHLEINPDHSIIETLR.Q 754 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.009023.009023 2 4.269 0.3347 1787.55 1788 1 75 3 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.005562.0055 2 2.2694 0.1745 1299.81 1297.4 1 80 3 K.LGIHEDSQNRK.K 569 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006856.0068 2 3.4276 0.2187 2316.93 2316.5 1 47.22222 2 K.EGLELPEDEEEKKKQEEKK.T 669 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012953.01295 2 3.4727 0.4886 2449.47 2447.7 1 40 1 R.LVTSPCCIVTSTYGWTANMER.I 714 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008892.00889 2 3.3794 0.1036 2018.37 2016.3 1 53.333336 3 K.VILHLKEDQTEYLEER.R 308 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010020.01002 2 2.6714 0.1821 1265.23 1265.4 1 72.22222 1 R.RAPFDLFENR.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010310.0103 2 3.3531 0.2133 1266.29 1265.4 1 77.77778 1 R.RAPFDLFENR.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009034.0090 2 4.3514 0.3666 1789.83 1788 1 85.71429 3 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014261.01426 2 2.557 0.2592 1350.73 1349.5 3 70 4 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008721.0087 2 4.0202 0.2585 1835.69 1834.9 1 60.714287 2 R.NPDDITNEEYGEFYK.S 422 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.009536.0095 2 2.555 0.2365 1132.49 1131.2 1 77.77778 1 S.GFSLEDPQTH.A 797 0
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014658.01465 2 4.7322 0.4281 2578.81 2578.9 1 50 3 K.HGLEVIYMIEPIDEYCVQQLK.E 636 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008502.00850 2 4.5294 0.4733 1833.93 1834.9 1 78.57143 1 R.NPDDITNEEYGEFYK.S 422 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010044.01004 2 4.3153 0.4321 2131.49 2131.4 1 59.375 2 K.CLELFTELAEDKENYKK.F 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007920.00792 2 3.8935 0.4399 1551.19 1551.7 1 69.230774 1 R.YYTSASGDEMVSLK.D 587 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010217.0102 2 2.8372 0.2436 2260.29 2257.3 1 36.842106 1 K.HNDDEQYAWESSAGGSFTVR.T 276 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008039.00803 1 2.6808 0.3398 1552.83 1551.7 1 50 2 R.YYTSASGDEMVSLK.D 587 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009010.00901 2 3.3398 0.179 1243.53 1243.4 1 86.36364 1 K.ADLINNLGTIAK.S 223 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012414.0124 2 3.1858 0.342 2447.55 2447.7 1 37.5 3 R.LVTSPCCIVTSTYGWTANMER.I 714 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.016823.01682 2 2.8811 0.2104 2572.37 2572.9 1 39.473686 1 R.RVFIMDNCEELIPEYLNFIR.G 489 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006933.00693 2 2.428 0.1053 1311.95 1312.3 4 77.77778 1 K.EDQTEYLEER.R 314 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010586.01058 2 3.6268 0.2412 1591.19 1590.8 1 62.5 1 K.ELHINLIPNKQDR.T 197 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009410.00941 2 4.1881 0.3487 1788.59 1788 1 78.57143 4 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.009266.0092 3 4.1445 0.4371 1790.39 1788 1 51.785713 5 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010760.01076 2 3.1943 0.3809 2002.81 2003.2 1 53.333336 1 K.CLELFTELAEDKENYK.K 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009408.00940 3 3.268 0.3371 1786.64 1788 1 44.642857 1 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013517.01351 2 2.5245 0.2558 2259.93 2257.3 6 34.210526 1 K.HNDDEQYAWESSAGGSFTVR.T 276 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011858.0118 3 3.9156 0.2787 3552.59 3549.7 1 25 1 K.LGLGIDEDDPTADDTSAAVTEEMPPLEGDDDTSR.M 816 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006647.0066 1 2.1855 0.1756 1039.36 1040.1 1 75 1 R.YESLTDPSK.L 183 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.013319.0133 2 2.6858 0.083 1351.85 1349.5 1 75 8 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012777.01277 2 3.6234 0.3159 1782.83 1780.1 1 57.14286 1 K.HSQFIGYPITLFVEK.E 332 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2492.24 2 4.1851 0.3921 1788.11 1788 1 75 1 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_105.009796.009796 1 2.0151 0.1537 1112.53 1113.2 1 62.5 1 N.DWEDHLAVK.H 441 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_102.009153.009153.2 2 4.101 0.4164 1554.53 1551.7 1 73.07692 5 R.YYTSASGDEMVSLK.D 587 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2292.229 2 4.2147 0.3628 1834.75 1834.9 1 67.85714 1 R.NPDDITNEEYGEFYK.S 422 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_103.018915.018915 2 2.859 0.183 1927.83 1926.1 4 50 1 M.DNCEELIPEYLNFIR.G 494 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_112.003690.003690.2 2 3.0783 0.1693 1915.53 1916.2 1 56.666668 1 K.KHLEINPDHSIIETLR.Q 754 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_110.010940.010940.1 1 1.8723 0.1044 1393.48 1393.6 2 55 1 R.RAPFDLFENRK.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_111.015343.015343.2 2 3.9686 0.268 2572.19 2572.9 1 42.105263 4 R.RVFIMDNCEELIPEYLNFIR.G 489 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_109.009877.009877.2 2 3.6174 0.2311 1590.69 1590.8 1 62.5 2 K.ELHINLIPNKQDR.T 197 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.013863.0138 2 2.6195 0.1006 2573.95 2572.9 1 36.842106 1 R.RVFIMDNCEELIPEYLNFIR.G 489 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_111.014808.014808.2 2 4.2562 0.3222 2580.13 2578.9 1 47.5 9 K.HGLEVIYMIEPIDEYCVQQLK.E 636 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_111.013760.013760.2 2 4.0454 0.3524 1907.93 1908.3 1 66.66667 2 K.KHSQFIGYPITLFVEK.E 331 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_106.010508.010508 1 2.6826 0.2597 1528.7 1528.7 2 58.333332 2 K.SLTNDWEDHLAVK.H 437 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_107.018377.018377.2 2 4.8506 0.3708 2417.95 2416.8 1 58.333332 4 R.VFIMDNCEELIPEYLNFIR.G 490 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.004212.004212.3 3 3.9042 0.276 2016.83 2016.3 1 50 4 K.VILHLKEDQTEYLEER.R 308 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_103.008308.008308.2 2 3.5732 0.3212 1540.41 1540.7 1 65.38461 2 R.YESLTDPSKLDSGK.E 183 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_106.009052.009052 2 2.6822 0.2502 1648.45 1646.7 6 53.571426 1 L.SSGFSLEDPQTHANR.I 795 1
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.012185.012185.1 1 2.784 0.1566 1351.11 1349.5 1 65 5 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_104.007774.007774.3 3 4.0727 0.2559 2868.65 2865.9 1 27.083334 1 K.ESEDKPEIEDVGSDEEEEKKDGDKK.K 373 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_110.010847.010847.3 3 3.4551 0.0837 1393.58 1393.6 2 65 2 R.RAPFDLFENRK.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_109.009923.009923.2 2 2.8568 0.1954 2091.59 2091.4 1 47.058823 1 K.LDSGKELHINLIPNKQDR.T 192 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.004066.004066.2 2 3.2558 0.0848 2016.31 2016.3 1 56.666668 4 K.VILHLKEDQTEYLEER.R 308 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_104.007760.007760.3 3 4.2013 0.2599 2737.7 2737.8 1 33.695652 2 K.ESEDKPEIEDVGSDEEEEKKDGDK.K 373 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.004190.004190.2 2 3.6325 0.3238 1349.61 1349.5 1 85 23 K.HFSVEGQLEFR.A 450 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_107.013302.013302.2 2 4.0531 0.3926 2446.25 2447.7 1 60.000004 9 R.LVTSPCCIVTSTYGWTANMER.I 714 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2651.265 2 3.5345 0.1999 1265.24 1265.4 2 77.77778 2 R.RAPFDLFENR.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.010861.010861.2 2 2.254 0.3048 3111.31 3112.5 1 34.615387 1 R.YESLTDPSKLDSGKELHINLIPNKQDR.T 183 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_108.010527.010527.2 2 4.2571 0.3196 1787.51 1788 1 85.71429 2 K.HLEINPDHSIIETLR.Q 755 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_109.012049.012049.2 2 3.7737 0.3815 2133.51 2131.4 1 53.125 1 K.CLELFTELAEDKENYKK.F 542 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_106.001332.001332.2 2 4.9703 0.4448 2258.99 2257.3 1 55.263157 63 K.HNDDEQYAWESSAGGSFTVR.T 276 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013432.0134 2 3.4923 0.1785 1781.63 1780.1 1 57.14286 2 K.HSQFIGYPITLFVEK.E 332 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.014507.0145 2 3.0675 0.4645 2577.35 2578.9 1 42.5 1 K.HGLEVIYMIEPIDEYCVQQLK.E 636 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_NT_lymphocytes_Ti_109.014267.014267.2 2 3.4781 0.3231 1779.79 1780.1 1 64.28571 3 K.HSQFIGYPITLFVEK.E 332 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011094.0110 3 3.076 0.0826 1394.39 1393.6 1 65 1 R.RAPFDLFENRK.K 468 2
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|NP_001017963.2| gi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005 "heat shock protein 90kDa alpha (cytosolic), class A member 1 isof 61 604 48.4 854 98161 5.2 HsSD-NE_PHA_lymphocytes_PK_106.007730.007730 2 3.1193 0.1834 1269.41 1268.3 1 80 2 F.SLEDPQTHANR.I 799 1
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_Ti_113.014239.014239 2 5.9854 0.3358 2368.31 2368.7 1 63.15789 6 R.VNHLYSDLSDALVIFQLYEK.I 413 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_110.012347.012347 2 4.5568 0.3709 2541.89 2540.8 1 59.523808 4 R.YPALHKPENQDIDWGALEGETR.E 374 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_109.010947.010947 2 3.5195 0.3167 2280.03 2280.5 1 44.736843 1 P.ALHKPENQDIDWGALEGETR.E 376 1 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_112.013989.013989 2 3.5685 0.2895 2096.45 2095.4 2 52.77778 4 C.HVVNIGAEDLKEGKPYLVL.G 207 0 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.016964.016964 2 4.0076 0.3726 1405.81 1406.7 1 86.36364 3 K.LNLAFIANLFNR.Y 362 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009473.00947 2 4.1886 0.2918 1679.65 1676.8 1 80 1 K.FSLVGIGGQDLNEGNR.T 473 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009693.00969 3 5.42 0.3474 2543 2540.8 1 44.04762 1 R.YPALHKPENQDIDWGALEGETR.E 374 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.019643.01964 2 5.2517 0.3326 2702.89 2700.1 1 41.666664 2 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.014688.01468 2 4.2569 0.4274 1406.57 1406.7 1 86.36364 2 K.LNLAFIANLFNR.Y 362 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.019714.01971 3 4.8376 0.3025 2702.84 2700.1 1 35.416664 1 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009053.00905 2 3.2421 0.0847 1434.65 1432.7 2 72.72727 3 K.AYYHLLEQVAPK.G 298 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.009636.0096 2 3.9994 0.3609 2541.65 2540.8 1 50 5 R.YPALHKPENQDIDWGALEGETR.E 374 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009050.0090 2 4.3024 0.3409 1879.35 1879 1 59.375 2 R.EITENLMATGDLDQDGR.I 52 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_115.014564.01456 2 2.6859 0.2842 1459.33 1459.8 2 72.72727 1 R.TLTLALIWQLMR.R 489 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_107.012426.01242 2 2.7161 0.2331 1535.71 1535.7 1 65.38461 1 R.YTLNILEEIGGGQK.V 502 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.015772.01577 2 3.747 0.1746 2164.67 2162.3 2 50 2 K.VDTDGNGYISFNELNDLFK.A 21 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.014853.01485 2 4.4031 0.3512 2367.59 2368.7 1 50 2 R.VNHLYSDLSDALVIFQLYEK.I 413 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.013385.01338 2 3.7729 0.3812 2639.47 2640 1 47.826088 2 R.HVIPMNPNTNDLFNAVGDGIVLCK.M 142 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010080.01008 2 2.9078 0.151 1155.63 1155.3 1 87.5 3 K.YAFVNWINK.A 124 2
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008144.00814 2 2.879 0.265 1385.47 1383.5 1 72.72727 1 R.GSVSDEEMMELR.E 4 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.020487.0204 2 5.1117 0.3729 2703.13 2700.1 1 43.75 2 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009686.00968 2 4.1602 0.3677 2540.63 2540.8 1 59.523808 2 R.YPALHKPENQDIDWGALEGETR.E 374 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_107.013549.013549.2 2 4.8617 0.3741 2642.97 2640 1 58.69565 3 R.HVIPMNPNTNDLFNAVGDGIVLCK.M 142 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_106.016323.016323 2 3.6547 0.3533 2104.81 2105.4 1 52.63158 2 K.FSLVGIGGQDLNEGNRTLTL.A 473 1 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_107.020448.020448.3 3 5.3972 0.4011 3527.93 3525 1 28.90625 4 K.LTPFTIQENLNLALNSASAIGCHVVNIGAEDLK.E 185 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_102.009224.009224.2 2 2.59 0.2536 1383.71 1383.5 1 72.72727 1 R.GSVSDEEMMELR.E 4 2 *
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121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_102.017552.017552.2 2 4.2434 0.1613 2164.71 2162.3 1 52.77778 4 K.VDTDGNGYISFNELNDLFK.A 21 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.014468.0144 2 2.9481 0.2309 2370.15 2368.7 1 42.105263 2 R.VNHLYSDLSDALVIFQLYEK.I 413 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_104.008444.008444.3 3 3.7134 0.3764 2769.26 2771.8 1 36 4 K.EGICAIGGTSEQSSVGTQHSYSEEEK.Y 98 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2603.26 1 3.328 0.1409 1586.99 1586.8 1 57.692307 2 R.VYALPEDLVEVNPK.M 597 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2666.266 2 4.0126 0.2434 1587.26 1586.8 1 76.92308 2 R.VYALPEDLVEVNPK.M 597 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_111.013566.013566.2 2 3.5289 0.1361 1692.93 1691.9 2 71.42857 2 R.RYTLNILEEIGGGQK.V 501 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_104.007276.007276.2 2 4.3466 0.2114 1618.33 1618.7 1 84.61539 3 K.TENLNDDEKLNNAK.Y 571 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_107.014349.014349.2 2 4.7104 0.4685 3158.83 3158.6 1 44.642857 6 K.AYYHLLEQVAPKGDEEGVPAVVIDMSGLR.E 298 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_106.015939.015939 2 3.2759 0.211 2175.25 2176.4 4 40 1 K.FSLVGIGGQDLNEGNRTLTLA.L 473 1 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_108.013624.013624.2 2 3.9893 0.2527 1534.89 1535.7 1 73.07692 7 R.YTLNILEEIGGGQK.V 502 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3349.334 2 3.3884 0.3436 2368.08 2368.7 1 47.368423 3 R.VNHLYSDLSDALVIFQLYEK.I 413 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_104.008438.008438.2 2 4.8221 0.4299 2771.93 2771.8 1 38 3 K.EGICAIGGTSEQSSVGTQHSYSEEEK.Y 98 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_115.014978.014978.2 2 3.7701 0.2842 2369.33 2368.7 1 47.368423 6 R.VNHLYSDLSDALVIFQLYEK.I 413 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_104.013200.013200.1 1 4.1191 0.3708 1536.34 1535.7 1 73.07692 5 R.YTLNILEEIGGGQK.V 502 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_102.011036.011036.2 2 3.6509 0.2114 1879.99 1879 3 59.375 3 R.EITENLMATGDLDQDGR.I 52 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2667.266 1 3.6399 0.247 1585.66 1586.8 1 69.230774 2 R.VYALPEDLVEVNPK.M 597 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.014410.0144 2 4.2415 0.4086 1406.55 1406.7 1 86.36364 2 K.LNLAFIANLFNR.Y 362 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_104.016499.016499.2 2 4.7804 0.4493 1801.33 1801 1 75 1 K.VNDDIIVNWVNETLR.E 516 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.5044.50 2 2.2469 0.1128 2699.3 2700.1 5 31.25 1 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5606.560 2 3.3877 0.2815 2700.09 2700.1 1 37.5 2 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2591.25 2 4.0515 0.3073 1586.34 1586.8 1 76.92308 2 R.VYALPEDLVEVNPK.M 597 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_111.015936.015936.2 2 4.5847 0.4522 1408.09 1406.7 1 86.36364 10 K.LNLAFIANLFNR.Y 362 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_111.015932.015932.1 1 3.1825 0.1507 1407.19 1406.7 1 68.181816 1 K.LNLAFIANLFNR.Y 362 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_105.000008.000008.3 3 5.4503 0.4008 2699.96 2700.1 1 37.5 2 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_103.021575.021575.2 2 5.3598 0.3123 2702.43 2700.1 1 45.833336 13 K.ISTSLPVLDLIDAIQPGSINYDLLK.T 546 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_103.011006.011006.2 2 3.4646 0.2584 1677.73 1676.8 1 66.66667 2 K.FSLVGIGGQDLNEGNR.T 473 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_PHA_lymphocytes_PK_102.013074.013074 2 3.3313 0.175 1242.71 1243.4 5 80 1 F.TIQENLNLALN.S 189 0 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.020162.0201 3 4.5475 0.3653 3527.72 3525 3 23.4375 1 K.LTPFTIQENLNLALNSASAIGCHVVNIGAEDLK.E 185 2 *
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_002289.1| gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 32 156 55.8 627 70289 5.3 HsSD-NE_NT_lymphocytes_Ti_103.011725.011725.2 2 2.5655 0.1609 998.85 999.15 1 92.85714 2 R.ISFDEFIK.I 69 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_PHA_lymphocytes_PK_107.020338.020338 2 3.2884 0.1871 1883.51 1884.1 3 50 2 R.VALFRDWIDGVLNNPGP.G 232 1 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_PHA_lymphocytes_PK_107.019804.019804 2 4.3993 0.2361 1942.03 1941.2 1 70.588234 3 R.VALFRDWIDGVLNNPGPG.P 232 1 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_PHA_lymphocytes_PK_107.017816.017816 2 3.3378 0.281 1715.05 1713.9 4 60.714287 1 A.LFRDWIDGVLNNPGP.G 234 0 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_101.015302.0153 3 3.8497 0.2489 3359.96 3359.7 1 28.57143 2 R.QTFSISSMSENGYDPQQNLNDLMLLQLDR.E 95 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_PK_112.011691.0116 2 3.0341 0.2875 2060.53 2061.2 2 44.11765 3 T.VTPEDQCRPNNVCTGVLT.R 174 0 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.009669.00966 3 3.4989 0.2709 1240.34 1239.4 2 57.5 2 R.HFCGGALIHAR.F 50 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_Ti_115.011470.01147 3 6.4369 0.5028 3229.94 3230.5 1 36.290325 5 R.RGGICNGDGGTPLVCEGLAHGVASFSLGPCGR.G 193 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009806.00980 2 3.2863 0.3221 1240.47 1239.4 1 80 4 R.HFCGGALIHAR.F 50 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011636.01163 2 4.1572 0.1997 1509.39 1506.7 1 83.33333 3 R.QFPFLASIQNQGR.H 37 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_PHA_lymphocytes_PK_106.017316.017316 2 3.639 0.3028 1617.71 1616.8 1 73.07692 2 A.LFRDWIDGVLNNPG.P 234 0 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.009999.0099 3 3.5593 0.1564 1239.71 1239.4 1 57.5 2 R.HFCGGALIHAR.F 50 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_NT_lymphocytes_Ti_112.011118.011118.2 2 2.7082 0.2202 1238.91 1239.4 3 75 1 R.HFCGGALIHAR.F 50 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2952.29 2 3.2037 0.2477 1506.46 1506.7 1 70.83333 2 R.QFPFLASIQNQGR.H 37 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsSD-NE_NT_lymphocytes_Ti_110.013537.013537.3 3 3.1564 0.2237 3231.86 3230.5 1 24.193548 1 R.RGGICNGDGGTPLVCEGLAHGVASFSLGPCGR.G 193 2 *
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NP_001691.1| gi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo sapiens] 10 36 48.2 251 26886 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2880.288 2 3.5873 0.2639 1508.12 1506.7 1 75 3 R.QFPFLASIQNQGR.H 37 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_Ti_103.010127.010127 2 3.1956 0.2445 2100.27 2099.3 1 47.368423 2 K.ANCIDSTASAEAVFASEVKK.M 266 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_112.012263.012263 2 2.7888 0.3576 1903.89 1904.2 1 50 2 R.TNIIPVIEDARHPHKY.R 208 1 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_113.013004.013004 2 3.014 0.1954 1758.13 1759.1 4 50 1 A.ILGGVDQIHIKPGAKVL.Y 148 0 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_113.012388.012388 2 2.6274 0.1681 1980.47 1981.2 8 43.333332 1 K.NVMVEPHRHEGVFICR.G 85 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_Ti_102.007216.007216 2 3.2757 0.3651 1535.67 1534.8 1 69.230774 5 R.DHAVVVGVYRPPPK.V 305 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_112.011932.011932 2 3.1216 0.1872 1620.03 1617.9 1 63.333332 1 A.AILGGVDQIHIKPGAK.V 147 1 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.015350.015350 3 3.6557 0.1609 3418.82 3418.8 2 24.21875 1 K.VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR.S 163 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_Ti_109.008416.008416 3 3.2253 0.3537 1979.09 1981.2 1 41.666664 1 K.NVMVEPHRHEGVFICR.G 85 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_Ti_111.011020.011020 2 3.7035 0.3553 1982.99 1981.2 1 60.000004 6 K.NVMVEPHRHEGVFICR.G 85 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_108.009257.009257 2 2.8252 0.2033 1665.61 1667.8 1 61.538464 1 K.RVSISEGDDKIEYR.A 122 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010607.01060 2 2.9974 0.2254 1522.33 1519.8 1 71.42857 1 K.LAAAILGGVDQIHIK.P 144 2
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.014958.01495 3 4.6554 0.3826 3420.29 3418.8 1 26.5625 11 K.VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR.S 163 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_115.019242.01924 2 3.1703 0.1821 2236.89 2234.6 3 44.736843 1 R.MLIAMVDVIFADVAQPDQTR.I 225 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007418.00741 2 2.3619 0.1273 1666.37 1667.8 2 53.846157 1 K.RVSISEGDDKIEYR.A 122 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009812.00981 2 3.9424 0.427 1972.21 1971.1 1 55.555557 2 K.ANCIDSTASAEAVFASEVK.K 266 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010956.01095 2 3.9019 0.4275 1871.01 1873.2 1 63.88889 2 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_PK_112.011621.0116 2 3.8048 0.4045 1513.33 1511.6 1 70.83333 4 R.VSISEGDDKIEYR.A 123 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.009442.0094 2 3.1015 0.2806 1257.67 1255.5 1 80 2 R.IVALNAHTFLR.N 245 2
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.015546.0155 3 4.4047 0.3479 3417.98 3418.8 1 26.5625 5 K.VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR.S 163 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_114.010718.01071 3 3.488 0.2552 1875.8 1873.2 5 36.11111 1 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010390.0103 3 3.8417 0.2403 1972.49 1971.1 1 38.88889 2 K.ANCIDSTASAEAVFASEVK.K 266 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010826.01082 2 3.4437 0.3449 1256.53 1255.5 1 80 2 R.IVALNAHTFLR.N 245 2
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.012616.0126 2 4.4802 0.3592 1973.91 1971.1 1 66.66667 8 K.ANCIDSTASAEAVFASEVK.K 266 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.007124.0071 2 4.1883 0.4335 1534.79 1534.8 1 76.92308 12 R.DHAVVVGVYRPPPK.V 305 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007310.00731 2 2.6032 0.1259 1017.57 1018.1 1 92.85714 2 R.HEGVFICR.G 93 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009794.00979 2 4.919 0.4425 1533.95 1534.8 1 84.61539 4 R.DHAVVVGVYRPPPK.V 305 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008151.00815 2 3.7264 0.1616 2522.77 2521.9 1 50 1 K.KMQQENMKPQEQLTLEPYER.D 285 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_NT_lymphocytes_Ti_108.010609.010609.2 2 4.4825 0.4228 1872.45 1873.2 1 58.333332 5 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_NT_lymphocytes_Ti_102.012208.012208.2 2 3.1282 0.2169 1972.01 1971.1 1 47.22222 3 K.ANCIDSTASAEAVFASEVK.K 266 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_105.011904.011904 1 2.2297 0.2796 1370.61 1371.5 1 58.333332 2 S.HVSDIVGPDGLVY.A 176 0 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011078.0110 2 5.44 0.4051 1872.89 1873.2 1 66.66667 3 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_PHA_lymphocytes_PK_106.009056.009056 2 2.7959 0.1507 1510.35 1511.6 1 58.333332 1 R.VSISEGDDKIEYR.A 123 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2026.202 2 3.4538 0.3724 1511.38 1511.6 2 62.5 2 R.VSISEGDDKIEYR.A 123 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_NT_lymphocytes_Ti_113.014609.014609.3 3 5.0165 0.2733 3420.14 3418.8 1 31.25 8 K.VLYLGAASGTTVSHVSDIVGPDGLVYAVEFSHR.S 163 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_NT_lymphocytes_Ti_111.012611.012611.3 3 3.7123 0.1565 1872.86 1873.2 2 38.88889 3 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsSD-NE_NT_lymphocytes_Ti_110.011081.011081.2 2 3.27 0.2952 1256.73 1255.5 1 80 2 R.IVALNAHTFLR.N 245 2
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NP_001427.2| gi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 20 113 56.7 321 33784 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011024.0110 3 3.4704 0.2059 1873.34 1873.2 6 37.5 2 K.LAAAILGGVDQIHIKPGAK.V 144 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsSD-NE_PHA_lymphocytes_Ti_107.018961.018961 2 3.8566 0.2967 1582.37 1579.8 1 76.92308 9 R.GLLLFVDEADAFLR.K 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsSD-NE_PHA_lymphocytes_Ti_115.013661.013661 2 3.0578 0.2864 1737.67 1736 1 64.28571 1 R.RGLLLFVDEADAFLR.K 452 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_110.005576.00557 1 1.8231 0.0969 836.72 836.97 8 66.66667 1 R.HPIQVSR.R 347 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_110.017667.01766 2 4.4063 0.2034 1708.65 1708 1 78.57143 8 R.GLLLFVDEADAFLRK.R 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.015362.0153 2 4.9511 0.359 2397.77 2395.7 1 68.42105 7 K.FMLVLASNQPEQFDWAINDR.I 495 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_PK_114.011380.0113 2 4.3869 0.4904 2081.19 2082.2 1 52.272724 3 K.GEGAGPPPPLPPAQPGAEGGGDR.G 13 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_112.011559.01155 2 2.6519 0.4016 2407.05 2407.8 1 35.714287 2 R.RLLSRPQDALEGVVLSPSLEAR.V 354 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016972.0169 2 3.0801 0.1943 1707.87 1708 1 57.14286 2 R.GLLLFVDEADAFLRK.R 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007512.0075 2 3.8764 0.297 2082.47 2082.2 1 40.909092 4 K.GEGAGPPPPLPPAQPGAEGGGDR.G 13 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011441.0114 2 5.7612 0.3114 2318.65 2317.6 1 63.15789 1 K.DALNLAQMQEQTLQLEQQSK.L 73 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.009392.0093 2 3.1638 0.2825 1069.11 1069.2 1 93.75 3 R.ATLNAFLYR.T 479 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009454.0094 2 4.0759 0.2851 1814.15 1815 1 67.85714 1 R.INEMVHFDLPGQEER.E 515 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_112.020818.02081 2 2.6745 0.1243 1835.35 1835.2 3 41.666664 1 K.VTATVAGLTLLAVGVYSAK.N 295 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009156.0091 2 2.447 0.1922 1156.23 1156.3 1 75 1 R.TAGTLFGEGFR.A 276 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.011349.0113 3 5.6404 0.326 2254.46 2251.6 1 40 1 R.LLSRPQDALEGVVLSPSLEAR.V 355 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011456.0114 2 4.4655 0.4667 2249.93 2251.6 1 55 6 R.LLSRPQDALEGVVLSPSLEAR.V 355 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_108.011522.01152 2 4.6353 0.4136 2250.81 2251.6 1 60.000004 2 R.LLSRPQDALEGVVLSPSLEAR.V 355 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_110.019048.01904 2 4.8176 0.4465 1580.49 1579.8 1 84.61539 13 R.GLLLFVDEADAFLR.K 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_106.014924.01492 2 3.8116 0.2981 2396.01 2395.7 1 52.63158 4 K.FMLVLASNQPEQFDWAINDR.I 495 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.018453.0184 2 4.6026 0.4843 1580.21 1579.8 1 84.61539 20 R.GLLLFVDEADAFLR.K 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_105.005176.00517 2 2.4713 0.112 912.39 911.05 9 87.5 2 R.GLGDRPAPK.D 36 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_Ti_108.011660.01166 3 4.1265 0.3376 2251.61 2251.6 1 38.75 1 R.LLSRPQDALEGVVLSPSLEAR.V 355 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.5132.513 2 5.3557 0.4713 1579.41 1579.8 1 80.769226 6 R.GLLLFVDEADAFLR.K 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3102.310 2 3.761 0.2758 2251.69 2251.6 1 47.5 3 R.LLSRPQDALEGVVLSPSLEAR.V 355 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3068.30 3 4.4258 0.2698 2408.82 2407.8 1 35.714287 1 R.RLLSRPQDALEGVVLSPSLEAR.V 354 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011651.0116 2 2.5288 0.1376 2408.41 2407.8 6 33.333336 1 R.RLLSRPQDALEGVVLSPSLEAR.V 354 2 *
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013312.0133 3 4.0344 0.1753 1864.19 1864.2 2 41.666664 2 R.RGLLLFVDEADAFLRK.R 452 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4660.46 2 5.2902 0.4603 1579.97 1579.8 1 80.769226 3 R.GLLLFVDEADAFLR.K 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsSD-NE_NT_lymphocytes_Ti_110.018098.018098.2 2 2.9843 0.1573 1709.71 1708 1 57.14286 2 R.GLLLFVDEADAFLRK.R 453 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013811.0138 2 2.7427 0.2711 1737.67 1736 1 50 1 R.RGLLLFVDEADAFLR.K 452 2
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NP_060658.2| gi|42476028|ref|NP_060658.2| "ATPase family, AAA domain containing 3A [Homo sapiens] " 18 113 28.4 634 71357 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1859.18 2 3.4342 0.1487 1015.34 1015.2 1 87.5 1 R.VRDIAIATR.N 376 2
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_PHA_lymphocytes_Ti_102.016374.016374 2 3.5799 0.2631 1605.65 1606.9 1 64.28571 4 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_PHA_lymphocytes_Ti_102.016362.016362 3 3.7902 0.1742 1607.24 1606.9 3 46.42857 2 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_PHA_lymphocytes_Ti_103.012218.012218 2 4.8881 0.2834 2143.15 2142.3 1 62.5 8 K.QAWFIENEEQEYVQTVK.S 10 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_PK_106.009971.0099 2 4.314 0.2654 1740.33 1740.7 1 73.333336 2 R.SEDFGVNEDLADSDAR.A 189 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.011133.0111 2 3.5796 0.4302 1679.43 1679.9 1 57.14286 1 R.KGTDVNVFNTILTTR.S 214 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_110.017925.01792 3 4.3372 0.2759 1607.3 1606.9 2 55.35714 4 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008259.0082 2 5.7393 0.4149 1742.13 1740.7 1 86.666664 4 R.SEDFGVNEDLADSDAR.A 189 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011835.01183 2 3.1957 0.3135 2335.19 2335.6 1 50 1 K.MYGISLCQAILDETKGDYEK.I 318 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_108.010812.01081 2 4.4385 0.3799 1679.71 1679.9 1 71.42857 4 R.KGTDVNVFNTILTTR.S 214 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_105.014654.01465 2 4.5757 0.2729 1703.67 1703.9 1 70 6 K.GLGTDEDTLIEILASR.T 129 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011462.01146 2 4.7165 0.4381 1551.53 1551.7 1 76.92308 9 K.GTDVNVFNTILTTR.S 215 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_104.007816.00781 2 3.123 0.2519 2068.63 2069.1 1 50 2 K.GDRSEDFGVNEDLADSDAR.A 186 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_110.018891.01889 2 3.3364 0.2131 1609.87 1606.9 4 57.14286 2 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_105.013954.01395 2 3.528 0.2493 1387.93 1388.6 1 83.33333 5 K.GVDEATIIDILTK.R 59 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014882.0148 2 4.5131 0.2688 1703.69 1703.9 1 73.333336 7 K.GLGTDEDTLIEILASR.T 129 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_Ti_104.008024.00802 2 4.9124 0.3627 1741.41 1740.7 1 80 3 R.SEDFGVNEDLADSDAR.A 189 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_101.010336.010336.2 2 2.1107 0.1776 917.49 917.06 7 81.25 2 K.ILVALCGGN.- 338 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_110.018257.018257.2 2 4.0706 0.3483 1606.05 1606.9 1 71.42857 3 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2072.207 2 4.3813 0.3795 1905.34 1906.2 1 56.25 2 K.AAYLQETGKPLDETLKK.A 82 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3469.346 2 4.2469 0.365 1606.55 1606.9 1 64.28571 1 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2476.24 2 3.1738 0.2209 2356.82 2357.6 3 30.434782 1 K.GGPGSAVSPYPTFNPSSDVAALHK.A 30 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_107.014893.014893.2 2 3.7671 0.2344 1389.59 1388.6 1 79.16667 1 K.GVDEATIIDILTK.R 59 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_101.010521.010521.1 1 2.0214 0.2045 917.8 917.06 6 62.5 1 K.ILVALCGGN.- 338 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_106.015514.015514.2 2 3.2267 0.1817 1705.59 1703.9 1 53.333336 2 K.GLGTDEDTLIEILASR.T 129 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014409.0144 2 3.8893 0.2261 1609.03 1606.9 1 71.42857 2 K.ALTGHLEEVVLALLK.T 99 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_102.009186.009186.2 2 4.6633 0.4291 1743.07 1740.7 1 76.666664 1 R.SEDFGVNEDLADSDAR.A 189 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsSD-NE_NT_lymphocytes_Ti_103.008890.008890.2 2 3.7148 0.2366 2071.73 2069.1 1 61.11111 1 K.GDRSEDFGVNEDLADSDAR.A 186 2 *
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2134.213 2 5.1708 0.3583 1740.15 1740.7 1 70 2 R.SEDFGVNEDLADSDAR.A 189 2 *
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125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_000691.1| gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 14 87 47.7 346 38714 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2748.274 2 5.0129 0.3779 1679.41 1679.9 1 75 3 R.KGTDVNVFNTILTTR.S 214 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_Ti_104.007858.007858 2 4.7023 0.3532 1734.73 1734.9 1 75 2 R.SKDKLDQVSSEIKEK.F 83 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_Ti_102.013319.013319 2 2.8426 0.2971 1980.59 1979.1 1 60.714287 2 K.TFVDFFSQCLHEEYR.S 207 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.008414.008414 2 4.4691 0.4033 1856.87 1857.2 1 70 4 K.IRKPTLDKPSPETFVK.S 242 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_PK_115.012715.012715 2 4.6176 0.409 1855.87 1857.2 1 76.666664 3 K.IRKPTLDKPSPETFVK.S 242 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_PK_109.014976.014976 2 3.2055 0.2323 1843.03 1841 1 58.823532 1 L.RVWGVGNEAGVGPGLGEW.A 35 0 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_PK_112.015249.0152 2 3.485 0.4247 2070.57 2070.3 1 59.375 3 Y.EYPEYFLDVPDLDNVIK.K 139 1 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013904.01390 2 4.289 0.3898 1656.01 1656 1 64.28571 2 K.GVFVQSVLPYFVATK.L 224 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.014171.0141 2 2.7826 0.2739 2772.15 2771.1 5 28.57143 1 R.VWGVGNEAGVGPGLGEWAVVTGSTDGIGK.S 36 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011459.01145 2 3.9608 0.151 1308.53 1305.6 1 90 2 K.MININILSVCK.M 157 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.015939.01593 3 4.3538 0.2768 4103.21 4101.7 3 18.75 1 K.TGLAGLEIGILVNNVGMSYEYPEYFLDVPDLDNVIKK.M 120 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.007784.0077 3 4.2487 0.3611 1587.86 1587.9 1 48.076923 3 R.KPTLDKPSPETFVK.S 244 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.013802.01380 2 4.5662 0.3801 1978.49 1979.1 1 71.42857 8 K.TFVDFFSQCLHEEYR.S 207 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007224.0072 2 5.1426 0.3269 1736.69 1734.9 1 78.57143 3 R.SKDKLDQVSSEIKEK.F 83 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007382.00738 2 4.6888 0.351 1735.57 1734.9 1 78.57143 2 R.SKDKLDQVSSEIKEK.F 83 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006899.00689 1 2.4718 0.34 1477.81 1477.7 1 58.333332 2 R.SKDKLDQVSSEIK.E 83 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010299.01029 2 2.732 0.199 1590.35 1587.7 5 61.538464 2 R.TIAVDFASEDIYDK.I 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009905.00990 1 2.5541 0.4067 1588 1587.9 1 65.38461 1 R.KPTLDKPSPETFVK.S 244 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007817.0078 1 1.8007 0.3038 1587.78 1587.9 1 61.538464 1 R.KPTLDKPSPETFVK.S 244 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010103.0101 1 2.4209 0.5472 1587.65 1587.7 1 57.692307 1 R.TIAVDFASEDIYDK.I 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009912.00991 3 3.7393 0.2203 1588.49 1587.9 3 44.230766 1 R.KPTLDKPSPETFVK.S 244 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009737.00973 1 2.9145 0.3127 1588.53 1587.7 1 53.846157 2 R.TIAVDFASEDIYDK.I 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.010852.01085 2 4.052 0.4157 1829.67 1829.1 1 60.000004 3 R.TIAVDFASEDIYDKIK.T 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1906.190 2 5.0681 0.4116 1733.94 1734.9 1 75 3 R.SKDKLDQVSSEIKEK.F 83 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2774.277 2 3.5371 0.3343 1829.68 1829.1 1 56.666668 2 R.TIAVDFASEDIYDKIK.T 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_PK_105.019536.019536 2 3.8107 0.357 2321.11 2320.6 1 55.555557 1 M.SYEYPEYFLDVPDLDNVIK.K 137 1 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3670.367 2 4.1069 0.5084 1977.94 1979.1 1 60.714287 3 K.TFVDFFSQCLHEEYR.S 207 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_PK_105.018966.018966 2 3.3674 0.1603 2070.57 2070.3 4 46.875 1 Y.EYPEYFLDVPDLDNVIK.K 139 1 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.012968.0129 2 4.3786 0.3752 1978.37 1979.1 1 75 7 K.TFVDFFSQCLHEEYR.S 207 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_NT_lymphocytes_Ti_103.011176.011176.2 2 2.8801 0.0979 1589.45 1587.7 1 61.538464 1 R.TIAVDFASEDIYDK.I 104 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_PHA_lymphocytes_PK_106.014795.014795 2 3.3755 0.347 1380.35 1378.5 1 77.27273 2 Y.SATKTFVDFFSQ.C 203 0 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_NT_lymphocytes_Ti_104.015317.015317.2 2 3.6205 0.4593 2770.69 2771.1 1 32.142857 1 R.VWGVGNEAGVGPGLGEWAVVTGSTDGIGK.S 36 2 *
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_057226.1| gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydrogenase 12 [Homo sapiens] 17 75 51 312 34324 9.3 HsSD-NE_NT_lymphocytes_Ti_114.010085.010085.2 2 4.6732 0.3506 1858.67 1857.2 1 73.333336 4 K.IRKPTLDKPSPETFVK.S 242 2 *
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.009248.009248 2 3.1249 0.4129 1523.97 1523.8 1 60.000004 7 K.AVGVAVATGLHTELGK.I 219 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011111.011111 2 4.7835 0.4084 1623.93 1621.8 1 82.14286 3 K.VGEATETALTCLVEK.M 437 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009308.009308 2 6.3829 0.5295 1884.81 1886.1 1 83.33333 5 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.010506.010506 2 4.1854 0.4114 1953.01 1954.1 1 55.88235 3 R.SLPSVETLGCTSVICSDK.T 335 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_PK_106.009032.0090 2 3.4523 0.1629 1644.43 1641.7 1 67.85714 2 C.ALCNDSALDYNEAKG.V 418 0
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.008925.0089 2 5.6654 0.5161 1886.47 1886.1 1 77.77778 14 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.010190.0101 2 3.8207 0.2905 1754.83 1754 1 62.5 2 K.ARDIVPGDIVEVAVGDK.V 142 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012644.01264 2 5.9984 0.5082 2750.71 2749.1 1 58 4 R.IVENLQSFNEITAMTGDGVNDAPALK.K 687 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008289.0082 1 3.0356 0.3042 1565.49 1563.7 1 57.14286 1 R.VDQSILTGESVSVTK.H 175 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011301.01130 2 4.9278 0.3815 1511.47 1510.7 1 91.66667 4 K.MNVFDTDLQALSR.V 452 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009176.0091 2 4.4864 0.424 1564.31 1563.7 1 82.14286 13 R.VDQSILTGESVSVTK.H 175 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013146.01314 2 4.0149 0.437 2245.17 2246.3 1 55.555557 1 K.CSEDNPLFAGIDCEVFESR.F 876 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.011552.0115 2 4.046 0.4397 1510.39 1510.7 1 83.33333 2 K.MNVFDTDLQALSR.V 452 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011385.01138 1 3.0284 0.3367 1511.73 1510.7 1 66.66667 1 K.MNVFDTDLQALSR.V 452 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007466.0074 2 2.625 0.0938 1094.33 1094.1 2 88.88889 1 R.DWGSGSDTLR.C 551 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007149.0071 2 4.4349 0.4295 2091.59 2092.3 1 58.333332 5 K.SMSVYCTPTRPHPTGQGSK.M 493 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012878.0128 2 5.743 0.4795 2750.91 2749.1 1 58 7 R.IVENLQSFNEITAMTGDGVNDAPALK.K 687 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008463.00846 2 4.3052 0.3239 1526.67 1523.8 1 73.333336 14 K.AVGVAVATGLHTELGK.I 219 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_114.013738.01373 3 3.2742 0.1804 2385.17 2382.6 1 29.545454 1 K.SAAEMVLSDDNFASIVAAVEEGR.A 729 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009674.0096 2 5.4449 0.5429 1953.31 1954.1 1 79.411766 11 R.SLPSVETLGCTSVICSDK.T 335 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012089.0120 1 2.4096 0.3994 1526.76 1526.7 1 50 1 R.DIVPGDIVEVAVGDK.V 144 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008037.00803 1 3.332 0.3601 1564.92 1563.7 1 53.571426 2 R.VDQSILTGESVSVTK.H 175 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008739.0087 2 3.0114 0.2195 1478.27 1478.6 1 76.92308 1 R.RLGIFGDTEDVAGK.A 638 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.001792.00179 2 3.4419 0.2866 2385.45 2382.6 1 43.18182 1 K.SAAEMVLSDDNFASIVAAVEEGR.A 729 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007217.0072 2 2.8385 0.2401 1469.53 1469.6 1 58.333332 2 K.TGTLTTNQMSVCR.M 353 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.006393.00639 2 3.2585 0.1759 1908.43 1907 2 56.666668 2 R.DAPPRKEDMELDDCSK.F 568 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.017770.0177 2 2.852 0.1224 2385.07 2382.6 1 45.454548 3 K.SAAEMVLSDDNFASIVAAVEEGR.A 729 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011894.01189 2 3.8417 0.3849 1526.37 1526.7 1 82.14286 2 R.DIVPGDIVEVAVGDK.V 144 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.016625.01662 3 3.1561 0.0951 3152.33 3149.3 6 23.148148 1 R.CGQFDGLVELATICALCNDSALDYNEAK.G 404 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007757.00775 1 2.7181 0.4147 1504.76 1504.8 1 63.333332 1 K.KAEIGIAMGSGTAVAK.S 713 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009153.00915 2 4.737 0.4633 1952.97 1954.1 1 73.52941 14 R.SLPSVETLGCTSVICSDK.T 335 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.003376.0033 2 3.7283 0.3968 1522.67 1523.8 1 56.666668 22 K.AVGVAVATGLHTELGK.I 219 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.016890.0168 2 3.1733 0.3334 3150.63 3149.3 3 31.48148 2 R.CGQFDGLVELATICALCNDSALDYNEAK.G 404 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010118.01011 2 4.5279 0.4478 1754.37 1754 1 68.75 4 K.ARDIVPGDIVEVAVGDK.V 142 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_PK_107.009034.0090 2 4.5309 0.2544 1583.71 1584.6 1 76.92308 2 C.ALCNDSALDYNEAK.G 418 1
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.009342.00934 2 5.7492 0.5408 1887.71 1886.1 1 86.11111 16 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009194.00919 2 4.4632 0.2821 1621.73 1621.8 1 75 2 K.VGEATETALTCLVEK.M 437 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008315.00831 1 2.851 0.2462 1480.31 1478.6 1 61.538464 1 R.RLGIFGDTEDVAGK.A 638 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.009266.0092 2 3.0476 0.2376 1364.17 1364.4 1 75 1 R.EFDDLSPEQQR.Q 657 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016503.01650 2 3.7968 0.3653 3150.45 3149.3 1 35.185184 2 R.CGQFDGLVELATICALCNDSALDYNEAK.G 404 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009669.0096 2 5.5929 0.4535 1623.83 1621.8 1 78.57143 15 K.VGEATETALTCLVEK.M 437 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008524.00852 3 3.1197 0.2311 1883.69 1886.1 2 40.27778 1 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008570.00857 2 4.2211 0.3257 1478.75 1478.6 1 80.769226 4 R.RLGIFGDTEDVAGK.A 638 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013450.013450.2 2 3.2068 0.3081 1526.69 1526.7 5 60.714287 1 R.DIVPGDIVEVAVGDK.V 144 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.007820.007820.2 2 2.9345 0.3214 1469.37 1469.6 1 62.5 2 K.TGTLTTNQMSVCR.M 353 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1976.197 2 2.7644 0.2924 1626.26 1626.9 1 57.14286 1 R.TAPLTPTSREQILAK.I 534 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2423.242 2 3.8585 0.3417 1322.13 1322.5 1 87.5 2 R.LGIFGDTEDVAGK.A 639 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_103.012680.012680.1 1 2.7526 0.1824 1511.64 1510.7 1 58.333332 1 K.MNVFDTDLQALSR.V 452 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2266.22 2 5.4449 0.4482 1887.2 1886.1 1 72.22222 4 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2170.217 2 6.0245 0.4124 1886.79 1886.1 1 80.55556 3 R.HFSVTAEGGLSPAQVTGAR.E 15 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2188.219 2 4.9665 0.3889 1523.57 1523.8 1 76.666664 4 K.AVGVAVATGLHTELGK.I 219 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014017.014017.2 2 3.7355 0.4506 2747.57 2749.1 1 46 1 R.IVENLQSFNEITAMTGDGVNDAPALK.K 687 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010396.010396.2 2 2.3892 0.1536 1028.53 1029.1 1 85.71429 1 K.EFTLEFSR.D 482 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010742.010742.2 2 4.6601 0.3874 1621.33 1621.8 1 71.42857 2 K.VGEATETALTCLVEK.M 437 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2046.204 2 4.8637 0.332 1913.73 1913 1 56.666668 2 K.AYTGREFDDLSPEQQR.Q 652 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_104.2317.23 2 3.0632 0.1934 1364.35 1364.4 1 70 1 R.EFDDLSPEQQR.Q 657 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.009753.009753.2 2 2.9705 0.1983 1370.51 1370.6 2 70.83333 2 K.NMLFSGTNITSGK.A 206 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2416.241 1 3.1723 0.2305 1321.39 1322.5 1 58.333332 1 R.LGIFGDTEDVAGK.A 639 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010826.010826.2 2 4.9492 0.4774 1955.45 1954.1 1 70.588234 3 R.SLPSVETLGCTSVICSDK.T 335 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2148.214 2 4.176 0.3516 1564.44 1563.7 1 57.14286 1 R.VDQSILTGESVSVTK.H 175 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2071.20 2 4.5973 0.4116 1912.69 1913 1 60.000004 1 K.AYTGREFDDLSPEQQR.Q 652 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_102.009546.009546.2 2 3.2399 0.3315 1566.39 1563.7 1 71.42857 3 R.VDQSILTGESVSVTK.H 175 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsSD-NE_NT_lymphocytes_Ti_103.008970.008970.2 2 3.5738 0.3082 1378.09 1376.6 1 75 2 K.AEIGIAMGSGTAVAK.T 714 2
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NP_005164.2| gi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1| sarco/endoplasmic reticulum Ca2+ -ATPase isoform a [Homo sapie 36 242 35.4 999 109256 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3412.341 2 3.6269 0.234 2198.18 2198.4 1 63.15789 1 K.GVYEKVGEATETALTCLVEK.M 432 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_115.015227.015227 1 2.9644 0.287 1426.6 1426.7 1 63.636364 2 R.FRFALPSPQHIL.G 60 1
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_115.015214.015214 2 3.1258 0.3134 1427.13 1426.7 1 68.181816 2 R.FRFALPSPQHIL.G 60 1
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_112.013205.013205 1 2.2271 0.2099 1348.65 1347.6 1 68.181816 1 Q.HILGLPVGQHIY.L 69 0
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_112.014294.014294 1 2.4788 0.1725 1549.17 1547.8 1 50 1 Q.HILGLPVGQHIYLS.A 69 0
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.013696.013696 3 4.5972 0.269 2977.91 2977.4 1 29.807693 1 R.IDGNLVVRPYTPISSDDDKGFVDLVIK.V 85 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_Ti_105.015848.015848 3 3.8962 0.2923 4357.49 4358.9 1 22.972973 4 R.DHLPPPEEEPLVLMCGPPPMIQYACLPNLDHVGHPTER.C 260 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_113.011804.011804 2 3.5337 0.1683 1431.31 1430.6 1 79.16667 1 Y.FKDTHPKFPAGGK.M 114 1
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_Ti_108.012984.012984 3 3.9959 0.2922 4063.4 4062.6 1 25.757576 2 R.AIMKDPDDHTVCHLLFANQTEKDILLRPELEELR.N 193 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_114.017052.017052 3 3.9874 0.3037 2977.1 2977.4 4 25.961538 1 R.IDGNLVVRPYTPISSDDDKGFVDLVIK.V 85 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_PK_113.012897.0128 2 4.0086 0.3646 1486.15 1485.7 1 75 2 R.DHLPPPEEEPLVL.M 260 1
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013331.01333 3 4.5538 0.28 1901.48 1902.3 1 43.055553 2 K.SVGMIAGGTGITPMLQVIR.A 174 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011778.01177 1 2.2411 0.1029 1244.08 1242.5 7 62.5 1 R.FKLWYTLDR.A 233 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009381.00938 3 5.6511 0.4256 2582.78 2584.9 1 41.666664 2 R.AIMKDPDDHTVCHLLFANQTEK.D 193 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012252.01225 2 5.4573 0.5266 2114.71 2113.3 1 73.52941 11 R.APEAWDYGQGFVNEEMIR.D 242 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009518.0095 3 5.7388 0.4453 2584.22 2584.9 1 44.04762 4 R.AIMKDPDDHTVCHLLFANQTEK.D 193 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007889.00788 2 3.1704 0.2117 1119.55 1119.3 1 80 2 R.GPSGLLVYQGK.G 144 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.011762.0117 2 5.5604 0.5407 2114.07 2113.3 1 79.411766 8 R.APEAWDYGQGFVNEEMIR.D 242 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008955.0089 2 2.5798 0.1936 2141.85 2141.3 1 47.058823 1 K.DPDDHTVCHLLFANQTEK.D 197 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007202.0072 3 3.5244 0.2471 1468.97 1468.7 1 54.545456 2 R.LIDREIISHDTR.R 47 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013499.01349 2 4.3772 0.3161 1903.29 1902.3 1 61.11111 1 K.SVGMIAGGTGITPMLQVIR.A 174 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010976.01097 2 4.1808 0.5013 2584.31 2584.9 1 54.761906 4 R.AIMKDPDDHTVCHLLFANQTEK.D 193 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008732.00873 2 3.7713 0.3535 2140.49 2141.3 1 50 1 K.DPDDHTVCHLLFANQTEK.D 197 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.013076.01307 3 6.0467 0.398 2977.91 2977.4 1 32.692307 3 R.IDGNLVVRPYTPISSDDDKGFVDLVIK.V 85 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_105.012677.012677 2 3.9301 0.3323 2523.27 2523.8 1 38.636364 2 R.IDGNLVVRPYTPISSDDDKGFVD.L 85 1
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1951.195 2 2.8535 0.1962 1468.44 1468.7 7 63.636364 1 R.LIDREIISHDTR.R 47 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.012792.0127 3 4.2029 0.5072 4357.67 4358.9 1 25.675674 2 R.DHLPPPEEEPLVLMCGPPPMIQYACLPNLDHVGHPTER.C 260 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2580.258 2 4.5946 0.4356 1901.65 1902.2 1 62.5 3 R.STPAITLESPDIKYPLR.L 30 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_NT_lymphocytes_Ti_114.013278.013278.3 3 3.9984 0.3041 4358.18 4358.9 1 21.621622 1 R.DHLPPPEEEPLVLMCGPPPMIQYACLPNLDHVGHPTER.C 260 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_NT_lymphocytes_Ti_104.013028.013028.2 2 5.8695 0.5733 2112.71 2113.3 1 82.35294 4 R.APEAWDYGQGFVNEEMIR.D 242 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2122.212 1 2.6375 0.2923 1118.42 1119.3 1 60.000004 2 R.GPSGLLVYQGK.G 144 2
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsSD-NE_PHA_lymphocytes_PK_106.011165.011165 2 2.8312 0.2642 2124.63 2124.4 1 50 1 N.LVVRPYTPISSDDDKGFVD.L 89 0
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_000389.1| gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 1 [Homo sapiens] 23 81 73.4 301 34235 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009675.0096 2 4.4498 0.443 2584.63 2584.9 1 52.380955 6 R.AIMKDPDDHTVCHLLFANQTEK.D 193 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_Ti_102.016100.016100 3 3.745 0.2522 3332.72 3332.7 1 25 1 K.IVKPNGEKPDEFESGISQALLELEMNSDLK.A 8 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_Ti_113.012399.012399 2 3.8184 0.2488 1466.11 1466.9 1 70.83333 3 R.KAIIIFVPVPQLK.S 58 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_PK_111.020460.020460 2 3.6334 0.3324 1339.73 1338.7 1 77.27273 5 K.AIIIFVPVPQLK.S 59 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015542.01554 2 2.8957 0.0881 2526.83 2524.9 9 31.818182 1 R.TLTAVHDAILEDLVFPSEIVGKR.I 121 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_101.015483.0154 2 3.9175 0.271 1387.13 1385.5 1 90 2 K.DVNFEFPEFQL.- 184 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015728.0157 2 4.1992 0.3833 2369.73 2368.7 1 52.380955 1 R.TLTAVHDAILEDLVFPSEIVGK.R 121 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015993.01599 2 3.7605 0.1844 2369.57 2368.7 1 50 3 R.TLTAVHDAILEDLVFPSEIVGK.R 121 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_102.016306.01630 2 3.2082 0.2287 1385.21 1385.5 3 70 1 K.DVNFEFPEFQL.- 184 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011854.01185 2 3.8079 0.2543 1469.71 1466.9 1 66.66667 1 R.KAIIIFVPVPQLK.S 58 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008018.00801 2 5.7886 0.5027 2078.19 2079.3 1 70.588234 5 K.AQQNNVEHKVETFSGVYK.K 161 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.015189.0151 3 3.4574 0.234 3332.3 3332.7 1 23.275862 2 K.IVKPNGEKPDEFESGISQALLELEMNSDLK.A 8 2 *
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129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007520.0075 2 2.0034 0.178 970.39 970.16 3 78.57143 1 K.HVVFIAQR.R 91 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014381.01438 2 2.7625 0.3087 1338.53 1338.7 1 68.181816 2 K.AIIIFVPVPQLK.S 59 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4356.435 2 3.0261 0.25 2524.49 2524.9 1 34.090908 1 R.TLTAVHDAILEDLVFPSEIVGKR.I 121 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_NT_lymphocytes_Ti_110.015676.015676.2 2 3.6258 0.3199 1338.69 1338.7 1 81.818184 8 K.AIIIFVPVPQLK.S 59 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013034.0130 2 2.3319 0.169 1338.37 1338.7 3 63.636364 1 K.AIIIFVPVPQLK.S 59 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_PK_106.017792.017792 2 3.0253 0.1771 1784.61 1785 1 64.28571 1 K.LTGKDVNFEFPEFQL.- 180 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_PK_105.017138.017138 2 3.914 0.2593 1671.69 1671.8 6 65.38461 3 L.TGKDVNFEFPEFQL.- 181 1
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_NT_lymphocytes_Ti_110.015688.015688.1 1 2.348 0.3644 1337.68 1338.7 2 63.636364 2 K.AIIIFVPVPQLK.S 59 2 *
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_PHA_lymphocytes_PK_106.017753.017753 2 5.1376 0.5215 1981.15 1982.3 1 76.47059 7 A.VHDAILEDLVFPSEIVGK.R 125 1
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_NT_lymphocytes_Ti_109.015953.015953.3 3 3.7806 0.1488 2527.46 2524.9 1 36.363636 3 R.TLTAVHDAILEDLVFPSEIVGKR.I 121 2
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_001002.1| gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapiens] 13 55 55.2 194 22127 10.1 HsSD-NE_NT_lymphocytes_PK_111.013227.013227. 2 3.0096 0.2973 1338.13 1338.7 2 63.636364 1 K.AIIIFVPVPQLK.S 59 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_PHA_lymphocytes_Ti_102.016304.016304 3 4.2407 0.3639 2875.49 2876.1 1 30.208334 3 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_PHA_lymphocytes_Ti_104.017219.017219 2 5.1518 0.4737 2875.97 2876.1 1 50 2 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_PHA_lymphocytes_PK_107.012694.012694 1 2.1342 0.2301 1304.81 1305.5 1 59.090908 1 L.TFTLRPGEVTAL.V 490 0
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_PHA_lymphocytes_PK_107.010032.010032 2 2.7605 0.227 1121.41 1121.3 3 66.66667 1 L.TFTLRPGEVT.A 490 0
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007376.0073 2 2.6488 0.186 910.23 909.12 1 92.85714 6 R.TVLVIAHR.L 655 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.015022.01502 3 4.394 0.4227 4658.81 4658 1 21.341463 1 R.NNIAYGLQSCEDDKVMAAAQAAHADDFIQEMEHGIYTDVGEK.G 562 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.012564.01256 2 3.0006 0.185 2175.33 2172.5 1 52.380955 3 K.GLTFTLRPGEVTALVGPNGSGK.S 488 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011464.01146 2 4.1054 0.1823 1364.65 1362.6 1 85 1 R.IREQLFSSLLR.Q 225 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_PK_108.009910.0099 2 2.6444 0.1931 962.53 962.99 2 81.25 1 L.GGDFDPHAF.A 181 0
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.016379.01637 2 4.9656 0.4352 2877.17 2876.1 1 47.916664 11 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009798.0097 2 3.3478 0.2416 1362.83 1362.6 1 75 2 R.IREQLFSSLLR.Q 225 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_113.013715.01371 2 2.7842 0.1639 1542.31 1539.9 1 65.38461 1 K.VVGLYGFMLSISPR.L 278 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007802.00780 2 3.3711 0.3432 1236.53 1236.5 1 85 2 R.AHQILVLQEGK.L 669 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013442.01344 2 3.4759 0.1813 957.35 957.2 1 93.75 1 R.LGGLWGLLK.L 46 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.012158.0121 2 3.1568 0.1758 2172.47 2172.5 1 47.61905 4 K.GLTFTLRPGEVTALVGPNGSGK.S 488 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016264.01626 3 5.581 0.3569 2878.37 2876.1 1 31.25 1 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_103.007791.00779 2 3.1854 0.0922 1627.77 1627.7 1 69.230774 1 R.NNIAYGLQSCEDDK.V 562 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014948.01494 2 5.5615 0.4052 1899.63 1899.3 1 71.875 6 R.LTLLSLLHMPFTIAAEK.V 292 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007744.00774 1 2.7394 0.2803 1236.72 1236.5 1 70 1 R.AHQILVLQEGK.L 669 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016175.0161 2 4.058 0.5099 2875.29 2876.1 1 43.75 6 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017176.0171 2 4.6728 0.4446 2359.51 2359.7 1 52.499996 2 R.LSSDTTLMSNWLPLNANVLLR.S 253 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2796.279 2 4.2689 0.2466 1362.59 1362.6 1 80 2 R.IREQLFSSLLR.Q 225 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1820.182 2 3.5867 0.2476 1320.54 1321.4 1 80 2 R.SFGAEEHEVCR.Y 344 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1681.16 2 3.1024 0.2819 1323.97 1321.4 1 75 2 R.SFGAEEHEVCR.Y 344 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_NT_lymphocytes_Ti_104.018238.018238.2 2 5.3498 0.4173 2358.29 2359.7 1 60.000004 3 R.LSSDTTLMSNWLPLNANVLLR.S 253 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.013554.0135 2 3.4144 0.3015 1542.45 1539.9 1 80.769226 2 K.VVGLYGFMLSISPR.L 278 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_NT_lymphocytes_Ti_110.013391.013391.2 2 3.4232 0.2298 2170.81 2172.5 1 50 2 K.GLTFTLRPGEVTALVGPNGSGK.S 488 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007994.0079 1 2.8931 0.2978 1236.7 1236.5 3 65 4 R.AHQILVLQEGK.L 669 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1686.16 1 2.3813 0.103 1321.23 1321.4 1 55 1 R.SFGAEEHEVCR.Y 344 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2921.29 2 4.2535 0.2365 1362.48 1362.6 1 85 2 R.IREQLFSSLLR.Q 225 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2128.21 2 3.7107 0.2237 1640.57 1640.9 3 53.333336 2 R.AGQVVREAVGGLQTVR.S 328 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.018520.0185 3 3.5971 0.197 1901.39 1899.3 1 43.75 1 R.LTLLSLLHMPFTIAAEK.V 292 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2418.24 2 3.3864 0.2205 1664.55 1664.9 6 53.846157 1 R.HQEVLREIQDAVAR.A 314 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_NT_lymphocytes_Ti_113.002636.002636.2 2 3.2272 0.301 2876.23 2876.1 1 31.25 1 R.VLILDEATSALDVQCEQALQDWNSR.G 627 2 *
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.014624.0146 2 5.1069 0.376 1899.77 1899.3 1 62.5 5 R.LTLLSLLHMPFTIAAEK.V 292 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsSD-NE_NT_lymphocytes_Ti_113.014639.014639.2 2 4.4334 0.4453 1901.71 1899.3 1 59.375 2 R.LTLLSLLHMPFTIAAEK.V 292 2
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NP_000535.3| gi|73747915|ref|NP_000535.3| "transporter 2, ATP-binding cassette, sub-family B isoform 1 [Homo 21 90 32.7 703 77695 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3223.322 2 3.906 0.2366 2172.58 2172.5 4 40.476192 1 K.GLTFTLRPGEVTALVGPNGSGK.S 488 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_PHA_lymphocytes_PK_109.011869.011869 2 3.5913 0.3152 2128.47 2127.3 1 55.88235 1 Y.TCQVEHPSVTSPLTVEWR.A 214 1
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.009442.009442 2 2.7909 0.2734 1537.65 1536.7 2 66.66667 1 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_PHA_lymphocytes_Ti_104.012082.012082 2 3.4757 0.3657 2840.13 2840.2 1 41.666664 1 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008616.0086 1 2.039 0.3038 1536.77 1536.7 1 62.5 2 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_PK_110.011207.0112 2 3.2635 0.3382 1339.29 1337.4 1 80 2 V.TELGRPDAEYW.N 93 0
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_115.012656.01265 3 4.6492 0.3188 2839.82 2840.2 1 32.291664 10 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010016.01001 2 5.6168 0.2726 2664.83 2662.9 1 50 3 R.SGEVYTCQVEHPSVTSPLTVEWR.A 209 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008367.00836 1 3.6986 0.3763 1537.85 1536.7 1 70.83333 3 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010091.0100 2 5.3393 0.2148 2665.51 2662.9 1 52.272724 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 209 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.011456.01145 2 5.1845 0.4638 2839.83 2840.2 1 52.083332 6 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008326.00832 2 4.1602 0.3886 1538.29 1536.7 1 91.66667 12 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_PK_114.012399.0123 2 2.5835 0.1858 1398.07 1398.6 2 66.66667 1 C.SVSGFYPGSIEVR.W 160 1
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008081.0080 2 3.5227 0.2049 1966.63 1965.1 1 50 2 R.AVTELGRPDAEYWNSQK.D 91 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007946.00794 2 4.1289 0.332 1963.81 1965.1 1 59.375 2 R.AVTELGRPDAEYWNSQK.D 91 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_PK_113.011632.0116 2 2.8084 0.1639 1193.79 1194.3 1 75 1 C.QVEHPSVTSPL.T 216 0
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009945.00994 3 5.0814 0.1341 2664.53 2662.9 1 36.363636 1 R.SGEVYTCQVEHPSVTSPLTVEWR.A 209 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008788.0087 2 3.3364 0.2796 1538.51 1536.7 1 91.66667 2 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011726.0117 2 5.3149 0.516 2840.03 2840.2 1 52.083332 13 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_PHA_lymphocytes_PK_106.010659.010659 2 3.3989 0.2936 1398.03 1398.6 1 79.16667 3 C.SVSGFYPGSIEVR.W 160 1
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_NT_lymphocytes_Ti_109.009971.009971.2 2 2.6824 0.2234 1536.61 1536.7 1 62.5 1 R.HNYGVVESFTVQR.R 123 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_NT_lymphocytes_Ti_113.011998.011998.2 2 5.0388 0.4297 2840.85 2840.2 1 50 3 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2361.23 2 3.8109 0.1851 2662.57 2662.9 1 40.909092 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 209 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_NT_lymphocytes_Ti_112.013001.013001.3 3 5.0565 0.4198 2839.37 2840.2 1 34.375 2 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2587.258 2 3.2929 0.3205 2662.31 2662.9 1 34.090908 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 209 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.011768.0117 3 5.3343 0.3387 2841.08 2840.2 1 36.458336 10 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 148 2
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|XP_001723469.1| gi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_0017"PREDICTED: major histocompatibility complex, class II, DR beta 4 12 89 28 279 31647 8.4 HsSD-NE_PHA_lymphocytes_PK_106.010658.010658 1 2.4158 0.1585 1398.64 1398.6 3 50 1 C.SVSGFYPGSIEVR.W 160 1
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_Ti_112.013662.013662 2 6.5016 0.4922 2031.11 2032.3 1 81.25 8 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.014258.014258 3 5.6734 0.3615 2033.18 2032.3 1 54.6875 16 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.013691.013691 2 4.8995 0.5239 1896.93 1898.2 1 78.125 16 K.LIALSIDSVEDHLAWSK.D 68 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_PK_113.018931.01893 3 4.7851 0.2002 3000.32 2997.4 1 36.458336 3 Y.NCEEPTEKLPFPIIDDRNRELAILL.G 90 0 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.014764.014764 3 4.1897 0.2865 2154.74 2156.5 1 44.444447 2 R.NRELAILLGMLDPAEKDEK.G 107 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_NT_lymphocytes_PK_112.013080.0130 2 3.2044 0.2217 1830.35 1831 1 53.125 1 K.DGDSVMVLPTIPEEEAK.K 183 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.013094.01309 2 4.711 0.4441 2031.71 2032.3 1 78.125 3 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010214.01021 2 2.8837 0.248 1086.53 1086.3 1 93.75 1 K.LPFPIIDDR.N 98 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013226.01322 3 5.4805 0.3844 2032.31 2032.3 1 57.8125 7 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.014055.0140 2 3.5832 0.3314 1886.41 1886.2 1 53.125 1 R.ELAILLGMLDPAEKDEK.G 109 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008420.0084 2 2.8661 0.2317 1396.47 1396.5 1 86.36364 2 R.DFTPVCTTELGR.A 42 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_NT_lymphocytes_Ti_106.013727.013727.2 2 3.1957 0.2333 1885.09 1886.2 1 46.875 3 R.ELAILLGMLDPAEKDEK.G 109 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.013352.0133 2 6.3401 0.5352 2031.05 2032.3 1 81.25 6 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_NT_lymphocytes_Ti_109.014659.014659.2 2 4.1255 0.2901 1897.91 1898.2 1 62.5 4 K.LIALSIDSVEDHLAWSK.D 68 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2182.218 2 3.2738 0.2382 1395.35 1396.5 1 77.27273 1 R.DFTPVCTTELGR.A 42 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_NT_lymphocytes_Ti_101.010244.010244.2 2 2.4105 0.0917 1397.19 1396.5 2 68.181816 1 R.DFTPVCTTELGR.A 42 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013307.0133 3 5.6484 0.3813 2031.89 2032.3 1 54.6875 4 R.FHDFLGDSWGILFSHPR.D 25 2 *
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_004896.1| gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 10 81 48.2 224 25035 6.4 HsSD-NE_PHA_lymphocytes_PK_105.015260.015260 2 3.1793 0.1606 1105.29 1105.3 1 87.5 2 R.NFDEILRVV.I 156 1 *
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsSD-NE_PHA_lymphocytes_PK_115.013806.013806 2 3.3071 0.2655 1704.71 1704 1 73.07692 1 A.LYNPFGNFKPHLQK.L 171 1
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.017792.017792 2 5.7734 0.4642 2241.73 2242.4 1 65.789474 5 K.SIATTLIDDTSSEVLDELYR.V 37 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsSD-NE_PHA_lymphocytes_Ti_115.013797.013797 3 7.4938 0.4401 3569.09 3571 1 36.206894 2 R.VNNVFDHFSDCEFLAALYNPFGNFKPHLQK.L 155 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.018516.01851 2 4.2281 0.3177 2243.77 2242.4 1 44.736843 1 K.SIATTLIDDTSSEVLDELYR.V 37 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsNaOH-NE_NT_lymphocytes_PK_111.012778.0127 2 3.9631 0.3228 1657.53 1655.8 1 65.38461 5 L.IDDTSSEVLDELYR.V 43 1
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.018578.0185 2 5.4757 0.2293 2244.81 2242.4 1 63.15789 6 K.SIATTLIDDTSSEVLDELYR.V 37 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsSD-NE_NT_lymphocytes_Ti_110.020254.020254.2 2 5.286 0.4478 2243.39 2242.4 1 68.42105 10 K.SIATTLIDDTSSEVLDELYR.V 37 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5124.512 2 4.399 0.3674 2242.57 2242.4 1 55.263157 2 K.SIATTLIDDTSSEVLDELYR.V 37 2
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|NP_055165.2| gi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071 "tumor necrosis factor, alpha-induced protein 8 isoform a [Homo sa 5 33 26.3 198 23003 7.9 HsSD-NE_PHA_lymphocytes_PK_105.020006.020006 2 2.9213 0.278 2069.63 2070.3 1 55.88235 1 T.TLIDDTSSEVLDELYRVT.R 41 0
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsSD-NE_PHA_lymphocytes_PK_112.011846.011846 2 2.6123 0.2031 2071.91 2072.4 1 47.058823 1 R.VFEGPPKPEEPLKRSVVY.I 126 1 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.014134.01413 2 3.7366 0.2814 1678.35 1678 1 63.333332 1 R.SAPLIADQAVLQLLPK.T 356 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008459.0084 1 2.2 0.1507 1266.11 1265.5 4 61.11111 1 K.YFLKPEVLQK.Y 200 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014394.0143 2 3.2231 0.1159 2695.63 2694.9 1 34.615387 1 R.ICISGDSAGGNLAAALGQQFTQDASLK.N 217 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008858.00885 2 3.5799 0.3616 1502.45 1502.7 1 81.818184 2 K.VYFPEQIHDVVR.A 185 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013702.01370 2 5.1888 0.4543 2697.67 2694.9 1 46.153847 3 R.ICISGDSAGGNLAAALGQQFTQDASLK.N 217 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009848.00984 2 3.7963 0.363 1623.03 1623.9 1 69.230774 1 R.VFEGPPKPEEPLKR.S 126 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_PK_105.009806.0098 2 3.3892 0.3047 1152.99 1153.2 1 88.88889 2 T.DTDFDGVEVR.V 116 1
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009670.00967 1 2.6596 0.3455 1397.39 1395.6 1 59.090908 1 R.IVQELPQLLDAR.S 344 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.008080.00808 2 2.7209 0.2135 1265.71 1265.5 1 83.33333 1 K.YFLKPEVLQK.Y 200 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014252.0142 2 3.1417 0.0946 1680.29 1678 3 60.000004 2 R.SAPLIADQAVLQLLPK.T 356 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009611.00961 2 2.9278 0.2647 2414.37 2414.7 1 47.368423 1 K.TYILTCEHDVLRDDGIMYAK.R 372 2
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3261.32 2 4.9748 0.3589 1678.55 1678 1 70 2 R.SAPLIADQAVLQLLPK.T 356 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3638.363 2 5.4871 0.3799 1678.23 1678 1 76.666664 2 R.SAPLIADQAVLQLLPK.T 356 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2551.25 2 4.1307 0.2706 1395.41 1395.6 1 86.36364 2 R.IVQELPQLLDAR.S 344 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2574.257 2 4.3391 0.2638 1394.99 1395.6 1 81.818184 2 R.IVQELPQLLDAR.S 344 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2579.257 1 2.2285 0.2499 1394.47 1395.6 1 59.090908 1 R.IVQELPQLLDAR.S 344 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsSD-NE_NT_lymphocytes_Ti_102.015592.015592.3 3 6.9572 0.5117 2696.84 2694.9 1 41.346153 2 R.ICISGDSAGGNLAAALGQQFTQDASLK.N 217 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007644.0076 2 2.7407 0.3296 1621.63 1623.9 1 61.538464 1 R.VFEGPPKPEEPLKR.S 126 2 *
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NP_065843.3| gi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 [Homo sapiens] 12 31 28.4 440 49063 7.9 HsSD-NE_NT_lymphocytes_Ti_102.015644.015644.2 2 4.9536 0.4975 2693.91 2694.9 1 42.307693 2 R.ICISGDSAGGNLAAALGQQFTQDASLK.N 217 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_PHA_lymphocytes_Ti_102.009177.009177 2 3.6006 0.2056 1782.49 1782 1 60.714287 1 K.VTATECIQEQSFVIR.A 415 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_PHA_lymphocytes_Ti_103.009113.009113 2 3.6456 0.3869 2093.81 2095.2 1 53.333336 1 K.LIYGQYCECDTINCER.Y 528 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_106.008678.00867 2 4.3077 0.3063 1483.15 1483.7 1 87.5 7 R.VFLDHNALPDTLK.V 367 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_PK_106.008410.0084 2 3.2063 0.2318 1092.57 1090.2 4 83.33333 2 R.ALNEITESGR.I 156 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008464.0084 2 4.0112 0.3409 1850.43 1849 1 73.333336 2 K.RSNEFDYPSVGQLAHK.L 295 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_108.009245.00924 2 4.5468 0.3516 1783.63 1782 1 78.57143 9 K.VTATECIQEQSFVIR.A 415 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012458.0124 2 5.5088 0.4653 1891.51 1891.1 1 71.875 20 R.GDCDGVQINVPITFQVK.V 398 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_113.016845.01684 2 4.402 0.3798 2556.87 2557.9 1 52.499996 6 K.GYPIDLYYLMDLSYSMLDDLR.N 124 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_110.008325.00832 2 4.6958 0.3117 1850.79 1849 1 66.66667 3 K.RSNEFDYPSVGQLAHK.L 295 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_106.006920.00692 1 2.0404 0.0922 1192.34 1192.3 1 68.75 1 R.CHLEDNLYK.R 286 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_104.009611.00961 2 2.9223 0.1291 1676.69 1673.9 1 60.714287 1 K.LAENNIQPIFAVTSR.M 311 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_104.008019.00801 2 5.4038 0.4224 2096.65 2095.2 1 73.333336 11 K.LIYGQYCECDTINCER.Y 528 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.011546.0115 2 5.0556 0.4186 1811.47 1811 1 62.5 10 R.LLVFATDDGFHFAGDGK.L 258 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008138.0081 2 4.4634 0.3666 2096.37 2095.2 1 66.66667 4 K.LIYGQYCECDTINCER.Y 528 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_104.011344.01134 2 4.7004 0.4334 2263.19 2261.3 1 61.11111 3 R.DSEGCWVAYTLEQQDGMDR.Y 666 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_108.006267.00626 2 3.1558 0.3019 1695.15 1695.7 1 61.538464 5 R.CHPGFEGSACQCER.T 564 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011427.0114 2 5.8157 0.4295 2263.33 2261.3 1 61.11111 2 R.DSEGCWVAYTLEQQDGMDR.Y 666 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016850.0168 3 5.7801 0.4164 3232.76 3230.6 1 33.62069 1 K.QLISGNLDAPEGGLDAMMQVAACPEEIGWR.N 224 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_106.011764.01176 2 4.8894 0.4487 1812.69 1811 1 75 16 R.LLVFATDDGFHFAGDGK.L 258 2 *
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135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_108.013479.01347 2 2.9767 0.1656 2206.67 2207.5 1 50 1 R.ALGFTDIVTVQVLPQCECR.C 430 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_107.008098.00809 3 5.7354 0.3686 3256.82 3256.3 1 35.576923 6 R.CNVCECHSGYQLPLCQECPGCPSPCGK.Y 598 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_105.008255.00825 2 2.8678 0.2895 1694.49 1692.8 1 60.714287 1 R.SNEFDYPSVGQLAHK.L 296 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_Ti_104.011848.01184 2 5.5674 0.4251 1894.09 1891.1 1 75 7 R.GDCDGVQINVPITFQVK.V 398 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009118.0091 2 3.057 0.2321 1782.61 1782 1 60.714287 3 K.VTATECIQEQSFVIR.A 415 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009069.0090 2 3.5999 0.3111 1485.55 1483.7 1 83.33333 1 R.VFLDHNALPDTLK.V 367 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1362.136 2 3.0385 0.2612 1048.13 1048.1 1 87.5 2 R.TTEGCLNPR.R 578 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1621.16 2 2.6944 0.1565 1049.11 1048.1 1 87.5 1 R.TTEGCLNPR.R 578 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3044.304 2 3.7423 0.4641 1810.73 1811 1 56.25 1 R.LLVFATDDGFHFAGDGK.L 258 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.002704.0027 2 4.4933 0.4373 2560.55 2557.9 1 57.5 6 K.GYPIDLYYLMDLSYSMLDDLR.N 124 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_NT_lymphocytes_Ti_103.012830.012830.2 2 5.2751 0.2892 1892.01 1891.1 1 59.375 5 R.GDCDGVQINVPITFQVK.V 398 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2299.22 2 3.1075 0.3135 1673.96 1673.9 1 60.714287 1 K.LAENNIQPIFAVTSR.M 311 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4006.400 3 4.182 0.3375 3347.65 3347.7 1 23.275862 1 R.SNEFDYPSVGQLAHKLAENNIQPIFAVTSR.M 296 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_NT_lymphocytes_Ti_103.012838.012838.2 2 3.2744 0.2585 2262.49 2261.3 1 44.444447 2 R.DSEGCWVAYTLEQQDGMDR.Y 666 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3052.305 2 2.4541 0.0981 1891.29 1891.1 2 46.875 1 R.GDCDGVQINVPITFQVK.V 398 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_NT_lymphocytes_Ti_108.010964.010964.2 2 2.9431 0.1981 1783.89 1782 1 57.14286 2 K.VTATECIQEQSFVIR.A 415 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2372.237 2 4.3297 0.3062 1484.56 1483.7 1 87.5 2 R.VFLDHNALPDTLK.V 367 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007341.0073 2 2.3669 0.1142 1349.85 1348.5 3 66.66667 1 R.CHLEDNLYKR.S 286 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2496.249 2 3.6382 0.3694 1672.86 1673.9 1 60.714287 1 K.LAENNIQPIFAVTSR.M 311 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsSD-NE_NT_lymphocytes_Ti_103.009196.009196.2 2 5.5295 0.512 2093.61 2095.2 1 80 10 K.LIYGQYCECDTINCER.Y 528 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1580.158 2 2.8122 0.1844 1166.74 1165.2 1 80 1 R.YNGQVCGGPGR.G 544 2 *
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NP_000202.2| gi|89191865|ref|NP_000202.2| "integrin, beta 2 precursor [Homo sapiens] " 20 162 36.2 769 84782 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2178.217 2 3.3437 0.2948 1693.4 1692.8 1 53.571426 1 R.SNEFDYPSVGQLAHK.L 296 2 *
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.015257.015257 2 3.8084 0.4754 2354.67 2356.6 1 47.368423 4 K.VLGPYTFSICDTSNFSDYIR.G 269 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.014231.014231 2 4.1289 0.3129 1614.57 1611.9 1 89.28571 4 K.YFLVGAGAIGCELLK.N 471 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.006148.006148 3 3.5477 0.1678 2071.04 2072.2 1 38.88889 1 K.IHVSDQELQSANASVDDSR.L 807 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.014656.014656 3 5.0202 0.353 4304.39 4305.8 1 22.972973 1 K.RCPHPLTFDVNNPLHLDYVMAAANLFAQTYGLTGSQDR.A 747 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.016545.016545 2 3.8388 0.2243 2733.25 2733.2 1 46.153847 1 R.KLAYVAAGDLAPINAFIGGLAAQEVMK.A 385 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.012099.012099 3 6.7419 0.4532 3766.94 3767.1 1 32.75862 8 R.SLVLQRPQTWADCVTWACHHWHTQYSNNIR.Q 694 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_109.017848.017848 2 3.0936 0.2779 1621.99 1620.9 1 67.85714 1 L.ALPFFGFSEPLAAPR.H 930 1
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.006040.006040 2 6.8408 0.523 2071.75 2072.2 1 83.33333 4 K.IHVSDQELQSANASVDDSR.L 807 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.014889.014889 3 5.8355 0.5093 4146.68 4149.6 1 27.083334 2 R.CPHPLTFDVNNPLHLDYVMAAANLFAQTYGLTGSQDR.A 748 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.016719.016719 2 3.9678 0.3298 2320.69 2317.8 1 52.380955 7 K.IIPAIATTTAAVVGLVCLELYK.V 890 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.011750.011750 3 3.5315 0.2519 2685.08 2684.9 8 26.086956 2 K.IHVSDQELQSANASVDDSRLEELK.A 807 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_109.011154.011154 2 2.8661 0.2491 1228.67 1228.4 2 77.77778 1 R.SLVLQRPQTW.A 694 1
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008942.00894 2 3.0006 0.2547 1809.69 1810 2 53.333336 1 R.ALPAVQQNNLDEDLIR.K 369 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014097.01409 2 5.0958 0.4401 1911.49 1910.2 1 64.70589 2 K.SLVASLAEPDFVVTDFAK.F 305 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011339.0113 2 2.8842 0.1467 1699.11 1697.9 3 61.538464 1 K.NFPNAIEHTLQWAR.D 636 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.020828.02082 2 4.9161 0.3939 2280.61 2279.6 1 62.5 10 K.NGFLNLALPFFGFSEPLAAPR.H 924 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007751.0077 2 2.9514 0.1247 1246.61 1244.5 1 77.27273 1 R.KPLLESGTLGTK.G 593 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008332.00833 3 3.703 0.2712 2687.45 2684.9 1 29.347824 1 K.IHVSDQELQSANASVDDSRLEELK.A 807 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_103.007932.00793 2 3.4237 0.1903 1527.53 1526.6 1 69.230774 3 K.NGSEADIDEGLYSR.Q 44 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.017940.01794 2 3.9597 0.2309 2606.11 2605.1 7 40 2 K.LAYVAAGDLAPINAFIGGLAAQEVMK.A 386 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012939.01293 2 2.925 0.3053 2523.21 2522.8 1 47.727272 1 K.GNVQVVIPFLTESYSSSQDPPEK.S 605 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.017926.01792 3 3.9812 0.309 2603.03 2605.1 1 33 1 K.LAYVAAGDLAPINAFIGGLAAQEVMK.A 386 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014193.0141 2 4.5213 0.3413 2602.39 2601.7 1 52.272724 2 R.IYDDDFFQNLDGVANALDNVDAR.M 559 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.016470.0164 3 4.6111 0.3253 2601.65 2601.7 1 39.772728 1 R.IYDDDFFQNLDGVANALDNVDAR.M 559 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012818.01281 2 2.9076 0.0805 1887.93 1885 2 47.058823 1 R.NEEDAAELVALAQAVNAR.A 351 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009002.0090 2 5.2727 0.4376 1655.65 1656.8 1 92.85714 2 R.YDGQVAVFGSDLQEK.L 451 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012394.01239 3 4.1298 0.3631 1884.65 1885 1 47.058823 1 R.NEEDAAELVALAQAVNAR.A 351 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.000106.00010 2 3.2849 0.2622 2548.67 2548 4 36.842106 1 K.FMPIMQWLYFDALECLPEDK.E 417 2 *
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010527.01052 2 3.2726 0.3017 1838.49 1840 1 66.66667 1 R.HQYYNQEWTLWDR.F 945 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.013294.0132 2 4.751 0.3378 1935.53 1934.2 1 64.70589 2 R.AAVATFLQSVQVPEFTPK.S 785 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_104.010325.010325 2 3.1915 0.1728 1527.51 1526.6 1 65.38461 1 K.NGSEADIDEGLYSR.Q 44 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2854.285 2 3.9883 0.3578 1624.15 1624.9 1 60.714287 2 R.LAGTQPLEVLEAVQR.S 679 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.019708.019708.3 3 6.0916 0.4931 2603.99 2605.1 1 43 5 K.LAYVAAGDLAPINAFIGGLAAQEVMK.A 386 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.014868.014868.2 2 3.2927 0.2076 1936.71 1934.2 1 50 2 R.AAVATFLQSVQVPEFTPK.S 785 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_110.018521.018521.2 2 3.6409 0.2595 2735.87 2733.2 1 48.076923 2 R.KLAYVAAGDLAPINAFIGGLAAQEVMK.A 385 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.013678.013678.2 2 5.1726 0.3105 1887.93 1885 1 73.52941 7 R.NEEDAAELVALAQAVNAR.A 351 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.014332.014332.2 2 4.9984 0.4331 2523.35 2522.8 1 54.545456 2 K.GNVQVVIPFLTESYSSSQDPPEK.S 605 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.4250.425 2 5.46 0.4056 2601.28 2601.7 1 56.81818 5 R.IYDDDFFQNLDGVANALDNVDAR.M 559 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_112.014951.014951.3 3 3.4834 0.1904 2734.76 2733.2 1 25 2 R.KLAYVAAGDLAPINAFIGGLAAQEVMK.A 385 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3315.331 2 4.2691 0.3643 1885.29 1885 1 64.70589 2 R.NEEDAAELVALAQAVNAR.A 351 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_108.014524.014524.2 2 4.4488 0.4279 1613.43 1611.9 1 89.28571 9 K.YFLVGAGAIGCELLK.N 471 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_105.000663.000663.3 3 3.4901 0.2689 2280.95 2279.6 1 42.5 2 K.NGFLNLALPFFGFSEPLAAPR.H 924 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2448.244 2 3.6195 0.3977 1809.42 1810 1 56.666668 1 R.ALPAVQQNNLDEDLIR.K 369 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2597.25 2 3.3158 0.36 1624.06 1624.9 3 53.571426 2 R.LAGTQPLEVLEAVQR.S 679 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_107.001094.001094 2 4.0082 0.3235 1509.99 1509.7 1 75 34 Q.EWTLWDRFEVQ.G 951 0
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_105.015966.015966.2 2 4.1569 0.3965 2686.19 2684.9 1 50 1 K.IHVSDQELQSANASVDDSRLEELK.A 807 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.010006.010006.2 2 4.2954 0.3271 1656.37 1656.8 1 71.42857 2 R.YDGQVAVFGSDLQEK.L 451 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_102.001844.001844 2 2.7339 0.2758 1281.71 1282.4 1 68.181816 1 Y.TGPLVEDFLSGF.Q 148 0
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_110.016352.016352.2 2 3.2033 0.2893 2355.27 2356.6 1 42.105263 4 K.VLGPYTFSICDTSNFSDYIR.G 269 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_102.013828.013828.3 3 4.0484 0.2671 1885.25 1885 3 38.235294 1 R.NEEDAAELVALAQAVNAR.A 351 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019628.019628.2 2 6.664 0.4839 2604.73 2605.1 1 52 7 K.LAYVAAGDLAPINAFIGGLAAQEVMK.A 386 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_PHA_lymphocytes_PK_105.013120.013120 1 2.3242 0.2399 1229.41 1229.3 5 50 2 R.HGFESGDFVSF.S 240 1
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_108.021481.021481.2 2 5.7853 0.3827 2282.17 2279.6 1 60.000004 6 K.NGFLNLALPFFGFSEPLAAPR.H 924 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3106.31 2 3.3951 0.2962 1934.74 1934.2 1 50 1 R.AAVATFLQSVQVPEFTPK.S 785 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_105.015487.015487.2 2 2.7604 0.1181 1100.95 1103.3 1 85 1 K.LKSDTAAAAVR.Q 527 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_102.018734.018734.2 2 5.7577 0.4116 2602.09 2601.7 1 56.81818 3 R.IYDDDFFQNLDGVANALDNVDAR.M 559 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_102.018632.018632.3 3 6.1293 0.3849 2599.94 2601.7 1 45.454548 2 R.IYDDDFFQNLDGVANALDNVDAR.M 559 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_103.009634.009634.2 2 3.1219 0.2376 1262.59 1260.5 2 72.72727 2 R.LQTSSVLVSGLR.G 70 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3447.344 2 3.8365 0.3498 1934.14 1934.2 1 58.823532 4 R.AAVATFLQSVQVPEFTPK.S 785 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_110.012704.012704.2 2 3.1497 0.2102 1438.25 1437.7 1 80 1 R.QFLFRPWDVTK.L 516 2
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NP_695012.1| gi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [Homo sapiens] 39 191 45.1 1058 117849 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015590.015590.2 2 5.6818 0.4516 1910.79 1910.2 1 64.70589 5 K.SLVASLAEPDFVVTDFAK.F 305 2
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsSD-NE_PHA_lymphocytes_Ti_108.013091.013091 2 2.3601 0.1916 1544.93 1542.7 1 61.538464 1 K.SSANVEEAFFTLAR.D 154 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsSD-NE_PHA_lymphocytes_PK_110.012772.012772 2 2.629 0.1948 1294.87 1293.5 1 83.33333 2 K.SFDNIKNWIR.N 95 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011680.01168 2 3.3438 0.2294 1544.27 1542.7 1 80.769226 2 K.SSANVEEAFFTLAR.D 154 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.012650.0126 2 2.6456 0.176 1542.47 1542.7 1 65.38461 2 K.SSANVEEAFFTLAR.D 154 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1717.17 2 3.5637 0.2976 1385.99 1386.4 1 77.27273 2 R.NIEEHASSDVER.M 105 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsSD-NE_PHA_lymphocytes_PK_106.018383.018383 2 3.5196 0.159 1176.35 1176.4 1 87.5 2 K.TYDYLFKLL.L 4 1
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsSD-NE_NT_lymphocytes_Ti_104.013174.013174.2 2 4.0065 0.257 1544.69 1542.7 1 84.61539 2 K.SSANVEEAFFTLAR.D 154 2 *
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.014350.0143 2 2.4252 0.1495 1656.99 1656 1 53.571426 1 R.GAMGIMLVYDITNEK.S 80 2
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_057614.1| gi|7706563|ref|NP_057614.1| "RAB8B, member RAS oncogene family [Homo sapiens] " 5 16 29 207 23584 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1406.140 2 2.9576 0.207 1385.8 1386.4 1 63.636364 2 R.NIEEHASSDVER.M 105 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_101.010269.010269 3 4.2123 0.1765 2346.8 2347.6 1 36.25 2 K.EAMEDGEIDGNKVTLDWAKPK.G 628 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_104.014601.014601 2 4.6492 0.4741 1596.47 1595.7 1 80.769226 137 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_107.017637.017637 3 5.7934 0.2116 2504.09 2502.8 1 42.857143 3 K.TLVLSNLSYSATEETLQEVFEK.A 487 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_104.001008.001008 1 3.671 0.3119 1596.86 1595.7 1 65.38461 22 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_101.013736.013736 2 4.5131 0.4006 1992.41 1993.2 1 75 2 K.VTQDELKEVFEDAAEIR.L 404 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_102.009458.009458 2 3.9751 0.3694 2201.35 2201.3 1 47.368423 8 K.GLSEDTTEETLKESFDGSVR.A 578 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_107.012163.012163 2 2.6349 0.2924 1809.83 1811 1 53.333336 4 K.SKGYAFIEFASFEDAK.E 522 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_Ti_105.018440.018440 2 5.2754 0.4355 2502.05 2502.8 1 54.761906 15 K.TLVLSNLSYSATEETLQEVFEK.A 487 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_PK_106.009567.0095 2 2.7745 0.235 1002.33 1001.1 6 87.5 1 K.NDLAVVDVR.I 334 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010419.0104 1 2.6582 0.3475 1562.79 1562.6 1 53.846157 1 K.GFGFVDFNSEEDAK.A 611 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014169.01416 2 2.4283 0.1389 1598.45 1595.7 5 57.692307 2 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007883.0078 2 2.9338 0.2085 1001.07 1001.1 1 93.75 1 K.NDLAVVDVR.I 334 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.015272.0152 2 4.6671 0.3653 2315.61 2313.6 1 55 2 K.VEGTEPTTAFNLFVGNLNFNK.S 298 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.015302.0153 3 5.091 0.3303 2312.45 2313.6 1 45 2 K.VEGTEPTTAFNLFVGNLNFNK.S 298 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010030.01003 1 3.1737 0.3904 1563.66 1562.6 1 53.846157 1 K.GFGFVDFNSEEDAK.A 611 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008084.0080 2 3.4996 0.2528 1179.31 1179.3 1 88.88889 3 K.EVFEDAAEIR.L 411 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017223.01722 2 4.0598 0.4008 2503.33 2502.8 1 40.476192 4 K.TLVLSNLSYSATEETLQEVFEK.A 487 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014301.01430 3 4.1384 0.3279 2569.58 2569.9 1 31.818182 2 K.QKVEGTEPTTAFNLFVGNLNFNK.S 296 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010902.01090 2 2.2618 0.0867 1652.47 1649.8 3 57.692307 1 K.FGYVDFESAEDLEK.A 349 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009538.0095 2 4.4295 0.4056 2204.17 2201.3 1 60.526318 3 K.GLSEDTTEETLKESFDGSVR.A 578 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010942.0109 2 4.8087 0.3796 1651.81 1649.8 1 88.46153 8 K.FGYVDFESAEDLEK.A 349 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_NT_lymphocytes_Ti_107.017026.01702 3 3.719 0.2908 2505.14 2502.8 1 35.714287 1 K.TLVLSNLSYSATEETLQEVFEK.A 487 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_111.016117.016117.1 1 3.5549 0.3435 1596.38 1595.7 1 57.692307 4 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_PK_105.015951.01595 2 4.7957 0.447 1993.45 1993.2 1 75 2 K.VTQDELKEVFEDAAEIR.L 404 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3678.36 3 3.4876 0.1754 2610.26 2608.9 1 29.761904 1 K.NLPYKVTQDELKEVFEDAAEIR.L 399 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_103.016288.016288.3 3 5.31 0.295 2311.91 2313.6 1 45 2 K.VEGTEPTTAFNLFVGNLNFNK.S 298 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.014748.0147 2 2.7209 0.2944 1598.43 1595.7 1 69.230774 3 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_110.018349.018349.2 2 3.2878 0.3174 1597.91 1595.7 1 65.38461 5 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_102.011495.011495.1 1 2.6054 0.4081 1561.72 1562.6 2 57.692307 2 K.GFGFVDFNSEEDAK.A 611 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_PK_105.013641.01364 2 3.5882 0.2857 1652.45 1649.8 1 65.38461 2 K.FGYVDFESAEDLEK.A 349 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_104.010700.010700.2 2 4.5911 0.4397 2201.05 2201.3 1 55.263157 2 K.GLSEDTTEETLKESFDGSVR.A 578 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_109.018149.018149.2 2 4.8951 0.3887 2504.81 2502.8 1 47.61905 3 K.TLVLSNLSYSATEETLQEVFEK.A 487 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013666.0136 1 2.5355 0.2073 1596.93 1595.7 9 46.153847 3 K.GYAFIEFASFEDAK.E 524 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_103.011398.011398.2 2 3.5585 0.3323 1562.71 1562.6 1 80.769226 1 K.GFGFVDFNSEEDAK.A 611 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_102.012128.012128.2 2 4.9229 0.3581 1650.75 1649.8 1 88.46153 4 K.FGYVDFESAEDLEK.A 349 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_NT_lymphocytes_Ti_104.016094.016094.2 2 5.9226 0.4776 2316.37 2313.6 1 57.5 5 K.VEGTEPTTAFNLFVGNLNFNK.S 298 2 *
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NP_005372.2| gi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 17 266 22.7 710 76615 4.7 HsSD-NE_PHA_lymphocytes_PK_105.011595.011595 2 4.7061 0.4745 2201.69 2201.3 1 55.263157 2 K.GLSEDTTEETLKESFDGSVR.A 578 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.015385.015385 3 3.6971 0.2954 4415.81 4417.7 1 19.078947 1 K.HEAFESDLAAHQDRVEQIAAIAQELNELDYYDSPSVNAR.C 437 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.008985.008985 2 3.871 0.3134 2292.15 2292.4 1 52.63158 1 R.ASFNHFDRDHSGTLGPEEFK.A 753 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.015371.015371 2 2.3458 0.1188 1715.11 1713 1 53.846157 1 K.LLETIDQLYLEYAK.R 503 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.018812.018812 2 2.6495 0.0982 1375.79 1373.7 4 72.72727 1 K.LMLLLEVISGER.L 65 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.007831.007831 2 3.2865 0.1561 1229.33 1228.4 9 72.22222 4 R.HRPELIDYGK.L 186 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.011067.011067 2 2.1913 0.212 1261.51 1259.4 1 70 1 K.DGLGFCALIHR.H 175 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_Ti_115.015957.015957 3 4.663 0.2561 4521.05 4521 1 23.026316 1 K.RAAPFNNWMEGAMEDLQDTFIVHTIEEIQGLTTAHEQFK.A 517 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008625.00862 2 3.1637 0.2305 1294.39 1294.5 1 90.909096 3 R.LAILGIHNEVSK.I 566 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014955.01495 2 2.8549 0.1576 1715.33 1713 4 57.692307 1 K.LLETIDQLYLEYAK.R 503 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012903.01290 2 3.0941 0.2421 1424.41 1422.6 1 80 1 K.GYEEWLLNEIR.R 377 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.014770.01477 2 2.7207 0.1748 1386.51 1387.6 1 68.181816 2 R.VGWEQLLTTIAR.T 715 2
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139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010205.01020 2 2.5637 0.2543 2065.57 2064.3 1 50 1 R.KAGTQIENIEEDFRDGLK.L 47 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007164.00716 2 3.2003 0.2539 1757.59 1754.9 7 67.85714 1 R.KHEAFESDLAAHQDR.V 436 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.014759.0147 2 3.0813 0.236 1387.99 1387.6 1 77.27273 1 R.VGWEQLLTTIAR.T 715 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010685.01068 2 2.9784 0.267 1937.05 1936.1 1 43.75 2 K.AGTQIENIEEDFRDGLK.L 48 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012915.01291 1 2.3521 0.2254 1423.76 1422.6 1 65 1 K.GYEEWLLNEIR.R 377 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.013248.01324 2 3.6884 0.2927 1216.35 1216.4 1 94.44444 2 K.LASDLLEWIR.R 282 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2275.227 2 3.8753 0.3195 1430.07 1430.6 1 81.818184 1 R.TINEVENQILTR.D 727 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3772.377 2 3.4552 0.2051 1869.02 1869.2 7 50 2 K.LLETIDQLYLEYAKR.A 503 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2219.221 1 2.9973 0.2869 1293.78 1294.5 1 59.090908 2 R.LAILGIHNEVSK.I 566 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_102.013587.013587.2 2 3.2349 0.3305 1764.71 1763.9 1 53.333336 1 K.DDPLTNLNTAFDVAEK.Y 199 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_PHA_lymphocytes_PK_106.016799.016799 2 3.1838 0.2058 1216.77 1216.4 1 94.44444 1 K.LASDLLEWIR.R 282 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_102.012506.012506.2 2 3.6187 0.0953 1994.31 1994.2 1 59.375 1 R.MVSDINNAWGCLEQVEK.G 360 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_105.015414.015414.2 2 2.8735 0.0904 1328.67 1326.4 3 70 1 R.RDQALTEEHAR.Q 614 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2212.221 2 3.9793 0.2549 1294.29 1294.5 1 86.36364 2 R.LAILGIHNEVSK.I 566 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2623.262 2 4.8274 0.3684 1886.58 1887.2 1 59.375 2 R.KQFGAQANVIGPWIQTK.M 633 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3765.37 2 4.5989 0.2375 1387.17 1387.6 1 81.818184 4 R.VGWEQLLTTIAR.T 715 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_110.016411.016411.2 2 3.2506 0.3103 1714.27 1713 2 57.692307 1 K.LLETIDQLYLEYAK.R 503 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_103.013320.013320.2 2 5.3583 0.4104 2400.31 2397.6 1 57.14286 2 K.ACLISLGYDIGNDPQGEAEFAR.I 773 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008460.0084 2 4.0546 0.3018 2292.13 2292.4 1 52.63158 1 R.ASFNHFDRDHSGTLGPEEFK.A 753 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3976.397 2 4.463 0.3387 1386.59 1387.6 1 77.27273 8 R.VGWEQLLTTIAR.T 715 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1271.127 2 3.637 0.2364 1326.84 1326.4 1 80 2 R.RDQALTEEHAR.Q 614 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2265.22 2 4.2396 0.2596 1429.64 1430.6 1 81.818184 1 R.TINEVENQILTR.D 727 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_104.011168.011168.2 2 3.6971 0.25 1610.81 1609.8 3 66.66667 2 K.CQLEINFNTLQTK.L 332 2
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010190.010190.2 2 4.9717 0.4083 2052.89 2053.2 1 75 1 K.VLAVNQENEQLMEDYEK.L 265 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3232.323 2 3.4751 0.2881 2341.15 2340.6 1 47.368423 1 K.IDQLEGDHQLIQEALIFDNK.H 685 2 *
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_001093.1| gi|4501891|ref|NP_001093.1| "actinin, alpha 1 [Homo sapiens] " 26 63 39.7 892 103058 5.4 HsSD-NE_NT_lymphocytes_Ti_111.011252.011252.2 2 2.7882 0.2189 1228.43 1228.4 3 77.77778 2 R.HRPELIDYGK.L 186 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.017982.017982 2 3.254 0.1043 2233.19 2230.4 9 40 1 K.SDPLCVLLQDVGGGSWAELGR.T 26 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_107.019080.019080 2 3.8557 0.4707 1928.47 1927.1 1 70 7 C.RVETEYSFLDYVMGGC.Q 267 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_107.014395.014395 2 3.9086 0.3115 2082.57 2080.2 1 55.88235 2 S.HEFALNFNPSNPYCAGIQ.G 353 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.018489.0184 2 4.8804 0.5234 2227.85 2230.4 1 72.5 3 K.SDPLCVLLQDVGGGSWAELGR.T 26 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013433.01343 2 3.1069 0.3031 1158.59 1158.3 1 87.5 2 K.SDPFLEFFR.Q 158 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011336.01133 2 3.3179 0.3893 1785.23 1784.1 1 53.333336 1 R.LYGPTNFAPIINHVAR.F 385 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.018436.0184 3 4.8899 0.3971 2230.31 2230.4 1 40 1 K.SDPLCVLLQDVGGGSWAELGR.T 26 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_106.019310.019310 2 3.6233 0.2936 2202.41 2200.4 1 64.70589 3 K.ICRVETEYSFLDYVMGGC.Q 265 1 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.020151.02015 2 3.2739 0.2988 2164.15 2161.4 3 44.444447 1 L.WSVGSVVQDYDSDKLFPAF.G 321 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.011634.011634 2 3.409 0.2964 2120.63 2121.2 1 47.22222 1 Y.DIDNKTPELRDDDFLGGAE.C 80 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019610.019610.3 3 5.1363 0.3429 2236.58 2236.6 1 47.368423 3 R.EALAQTVLAEVPTQLVSYFR.A 495 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_NT_lymphocytes_Ti_103.019696.019696.2 2 5.7169 0.4141 2236.11 2236.6 1 65.789474 2 R.EALAQTVLAEVPTQLVSYFR.A 495 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010581.0105 2 2.2727 0.1203 2342.85 2340.7 4 34.090908 1 R.AQGWAPLKPLPPSAKDPAQAPQA.- 515 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4986.498 2 4.813 0.314 2235.6 2236.6 3 47.368423 2 R.EALAQTVLAEVPTQLVSYFR.A 495 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4475.44 2 4.7347 0.3286 2235.67 2236.6 1 55.263157 4 R.EALAQTVLAEVPTQLVSYFR.A 495 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2692.269 2 2.8579 0.2075 1783.15 1784.1 1 56.666668 1 R.LYGPTNFAPIINHVAR.F 385 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_103.019506.019506 2 4.9507 0.4912 1771.51 1770.9 1 78.57143 4 R.VETEYSFLDYVMGGC.Q 268 1 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_NT_lymphocytes_Ti_105.018159.018159.2 2 5.3654 0.4145 2231.09 2230.4 1 67.5 4 K.SDPLCVLLQDVGGGSWAELGR.T 26 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010018.010018 2 3.5722 0.282 1462.33 1461.6 1 69.230774 1 L.LLTDGAVTDVEATR.E 419 1 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019901.019901.3 3 6.1951 0.5127 2229.47 2230.4 1 50 3 K.SDPLCVLLQDVGGGSWAELGR.T 26 2 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.018861.01886 2 3.9053 0.3032 1938.67 1936.1 1 56.25 6 G.SVVQDYDSDKLFPAFGF.G 325 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.018658.018658 2 2.964 0.2569 2307.91 2307.5 1 40.476192 1 W.SVGSVVQDYDSDKLFPAFGFGA.Q 322 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.019047.019047 1 3.0004 0.3817 1522.75 1522.7 1 58.333332 2 Q.DYDSDKLFPAFGF.G 329 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_105.019130.019130 2 3.6612 0.3746 1523.49 1522.7 1 87.5 2 Q.DYDSDKLFPAFGF.G 329 0 *
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NP_690908.1| gi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 19 63 33.7 537 59059 5.8 HsSD-NE_PHA_lymphocytes_PK_106.001102.001102 2 4.1062 0.4039 2365.55 2365.6 1 50 5 L.WSVGSVVQDYDSDKLFPAFGF.G 321 0 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_PHA_lymphocytes_PK_110.017098.017098 2 3.0974 0.2108 1401.87 1402.6 3 66.66667 2 K.LPHLPGLEDLGIQ.A 329 1 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_PHA_lymphocytes_Ti_101.009611.009611 2 3.9572 0.3311 1551.01 1548.8 1 80.769226 4 R.VVQHSNVVINLIGR.D 119 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_PHA_lymphocytes_Ti_107.018844.018844 2 2.556 0.2073 1829.41 1827.1 1 47.22222 1 R.SSVSGIVATVFGATGFLGR.Y 49 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_PHA_lymphocytes_PK_107.018341.01834 2 3.1603 0.1726 1624.03 1621.9 1 79.16667 1 R.VFEISPFEPWITR.D 304 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012536.0125 2 2.6729 0.1547 1259.99 1260.4 1 77.77778 1 K.NFDFEDVFVK.I 138 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_114.015426.01542 2 2.8269 0.1742 1594.09 1595 2 70.83333 2 R.LFLPFPLPLFAYR.W 287 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012651.01265 1 2.9305 0.2154 1274.42 1272.5 1 63.636364 1 R.FGPIPLGSLGWK.T 223 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012668.01266 2 3.4759 0.2372 1271.89 1272.5 1 90.909096 2 R.FGPIPLGSLGWK.T 223 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014829.0148 3 5.7479 0.1473 2158.49 2155.5 1 43.421055 1 K.LPHLPGLEDLGIQATPLELK.A 329 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014751.0147 2 4.5729 0.3777 2156.75 2155.5 1 57.894737 4 K.LPHLPGLEDLGIQATPLELK.A 329 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013168.01316 2 2.72 0.1941 1878.69 1876.2 4 46.875 2 R.DAFPEAIIVKPSDIFGR.E 193 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014199.0141 2 3.1606 0.2976 1622.65 1621.9 1 75 1 R.VFEISPFEPWITR.D 304 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012328.01232 2 2.3896 0.1275 1260.23 1260.4 1 83.33333 1 K.NFDFEDVFVK.I 138 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010992.01099 1 2.4335 0.1739 1550.58 1548.8 5 50 1 R.VVQHSNVVINLIGR.D 119 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_Ti_114.009794.00979 2 3.9618 0.2873 1394.25 1393.6 1 90.909096 2 K.FIHVSHLNANIK.S 164 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010644.0106 2 2.281 0.1929 1705.69 1705 5 50 1 R.RVVQHSNVVINLIGR.D 118 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_NT_lymphocytes_Ti_112.011371.011371.2 2 3.1873 0.2642 1395.41 1393.6 1 77.27273 1 K.FIHVSHLNANIK.S 164 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_NT_lymphocytes_Ti_113.000464.000464.2 2 2.3369 0.1785 1828.61 1827.1 6 41.666664 1 R.SSVSGIVATVFGATGFLGR.Y 49 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_NT_lymphocytes_Ti_111.012479.012479.2 2 4.5813 0.4117 1548.37 1548.8 1 84.61539 2 R.VVQHSNVVINLIGR.D 119 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_NT_lymphocytes_Ti_108.015447.015447.2 2 2.6019 0.2426 2153.27 2155.5 1 47.368423 1 K.LPHLPGLEDLGIQATPLELK.A 329 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_PHA_lymphocytes_PK_105.020266.020266 2 3.8943 0.2416 1983.85 1982.2 1 65.625 1 K.NFDFEDVFVKIPQAIAQ.L 138 1 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4564.45 2 3.2221 0.3626 1826.66 1827.1 1 41.666664 1 R.SSVSGIVATVFGATGFLGR.Y 49 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010073.0100 1 2.3247 0.2511 1394.48 1393.6 1 63.636364 2 K.FIHVSHLNANIK.S 164 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsSD-NE_NT_lymphocytes_Ti_108.015326.015326.3 3 5.5468 0.2118 2155.19 2155.5 1 46.05263 2 K.LPHLPGLEDLGIQATPLELK.A 329 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.015545.0155 2 2.9928 0.248 1595.47 1595 1 79.16667 3 R.LFLPFPLPLFAYR.W 287 2 *
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_004993.1| gi|6681764|ref|NP_004993.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9, 39kDa 16 48 36.6 377 42510 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4963.496 2 5.6203 0.4932 1827.87 1827.1 1 72.22222 7 R.SSVSGIVATVFGATGFLGR.Y 49 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsSD-NE_PHA_lymphocytes_PK_111.013697.013697 1 2.6968 0.2562 1482.89 1481.7 3 50 1 F.LTLRPDQQLHIF.N 414 0 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006585.00658 3 3.8588 0.3121 3285.59 3284.4 1 25.833332 2 R.VAHEPVAPPEDKESESEAKVDGETASDSESR.A 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008654.00865 3 3.998 0.3386 3216.35 3216.4 1 25.833332 1 K.VDGETASDSESRAESAPLPVSADDTPEVLNR.A 27 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_102.009365.0093 2 3.8752 0.3469 1981.49 1982.2 1 50 2 R.AESAPLPVSADDTPEVLNR.A 39 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017126.0171 2 3.9054 0.2668 1947.23 1945.3 1 56.25 5 R.LQEYNIPGVIQSVIGWK.T 312 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.012920.01292 3 4.1627 0.216 2596.37 2596.1 1 36.25 2 K.LIQQFLTLRPDQQLHIFNTLR.S 409 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006071.0060 2 3.9326 0.3628 2050.51 2050.2 1 58.333332 3 R.VAHEPVAPPEDKESESEAK.V 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.005643.00564 2 3.9034 0.4206 2050.15 2050.2 1 58.333332 6 R.VAHEPVAPPEDKESESEAK.V 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017165.01716 3 4.2339 0.3495 1944.23 1945.3 1 50 2 R.LQEYNIPGVIQSVIGWK.T 312 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_PK_115.012202.0122 2 5.008 0.5022 1982.11 1982.2 1 61.11111 3 R.AESAPLPVSADDTPEVLNR.A 39 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006789.0067 3 3.1975 0.2064 3283.76 3284.4 1 24.166666 1 R.VAHEPVAPPEDKESESEAKVDGETASDSESR.A 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017354.01735 2 5.5296 0.2751 1946.67 1945.3 1 78.125 2 R.LQEYNIPGVIQSVIGWK.T 312 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_PK_111.012834.0128 2 3.3478 0.2422 1579.95 1580.7 1 66.66667 2 F.TVDCEPSDLFRLQ.E 301 0 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006032.00603 3 3.8677 0.3065 2049.53 2050.2 1 37.5 3 R.VAHEPVAPPEDKESESEAK.V 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008762.00876 2 5.0631 0.4894 1981.67 1982.2 1 72.22222 4 R.AESAPLPVSADDTPEVLNR.A 39 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2332.233 2 4.3948 0.5088 1981.69 1982.2 1 61.11111 2 R.AESAPLPVSADDTPEVLNR.A 39 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015628.015628.3 3 3.6775 0.4056 2049.65 2050.2 1 40.27778 2 R.VAHEPVAPPEDKESESEAK.V 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015633.015633.2 2 3.9533 0.369 2049.71 2050.2 1 66.66667 1 R.VAHEPVAPPEDKESESEAK.V 8 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3899.38 2 3.137 0.2652 1946.35 1945.3 9 50 1 R.LQEYNIPGVIQSVIGWK.T 312 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.013167.0131 3 3.5571 0.0867 2597.09 2596.1 1 31.25 1 K.LIQQFLTLRPDQQLHIFNTLR.S 409 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.012820.0128 2 2.9035 0.117 2595.41 2596.1 6 37.5 1 K.LIQQFLTLRPDQQLHIFNTLR.S 409 2 *
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NP_003809.1| gi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 2 [Homo sapiens] 11 51 22.2 445 51418 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4464.446 2 3.6033 0.2922 1945.67 1945.3 1 59.375 4 R.LQEYNIPGVIQSVIGWK.T 312 2 *
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_PK_109.018351.01835 2 3.9433 0.392 2038.31 2037.3 1 61.764706 4 T.SHELTIPNDLIGCIIGRQ.G 286 0
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.014109.014109 3 3.357 0.138 3354.98 3353.8 1 27.5 1 K.AFAMIIDKLEEDISSSMTNSTAASRPPVTLR.L 71 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_PK_108.017549.017549 3 4.1951 0.2549 2109.68 2111.4 1 41.666664 2 Q.TTSHELTIPNDLIGCIIGR.Q 284 1
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_PK_109.019224.019224 2 4.3617 0.4014 1909.67 1909.2 1 65.625 4 T.SHELTIPNDLIGCIIGR.Q 286 1
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.008694.008694 2 3.1422 0.24 2092.73 2091.3 5 39.473686 3 R.ESTGAQVQVAGDMLPNSTER.A 125 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.009841.009841 3 6.1775 0.3998 3384.71 3384.8 1 30.833334 5 K.LHQLAMQQSHFPMTHGNTGFSGIESSSPEVK.G 242 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009244.0092 2 5.2794 0.3855 2093.81 2091.3 1 52.63158 7 R.ESTGAQVQVAGDMLPNSTER.A 125 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_PK_115.011704.0117 2 2.5393 0.1789 1701.51 1701.9 1 46.666668 1 K.IANPVEGSTDRQVTIT.G 320 1
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.010937.01093 1 3.7859 0.2301 1360.62 1359.7 4 66.66667 2 R.IITLAGPTNAIFK.A 58 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013034.01303 2 3.0774 0.2944 1712.95 1714 4 56.666668 1 R.AITIAGIPQSIIECVK.Q 145 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_PK_110.012502.012502. 2 3.4912 0.2506 1360.31 1359.7 1 66.66667 2 R.IITLAGPTNAIFK.A 58 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010581.0105 2 3.4648 0.3206 2430.45 2430.8 1 43.18182 2 K.GVTIPYRPKPSSSPVIFAGGQDR.Y 173 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3390.339 2 2.8995 0.2953 1713.47 1714 1 50 2 R.AITIAGIPQSIIECVK.Q 145 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2755.275 1 3.2644 0.2479 1359.61 1359.7 4 58.333332 1 R.IITLAGPTNAIFK.A 58 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_Ti_111.015695.015695.3 3 4.6159 0.3739 3354.08 3353.8 1 30.000002 3 K.AFAMIIDKLEEDISSSMTNSTAASRPPVTLR.L 71 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010683.0106 3 4.8162 0.3862 2431.43 2430.8 1 38.636364 2 K.GVTIPYRPKPSSSPVIFAGGQDR.Y 173 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2756.275 2 3.3294 0.2761 1359.2 1359.7 1 75 1 R.IITLAGPTNAIFK.A 58 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_PHA_lymphocytes_PK_105.012538.012538 2 3.5832 0.2467 1469.47 1469.6 1 70.83333 1 T.SHELTIPNDLIGC.I 286 0
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012240.012240.2 2 4.3988 0.3708 2429.09 2430.8 1 52.272724 5 K.GVTIPYRPKPSSSPVIFAGGQDR.Y 173 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010755.0107 3 3.839 0.0816 3385.52 3384.8 1 25 1 K.LHQLAMQQSHFPMTHGNTGFSGIESSSPEVK.G 242 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_Ti_102.009705.009705.2 2 5.6243 0.4224 2092.37 2091.3 1 60.526318 6 R.ESTGAQVQVAGDMLPNSTER.A 125 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_Ti_112.011968.011968.3 3 4.3227 0.3305 2431.22 2430.8 1 36.363636 1 K.GVTIPYRPKPSSSPVIFAGGQDR.Y 173 2
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NP_114366.1| gi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform b [Homo sapiens] 13 58 47 362 38222 6.8 HsSD-NE_NT_lymphocytes_Ti_114.010834.010834.3 3 3.1583 0.1125 3384.74 3384.8 1 25 1 K.LHQLAMQQSHFPMTHGNTGFSGIESSSPEVK.G 242 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.011569.011569 2 5.7626 0.4687 2784.77 2785.1 1 50 9 R.LHHVSSLAWLDEHTLVTTSHDASVK.E 576 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_114.014649.014649 2 3.8526 0.4657 1968.67 1966.2 1 56.25 38 K.DHLLSVSLSGYINYLDR.N 290 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.010722.010722 2 4.5098 0.4372 2143.55 2145.3 1 52.77778 2 R.MTVDESGQLISCSMDDTVR.Y 371 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_115.012413.012413 2 4.1102 0.3113 2210.69 2209.4 1 42.5 8 K.FGAVFLWDSGSSVGEITGHNK.V 127 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.013526.013526 3 3.4719 0.2167 2211.35 2209.4 1 32.5 1 K.FGAVFLWDSGSSVGEITGHNK.V 127 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.012012.012012 3 4.3597 0.359 2542.31 2541.8 1 31.818182 2 K.VVTVFSVADGYSENNVFYGHHAK.I 512 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.012055.012055 3 3.5549 0.1153 2786.12 2785.1 3 30.208334 1 R.LHHVSSLAWLDEHTLVTTSHDASVK.E 576 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.009679.009679 3 4.218 0.3686 3141.08 3138.2 3 25 3 K.SYIYSGSHDGHINYWDSETGENDSFAGK.G 335 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.010209.010209 2 3.1376 0.3037 2419.75 2419.7 1 42.857143 2 R.NIDNPALADIYTEHAHQVVVAK.Y 44 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.011682.011682 2 3.2651 0.2069 1722.23 1720.9 1 56.666668 21 R.FATASADGQIYIYDGK.T 204 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.009453.009453 2 4.8637 0.5145 2279.95 2281.4 1 50 5 K.GPVTDVAYSHDGAFLAVCDASK.V 490 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009354.00935 2 2.6304 0.1025 1249.43 1247.5 1 75 1 R.NNPSKPLHVIK.G 307 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011264.0112 2 3.7614 0.1351 2046.47 2045.2 1 58.333332 1 R.LATGSDDNCAAFFEGPPFK.F 162 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009279.0092 2 4.5071 0.3554 2422.31 2419.7 1 50 3 R.NIDNPALADIYTEHAHQVVVAK.Y 44 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008830.00883 2 3.2256 0.1829 1538.15 1538.8 1 76.92308 2 R.LYSILGTTLKDEGK.L 471 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008835.0088 2 5.2289 0.426 1621.31 1619.8 1 76.666664 3 K.YAPSGFYIASGDVSGK.L 66 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010790.01079 2 3.7289 0.1559 2047.89 2045.2 1 58.333332 1 R.LATGSDDNCAAFFEGPPFK.F 162 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.011076.0110 3 4.3609 0.2946 3400.52 3399.7 1 27.34375 1 K.CFSIDNPGYEPEVVAVHPGGDTVAIGGVDGNVR.L 438 2
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144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010839.0108 2 4.3986 0.4345 2585.73 2586.8 1 41.666664 2 K.AHDGGIYAISWSPDSTHLLSASGDK.T 232 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008969.00896 2 4.6 0.4306 2282.63 2281.4 1 50 1 K.GPVTDVAYSHDGAFLAVCDASK.V 490 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.008956.00895 2 3.0906 0.539 2418.13 2419.7 1 50 1 R.NIDNPALADIYTEHAHQVVVAK.Y 44 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_PK_107.009501.0095 2 2.5799 0.1646 1766.03 1763.8 7 46.666668 1 N.YWDSETGENDSFAGKG.H 348 0
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_PK_107.009578.0095 2 3.6613 0.3708 1707.47 1706.7 1 64.28571 2 N.YWDSETGENDSFAGK.G 348 1
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009008.0090 2 3.1648 0.1832 1538.19 1538.8 1 61.538464 2 R.LYSILGTTLKDEGK.L 471 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007841.00784 2 3.2532 0.161 1514.15 1512.7 1 68.181816 1 R.IWDTTQKEHLLK.Y 84 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010616.01061 2 4.4391 0.3414 2586.19 2586.8 1 43.75 4 K.AHDGGIYAISWSPDSTHLLSASGDK.T 232 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.012340.01234 2 3.6163 0.3024 2212.37 2209.4 1 42.5 1 K.FGAVFLWDSGSSVGEITGHNK.V 127 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_114.003250.003250.3 3 3.9985 0.2033 2783.78 2785.1 1 28.125 4 R.LHHVSSLAWLDEHTLVTTSHDASVK.E 576 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_102.011081.011081.2 2 5.4546 0.4397 2145.55 2145.3 1 66.66667 6 R.MTVDESGQLISCSMDDTVR.Y 371 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_103.014951.014951.2 2 3.9887 0.3775 1722.15 1720.9 1 63.333332 5 R.FATASADGQIYIYDGK.T 204 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3383.338 2 2.7994 0.1866 2093.39 2093.5 6 36.11111 1 R.LYSILGTTLKDEGKLLEAK.G 471 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010646.010646.3 3 3.3012 0.1657 2282.81 2281.4 1 34.523808 1 K.GPVTDVAYSHDGAFLAVCDASK.V 490 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_115.011464.011464.2 2 3.7952 0.3249 2783.41 2785.1 1 37.5 3 R.LHHVSSLAWLDEHTLVTTSHDASVK.E 576 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_PK_105.008847.008847 2 2.7352 0.1717 1066.99 1067.1 1 81.25 1 Y.SENNVFYGH.H 523 0
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_103.009896.009896.2 2 5.4918 0.4801 1621.67 1619.8 1 76.666664 2 K.YAPSGFYIASGDVSGK.L 66 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_PHA_lymphocytes_PK_105.012136.012136 2 4.6621 0.4528 3092.99 3092.3 1 38.333332 2 F.SIDNPGYEPEVVAVHPGGDTVAIGGVDGNVR.L 440 1
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_115.017030.017030.2 2 4.1532 0.4122 1967.21 1966.2 1 65.625 34 K.DHLLSVSLSGYINYLDR.N 290 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_103.011930.011930.2 2 4.1923 0.2254 2044.83 2045.2 1 50 2 R.LATGSDDNCAAFFEGPPFK.F 162 2 *
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_113.011914.011914.2 2 3.4696 0.404 2540.69 2541.8 2 36.363636 1 K.VVTVFSVADGYSENNVFYGHHAK.I 512 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011468.0114 3 3.4571 0.2211 2785.04 2785.1 1 28.125 1 R.LHHVSSLAWLDEHTLVTTSHDASVK.E 576 2
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_059830.1| gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 isoform 1 [Homo sapiens] 25 186 54.3 606 66194 6.7 HsSD-NE_NT_lymphocytes_Ti_112.013661.013661.2 2 3.7372 0.3142 2211.29 2209.4 1 45 4 K.FGAVFLWDSGSSVGEITGHNK.V 127 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsSD-NE_PHA_lymphocytes_PK_107.021331.02133 2 3.8937 0.3599 1754.47 1751.9 1 67.85714 10 H.IRIVGDWTEGLFNAC.G 355 0 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013581.01358 3 5.0526 0.3091 2675.3 2674 1 40.476192 2 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011751.0117 2 2.9794 0.1915 1941.51 1943.1 2 50 1 R.IVGDWTEGLFNACGCDK.Q 357 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010538.01053 2 3.6239 0.2519 1113.45 1113.4 1 95 3 R.KLLGSALALAR.A 44 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013604.01360 2 5.064 0.5304 2675.47 2674 1 57.14286 6 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.014181.01418 2 3.9677 0.4382 1686.19 1685 1 87.5 2 K.WIVGPMFLYLCER.L 272 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_PK_115.012938.0129 2 2.9271 0.2988 1380.11 1380.5 1 72.72727 1 L.TSAPEEDFFSIH.I 343 0
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.009197.0091 2 3.5389 0.2253 985.33 985.21 1 94.44444 2 K.LLGSALALAR.A 45 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011181.01118 2 3.5778 0.2753 2116.03 2115.5 1 67.64706 3 K.IKECPIPQFAGNPPMTWK.W 254 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.013419.01341 3 3.5931 0.17 2976.89 2976.2 1 26.041666 1 R.IVGDWTEGLFNACGCDKQEFQDAWK.L 357 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010494.01049 2 2.8849 0.3083 1872.81 1874.1 1 50 1 K.ECPIPQFAGNPPMTWK.W 256 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011451.01145 2 4.7137 0.5236 1942.85 1943.1 1 68.75 3 R.IVGDWTEGLFNACGCDK.Q 357 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.014673.01467 2 3.6243 0.3415 1806.93 1806.1 2 53.125 1 R.IGVFLCGPEALAETLSK.Q 532 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.008414.00841 2 2.3695 0.1881 962.33 962.14 9 92.85714 1 R.GVHFIFNK.E 560 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013856.0138 2 4.7353 0.2302 2237.13 2234.6 1 61.11111 4 R.APAACLNFNCMLILLPVCR.N 55 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013418.0134 2 5.042 0.5103 2674.01 2674 1 54.761906 4 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.014037.0140 2 4.0525 0.4015 1687.03 1685 1 83.33333 8 K.WIVGPMFLYLCER.L 272 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsSD-NE_NT_lymphocytes_Ti_113.013626.013626.2 2 4.8478 0.4377 2675.13 2674 1 52.380955 2 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3816.381 3 4.0015 0.198 2949.19 2949.3 1 34.25926 1 R.IGVFLCGPEALAETLSKQSISNSESGPR.G 532 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2064.206 2 3.1936 0.2754 1125.31 1125.2 1 83.33333 2 K.TIASQHPNTR.I 522 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013425.0134 3 5.4299 0.3987 2676.2 2674 1 42.857143 5 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3299.33 2 4.3818 0.4279 1805.9 1806.1 1 68.75 1 R.IGVFLCGPEALAETLSK.Q 532 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsSD-NE_NT_lymphocytes_Ti_112.015084.015084.2 2 3.3196 0.3212 1686.55 1685 1 75 1 K.WIVGPMFLYLCER.L 272 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsSD-NE_NT_lymphocytes_Ti_112.014506.014506.3 3 5.0859 0.4672 2672.96 2674 1 34.523808 4 K.LEWHPFTLTSAPEEDFFSIHIR.I 335 2
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4290.429 2 4.4854 0.3869 1804.69 1806.1 1 59.375 4 R.IGVFLCGPEALAETLSK.Q 532 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsSD-NE_NT_lymphocytes_Ti_104.015059.015059.2 2 5.1565 0.4177 1807.15 1806.1 1 68.75 8 R.IGVFLCGPEALAETLSK.Q 532 2 *
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_000388.2| gi|6996021|ref|NP_000388.2| "cytochrome b-245, beta polypeptide [Homo sapiens] " 19 89 29.8 570 65336 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2247.224 2 3.2872 0.2539 1640.47 1640.8 2 58.333332 2 K.TLYGRPNWDNEFK.T 509 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsSD-NE_PHA_lymphocytes_PK_109.010845.010845 2 4.1447 0.3106 2035.65 2036.4 1 58.823532 2 N.LINQKGSEKPLEQTFATM.V 307 0 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_PK_111.014640.0146 2 2.6414 0.2835 1584.75 1582.9 2 57.14286 1 K.DVPPSAVTRPIFGIL.G 47 1 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.011180.0111 2 6.1461 0.5441 2075.51 2075.2 1 82.35294 8 K.FYVEACDDGADDVLTIDR.V 18 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.008978.00897 2 4.4979 0.2351 1671.39 1670.9 1 76.92308 1 K.TMLHLTDIQLQDNK.T 103 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007328.0073 2 2.9152 0.2275 950.97 951.16 1 87.5 4 R.LGVLHVGQK.L 415 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_PK_105.008606.0086 2 2.6775 0.181 1165.69 1167.2 1 87.5 1 K.LEEQDEFEK.I 424 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011030.01103 2 2.5983 0.1485 1144.41 1142.3 1 93.75 2 R.FVWNGHLLR.E 166 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007328.00732 2 3.2979 0.2923 950.11 951.16 1 93.75 2 R.LGVLHVGQK.L 415 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.006872.0068 2 2.9845 0.1791 1167.15 1167.2 2 87.5 1 K.LEEQDEFEK.I 424 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.007870.00787 2 3.1971 0.1323 1308.31 1307.5 1 85 1 R.HFDSQVIIYGK.Q 291 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_PK_106.009878.0098 2 3.9709 0.2515 1537.89 1536.6 1 80.769226 2 E.ACDDGADDVLTIDR.V 22 1 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008399.00839 2 3.2909 0.3612 2603.95 2603.8 1 43.47826 2 R.GIDSEGHAANFVETEQIVHYNGSK.A 227 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_PK_104.010533.0105 2 2.7177 0.2164 1306.29 1305.3 8 68.181816 1 C.DDGADDVLTIDR.V 24 1 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.006632.0066 2 2.0863 0.1468 1177.65 1175.3 4 66.66667 1 K.VANHMDGFQR.H 281 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012292.01229 2 3.3464 0.3282 2077.23 2075.2 2 55.88235 3 K.FYVEACDDGADDVLTIDR.V 18 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010526.01052 2 3.5071 0.3032 1115.09 1115.3 3 88.88889 2 R.TNVIQSLLAR.R 396 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009814.0098 2 2.4955 0.1322 1143.47 1142.3 2 87.5 2 R.FVWNGHLLR.E 166 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.013364.0133 2 4.1934 0.4011 1745.01 1745.1 1 78.57143 5 R.THLGLIMDGWNSMIR.Y 466 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsSD-NE_NT_lymphocytes_Ti_111.014318.014318.2 2 3.8913 0.4244 1746.69 1745.1 1 57.14286 1 R.THLGLIMDGWNSMIR.Y 466 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2136.213 2 3.7579 0.2069 1307.29 1307.5 1 80 1 R.HFDSQVIIYGK.Q 291 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2911.291 2 2.9607 0.1786 1115.09 1115.3 8 77.77778 1 R.TNVIQSLLAR.R 396 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1637.16 2 3.157 0.1273 1167.26 1166.3 2 77.77778 2 R.ELSAQPEVHR.F 175 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2655.265 2 3.1624 0.1972 1629.61 1629.9 1 65.38461 1 R.GSIPVFWSQRPNLK.Y 258 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsSD-NE_NT_lymphocytes_Ti_103.013308.013308.2 2 4.0773 0.2487 2077.37 2075.2 1 58.823532 4 K.FYVEACDDGADDVLTIDR.V 18 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1722.172 2 3.0378 0.2394 1166.41 1166.3 1 88.88889 1 R.ELSAQPEVHR.F 175 2 *
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NP_054735.2| gi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapiens] 17 54 31.7 587 66979 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2127.212 1 2.9997 0.3119 1306.82 1307.5 1 65 2 R.HFDSQVIIYGK.Q 291 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.015118.015118 2 3.6619 0.4346 2742.19 2741.9 1 39.583336 1 K.ADDPSSYMEVVQAANTSGNWEELVK.Y 1131 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.007734.007734 2 4.8478 0.4627 1844.89 1846.1 1 78.125 4 R.KVSQPIEGHAASFAQFK.M 189 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.012237.012237 2 2.8345 0.3165 2382.33 2383.6 5 38.88889 1 K.YGYIHLYDLETGTCIYMNR.I 279 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.001038.001038 2 4.2549 0.4026 1689.43 1686.9 1 80.769226 36 A.ISNELFEEAFAIFR.K 1060 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_107.015402.015402 1 1.8274 0.2173 1225.54 1226.4 1 61.11111 1 K.KVGYTPDWIF.L 507 1
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_115.012984.012984 2 5.7163 0.347 2259.49 2259.6 1 57.14286 3 Q.AGGKLHIIEVGTPPTGNQPFPK.K 224 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.013902.013902 2 4.1292 0.3641 2359.09 2356.6 1 47.368423 2 K.SVNESLNNLFITEEDYQALR.T 1462 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.002057.002057 2 3.1403 0.257 3076.25 3073.4 1 28.846153 3 R.LDNYDAPDIANIAISNELFEEAFAIFR.K 1047 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.010419.010419 2 4.2122 0.3365 1945.39 1946.3 1 58.823532 1 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_112.018203.018203 2 3.1757 0.2998 1608.61 1608.9 1 70.83333 5 K.KVGYTPDWIFLLR.N 507 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_114.016258.016258 3 4.2235 0.3234 2511.74 2510.9 1 34.782608 4 N.RISGETIFVTAPHEATAGIIGVNR.K 297 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.010685.010685 2 4.9218 0.4448 1971.85 1972.2 1 66.66667 3 R.LASTLVHLGEYQAAVDGAR.K 1227 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_107.011376.011376 1 2.0573 0.3084 1576.69 1577.7 1 58.333332 1 L.IEHIGNLDRAYEF.A 1086 0
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.008099.008099 2 3.1846 0.0808 1508.65 1508.7 1 75 2 K.VIQCFAETGQVQK.I 488 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.013318.013318 2 3.2928 0.2978 1607.99 1608.9 1 66.66667 3 K.KVGYTPDWIFLLR.N 507 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.012923.012923 2 3.2146 0.1069 2153.75 2154.3 1 47.058823 1 R.GQCDLELINVCNENSLFK.S 924 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.014186.014186 2 3.0073 0.2261 1335.67 1336.5 8 70 2 H.THLLNPEWLVN.Y 643 0
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.009764.009764 2 2.6483 0.2045 944.35 944.08 7 91.66667 1 K.HELIEFR.R 1502 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_115.013038.013038 2 3.9862 0.3958 2130.93 2131.5 1 55.263157 2 G.GKLHIIEVGTPPTGNQPFPK.K 226 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_109.014378.014378 3 3.5418 0.1859 2356.22 2354.7 1 32.954548 1 R.ISGETIFVTAPHEATAGIIGVNR.K 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.009971.00997 2 2.7889 0.2613 1371.41 1368.6 3 66.66667 2 M.LEAALGLERAHMG.M 1303 0
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.010032.010032 1 2.1306 0.2374 1278.66 1279.5 1 60.000004 2 Q.VLIEHIGNLDR.A 1084 1
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_115.016124.016124 2 3.1942 0.4038 2512.11 2510.9 1 34.782608 2 N.RISGETIFVTAPHEATAGIIGVNR.K 297 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_109.015958.015958 2 3.4644 0.2545 2284.29 2281.5 1 55.263157 3 K.TNRLAELEEFINGPNNAHIQ.Q 1180 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.014694.014694 2 4.2192 0.3533 2883.09 2883.2 1 44 3 R.RPLIDQVVQTALSETQDPEEVSVTVK.A 968 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.008360.008360 2 3.8094 0.41 1717.61 1717.9 1 66.66667 2 K.VSQPIEGHAASFAQFK.M 190 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_108.011584.011584 2 4.4043 0.3384 1863.35 1861 1 73.07692 6 Q.WFLQEEKRECFGAC.L 1556 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.011789.011789 3 5.7544 0.3127 2162.87 2160.4 1 48.52941 7 R.RKDPELWGSVLLESNPYR.R 950 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_112.012475.012475 2 5.1047 0.3578 1946.69 1946.3 1 67.64706 4 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_110.009938.009938 1 2.1791 0.3068 1313.68 1314.5 1 72.22222 2 R.LEKHELIEFR.R 1499 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.019693.019693 3 5.7323 0.3341 3426.29 3426.9 1 28.448275 9 R.KGQVLSVCVEEENIIPYITNVLQNPDLALR.M 321 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_107.017256.017256 2 2.6866 0.2247 1136.53 1136.4 1 81.25 2 F.YLEFKPLLL.N 1411 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.013748.013748 3 3.7132 0.1013 3838.46 3837.4 5 20.3125 1 R.FQEHLQLQNLGINPANIGFSTLTMESDKFICIR.E 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.016354.016354 2 3.0599 0.1644 1614.93 1613.8 1 69.230774 8 R.ESYVETELIFALAK.T 1166 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_109.013357.013357 2 3.4349 0.258 1579.69 1577.8 1 73.07692 5 S.AVQVLIEHIGNLDR.A 1081 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_109.013305.013305 2 4.2936 0.3201 2255.69 2256.5 1 52.77778 3 L.EKIVLDNSVFSEHRNLQNL.L 1009 0
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_111.011687.011687 2 3.9145 0.2803 1832.49 1833.1 1 59.375 1 L.HIIEVGTPPTGNQPFPK.K 229 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.011644.011644 2 3.4525 0.2551 1504.27 1504.7 1 75 5 K.MREHLELFWSR.V 1332 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_109.011918.011918 2 3.7936 0.2783 2159.85 2160.4 1 64.70589 5 R.RKDPELWGSVLLESNPYR.R 950 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.015942.015942 3 4.4266 0.2899 2366.72 2369.7 1 38.75 3 R.KFDVNTSAVQVLIEHIGNLDR.A 1074 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.014440.014440 3 6.1767 0.4533 3499.97 3499.9 1 36.206894 2 R.AVVHTHLLNPEWLVNYFGSLSVEDSLECLR.A 639 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.009509.009509 2 5.4554 0.2893 2192.93 2192.4 1 67.64706 2 K.WLKEDKLECSEELGDLVK.S 451 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007432.00743 2 2.6734 0.1267 1558.55 1558.8 6 53.571426 2 R.RPISADSAIMNPASK.V 64 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.013325.01332 2 3.6472 0.3137 1610.35 1608.9 1 75 2 K.KVGYTPDWIFLLR.N 507 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011931.0119 2 4.1397 0.3694 1502.17 1500.7 1 91.66667 3 K.WLLLTGISAQQNR.V 164 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014984.01498 2 2.8432 0.2673 2041.91 2042.3 4 41.666664 3 R.LPVVIGGLLDVDCSEDVIK.N 812 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007703.0077 2 2.5832 0.2275 1558.47 1558.8 7 50 1 R.RPISADSAIMNPASK.V 64 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010212.01021 2 4.4984 0.2736 2466.31 2465.7 1 57.14286 1 R.LAELEEFINGPNNAHIQQVGDR.C 1183 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008018.00801 2 2.6452 0.1955 1314.69 1314.5 1 77.77778 2 R.LEKHELIEFR.R 1499 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010792.01079 2 4.1052 0.2896 1947.03 1946.3 2 55.88235 3 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.011096.01109 3 3.9396 0.3018 2352.38 2354.7 1 34.090908 1 R.ISGETIFVTAPHEATAGIIGVNR.K 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.006516.0065 2 4.2964 0.3305 1777.81 1777.9 1 66.66667 2 R.IHEGCEEPATHNALAK.I 866 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.015890.0158 3 6.2697 0.4485 2369.33 2369.7 1 47.5 5 R.KFDVNTSAVQVLIEHIGNLDR.A 1074 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009388.00938 2 3.7562 0.2808 2192.37 2192.4 1 50 1 K.WLKEDKLECSEELGDLVK.S 451 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014949.01494 3 6.5367 0.3846 2885.42 2883.2 1 40 2 R.RPLIDQVVQTALSETQDPEEVSVTVK.A 968 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008247.00824 2 4.4159 0.4072 1718.25 1717.9 1 70 2 K.VSQPIEGHAASFAQFK.M 190 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009497.0094 2 3.4463 0.2872 1973.95 1972.2 2 47.22222 1 R.LASTLVHLGEYQAAVDGAR.K 1227 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.014948.0149 3 3.8311 0.0998 2886.02 2883.2 7 25 1 R.RPLIDQVVQTALSETQDPEEVSVTVK.A 968 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.016150.0161 2 3.4489 0.4222 1480.19 1480.7 1 81.818184 2 K.VGYTPDWIFLLR.N 508 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014414.01441 2 4.3411 0.2822 1354.39 1354.7 1 86.36364 1 R.NLQNLLILTAIK.A 1023 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.019611.01961 3 4.4435 0.3687 2278.64 2278.5 1 42.647057 1 K.DTELAEELLQWFLQEEKR.E 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.021356.0213 2 4.543 0.2631 2123.33 2122.3 1 62.5 3 K.DTELAEELLQWFLQEEK.R 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011226.0112 2 3.8745 0.3459 2357.61 2354.7 5 40.909092 1 R.ISGETIFVTAPHEATAGIIGVNR.K 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012102.0121 2 4.4551 0.4456 2153.17 2154.3 2 52.941177 1 R.GQCDLELINVCNENSLFK.S 924 2 *
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147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010458.01045 2 2.8813 0.1489 1217.37 1217.4 1 87.5 1 R.EHLELFWSR.V 1334 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007382.0073 2 3.9748 0.3255 1508.17 1508.7 1 83.33333 2 K.VIQCFAETGQVQK.I 488 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.018266.01826 2 5.0202 0.4297 1949.45 1948.3 1 71.875 2 K.AFMTADLPNELIELLEK.I 994 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_PK_103.011537.0115 2 2.5538 0.1757 1500.59 1499.8 1 59.090908 1 R.HNIMDFAMPYFI.Q 1589 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.014684.0146 2 4.9174 0.5131 3150.51 3147.5 1 42.592594 2 R.FQEHLQLQNLGINPANIGFSTLTMESDK.F 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.011978.01197 2 4.0749 0.4263 1499.87 1500.7 1 87.5 4 K.WLLLTGISAQQNR.V 164 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007248.00724 2 2.7868 0.3246 1511.21 1508.7 1 83.33333 1 K.VIQCFAETGQVQK.I 488 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.013581.01358 3 4.9392 0.3304 2370.32 2369.7 2 30.000002 1 R.KFDVNTSAVQVLIEHIGNLDR.A 1074 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.005862.00586 2 5.3315 0.5096 1778.57 1777.9 1 80 8 R.IHEGCEEPATHNALAK.I 866 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013859.01385 2 4.9088 0.4537 2744.13 2741.9 1 43.75 4 K.ADDPSSYMEVVQAANTSGNWEELVK.Y 1131 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.014057.0140 2 3.5219 0.1427 1356.65 1354.7 1 81.818184 7 R.NLQNLLILTAIK.A 1023 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014346.0143 2 4.1563 0.3866 2043.15 2042.3 1 66.66667 3 R.LPVVIGGLLDVDCSEDVIK.N 812 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.015992.01599 2 3.691 0.3627 1480.53 1480.7 1 81.818184 4 K.VGYTPDWIFLLR.N 508 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.019695.0196 2 3.0201 0.2068 2280.65 2278.5 1 50 1 K.DTELAEELLQWFLQEEKR.E 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014730.0147 2 2.3803 0.2215 2882.97 2883.2 1 36 1 R.RPLIDQVVQTALSETQDPEEVSVTVK.A 968 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014885.01488 3 5.5399 0.397 3146.93 3147.5 1 37.037037 2 R.FQEHLQLQNLGINPANIGFSTLTMESDK.F 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.021352.02135 2 3.9069 0.2834 2123.81 2122.3 1 62.5 2 K.DTELAEELLQWFLQEEK.R 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.013514.01351 3 5.4345 0.3061 3838.28 3837.4 1 24.21875 1 R.FQEHLQLQNLGINPANIGFSTLTMESDKFICIR.E 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014950.01495 2 2.0686 0.4588 3147.09 3147.5 7 38.88889 1 R.FQEHLQLQNLGINPANIGFSTLTMESDK.F 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3104.310 2 2.7024 0.103 1501.61 1500.7 1 62.5 1 K.WLLLTGISAQQNR.V 164 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_106.014710.014710.2 2 3.8185 0.3986 2883.33 2883.2 1 42 4 R.RPLIDQVVQTALSETQDPEEVSVTVK.A 968 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_103.013186.013186.2 2 6.2521 0.4526 2153.67 2154.3 1 73.52941 4 R.GQCDLELINVCNENSLFK.S 924 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1996.199 2 2.3434 0.0804 1459.95 1460.6 1 65 1 R.FLRENPYYDSR.V 893 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.009662.0096 2 4.0655 0.4161 1945.15 1946.3 1 58.823532 2 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013658.0136 3 4.2601 0.2839 3131.18 3130.6 1 29.807693 1 R.LLEMNLMHAPQVADAILGNQMFTHYDR.A 584 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_105.011958.011958 2 3.6782 0.2471 1378.37 1376.5 1 86.36364 1 E.SKDTELAEELLQ.W 1544 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_106.000948.000948.2 2 4.9036 0.3024 2123.77 2122.3 1 65.625 8 K.DTELAEELLQWFLQEEK.R 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.009064.009064 2 2.9376 0.1785 1335.41 1334.4 3 75 1 V.NFSQDPDVHFK.Y 720 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_105.020567.020567 2 4.0891 0.283 1426.55 1426.7 4 72.72727 1 A.DLPNELIELLEK.I 999 1
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.016788.016788 1 2.721 0.3757 1376.8 1376.6 1 65 2 C.DRFDFVHDLVL.Y 779 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.016082.016082 2 2.9389 0.165 2008.05 2008.2 1 56.666668 1 V.VHADELEELINYYQDR.G 1278 1 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_107.015109.015109.2 2 3.7975 0.4781 3146.33 3147.5 1 40.74074 1 R.FQEHLQLQNLGINPANIGFSTLTMESDK.F 9 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_108.014675.014675.2 2 4.4923 0.2364 1355.77 1354.7 1 86.36364 5 R.NLQNLLILTAIK.A 1023 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2843.284 2 4.7201 0.4054 2352.88 2354.7 1 52.272724 3 R.ISGETIFVTAPHEATAGIIGVNR.K 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_103.015568.015568.2 2 3.071 0.2929 2580.41 2580.9 1 43.18182 2 K.AVDVFFPPEAQNDFPVAMQISEK.H 247 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014738.0147 2 3.919 0.3105 1700.53 1701 1 83.33333 3 R.FDFVHDLVLYLYR.N 781 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010516.010516.2 2 3.356 0.3311 1305.33 1305.4 1 72.72727 1 R.NNLAGAEELFAR.K 355 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_105.012389.012389 2 3.0542 0.2877 1521.87 1523.7 5 62.5 1 Q.FSTDELVAEVEKR.N 840 1
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011272.011272.2 2 5.0196 0.3933 1944.93 1946.3 1 73.52941 2 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_111.017391.017391.2 2 2.9364 0.2101 1614.67 1613.8 5 61.538464 1 R.ESYVETELIFALAK.T 1166 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_104.015516.015516.2 2 3.4823 0.3889 1875.51 1876.1 1 63.333332 1 K.DPELWGSVLLESNPYR.R 952 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_105.018461.018461.2 2 3.9732 0.1513 1948.47 1948.3 1 59.375 1 K.AFMTADLPNELIELLEK.I 994 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009766.0097 2 3.1494 0.3435 1487.47 1487.6 1 77.27273 1 K.RDPHLACVAYER.G 912 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_109.011776.011776.1 1 2.3246 0.2483 1217.39 1217.4 1 68.75 1 R.EHLELFWSR.V 1334 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_105.000680.000680.3 3 6.2764 0.3925 2122.34 2122.3 1 50 2 K.DTELAEELLQWFLQEEK.R 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.012621.01262 1 2.3333 0.2797 1163.74 1164.3 8 62.5 1 C.DRFDFVHDL.V 779 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_103.011538.011538.2 2 4.2288 0.2978 1943.89 1944.1 1 68.75 2 R.TSIDAYDNFDNISLAQR.L 1482 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.017536.017536 1 2.5547 0.2893 1540.39 1539.7 1 59.090908 1 C.DRFDFVHDLVLY.L 779 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.017553.017553 2 2.588 0.1507 1542.13 1539.7 1 72.72727 1 C.DRFDFVHDLVLY.L 779 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_111.010988.010988.2 2 2.9479 0.3411 1487.65 1487.6 1 72.72727 1 K.RDPHLACVAYER.G 912 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_107.016183.016183.2 2 4.0313 0.4242 1480.05 1480.7 1 81.818184 4 K.VGYTPDWIFLLR.N 508 2
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_104.013922.013922.2 2 4.33 0.2072 2355.29 2356.6 1 50 1 K.SVNESLNNLFITEEDYQALR.T 1462 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_105.002799.002799 2 2.6137 0.1921 1529.97 1530.7 1 66.66667 1 A.ISNELFEEAFAIF.R 1060 0 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_102.015587.015587.2 2 5.2656 0.426 2742.59 2741.9 1 52.083332 3 K.ADDPSSYMEVVQAANTSGNWEELVK.Y 1131 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_108.020539.020539.2 2 4.2386 0.2419 2277.57 2278.5 7 50 1 K.DTELAEELLQWFLQEEKR.E 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014588.0145 2 3.8257 0.3901 1988.87 1986.4 1 50 2 R.HNIMDFAMPYFIQVMK.E 1589 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011962.011962.2 2 4.3365 0.3619 2482.43 2482.8 1 45.652176 1 R.ISGETIFVTAPHEATAGIIGVNRK.G 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_112.015404.015404.2 2 3.638 0.2937 1986.77 1986.4 1 50 1 R.HNIMDFAMPYFIQVMK.E 1589 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_108.020354.020354.2 2 3.2147 0.365 3189.19 3189.6 1 39.285713 3 R.FQSVPAQPGQTSPLLQYFGILLDQGQLNK.Y 401 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_102.008132.008132.2 2 4.9367 0.3273 1510.39 1508.7 1 83.33333 2 K.VIQCFAETGQVQK.I 488 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_115.014697.014697.2 2 2.8356 0.2009 2199.73 2200.5 4 41.17647 1 K.YHEQLSTQSLIELFESFK.S 689 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2498.249 2 4.9504 0.45 1971.77 1972.2 1 69.44444 2 R.LASTLVHLGEYQAAVDGAR.K 1227 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_109.020869.020869.3 3 4.2264 0.2791 2278.7 2278.5 1 44.11765 1 K.DTELAEELLQWFLQEEKR.E 1546 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_108.012183.012183.2 2 4.0102 0.3359 2354.63 2354.7 2 43.18182 2 R.ISGETIFVTAPHEATAGIIGVNR.K 298 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_PHA_lymphocytes_PK_106.015854.015854 2 3.4085 0.1993 1992.41 1992.2 1 64.70589 1 K.KAVDVFFPPEAQNDFPVA.M 246 1
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2571.257 2 4.9161 0.3193 1946.42 1946.3 1 67.64706 2 K.LHIIEVGTPPTGNQPFPK.K 228 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_113.019705.019705.2 2 3.522 0.3182 3076.01 3073.4 7 26.923079 6 R.LDNYDAPDIANIAISNELFEEAFAIFR.K 1047 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010510.010510.1 1 2.5131 0.1832 1304.93 1305.4 2 54.545456 1 R.NNLAGAEELFAR.K 355 2 *
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_004850.1| gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sapiens] 84 343 49.5 1675 191613 5.7 HsSD-NE_NT_lymphocytes_Ti_112.014149.014149.2 2 3.7393 0.3104 1608.95 1608.9 1 75 5 K.KVGYTPDWIFLLR.N 507 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011378.011378 2 3.2219 0.1464 1075.17 1075.3 2 100 2 K.CLIEILASR.T 114 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_108.017956.017956 2 4.5635 0.2995 1772.59 1769.9 1 66.66667 5 K.GLGTDEDTIIDIITHR.S 378 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011889.011889 2 3.1148 0.1691 1179.63 1177.4 5 80 3 R.DAFVAIVQSVK.N 588 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.012688.012688 2 2.5785 0.1147 1722.83 1722.9 6 53.333336 1 K.GFGSDKEAILDIITSR.S 35 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_107.015724.015724 2 3.2448 0.3705 1725.33 1722.9 3 56.666668 2 K.GFGSDKEAILDIITSR.S 35 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009311.00931 2 3.244 0.3103 2156.23 2158.4 5 44.736843 1 R.VELKGTVRPANDFNPDADAK.A 351 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.020276.02027 3 6.4312 0.4528 3304.46 3302.6 1 36.666668 1 K.LSGGDDDAAGQFFPEAAQVAYQMWELSAVAR.V 320 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009730.00973 2 3.4122 0.1511 1000.27 1000.2 1 87.5 2 K.ALIEILATR.T 457 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010124.01012 2 3.9568 0.3457 1746.45 1746.9 1 63.333332 2 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.013838.01383 2 4.6128 0.3893 1783.45 1784 1 82.14286 5 K.WGTDEAQFIYILGNR.S 192 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_PK_107.009675.0096 2 4.0345 0.2994 1820.07 1819.9 1 76.666664 8 Q.GTREEDDVVSEDLVQQ.D 164 0
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010648.01064 2 3.6268 0.2223 1177.59 1177.4 1 85 6 R.DAFVAIVQSVK.N 588 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010490.0104 2 3.9816 0.1428 1176.79 1177.4 2 85 5 R.DAFVAIVQSVK.N 588 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006923.00692 2 2.6703 0.2333 1481.51 1479.7 1 72.72727 1 K.MTNYDVEHTIKK.E 569 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012506.0125 3 4.6377 0.3875 2761.58 2761 1 32 2 R.EDAQVAAEILEIADTPSGDKTSLETR.F 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008331.00833 2 4.0723 0.3833 1624.47 1622.7 1 82.14286 2 K.SLEDALSSDTSGHFR.R 484 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010853.0108 2 4.3255 0.3475 1747.59 1746.9 1 70 2 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011986.01198 3 4.039 0.0934 1724.69 1722.9 1 50 2 K.GFGSDKEAILDIITSR.S 35 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012542.01254 2 4.7471 0.4017 2075.97 2073.2 1 60.526318 4 R.EDAQVAAEILEIADTPSGDK.T 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012818.0128 3 5.3998 0.4098 2847.26 2845.1 1 38.541664 4 K.YRGSIHDFPGFDPNQDAEALYTAMK.G 10 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.015058.01505 2 6.0862 0.3625 2868.97 2867 1 52.083332 4 R.EEDDVVSEDLVQQDVQDLYEAGELK.W 167 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010850.01085 2 2.9364 0.2686 1131.25 1131.3 1 83.33333 2 K.EAILDIITSR.S 41 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012275.01227 3 4.1909 0.4264 2762.51 2761 1 29 1 R.EDAQVAAEILEIADTPSGDKTSLETR.F 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012723.0127 3 3.3697 0.2597 2073.14 2073.2 3 34.210526 1 R.EDAQVAAEILEIADTPSGDK.T 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_PK_111.011574.0115 2 2.9724 0.2518 2060.23 2061.2 1 52.941177 2 L.LQGTREEDDVVSEDLVQQ.D 162 0
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010960.01096 2 3.0123 0.2051 1704.81 1705 2 53.571426 1 R.LIVGLMRPPAYCDAK.E 85 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007952.00795 2 2.1882 0.0848 1067.31 1067.3 9 78.57143 1 R.RVFQEFIK.M 561 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012528.01252 2 3.8229 0.2887 2763.65 2761 2 34 1 R.EDAQVAAEILEIADTPSGDKTSLETR.F 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013965.0139 2 4.8418 0.3428 1786.27 1784 1 82.14286 4 K.WGTDEAQFIYILGNR.S 192 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013282.01328 2 3.5992 0.4397 2847.89 2845.1 1 37.5 1 K.YRGSIHDFPGFDPNQDAEALYTAMK.G 10 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.014960.0149 2 6.0449 0.3676 2867.73 2867 1 52.083332 3 R.EEDDVVSEDLVQQDVQDLYEAGELK.W 167 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013408.01340 3 5.5127 0.3956 2847.2 2845.1 1 38.541664 2 K.YRGSIHDFPGFDPNQDAEALYTAMK.G 10 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014441.01444 2 4.0955 0.2821 1772.01 1769.9 1 66.66667 2 K.GLGTDEDTIIDIITHR.S 378 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.021158.0211 3 6.269 0.4112 3303.41 3302.6 1 34.166668 1 K.LSGGDDDAAGQFFPEAAQVAYQMWELSAVAR.V 320 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_PK_108.010480.0104 2 3.9189 0.2062 1381.47 1380.5 1 81.818184 2 Q.DVQDLYEAGELK.W 180 1
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010194.01019 2 3.6373 0.192 1075.39 1075.3 3 100 5 K.CLIEILASR.T 114 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.018964.018964 2 3.5582 0.4806 3051.61 3053.2 1 38.46154 1 Q.GTREEDDVVSEDLVQQDVQDLYEAGEL.K 164 0
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_109.015230.015230.2 2 4.5387 0.3889 1784.05 1784 1 78.57143 3 K.WGTDEAQFIYILGNR.S 192 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_110.012066.012066.2 2 2.52 0.2411 1129.59 1130.4 1 94.44444 1 K.MLVVLLQGTR.E 157 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.015065.015065 2 3.1041 0.2859 1618.79 1618.7 1 57.14286 1 R.DLEADIIGDTSGHFQ.K 141 1
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.014099.014099 2 3.5683 0.2329 1131.31 1131.3 1 94.44444 2 K.EAILDIITSR.S 41 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1766.176 2 3.1666 0.2062 1173.48 1173.4 1 90 1 K.TTGKPIEASIR.G 221 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_104.015101.015101.3 3 4.3956 0.2459 1765.16 1765 1 55 1 R.DLMTDLKSEISGDLAR.L 412 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_102.014115.014115.2 2 4.7998 0.365 2074.61 2073.2 1 60.526318 6 R.EDAQVAAEILEIADTPSGDK.T 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013155.013155 2 4.232 0.2824 1749.13 1746.9 1 70 2 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_109.012901.012901.2 2 3.759 0.3647 1671.17 1671.1 1 67.85714 2 R.LILGLMMPPAHYDAK.Q 428 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2664.26 2 3.2643 0.3339 1745.95 1746.9 1 56.666668 1 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.016476.016476 2 3.7996 0.4571 2810.89 2810.9 1 41.666664 1 Q.GTREEDDVVSEDLVQQDVQDLYEAG.E 164 0
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_104.008651.008651.2 2 3.5563 0.2865 1477.17 1476.6 1 61.538464 1 K.EIKDAISGIGTDEK.C 100 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_104.013348.013348.2 2 4.3269 0.3035 2763.35 2761 1 42 2 R.EDAQVAAEILEIADTPSGDKTSLETR.F 521 2 *
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_105.016428.016428.2 2 4.3097 0.2868 1771.59 1769.9 1 70 1 K.GLGTDEDTIIDIITHR.S 378 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013778.013778 2 4.1554 0.3464 1932.77 1931 1 50 2 R.GSIHDFPGFDPNQDAEAL.Y 12 1
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2760.276 2 4.5192 0.3702 1746.45 1746.9 1 60.000004 2 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_103.016465.016465.2 2 4.7378 0.5075 2866.01 2867 1 50 6 R.EEDDVVSEDLVQQDVQDLYEAGELK.W 167 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017715.017715 2 4.2667 0.362 1613.35 1613.8 1 71.42857 2 K.GLGTDEDTIIDIITH.R 378 1
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_108.010538.010538.2 2 3.6196 0.3683 1704.63 1705 1 57.14286 2 R.LIVGLMRPPAYCDAK.E 85 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011674.011674.2 2 4.8564 0.3994 1745.73 1746.9 1 76.666664 4 R.DLEADIIGDTSGHFQK.M 141 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.010360.010360 2 3.9285 0.4489 1624.51 1622.7 1 82.14286 3 K.SLEDALSSDTSGHFR.R 484 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_105.015671.015671.1 1 2.1664 0.3421 1480.79 1481.6 1 59.090908 1 R.AINEAYKEDYHK.S 472 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_NT_lymphocytes_Ti_104.011739.011739.2 2 3.9213 0.1412 1176.75 1177.4 2 85 5 R.DAFVAIVQSVK.N 588 2
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NP_001146.2| gi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapiens] 37 147 51.6 673 75873 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017258.017258 2 4.7697 0.501 3181.29 3181.3 1 42.592594 1 Q.GTREEDDVVSEDLVQQDVQDLYEAGELK.W 164 1
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.011062.011062 2 4.5804 0.2915 2265.87 2266.5 1 47.61905 1 K.AAAIGIDLGTTYSCVGVFQHGK.V 4 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.003602.003602 2 5.0055 0.4637 3184.35 3182.7 1 36.666668 10 K.SENVQDLLLLDVAPLSLGLETAGGVMTALIK.R 385 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.008122.008122 2 2.6557 0.2004 1263.17 1262.5 5 72.22222 2 R.LVNHFVEEFK.R 237 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.012849.012849 2 2.7746 0.3411 2789.87 2788 1 30.434782 1 K.QTQIFTTYSDNQPGVLIQVYEGER.A 424 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_Ti_115.016148.016148 2 4.0689 0.3087 2985.71 2983.3 1 32.692307 47 R.TLSSSTQASLEIDSLFEGIDFYTSITR.A 273 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015292.0152 2 3.6996 0.2834 3004.43 3003.3 1 38.46154 2 K.EIAEAYLGYPVTNAVITVPAYFNDSQR.Q 129 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012808.0128 2 2.7995 0.2813 2789.43 2788 7 32.608696 1 K.QTQIFTTYSDNQPGVLIQVYEGER.A 424 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009675.00967 2 3.4066 0.4043 1690.19 1688.9 1 66.66667 1 R.IINEPTAAAIAYGLDR.R 172 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_NT_lymphocytes_PK_113.012561.0125 2 3.4774 0.2712 1138.45 1137.3 1 83.33333 5 L.TIDDGIFEVK.A 211 1
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009378.0093 3 4.6453 0.2784 1682.57 1681.9 1 50 3 K.HWPFQVINDGDKPK.V 89 2
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149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008385.0083 3 3.1304 0.3583 1419.89 1418.6 1 57.5 1 R.LVNHFVEEFKR.K 237 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009352.0093 2 3.3349 0.2594 1683.05 1681.9 1 61.538464 5 K.HWPFQVINDGDKPK.V 89 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012976.01297 2 3.371 0.28 2790.25 2788 3 32.608696 2 K.QTQIFTTYSDNQPGVLIQVYEGER.A 424 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010030.01003 2 3.2387 0.2175 1543.63 1543.7 1 77.27273 2 R.ARFEELCSDLFR.S 300 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_110.009766.009766.2 2 2.941 0.3558 1417.73 1418.6 1 70 4 R.LVNHFVEEFKR.K 237 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2607.260 2 4.4283 0.3672 1688.26 1688.9 1 63.333332 1 R.IINEPTAAAIAYGLDR.R 172 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009474.009474.2 2 3.862 0.2706 1660.03 1659.8 3 60.714287 1 K.NQVALNPQNTVFDAK.R 57 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_114.000884.000884.2 2 3.883 0.2207 2986.11 2983.3 1 38.46154 22 R.TLSSSTQASLEIDSLFEGIDFYTSITR.A 273 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_111.003892.003892.2 2 3.0291 0.2429 3185.55 3182.7 1 28.333334 4 K.SENVQDLLLLDVAPLSLGLETAGGVMTALIK.R 385 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_PK_105.015076.015076 2 3.2777 0.2015 1366.25 1363.6 1 77.27273 3 S.ILTIDDGIFEVK.A 209 1
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011779.011779.2 2 3.9604 0.2463 1198.51 1198.4 1 95.454544 4 K.DAGVIAGLNVLR.I 160 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_110.012774.012774.2 2 3.8055 0.1594 2269.13 2266.5 1 42.857143 2 K.AAAIGIDLGTTYSCVGVFQHGK.V 4 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011097.0110 2 4.3435 0.2037 2268.37 2266.5 2 40.476192 1 K.AAAIGIDLGTTYSCVGVFQHGK.V 4 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_115.011913.011913.3 3 6.4346 0.4645 3342.47 3341.7 1 36.71875 2 K.RKELEQVCNPIISGLYQGAGGPGPGGFGAQGPK.G 596 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.011445.0114 3 5.7759 0.4229 3340.37 3341.7 1 34.375 1 K.RKELEQVCNPIISGLYQGAGGPGPGGFGAQGPK.G 596 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_107.014582.014582.2 2 3.0259 0.2252 2789.95 2788 1 32.608696 4 K.QTQIFTTYSDNQPGVLIQVYEGER.A 424 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_110.010931.010931.2 2 3.4924 0.2777 1684.43 1681.9 2 57.692307 2 K.HWPFQVINDGDKPK.V 89 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_109.010618.010618.3 3 3.8134 0.2573 1681.88 1681.9 1 46.153847 1 K.HWPFQVINDGDKPK.V 89 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009111.009111.2 2 3.3719 0.3547 1489.25 1488.6 1 79.16667 3 R.TTPSYVAFTDTER.L 37 2
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_PK_103.017162.017162 1 2.5981 0.2434 1279.67 1279.4 2 60.000004 6 D.SLFEGIDFYTS.I 286 0
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_PHA_lymphocytes_PK_104.013584.013584 2 3.1067 0.2578 1138.47 1137.3 1 83.33333 2 L.TIDDGIFEVK.A 211 1
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_005337.1| gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Homo sapiens] 19 150 42 641 70025 5.6 HsSD-NE_NT_lymphocytes_Ti_103.016354.016354.2 2 4.1705 0.3337 3002.71 3003.3 1 40.384613 4 K.EIAEAYLGYPVTNAVITVPAYFNDSQR.Q 129 2
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_PHA_lymphocytes_PK_111.001392.001392 2 3.8358 0.3416 2137.63 2136.3 1 64.70589 4 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.019292.019292 2 3.2411 0.369 2136.05 2136.3 1 52.941177 5 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.018890.0188 2 5.1999 0.4857 2136.55 2136.3 1 70.588234 7 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011216.0112 2 5.6167 0.5332 2261.93 2263.4 1 63.15789 2 R.CAEGYALYAQALTDQQQFGK.A 475 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.006956.00695 2 3.2602 0.1955 1312.45 1312.5 1 72.72727 6 R.LRPESALAQAQK.C 430 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.019120.01912 3 4.6572 0.3044 2136.17 2136.3 1 47.058823 5 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.010761.01076 2 2.5461 0.1614 2304.85 2305.5 4 38.88889 1 K.YEQAIQCYTEAISLCPTEK.N 130 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011565.0115 2 3.2849 0.4007 2037.15 2036.3 1 50 2 R.ATFYLLIGNANAAKPDLDK.V 336 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.018524.01852 2 5.5473 0.4748 2137.43 2136.3 1 73.52941 8 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010628.01062 2 5.8464 0.5305 2262.69 2263.4 1 63.15789 5 R.CAEGYALYAQALTDQQQFGK.A 475 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010082.01008 2 3.8007 0.275 2371.49 2371.5 2 39.130436 2 R.ASPAPGSGHPEGPGAHLDMNSLDR.A 90 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.005561.00556 2 3.3637 0.0963 1694.15 1692.8 1 57.14286 2 K.SDEDKDKEGEALEVK.E 279 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011446.01144 2 4.6765 0.3618 2038.67 2036.3 1 61.11111 2 R.ATFYLLIGNANAAKPDLDK.V 336 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_PK_115.011348.0113 2 5.1224 0.5082 1953.47 1954.1 1 71.73913 2 A.AVPSSGSGVGGGGTAGPGTGGLPR.W 15 1 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014488.01448 2 2.9696 0.2505 1980.47 1980.2 1 50 2 K.SYFSSFTDDIISQPMLK.G 259 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007107.0071 2 2.5265 0.1574 1007.13 1006.1 1 87.5 1 R.AAAFEQLQK.W 160 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010530.0105 2 4.1804 0.2168 2308.13 2305.5 1 58.333332 1 K.YEQAIQCYTEAISLCPTEK.N 130 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_NT_lymphocytes_Ti_109.012700.012700.2 2 4.0859 0.3708 2035.81 2036.3 1 61.11111 4 R.ATFYLLIGNANAAKPDLDK.V 336 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.018724.0187 3 4.1992 0.1444 2137.64 2136.3 1 42.647057 4 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_NT_lymphocytes_Ti_104.019715.019715.3 3 3.6332 0.1835 2135.93 2136.3 4 36.764706 1 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008096.0080 2 4.6143 0.3609 2371.81 2371.5 1 50 5 R.ASPAPGSGHPEGPGAHLDMNSLDR.A 90 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4966.496 2 5.2224 0.4639 2137.84 2136.3 1 64.70589 10 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_NT_lymphocytes_Ti_108.019718.019718.2 2 4.5718 0.4729 2138.43 2136.3 1 64.70589 5 K.ILLDQVEEAVADFDECIR.L 412 2 *
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NP_055635.3| gi|54607135|ref|NP_055635.3| translocase of outer mitochondrial membrane 70 homolog A [Homo 11 87 29.1 608 67455 7.1 HsSD-NE_NT_lymphocytes_Ti_104.007386.007386.2 2 4.0179 0.1996 1692.53 1692.8 1 67.85714 1 K.SDEDKDKEGEALEVK.E 279 2 *
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_PHA_lymphocytes_Ti_104.010422.010422 2 3.4606 0.2659 1578.39 1575.8 1 71.42857 3 R.VDQSILTGESVSVIK.H 175 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.011111.011111 2 4.7835 0.4084 1623.93 1621.8 1 82.14286 3 K.VGEATETALTCLVEK.M 437 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.012570.012570 2 3.7821 0.3348 2602.05 2601.9 2 34.782608 1 K.TVEEVLGHFGVNESTGLSLEQVKK.L 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_PHA_lymphocytes_Ti_103.010506.010506 2 4.1854 0.4114 1953.01 1954.1 1 55.88235 3 R.SLPSVETLGCTSVICSDK.T 335 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.008589.0085 2 3.0422 0.2028 1562.53 1563.7 1 79.16667 1 R.EEMHLEDSANFIK.Y 573 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009153.00915 2 4.737 0.4633 1952.97 1954.1 1 73.52941 14 R.SLPSVETLGCTSVICSDK.T 335 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007664.00766 2 2.7749 0.1788 1381.57 1381.5 3 68.181816 1 R.CLALATHDNPLR.R 560 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007217.0072 2 2.8385 0.2401 1469.53 1469.6 1 58.333332 2 K.TGTLTTNQMSVCR.M 353 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009614.0096 2 4.815 0.3555 1576.43 1575.8 1 75 3 R.VDQSILTGESVSVIK.H 175 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009674.0096 2 5.4449 0.5429 1953.31 1954.1 1 79.411766 11 R.SLPSVETLGCTSVICSDK.T 335 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.016630.0166 2 3.4385 0.3398 2428.21 2426.7 1 45.454548 4 K.TASEMVLADDNFSTIVAAVEEGR.A 728 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.017271.0172 2 4.1437 0.4216 2785.19 2783.1 1 46 3 K.IVEFLQSFDEITAMTGDGVNDAPALK.K 686 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006930.00693 2 3.2642 0.2794 1736.95 1734.9 1 64.28571 1 R.NYLEPGKECVQPATK.S 989 2 *
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.017279.01727 2 3.4647 0.4174 2785.87 2783.1 1 44 2 K.IVEFLQSFDEITAMTGDGVNDAPALK.K 686 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011452.0114 3 5.0807 0.2956 2603.57 2601.9 1 35.869564 1 K.TVEEVLGHFGVNESTGLSLEQVKK.L 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_PK_107.009034.0090 2 4.5309 0.2544 1583.71 1584.6 1 76.92308 2 C.ALCNDSALDYNEAK.G 418 1
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010076.01007 2 4.0532 0.3802 2036.69 2037.2 1 55.88235 3 R.NAENAIEALKEYEPEMGK.V 111 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006368.00636 2 3.7614 0.2127 1480.31 1477.6 1 72.72727 1 K.IRDEMVATEQER.T 235 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.012431.01243 2 2.3781 0.1525 1654.89 1657.9 1 66.66667 1 R.VSFYQLSHFLQCK.E 864 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_PK_114.011384.0113 2 3.9007 0.3346 1734.43 1734.9 1 71.42857 4 R.NYLEPGKECVQPATK.S 989 2 *
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_PK_107.009308.0093 2 3.7455 0.2229 1308.81 1306.4 3 75 2 R.EFDELNPSAQR.D 656 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009669.0096 2 5.5929 0.4535 1623.83 1621.8 1 78.57143 15 K.VGEATETALTCLVEK.M 437 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.013361.0133 2 2.5483 0.1977 1541.89 1540.8 2 64.28571 1 K.DIVPGDIVEIAVGDK.V 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009194.00919 2 4.4632 0.2821 1621.73 1621.8 1 75 2 K.VGEATETALTCLVEK.M 437 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.012417.0124 2 4.1988 0.4374 2476.11 2473.7 1 45.454548 2 K.TVEEVLGHFGVNESTGLSLEQVK.K 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008942.00894 2 4.706 0.4098 1574.87 1575.8 1 82.14286 2 R.VDQSILTGESVSVIK.H 175 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_PK_106.009032.0090 2 3.4523 0.1629 1644.43 1641.7 1 67.85714 2 C.ALCNDSALDYNEAKG.V 418 0
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.008159.0081 2 3.4568 0.2201 1383.29 1381.5 2 72.72727 1 R.CLALATHDNPLR.R 560 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.011692.0116 2 3.1705 0.3044 2390.01 2391.8 1 43.18182 2 K.AKDIVPGDIVEIAVGDKVPADIR.L 142 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011631.01163 2 3.7274 0.3721 2603.33 2601.9 1 41.304348 1 K.TVEEVLGHFGVNESTGLSLEQVKK.L 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013856.0138 2 2.7781 0.2236 2192.89 2192.5 1 40 1 K.DIVPGDIVEIAVGDKVPADIR.L 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.012947.01294 2 3.7708 0.3986 2475.89 2473.7 1 47.727272 2 K.TVEEVLGHFGVNESTGLSLEQVK.K 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011571.01157 3 5.3843 0.2989 2604.74 2601.9 1 34.782608 1 K.TVEEVLGHFGVNESTGLSLEQVKK.L 8 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011976.01197 2 3.851 0.404 2391.31 2391.8 1 52.272724 2 K.AKDIVPGDIVEIAVGDKVPADIR.L 142 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013127.01312 2 3.1125 0.3895 1539.95 1540.8 1 67.85714 2 K.DIVPGDIVEIAVGDK.V 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008621.00862 2 3.5836 0.4111 1411.45 1409.5 1 87.5 1 R.IGIFGQDEDVTSK.A 638 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007757.00775 1 2.7181 0.4147 1504.76 1504.8 1 63.333332 1 K.KAEIGIAMGSGTAVAK.S 712 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_PK_105.009500.0095 2 2.8891 0.1942 1587.31 1585.6 2 62.5 2 Q.CKEDNPDFEGVDC.A 875 0
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016557.01655 2 3.2879 0.2138 2427.65 2426.7 2 38.636364 4 K.TASEMVLADDNFSTIVAAVEEGR.A 728 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013173.01317 1 3.0275 0.4594 1541.76 1540.8 1 67.85714 1 K.DIVPGDIVEIAVGDK.V 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.016928.0169 3 4.0588 0.2906 2426.36 2426.7 1 31.818182 2 K.TASEMVLADDNFSTIVAAVEEGR.A 728 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.016620.0166 2 2.5412 0.2243 1365.47 1365.6 1 70 2 K.EPLISGWLFFR.Y 825 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3743.374 2 4.5663 0.3122 2191.93 2192.5 1 55 7 K.DIVPGDIVEIAVGDKVPADIR.L 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_103.008970.008970.2 2 3.5738 0.3082 1378.09 1376.6 1 75 2 K.AEIGIAMGSGTAVAK.T 713 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010826.010826.2 2 4.9492 0.4774 1955.45 1954.1 1 70.588234 3 R.SLPSVETLGCTSVICSDK.T 335 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_103.010396.010396.2 2 2.3892 0.1536 1028.53 1029.1 1 85.71429 1 K.EFTLEFSR.D 482 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010742.010742.2 2 4.6601 0.3874 1621.33 1621.8 1 71.42857 2 K.VGEATETALTCLVEK.M 437 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3496.34 2 3.8002 0.2644 2192.15 2192.5 1 50 3 K.DIVPGDIVEIAVGDKVPADIR.L 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_102.014840.014840.2 2 2.5828 0.2662 1540.67 1540.8 9 53.571426 1 K.DIVPGDIVEIAVGDK.V 144 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3412.341 2 3.6269 0.234 2198.18 2198.4 1 63.15789 1 K.GVYEKVGEATETALTCLVEK.M 432 2
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NP_733765.1| gi|24638454|ref|NP_733765.1| "ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 isoform 30 137 31.6 1042 114757 5.3 HsSD-NE_NT_lymphocytes_Ti_102.007820.007820.2 2 2.9345 0.3214 1469.37 1469.6 1 62.5 2 K.TGTLTTNQMSVCR.M 353 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.010031.010031 2 2.6676 0.2401 2272.73 2274.7 2 37.5 1 K.VKLEGHELPADLPPHLVPPSK.R 510 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.012659.012659 3 6.2787 0.4733 3394.97 3394.8 1 34.482758 8 R.FHEFHSPALEDADFDNKPMVLLVGQYSTGK.T 42 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.013571.013571 2 3.5396 0.3522 2558.65 2555.8 1 52.272724 1 K.LADVDKDGLLDDEEFALANHLIK.V 487 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.010209.010209 3 3.6385 0.1891 2274.14 2274.7 1 38.75 1 K.VKLEGHELPADLPPHLVPPSK.R 510 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_112.011088.011088 2 3.6938 0.271 2430.59 2430.9 1 45.238094 2 K.VKLEGHELPADLPPHLVPPSKR.R 510 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_PK_109.015344.015344 2 4.9221 0.4315 2461.03 2460.7 1 52.499996 5 R.FHEFHSPALEDADFDNKPMVL.L 42 1
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.009180.009180 2 3.2683 0.3271 2203.67 2203.5 1 44.736843 7 K.LEGHELPADLPPHLVPPSKR.R 512 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_Ti_112.011345.011345 3 3.9424 0.1119 2430.95 2430.9 5 29.761904 5 K.VKLEGHELPADLPPHLVPPSKR.R 510 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010251.01025 2 3.7798 0.2624 1369.97 1369.5 1 85 2 K.LFEAEEQDLFK.D 270 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012158.01215 3 4.1797 0.2459 3396.59 3394.8 1 29.310345 1 R.FHEFHSPALEDADFDNKPMVLLVGQYSTGK.T 42 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.007752.00775 2 2.5129 0.2505 1170.39 1170.4 6 81.25 3 K.LLPLEEHYR.F 33 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010248.01024 1 2.2069 0.2376 1369.88 1369.5 2 60.000004 1 K.LFEAEEQDLFK.D 270 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009953.0099 2 3.5714 0.1749 1748.09 1746 1 71.42857 4 R.KKEPELFQTVAEGLR.Q 12 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_PK_112.013184.0131 2 3.3804 0.2417 1282.69 1282.4 1 85 4 L.DISDEFSEVIK.A 195 1
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.011988.01198 2 3.3173 0.2113 2143.53 2143.5 2 50 2 R.VYIGSFWSHPLLIPDNRK.L 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008387.00838 2 3.0153 0.3016 1482.73 1483.6 1 66.66667 2 R.EHQISPGDFPSLR.K 345 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012123.01212 2 4.1205 0.401 1675.53 1675.9 1 71.42857 2 K.LLDTVDDMLANDIAR.L 378 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.012050.0120 2 4.7428 0.3284 1396.91 1395.5 1 90.909096 4 K.LDISDEFSEVIK.A 194 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012996.01299 2 3.4554 0.3705 2014.41 2015.3 1 59.375 1 R.VYIGSFWSHPLLIPDNR.K 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.010155.0101 2 2.6782 0.0835 1071.25 1070.3 9 87.5 1 R.IILLFDAHK.L 185 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_105.017716.017716.2 2 4.8278 0.3789 2917.23 2917.4 1 44.230766 9 R.FMCAQLPNPVLDSISIIDTPGILSGEK.Q 136 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.012266.0122 3 4.4264 0.323 2143.7 2143.5 1 45.588234 4 R.VYIGSFWSHPLLIPDNRK.L 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_PK_105.013605.013605 2 2.5265 0.1722 1281.73 1282.4 6 65 1 L.DISDEFSEVIK.A 195 1
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_108.010796.010796.2 2 3.2716 0.2511 1744.79 1746 1 64.28571 1 R.KKEPELFQTVAEGLR.Q 12 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_111.014437.014437.2 2 4.1118 0.2908 2016.65 2015.3 1 68.75 2 R.VYIGSFWSHPLLIPDNR.K 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.012252.0122 2 3.2002 0.2328 2144.09 2143.5 2 55.88235 1 R.VYIGSFWSHPLLIPDNRK.L 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_115.010758.010758.2 2 3.4461 0.2967 2205.03 2203.5 1 47.368423 3 K.LEGHELPADLPPHLVPPSKR.R 512 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3919.391 2 2.9282 0.122 2178.57 2179.4 2 41.17647 1 K.LFEAEEQDLFKDIQSLPR.N 270 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3003.300 2 4.0496 0.322 2014.02 2015.3 2 59.375 3 R.VYIGSFWSHPLLIPDNR.K 252 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_115.010814.010814.3 3 4.3088 0.355 2203.13 2203.5 1 39.473686 1 K.LEGHELPADLPPHLVPPSKR.R 512 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_103.013296.013296.2 2 3.5621 0.2653 1397.71 1395.5 3 68.181816 1 K.LDISDEFSEVIK.A 194 2
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_109.010599.010599.2 2 3.1913 0.3304 2047.47 2047.4 1 55.555557 2 K.LEGHELPADLPPHLVPPSK.R 512 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_114.011042.011042.2 2 3.4969 0.2152 2274.95 2274.7 1 42.5 1 K.VKLEGHELPADLPPHLVPPSK.R 510 2 *
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_PHA_lymphocytes_PK_105.021334.021334 2 3.4388 0.1588 1466.43 1466.6 1 83.33333 3 L.DISDEFSEVIKAL.K 195 0
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NP_006786.2| gi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sapiens] 25 91 39.9 534 60627 6.8 HsSD-NE_NT_lymphocytes_Ti_112.013512.013512.3 3 4.1793 0.2493 2143.97 2143.5 1 44.11765 1 R.VYIGSFWSHPLLIPDNRK.L 252 2
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006582.00658 2 3.4818 0.4163 1599.69 1601.7 1 69.230774 1 R.HDGKEVDEGAWETK.I 182 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.011732.0117 2 4.0505 0.4964 2907.19 2907.1 1 42.307693 1 R.SIFSGIGSTAEPVSQSTTSDYQWDVSR.N 344 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_PK_110.010833.0108 1 2.0461 0.2579 1026.6 1027.2 3 61.11111 1 A.AAPDDLALLK.N 98 1 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009986.00998 2 3.8135 0.2806 1285.41 1285.5 1 72.72727 2 R.TELGLDLGLEPK.R 34 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008780.00878 3 5.4761 0.2985 1805.78 1805.9 1 58.333332 2 R.SWQDELAQQAEEGSAR.L 5 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.016038.0160 3 5.68 0.4763 4466.75 4465.6 1 30.921055 2 R.NQPYIDDEWSGLNGLSSADPNSDWNAPAEEWGNWVDEER.A 371 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009129.0091 2 4.0459 0.2049 1808.73 1805.9 1 66.66667 1 R.SWQDELAQQAEEGSAR.L 5 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011430.01143 2 4.0547 0.4803 2907.37 2907.1 1 38.46154 1 R.SIFSGIGSTAEPVSQSTTSDYQWDVSR.N 344 2 *
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153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.008972.0089 2 5.1777 0.3827 2051.91 2050.4 1 73.68421 6 R.KREEAAAVPAAAPDDLALLK.N 88 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009045.00904 2 3.8805 0.2839 2051.37 2050.4 1 52.63158 3 R.KREEAAAVPAAAPDDLALLK.N 88 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008898.00889 2 5.2303 0.28 1806.41 1805.9 1 76.666664 2 R.SWQDELAQQAEEGSAR.L 5 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016325.01632 3 4.5695 0.3363 4467.68 4465.6 1 29.605263 1 R.NQPYIDDEWSGLNGLSSADPNSDWNAPAEEWGNWVDEER.A 371 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.012816.01281 2 2.6553 0.2546 1222.21 1222.5 4 65 2 R.EMLSVGLGFLR.T 23 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1950.195 2 3.927 0.1767 1972.64 1973.2 4 47.22222 1 R.TVEVAEGEAVRTPQSVTAK.Q 132 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2366.236 2 5.6857 0.3163 1805.22 1805.9 1 73.333336 2 R.SWQDELAQQAEEGSAR.L 5 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsSD-NE_NT_lymphocytes_Ti_102.012938.012938.2 2 3.7174 0.388 2907.67 2907.1 1 40.384613 1 R.SIFSGIGSTAEPVSQSTTSDYQWDVSR.N 344 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2363.23 2 5.9753 0.3528 1804.69 1805.9 1 83.33333 2 R.SWQDELAQQAEEGSAR.L 5 2 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsSD-NE_NT_lymphocytes_PK_104.010839.010839. 2 2.7527 0.1923 1790.75 1790.8 3 43.75 1 Y.IDDEWSGLNGLSSADPN.S 375 0 *
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NP_848927.1| gi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 12 36 27.5 582 63823 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.012561.0125 2 3.4425 0.3028 1494.63 1491.8 1 66.66667 4 R.LREMLSVGLGFLR.T 21 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsSD-NE_PHA_lymphocytes_PK_110.000674.000674 2 3.998 0.1839 1810.07 1807.2 1 65.625 3 M.RVILEPLIGDMPLVGAL.S 273 0 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsSD-NE_PHA_lymphocytes_Ti_109.014638.014638 2 2.371 0.2006 2251.27 2250.5 1 50 1 K.TNEPVWEENFTFFIHNPK.R 551 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.015660.0156 2 4.3836 0.3428 2452.79 2450.7 1 50 11 K.ADKDQANDGLSSALLILYLDSAR.N 496 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.017774.01777 2 2.8506 0.2006 2138.71 2136.4 8 42.105263 1 K.DQANDGLSSALLILYLDSAR.N 499 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009903.0099 2 4.7509 0.3677 1686.51 1683.8 1 82.14286 2 R.NLIAFSEDGSDPYVR.M 784 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014073.01407 2 2.4763 0.3321 2554.55 2554.9 1 35.714287 2 K.KTLNPVFDQSFDFSVSLPEVQR.R 818 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014249.0142 2 3.7801 0.2774 2253.09 2250.5 1 52.941177 1 K.TNEPVWEENFTFFIHNPK.R 551 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_PK_105.007928.0079 2 2.7324 0.2042 1125.59 1125.1 2 83.33333 1 F.SEDGSDPYVR.M 789 1 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.008174.00817 2 4.0678 0.3166 1400.81 1399.6 1 86.36364 2 R.IHFIEAQDLQGK.D 361 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.015868.01586 2 4.048 0.32 2452.85 2450.7 1 43.18182 5 K.ADKDQANDGLSSALLILYLDSAR.N 496 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_PK_108.009730.0097 2 3.3167 0.1566 1446.29 1443.6 1 72.72727 1 L.VYEHPGQELEIE.L 418 0 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008058.0080 2 3.32 0.2664 2554.09 2554.7 1 47.5 4 K.RQDLEVEVRDEQHQCSLGNLK.V 569 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_PK_112.014433.0144 2 3.5671 0.2455 1728.27 1726.8 1 67.85714 6 E.LFDEDPDKDDFLGSL.M 430 0 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_113.017942.01794 2 5.7563 0.477 2414.63 2415 1 73.809525 2 R.VILEPLIGDMPLVGALSIFFLR.K 274 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_113.017896.01789 3 4.284 0.3176 2416.34 2415 1 39.285713 2 R.VILEPLIGDMPLVGALSIFFLR.K 274 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009060.0090 2 3.4499 0.2839 1242.59 1243.5 1 77.27273 2 K.VLVALASEELAK.G 863 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008051.00805 1 2.8151 0.3367 1399.61 1399.6 1 77.27273 1 R.IHFIEAQDLQGK.D 361 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014321.01432 2 4.7003 0.3329 2251.85 2250.5 1 58.823532 6 K.TNEPVWEENFTFFIHNPK.R 551 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008026.00802 2 2.9397 0.2374 2554.15 2554.7 2 45 1 K.RQDLEVEVRDEQHQCSLGNLK.V 569 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013893.0138 2 3.2724 0.1441 1605.53 1605.8 2 75 1 R.LLDEWFTLDEVPK.G 456 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012909.0129 2 3.1687 0.1133 2271.53 2268.6 4 42.5 1 R.QLENGTTLGQSPLGQIQLTIR.H 747 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008750.00875 2 3.7384 0.3668 1242.69 1243.5 1 86.36364 3 K.VLVALASEELAK.G 863 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014004.01400 2 4.4357 0.2254 1606.51 1605.8 1 75 4 R.LLDEWFTLDEVPK.G 456 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014915.0149 2 3.0584 0.168 2427.57 2426.7 3 35 1 K.TLNPVFDQSFDFSVSLPEVQR.R 819 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012006.01200 2 3.6635 0.248 2269.15 2268.6 1 45 1 R.QLENGTTLGQSPLGQIQLTIR.H 747 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.009591.00959 2 4.3038 0.3951 1685.85 1683.8 1 71.42857 2 R.NLIAFSEDGSDPYVR.M 784 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_PK_107.013121.0131 2 3.1828 0.2092 1466.15 1466.5 1 70.83333 4 F.DEDPDKDDFLGSL.M 432 0 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009906.00990 2 3.7324 0.4124 1824.79 1823.1 1 68.75 1 K.KISSNPNPVVQMSVGHK.A 525 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012476.01247 2 4.6999 0.3772 1668.11 1667 1 71.42857 9 R.ITVPLVSEVQIAQLR.F 337 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007635.0076 3 5.6757 0.3749 3054.74 3055.3 1 32.258064 5 K.SHMSGSPGPGGSNTAPSTPVIGGSDKPGMEEK.A 660 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007281.00728 2 2.864 0.3757 1643.37 1643.8 1 73.333336 1 K.AQPPEAGPQGLHDLGR.S 692 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011830.01183 2 3.7518 0.2183 2260.23 2257.4 1 55.555557 1 K.GWTQWYDLTEDGTRPQAMT.- 875 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.018142.0181 2 4.9835 0.4638 2416.51 2415 1 64.28571 7 R.VILEPLIGDMPLVGALSIFFLR.K 274 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.012945.0129 3 5.7208 0.457 3591.74 3591.1 1 31.617647 5 R.SSSSLLASPGHISVKEPTPSIASDISLPIATQELR.Q 708 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsSD-NE_PHA_lymphocytes_PK_103.019698.019698 2 3.2912 0.1782 1661.61 1660.8 1 62.5 2 K.TNEPVWEENFTFF.I 551 1 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2929.292 3 5.1345 0.3731 3590.83 3591.1 1 24.264706 2 R.SSSSLLASPGHISVKEPTPSIASDISLPIATQELR.Q 708 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsSD-NE_NT_lymphocytes_Ti_103.015019.015019.2 2 3.6314 0.1306 1606.19 1605.8 1 79.16667 2 R.LLDEWFTLDEVPK.G 456 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.018098.0180 3 4.656 0.2973 2415.47 2415 1 36.904762 2 R.VILEPLIGDMPLVGALSIFFLR.K 274 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.017766.0177 2 2.3263 0.1124 2137.77 2136.4 1 44.736843 1 K.DQANDGLSSALLILYLDSAR.N 499 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.010929.0109 2 2.4062 0.1152 2021.67 2020.3 2 50 1 R.IHFIEAQDLQGKDTYLK.G 361 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsSD-NE_NT_lymphocytes_Ti_103.010270.010270.2 2 3.5071 0.2716 1242.85 1243.5 1 81.818184 2 K.VLVALASEELAK.G 863 2 *
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NP_065779.1| gi|45387945|ref|NP_065779.1| family with sequence similarity 62 (C2 domain containing) member 28 113 41.3 893 98902 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4846.484 2 2.7468 0.0856 2273.53 2273.6 2 36.363636 1 R.AAPENPGGVLSVELPGLLAQLAR.S 68 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_Ti_107.010454.010454 2 4.2061 0.2872 2666.39 2665.1 1 47.727272 2 K.GHRIEEVPELPLVVEDKVEGYKK.T 141 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_Ti_107.010363.010363 3 6.2184 0.3899 2665.16 2665.1 1 44.31818 5 K.GHRIEEVPELPLVVEDKVEGYKK.T 141 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_Ti_101.012051.012051 2 4.5465 0.3694 2314.49 2314.7 1 63.15789 4 R.IEEVPELPLVVEDKVEGYKK.T 144 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_Ti_102.008133.008133 3 5.5995 0.4898 2716.67 2717.9 1 36.458336 2 K.NNRQPYAVSELAGHQTSAESWGTGR.A 47 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_Ti_101.009777.009777 2 4.6681 0.4649 2333.11 2333.5 1 59.523808 4 R.QPYAVSELAGHQTSAESWGTGR.A 50 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_PHA_lymphocytes_PK_107.010538.010538 1 2.3387 0.2052 1281.73 1281.5 1 72.22222 3 R.KLDELYGTWR.K 259 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008402.00840 2 4.5751 0.5007 2332.43 2333.5 1 57.14286 6 R.QPYAVSELAGHQTSAESWGTGR.A 50 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010204.01020 2 4.1764 0.3535 2314.41 2314.7 1 57.894737 2 R.IEEVPELPLVVEDKVEGYKK.T 144 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_PK_112.013546.0135 2 3.5488 0.2015 1609.85 1609.9 1 69.230774 3 R.IEEVPELPLVVEDK.V 144 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008691.0086 2 3.743 0.162 1283.57 1281.5 1 88.88889 4 R.KLDELYGTWR.K 259 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008792.0087 3 3.2807 0.4095 2331.71 2333.5 1 32.142857 1 R.QPYAVSELAGHQTSAESWGTGR.A 50 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010964.01096 2 3.2927 0.3311 1316.81 1317.5 1 88.88889 1 R.FCIWTESAFR.K 249 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008573.0085 3 3.438 0.3007 2717.6 2717.9 1 31.25 1 K.NNRQPYAVSELAGHQTSAESWGTGR.A 47 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010415.01041 1 2.0818 0.3103 1268.92 1269.5 1 63.636364 1 R.NIPGITLLNVSK.L 223 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008710.0087 2 2.9575 0.1283 1764.59 1763 4 53.571426 2 R.RGPCIIYNEDNGIIK.A 205 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008258.00825 2 3.135 0.2006 1280.99 1281.5 1 88.88889 2 R.KLDELYGTWR.K 259 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011537.01153 1 2.0358 0.1931 1317.77 1317.5 6 55.555557 1 R.FCIWTESAFR.K 249 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011333.0113 1 2.4024 0.2788 1319.29 1317.5 1 72.22222 1 R.FCIWTESAFR.K 249 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008771.0087 2 4.7339 0.4361 2334.21 2333.5 1 59.523808 2 R.QPYAVSELAGHQTSAESWGTGR.A 50 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010634.01063 2 3.0937 0.2971 1268.89 1269.5 1 77.27273 2 R.NIPGITLLNVSK.L 223 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010617.0106 2 4.1374 0.447 2313.75 2314.7 1 57.894737 2 R.IEEVPELPLVVEDKVEGYKK.T 144 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009858.0098 2 3.6105 0.1823 1960.43 1960.2 2 46.875 2 K.GHRIEEVPELPLVVEDK.V 141 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011650.0116 2 2.8842 0.3373 1317.05 1317.5 1 88.88889 3 R.FCIWTESAFR.K 249 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011118.0111 3 4.0548 0.2745 1863.05 1863.2 1 41.666664 1 K.APIRPDIVNFVHTNLR.K 30 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1910.191 2 4.752 0.2609 1299.9 1299.5 1 84.61539 1 R.VDKAAAAAAALQAK.S 351 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.011206.0112 2 3.6286 0.2892 1862.01 1863.2 2 50 5 K.APIRPDIVNFVHTNLR.K 30 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_NT_lymphocytes_Ti_102.006800.006800.2 2 3.0675 0.0946 958.17 957.12 1 95 2 K.AAAAAAALQAK.S 354 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsSD-NE_NT_lymphocytes_Ti_109.011621.011621.2 2 4.5935 0.2621 2666.61 2665.1 1 45.454548 3 K.GHRIEEVPELPLVVEDKVEGYKK.T 141 2 *
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NP_000959.2| gi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapiens] 19 69 29.3 427 47697 11.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2804.280 2 3.3046 0.3424 1269.61 1269.5 1 77.27273 1 R.NIPGITLLNVSK.L 223 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_107.009569.009569 2 4.6811 0.4027 1511.33 1508.6 1 80.769226 4 L.LEQHGLQGDVAFGH.S 675 0 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_107.010335.010335 3 3.5508 0.2169 2235.65 2236.5 1 35.714287 2 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_112.014467.014467 2 3.1089 0.3238 1966.75 1968.3 5 46.875 2 M.RVIGFSPEEVESVHRIL.A 260 0 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_108.009854.009854 1 2.3731 0.2383 1318.58 1317.5 3 61.11111 1 R.ELYERPPHLY.A 70 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_115.014906.014906 2 3.4132 0.1815 1263.43 1263.7 2 85 1 R.LIPIIVLLLQK.A 709 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_102.009112.009112 2 3.6666 0.379 1635.57 1635.8 1 71.42857 1 R.DKDGFGAVLFSSHVR.K 862 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_108.015208.015208 2 3.8329 0.4376 1814.03 1812.1 1 63.333332 2 R.VIGFSPEEVESVHRIL.A 261 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.004462.004462 2 3.4872 0.2968 1637.91 1637.8 2 56.666668 1 R.SRDTCIVISGESGAGK.T 93 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_108.015192.015192 2 4.1541 0.4221 2496.81 2495.9 1 47.727272 6 R.ILAAILHLGNIEFVETEEGGLQK.E 275 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_107.011550.011550 2 3.0983 0.3325 1720.41 1720.8 5 50 1 T.CEYTWPNHLLGSDK.A 655 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.019174.019174 2 2.7277 0.2947 3170.79 3169.6 1 33.333336 2 R.IYTYIGEVLVSVNPYQELPLYGPEAIAR.Y 38 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_107.011687.011687 2 3.0706 0.329 1903.11 1901.1 1 50 1 L.HLGNIEFVETEEGGLQK.E 281 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_111.009981.009981 1 2.0155 0.1882 1051.68 1051.2 1 64.28571 2 R.HHLHYTSR.Q 493 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.011265.011265 2 4.1248 0.3485 1801.85 1802 1 63.333332 6 K.HYAGDVTYSVEGFIDK.N 519 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_107.015175.015175 3 4.8147 0.2307 2497.49 2495.9 1 34.090908 2 R.ILAAILHLGNIEFVETEEGGLQK.E 275 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_107.013367.013367 2 3.3137 0.1543 1063.15 1063.2 4 92.85714 1 R.LFEWVVNR.I 363 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.009058.009058 2 4.5694 0.4952 1754.29 1752.9 1 71.875 5 R.VGELVGVLAAHCQGEGR.T 954 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.013641.013641 2 3.2583 0.231 2491.83 2490.9 1 37.5 1 R.AVPLEAVTGLSVTSGGDQLVVLHAR.G 910 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_Ti_102.013289.013289 2 4.6211 0.4294 1951.85 1950.1 1 66.66667 2 R.GILAVLDEACSSAGTITDR.I 463 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_107.010312.010312 1 2.57 0.2774 1172.73 1173.4 3 55 2 R.RDGKDTVIGVL.D 384 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013374.01337 2 3.8226 0.3189 1952.81 1950.1 1 58.333332 1 R.GILAVLDEACSSAGTITDR.I 463 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009435.00943 2 4.987 0.3197 1954.53 1953.1 1 66.66667 2 K.MTCEYTWPNHLLGSDK.A 653 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009830.0098 3 4.7835 0.3564 2237.48 2236.5 1 39.285713 2 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010242.01024 2 2.7765 0.2971 2065.13 2066.3 1 53.125 1 R.RLISVEPRPEQPEPDFR.C 989 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014597.0145 3 3.2361 0.2065 2292.59 2292.6 1 36.904762 2 K.EGLAVAEEALVDHVAELTATPR.D 298 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008260.00826 2 3.4528 0.448 1584.59 1585.8 1 73.07692 2 R.VIGFSPEEVESVHR.I 261 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007464.0074 2 4.3549 0.3173 1394.33 1394.5 1 76.92308 2 K.DTCIVISGESGAGK.T 95 2
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010037.0100 2 5.1696 0.481 2235.79 2236.5 1 61.904762 2 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014643.0146 2 5.4654 0.4891 2292.79 2292.6 1 61.904762 2 K.EGLAVAEEALVDHVAELTATPR.D 298 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.016214.01621 2 4.5935 0.4455 2168.41 2168.5 1 61.11111 4 K.NSMVALVENLASKEPFYVR.C 582 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.015356.01535 2 3.6169 0.1608 1263.55 1263.7 4 80 5 R.LIPIIVLLLQK.A 709 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011399.01139 2 2.6778 0.1975 1164.33 1164.3 4 77.77778 1 R.GSFTLLWPSR.- 1009 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011751.01175 2 4.9365 0.3239 1378.63 1376.6 1 83.33333 2 K.NSMVALVENLASK.E 582 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007570.00757 2 3.4948 0.2685 1692.05 1691.8 1 65.38461 2 R.GSEDKQLHELHLER.N 210 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010520.01052 2 5.1636 0.3973 2106.61 2106.4 1 55.88235 2 R.ELYERPPHLYAVANAAYK.A 70 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011582.01158 1 2.9353 0.2652 1309.72 1309.5 1 77.77778 2 R.NFHAFYQLLR.G 200 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013102.01310 2 4.1362 0.4105 2489.67 2490.9 1 45.833336 3 R.AVPLEAVTGLSVTSGGDQLVVLHAR.G 910 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.015390.01539 2 4.8881 0.4515 2496.49 2495.9 1 54.545456 6 R.ILAAILHLGNIEFVETEEGGLQK.E 275 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011621.01162 2 2.8702 0.3736 1307.85 1309.5 1 83.33333 3 R.NFHAFYQLLR.G 200 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011508.01150 1 3.2867 0.3402 1514.73 1512.8 1 70.83333 1 R.HQVAYLGLLENVR.V 620 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008486.00848 2 5.0428 0.4309 1754.51 1752.9 1 68.75 3 R.VGELVGVLAAHCQGEGR.T 954 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011729.01172 1 3.1861 0.2249 1376.99 1376.6 1 58.333332 1 K.NSMVALVENLASK.E 582 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010370.01037 2 3.1663 0.2025 1063.29 1063.2 1 92.85714 2 R.LFEWVVNR.I 363 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.007433.0074 1 1.9927 0.0833 1175.68 1175.3 1 68.75 2 K.QLHELHLER.N 215 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009911.00991 2 5.2536 0.4569 2236.27 2236.5 1 61.904762 3 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007526.00752 2 3.2283 0.2358 1396.15 1394.5 1 76.92308 2 R.DTCIVISGESGAGK.T 95 2
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010076.01007 3 5.2171 0.4507 2236.04 2236.5 1 41.666664 2 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011480.01148 2 3.4803 0.3143 1512.93 1512.8 1 75 2 R.HQVAYLGLLENVR.V 620 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006945.0069 2 2.7658 0.2223 1638.33 1637.8 6 46.666668 1 R.SRDTCIVISGESGAGK.T 93 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_PK_105.007956.0079 2 2.8784 0.1907 1382.49 1383.4 4 62.5 1 L.DEACSSAGTITDR.I 469 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.013798.01379 2 3.192 0.1769 1357.99 1357.7 3 80 1 K.LQQLFIQLILK.Q 419 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009375.0093 3 3.9426 0.2193 1486.97 1486.7 1 55 2 K.NRDFLFQDFKR.L 535 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008828.0088 2 4.9141 0.4948 1755.41 1752.9 1 75 1 R.VGELVGVLAAHCQGEGR.T 954 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010341.01034 2 4.7657 0.522 2044.29 2045.2 1 66.66667 1 R.DYLSSATDNPTASSLFAQR.L 838 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014738.01473 2 6.2352 0.507 2291.63 2292.6 1 61.904762 8 K.EGLAVAEEALVDHVAELTATPR.D 298 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008672.0086 3 3.3311 0.3101 2105.45 2106.4 2 30.882353 1 R.ELYERPPHLYAVANAAYK.A 70 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009656.00965 2 4.7108 0.4146 1637.89 1635.8 1 82.14286 4 R.DKDGFGAVLFSSHVR.K 862 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013056.0130 2 4.2604 0.4798 2490.45 2490.9 1 41.666664 3 R.AVPLEAVTGLSVTSGGDQLVVLHAR.G 910 2 *
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156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.019086.0190 2 4.1677 0.479 2882.63 2882.3 1 43.47826 4 R.DLVWPLPPAVLQPFQDTCHALFCR.W 771 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2272.227 2 4.3041 0.3051 1753.9 1752.9 1 59.375 2 R.VGELVGVLAAHCQGEGR.T 954 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_105.009328.009328 2 3.1736 0.306 1002.39 1001.1 2 83.33333 2 H.GLQGDVAFGH.S 679 0 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010438.0104 2 2.4126 0.0808 1105.81 1104.3 1 88.88889 2 K.RPLTAGTLFK.N 572 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_108.013813.013813.2 2 4.4087 0.3966 2490.93 2490.9 1 43.75 1 R.AVPLEAVTGLSVTSGGDQLVVLHAR.G 910 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_110.010540.010540.3 3 3.7382 0.2977 2109.23 2106.4 1 36.764706 1 R.ELYERPPHLYAVANAAYK.A 70 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.011697.0116 3 3.3664 0.3286 2688.02 2689 1 28.125 1 R.SRPPLDNRVGELVGVLAAHCQGEGR.T 946 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.009140.0091 1 1.966 0.2475 1050.58 1051.2 6 64.28571 1 R.HHLHYTSR.Q 493 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_111.016409.016409.2 2 3.9145 0.2324 2498.61 2495.9 1 47.727272 9 R.ILAAILHLGNIEFVETEEGGLQK.E 275 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_PHA_lymphocytes_PK_106.014060.014060 2 4.0919 0.3297 1932.35 1931.2 1 65.625 2 S.VNPYQELPLYGPEAIAR.Y 49 1 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015186.0151 2 3.9738 0.3819 2495.81 2495.9 1 40.909092 2 R.ILAAILHLGNIEFVETEEGGLQK.E 275 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_106.013234.013234.2 2 3.0784 0.2982 1950.29 1950.1 1 50 2 R.GILAVLDEACSSAGTITDR.I 463 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.015092.0150 2 3.4426 0.1666 1263.37 1263.7 5 80 6 R.LIPIIVLLLQK.A 709 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_103.013325.013325.2 2 2.7466 0.0884 1376.41 1376.6 9 62.5 1 K.NSMVALVENLASK.E 582 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.011630.0116 2 2.5401 0.348 1309.61 1309.5 1 83.33333 1 R.NFHAFYQLLR.G 200 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_110.010932.010932.2 2 2.2744 0.1186 1486.19 1486.7 3 65 1 K.NRDFLFQDFKR.L 535 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_107.015713.015713.2 2 2.907 0.195 2165.65 2168.5 1 47.22222 1 K.NSMVALVENLASKEPFYVR.C 582 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_109.020461.020461.2 2 4.7016 0.4578 2882.03 2882.3 1 47.826088 4 R.DLVWPLPPAVLQPFQDTCHALFCR.W 771 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_111.011804.011804.2 2 3.7845 0.3256 1382.91 1381.6 1 80 5 R.IFLQTLDTHHR.H 482 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_104.015502.015502.3 3 3.6777 0.2819 2293.46 2292.6 2 30.952381 1 K.EGLAVAEEALVDHVAELTATPR.D 298 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_108.011515.011515.3 3 3.4329 0.2505 2237.27 2236.5 1 33.333336 1 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_108.010916.010916.2 2 4.5701 0.4027 2234.73 2236.5 1 52.380955 2 K.AAVSALLEQHGLQGDVAFGHSK.L 669 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008410.0084 2 3.4244 0.3097 2065.21 2066.3 1 62.5 1 R.RLISVEPRPEQPEPDFR.C 989 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_112.015952.015952.2 2 3.3324 0.1983 1263.37 1263.7 1 85 4 R.LIPIIVLLLQK.A 709 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2686.268 2 6.6431 0.5143 2045.62 2045.2 1 75 2 R.DYLSSATDNPTASSLFAQR.L 838 2 *
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NP_149043.1| gi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 50 200 45.9 1018 116440 8.8 HsSD-NE_NT_lymphocytes_Ti_105.016570.016570.2 2 6.2644 0.4944 2293.73 2292.6 1 57.14286 9 K.EGLAVAEEALVDHVAELTATPR.D 298 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsSD-NE_PHA_lymphocytes_Ti_110.008396.008396 2 4.8967 0.2678 1728.71 1728 1 79.16667 3 R.RKEQEHMINWVEK.H 209 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsSD-NE_PHA_lymphocytes_Ti_108.008432.008432 3 3.8173 0.218 1730.06 1728 4 52.083332 1 R.RKEQEHMINWVEK.H 209 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.011712.011712 2 2.0922 0.1092 1396.65 1395.6 3 63.636364 1 R.NNIAMALEVTYR.E 172 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsSD-NE_PHA_lymphocytes_PK_110.000050.000050 2 2.7815 0.2232 1645.83 1645.9 3 66.66667 2 K.VRYGLIPEEFFQF.L 54 1 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008628.0086 2 2.3853 0.2602 1077.81 1078.2 1 92.85714 1 R.HYLFDVQR.N 164 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010239.01023 2 2.6228 0.2188 1234.19 1234.4 2 87.5 1 K.RHYLFDVQR.N 163 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.019880.01988 2 3.5003 0.3174 1891.45 1892.2 1 64.28571 2 R.YGLIPEEFFQFLYPK.T 56 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1822.182 2 4.9004 0.423 1926.61 1927.2 1 62.5 2 K.HVVQSISTQQEKETIAK.C 222 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsSD-NE_NT_lymphocytes_Ti_103.020746.020746.2 2 3.9919 0.4022 1893.89 1892.2 1 60.714287 9 R.YGLIPEEFFQFLYPK.T 56 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.010412.0104 2 2.7958 0.2759 1234.33 1234.4 3 87.5 2 K.RHYLFDVQR.N 163 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2234.22 2 2.9992 0.2487 1078.01 1078.2 1 92.85714 1 R.HYLFDVQR.N 164 2 *
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NP_001679.2| gi|21361565|ref|NP_001679.2| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 8 26 26.6 256 28909 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010242.0102 2 3.3754 0.1378 1727.07 1728 1 79.16667 1 R.RKEQEHMINWVEK.H 209 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_PHA_lymphocytes_Ti_112.010692.010692 3 5.352 0.2276 3011.18 3010.4 1 33 2 K.ETLLHLEPPKTHVTHHPISDHEATLR.C 198 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_PHA_lymphocytes_Ti_112.010752.010752 2 3.4284 0.3968 3010.07 3010.4 1 36 1 K.ETLLHLEPPKTHVTHHPISDHEATLR.C 198 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.011776.011776 2 3.1862 0.1523 1646.33 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010170.01017 2 3.395 0.3032 2036.17 2037.2 1 53.125 1 R.YTCHVQHEGLPEPVTLR.W 278 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010622.0106 2 4.3178 0.1498 1646.27 1646.8 1 80.769226 17 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_PK_106.009266.0092 2 3.2675 0.1815 1144.25 1143.2 1 93.75 2 G.YVDDTQFVR.F 48 1
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_PK_112.011600.0116 2 4.6976 0.4236 1864.69 1865 1 65.625 6 Q.DTELVETRPAGDGTFQK.W 248 1
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013310.0133 2 3.4133 0.2272 1638.11 1635.8 4 57.14286 4 R.SWTAVDTAAQISEQK.S 153 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008252.0082 2 3.364 0.244 1428.29 1428.6 9 66.66667 1 K.WAAVVVPSGEEQR.Y 265 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_PK_105.010206.0102 2 3.0324 0.2176 1201.81 1200.3 1 88.88889 5 V.GYVDDTQFVR.F 47 1
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010310.01031 2 4.4791 0.1832 1645.93 1646.8 1 92.30769 20 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007520.0075 2 4.58 0.3948 1592.17 1591.6 1 78.57143 2 K.AEWSDSAQGSESHSL.- 344 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.009054.0090 2 4.2968 0.4026 1668.27 1666.8 1 71.42857 1 W.AAVVVPSGEEQRYTC.H 266 0
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_PK_110.011550.011 2 3.0433 0.1679 1648.65 1646.8 1 65.38461 1 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.008802.0088 2 2.8071 0.1994 1525.17 1524.6 1 58.333332 1 A.VVVPSGEEQRYTC.H 268 0
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_PHA_lymphocytes_PK_105.009665.009665 2 2.5502 0.1837 1200.29 1200.3 4 72.22222 1 V.GYVDDTQFVR.F 47 1
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010340.0103 2 4.8174 0.431 2036.71 2037.2 1 65.625 2 R.YTCHVQHEGLPEPVTLR.W 278 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_PHA_lymphocytes_PK_105.012820.012820 1 2.1802 0.1528 1347.48 1347.5 5 60.000004 2 V.GYVDDTQFVRF.D 47 0
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2790.279 2 3.244 0.1812 1646.3 1646.8 1 57.692307 1 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_NT_lymphocytes_Ti_104.011918.011918.2 2 4.7567 0.1425 1647.81 1646.8 1 88.46153 7 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_NT_lymphocytes_Ti_111.010843.010843.2 2 2.2705 0.2308 1309.03 1307.5 2 65 1 K.YFHTSVSRPGR.G 28 2 *
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_NT_lymphocytes_PK_105.011360.011360. 2 3.3221 0.1568 1647.55 1646.8 3 57.692307 1 R.FISVGYVDDTQFVR.F 43 2
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NP_005507.3| gi|62912479|ref|NP_005507.3| "major histocompatibility complex, class I, E precursor [Homo sapie 14 81 36 358 40058 5.8 HsSD-NE_NT_lymphocytes_Ti_102.008200.008200.2 2 3.2172 0.2531 1591.67 1591.6 1 67.85714 1 K.AEWSDSAQGSESHSL.- 344 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.005907.005907 2 2.9139 0.3255 1300.29 1297.4 1 63.636364 2 K.GSYVSIHSSGFR.D 36 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_108.013853.013853 1 3.0036 0.194 1244.09 1244.5 1 77.77778 1 R.DFLLKPELLR.A 48 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_113.012401.01240 1 2.1507 0.1728 1406.34 1405.6 7 50 1 N.CPHVVVGTPGRIL.A 164 0 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.013924.013924 3 6.5801 0.4129 3654.62 3654 1 33.064518 2 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 58 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.009803.009803 3 3.2576 0.1274 1466.6 1463.7 2 47.727272 1 K.LTLHGLQQYYVK.L 256 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.010511.010511 1 2.5618 0.1789 1464.5 1463.7 1 59.090908 1 K.LTLHGLQQYYVK.L 256 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_112.011935.011935 1 2.3646 0.4149 1518.92 1519.8 1 65.38461 2 K.NCPHVVVGTPGRIL.A 163 1 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_111.013007.013007 2 3.8634 0.349 1620.87 1621.9 1 76.92308 3 Q.LLVEQNFPAIAIHR.G 305 1
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_112.011942.011942 2 3.7038 0.3826 1521.91 1519.8 1 80.769226 1 K.NCPHVVVGTPGRIL.A 163 1 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.018439.018439 3 3.5817 0.1874 3537.35 3536.9 1 25.862068 1 K.ILNDVQDRFEVNVAELPEEIDISTYIEQSR.- 398 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.012764.0127 3 6.4678 0.3742 3656.24 3654 1 34.677418 7 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 58 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010467.01046 2 2.8505 0.1154 2327.89 2329.5 4 41.666664 1 R.VNIVFNYDMPEDSDTYLHR.V 355 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013138.01313 2 3.777 0.4521 2296.77 2296.7 1 50 3 R.CMALAQLLVEQNFPAIAIHR.G 299 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008961.00896 2 3.8465 0.3491 1480.43 1480.6 1 80.769226 1 K.GLAITFVSDENDAK.I 384 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010112.01011 2 3.6333 0.2862 1106.53 1104.3 1 94.44444 4 R.ILVATNLFGR.G 339 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010754.01075 2 2.9194 0.1952 1463.21 1463.7 1 63.636364 2 K.LTLHGLQQYYVK.L 256 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012953.01295 3 4.1393 0.2534 3651.92 3654 1 25.80645 3 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 58 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009578.0095 2 2.8574 0.2627 1480.01 1480.6 2 57.692307 1 K.GLAITFVSDENDAK.I 384 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.013563.01356 3 6.1379 0.4154 2299.31 2296.7 1 47.368423 7 R.CMALAQLLVEQNFPAIAIHR.G 299 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010307.010307.2 2 4.6105 0.4257 1483.29 1480.6 1 84.61539 3 K.GLAITFVSDENDAK.I 384 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_106.009251.00925 2 4.4549 0.3765 1856.45 1854.9 1 70 2 R.AIVDCGFEHPSEVQHE.C 58 1
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.011202.0112 2 3.5256 0.4377 1261.59 1260.5 1 85 4 R.RILVATNLFGR.G 338 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2660.266 2 3.9232 0.3596 1260.64 1260.5 1 85 1 R.RILVATNLFGR.G 338 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_111.012355.012355.1 1 2.1404 0.3737 1462.69 1463.7 1 63.636364 2 K.LTLHGLQQYYVK.L 256 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3009.30 2 3.4726 0.3462 1260.33 1260.5 1 70 1 R.RILVATNLFGR.G 338 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_114.013766.013766.2 2 3.6518 0.4003 2296.67 2296.7 1 47.368423 1 R.CMALAQLLVEQNFPAIAIHR.G 299 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013421.0134 3 5.7172 0.4644 2295.74 2296.7 1 48.684208 2 R.CMALAQLLVEQNFPAIAIHR.G 299 2 *
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_PK_108.011624.011624. 2 2.7932 0.2491 1103.85 1104.3 1 83.33333 2 R.ILVATNLFGR.G 339 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_106.012777.012777.3 3 4.794 0.3583 3654.41 3654 1 32.258064 1 R.AIVDCGFEHPSEVQHECIPQAILGMDVLCQAK.S 58 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_112.012510.012510.2 2 3.7752 0.3111 1261.45 1260.5 1 90 2 R.RILVATNLFGR.G 338 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_PHA_lymphocytes_PK_105.010425.010425 2 2.5588 0.3194 1902.33 1904 1 64.28571 1 A.FNYDMPEDSDTYLHR.V 359 1
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsSD-NE_NT_lymphocytes_Ti_103.011150.011150.2 2 2.6864 0.2063 1105.37 1104.3 1 88.88889 1 R.ILVATNLFGR.G 339 2
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NP_005795.2| gi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 39 [Homo sapiens] 19 69 40.7 427 49130 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2714.271 2 3.726 0.2478 1104.35 1104.3 1 94.44444 2 R.ILVATNLFGR.G 339 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_Ti_114.009652.009652 2 2.3211 0.1296 1320.35 1320.5 2 65 1 R.ATGQRPHHFLR.R 123 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_109.015447.015447 1 2.8514 0.264 1569.91 1569.8 5 42.307693 1 Q.AAPSFSNSFPQIFR.D 285 1
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_108.020345.020345 2 3.2749 0.1579 1702.59 1700 2 61.538464 1 T.KWLQDVFNVPLVIQ.M 181 0
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_109.015414.015414 2 3.6454 0.2209 1570.89 1569.8 1 69.230774 2 Q.AAPSFSNSFPQIFR.D 285 1
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012596.01259 2 3.3739 0.2566 1802.99 1802.1 1 53.333336 1 K.ALIEVLQPLIAEHQAR.R 433 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010468.0104 2 3.4096 0.2368 1417.15 1417.5 1 79.16667 2 K.GIFGFTDSDCIGK.I 265 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009624.0096 1 3.0073 0.2725 1267.45 1266.4 1 70 1 K.DIIACGFDINK.T 221 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_105.012212.012212 2 4.3114 0.3757 1670.57 1668.8 1 83.33333 2 T.FFLEDDDKLEQIR.K 405 1
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011771.0117 3 4.4491 0.2714 1929.86 1930.3 9 39.0625 1 K.KALIEVLQPLIAEHQAR.R 432 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_105.012668.012668 2 3.0849 0.1831 1770.49 1769.9 1 65.38461 1 L.TFFLEDDDKLEQIR.K 404 1
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_NT_lymphocytes_Ti_102.010572.010572.1 1 2.3603 0.088 1266.79 1266.4 3 65 2 K.DIIACGFDINK.T 221 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_NT_lymphocytes_Ti_107.016902.016902.3 3 4.4672 0.3618 2325.71 2326.7 1 43.75 2 K.ISFPAIQAAPSFSNSFPQIFR.D 278 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_NT_lymphocytes_Ti_115.012111.012111.3 3 5.5202 0.4606 2486.66 2486.9 1 38.636364 2 R.IGYPKPALLHSTFFPALQGAQTK.M 327 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011793.0117 2 3.1145 0.2443 1929.95 1930.3 1 53.125 1 K.KALIEVLQPLIAEHQAR.R 432 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_PHA_lymphocytes_PK_106.011100.011100 2 3.037 0.1515 1898.37 1898.1 2 57.14286 2 L.TFFLEDDDKLEQIRK.D 404 1
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_NT_lymphocytes_Ti_107.016889.016889.2 2 4.5654 0.4128 2324.13 2326.7 1 57.5 5 K.ISFPAIQAAPSFSNSFPQIFR.D 278 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012290.0122 2 4.7718 0.4056 2070.49 2069.4 1 58.333332 3 R.GPSSEAMHVGHLIPFIFTK.W 163 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016520.0165 2 3.2151 0.1813 2326.69 2326.7 3 35 2 K.ISFPAIQAAPSFSNSFPQIFR.D 278 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3207.32 2 3.5212 0.2708 1801.54 1802.1 5 50 2 K.ALIEVLQPLIAEHQAR.R 433 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsSD-NE_NT_lymphocytes_Ti_104.018608.018608.2 2 5.1248 0.413 2292.03 2291.6 1 63.88889 6 K.WLQDVFNVPLVIQMTDDEK.Y 182 2
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NP_776049.1| gi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase isoform a [Homo sapiens] 17 42 31.6 471 53165 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3424.342 2 4.2394 0.2911 1802.63 1802.1 1 66.66667 2 K.ALIEVLQPLIAEHQAR.R 433 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_103.010556.010556 2 2.8297 0.3114 1427.55 1427.6 4 58.333332 2 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_108.012020.012020 3 6.5724 0.5017 3819.11 3821.3 1 25 18 K.GDFFPPERPQQLPHGLGGIGMGLGPGGQPIDANHLNK.G 286 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.009725.009725 3 3.9882 0.4929 2033.42 2036.2 1 34.090908 2 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_PK_111.012555.012555 2 3.3821 0.3669 1838.15 1836.1 1 56.666668 2 K.GDFFPPERPQQLPHGL.G 286 1
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.009609.009609 2 5.2481 0.5357 2034.81 2036.2 1 50 8 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_111.010442.010442 2 3.974 0.2509 1764.67 1764 1 64.28571 1 K.RGGNRFEPYANPTKR.Y 56 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_Ti_102.002087.002087 2 3.7191 0.1906 1756.11 1754 1 60.000004 20 K.VGEVTYVELLMDAEGK.S 95 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_PK_112.013850.013850 2 3.5239 0.3527 2250.99 2251.6 2 42.5 2 K.GDFFPPERPQQLPHGLGGIGM.G 286 1
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_PK_111.010256.0102 2 2.5589 0.277 1006.87 1007.1 1 63.636364 1 F.GGAGGHAPGVAR.K 639 1
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.009843.0098 2 3.1423 0.3626 1611.89 1614.9 1 75 2 R.MGPLGLDHMASSIER.M 457 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014520.0145 2 3.3558 0.2558 1755.79 1754 3 53.333336 3 K.VGEVTYVELLMDAEGK.S 95 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010593.01059 2 5.3865 0.5772 2035.01 2036.2 1 54.545456 6 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.006970.0069 1 2.1951 0.1712 1102.47 1102.3 1 70 1 R.MGAGLGHGMDR.V 419 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.013604.01360 2 4.6638 0.4906 2178.57 2179.6 1 50 4 K.GIGMGNIGPAGMGMEGIGFGINK.M 323 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.009710.00971 3 3.3521 0.3409 1615.19 1614.9 1 51.785713 1 R.MGPLGLDHMASSIER.M 457 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009938.00993 2 3.2191 0.3163 1427.89 1427.6 1 70.83333 2 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007029.0070 2 2.2873 0.1037 1870.39 1869 1 52.63158 2 K.MEEESGAPGVPSGNGAPGPK.G 18 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009850.0098 2 3.6565 0.4087 1427.77 1427.6 1 75 3 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009526.00952 1 2.8189 0.2067 1429.04 1427.6 2 58.333332 2 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013953.01395 2 4.3915 0.4033 1755.55 1754 1 63.333332 6 K.VGEVTYVELLMDAEGK.S 95 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009746.00974 2 5.1162 0.4557 1614.49 1614.9 1 85.71429 4 R.MGPLGLDHMASSIER.M 457 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.006836.00683 2 2.9062 0.1716 1869.29 1869 1 47.368423 2 K.MEEESGAPGVPSGNGAPGPK.G 18 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_104.011012.011012.1 1 2.5669 0.308 1426.8 1427.6 1 58.333332 1 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_103.010794.010794.2 2 3.9956 0.4348 1425.83 1427.6 1 70.83333 8 R.LGSTVFVANLDYK.V 202 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_102.012558.012558.2 2 3.7795 0.2405 1265.35 1265.5 1 85 3 R.AFITNIPFDVK.W 73 2
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161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_103.007871.007871.2 2 3.1119 0.3225 1868.57 1869 1 47.368423 1 K.MEEESGAPGVPSGNGAPGPK.G 18 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_110.010650.010650.2 2 4.9244 0.5168 2035.01 2036.2 1 50 5 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_104.009825.009825.2 2 3.7563 0.3289 1384.13 1384.6 1 78.57143 4 R.MGLAMGGGGGASFDR.A 607 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_PK_106.008999.008999 1 1.8947 0.174 910.31 910.02 2 71.42857 1 R.GCAVVEFK.M 113 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.009549.0095 2 3.984 0.2621 1763.45 1764 1 67.85714 2 K.RGGNRFEPYANPTKR.Y 56 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_104.011016.011016.2 2 3.2617 0.3555 1193.99 1194.4 1 90 2 K.EVFSMAGVVVR.A 222 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_108.017032.017032.2 2 3.8252 0.2473 1756.09 1754 1 60.000004 7 K.VGEVTYVELLMDAEGK.S 95 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010700.0107 2 5.1657 0.574 2034.79 2036.2 1 50 8 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2513.251 2 4.7322 0.491 2035.16 2036.2 1 43.18182 1 R.GNFGGSFAGSFGGAGGHAPGVAR.K 628 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_NT_lymphocytes_Ti_104.009527.009527.1 1 3.0975 0.3675 1384.59 1384.6 2 50 3 R.MGLAMGGGGGASFDR.A 607 2
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NP_005959.2| gi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2heterogeneous nuclear ribonucleoprotein M isoform a [Homo sapie 21 141 32.5 730 77516 8.7 HsSD-NE_PHA_lymphocytes_PK_105.001908.001908 2 2.9789 0.18 1831.35 1832.2 7 41.666664 1 R.MGANSLERMGPAMGPALGA.G 584 1
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsSD-NE_PHA_lymphocytes_PK_107.013608.013608 2 4.7129 0.328 2323.73 2324.6 1 63.15789 2 A.SFRELEQPLEHPVTGEPATW.M 197 0 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010058.01005 1 3.1857 0.2557 1134.84 1133.3 1 77.77778 1 R.LGELGLVEFR.D 29 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_PK_114.012178.0121 2 3.701 0.3084 1518.29 1518.6 1 70.83333 2 Q.SQELQEVLGETER.F 264 1
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.015908.01590 3 4.158 0.3635 3716.24 3717.2 1 22.580645 1 R.ELEQPLEHPVTGEPATWMTFLISYWGEQIGQK.I 200 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.015062.0150 3 3.4565 0.1943 2627.03 2626.9 6 26.136362 1 R.LGALQQLQQQSQELQEVLGETER.F 254 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.015122.0151 2 4.3925 0.4056 2626.09 2626.9 1 47.727272 2 R.LGALQQLQQQSQELQEVLGETER.F 254 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.017660.0176 2 4.1534 0.2474 2428.53 2426.7 1 50 2 R.SEEVALVQLFLPTAAAYTCVSR.L 7 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008338.0083 2 5.1369 0.3865 1906.45 1906.2 1 61.764706 4 R.VNFVAGAVEPHKAPALER.L 167 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010414.0104 2 2.8688 0.234 1368.21 1365.5 1 85 1 K.CLIAEAWCSVR.D 317 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009940.00994 2 2.7141 0.1347 1602.09 1600.8 3 53.571426 2 R.TPLLQAPGGPHQDLR.V 152 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009892.00989 2 2.8675 0.2408 1365.35 1365.5 1 85 3 K.CLIAEAWCSVR.D 317 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011462.01146 2 2.8066 0.3727 2563.81 2563.8 1 50 1 R.KITDCFHCHVFPFLQQEEAR.L 234 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017264.01726 2 4.4363 0.3643 2427.39 2426.7 1 52.380955 4 R.SEEVALVQLFLPTAAAYTCVSR.L 7 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.013034.0130 2 2.3851 0.1559 1691.33 1688.9 1 50 1 R.FTASFQGIVDAYGVGR.Y 367 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.011022.0110 2 2.821 0.4256 2433.87 2435.6 2 44.444447 1 K.ITDCFHCHVFPFLQQEEAR.L 235 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010481.01048 2 3.1988 0.2699 1599.65 1598.9 1 69.230774 4 R.AQLHQLQLHAAVLR.Q 120 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007833.0078 2 3.6072 0.2791 1600.15 1600.8 1 64.28571 3 R.TPLLQAPGGPHQDLR.V 152 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008256.0082 2 3.066 0.3409 1210.77 1208.3 1 85 1 R.DLNASVSAFQR.R 39 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3888.389 2 5.7938 0.3308 2626.86 2626.9 1 54.545456 1 R.LGALQQLQQQSQELQEVLGETER.F 254 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010659.0106 2 3.5958 0.3583 1600.81 1598.9 1 73.07692 3 R.AQLHQLQLHAAVLR.Q 120 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.009284.0092 2 2.7216 0.1981 961.37 961.16 7 87.5 2 K.GRLPAPPPR.D 84 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3823.38 2 5.2405 0.4463 2625.57 2626.9 1 50 2 R.LGALQQLQQQSQELQEVLGETER.F 254 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsSD-NE_NT_lymphocytes_Ti_105.016597.016597.2 2 4.919 0.3423 2627.93 2626.9 1 50 2 R.LGALQQLQQQSQELQEVLGETER.F 254 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2420.242 2 4.7034 0.3879 1906.51 1906.2 1 61.764706 2 R.VNFVAGAVEPHKAPALER.L 167 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.011589.0115 3 4.1043 0.209 2564.33 2563.8 1 42.105263 1 R.KITDCFHCHVFPFLQQEEAR.L 234 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008396.0083 3 4.213 0.3111 1907.27 1906.2 1 45.588234 2 R.VNFVAGAVEPHKAPALER.L 167 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011639.0116 2 4.9678 0.3039 2565.49 2563.8 1 52.63158 3 R.KITDCFHCHVFPFLQQEEAR.L 234 2
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsSD-NE_NT_lymphocytes_Ti_107.018201.018201.2 2 3.4327 0.1127 2428.93 2426.7 1 47.61905 1 R.SEEVALVQLFLPTAAAYTCVSR.L 7 2 *
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NP_006010.2| gi|19924145|ref|NP_006010.2| "T-cell, immune regulator 1 isoform a [Homo sapiens] " 18 56 24.6 830 92968 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2685.26 2 3.4779 0.3388 1598.5 1600.8 1 57.14286 1 R.TPLLQAPGGPHQDLR.V 152 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_114.008759.008759 1 2.3089 0.2373 1393.9 1394.5 1 54.166668 1 R.HGHHGPGAQCAHK.A 31 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.010274.010274 2 4.6019 0.4228 1755.45 1754.9 1 80.769226 3 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_112.008956.008956 3 3.4308 0.1801 1394.33 1394.5 9 43.75 1 R.HGHHGPGAQCAHK.A 31 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.010256.010256 3 4.842 0.4244 1755.53 1754.9 1 51.923077 5 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_113.013156.013156 2 5.0316 0.4668 2497.19 2494.7 1 57.894737 3 R.STHHLASHGFYEFLNWFDER.A 110 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_112.008839.008839 2 2.0839 0.0835 1391.81 1394.5 2 54.166668 1 R.HGHHGPGAQCAHK.A 31 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_PHA_lymphocytes_Ti_114.013184.013184 3 5.8148 0.4242 2495.78 2494.7 1 47.368423 5 R.STHHLASHGFYEFLNWFDER.A 110 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010154.01015 3 4.4662 0.3292 1755.26 1754.9 1 53.846157 2 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009812.0098 2 5.2501 0.4667 1756.21 1754.9 1 92.30769 3 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.019151.01915 2 3.333 0.2355 1858.09 1859.1 3 57.692307 2 R.NILDDFREAYFWLR.Q 579 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010005.01000 2 3.5584 0.2955 1351.23 1351.5 1 85 2 R.FYSLWDTGYAK.I 384 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.006678.0066 2 2.84 0.2232 1882.19 1882 1 62.5 2 K.HATEQEKTEEGLGPNIK.S 520 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009962.00996 2 5.0107 0.4606 1754.41 1754.9 1 92.30769 5 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009350.0093 3 4.69 0.3991 1755.62 1754.9 1 51.923077 4 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009813.0098 2 3.8155 0.2524 1143.35 1143.3 1 93.75 2 R.FGEMQLDFR.T 725 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.014903.01490 2 2.317 0.0852 2620.67 2621 2 32.608696 1 R.ELWNQGAGLLAACFIAIVPGYISR.S 191 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_PK_113.011096.0110 1 1.9551 0.2576 1334.93 1333.5 3 46.666668 1 K.AAGGAAPPKPAPAGLS.G 44 1 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_PK_111.010402.0104 1 2.1353 0.2894 1076.48 1076.2 1 70.83333 1 K.AAGGAAPPKPAPA.G 44 1 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.012554.01255 2 3.8499 0.3269 1865.55 1865.1 1 58.823532 2 K.SSLNSSPWSGLMALGNSR.H 13 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015388.01538 2 3.5805 0.1369 2001.55 2001.2 3 53.571426 2 R.FESIIHEFDPWFNYR.S 95 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.014860.0148 2 2.8724 0.1402 1858.81 1859.1 3 57.692307 3 R.NILDDFREAYFWLR.Q 579 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4682.46 2 3.1292 0.1565 1859.47 1859.1 1 61.538464 3 R.NILDDFREAYFWLR.Q 579 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_NT_lymphocytes_Ti_104.011025.011025.2 2 3.6986 0.3131 1143.19 1143.3 1 93.75 2 R.FGEMQLDFR.T 725 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3540.354 2 2.8462 0.2128 1860.1 1859.1 2 53.846157 1 R.NILDDFREAYFWLR.Q 579 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011457.0114 3 3.8741 0.2516 2030.39 2030.3 1 41.666664 2 K.FKHLEEAFTSEHWLVR.I 753 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_NT_lymphocytes_Ti_109.011311.011311.2 2 4.7723 0.4155 1755.59 1754.9 1 88.46153 3 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_NT_lymphocytes_Ti_112.015683.015683.2 2 3.2316 0.2576 1858.51 1859.1 1 61.538464 1 R.NILDDFREAYFWLR.Q 579 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.016449.0164 2 3.36 0.3579 2547.49 2546.9 1 38.636364 1 R.DVCVFLAPTFSGLTSISTFLLTR.E 168 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_NT_lymphocytes_Ti_112.012744.012744.2 2 3.7028 0.3322 2029.37 2030.3 1 73.333336 1 K.FKHLEEAFTSEHWLVR.I 753 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsSD-NE_NT_lymphocytes_Ti_110.011581.011581.3 3 4.1545 0.2209 1755.14 1754.9 1 55.76923 3 K.HLEEAFTSEHWLVR.I 755 2 *
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NP_849193.1| gi|30578410|ref|NP_849193.1| source of immunodominant MHC-associated peptides [Homo sapie 19 69 23.7 826 93674 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1872.187 2 4.132 0.3791 1882.31 1882 1 65.625 1 K.HATEQEKTEEGLGPNIK.S 520 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_110.014115.014115 2 4.0754 0.4267 2252.29 2252.6 1 55.263157 1 R.KVQHQDALQISDVVMASLLR.M 594 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_107.015409.015409 2 4.5948 0.2985 2016.51 2015.2 1 65.625 4 L.ATCCEDDIVPHVLPFIK.E 356 1 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_115.015302.015302 3 3.3475 0.1711 2292.95 2290.7 1 29.761904 2 R.SVKPQILSVFGDIALAIGGEFK.K 708 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_114.014870.014870 3 5.6181 0.3928 2417.96 2418.9 1 42.045452 8 R.SVKPQILSVFGDIALAIGGEFKK.Y 708 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.008930.008930 3 3.4033 0.2557 2001.02 2001.2 3 35.9375 2 R.LQQVLQMESHIQSTSDR.I 558 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_107.018655.018655 1 2.4456 0.2406 1323.63 1323.6 1 59.090908 1 Y.MEAFKPFLGIGL.K 647 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.010774.010774 2 2.4063 0.2121 2092.57 2093.3 1 50 1 R.HFIMQVVCEATQCPDTR.V 216 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_113.014816.014816 2 4.8642 0.4133 2421.25 2418.9 1 56.81818 1 R.SVKPQILSVFGDIALAIGGEFKK.Y 708 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.005355.005355 2 3.4838 0.1617 1558.47 1557.7 6 65.38461 2 K.TVSPDRLELEAAQK.F 10 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_107.018975.018975 3 4.2475 0.3248 3764.18 3763.2 1 22.580645 1 K.YLEVVLNTLQQASQAQVDKSDYDMVDYLNELR.E 731 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_110.010092.010092 2 5.0448 0.3676 2134.37 2133.4 1 75 2 Q.GLKGDQENVHPDVMLVQPR.V 775 1 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_108.018534.018534 2 3.6347 0.3203 1325.91 1323.6 1 77.27273 1 Y.MEAFKPFLGIGL.K 647 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_111.014876.014876 1 2.3274 0.1567 1319.84 1320.6 6 54.545456 1 M.EAFKPFLGIGLK.N 648 1 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.008904.008904 2 5.1903 0.4555 2000.03 2001.2 1 78.125 5 R.LQQVLQMESHIQSTSDR.I 558 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_109.001983.00198 3 4.0497 0.1902 3484.82 3483 1 26.666668 1 R.ICELLPEAAINDVYLAPLLQCLIEGLSAEPR.V 435 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013454.01345 2 3.2936 0.2528 2278.47 2276.6 1 44.736843 1 K.KYLEVVLNTLQQASQAQVDK.S 730 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008697.00869 2 2.9009 0.2043 1297.67 1296.5 2 85 1 R.PMIHELLTEGR.R 841 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.015747.01574 2 3.7347 0.4147 2126.79 2124.5 1 50 1 K.VQHQDALQISDVVMASLLR.M 595 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011097.01109 2 3.2747 0.1867 1668.63 1668.9 1 57.14286 2 R.ESCLEAYTGIVQGLK.G 763 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.000186.00018 3 5.6737 0.3348 2246.99 2247.6 1 51.38889 3 R.IQFNDLQSLLCATLQNVLR.K 575 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.000242.0002 3 5.2914 0.2782 2247.65 2247.6 1 51.38889 5 R.IQFNDLQSLLCATLQNVLR.K 575 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.006963.00696 2 2.5852 0.2903 1877.61 1880 4 46.666668 2 K.LLETTDRPDGHQNNLR.S 510 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013810.0138 2 2.9797 0.1508 2567.45 2566.7 1 45.238094 2 K.ESTLEAIGYICQDIDPEQLQDK.S 148 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012957.01295 2 4.0696 0.3463 1616.65 1615 1 73.07692 1 K.YMEAFKPFLGIGLK.N 646 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013296.01329 2 3.1207 0.2217 2148.65 2148.4 1 50 1 K.YLEVVLNTLQQASQAQVDK.S 731 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.000221.0002 2 5.8391 0.3322 2250.25 2247.6 1 69.44444 4 R.IQFNDLQSLLCATLQNVLR.K 575 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014546.0145 2 3.3215 0.3966 1658.91 1659.9 1 71.42857 1 R.AAVENLPTFLVELSR.V 28 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015287.015287 2 2.8977 0.1525 1979.91 1978.1 8 46.666668 1 D.KSDYDMVDYLNELRES.C 749 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_110.016664.016664.3 3 3.3672 0.2163 2124.92 2124.5 1 37.5 1 K.VQHQDALQISDVVMASLLR.M 595 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_105.017175.017175.2 2 4.0691 0.3163 1759.37 1760.1 2 63.333332 2 K.GALQYLVPILTQTLTK.Q 317 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_110.016609.016609.2 2 4.8046 0.4731 2126.71 2124.5 1 66.66667 4 K.VQHQDALQISDVVMASLLR.M 595 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012786.0127 2 3.4498 0.3716 1615.83 1615 1 73.07692 1 K.YMEAFKPFLGIGLK.N 646 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015652.015652 2 3.6512 0.3763 2191.71 2192.4 1 47.058823 1 Q.VDKSDYDMVDYLNELRES.C 747 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_107.001406.001406.2 2 6.5476 0.3422 2247.05 2247.6 1 75 8 R.IQFNDLQSLLCATLQNVLR.K 575 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_103.013396.013396.2 2 5.412 0.3578 1607.89 1606.9 1 82.14286 3 K.LAATNALLNSLEFTK.A 192 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_104.015632.015632.2 2 4.356 0.3606 1659.05 1659.9 1 67.85714 3 R.AAVENLPTFLVELSR.V 28 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_107.001388.001388.3 3 5.4063 0.2843 2247.62 2247.6 1 47.22222 5 R.IQFNDLQSLLCATLQNVLR.K 575 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_106.013570.013570.2 2 3.1432 0.295 2148.33 2148.4 1 52.77778 1 K.YLEVVLNTLQQASQAQVDK.S 731 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_106.013977.013977 2 4.3658 0.4202 1977.45 1979.3 1 55.88235 7 F.GCILEGPEPSQLKPLVIQ.A 391 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_109.014479.014479.2 2 4.3573 0.3574 1613.61 1615 1 80.769226 6 K.YMEAFKPFLGIGLK.N 646 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_105.016155.016155 2 3.3225 0.2894 1898.23 1898 1 60.000004 2 Q.STSDRIQFNDLQSLLC.A 570 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_103.015020.015020.2 2 3.9575 0.3611 2569.65 2566.7 1 54.761906 3 K.ESTLEAIGYICQDIDPEQLQDK.S 148 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_PHA_lymphocytes_PK_105.009681.00968 2 4.1425 0.463 1970.67 1972 1 64.70589 2 S.FIDHIAGDEDHTDGVVAC.A 800 0 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_110.019780.019780.3 3 3.9869 0.2898 3761.06 3763.2 1 22.580645 1 K.YLEVVLNTLQQASQAQVDKSDYDMVDYLNELR.E 731 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3707.37 2 3.8787 0.3282 1660.62 1659.9 1 71.42857 2 R.AAVENLPTFLVELSR.V 28 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3838.383 2 4.3113 0.2898 1659.38 1659.9 1 75 2 R.AAVENLPTFLVELSR.V 28 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_107.003626.003626.3 3 4.3437 0.1192 3485.78 3483 4 24.166666 1 R.ICELLPEAAINDVYLAPLLQCLIEGLSAEPR.V 435 2 *
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NP_002256.2| gi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapiens] 34 115 41.8 876 97170 4.8 HsSD-NE_NT_lymphocytes_Ti_102.012586.012586.2 2 3.2879 0.2504 1668.21 1668.9 7 57.14286 2 R.ESCLEAYTGIVQGLK.G 763 2 *
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_108.017114.017114 3 4.5706 0.3132 2869.67 2869.2 1 36.458336 2 Q.SARPVILDPVDPTNNVSGDKICWQW.L 286 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_Ti_104.012903.012903 2 2.0853 0.0893 2003.51 2002.2 2 50 1 K.SSDLPGGEFSTCFTVLQR.N 512 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_112.017683.017683 3 4.7127 0.3504 3616.31 3617.1 1 26.5625 5 W.LTSPNLDNELPAPSWNVLPAPLFTTPGHLLDKF.I 319 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_Ti_111.015533.015533 2 2.5659 0.2371 2924.03 2924.3 4 27.083334 1 K.IKDLPSLSPYALELLTVYAWEQGCR.K 214 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_Ti_101.014872.014872 2 4.2422 0.328 1679.49 1678.9 1 73.07692 1 K.CFLEQIDSAVNIIR.T 361 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_112.016556.016556 3 5.8706 0.274 3470.18 3470 1 29.83871 2 W.LTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK.F 319 1
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.012718.0127 3 3.3602 0.158 3055.79 3055.5 1 28.703705 1 R.NILLHQLQSARPVILDPVDPTNNVSGDK.I 278 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014406.0144 2 4.3248 0.4146 1681.89 1678.9 1 88.46153 2 K.CFLEQIDSAVNIIR.T 361 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_106.007857.00785 3 3.2757 0.2398 2023.73 2023.2 4 39.473686 1 K.TRPVILDPAEPTGDVGGGDR.W 631 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.020156.0201 2 3.4951 0.3552 2682.61 2683 1 45.454548 5 K.DLPSLSPYALELLTVYAWEQGCR.K 216 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_PK_110.014498.014 2 2.5177 0.2276 2461.75 2460.7 8 31.818182 1 C.DVLQEPEQFPLVQGVAIGGSYGR.K 43 1
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_105.013832.01383 2 4.769 0.375 1680.75 1678.9 1 88.46153 4 K.CFLEQIDSAVNIIR.T 361 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_108.015479.01547 2 3.7304 0.2113 1613.87 1613.8 1 67.85714 1 R.GNSDGTLVLFFSDLK.Q 71 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_113.011750.01175 3 5.7873 0.3118 3058.31 3055.5 1 39.814816 2 R.NILLHQLQSARPVILDPVDPTNNVSGDK.I 278 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_113.013866.01386 3 4.0818 0.3349 4214.9 4213.8 1 20.27027 1 K.KEAQTWLTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK.F 313 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_107.020127.02012 2 3.9144 0.3618 2683.99 2683 1 43.18182 1 K.DLPSLSPYALELLTVYAWEQGCR.K 216 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_NT_lymphocytes_Ti_105.007814.00781 2 2.7338 0.3426 2022.45 2023.2 2 50 1 K.TRPVILDPAEPTGDVGGGDR.W 631 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.018423.0184 3 4.2541 0.3126 4087.7 4085.6 1 22.916668 3 K.EAQTWLTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK.F 314 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_105.015104.015104 2 2.966 0.1861 1526.97 1527.7 8 68.181816 1 N.YNFEDETIRNIL.L 269 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_114.014324.0143 2 2.7819 0.453 2923.11 2924.3 5 35.416664 1 K.IKDLPSLSPYALELLTVYAWEQGCR.K 214 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_112.013965.0139 3 5.5238 0.4372 4214.24 4213.8 1 22.972973 2 K.KEAQTWLTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK.F 313 2
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165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_NT_lymphocytes_Ti_107.015609.015609.2 2 3.153 0.2438 1613.79 1613.8 1 60.714287 1 R.GNSDGTLVLFFSDLK.Q 71 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_NT_lymphocytes_Ti_106.018111.018111.3 3 5.0592 0.3444 4088.42 4085.6 1 26.38889 2 K.EAQTWLTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK.F 314 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_106.014843.014843 2 3.3651 0.2987 1612.21 1614.8 1 66.66667 1 Y.NFEDETIRNILLH.Q 270 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015275.0152 2 4.4259 0.2916 1613.67 1613.8 1 78.57143 4 R.GNSDGTLVLFFSDLK.Q 71 2
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_NT_lymphocytes_PK_105.013922.013922. 2 3.8751 0.3338 2460.55 2460.7 1 40.909092 2 C.DVLQEPEQFPLVQGVAIGGSYGR.K 43 1
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_105.020180.020180 2 3.0269 0.2693 2648.21 2649.9 2 40 2 Q.EYLKPYEECQTLIDEMVNTIC.D 22 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_105.003216.003216 2 2.8529 0.3015 2185.89 2183.4 1 50 2 Y.EECQTLIDEMVNTICDVL.Q 28 0
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NP_002526.2| gi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 isoform 2 [Homo sapiens] 19 54 31.6 687 78787 8 HsSD-NE_PHA_lymphocytes_PK_106.015713.015713 2 2.9338 0.1817 1905.19 1906.1 2 53.571426 1 N.YNFEDETIRNILLHQ.L 269 0
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_PK_111.018635.018635 2 2.6068 0.1781 1634.43 1634.8 1 68.181816 1 H.HIPFNWDCEFIR.L 123 1 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_PK_112.017230.017230 2 3.1286 0.2727 2059.95 2057.4 1 56.25 1 C.FLRDIPFSAIYFPVYAH.C 488 0 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.013174.013174 2 3.6978 0.273 2517.81 2518.8 1 47.368423 1 K.HLNYTEFTQFLQELQLEHAR.Q 144 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_PK_107.019144.019144 2 2.5382 0.1607 1610.27 1610.8 3 63.636364 1 H.IPFNWDCEFIRL.H 124 0 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_Ti_112.012855.012855 3 4.1782 0.2176 2813.84 2811.1 2 32.142857 1 K.EIFGQTIIHHHIPFNWDCEFIR.L 113 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_PHA_lymphocytes_PK_109.013716.013716 2 3.0697 0.1828 1926.57 1925.2 1 55.88235 2 W.FYIDFGGLKPAGSEPTPK.S 605 1 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.013904.01390 2 4.9817 0.3406 1927.83 1929.2 1 76.666664 3 R.DIPFSAIYFPVYAHCK.L 491 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.015347.0153 2 3.8617 0.2905 2150.63 2150.5 1 45.238094 3 R.FTLGSVAGAVGATAVYPIDLVK.T 330 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.020624.02062 2 5.4645 0.424 2714.95 2714 1 52.173912 10 R.YGQVTPLEIDILYQLADLYNASGR.L 260 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007838.00783 2 2.6251 0.3802 1704.49 1706.9 1 60.000004 1 R.IADLPPANPDHIGGYR.L 625 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.013882.01388 2 4.3567 0.3847 1447.45 1447.7 1 90.909096 2 R.PIWLQIAESAYR.F 318 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.020746.0207 2 6.3902 0.4321 2716.71 2714 1 56.521736 6 R.YGQVTPLEIDILYQLADLYNASGR.L 260 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.010946.0109 2 2.7878 0.1979 1744.31 1742.9 1 53.571426 1 R.NIFLQYASTEVDGER.Y 18 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.017612.01761 3 3.2391 0.2372 3539.09 3541.1 1 22.916668 2 K.LLLADENGHVGGLNLLAAGAMAGVPAASLVTPADVIK.T 507 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_109.014293.014293.2 2 3.2569 0.1196 2112.69 2111.4 1 52.77778 1 R.WFYIDFGGLKPAGSEPTPK.S 604 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_103.010399.010399.2 2 3.3106 0.2945 1357.49 1356.6 1 83.33333 2 K.IVQLLAGVADQTK.D 56 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_103.016660.016660.2 2 3.4734 0.2341 2150.73 2150.5 1 45.238094 3 R.FTLGSVAGAVGATAVYPIDLVK.T 330 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.009218.0092 2 2.0925 0.2554 880.81 880.98 1 83.33333 1 R.LHFGHNR.K 135 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013726.0137 2 3.8121 0.3882 1447.07 1447.7 1 86.36364 3 R.PIWLQIAESAYR.F 318 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_109.000032.000032.2 2 5.563 0.4579 2713.17 2714 1 52.173912 14 R.YGQVTPLEIDILYQLADLYNASGR.L 260 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_113.013278.013278.2 2 6.0367 0.4577 2518.91 2518.8 1 63.15789 2 K.HLNYTEFTQFLQELQLEHAR.Q 144 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3162.316 2 4.3753 0.3113 1940.71 1940.2 1 61.764706 1 R.IAPLAEGALPYNLAELQR.Q 292 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2854.28 2 3.6554 0.4043 1939.33 1940.2 1 52.941177 2 R.IAPLAEGALPYNLAELQR.Q 292 2 *
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_103.008657.008657.2 2 3.4429 0.291 1242.81 1242.4 1 81.818184 4 R.LQVAGEITTGPR.V 454 2
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NP_003696.2| gi|21361103|ref|NP_003696.2| "solute carrier family 25 (mitochondrial carrier, Aralar), member 12 18 71 37.8 678 74762 8.4 HsSD-NE_NT_lymphocytes_Ti_110.015000.015000.2 2 4.0029 0.3723 1447.79 1447.7 1 86.36364 3 R.PIWLQIAESAYR.F 318 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.015776.015776 2 3.8203 0.4088 2067.17 2064.3 1 55.555557 4 R.DNLLIADIELGCGNFGSVR.Q 335 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_PK_114.012184.012184 2 3.6246 0.4068 1796.81 1796 1 56.25 4 A.AAPTLPAHPSTLTHPQR.R 266 1 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_113.014672.014672 2 2.9566 0.2353 2529.17 2527 2 32.608696 1 R.LIGVCQAEALMLVMEMAGGGPLHK.F 401 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_105.009357.009357 3 4.9072 0.3607 3581.87 3583 5 22.5 2 R.ITSPDKPRPMPMDTSVYESPYSDPEELKDKK.L 299 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_112.010152.010152 3 3.5267 0.1545 3101.51 3100.3 2 23.333334 1 K.EACPNSSASNASGAAAPTLPAHPSTLTHPQR.R 252 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.010234.010234 1 2.9634 0.4602 1571.88 1571.8 1 53.846157 1 R.KEQGTYALSLIYGK.T 193 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_111.010955.010955 1 2.0348 0.1412 1082.75 1083.2 3 71.42857 2 R.FHHFPIER.Q 56 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_106.009295.009295 3 4.8204 0.2611 2327.72 2328.6 1 43.421055 2 R.KPCNRPSGLEPQPGVFDCLR.D 100 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.009220.009220 2 2.8616 0.2064 1571.83 1571.8 1 61.538464 1 R.KEQGTYALSLIYGK.T 193 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_114.014090.014090 2 3.446 0.2616 2599.47 2596.9 1 38.095238 1 R.SDVWSYGVTMWEALSYGQKPYK.K 520 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_PHA_lymphocytes_Ti_107.009334.009334 2 3.188 0.2712 2328.11 2328.6 1 44.736843 1 R.KPCNRPSGLEPQPGVFDCLR.D 100 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_PK_114.012250.0122 2 2.8816 0.187 1426.37 1424.5 1 79.16667 1 A.DIELGCGNFGSVR.Q 341 1
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.018659.01865 2 3.7722 0.3077 1558.19 1555.8 1 86.36364 5 K.FDTLWQLVEYLK.L 229 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014439.01443 2 3.6314 0.4125 1515.51 1515.8 1 76.92308 2 R.SLGGYVLSLVHDVR.F 42 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_114.009555.00955 3 5.7814 0.5021 3099.86 3100.3 1 31.666666 9 K.EACPNSSASNASGAAAPTLPAHPSTLTHPQR.R 252 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014862.01486 2 2.9633 0.2102 2066.53 2064.3 1 41.666664 1 R.DNLLIADIELGCGNFGSVR.Q 335 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011711.0117 2 3.516 0.3485 2054.27 2054.3 1 50 1 K.LEGEALEQAIISQAPQVEK.L 133 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.015015.01501 3 4.7756 0.3218 2369.15 2368.8 1 36.25 2 K.REEIPVSNVAELLHQVSMGMK.Y 430 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008676.00867 3 3.2151 0.1303 1692.41 1691.8 1 47.916664 1 K.WEDRPDFLTVEQR.M 580 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.018981.0189 2 4.093 0.343 1555.33 1555.8 1 90.909096 8 K.FDTLWQLVEYLK.L 229 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008476.00847 2 3.3733 0.392 1697.67 1697.8 1 80.769226 1 K.AHCGPAELCEFYSR.D 76 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011284.01128 3 5.0012 0.2302 2054.96 2054.3 1 50 1 K.LEGEALEQAIISQAPQVEK.L 133 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.010617.0106 2 3.7307 0.2373 2330.69 2328.6 1 42.105263 3 R.KPCNRPSGLEPQPGVFDCLR.D 100 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_112.011914.011914.2 2 4.0786 0.3822 2329.79 2328.6 1 47.368423 2 R.KPCNRPSGLEPQPGVFDCLR.D 100 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009891.0098 3 5.8651 0.4728 3099.5 3100.3 1 32.5 5 K.EACPNSSASNASGAAAPTLPAHPSTLTHPQR.R 252 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3638.36 2 3.0368 0.2974 1515.43 1515.8 1 57.692307 1 R.SLGGYVLSLVHDVR.F 42 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_107.019164.019164.2 2 3.2487 0.33 1554.65 1555.8 1 81.818184 2 K.FDTLWQLVEYLK.L 229 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_102.012819.012819.3 3 4.294 0.3167 2054.39 2054.3 4 40.27778 1 K.LEGEALEQAIISQAPQVEK.L 133 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_112.011016.011016.3 3 5.676 0.4672 3098.78 3100.3 1 31.666666 3 K.EACPNSSASNASGAAAPTLPAHPSTLTHPQR.R 252 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_102.012816.012816.2 2 4.8281 0.3549 2054.41 2054.3 1 69.44444 2 K.LEGEALEQAIISQAPQVEK.L 133 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_102.008043.008043.2 2 2.0631 0.1302 1304.39 1303.4 1 72.72727 1 K.ALGADDSYYTAR.S 485 2
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_109.014853.014853.2 2 3.7147 0.423 1516.49 1515.8 1 73.07692 2 R.SLGGYVLSLVHDVR.F 42 2 *
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NP_001070.2| gi|31455611|ref|NP_001070.2| zeta-chain associated protein kinase 70kDa isoform 1 [Homo sapie 21 77 44.3 619 69872 7.7 HsSD-NE_NT_lymphocytes_Ti_111.011307.011307.2 2 3.7079 0.4442 3099.65 3100.3 1 35 3 K.EACPNSSASNASGAAAPTLPAHPSTLTHPQR.R 252 2 *
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_PHA_lymphocytes_Ti_107.012194.012194 2 2.7166 0.1201 1773.17 1773 9 50 1 K.TKGVDEVTIVNILTNR.S 48 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013498.01349 2 3.1623 0.2219 1779.39 1778.9 2 53.333336 1 K.GLGTDEDSLIEIICSR.T 120 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009495.00949 2 3.7133 0.2688 2067.57 2066.2 1 55.88235 1 R.RAEDGSVIDYELIDQDAR.D 179 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.010980.0109 1 2.1919 0.2473 1097.53 1097.2 2 55.555557 3 K.ALLYLCGGDD.- 330 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013714.01371 2 3.4604 0.2422 1544.71 1543.8 1 69.230774 1 K.GVDEVTIVNILTNR.S 50 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013280.0132 2 2.6531 0.2479 1543.43 1543.8 9 57.692307 1 K.GVDEVTIVNILTNR.S 50 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.020062.02006 2 4.1641 0.4059 2840.67 2840.2 1 43.47826 3 K.GDLENAFLNLVQCIQNKPLYFADR.L 250 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_101.011340.01134 1 2.0024 0.2568 1099.06 1097.2 3 61.11111 1 K.ALLYLCGGDD.- 330 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_PK_109.011921.0119 2 3.3644 0.2838 1909.93 1910 3 43.75 2 R.AEDGSVIDYELIDQDAR.D 180 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.019197.01919 3 3.5331 0.3405 3197.39 3196.6 3 23.076923 2 K.EVKGDLENAFLNLVQCIQNKPLYFADR.L 247 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.019592.0195 3 3.5785 0.3439 2838.83 2840.2 1 30.434782 2 K.GDLENAFLNLVQCIQNKPLYFADR.L 250 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.020114.02011 3 5.0769 0.3238 2839.85 2840.2 1 36.95652 3 K.GDLENAFLNLVQCIQNKPLYFADR.L 250 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019682.0196 2 3.3938 0.4173 2838.93 2840.2 1 39.130436 3 K.GDLENAFLNLVQCIQNKPLYFADR.L 250 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_PHA_lymphocytes_PK_105.011319.011319 2 4.2049 0.2271 2066.05 2066.2 2 55.88235 1 R.RAEDGSVIDYELIDQDAR.D 179 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_NT_lymphocytes_Ti_111.013776.013776.2 2 2.5027 0.1359 1772.09 1773 1 53.333336 1 K.TKGVDEVTIVNILTNR.S 48 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_NT_lymphocytes_Ti_111.016011.016011.2 2 3.5515 0.3124 1652.03 1652 1 60.000004 4 K.SALSGHLETVILGLLK.T 89 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1995.199 2 3.7881 0.4069 1668.58 1668.8 1 57.692307 1 R.SNAQRQDIAFAYQR.R 64 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_NT_lymphocytes_Ti_107.019730.019730.2 2 4.1428 0.2608 2843.09 2840.2 1 39.130436 4 K.GDLENAFLNLVQCIQNKPLYFADR.L 250 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsSD-NE_PHA_lymphocytes_PK_106.016944.016944 2 2.6805 0.1781 1778.17 1778.9 4 53.333336 1 K.GLGTDEDSLIEIICSR.T 120 2
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NP_001002857.1| gi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_00100 annexin A2 isoform 2 [Homo sapiens] 11 37 34.5 339 38604 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.013907.0139 2 4.4112 0.2761 1654.89 1652 1 76.666664 1 K.SALSGHLETVILGLLK.T 89 2
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_PHA_lymphocytes_PK_107.018814.018814 2 3.2041 0.2911 1996.39 1996.1 1 62.5 1 L.NEIANSEEEVFEWVKTA.S 94 0 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_PHA_lymphocytes_Ti_115.012766.012766 3 5.7123 0.468 4698.23 4698.2 1 21.666666 9 R.AQEPPAGGGGSIHDLPLFTETSPTSAPWDPLPGPPPVLPHSPHSHL.- 501 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_PHA_lymphocytes_PK_115.014845.014845 2 2.5925 0.2716 1266.87 1264.5 1 75 1 L.HGSLFPHLSLR.S 125 1 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009785.00978 1 1.9275 0.1077 1238.55 1237.4 4 61.11111 1 R.VFAWHPHTNK.F 156 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_114.011880.01188 2 3.6723 0.3803 1787.63 1787.1 1 75 1 R.IAHIPLYFVNAQFPR.F 479 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.003143.0031 2 3.8677 0.4293 2626.79 2624.9 1 40.909092 2 R.DVGLFGVLNEIANSEEEVFEWVK.T 86 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.014465.01446 2 4.7673 0.3297 1512.15 1510.8 1 79.16667 3 R.GQWINLPVLQLTK.D 40 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010398.0103 2 4.0242 0.3451 1206.37 1206.4 1 95 2 K.FAVALLDDSVR.V 166 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.015482.01548 2 3.2629 0.2752 1995.03 1993.2 1 46.666668 2 R.VWDVSTETCVPLPWFR.G 271 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.018260.01826 2 4.9343 0.4167 2626.01 2624.9 1 50 2 R.DVGLFGVLNEIANSEEEVFEWVK.T 86 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.020210.02021 3 4.1912 0.3668 2196.38 2195.6 1 40.27778 1 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.019808.0198 3 4.3474 0.4196 2196.05 2195.6 1 44.444447 1 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.020198.02019 2 3.9494 0.3555 2196.55 2195.6 1 61.11111 3 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.019910.0199 2 4.9975 0.3906 2198.53 2195.6 1 63.88889 4 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012168.0121 3 5.0814 0.3223 1788.71 1787.1 1 60.714287 2 R.IAHIPLYFVNAQFPR.F 479 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_NT_lymphocytes_Ti_108.020893.020893.2 2 3.8937 0.2369 2198.37 2195.6 1 52.77778 1 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5372.537 2 4.8345 0.4627 2196.48 2195.6 1 58.333332 2 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_NT_lymphocytes_Ti_110.017530.017530.3 3 5.2479 0.3524 3536.9 3538 1 26.612906 1 R.NSPVFELLPCGIIQGEPGAQPQLITFHPSFNK.G 435 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.016186.0161 3 5.6646 0.2672 3538.31 3538 1 29.83871 7 R.NSPVFELLPCGIIQGEPGAQPQLITFHPSFNK.G 435 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010036.0100 2 2.7321 0.3038 1238.47 1237.4 1 83.33333 2 R.VFAWHPHTNK.F 156 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_PHA_lymphocytes_PK_107.000212.000212 2 4.4747 0.3486 2093.95 2093.3 1 70.588234 3 F.GVLNEIANSEEEVFEWVK.T 91 1 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4823.48 2 2.7587 0.2422 2196.76 2195.6 1 44.444447 1 R.LLFTVLGEPLIYSLSFPER.C 343 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsSD-NE_NT_lymphocytes_Ti_111.004041.004041.2 2 3.3976 0.2149 2626.37 2624.9 2 31.818182 1 R.DVGLFGVLNEIANSEEEVFEWVK.T 86 2 *
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NP_056480.1| gi|12962937|ref|NP_056480.1| "achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple-A 15 55 36.3 546 59574 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.012102.0121 2 4.2868 0.354 1789.51 1787.1 1 78.57143 2 R.IAHIPLYFVNAQFPR.F 479 2 *
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.014402.014402 2 3.0181 0.262 1725.01 1723.9 1 67.85714 4 R.EVQGFESATFLGYFK.S 97 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.010752.010752 2 3.4265 0.2297 1841.13 1839 1 52.941177 1 K.TPSAAYLWVGTGASEAEK.T 547 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008488.00848 3 4.4111 0.3579 2873.87 2875.1 4 25.925926 1 R.VPFDAATLHTSTAMAAQHGMDDDGTGQK.Q 369 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011991.01199 2 5.166 0.5034 2271.93 2273.5 1 54.761906 2 R.AQPVQVAEGSEPDGFWEALGGK.A 576 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010416.0104 3 3.6651 0.2947 4086.62 4088.5 1 19.736843 1 R.VHVSEEGTEPEAMLQVLGPKPALPAGTEDTAKEDAANRK.L 207 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_PK_111.012806.0128 2 3.4308 0.236 1496.25 1496.5 1 77.27273 7 W.DDDYWSVDPLDR.A 713 1
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.006478.00647 2 2.9587 0.2644 1957.71 1956.1 5 44.444447 1 K.PALPAGTEDTAKEDAANRK.L 227 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_NT_lymphocytes_Ti_104.010892.010892.2 2 5.5554 0.4604 1839.95 1839 1 79.411766 3 K.TPSAAYLWVGTGASEAEK.T 547 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3410.341 2 3.3446 0.1617 2708.18 2708 7 28 1 K.TPSAAYLWVGTGASEAEKTGAQELLR.V 547 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3130.313 2 5.3282 0.4914 2272.76 2273.5 1 52.380955 2 R.AQPVQVAEGSEPDGFWEALGGK.A 576 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_NT_lymphocytes_Ti_115.013218.013218.2 2 2.7745 0.237 2773.33 2773.1 1 32.608696 1 K.VPVDPATYGQFYGGDSYIILYNYR.H 407 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_NT_lymphocytes_Ti_102.014518.014518.2 2 3.2833 0.2911 2465.55 2464.8 1 41.666664 3 K.VSNGAGTMSVSLVADENPFAQGALK.S 252 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_PHA_lymphocytes_PK_105.001960.001960 2 3.4517 0.3201 2609.29 2608 1 50 4 R.FVIEEVPGELMQEDLATDDVMLL.D 628 1
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_NT_lymphocytes_Ti_111.009937.009937.2 2 2.4162 0.2765 950.49 952.12 1 92.85714 1 K.KMDAHPPR.L 610 2
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_PHA_lymphocytes_PK_106.019569.019569 2 4.1532 0.3313 2000.07 2000.1 1 66.66667 8 W.FLGWDDDYWSVDPLDR.A 709 1
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NP_937895.1| gi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1| gelsolin isoform b [Homo sapiens] 14 45 34.2 731 80641 5.8 HsSD-NE_NT_lymphocytes_Ti_107.001655.001655.2 2 3.3901 0.3816 2706.17 2706.1 1 36.95652 5 K.FDLVPVPTNLYGDFFTGDAYVILK.T 25 2
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.016202.016202 2 5.4506 0.4661 1939.07 1938.2 1 80.55556 41 K.FALGIFAINEAVESGDVGK.T 623 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.016983.016983 2 2.9643 0.3231 2072.33 2070.3 1 50 1 K.FMDSVIFTLYNYASNQR.E 1001 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.022334.022334 3 4.755 0.3631 3118.67 3116.5 1 30.172413 3 K.IGGILANELSVDEAALHAAVIAINEAIDRR.I 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_114.017092.017092 3 3.9974 0.2867 3136.52 3134.3 1 32.407406 2 L.DHQDAIAPEHNDPIHELLDDLGEVPTIE.S 1311 0 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.014930.014930 2 2.8392 0.2449 2428.01 2427.8 1 44.736843 1 K.LEAYQHLFYLLQTNPTYLAK.L 969 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_106.001558.001558 2 5.0695 0.4801 2960.69 2960.4 1 41.07143 13 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_106.013113.013113 2 2.754 0.2111 2578.99 2579.9 7 32.5 1 R.KFVHLLDQSDQDFQEELDLMK.M 871 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_105.017318.017318 3 3.8424 0.1998 3660.92 3659.9 8 20.967741 3 K.AQEIQDESAVLWLDEIQGGIWQSNKDTQEAQK.F 591 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.003766.003766 2 3.5537 0.2085 1493.83 1491.6 1 70.83333 2 K.SVKEDSNLTLQEK.K 1443 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.011640.011640 2 4.9066 0.4186 2362.69 2363.6 1 57.894737 3 R.ERDVYEELLTQAEIQGNINK.V 283 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.014713.014713 3 5.4008 0.4036 3917.72 3918.2 2 24.21875 4 K.AQAHAENNEFITWNDIQACVDHVNLVVQEEHER.I 506 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_107.016111.01611 1 2.0139 0.1806 1273.59 1274.5 3 72.22222 1 F.MLHYQDLLQL.Q 1616 0 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.013464.013464 3 3.8043 0.1229 3682.04 3681.9 1 26.666668 1 K.GGYYYYHNLETQEGGWDEPPNFVQNSMQLSR.E 692 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.000238.000238 3 6.7162 0.5127 2959.4 2960.4 1 35.714287 15 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
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171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_103.009383.009383 2 4.3535 0.4433 2166.21 2166.3 1 52.77778 1 K.QLSSSVTGLTNIEEENCQR.Y 478 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.014025.014025 2 4.4677 0.3846 2055.81 2056.3 1 61.764706 2 K.LEGVLAEVAQHYQDTLIR.A 568 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_106.018105.018105 2 3.3424 0.3524 2860.87 2859.1 1 35.416664 1 K.AQEIQDESAVLWLDEIQGGIWQSNK.D 591 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.022053.022053 2 4.4712 0.2862 2565.41 2563.9 1 54.347824 12 K.VNTFSALANIDLALEQGDALALFR.A 303 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.008531.008531 2 3.0693 0.2808 1726.77 1725.9 1 53.333336 2 R.EEIQSSISGVTAAYNR.E 723 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_108.010876.010876 2 3.3078 0.2298 2066.85 2068.3 1 47.058823 1 S.KLPYDVTPEQALAHEEVK.T 1111 1 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.014012.014012 3 3.5503 0.2688 2056.28 2056.3 1 38.235294 1 K.LEGVLAEVAQHYQDTLIR.A 568 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008148.00814 2 2.7189 0.2357 1204.77 1203.4 1 80 1 R.RIPADTFAALK.N 231 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011362.01136 2 3.2335 0.1633 1295.51 1296.6 1 66.66667 2 R.LAAVALINAAIQK.G 389 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.017559.0175 2 2.9361 0.2577 2996.29 2994.3 1 29.62963 1 R.YMNPAIVAPDAFDIIDLSAGGQLTTDQR.R 1195 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008540.0085 2 4.83 0.4902 1725.27 1725.9 1 63.333332 2 R.EEIQSSISGVTAAYNR.E 723 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.002876.00287 3 6.8063 0.5085 2959.88 2960.4 1 46.42857 2 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.012261.01226 3 4.6422 0.2525 3683.09 3681.9 1 30.000002 2 K.GGYYYYHNLETQEGGWDEPPNFVQNSMQLSR.E 692 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.020972.02097 2 3.6875 0.2084 2565.95 2563.9 1 52.173912 1 K.VNTFSALANIDLALEQGDALALFR.A 303 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012940.0129 3 3.3371 0.182 2056.88 2056.3 2 38.235294 2 K.LEGVLAEVAQHYQDTLIR.A 568 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.002024.00202 3 4.5604 0.3874 3118.76 3116.5 2 24.13793 2 K.IGGILANELSVDEAALHAAVIAINEAIDRR.I 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.012669.0126 2 4.7452 0.4525 2580.39 2579.9 1 47.5 1 R.KFVHLLDQSDQDFQEELDLMK.M 871 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008699.00869 3 5.5125 0.3401 3305.81 3305.5 1 31.896553 4 K.RQSGQTDPLQKEELQSGVDAANSAAQQYQR.R 358 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_PK_106.005805.0058 2 3.3372 0.3185 1614.19 1613.6 1 73.07692 2 L.ETPATSEQEAEHQR.A 1409 1 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.021232.0212 2 3.9478 0.1507 2566.01 2563.9 1 50 2 K.VNTFSALANIDLALEQGDALALFR.A 303 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014428.0144 2 5.3908 0.4641 1884.47 1884.1 1 67.64706 1 R.ILAIGLINEALDEGDAQK.T 539 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.020687.02068 3 3.3412 0.1662 2566.46 2563.9 5 26.086956 1 K.VNTFSALANIDLALEQGDALALFR.A 303 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.016161.0161 2 3.2426 0.297 2193.33 2195.5 1 41.666664 1 R.HTDNVIQWLNAMDEIGLPK.I 112 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014066.0140 2 3.3507 0.2964 2575.73 2572.9 1 40.476192 1 K.MFLGDNAHLSIINEYLSQSYQK.F 1240 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016527.01652 2 4.759 0.3613 2994.61 2994.3 1 46.296295 3 R.YMNPAIVAPDAFDIIDLSAGGQLTTDQR.R 1195 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.017056.01705 2 2.8011 0.2304 2835.87 2837.2 3 31.25 1 K.NPNAMLVNLEEPLASTYQDILYQAK.Q 242 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011394.0113 2 3.8694 0.1844 1296.95 1296.6 1 79.16667 2 R.LAAVALINAAIQK.G 389 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015542.01554 2 2.779 0.2027 1937.71 1938.2 1 41.666664 1 K.FALGIFAINEAVESGDVGK.T 623 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.002032.0020 3 6.7811 0.492 2962.79 2960.4 1 42.857143 5 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.010701.01070 2 5.0045 0.3659 1776.73 1776 1 75 2 R.SNQQLENDLNLMDIK.I 902 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008770.00877 2 3.1513 0.2749 1166.55 1166.4 1 85 1 K.FLSAIVSSVDK.I 1145 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.002620.00262 2 4.0975 0.4963 2961.33 2960.4 1 37.5 2 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.013220.01322 3 4.4819 0.3941 2057.72 2056.3 1 45.588234 2 K.LEGVLAEVAQHYQDTLIR.A 568 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_110.011285.011285.3 3 5.0774 0.2484 2183.06 2180.4 1 50 2 R.RQNVAYEYLCHLEEAKR.W 36 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.0690.069 3 4.0165 0.3202 2960.53 2960.4 1 29.464287 1 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_108.001289.001289.2 2 3.1598 0.1049 2565.65 2563.9 1 43.47826 4 K.VNTFSALANIDLALEQGDALALFR.A 303 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_109.011026.011026.2 2 3.0586 0.187 2181.03 2180.4 1 46.875 1 R.RQNVAYEYLCHLEEAKR.W 36 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_108.014680.014680.2 2 5.2446 0.3779 2572.19 2572.9 1 52.380955 3 K.MFLGDNAHLSIINEYLSQSYQK.F 1240 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_103.017818.017818.3 3 5.5944 0.4363 2879.09 2880.3 1 40.625 2 K.TVLELMNPEAQLPQVYPFAADLYQK.E 407 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_102.009623.009623.2 2 4.1903 0.3952 1728.33 1725.9 1 70 5 R.EEIQSSISGVTAAYNR.E 723 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_106.000602.000602 2 3.9 0.3341 2752.93 2754 1 35.416664 2 Q.DAIAPEHNDPIHELLDDLGEVPTIE.S 1314 0 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.014242.014242.2 2 2.6734 0.1659 2052.93 2053.3 1 50 1 K.NVIFEISPTEEVGDFEVK.A 1587 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_105.016295.016295.2 2 5.133 0.4211 2055.19 2056.3 1 67.64706 4 K.LEGVLAEVAQHYQDTLIR.A 568 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_108.014821.014821.3 3 5.7373 0.3939 3918.56 3918.2 1 22.65625 2 K.AQAHAENNEFITWNDIQACVDHVNLVVQEEHER.I 506 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.018096.018096.2 2 4.6086 0.3873 2995.29 2994.3 1 46.296295 5 R.YMNPAIVAPDAFDIIDLSAGGQLTTDQR.R 1195 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_109.002415.002415.2 2 5.4381 0.4794 2960.53 2960.4 1 44.642857 8 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.012243.012243.2 2 3.5819 0.2522 1546.09 1543.8 1 79.16667 1 R.EQLWLANEGLITR.L 739 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.015207.015207.2 2 5.9476 0.4652 1884.75 1884.1 1 73.52941 6 R.ILAIGLINEALDEGDAQK.T 539 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.018392.018392.2 2 5.1723 0.4137 2837.13 2837.2 1 50 5 K.NPNAMLVNLEEPLASTYQDILYQAK.Q 242 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_105.014801.01480 2 3.5258 0.2653 1840.85 1840 1 66.66667 2 V.IFEISPTEEVGDFEVK.A 1589 1 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.001768.0017 2 3.9912 0.4756 2961.81 2960.4 1 37.5 3 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_115.013332.013332.2 2 3.7914 0.3421 2684.53 2685.1 1 38.095238 2 R.EKLEAYQHLFYLLQTNPTYLAK.L 967 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.011520.011520.2 2 4.4029 0.2572 2711.11 2708.9 1 43.75 2 R.SPDVGLYGVIPECGETYHSDLAEAK.K 648 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_103.015413.015413.3 3 5.4311 0.3325 1883.9 1884.1 1 50 2 R.ILAIGLINEALDEGDAQK.T 539 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_108.013489.013489.2 2 4.7536 0.4298 1884.85 1884.2 1 53.125 2 K.FLSAIVSSVDKIPYGMR.F 1145 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_106.017076.017076.2 2 3.4631 0.3686 1939.23 1938.2 1 44.444447 7 K.FALGIFAINEAVESGDVGK.T 623 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_PHA_lymphocytes_PK_106.015489.015489 2 3.7815 0.2992 2844.75 2843 1 37.5 1 R.FQPGETLTEILETPATSEQEAEHQR.A 1398 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_109.002630.002630.3 3 7.8815 0.5677 2961.08 2960.4 1 41.964287 9 K.IGGILANELSVDEAALHAAVIAINEAIDR.R 202 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.012575.012575.2 2 4.2132 0.2672 1298.23 1296.6 1 79.16667 2 R.LAAVALINAAIQK.G 389 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_110.018020.018020.2 2 2.0663 0.1603 2398.43 2398.8 2 30.952381 1 R.AVTDKFLSAIVSSVDKIPYGMR.F 1140 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3492.349 2 3.3194 0.2732 2054.65 2053.3 2 44.11765 1 K.NVIFEISPTEEVGDFEVK.A 1587 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_104.012131.012131.1 1 2.1062 0.2133 1543.04 1543.8 2 62.5 1 R.EQLWLANEGLITR.L 739 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_102.014762.014762.2 2 5.3008 0.4459 2448.21 2447.7 1 60.000004 4 R.WMEACLGEDLPPTTELEEGLR.N 53 2 *
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_003861.1| gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activating protein 1 [Homo sapiens] 48 251 43.3 1657 189251 6.5 HsSD-NE_NT_lymphocytes_Ti_103.009770.009770.2 2 3.5593 0.4014 2164.85 2166.3 1 50 2 K.QLSSSVTGLTNIEEENCQR.Y 478 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_PHA_lymphocytes_PK_109.010970.010970 1 1.8962 0.1815 1314.09 1314.5 7 55 1 C.LLHPITSIEYQ.W 371 0 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014386.01438 2 3.7078 0.458 1676.97 1677.9 1 65.38461 2 R.ALLYEDALYTVLHR.L 53 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.011105.01110 2 3.7369 0.2638 2190.71 2190.3 1 42.105263 1 K.HSTSAVDLSTCFAQISHTAR.Q 626 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.017369.01736 2 2.7865 0.3373 3087.91 3086.5 2 28.57143 1 R.VELLSASSLLPLDSNGSSDPFVQLTLEPR.H 929 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.000548.00054 3 3.4718 0.2837 3470.36 3471.9 1 24.166666 1 K.AFGELCPNTAPLPQLVTEALQTGTTEWFHLK.Q 443 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.011511.01151 2 4.0689 0.4396 1525.45 1525.7 1 79.16667 3 K.LPAQLAWEALEQR.V 715 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.016180.0161 3 3.4976 0.2153 2037.05 2036.3 1 42.647057 2 K.ALLGLVQDVIGDLHQCQR.T 490 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.008136.0081 2 4.1077 0.4115 2382.67 2383.6 1 55.555557 1 R.YLQEAFHVEPEEHQQTLQR.V 84 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017921.0179 2 2.7339 0.1574 3087.67 3086.5 3 28.57143 1 R.VELLSASSLLPLDSNGSSDPFVQLTLEPR.H 929 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007932.00793 2 5.3058 0.4041 2383.39 2383.6 1 66.66667 2 R.YLQEAFHVEPEEHQQTLQR.V 84 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_PK_112.013557.0135 2 3.1552 0.2074 1504.91 1503.7 2 61.538464 2 L.GADDLEGEAFLPLR.E 1010 1 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016986.01698 3 3.502 0.2433 2036.66 2036.3 1 44.11765 1 K.ALLGLVQDVIGDLHQCQR.T 490 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.016880.01688 2 2.7574 0.213 2435.97 2433.7 2 39.473686 1 K.DLHPLFDETFEFLVPAEPCR.K 974 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_110.009588.009588.2 2 3.1536 0.1536 1900.75 1900.1 3 46.875 1 R.LGHPEPNHVTEASELLR.Y 67 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4321.43 2 2.1525 0.087 2180.12 2178.5 1 42.105263 1 R.LPLTYPAPNGDPILQLLEGR.K 1042 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4642.464 2 2.7319 0.0951 2180.84 2178.5 2 39.473686 1 R.LPLTYPAPNGDPILQLLEGR.K 1042 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3154.315 2 4.0183 0.3861 2037.07 2036.4 1 61.764706 1 R.LVIGKLPAQLAWEALEQR.V 710 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_110.011540.011540.2 2 3.922 0.2695 2191.83 2190.3 1 60.526318 1 K.HSTSAVDLSTCFAQISHTAR.Q 626 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010080.0100 2 3.3967 0.2582 2190.55 2190.3 1 52.63158 1 K.HSTSAVDLSTCFAQISHTAR.Q 626 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3073.307 3 6.6222 0.3823 3152.2 3153.6 1 32.75862 2 R.VGAVLEQGQLQNTLHAQLQSALAGLGHEIR.T 728 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_105.017142.017142.2 2 3.0391 0.087 2176.85 2178.5 4 36.842106 1 R.LPLTYPAPNGDPILQLLEGR.K 1042 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3708.371 2 3.2135 0.1781 1501.99 1501.8 1 68.181816 1 R.WFQPAIPSWLQK.T 588 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4618.461 2 5.683 0.4769 2034.96 2036.3 1 64.70589 1 K.ALLGLVQDVIGDLHQCQR.T 490 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_103.018854.018854.2 2 3.6405 0.3518 3087.35 3086.5 1 32.142857 1 R.VELLSASSLLPLDSNGSSDPFVQLTLEPR.H 929 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_106.016948.016948.2 2 2.6158 0.2365 2432.69 2433.7 3 39.473686 1 K.DLHPLFDETFEFLVPAEPCR.K 974 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_108.014745.014745.2 2 3.1841 0.4456 1676.93 1677.9 1 53.846157 1 R.ALLYEDALYTVLHR.L 53 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3323.33 3 3.5344 0.2242 3153.32 3153.6 3 22.413794 1 R.VGAVLEQGQLQNTLHAQLQSALAGLGHEIR.T 728 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013247.0132 3 3.5406 0.2196 3155.42 3153.6 1 25 1 R.VGAVLEQGQLQNTLHAQLQSALAGLGHEIR.T 728 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014086.014086 2 3.3259 0.273 1503.63 1503.7 1 65.38461 1 L.GADDLEGEAFLPLR.E 1010 1 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015237.015237.2 2 4.2086 0.5175 2034.79 2036.3 1 58.823532 2 K.ALLGLVQDVIGDLHQCQR.T 490 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4644.464 3 3.2343 0.1456 2037.97 2036.3 1 42.647057 1 K.ALLGLVQDVIGDLHQCQR.T 490 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsSD-NE_NT_lymphocytes_Ti_102.015887.015887.2 2 3.4311 0.3791 2808.05 2809 2 31.48148 1 K.DVSGFSDPYCLLGIEQGVGVPGGSPGSR.H 127 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3927.392 2 4.0935 0.3634 1677 1677.9 1 69.230774 4 R.ALLYEDALYTVLHR.L 53 2 *
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NP_954712.1| gi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens] 18 45 27.6 1090 123282 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013336.0133 2 3.4428 0.4984 3153.97 3153.6 2 34.482758 1 R.VGAVLEQGQLQNTLHAQLQSALAGLGHEIR.T 728 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_111.016562.016562 2 3.1376 0.319 1850.69 1850.1 1 59.375 2 K.RIHVLPIDDTVEGITGN.L 113 1 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_Ti_112.012592.012592 3 4.0004 0.283 2522.63 2520 7 29.545454 3 K.NVFIIGATNRPDIIDPAILRPGR.L 616 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_Ti_103.011309.011309 2 5.3916 0.4961 2170.37 2171.4 1 65.789474 9 R.LIVDEAINEDNSVVSLSQPK.M 26 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.014870.014870 3 6.4911 0.3469 3675.71 3675 1 32.352943 4 K.LADDVDLEQVANETHGHVGADLAALCSEAALQAIR.K 390 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_113.019575.019575 2 3.0733 0.2808 2108.85 2110.4 1 50 2 K.RIHVLPIDDTVEGITGNLF.E 113 1 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_Ti_104.018183.018183 2 3.2101 0.2331 2259.21 2257.6 1 40 1 R.AVANETGAFFFLINGPEIMSK.L 257 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_Ti_104.009723.009723 2 3.3247 0.2797 1844.51 1841.9 2 56.666668 1 R.EAVCIVLSDDTCSDEK.I 66 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014046.01404 3 5.6743 0.3128 3677.21 3675 1 32.352943 3 K.LADDVDLEQVANETHGHVGADLAALCSEAALQAIR.K 390 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.016838.01683 2 3.321 0.4009 1927.51 1925.2 1 50 1 R.QAAPCVLFFDELDSIAK.A 568 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.013313.01331 2 2.7103 0.1235 1588.87 1588 2 53.846157 2 R.RIVSQLLTLMDGLK.Q 323 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_PK_109.010282.0102 2 4.1196 0.4442 2186.29 2187.2 1 61.11111 2 R.EDEEESLNEVGYDDIGGCR.K 192 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015034.01503 2 3.9932 0.3559 1431.63 1431.8 1 79.16667 2 R.IVSQLLTLMDGLK.Q 324 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012284.01228 2 4.337 0.1694 1557.59 1557.8 1 79.16667 2 R.LDQLIYIPLPDEK.S 639 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013943.0139 3 5.0723 0.3263 3675.35 3675 1 26.470589 2 K.LADDVDLEQVANETHGHVGADLAALCSEAALQAIR.K 390 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009207.0092 2 2.7513 0.2257 1844.23 1841.9 1 56.666668 1 R.EAVCIVLSDDTCSDEK.I 66 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009406.009406.2 2 2.7487 0.1611 1331.57 1330.5 1 72.72727 1 R.WALSQSNPSALR.E 454 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014433.014433.3 3 4.7261 0.2485 3675.62 3675 1 25 1 K.LADDVDLEQVANETHGHVGADLAALCSEAALQAIR.K 390 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_103.009253.009253.2 2 4.1152 0.4235 2315.77 2315.3 1 44.736843 2 R.EDEEESLNEVGYDDIGGCRK.Q 192 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_105.017373.017373.2 2 3.6821 0.3318 1811.85 1812.1 2 62.5 2 K.NAPAIIFIDELDAIAPK.R 296 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_104.015603.015603.2 2 4.9141 0.4255 1431.07 1431.8 1 87.5 9 R.IVSQLLTLMDGLK.Q 324 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_103.015730.015730.3 3 3.7659 0.2886 3812.54 3811.2 1 22.727274 4 R.WALSQSNPSALRETVVEVPQVTWEDIGGLEDVKR.E 454 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_102.009881.009881.2 2 3.4194 0.2848 1541.37 1541.8 1 76.92308 2 R.LGDVISIQPCPDVK.Y 96 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_103.011002.011002.2 2 3.0452 0.1471 1844.41 1841.9 1 53.333336 1 R.EAVCIVLSDDTCSDEK.I 66 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_108.018205.018205.2 2 3.59 0.1814 2260.19 2257.6 2 40 6 R.AVANETGAFFFLINGPEIMSK.L 257 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_102.011727.011727.2 2 5.9758 0.4203 2172.93 2171.4 1 73.68421 3 R.LIVDEAINEDNSVVSLSQPK.M 26 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_105.017097.017097.2 2 4.3121 0.4286 1924.79 1925.2 1 59.375 10 R.QAAPCVLFFDELDSIAK.A 568 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_105.016070.016070 2 3.6628 0.3508 2500.25 2499.8 1 45.238094 2 R.ETVVEVPQVTWEDIGGLEDVKR.E 466 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_105.014075.014075 2 3.2803 0.2004 1691.87 1693.9 4 50 1 R.IHVLPIDDTVEGITGN.L 114 1 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_101.010644.010644.3 3 5.6718 0.46 3225.14 3222.2 1 28.030304 2 R.FPSGNQGGAGPSQGSGGGTGGSVYTEDNDDDLYG.- 773 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.012110.0121 3 4.8537 0.414 2520.05 2520 1 37.5 5 K.NVFIIGATNRPDIIDPAILRPGR.L 616 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_113.012442.012442.3 3 4.7327 0.3201 2520.5 2520 1 35.227272 4 K.NVFIIGATNRPDIIDPAILRPGR.L 616 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4422.442 2 2.5871 0.3657 1924.74 1925.2 2 40.625 1 R.QAAPCVLFFDELDSIAK.A 568 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_NT_lymphocytes_Ti_112.014008.014008.2 2 3.7132 0.3184 1589.41 1588 1 69.230774 5 R.RIVSQLLTLMDGLK.Q 323 2 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_105.010008.010008 3 4.4396 0.3739 3156.8 3157.2 1 29.807693 1 H.CEGEPIKREDEEESLNEVGYDDIGGCR.K 184 1 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_103.015582.015582 2 3.2135 0.1606 1731.17 1730.9 1 60.000004 1 R.LIVDEAINEDNSVVSL.S 26 1 *
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_009057.1| gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo sapiens] 23 102 38.2 806 89322 5.3 HsSD-NE_PHA_lymphocytes_PK_107.000376.000376 2 3.0018 0.2923 2347.65 2345.7 4 37.5 2 R.IHVLPIDDTVEGITGNLFEVY.L 114 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.019114.019114 3 4.8279 0.3666 2883.77 2882.3 1 32.692307 1 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_107.018617.018617 2 3.2078 0.3041 2453.85 2453.9 1 40 1 N.VAGQWNPVFMQPLPEEEIVIR.D 428 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.020954.020954 2 5.7541 0.393 2883.59 2882.3 1 53.846157 11 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_109.019338.019338 2 3.5054 0.2342 1591.61 1590.9 1 53.846157 2 C.QTFKLPLTPVFEGL.A 1233 0 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_111.014144.014144 2 3.349 0.2764 2246.61 2246.5 1 50 1 Q.DYIQLLHPWCQVNVGSCR.F 893 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_110.019656.019656 2 2.956 0.2861 1750.79 1751 1 60.714287 2 L.CQTFKLPLTPVFEGL.A 1232 0 *
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174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_114.000747.000747 2 3.3931 0.3055 2121.15 2120.4 6 36.842106 1 D.LLEEAVDLVSEYVDAVLGKG.H 1346 0 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009814.009814 2 3.4247 0.2031 1255.81 1253.4 1 80 4 L.HNEVVGIIESR.A 1059 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_115.000258.000258 2 3.8752 0.2949 2063.99 2063.4 1 52.77778 1 D.LLEEAVDLVSEYVDAVLGK.G 1346 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.000501.000501 2 2.9193 0.1584 2964.05 2963.3 1 29.62963 1 K.LQFGGEAAQAEAWAWLAANQLSSVITTK.E 1253 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_110.016410.016410 1 2.344 0.2432 1215.97 1214.5 3 50 1 F.KLPLTPVFEGL.A 1236 0 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_Ti_114.011729.011729 2 2.4894 0.2202 1539.59 1538.9 1 70.83333 1 R.VIILMLTNQTVHR.L 151 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_107.016860.016860 2 3.6946 0.2462 2251.37 2248.5 1 52.941177 4 L.CERSQLQDLVEFPYVNLH.N 1042 0 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_110.020074.020074 2 2.8311 0.1716 1465.23 1462.8 1 75 1 Q.TFKLPLTPVFEGL.A 1234 0 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_Ti_113.015587.015587 2 4.0574 0.4848 2098.23 2098.4 1 67.64706 4 R.FVSSPQTIVELFFQEVAR.K 815 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.014386.0143 3 3.7116 0.2522 4100.36 4098.5 1 21.969696 1 K.YINFEHNVAGQWNPVFMQPLPEEEIVIRDDQDPR.E 421 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_114.019169.01916 2 6.732 0.3555 2883.09 2882.3 1 53.846157 7 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.015472.0154 2 2.6848 0.0884 2467.71 2467.8 6 33.333336 1 R.LGDAVIWGTGQLFQAQQDLLHR.T 744 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.011318.01131 2 3.5444 0.305 1216.93 1217.5 1 90 5 R.NPIHAIGLLIR.E 667 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_PK_106.010324.0103 2 4.6267 0.3472 1794.37 1793.9 1 76.666664 7 L.LTEDETTISDDVDIAR.D 586 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.016619.01661 3 3.9055 0.248 4445.81 4443 1 19.736843 1 K.GYLSFLIPSSLVDHLYLLPYENLLTEDETTISDDVDIAR.D 563 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.021822.02182 2 4.2361 0.4458 2963.57 2963.3 1 37.037037 2 K.LQFGGEAAQAEAWAWLAANQLSSVITTK.E 1253 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.011163.01116 2 3.3017 0.3342 1541.19 1538.9 1 70.83333 2 R.VIILMLTNQTVHR.L 151 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.000300.00030 2 5.0651 0.4696 2100.13 2098.4 1 64.70589 5 R.FVSSPQTIVELFFQEVAR.K 815 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.018050.01805 3 4.091 0.2943 2902.97 2900.3 1 29.166666 2 R.SQLQDLVEFPYVNLHNEVVGIIESR.A 1045 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.018228.0182 2 3.384 0.3035 2562.95 2562.9 1 40.909092 2 K.TSGDTLELMEESLDINLLNNAIR.L 107 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.012021.01202 2 4.1407 0.2597 1954.73 1952.3 1 68.75 2 K.LLSHGVPLPNWLINSYK.K 1314 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.018836.01883 3 6.5262 0.5131 2883.38 2882.3 1 40.384613 3 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_107.000270.000270 2 2.6984 0.211 2635.83 2635.9 7 29.545454 1 L.LTEDETTISDDVDIARDVICLIK.C 586 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_PHA_lymphocytes_PK_105.010464.010464 2 3.4944 0.3741 1793.97 1793.9 1 60.000004 2 L.LTEDETTISDDVDIAR.D 586 1 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_113.019672.019672.2 2 3.1907 0.3576 2880.65 2882.3 2 28.846153 2 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.021320.0213 2 5.3449 0.4407 2884.59 2882.3 1 51.923077 5 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010634.0106 2 2.9981 0.2503 1217.79 1217.5 1 85 5 R.NPIHAIGLLIR.E 667 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_112.016690.016690.2 2 4.6196 0.4537 2098.11 2098.4 1 67.64706 2 R.FVSSPQTIVELFFQEVAR.K 815 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.5327.53 2 2.7756 0.3132 2097.45 2098.4 5 38.235294 1 R.FVSSPQTIVELFFQEVAR.K 815 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.015899.0158 2 4.7183 0.412 2101.35 2098.4 1 67.64706 4 R.FVSSPQTIVELFFQEVAR.K 815 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012417.0124 2 3.0216 0.2726 1952.69 1952.3 1 46.875 1 K.LLSHGVPLPNWLINSYK.K 1314 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_110.001356.001356.2 2 4.3261 0.3754 2966.09 2963.3 1 37.037037 2 K.LQFGGEAAQAEAWAWLAANQLSSVITTK.E 1253 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.011819.0118 3 4.7828 0.3792 2081.96 2080.5 1 45.588234 1 K.LLSHGVPLPNWLINSYKK.V 1314 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012385.012385.2 2 5.5957 0.4985 2590.35 2590.8 1 59.090908 2 K.HHLDLGHNSQAYEALTQIPDSSR.Q 1007 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010875.0108 2 5.7988 0.4722 2591.85 2590.8 1 56.81818 3 K.HHLDLGHNSQAYEALTQIPDSSR.Q 1007 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.021776.0217 2 3.6848 0.4343 2963.87 2963.3 1 35.185184 2 K.LQFGGEAAQAEAWAWLAANQLSSVITTK.E 1253 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013075.013075.3 3 5.6616 0.3326 2870.09 2871.3 1 34 1 R.LIRPEYAWIVQPVSGAVYDRPGASPK.R 1134 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.015689.0156 3 3.2223 0.1779 2965.67 2963.3 1 25.925926 1 K.LQFGGEAAQAEAWAWLAANQLSSVITTK.E 1253 2 *
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NP_056046.1| gi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapiens] 28 114 25.8 1436 162121 5.5 HsSD-NE_NT_lymphocytes_Ti_114.020282.020282.3 3 4.6057 0.4891 2882.54 2882.3 1 36.53846 3 R.LLDVIGLPELVIQLATSAITEAGDDWK.S 969 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_114.019424.019424 2 3.04 0.2875 2714.41 2712.1 1 33.333336 2 K.SEDKVIAVYDLGGGTFDISILEIQK.G 235 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.013602.013602 2 3.2408 0.2368 1363.93 1362.6 1 86.36364 2 R.AQFEGIVTDLIR.R 349 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_115.002054.002054 2 4.5364 0.3951 2254.05 2252.6 1 50 29 K.VIAVYDLGGGTFDISILEIQK.G 239 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.011572.011572 2 2.7359 0.132 1446.63 1447.7 1 69.230774 2 K.SDIGEVILVGGMTR.M 378 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.012011.012011 2 4.6777 0.4896 2078.25 2079.3 1 55 3 K.GAVVGIDLGTTNSCVAVMEGK.Q 53 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.009042.009042 2 3.9263 0.2883 1811.27 1810 9 50 5 K.SQVFSTAADGQTQVEIK.V 469 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.002726.002726 2 2.2922 0.0857 2313.35 2310.6 5 33.333336 1 R.GVPQIEVTFDIDANGIVHVSAK.D 514 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009785.00978 2 3.7953 0.4602 1859.11 1858.1 1 56.25 1 R.VEAVNMAEGIIHDTETK.M 579 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.012047.0120 2 3.6033 0.3325 1362.99 1362.6 1 81.818184 2 R.AQFEGIVTDLIR.R 349 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007323.00732 2 3.9093 0.2514 1477.19 1474.7 1 84.61539 1 R.EQQIVIQSSGGLSK.D 542 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.012718.01271 2 3.0137 0.2365 1594.49 1594 4 57.14286 2 K.LLGQFTLIGIPPAPR.G 499 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.013282.0132 2 2.1433 0.1864 1556.03 1554.9 1 61.538464 1 K.LYSPSQIGAFVLMK.M 160 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012442.01244 2 3.0541 0.2766 1363.37 1362.6 1 81.818184 2 R.AQFEGIVTDLIR.R 349 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007088.00708 2 3.7636 0.1857 1592.95 1593.8 1 65.38461 2 K.MKETAENYLGHTAK.N 174 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_108.014327.014327.1 1 3.4114 0.3594 1595.09 1594 1 53.571426 4 K.LLGQFTLIGIPPAPR.G 499 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_103.004434.004434.2 2 3.3277 0.2408 1811.79 1810 1 53.125 2 K.SQVFSTAADGQTQVEIK.V 469 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_104.013210.013210.1 1 2.5624 0.1466 1361.8 1362.6 3 59.090908 1 R.AQFEGIVTDLIR.R 349 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_104.010983.010983.2 2 5.0449 0.4289 2419.59 2419.7 1 54.761906 2 R.EQQIVIQSSGGLSKDDIENMVK.N 542 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_PHA_lymphocytes_PK_105.016086.016086 2 3.9527 0.3023 2059.15 2057.2 1 50 2 K.STNGDTFLGGEDFDQALLR.H 266 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_108.014761.014761.2 2 3.6765 0.2304 1594.71 1594 1 75 2 K.LLGQFTLIGIPPAPR.G 499 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_102.014048.014048.2 2 3.782 0.2132 2057.21 2057.2 1 58.333332 1 K.STNGDTFLGGEDFDQALLR.H 266 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_102.008300.008300.2 2 3.2926 0.3176 1474.27 1474.7 2 65.38461 2 R.EQQIVIQSSGGLSK.D 542 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_102.014486.014486.2 2 3.7621 0.3294 2646.25 2643.9 1 32.608696 3 K.CELSSSVQTDINLPYLTMDSSGPK.H 317 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_115.000380.000380.2 2 3.2214 0.1665 2255.45 2252.6 1 45 2 K.VIAVYDLGGGTFDISILEIQK.G 239 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_104.008560.008560.2 2 3.9154 0.2965 1854.01 1855 1 75 2 K.MEEFKDQLPADECNK.L 596 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_Ti_104.013214.013214.2 2 4.463 0.3567 1362.67 1362.6 1 86.36364 4 R.AQFEGIVTDLIR.R 349 2 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsSD-NE_NT_lymphocytes_PK_104.008369.008369. 2 2.6812 0.2265 1321.77 1322.5 2 62.5 1 A.RTTPSVVAFTADG.E 85 0 *
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NP_004125.3| gi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precursor [Homo sapiens] 19 84 38.9 679 73681 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3071.307 2 2.808 0.2402 2057.11 2057.2 1 41.666664 1 K.STNGDTFLGGEDFDQALLR.H 266 2 *
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_112.001358.001358 2 5.0615 0.3176 2533.09 2530.9 1 52.499996 9 L.FFPLEELQNIFPSLDELIEVH.S 451 0
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.014425.014425 2 3.6639 0.2132 2063.93 2062.3 2 52.941177 3 R.RQESGYLIEEIGDVLLAR.F 482 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_112.002584.002584 2 3.5309 0.2781 3005.87 3004.4 1 39.583336 2 M.AECLFFPLEELQNIFPSLDELIEVH.S 447 0
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.012211.012211 2 4.5841 0.2534 1645.99 1645.9 1 79.16667 2 K.KAFLDFYHSFLEK.T 94 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.008516.008516 2 2.0674 0.1103 1335.77 1336.6 8 60.000004 1 K.KLVHEGPLTWR.V 647 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.018887.018887 2 3.8597 0.3186 1908.69 1906.1 1 59.375 1 R.QESGYLIEEIGDVLLAR.F 483 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.012665.012665 3 3.4633 0.0968 1646.42 1645.9 2 50 2 K.KAFLDFYHSFLEK.T 94 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_Ti_106.017019.017019 3 3.0172 0.1174 2062.04 2062.3 7 36.764706 1 R.RQESGYLIEEIGDVLLAR.F 482 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008784.00878 2 2.918 0.2846 1131.85 1131.3 1 90 2 K.KGLSSILDAAR.W 263 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012706.01270 2 3.9699 0.3671 1563.61 1564.7 1 84.61539 1 K.NWCALITETAGSLK.V 750 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010383.01038 2 3.0258 0.2236 1208.05 1208.4 1 77.77778 2 K.LVHEGPLTWR.V 648 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010064.01006 2 2.3749 0.3634 1453.55 1453.7 1 58.333332 1 R.VPVPPNVAFELDR.T 112 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009537.00953 2 2.4205 0.2714 1315.81 1316.5 6 65 2 R.EILHHVNQAVR.D 597 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013526.0135 3 3.5824 0.2586 2498.18 2496.9 9 29.545454 2 R.ILSDLLPFCRPGPEGQLAATALR.K 807 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.016755.01675 2 3.3167 0.1895 2063.97 2062.3 1 55.88235 1 R.RQESGYLIEEIGDVLLAR.F 482 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.013287.0132 2 2.8994 0.2328 2495.85 2496.9 2 40.909092 1 R.ILSDLLPFCRPGPEGQLAATALR.K 807 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011772.01177 2 3.8116 0.3958 1906.47 1907.1 1 56.666668 2 R.TQEIQENLLSLEETMK.Q 867 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013977.0139 2 2.8337 0.1147 1520.25 1517.7 2 72.72727 1 K.AFLDFYHSFLEK.T 95 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.015063.01506 2 2.5344 0.1121 2504.57 2502.9 2 35 1 K.RLMGMTPWEQELAQLEAWVGR.D 161 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012053.0120 2 5.4511 0.3995 1908.91 1907.1 1 76.666664 1 R.TQEIQENLLSLEETMK.Q 867 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008085.00808 2 2.9567 0.1159 1597.61 1597.7 1 79.16667 2 R.FCAFVQEAESRPR.C 536 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_PK_106.007125.0071 2 2.9385 0.2683 1362.05 1361.4 5 68.181816 1 Q.SIGQNTEEPTER.E 574 1
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.011728.01172 2 4.0219 0.3471 1692.89 1692.9 1 67.85714 2 R.KNWCALITETAGSLK.V 749 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008148.00814 1 1.8277 0.2825 1446.81 1446.7 1 58.333332 1 R.ELVPPDTLHSLPK.S 400 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_106.016407.016407 1 2.0726 0.1872 1147.66 1147.3 2 56.25 1 K.AFLDFYHSF.L 95 1
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_102.008169.008169.2 2 2.8631 0.1751 1352.41 1352.4 8 60.714287 2 R.DGDGVPGGGPLSPAR.T 852 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_106.009252.009252 1 2.3715 0.1788 1011.53 1010.2 1 68.75 1 K.DKAVEVHVL.L 661 1
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_106.018681.01868 2 3.8416 0.2975 1722.63 1721.9 1 64.28571 3 R.RQESGYLIEEIGDVL.L 482 1
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014808.0148 2 3.1947 0.0826 2504.81 2502.9 1 42.5 1 K.RLMGMTPWEQELAQLEAWVGR.D 161 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2810.281 2 3.5958 0.335 2430.32 2431.7 1 40 2 R.LTKYPLLLQSIGQNTEEPTER.E 565 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_PHA_lymphocytes_PK_105.021302.021302 2 5.0761 0.3116 2028.63 2026.3 1 71.875 8 L.EELQNIFPSLDELIEVH.S 455 0
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_113.012400.012400.3 3 3.3046 0.1441 2626.16 2625.1 5 30.434782 1 R.ILSDLLPFCRPGPEGQLAATALRK.V 807 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_110.009930.009930.2 2 2.0295 0.2221 1208.51 1208.4 8 66.66667 1 K.LVHEGPLTWR.V 648 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_110.013704.013704.2 2 3.1771 0.156 1648.57 1645.9 1 75 1 K.KAFLDFYHSFLEK.T 94 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_109.014672.014672.2 2 3.9161 0.2663 2498.85 2496.9 1 40.909092 4 R.ILSDLLPFCRPGPEGQLAATALR.K 807 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.020678.0206 2 5.4515 0.3188 2347.53 2346.7 1 55.263157 2 R.LMGMTPWEQELAQLEAWVGR.D 162 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.006706.0067 2 3.6024 0.3375 1738.23 1737.9 1 60.000004 1 R.HLKAEVDAEKPGATDR.K 286 2
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NP_004697.2| gi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange factor 1 isoform 2 [Homo sapien 31 78 29.1 912 102435 5.7 HsSD-NE_NT_lymphocytes_Ti_107.021140.021140.2 2 4.0769 0.3375 2348.41 2346.7 1 47.368423 6 R.LMGMTPWEQELAQLEAWVGR.D 162 2
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.009949.009949 3 5.1304 0.3841 2354.42 2353.7 1 39.285713 7 R.RPPEPEKAPPAAPTRPSALELK.V 458 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.015153.015153 2 4.1925 0.4208 2046.49 2046.2 1 64.70589 4 K.TAQEAFESVVEYFGENPK.T 962 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_110.009923.009923 2 3.3249 0.362 2141.85 2142.3 1 50 1 A.AFDNFKEVCGEQHRFEK.L 292 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_106.011092.011092 3 4.8451 0.4219 2459.3 2459.8 1 40 2 K.VIAEKYPQLTGFHSDLHFLDK.A 886 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_110.009721.00972 1 2.4266 0.1671 1111.41 1112.2 1 68.75 1 F.HSDLHFLDK.A 898 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_115.012322.012322 3 4.2025 0.3217 1984.1 1983.3 1 45.833336 4 R.RPPEPEKAPPAAPTRPSAL.E 458 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_108.008928.008928 2 3.1324 0.2668 1667.99 1666.8 1 75 2 A.FDNFKEVCGEQHR.F 293 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_113.011699.011699 2 3.3737 0.2422 1982.11 1983.3 1 50 6 R.RPPEPEKAPPAAPTRPSAL.E 458 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_114.012073.012073 3 3.7881 0.3179 3303.2 3303.7 1 27.34375 2 A.GSAEQPAGPAAPPPKQPAPPKQPMPAAGELEER.F 6 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.011792.011792 3 5.8575 0.4588 3211.76 3210.7 1 33.035713 11 R.RPPEPEKAPPAAPTRPSALELKVEELEEK.G 458 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.008187.008187 2 3.4286 0.1771 2352.83 2353.7 5 35.714287 1 R.RPPEPEKAPPAAPTRPSALELK.V 458 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.012324.012324 3 4.0355 0.3389 2516.06 2514.7 5 28.57143 2 R.GGHDIILAAFDNFKEVCGEQHR.F 284 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.014462.01446 2 4.8723 0.4677 2048.75 2046.2 1 70.588234 4 K.TAQEAFESVVEYFGENPK.T 962 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011610.0116 2 3.8051 0.4627 1989.03 1987.1 1 56.666668 2 R.TNHIGWVQEFLNEENR.G 130 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.012740.01274 2 3.4872 0.3763 1518.43 1518.7 1 73.07692 1 R.GGHDIILAAFDNFK.E 284 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016593.01659 2 4.1686 0.3853 2353.41 2353.7 1 52.63158 1 K.NAVLEHMEELQEQVALLTER.L 395 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011142.0111 2 4.6997 0.3407 1921.55 1919.1 1 73.333336 5 K.YPQLTGFHSDLHFLDK.A 891 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.015731.0157 2 3.2228 0.2626 2351.99 2353.7 1 47.368423 1 K.NAVLEHMEELQEQVALLTER.L 395 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_PK_109.006972.0069 2 3.1938 0.2481 1375.79 1375.5 1 60.714287 2 A.GSAEQPAGPAAPPPK.Q 6 1 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.018780.01878 2 5.1045 0.4116 2698.99 2697.1 1 50 2 R.ICQAIEAYDLQALGLDFLELLMR.F 732 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.015742.0157 2 3.7455 0.4506 1462.17 1460.7 1 75 4 K.TTSPGLFFSLFSR.F 980 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.012372.0123 2 4.0692 0.3028 1521.13 1518.7 1 76.92308 2 R.GGHDIILAAFDNFK.E 284 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012419.01241 2 4.0695 0.3815 1989.61 1987.1 1 66.66667 3 R.TNHIGWVQEFLNEENR.G 130 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.011475.01147 2 2.9035 0.2138 1467.57 1467.7 1 70.83333 2 R.KVAADWMSNLGFK.R 99 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.018080.0180 3 5.7325 0.3979 2947.7 2946.4 1 40 2 R.MPLLNWVALKPSQITGTVFTELNDEK.V 642 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_108.013096.013096.1 1 2.9443 0.1536 1519.15 1518.7 1 53.846157 1 R.GGHDIILAAFDNFK.E 284 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.014896.0148 2 2.4259 0.0946 2048.51 2046.2 1 55.88235 1 K.TAQEAFESVVEYFGENPK.T 962 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011387.011387.2 2 4.3309 0.2355 2377.17 2376.7 4 42.857143 1 K.APPAAPTRPSALELKVEELEEK.G 465 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_115.018530.018530.2 2 5.4323 0.4185 2699.71 2697.1 1 61.363636 6 R.ICQAIEAYDLQALGLDFLELLMR.F 732 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_103.013043.013043.2 2 3.5601 0.1701 1262.75 1261.5 4 80 1 R.LQSLDALLEMK.S 861 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4343.434 2 3.0654 0.3406 1459.7 1460.7 1 70.83333 2 K.TTSPGLFFSLFSR.F 980 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_PHA_lymphocytes_PK_105.012240.012240 2 3.5308 0.3192 2387.97 2387.6 1 44.736843 2 L.LEDTETKNAVLEHMEELQEQ.V 388 0 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_107.015138.015138.2 2 4.0492 0.4053 2046.67 2046.2 1 61.764706 7 K.TAQEAFESVVEYFGENPK.T 962 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_107.015755.015755.2 2 3.8312 0.4638 1461.31 1460.7 1 75 4 K.TTSPGLFFSLFSR.F 980 2 *
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.018472.0184 2 3.5784 0.3491 2698.89 2697.1 1 50 2 R.ICQAIEAYDLQALGLDFLELLMR.F 732 2 *
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177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NP_005883.2| gi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 26 102 23.2 1100 121827 5.7 HsSD-NE_NT_lymphocytes_Ti_110.019280.019280.2 2 3.8104 0.2425 2946.59 2946.4 1 34 1 R.MPLLNWVALKPSQITGTVFTELNDEK.V 642 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_PHA_lymphocytes_PK_111.002231.00223 2 3.835 0.2664 2000.87 1998.3 1 50 11 F.GEWVDVVVDDLLPIKDGK.L 157 1 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.000510.000510 3 3.7503 0.2665 3215.6 3213.6 6 23.214285 2 R.TDICQGALGDCWLLAAIASLTLNDTLLHR.V 105 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.011089.011089 3 4.5699 0.3415 2329.97 2329.7 1 46.05263 4 K.WKRPTELLSNPQFIVDGATR.T 85 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010214.01021 2 3.9831 0.3068 2014.65 2015.3 1 61.764706 2 K.RPTELLSNPQFIVDGATR.T 87 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014625.01462 2 4.0748 0.3855 2176.45 2177.5 1 50 4 K.LVFVHSAEGNEFWSALLEK.A 175 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.015898.01589 2 3.2292 0.1448 1475.65 1474.7 4 72.72727 3 K.LGLVEFNILWNR.I 605 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014634.01463 3 3.5663 0.2034 2177.81 2177.5 2 36.11111 1 K.LVFVHSAEGNEFWSALLEK.A 175 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012207.01220 2 2.9897 0.2603 1438.31 1435.6 1 75 1 K.MEDGEFWMSFR.D 329 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_PK_110.009951.0099 2 3.5183 0.2322 1784.53 1785.8 1 53.571426 3 W.SDSSSEWNNVDPYER.D 308 1 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010281.0102 2 3.8341 0.2165 2017.43 2015.3 1 58.823532 1 K.RPTELLSNPQFIVDGATR.T 87 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_109.015394.015394.2 2 2.8008 0.1473 2177.67 2177.5 2 38.88889 1 K.LVFVHSAEGNEFWSALLEK.A 175 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_111.013830.013830.3 3 6.0606 0.4018 2995.07 2994.4 1 35 2 R.FRLPPGEYVVVPSTFEPNKEGDFVLR.F 487 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_104.020622.020622.2 2 4.4944 0.4323 2321.01 2320.5 1 61.11111 6 R.YSEPDLAVDFDNFVCCLVR.L 663 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_112.013379.013379.2 2 3.3928 0.3034 2994.41 2994.4 2 34 1 R.FRLPPGEYVVVPSTFEPNKEGDFVLR.F 487 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_111.013272.013272.3 3 4.1918 0.1874 2330.15 2329.7 2 38.157894 1 K.WKRPTELLSNPQFIVDGATR.T 85 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5302.530 2 3.6046 0.3506 2321.07 2320.5 1 44.444447 2 R.YSEPDLAVDFDNFVCCLVR.L 663 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_111.013284.013284.2 2 3.5834 0.2392 2331.07 2329.7 1 52.63158 4 K.WKRPTELLSNPQFIVDGATR.T 85 2 *
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NP_005177.2| gi|12408656|ref|NP_005177.2| "calpain 1, large subunit [Homo sapiens] " 13 50 23.7 714 81890 5.7 HsSD-NE_NT_lymphocytes_Ti_115.016962.016962.3 3 3.6203 0.1811 3215.33 3213.6 3 24.107143 1 R.TDICQGALGDCWLLAAIASLTLNDTLLHR.V 105 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.017709.017709 2 2.4214 0.0842 1509.55 1509.8 1 61.538464 1 R.TFIGIFLIDGVTGR.I 755 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_PHA_lymphocytes_PK_111.015843.015843 1 2.5894 0.2005 1204.74 1204.5 4 68.181816 1 R.HLLIGLPSGAIL.S 860 1 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.014130.014130 2 2.7421 0.2102 3141.33 3138.4 1 28.57143 1 R.VSTPWLQHLSGACGVVDEAVLVCPDPSSR.S 215 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_PHA_lymphocytes_PK_110.018146.018146 2 3.2956 0.2971 1272.35 1271.5 1 83.33333 2 L.YVFNPIFGKW.S 602 0 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013808.01380 3 4.31 0.2722 2033.69 2033.3 1 41.17647 1 R.QIPLQSLDLEFGSGFQPR.V 258 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.018452.01845 3 4.2546 0.2008 2138.57 2138.5 1 43.055553 1 R.ALVQTEDHLLLFLQQLAGK.V 421 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013690.0136 2 2.8239 0.162 1691.77 1689.9 1 57.692307 1 R.SLQTLALETEWELR.Q 244 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014426.01442 3 3.6829 0.1518 2336.24 2334.6 1 32.894737 2 R.QLHELAPSIFFYLVDAEQGR.L 661 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.012842.0128 2 3.0087 0.3414 2067.95 2065.4 2 50 1 K.VLLLIDDEYKVTAFPATR.N 639 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012731.01273 2 2.5153 0.1179 1537.53 1538.8 3 69.230774 1 K.LFGIESSSGTILWK.Q 545 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014648.0146 2 2.9638 0.3467 2099.27 2101.5 1 52.941177 1 K.RPILQSLLLPVMDQDYAK.V 621 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.006264.00626 2 3.1975 0.1865 1216.07 1213.3 1 83.33333 5 R.RPEIPTEQSR.E 882 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_113.013913.01391 2 3.3165 0.2757 2337.25 2334.6 7 34.210526 1 R.QLHELAPSIFFYLVDAEQGR.L 661 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009486.00948 3 4.0458 0.3015 3203.12 3205.5 3 24.038462 2 R.RPEIPTEQSREENLIPYSPDVQIHAER.F 882 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.013238.0132 3 3.0964 0.2165 3138.8 3138.4 2 22.321428 2 R.VSTPWLQHLSGACGVVDEAVLVCPDPSSR.S 215 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009428.0094 3 5.4314 0.2833 3206.21 3205.5 1 26.923079 4 R.RPEIPTEQSREENLIPYSPDVQIHAER.F 882 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012843.01284 2 2.6385 0.1386 2065.85 2065.4 1 44.11765 1 K.VLLLIDDEYKVTAFPATR.N 639 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010953.0109 2 3.2054 0.3338 2206.55 2204.4 1 50 2 K.SLNPNLLAVVTESTDAHHER.T 735 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_114.012392.01239 2 4.0983 0.2749 1632.69 1630 1 80 6 R.HLLIGLPSGAILSLPK.A 860 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008656.0086 2 4.3654 0.3136 1534.49 1533.7 1 87.5 1 K.FNVEDGEIVQQVR.V 202 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013724.01372 2 2.5637 0.1353 1692.41 1689.9 2 61.538464 2 R.SLQTLALETEWELR.Q 244 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_PK_115.012462.0124 2 2.612 0.1677 1253.29 1253.4 1 80 1 L.DLEFGSGFQPR.V 265 1 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010707.01070 2 4.381 0.5385 2203.73 2204.4 1 55.263157 3 K.SLNPNLLAVVTESTDAHHER.T 735 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013787.01378 2 2.9314 0.3242 1509.51 1509.8 1 65.38461 2 R.TFIGIFLIDGVTGR.I 755 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_NT_lymphocytes_Ti_115.012268.01226 3 4.0789 0.2976 1630.25 1630 1 50 4 R.HLLIGLPSGAILSLPK.A 860 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.012623.0126 3 3.7607 0.2441 1630.1 1630 3 50 2 R.HLLIGLPSGAILSLPK.A 860 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012566.0125 2 3.5993 0.1971 1631.43 1630 1 66.66667 5 R.HLLIGLPSGAILSLPK.A 860 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014469.0144 2 4.6906 0.3903 2138.51 2138.5 1 66.66667 2 R.ALVQTEDHLLLFLQQLAGK.V 421 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013898.0138 2 4.2978 0.3857 2335.13 2334.6 1 55.263157 3 R.QLHELAPSIFFYLVDAEQGR.L 661 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.007976.0079 2 2.9514 0.2853 1280.75 1280.3 6 60.000004 2 K.RSSEHVHSQGR.V 714 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_NT_lymphocytes_Ti_109.015463.015463.2 2 4.351 0.3919 2101.77 2101.5 1 64.70589 3 K.RPILQSLLLPVMDQDYAK.V 621 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013977.0139 3 4.1783 0.2702 2334.62 2334.6 1 38.157894 2 R.QLHELAPSIFFYLVDAEQGR.L 661 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_NT_lymphocytes_Ti_103.008122.008122.2 2 2.297 0.2676 1394.21 1394.6 1 66.66667 1 R.VLPTQPNPVDASR.A 276 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014463.0144 3 3.251 0.1699 2138.63 2138.5 1 41.666664 1 R.ALVQTEDHLLLFLQQLAGK.V 421 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_NT_lymphocytes_Ti_114.010532.010532.2 2 3.3025 0.2735 1848.35 1848.1 3 53.333336 2 R.TTAHFPHPPQCTLLVK.D 577 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.010341.0103 3 3.5832 0.2823 1848.68 1848.1 1 43.333332 1 R.TTAHFPHPPQCTLLVK.D 577 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsSD-NE_NT_lymphocytes_Ti_111.009119.009119.2 2 3.1175 0.2885 1280.27 1280.3 1 65 2 K.RSSEHVHSQGR.V 714 2 *
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NP_055862.1| gi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [Homo sapiens] 25 76 29.2 993 111759 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2422.24 3 4.0647 0.186 3204.85 3205.5 1 27.884615 1 R.RPEIPTEQSREENLIPYSPDVQIHAER.F 882 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_110.018678.018678 2 3.1544 0.1986 2224.37 2221.6 7 39.473686 3 L.SLLEEGVKQLDTYAPFPGKK.H 821 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_107.009900.009900 2 3.9284 0.2786 2016.89 2018.2 1 50 2 M.EVVCRDACDGHEIGRML.A 1479 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_108.016170.016170 2 3.9486 0.2139 1966.45 1966.3 1 52.941177 2 W.ACQSPLGKEDTLLLIGHL.E 236 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_111.016911.01691 2 2.6029 0.2696 2393.77 2394.7 1 35.714287 1 S.SFPSNLGAGLRPPGFDPYLQFL.R 718 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_108.020902.020902 2 3.3447 0.3251 2712.23 2710.1 1 37.5 3 L.VESSFPSNLGAGLRPPGFDPYLQFL.R 715 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.011008.011008 2 2.9576 0.1482 1427.43 1425.7 4 68.181816 3 R.TCLHAILNILEK.G 1031 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_114.012580.012580 2 3.6867 0.3158 1688.49 1688.9 1 67.85714 2 L.LAGEHQQPHFPGLTR.G 113 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.011598.011598 2 3.6016 0.1748 1725.61 1723 1 67.85714 2 K.AVQHCLALLNLTLQK.E 845 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_109.018517.018517 2 4.1722 0.1998 2029.07 2026.4 1 59.375 6 L.ALLDRIVSVDKQQQWLL.Y 1498 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_107.016236.016236 2 2.6603 0.1532 2172.31 2172.4 1 43.75 1 F.YKLLRDYEPQLEDFVDQ.F 770 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_110.011244.011244 2 2.6888 0.2171 1642.63 1642.8 6 53.846157 1 L.ISHSDTIQAILRCQ.D 1650 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_113.018350.018350 3 4.5199 0.3465 2526.32 2523.7 1 32.954548 1 S.SHVENIQGAGGSPVSWEHFFHSL.M 540 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_108.009762.009762 1 2.9436 0.285 1153.77 1154.3 1 77.77778 2 S.HSDTIQAILR.C 1652 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_109.010198.010198 1 2.2729 0.2644 1353.89 1354.5 2 59.090908 1 L.ISHSDTIQAILR.C 1650 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_110.018532.018532 3 4.9055 0.2948 2221.1 2221.6 1 38.157894 2 L.SLLEEGVKQLDTYAPFPGKK.H 821 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016478.0164 2 4.6049 0.4242 2969.65 2970.3 1 38.88889 1 R.SGLAIVSQHDLDQLQADAINAFGESLQK.K 1950 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007424.0074 2 2.8779 0.0925 1306.29 1306.5 1 85 1 R.RQPEAVHLLDK.I 31 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.011403.01140 2 3.4238 0.274 1097.35 1097.3 1 93.75 1 R.YSFIQALVR.R 1993 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.021875.0218 2 3.5702 0.3737 2980.25 2979.4 1 41.666664 5 K.ILNILDSIDFSQEIPEPLQLDFFDR.A 1182 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008432.00843 2 5.0588 0.5014 1953.89 1955.1 1 75 2 R.YLYHGNTNPELAFESAK.I 902 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.015359.0153 2 3.9872 0.3644 2328.01 2326.6 1 47.368423 3 R.QLVEIILTACPQDLIQAEDR.Q 1288 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016628.0166 2 4.1348 0.4001 2205.73 2204.5 1 60.000004 3 R.CQDVSAGSLQELALLTGIISK.A 1662 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.009486.00948 1 2.7944 0.3876 1411.6 1410.6 1 58.333332 1 R.SVSGFLHFDTATK.V 1165 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.015062.01506 2 4.0902 0.3449 1314.67 1313.7 1 90.909096 3 R.LPGLGIIIYLLK.Q 1809 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012305.01230 3 3.9633 0.2591 2926.34 2927.3 1 30.000002 2 R.LLHLLLDDMPVKPYSDGEGGIEDENR.S 1139 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.016494.01649 2 4.3294 0.3416 2970.07 2970.3 2 33.333336 1 R.SGLAIVSQHDLDQLQADAINAFGESLQK.K 1950 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.009719.0097 2 3.3273 0.3229 1412.15 1410.6 1 66.66667 2 R.SVSGFLHFDTATK.V 1165 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.016768.01676 2 4.7999 0.3435 1951.25 1948.3 1 81.25 1 R.PLLMEEISTVLQYVVGR.N 1253 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.015814.01581 2 2.8683 0.2261 2166.65 2164.4 1 50 1 R.TSQDFLFSQLQYLPFSNK.E 1086 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.021102.02110 2 4.2372 0.4256 2982.17 2979.4 1 41.666664 6 K.ILNILDSIDFSQEIPEPLQLDFFDR.A 1182 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007852.00785 2 4.4682 0.4491 1938.63 1940.2 1 55.88235 1 K.KPVSTTNLQDPGVLGCPR.T 1013 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.021723.0217 2 5.1296 0.249 2395.65 2392.8 1 57.5 3 R.ESQLALIVCPLEQLLQGINPR.T 869 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012201.0122 3 4.5964 0.3638 2928.29 2927.3 1 31 1 R.LLHLLLDDMPVKPYSDGEGGIEDENR.S 1139 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011981.0119 2 3.3056 0.3838 2926.93 2927.3 2 40 2 R.LLHLLLDDMPVKPYSDGEGGIEDENR.S 1139 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.017342.01734 2 3.7267 0.3417 2207.39 2204.5 1 47.5 2 R.CQDVSAGSLQELALLTGIISK.A 1662 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.021064.02106 3 3.4538 0.3347 2392.19 2392.8 3 33.75 1 R.ESQLALIVCPLEQLLQGINPR.T 869 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010520.0105 2 2.8534 0.1007 1409.19 1409.6 1 77.27273 1 K.EDTLLLIGHLER.V 244 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009929.00992 2 2.7407 0.2026 1306.31 1306.5 1 80 2 R.RQPEAVHLLDK.I 31 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012512.01251 2 3.3473 0.1755 1427.23 1425.7 1 68.181816 2 R.TCLHAILNILEK.G 1031 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.017096.01709 2 4.8133 0.4034 1996.99 1994.2 1 55.88235 4 R.QSLAESLFAWACQSPLGK.E 226 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.021669.0216 3 4.7798 0.2052 2395.7 2392.8 1 38.75 1 R.ESQLALIVCPLEQLLQGINPR.T 869 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009418.00941 1 3.4747 0.1928 1280.47 1279.5 1 75 2 K.KLLDIEGLYSK.V 1978 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.020334.02033 2 4.4787 0.3635 1687.77 1688 1 80.769226 2 R.DLEHLMLLIGELYK.K 438 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009641.0096 2 2.9833 0.3624 1642.99 1643.8 2 61.538464 1 R.LQDSFASETNLDFR.S 1936 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.015988.0159 3 4.7463 0.3398 3098.99 3098.4 4 27.67857 2 R.SGLAIVSQHDLDQLQADAINAFGESLQKK.L 1950 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_110.021234.021234.2 2 4.1851 0.3323 1687.07 1688 1 80.769226 3 R.DLEHLMLLIGELYK.K 438 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_106.011742.011742 2 3.4736 0.2158 2157.79 2156.4 1 58.823532 2 Q.STEERDDMIHQLPLLTEK.Q 287 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_105.017325.017325 2 2.7054 0.2991 1801.83 1801.9 1 65.38461 1 L.RDYEPQLEDFVDQF.V 774 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_106.014885.014885 2 2.85 0.1556 1526.77 1526.8 5 66.66667 1 R.LQDSQLWKLPGLQ.A 314 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013432.013432.2 2 4.2764 0.1968 1428.41 1425.7 1 81.818184 2 R.TCLHAILNILEK.G 1031 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_106.016705.016705.2 2 3.6211 0.3485 2970.09 2970.3 1 35.185184 2 R.SGLAIVSQHDLDQLQADAINAFGESLQK.K 1950 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_103.011645.011645.2 2 3.064 0.1777 1645.57 1643.8 9 61.538464 2 R.LQDSFASETNLDFR.S 1936 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5858.585 2 4.9901 0.3638 2394.76 2392.8 1 50 3 R.ESQLALIVCPLEQLLQGINPR.T 869 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_106.015591.015591.3 3 3.8021 0.2465 3097.22 3098.4 1 26.785713 1 R.SGLAIVSQHDLDQLQADAINAFGESLQKK.L 1950 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.019888.0198 2 4.3782 0.3361 1687.19 1688 1 80.769226 4 R.DLEHLMLLIGELYK.K 438 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.011950.0119 2 2.6976 0.1081 1426.47 1425.7 1 81.818184 1 R.TCLHAILNILEK.G 1031 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_104.014252.014252.2 2 2.5714 0.1737 1836.61 1837.1 7 40 1 K.TWTLELSPELASMTTR.F 157 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_105.013727.013727 2 3.1231 0.239 1219.65 1220.4 1 85 3 R.LTAPEDVFSKL.Q 1452 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4929.49 2 4.794 0.3685 2391.82 2392.8 1 55 2 R.ESQLALIVCPLEQLLQGINPR.T 869 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_NT_lymphocytes_Ti_107.000863.000863.2 2 3.999 0.3961 2980.83 2979.4 1 39.583336 3 K.ILNILDSIDFSQEIPEPLQLDFFDR.A 1182 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_105.021238.021238 2 3.4946 0.4277 2480.89 2483.7 1 37.5 2 L.DSIDFSQEIPEPLQLDFFDRA.Q 1187 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_106.013281.01328 3 4.7552 0.2899 2674.19 2674 1 35.714287 2 S.FIEQSTEERDDMIHQLPLLTEK.Q 283 1 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.018057.0180 3 3.9392 0.1713 3612.5 3611.1 4 21.212122 1 K.ILDDEAAQELMPVVAGAVFTLTAHLSQAVLTEQK.Q 1322 2 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001394.001394 2 3.3969 0.263 2273.91 2271.4 1 50 4 L.RDYEPQLEDFVDQFVELQ.G 774 0 *
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NP_055950.1| gi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapiens] 48 134 29.8 2012 227918 6.2 HsSD-NE_PHA_lymphocytes_PK_106.001856.001856 2 3.7105 0.409 2752.43 2753 1 40.909092 2 L.NILDSIDFSQEIPEPLQLDFFDR.A 1184 1 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.001469.001469 2 3.3666 0.4387 3056.95 3058.3 1 34 2 R.SALLDSDEPLVYFYDDVTTLYEGFQR.G 73 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsSD-NE_PHA_lymphocytes_PK_107.011846.011846 1 2.0154 0.1867 1482.81 1483.7 6 54.545456 1 F.AQNRPEWVIIEQ.G 154 0 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015608.0156 2 4.0302 0.4437 1848.81 1848.3 1 55.88235 2 R.LMVTGAAPVSATVLTFLR.A 430 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.000682.0006 2 4.3956 0.4364 3060.61 3058.3 1 42 7 R.SALLDSDEPLVYFYDDVTTLYEGFQR.G 73 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.017960.0179 2 3.5807 0.3831 2991.75 2990.3 1 36 1 K.ATENTVNPCPDDTLISFLPLAHMFER.V 303 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.018254.01825 3 3.5926 0.2604 2990.27 2990.3 8 25 1 K.ATENTVNPCPDDTLISFLPLAHMFER.V 303 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.000838.00083 3 4.1088 0.4597 3059.81 3058.3 1 31 1 R.SALLDSDEPLVYFYDDVTTLYEGFQR.G 73 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.5346.53 3 3.2461 0.2366 3214.13 3214.5 5 23.076923 1 R.RSALLDSDEPLVYFYDDVTTLYEGFQR.G 72 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.0198.019 2 3.8609 0.393 3058.1 3058.3 1 38 1 R.SALLDSDEPLVYFYDDVTTLYEGFQR.G 73 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsSD-NE_NT_lymphocytes_Ti_105.017722.017722.2 2 2.9589 0.2335 2990.21 2990.3 1 32 1 K.ATENTVNPCPDDTLISFLPLAHMFER.V 303 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2606.260 2 3.3887 0.1566 1352.73 1352.7 5 72.72727 2 K.VLQPTVFPVVPR.L 357 2 *
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NP_001986.2| gi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain family member 1 [Homo sapiens] 10 22 15.3 698 77943 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2610.261 1 2.7355 0.2696 1351.77 1352.7 1 59.090908 1 K.VLQPTVFPVVPR.L 357 2 *
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_PK_110.016568.016568 2 3.6541 0.3213 1524.31 1521.8 1 79.16667 2 K.NVNFFTKPPIGTW.D 489 1
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_PK_108.020600.020600 2 3.5273 0.2453 2275.61 2276.6 1 44.736843 1 K.NVNFFTKPPIGTWDQVAEVL.S 489 1
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.000104.000104 2 4.7989 0.4471 1938.97 1939.3 1 67.64706 4 R.SIVSELAGLLSAMEYVQK.T 216 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_PK_107.010753.010753 1 2.0085 0.1637 1027.52 1026.2 3 68.75 1 Q.GLKIDLETH.S 449 0
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.013186.013186 2 3.887 0.3488 2457.65 2458.7 1 47.5 3 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.013167.0131 2 4.2823 0.3935 2458.39 2458.7 1 45 8 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
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182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.000162.00016 3 5.564 0.3756 1938.44 1939.3 1 51.47059 2 R.SIVSELAGLLSAMEYVQK.T 216 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_PK_109.011015.0110 2 2.7259 0.2097 1323.21 1321.4 3 65 1 K.TLTDEELADWK.R 234 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.013497.01349 2 4.0557 0.4268 2458.21 2458.7 1 52.499996 3 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.013188.0131 3 3.8109 0.264 2461.07 2458.7 2 30.000002 2 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.007316.00731 2 4.1951 0.3959 2502.61 2503.7 2 47.61905 2 K.YCRPESQEHPEADPGSAAPYLK.T 686 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.000189.00018 2 5.2018 0.4582 1939.87 1939.3 1 61.764706 2 R.SIVSELAGLLSAMEYVQK.T 216 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.014345.01434 2 4.0963 0.3729 2113.75 2112.3 1 52.941177 2 R.QFLAPWIESQDWAYAASK.E 32 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008696.00869 2 4.7854 0.3978 1761.29 1762 1 73.07692 2 R.FLQESNVLYQHNLR.R 71 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_110.014413.014413.3 3 4.8847 0.2943 2460.11 2458.7 1 43.75 2 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_102.009807.009807.2 2 2.6144 0.0868 1890.37 1888.1 2 46.875 1 K.VMNMEESNNGSLSAEFK.H 393 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_102.012671.012671.2 2 4.0173 0.2959 1404.61 1403.6 1 83.33333 1 R.GLSIEQLTTLAEK.L 519 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2218.221 2 4.1186 0.3591 1761.84 1762 1 69.230774 1 R.FLQESNVLYQHNLR.R 71 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_102.011955.011955.2 2 3.6815 0.3287 1747.11 1746.9 1 57.692307 2 K.VVENLQDDFDFNYK.T 164 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_PHA_lymphocytes_PK_106.011492.011492 2 3.419 0.1645 1771.61 1770 1 67.85714 2 L.VYLYPDIPKEEAFGK.Y 671 1
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_104.014457.014457.2 2 3.2654 0.2869 1888.77 1890.1 1 63.333332 1 R.LENWITSLAESQLQTR.Q 263 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_110.001569.001569.3 3 4.6346 0.4202 1939.73 1939.3 1 47.058823 1 R.SIVSELAGLLSAMEYVQK.T 216 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_109.014167.014167.2 2 4.8052 0.4308 2457.89 2458.7 1 55 4 K.ESHATLVFHNLLGEIDQQYSR.F 50 2
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NP_644805.1| gi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of transcription 3 isoform 1 [Homo s 16 55 27 770 88068 6.3 HsSD-NE_NT_lymphocytes_Ti_111.017810.017810.2 2 3.8202 0.3629 1939.37 1939.3 1 52.941177 5 R.SIVSELAGLLSAMEYVQK.T 216 2
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.018909.018909 2 3.8768 0.3103 2724.85 2724.1 1 36.363636 3 K.IKDYLEELWVQAQYITDAEGLPK.K 1788 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_108.020021.02002 2 3.3521 0.1958 1441.03 1438.7 2 77.27273 1 R.VPQFSFLDIFPK.V 191 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_109.012058.012058 2 3.4797 0.3535 2467.37 2467.6 1 45 2 C.SICLGDAKDPVCLPCDHVHCL.R 2071 0 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_112.016897.016897 2 2.8039 0.3034 1443.19 1442.8 6 62.5 2 R.VHALPPSLIPLVW.D 641 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_108.010325.010325 1 2.4898 0.1578 1200.83 1201.4 5 66.66667 2 L.VTEHVFLLDK.C 2021 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.008831.008831 2 4.0233 0.3529 2285.17 2286.5 1 55.263157 2 K.TLHPLLEDGCIEDDPAPHKK.V 932 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_107.011131.011131 3 5.2072 0.4742 3323.63 3326.6 1 30.555555 2 R.FGIQPCSICLGDAKDPVCLPCDHVHCLR.C 2065 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.008178.008178 3 3.7912 0.3352 1400.45 1400.6 1 52.272724 1 R.LHKEPFGEISSR.Y 3166 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_114.012501.012501 2 2.2013 0.3356 1654.49 1656.9 3 58.333332 1 R.NPCHLYIVEILER.R 163 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.008640.008640 3 3.9243 0.2082 2288.06 2286.5 1 38.157894 2 K.TLHPLLEDGCIEDDPAPHKK.V 932 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_110.013188.013188 2 3.8264 0.2643 2203.79 2203.4 2 44.444447 1 F.SRLLTSHDCEILESEVTGR.A 1395 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_108.014390.014390 2 3.6003 0.2415 1667.45 1664.9 1 75 2 Q.LFAPGDLPELGLEHR.A 1539 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_108.012562.012562 2 2.6534 0.191 1467.45 1467.6 3 63.636364 1 K.NHTERDPVLWSL.M 747 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009232.00923 2 3.5278 0.2901 1439.05 1437.6 1 72.72727 2 R.RLLNFDTELSTK.E 2733 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009828.00982 2 2.6634 0.1385 1400.27 1400.6 1 72.72727 2 R.LHKEPFGEISSR.Y 3166 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011992.01199 2 4.5576 0.3986 2316.03 2316.6 1 58.333332 2 R.FLAQLHGEPQQELLQCYLK.D 1824 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.020181.02018 2 5.4963 0.4974 1919.47 1919.3 1 76.47059 2 R.VQGAVTPLLASMISFIDR.D 1701 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.015119.01511 2 3.6201 0.2794 2276.91 2276.6 1 58.823532 2 K.YSFHDVKDYIQEYLTLLK.K 2214 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.016724.01672 2 4.4296 0.0937 2419.55 2420.7 1 57.14286 1 R.NFSGKDDIQALDIFLANLPEAK.C 1059 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.020099.02009 3 4.0897 0.2582 1918.79 1919.3 1 48.52941 2 R.VQGAVTPLLASMISFIDR.D 1701 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016403.01640 3 3.4252 0.326 2256.77 2256.6 1 36.842106 2 R.VVLLLGLLNEDDACHASFLR.V 1634 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011148.01114 3 3.9465 0.214 1901.51 1899.1 1 46.42857 1 K.KQEESQFHPLEWLAR.E 1665 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010684.01068 3 4.6591 0.3918 3283.07 3282.6 1 33.92857 1 K.EVLCDHMVDGQPLAEDSGLHIIAACNPYR.K 573 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012046.01204 2 4.1807 0.3772 2385.31 2383.6 1 50 4 K.AASEAPEEEVSLPWVHLAYQR.F 1873 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008283.00828 2 4.4585 0.3235 2018.45 2019.2 1 70.588234 1 R.GREPANEASVEYLQEVAR.I 2287 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013203.01320 2 3.2442 0.277 1885.01 1885.3 1 66.66667 2 R.ILTIYPQVLHSLMEAR.W 1904 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.001236.00123 2 3.3797 0.1324 2372.33 2370.7 2 42.5 1 K.DNAPPEKEVIESLLSLLFVQK.G 2153 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012467.01246 1 3.2321 0.1662 1576.16 1574.8 3 53.571426 1 K.VGFVGISNWALDPAK.M 952 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010365.01036 2 3.9742 0.3717 1449.13 1447.7 1 81.818184 2 R.VPFNVDFDKLPR.H 432 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010935.01093 2 2.305 0.1796 1212.01 1209.4 1 77.77778 2 R.ITVFLSTWNK.L 2902 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011908.01190 2 4.1472 0.401 1554.03 1552.8 1 83.33333 2 K.HTIALWQFLSAHK.S 3147 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009250.00925 2 3.8109 0.3926 1959.87 1960.1 1 46.875 2 R.LLTSHDCEILESEVTGR.A 1397 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009068.0090 2 3.9581 0.3098 1781.61 1780.9 1 59.375 1 K.ETSELGGSDVSILDTTR.L 1591 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.013727.01372 2 3.8133 0.2666 1938.61 1938.3 1 65.625 3 R.VPELQGLVTEHVFLLDK.C 2014 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.015992.01599 3 5.4686 0.4072 3483.95 3484.8 1 29.310345 2 R.AWFASEQMICPYCLTALPDEFSPAVSQAHR.E 2096 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.000003.00000 3 6.2644 0.3796 3636.56 3637.1 1 28.676472 2 R.AGPSDSNLDGTVTEMAIHAAAVLLCGQNELLEPLK.N 2505 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011312.01131 2 3.7152 0.4427 1423.65 1421.6 2 68.181816 2 K.FVDIFQQTPLGR.F 1812 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012538.01253 2 3.607 0.237 1577.41 1574.8 2 60.714287 1 K.VGFVGISNWALDPAK.M 952 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014678.01467 2 3.515 0.3066 2632.93 2633.1 1 45.652176 1 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010845.01084 2 2.9894 0.2103 1426.07 1423.7 3 66.66667 1 R.KPSPQDIAQAVLR.N 1046 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.013618.01361 3 4.3634 0.2204 2427.86 2426.8 1 40.789474 1 R.APKPTLLWLQQFDTEYSFLK.E 1414 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.016144.01614 2 5.1405 0.4741 2257.69 2256.6 1 65.789474 5 R.VVLLLGLLNEDDACHASFLR.V 1634 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014654.01465 3 5.8559 0.4977 2632.13 2633.1 1 45.652176 6 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008097.00809 2 4.0139 0.4614 2156.77 2158.3 1 61.11111 2 K.TLHPLLEDGCIEDDPAPHK.K 932 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014177.01417 2 3.2813 0.255 2815.31 2815.3 1 36 3 K.NLAFSPATMAHAFLPTMPEDLLAQAR.R 2540 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.012747.01274 2 6.2356 0.4817 2572.89 2571.9 1 65.909096 2 R.LQHVTISQLFAPGDLPELGLEHR.A 1531 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010263.01026 3 3.0059 0.2808 2286.26 2286.5 5 32.894737 1 K.TLHPLLEDGCIEDDPAPHKK.V 932 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010719.01071 2 2.6072 0.1269 1531.87 1532.8 2 61.538464 1 R.FATSLVDNSVPLLR.A 2491 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.016268.01626 2 3.8732 0.2642 1439.45 1438.7 1 81.818184 2 R.VPQFSFLDIFPK.V 191 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.013448.01344 3 3.3196 0.1912 1938.08 1938.3 2 37.5 1 R.VPELQGLVTEHVFLLDK.C 2014 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011826.01182 1 2.6534 0.1363 1200.81 1200.5 2 72.22222 1 K.FLPEILALQR.D 2856 2
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.015586.0155 3 3.2002 0.0844 3487.7 3484.8 1 25 1 R.AWFASEQMICPYCLTALPDEFSPAVSQAHR.E 2096 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.006702.0067 2 4.4876 0.4889 1995.49 1993.1 1 64.70589 3 R.SHNASLHPTPEQCEAVSK.F 2458 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009456.0094 2 2.5558 0.2289 1959.43 1960.1 7 40.625 1 R.LLTSHDCEILESEVTGR.A 1397 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.012225.0122 2 4.1446 0.328 1574.33 1574.8 1 71.42857 2 K.VGFVGISNWALDPAK.M 952 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007810.0078 2 3.2994 0.2236 1781.11 1778.9 1 61.538464 1 K.DPVCLPCDHVHCLR.C 2079 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.015887.0158 3 3.968 0.3329 2256.17 2256.6 1 35.526314 2 R.VVLLLGLLNEDDACHASFLR.V 1634 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010536.0105 2 2.1491 0.0995 2203.53 2204.5 1 41.666664 1 K.HMVTMDGVREEDLAPFSLR.K 350 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011244.0112 2 3.1372 0.2403 1550.21 1549.8 1 75 3 K.KFVDIFQQTPLGR.F 1811 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.019474.0194 3 3.9416 0.3125 1919.72 1919.3 1 45.588234 2 R.VQGAVTPLLASMISFIDR.D 1701 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.019614.0196 2 5.2688 0.5142 1921.81 1919.3 1 82.35294 3 R.VQGAVTPLLASMISFIDR.D 1701 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.015868.0158 2 3.2928 0.396 2254.87 2256.6 1 55.263157 1 R.VVLLLGLLNEDDACHASFLR.V 1634 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_NT_lymphocytes_PK_109.009408.0094 2 3.1248 0.2327 1549.81 1550.6 2 57.692307 2 K.VPGGEQEDAESRYL.L 1102 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.017415.0174 3 4.2377 0.2137 2816.42 2815.3 1 35 2 K.NLAFSPATMAHAFLPTMPEDLLAQAR.R 2540 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.000825.0008 3 4.5248 0.2097 3639.44 3637.1 2 23.529411 1 R.AGPSDSNLDGTVTEMAIHAAAVLLCGQNELLEPLK.N 2505 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.006813.0068 2 3.1369 0.2931 1339.35 1339.5 1 80 2 R.LLQEQHQLSSR.R 2722 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_110.014333.014333.2 2 3.4129 0.3156 1739.21 1739.1 1 64.28571 2 K.IIYGDPVTFLPHLPR.K 2790 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_110.018784.018784.3 3 4.5826 0.1985 2815.01 2815.3 2 33 2 K.NLAFSPATMAHAFLPTMPEDLLAQAR.R 2540 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.013745.0137 2 4.3742 0.4663 1902.45 1901.2 1 73.333336 4 K.TPQSQQSAYFLLTLFR.E 2435 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_105.013743.013743 1 2.0529 0.1837 1297.75 1298.5 4 60.000004 1 Y.EVERDLTPLIL.S 2997 0 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_106.014558.014558 2 2.5953 0.1936 1364.23 1363.5 7 65 1 W.QKSIVEELCAW.V 1257 0 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.013130.0131 2 3.4939 0.3858 1738.55 1739.1 1 67.85714 2 K.IIYGDPVTFLPHLPR.K 2790 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_107.017228.017228.2 2 4.8359 0.3113 2423.55 2420.7 1 64.28571 2 R.NFSGKDDIQALDIFLANLPEAK.C 1059 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_106.016546.016546 2 2.7708 0.2209 1855.55 1857.2 1 60.000004 1 Q.YITDAEGLPKKFVDIF.Q 1801 0 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008310.0083 2 4.2479 0.3161 2287.43 2286.5 1 63.15789 5 K.TLHPLLEDGCIEDDPAPHKK.V 932 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_105.009471.00947 2 2.7567 0.1674 1550.61 1550.6 2 61.538464 1 K.VPGGEQEDAESRYL.L 1102 1 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_110.018714.018714.2 2 3.2072 0.1958 2814.71 2815.3 1 36 1 K.NLAFSPATMAHAFLPTMPEDLLAQAR.R 2540 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_110.017256.017256.2 2 3.3726 0.2486 2257.85 2256.6 1 50 1 R.VVLLLGLLNEDDACHASFLR.V 1634 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.012212.0122 3 4.4102 0.3876 2223.41 2223.4 1 43.055553 1 R.HNSFADFLQAHLHTADLER.H 1366 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.018588.0185 2 3.576 0.296 2725.59 2724.1 1 45.454548 1 K.IKDYLEELWVQAQYITDAEGLPK.K 1788 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_PHA_lymphocytes_PK_106.014140.014140 2 3.15 0.2763 1486.39 1484.6 1 75 2 F.CNPSFIGDTLRGF.K 308 0 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.000251.0002 2 3.3353 0.1751 2371.71 2370.7 1 50 2 K.DNAPPEKEVIESLLSLLFVQK.G 2153 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_104.013388.013388.2 2 4.2741 0.3244 1574.11 1574.8 1 71.42857 2 K.VGFVGISNWALDPAK.M 952 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.012710.0127 3 4.7728 0.3765 2572.97 2571.9 1 35.227272 4 R.LQHVTISQLFAPGDLPELGLEHR.A 1531 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.017507.0175 2 3.626 0.2481 2817.39 2815.3 5 34 2 K.NLAFSPATMAHAFLPTMPEDLLAQAR.R 2540 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.011252.0112 3 5.3561 0.2303 3327.05 3326.6 1 29.62963 3 R.FGIQPCSICLGDAKDPVCLPCDHVHCLR.C 2065 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.014409.0144 2 4.3629 0.4636 2434.11 2433.7 1 57.5 2 R.LSAYSLGGFAAEWLSQEYFHR.Q 1343 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1814.18 2 3.6954 0.2526 1340.26 1339.5 1 75 2 R.LLQEQHQLSSR.R 2722 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.012995.0129 2 2.6593 0.2385 1884.97 1885.3 1 56.666668 1 R.ILTIYPQVLHSLMEAR.W 1904 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009986.0099 2 3.233 0.2871 1401.43 1400.6 1 81.818184 2 R.LHKEPFGEISSR.Y 3166 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.012041.0120 2 4.4387 0.4694 1555.69 1552.8 1 87.5 5 K.HTIALWQFLSAHK.S 3147 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.014462.0144 3 6.2212 0.385 2634.47 2633.1 1 44.56522 5 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_112.015383.015383.2 2 3.584 0.4824 2630.89 2633.1 1 47.826088 2 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_112.015382.015382.3 3 5.8285 0.4691 2632.73 2633.1 1 41.304348 1 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_115.013984.013984.2 2 2.7786 0.2117 2428.49 2426.8 1 42.105263 1 R.APKPTLLWLQQFDTEYSFLK.E 1414 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.014115.0141 2 3.6783 0.4689 2345.61 2345.7 1 57.5 4 K.VFVTPQAPLEAIQAYLAGHYR.V 21 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.018196.0181 2 2.3499 0.183 1610.77 1607.9 4 53.571426 1 R.GLGLCATALVSYLIR.L 2948 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_113.011555.011555.3 3 3.9032 0.2716 3325.79 3326.6 4 24.074074 1 R.FGIQPCSICLGDAKDPVCLPCDHVHCLR.C 2065 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsSD-NE_NT_lymphocytes_Ti_114.014315.014315.2 2 3.6392 0.149 2022.75 2020.3 1 58.823532 2 R.IFSTALFVEHVLLGTESR.V 1996 2 *
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NP_065965.3| gi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sapiens] 69 193 26.9 3280 373981 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.014468.0144 2 3.6854 0.4272 2632.59 2633.1 1 41.304348 3 R.VHALPPSLIPLVWDFGQLSDVAEK.L 641 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.008450.008450 2 4.436 0.2596 1773.51 1773.9 1 73.52941 2 R.GRQDGSESEAVAVALAGR.L 873 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.015785.01578 2 3.449 0.3659 3107.27 3105.4 1 30.357143 1 R.AEVVVQVPYLEAGEAVVYPLQEAAADGCR.E 993 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009800.00980 2 3.7012 0.3164 1490.71 1490.7 1 83.33333 2 R.LQLFGQDFSHAAR.S 756 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.012711.01271 3 4.2667 0.1937 3030.92 3028.4 4 24.038462 1 K.LCQAFENGKELVELSQASPHDISNVLK.L 808 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_PK_105.007475.0074 2 3.0756 0.2867 2018.51 2019 3 41.17647 1 F.EEEPEETPGGQDESSNQR.A 975 1 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2527.252 2 3.6217 0.3393 1490.13 1490.7 1 79.16667 1 R.LQLFGQDFSHAAR.S 756 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_NT_lymphocytes_Ti_110.018086.018086.2 2 3.428 0.2316 1989.65 1990.3 1 50 3 K.YPLLNTVETLTAAGTLIAK.V 168 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5450.545 3 5.1638 0.3828 3286.75 3286.6 1 31.25 2 R.SPLTAASPGELPTEGAGPDVVEDISHLLADVAR.F 93 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_NT_lymphocytes_Ti_103.016921.016921.2 2 2.5257 0.1133 3105.91 3105.4 2 26.785713 1 R.AEVVVQVPYLEAGEAVVYPLQEAAADGCR.E 993 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009664.009664.2 2 3.667 0.3226 1559.13 1560.7 1 66.66667 1 R.QDGSESEAVAVALAGR.L 875 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_PHA_lymphocytes_PK_105.020589.020589 2 4.238 0.343 2306.39 2304.5 1 52.272724 2 A.ASPGELPTEGAGPDVVEDISHLL.A 98 0 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsSD-NE_NT_lymphocytes_Ti_111.013373.013373.2 2 4.4177 0.4656 1859.83 1858.1 1 63.88889 2 R.HASAAGFPLSGAASWTLGR.S 71 2 *
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NP_036424.2| gi|47834348|ref|NP_036424.2| minor histocompatibility antigen HA-1 [Homo sapiens] 10 21 15.5 1136 124614 6.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4792.47 3 4.3652 0.3689 3285.56 3286.6 2 21.09375 2 R.SPLTAASPGELPTEGAGPDVVEDISHLLADVAR.F 93 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.008570.008570 2 3.1859 0.1735 1871.09 1871 1 67.85714 1 K.HIKENDYYTPTGEFR.V 611 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsSD-NE_PHA_lymphocytes_Ti_110.017289.017289 3 3.8803 0.1676 3094.79 3093.4 4 25 1 R.NAEIGNKDFELDVLEEAYTTEHWLVR.I 665 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsSD-NE_PHA_lymphocytes_PK_108.019098.019098 2 3.2438 0.3022 2163.21 2160.5 3 38.88889 1 F.GGLTGYSSDDINKFLWMVR.I 583 1
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009118.00911 2 2.2062 0.1474 1136.35 1137.2 3 78.57143 1 K.FHNWFDDR.A 68 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.019314.01931 2 3.9481 0.4132 2367.91 2366.6 1 52.77778 5 K.DFELDVLEEAYTTEHWLVR.I 672 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009058.00905 1 1.8835 0.1754 1136.5 1137.2 4 64.28571 1 K.FHNWFDDR.A 68 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.007649.00764 2 4.2584 0.2627 1872.17 1871 1 75 1 K.HIKENDYYTPTGEFR.V 611 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008912.0089 2 3.1769 0.2289 1137.41 1137.2 1 92.85714 6 K.FHNWFDDR.A 68 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009209.0092 1 2.5162 0.2328 1137.64 1137.2 1 71.42857 1 K.FHNWFDDR.A 68 2 *
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185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007935.0079 2 4.7421 0.3444 1871.41 1871 1 82.14286 4 K.HIKENDYYTPTGEFR.V 611 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.017864.01786 3 3.8266 0.2499 3095.33 3093.4 1 28 1 R.NAEIGNKDFELDVLEEAYTTEHWLVR.I 665 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008555.0085 1 2.45 0.2255 1105.72 1104.2 1 81.25 1 R.FLAEEGFYK.F 59 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.016544.0165 2 2.9889 0.3123 1545.83 1545.6 1 58.333332 1 K.DFELDVLEEAYTT.E 672 1
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.012480.0124 2 3.5959 0.3436 1981.83 1981.2 1 60.714287 2 K.FHNWFDDRAWYPLGR.I 68 2 *
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013941.0139 3 4.8204 0.3848 3094.16 3093.4 1 36 1 R.NAEIGNKDFELDVLEEAYTTEHWLVR.I 665 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsSD-NE_PHA_lymphocytes_PK_105.017183.017183 2 3.5099 0.2491 2273.53 2272.4 4 39.473686 1 R.NAEIGNKDFELDVLEEAYTT.E 665 1
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.014673.0146 2 2.5434 0.2258 2369.07 2366.6 1 36.11111 1 K.DFELDVLEEAYTTEHWLVR.I 672 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2145.214 2 2.5455 0.0841 845.52 844.95 7 83.33333 1 K.RPPGFDR.V 656 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4378.437 2 2.8197 0.1145 1908.56 1908.2 1 50 1 R.IIFDDFREAYYWLR.H 500 2
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NP_689926.1| gi|22749415|ref|NP_689926.1| integral membrane protein 1 [Homo sapiens] 13 34 14.9 705 80530 8.1 HsSD-NE_NT_lymphocytes_Ti_110.018206.018206.2 2 3.5153 0.3942 3092.73 3093.4 6 32 2 R.NAEIGNKDFELDVLEEAYTTEHWLVR.I 665 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.006916.006916 1 1.9859 0.0829 919.55 920.06 9 68.75 1 R.AHAHSLVGK.Q 104 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_PHA_lymphocytes_PK_115.013598.013598 2 4.064 0.3281 2594.11 2594 1 47.826088 3 F.LRASDGSFSLPLKPVISQPIHDSK.S 198 1
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_PHA_lymphocytes_PK_114.013610.013610 3 3.5093 0.3056 2591.72 2594 3 28.260868 1 F.LRASDGSFSLPLKPVISQPIHDSK.S 198 1
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.006792.0067 2 2.7474 0.2504 1792.45 1790.8 1 55.88235 1 R.YGCEGPSHGGLPGASSEK.G 55 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010236.0102 3 4.5487 0.4734 2323.79 2324.6 1 34.523808 3 R.ASDGSFSLPLKPVISQPIHDSK.S 200 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.021053.02105 3 4.6117 0.354 2667.65 2667 1 33 1 R.SYELAGGDLAGLLEALSDMGLEEGVR.L 820 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011226.01122 2 2.7193 0.2454 2324.25 2324.6 1 42.857143 1 R.ASDGSFSLPLKPVISQPIHDSK.S 200 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.021344.02134 2 3.6975 0.4414 2666.49 2667 3 38 2 R.SYELAGGDLAGLLEALSDMGLEEGVR.L 820 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007644.0076 2 3.0584 0.2418 1209.47 1208.4 1 75 1 R.HGDSAMHLALR.A 559 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010260.0102 2 2.9804 0.1897 2324.99 2324.6 1 40.476192 2 R.ASDGSFSLPLKPVISQPIHDSK.S 200 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.012168.0121 2 2.9206 0.1868 2172.85 2172.5 1 42.5 1 R.TFAGNTPLHLAAGLGYPTLTR.L 665 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_NT_lymphocytes_Ti_104.012971.012971.2 2 3.8014 0.1613 2608.39 2605.7 2 40.476192 1 R.FYEDDENGWQAFGDFSPTDVHK.Q 262 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_NT_lymphocytes_Ti_105.001151.001151.3 3 5.7471 0.4323 2665.97 2667 1 35 2 R.SYELAGGDLAGLLEALSDMGLEEGVR.L 820 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3096.30 2 4.0266 0.3096 2171.74 2172.5 1 40 1 R.TFAGNTPLHLAAGLGYPTLTR.L 665 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2791.279 2 4.566 0.4349 2171.7 2172.5 1 52.499996 2 R.TFAGNTPLHLAAGLGYPTLTR.L 665 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_NT_lymphocytes_Ti_105.001136.001136.2 2 4.9585 0.4908 2665.73 2667 1 44 4 R.SYELAGGDLAGLLEALSDMGLEEGVR.L 820 2
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|NP_001070962.1| gi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001 nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 12 28 16.9 900 96749 6.2 HsSD-NE_NT_lymphocytes_Ti_110.015672.015672.2 2 3.172 0.1731 2309.85 2307.7 6 40 1 R.TALHLATEMEELGLVTHLVTK.L 636 2
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.007906.007906 3 3.7457 0.1201 2872.1 2872.9 1 28.40909 1 R.NNEEWTVDSCTECHCQNSVTICK.K 327 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007016.00701 2 4.4857 0.3193 1674.27 1673.9 1 80.769226 5 R.KVTEENKELANELR.R 300 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007725.00772 3 4.751 0.3954 4085.24 4085 1 25 1 K.DNCPNLPNSGQEDYDKDGIGDACDDDDDNDKIPDDR.D 716 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.007104.00710 2 2.7522 0.1268 1339.67 1338.6 1 77.27273 1 K.KIMADSGPIYDK.T 1130 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.015256.01525 2 5.4398 0.4468 2197.91 2196.4 1 62.5 3 R.IPESGGDNSVFDIFELTGAAR.K 21 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008367.00836 3 5.3665 0.3324 4093.73 4095 1 25.694445 2 R.CDNCPYNHNPDQADTDNNGEGDACAADIDGDGILNER.D 774 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009958.00995 2 3.3229 0.3602 1551.53 1551.7 1 65.38461 1 R.NALWHTGNTPGQVR.T 1078 2
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007436.0074 2 3.8091 0.2979 1573.41 1574.6 1 77.27273 2 R.DNCQYVYNVDQR.D 811 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_113.009524.00952 3 3.6905 0.1298 1662.17 1660.8 1 60.416668 2 R.RPPLCYHNGVQYR.N 314 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.015602.0156 2 5.0197 0.5466 2197.75 2196.4 1 55 2 R.IPESGGDNSVFDIFELTGAAR.K 21 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008792.0087 3 5.5877 0.3769 4095.74 4095 1 25.694445 2 R.CDNCPYNHNPDQADTDNNGEGDACAADIDGDGILNER.D 774 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011205.0112 2 2.9203 0.3245 1813.97 1814.9 1 56.666668 1 R.DDDYAGFVFGYQSSSR.F 1019 2
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012938.01293 2 2.8561 0.257 991.97 990.23 1 93.75 1 K.GFLLLASLR.Q 87 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_PK_106.005766.0057 2 4.4338 0.5068 2017.21 2016.9 1 68.75 1 C.DHDDDNDGIPDDKDNCR.L 895 1 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_103.014951.014951.3 3 4.04 0.2348 2582.72 2580.9 3 30.681818 1 R.IEDANLIPPVPDDKFQDLVDAVR.A 61 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_104.016782.016782.2 2 2.6631 0.1433 2198.53 2196.4 3 35 1 R.IPESGGDNSVFDIFELTGAAR.K 21 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2388.238 2 3.9462 0.2463 1246.95 1247.4 1 90 1 R.TIVTTLQDSIR.K 289 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_104.014631.014631.2 2 3.8479 0.153 2582.23 2580.9 1 40.909092 4 R.IEDANLIPPVPDDKFQDLVDAVR.A 61 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_103.009737.009737.3 3 5.0977 0.3615 4094.36 4095 1 24.305555 1 R.CDNCPYNHNPDQADTDNNGEGDACAADIDGDGILNER.D 774 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2409.24 2 3.8384 0.1833 1247.09 1247.4 1 85 1 R.TIVTTLQDSIR.K 289 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_104.008932.008932.2 2 3.2237 0.494 2870.99 2872.9 1 43.18182 2 R.NNEEWTVDSCTECHCQNSVTICK.K 327 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_103.010556.010556.2 2 2.6292 0.1403 1304.65 1303.5 1 66.66667 1 K.AGTLDLSLTVQGK.Q 125 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.009620.0096 2 4.7986 0.3807 1662.41 1660.8 1 75 2 R.RPPLCYHNGVQYR.N 314 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011934.011934.3 3 4.3265 0.2463 4571.18 4572.6 2 18.589745 3 K.DSDGDGRGDACKDDFDHDSVPDIDDICPENVDISETDFRR.F 920 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsSD-NE_NT_lymphocytes_Ti_103.008755.008755.2 2 3.649 0.3877 1949.65 1951 1 50 1 R.CENTDPGYNCLPCPPR.F 608 2 *
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NP_003237.2| gi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Homo sapiens] 21 44 29.5 1170 129383 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1980.198 2 4.3107 0.3527 1876.81 1877 1 47.058823 1 R.FTGSQPFGQGVEHATANK.Q 624 2 *
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.004487.004487 2 4.985 0.5347 1785.69 1785 1 70.588234 1 R.AALAHSEEVTASQVAATK.T 2585 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.012953.012953 2 2.5861 0.1104 2422.93 2420.7 5 37.5 1 R.AVTGYRDPYTEQTISLFQAMK.K 3745 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.016760.016760 2 4.3344 0.4531 2116.85 2116.4 1 50 1 R.AGTLSITEFADMLSGNAGGFR.S 4202 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.008477.008477 2 3.224 0.1356 1431.49 1429.7 3 72.72727 2 K.IIITVVEEQEQK.G 2936 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.009082.009082 2 2.6083 0.1563 2026.29 2028.3 7 38.88889 1 R.LLEAQIATGGIIDPVHSHR.V 3442 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.010982.010982 2 2.1531 0.1166 1826.71 1827.1 6 42.857143 1 R.QALHSLELHYQAFLR.D 902 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.015057.015057 3 3.388 0.1684 3129.26 3128.6 1 26.85185 2 R.FLEVQYLTGGLIEPDTPGRVPLDEALQR.G 4365 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_113.015061.015061 3 6.8522 0.5236 3280.67 3278.6 1 38.392857 11 R.HISDLYEDLRDGHNLISLLEVLSGDSLPR.E 40 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.000982.000982 2 3.3167 0.2807 2697.93 2695.2 1 36 1 R.QLLSPGTALILLEAQAASGFLLDPVR.N 2697 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008546.00854 2 3.7773 0.3995 1712.43 1711.8 1 69.230774 1 K.GFFDPNTHENLTYR.Q 3489 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009173.0091 2 5.0786 0.4317 2015.29 2014.3 1 63.88889 21 R.LLEAQIATGGVIDPVHSHR.V 2783 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014517.01451 2 3.827 0.3818 2316.63 2318.6 1 47.22222 1 K.GFFDPNTEENLTYLQLMER.C 4067 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014604.0146 3 4.0165 0.3536 3128.51 3128.6 1 30.555555 1 R.FLEVQYLTGGLIEPDTPGRVPLDEALQR.G 4365 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_115.015057.01505 2 3.2799 0.3831 1414.47 1414.8 1 85 1 R.ELVLLLLQWMR.H 264 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.018878.0188 3 3.3987 0.1749 2036.24 2036.3 1 38.88889 2 R.DGHNLISLLEVLSGDSLPR.E 50 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014688.01468 2 4.0901 0.354 1917.95 1915.1 1 78.57143 2 R.YLQDLLAWVEENQHR.V 502 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015003.01500 2 3.2192 0.1939 3131.41 3128.6 4 31.48148 1 R.FLEVQYLTGGLIEPDTPGRVPLDEALQR.G 4365 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010691.01069 2 3.7659 0.4264 2014.57 2014.3 1 55.555557 7 R.LLEAQIATGGVIDPVHSHR.V 2783 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007866.0078 2 3.2188 0.1887 1592.77 1593.7 1 79.16667 1 R.ARQEELYSELQAR.E 3197 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007773.0077 2 2.4174 0.1066 1886.71 1885 5 43.333332 1 K.AEVVETTQVYTEEETR.R 3527 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.001934.00193 2 4.8204 0.4356 2697.87 2695.2 1 44 3 R.QLLSPGTALILLEAQAASGFLLDPVR.N 2697 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009905.0099 2 2.5897 0.2157 1464.11 1461.7 8 53.846157 1 R.SLESLHSFVAAATK.E 592 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013539.0135 2 5.0015 0.4482 2892.47 2890.1 2 36.53846 2 R.TQLASWSDPTEETGPVAGILDTETLEK.V 4243 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012909.01290 2 2.3465 0.0857 1772.79 1773 1 53.571426 1 R.DPYTEQTISLFQAMK.K 3751 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.018762.0187 2 4.2432 0.4075 2039.17 2036.3 1 55.555557 2 R.DGHNLISLLEVLSGDSLPR.E 50 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010458.01045 2 3.8554 0.2578 1570.69 1571.7 1 67.85714 2 R.DDGTGQLLLPLSDAR.K 3845 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010736.01073 2 4.647 0.4045 1567.55 1567.8 1 86.666664 4 R.APVPASELLASGVLSR.A 3288 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.007100.00710 2 4.0556 0.113 1713.73 1713.9 1 75 2 R.RKQEELQQLEQQR.R 2546 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010932.01093 2 4.2585 0.4118 2965.73 2966.1 1 39.583336 2 R.EYGSCSHHYQQLLQSLEQGAQEESR.C 935 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011432.01143 2 4.1153 0.3788 1654.63 1654.9 1 71.42857 1 R.DPYTGQSVSLFQALK.K 3085 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010426.01042 2 3.9613 0.3808 1838.51 1836 1 70 1 R.QTNLENLDQAFSVAER.D 191 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011670.01167 2 5.5902 0.4262 1773.21 1774 1 70 1 R.DPYSGSTISLFQAMQK.G 3416 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010905.01090 3 4.0682 0.2372 2966.21 2966.1 2 28.125 2 R.EYGSCSHHYQQLLQSLEQGAQEESR.C 935 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008142.0081 3 3.9979 0.1317 1693.52 1692.9 1 52.083332 1 R.LREQLQLLEEQHR.A 2572 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.015516.01551 2 2.6855 0.1824 2258.27 2257.6 1 47.058823 2 R.RFPSSFEEIEILWSQFLK.F 284 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009536.00953 2 3.2958 0.2828 1532.71 1532.8 1 67.85714 1 K.VLALPEPSPAAPTLR.S 1028 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009870.00987 1 3.128 0.3501 1462.67 1461.7 1 61.538464 1 R.SLESLHSFVAAATK.E 592 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.016670.0166 2 2.5998 0.1879 2934.75 2935.3 3 33.92857 1 K.DLLPSDMAVALLEAQAGTGHIIDPATSAR.L 3025 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006750.0067 2 2.7919 0.0808 1352.35 1351.3 4 66.66667 1 R.DSQDAGGFGPEDR.L 917 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.007572.0075 2 2.7301 0.2122 1184.29 1184.3 2 75 2 R.AGLVGPEFHEK.L 3062 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009525.00952 2 3.1784 0.3345 1996.49 1996.3 1 50 1 K.AGVAAPATQVAQVTLQSVQR.R 472 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.007559.007559.2 2 3.719 0.2583 1512.67 1513.6 2 66.66667 3 K.DTHDQLSEPSEVR.S 3810 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_111.012643.012643.3 3 4.3155 0.2669 2028.56 2028.3 1 43.055553 2 R.LLEAQIATGGIIDPVHSHR.V 3442 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_104.015552.015552.2 2 4.9287 0.3101 2318.21 2318.6 1 61.11111 2 K.GFFDPNTEENLTYLQLMER.C 4067 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.009269.009269.2 2 3.2279 0.1587 1209.87 1208.4 1 90 2 R.AQLMADFQAGR.V 3580 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_PK_106.009879.009879 2 2.8882 0.2385 1656.09 1654.8 1 61.538464 1 Q.FFSDVREAEGQLQK.L 705 1
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.010565.010565.2 2 2.8426 0.0875 1192.67 1191.4 1 77.77778 1 R.LLFNDVQTLK.D 429 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1980.19 2 2.8106 0.2417 1470.37 1470.7 1 62.5 1 R.ARQVQVALETAQR.S 1538 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_PK_106.013718.013718 3 3.8597 0.3284 2512.94 2511.8 1 34.090908 1 Q.YLTGGLIEPDTPGRVPLDEALQR.G 4370 1
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_109.018259.018259.2 2 5.172 0.4303 2116.97 2116.4 1 60.000004 2 R.AGTLSITEFADMLSGNAGGFR.S 4202 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_107.014959.014959.2 2 4.3452 0.28 1917.91 1915.1 1 78.57143 3 R.YLQDLLAWVEENQHR.V 502 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_104.011909.011909.2 2 3.8019 0.3188 1809.71 1810 1 66.66667 1 K.VQSGSESVIQEYVDLR.T 1283 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.010868.010868.2 2 2.8654 0.1884 1165.17 1165.3 2 77.77778 1 R.LTAEDLFEAR.I 3625 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015358.015358.2 2 5.5116 0.3672 2171.85 2170.3 1 66.66667 1 R.GLFDEEMNEILTDPSDDTK.G 4048 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_104.014225.014225.3 3 3.788 0.2871 3002.09 2999.2 1 25 1 K.EQELQQTLQQEQSVLDQLRGEAEAAR.R 2040 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3726.37 3 3.7584 0.2341 3280.6 3278.6 1 25.892857 1 R.HISDLYEDLRDGHNLISLLEVLSGDSLPR.E 40 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_107.014305.014305.2 2 3.7335 0.2277 2310.83 2308.6 1 47.22222 4 K.GFFDPNTHENLTYLQLLER.C 2830 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_111.013657.013657.2 2 3.2055 0.2979 1543.71 1543.8 1 70.83333 3 R.LGFHLPLEVAYQR.G 3792 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_102.014577.014577.2 2 3.8865 0.2572 1774.73 1773 1 71.42857 3 R.DPYTEQTISLFQAMK.K 3751 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.010768.010768.2 2 3.7199 0.4074 1537.69 1539.8 1 82.14286 1 R.LLDAQLATGGIVDPR.L 3777 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_113.015346.015346.3 3 4.7988 0.4426 3276.29 3278.6 1 25.892857 1 R.HISDLYEDLRDGHNLISLLEVLSGDSLPR.E 40 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_114.013182.013182.3 3 4.1436 0.3779 2873.3 2873.4 1 29.807693 1 K.KGIIRPGTAFELLEAQAATGYVIDPIK.G 3933 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_108.015995.015995.2 2 2.6442 0.2527 3127.65 3128.6 3 27.777779 1 R.FLEVQYLTGGLIEPDTPGRVPLDEALQR.G 4365 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_111.002603.002603.2 2 2.3223 0.1401 2105.53 2105.4 1 38.88889 1 R.LTVDEAVRKGLVGPELHDR.L 3720 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_114.017004.017004.2 2 3.2534 0.3132 2696.41 2695.2 1 40 4 R.QLLSPGTALILLEAQAASGFLLDPVR.N 2697 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_102.009500.009500.2 2 4.3561 0.42 1987.93 1989.2 2 55.555557 1 R.LLEAQACTGGIIDPSTGER.F 4289 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_102.010047.010047.2 2 3.5215 0.2981 1557.11 1557.7 1 76.92308 1 R.LQEAGILSAEELQR.L 2636 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_109.010102.010102.2 2 3.261 0.3585 1854.17 1852.1 1 60.000004 1 K.VPPGYHPLDVEKEWGK.L 335 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_108.015943.015943.3 3 4.562 0.3273 3129.2 3128.6 1 29.62963 2 R.FLEVQYLTGGLIEPDTPGRVPLDEALQR.G 4365 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_PK_105.009945.009945 2 2.7087 0.1513 1129.51 1130.2 2 77.77778 1 R.NLVDNITGQR.L 4279 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3176.317 2 3.2812 0.2473 1529.26 1529.6 9 53.846157 1 R.ESADPLGAWLQDAR.R 1192 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_PHA_lymphocytes_PK_105.012194.012194 2 3.0601 0.3059 1167.27 1165.3 1 88.88889 1 R.LTAEDLFEAR.I 3625 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1688.168 2 2.3747 0.1194 1169.65 1169.2 1 72.22222 1 R.SYVDPSTDER.L 3823 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_110.010853.010853.2 2 5.5295 0.5131 2014.63 2014.3 1 66.66667 56 R.LLEAQIATGGVIDPVHSHR.V 2783 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2267.226 2 4.2584 0.4039 1709.56 1709.8 1 75 1 R.LLDPEDVDVPQPDEK.S 213 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2748.274 2 3.5947 0.3162 1572.46 1571.7 1 64.28571 1 R.DDGTGQLLLPLSDAR.K 3845 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.011986.011986.2 2 3.1165 0.122 1662.87 1662.9 1 56.666668 1 K.GIYQSLEGAVQAGQLK.V 319 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_105.016168.016168.2 2 3.812 0.2467 2223.87 2223.4 1 47.5 1 R.VDGAEWGVDLPSVEAQLGSHR.G 517 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_110.011374.011374.2 2 4.088 0.4592 2028.95 2028.3 1 63.88889 1 R.LLEAQIATGGIIDPVHSHR.V 3442 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_103.012721.012721.2 2 4.5309 0.3948 1942.99 1940.2 1 73.52941 4 R.TLLQGSGCLAGIYLEDTK.E 3327 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1975.197 2 3.9603 0.2437 2090.39 2089.2 2 50 1 R.GYLNKDTHDQLSEPSEVR.S 3805 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1899.189 2 3.7826 0.219 2173.91 2174.3 1 47.22222 2 K.SLAQAEAEKQKEEAEREAR.R 1634 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_105.017154.017154.2 2 3.2858 0.2104 2935.47 2935.3 1 37.5 2 K.DLLPSDMAVALLEAQAGTGHIIDPATSAR.L 3025 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_106.001473.001473.2 2 2.6231 0.1614 2144.17 2142.5 1 42.105263 1 R.LLLEAQAATGFLLDPVKGER.L 3700 2
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NP_958781.1| gi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1| plectin 1 isoform 3 [Homo sapiens] 68 143 22 4525 513712 5.8 HsSD-NE_NT_lymphocytes_Ti_105.015689.015689.2 2 2.6475 0.2644 1817.59 1818 2 46.666668 1 K.SLAQAEAEKQKEEAER.E 1634 2
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_PHA_lymphocytes_Ti_101.009285.009285 2 6.0973 0.4482 2093.87 2094.3 1 65.789474 2 K.SKDSLVQSCPGSLSLCAGVK.S 1021 2 *
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189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_PHA_lymphocytes_Ti_106.007457.007457 2 4.5042 0.27 1735.89 1734.9 1 76.92308 3 R.RGERPDYKGEEELR.R 30 2
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008549.0085 3 3.7121 0.2805 2853.17 2854.1 3 26.85185 1 R.HGGSPQPLATTPLSQEPVNPPSEASPTR.D 374 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007426.00742 2 4.9992 0.3324 2478.81 2478.7 1 50 2 K.EETPGQRPAVTETHQLAELNEK.K 109 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010826.01082 2 3.6731 0.2931 1979.63 1981.3 1 56.25 3 K.FSPFPVQDRPESSLVFK.D 1187 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008538.00853 2 6.3596 0.505 2092.85 2094.3 1 71.05263 2 K.SKDSLVQSCPGSLSLCAGVK.S 1021 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008296.00829 3 3.7349 0.2899 2853.02 2854.1 1 31.48148 2 R.HGGSPQPLATTPLSQEPVNPPSEASPTR.D 374 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.006070.0060 2 4.0937 0.2564 1734.51 1734.9 1 76.92308 4 R.RGERPDYKGEEELR.R 30 2
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010498.0104 2 4.7547 0.3022 1885.89 1885.1 1 64.70589 2 K.SSTPPGESYFGVSSLQLK.G 1041 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011085.01108 2 3.9523 0.3048 1826.39 1826 1 59.375 2 K.SEEPAGQILSHLSSELK.E 1245 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010704.0107 2 3.474 0.246 2560.43 2560.8 1 36.53846 2 R.TPAALAALSLTGSGTPPTAANYPSSSR.T 2302 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_PK_106.009068.0090 2 3.0525 0.2289 1397.55 1396.5 8 59.090908 1 R.SCFESSPDPELK.S 871 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010376.01037 3 3.7175 0.1946 3551.54 3551.8 1 22.65625 1 R.ERSGAGSSPETKEQNSALPTSSQDEELMEVVEK.S 1212 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008620.00862 2 5.0897 0.5024 2277.97 2276.4 1 60.000004 2 R.FQSDSSSYPTVDSNSLLGQSR.L 1138 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010882.0108 2 4.0728 0.3561 2366.15 2364.5 1 50 2 K.EQNSALPTSSQDEELMEVVEK.S 1224 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_PK_114.011444.0114 2 3.7405 0.4586 1801.91 1802 1 63.88889 2 L.SVPAPGVPHSDVGEPPAST.G 2495 0 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.010592.0105 2 3.4786 0.2764 2223.69 2224.5 1 47.22222 2 K.DKFSPFPVQDRPESSLVFK.D 1185 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011234.01123 2 3.4525 0.2738 1528.85 1526.9 6 65.38461 2 R.MSQVPAPVPLMSLR.T 2208 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_110.004598.00459 2 3.9856 0.3033 1733.65 1734.9 1 73.07692 4 R.RGERPDYKGEEELR.R 30 2
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_PK_115.012250.0122 2 3.4018 0.2751 1790.09 1790.9 2 56.666668 3 S.NFESSPEVEERPAVSL.T 1267 0 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_PK_110.011068.0110 2 3.2535 0.1955 1525.27 1523.7 1 66.66667 1 T.SSQDEELMEVVEK.S 1232 1 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006905.00690 3 3.5771 0.2202 2795.36 2792.9 3 28.846153 1 R.RGEGDAPFSEPGTTSTQRPSSPETATK.Q 303 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_Ti_111.010425.010425.2 2 3.5712 0.2567 1893.01 1891.1 2 60.714287 1 R.RGERPDYKGEEELRR.L 30 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.008804.0088 2 5.7981 0.5471 1897.39 1898 1 63.88889 5 R.HASSSPESPKPAPAPGSHR.E 433 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_Ti_110.014226.014226.3 3 3.0763 0.0847 3512.57 3509.9 2 20.689655 1 R.SRSRTPARRSGRSRSRTPARRGRSRSRTPR.R 669 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_Ti_105.015875.015875.2 2 2.6414 0.2109 1380.57 1379.6 4 57.692307 1 R.TPQAPASANLVGPR.S 2329 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_Ti_104.008583.008583.2 2 2.185 0.0838 1239.73 1239.4 3 62.5 1 R.TPTAPAVNLAGAR.T 2289 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_PK_108.009345.009345. 2 2.8139 0.1845 1720.25 1720.9 1 59.375 1 R.SSTGPEPPAPTPLLAER.H 357 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsSD-NE_NT_lymphocytes_Ti_102.011666.011666.2 2 4.3256 0.2677 1886.13 1885.1 1 61.764706 1 K.SSTPPGESYFGVSSLQLK.G 1041 2 *
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|NP_057417.3| gi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm300 [Homo sapiens] 24 59 14.6 2752 299616 12.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1974.19 2 3.0543 0.1924 1379.59 1379.6 1 69.230774 2 R.TPQAPASANLVGPR.S 2329 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_PHA_lymphocytes_PK_108.017486.017486 2 3.2668 0.4056 1562.65 1562.8 1 66.66667 3 T.FTWKDAFDKGSLF.G 93 0 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.006522.006522 2 3.082 0.2461 1323.57 1323.4 2 83.33333 1 K.KDNDFIYHDR.V 313 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.009361.009361 3 3.1993 0.2488 2046.77 2047.4 1 40.27778 2 R.AAVGRPLDKHEGALETLLR.Y 52 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009663.00966 2 2.6742 0.1086 1532.47 1531.7 1 69.230774 1 K.LANQAADYFGDAFK.Q 216 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.017810.0178 3 4.7245 0.3085 3412.4 3410.8 1 26.51515 2 R.EATTLANGVLASLNLPAAIEDVSGDTVPQSILTK.S 387 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsNaOH-NE_NT_lymphocytes_PK_106.009345.0093 2 3.3598 0.2297 1533.57 1533.6 1 79.16667 2 R.LLDEEEATDNDLR.A 457 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_107.013279.013279.2 2 3.08 0.314 1397.93 1397.6 1 80 1 K.FYNELTEILVR.F 676 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2838.283 2 3.3071 0.3329 1729.06 1729 1 66.66667 1 R.SVIEQGGIQTVDQLIK.E 423 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_111.012383.012383.2 2 3.7865 0.3756 2047.27 2047.4 1 52.77778 2 R.AAVGRPLDKHEGALETLLR.Y 52 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_106.019218.019218.2 2 5.4838 0.4369 1897.89 1896.2 1 81.25 4 K.NLATAYDNFVELVANLK.E 655 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_103.014857.014857.2 2 3.9094 0.3679 2955.37 2953.2 1 38.46154 1 K.SCVLFNCAALASQIAAEQNLDNDEGLK.I 121 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_115.010432.010432.2 2 2.3761 0.269 2936.95 2938.2 3 27.586206 1 R.EPSAPSIPTPAYQSSPAGGHAPTPPTPAPR.T 716 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_102.012296.012296.2 2 5.5935 0.3101 1730.73 1729 1 80 2 R.SVIEQGGIQTVDQLIK.E 423 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_111.012354.012354.3 3 3.9222 0.3031 2046.56 2047.4 1 44.444447 2 R.AAVGRPLDKHEGALETLLR.Y 52 2 *
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NP_037506.2| gi|22027538|ref|NP_037506.2| programmed cell death 6 interacting protein [Homo sapiens] 13 26 23.5 868 96023 6.5 HsSD-NE_NT_lymphocytes_Ti_104.008226.008226.2 2 2.8476 0.1262 1194.95 1195.2 3 75 1 K.DNDFIYHDR.V 314 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsSD-NE_PHA_lymphocytes_Ti_109.001190.001190 3 3.9505 0.2519 4455.77 4453.9 1 19.871796 1 R.VTTGVQITSEIYSIPETVAQGSGQQLFDHIVDCIVDFQQK.Q 555 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010660.0106 2 3.983 0.2359 1482.51 1480.7 2 75 1 K.FLSEIESDSLALR.Q 792 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_NT_lymphocytes_Ti_114.018182.01818 3 5.3718 0.2888 4168.19 4166.7 1 25.694445 4 R.SQEFVIPQEVMLGAGQQLFDFAAHCLSEFLDAQPVNK.Q 122 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_NT_lymphocytes_Ti_113.013312.01331 2 3.6392 0.2978 2113.71 2112.4 1 50 2 R.AAQLCAAALAAVLSCLQHSR.E 395 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.016442.0164 2 3.3048 0.3781 2089.15 2086.4 1 44.444447 1 R.AQLQQIQASLLGSMEQALR.G 45 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.012708.0127 2 3.236 0.1348 1496.65 1496.7 1 80.769226 2 K.GDFLALDLGGTNFR.V 536 2
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009133.009133.2 2 2.9687 0.1317 1445.73 1444.6 7 60.714287 1 R.AAQLCGAGVAAVVEK.I 836 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsSD-NE_PHA_lymphocytes_PK_107.002657.002657 2 3.0718 0.2325 2079.63 2079.2 3 47.058823 1 Q.GSGQQLFDHIVDCIVDFQ.Q 575 0 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsSD-NE_NT_lymphocytes_Ti_106.014242.014242.2 2 3.3611 0.3067 2099.13 2100.3 1 41.666664 1 K.QGLSGQSLPLGFTFSFPCR.Q 595 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1843.18 2 2.5594 0.2457 1046.3 1046.2 1 72.22222 1 K.GLRGEASSLR.M 511 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsSD-NE_NT_lymphocytes_Ti_111.014975.014975.2 2 5.2129 0.4014 2113.19 2112.4 1 65.789474 3 R.AAQLCAAALAAVLSCLQHSR.E 395 2 *
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_002106.1| gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 11 19 21.3 923 98919 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1522.152 2 2.26 0.1865 954.21 954.07 1 83.33333 1 R.GQASPAPAVR.M 64 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.011728.011728 3 4.7659 0.3199 3721.16 3721.3 1 30.46875 3 R.LALHVLQQQGLVPEHVESRPLYSPLQPDIEQGK.L 1750 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010775.01077 2 3.4089 0.3681 1819.73 1817 1 63.333332 2 R.EFTGFPDPYTELNTGK.G 531 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.016358.01635 3 3.869 0.2094 2149.67 2149.4 1 37.5 1 K.LGHSELPAALEQAEDWLLR.L 760 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014226.01422 2 2.9984 0.1875 1243.07 1243.5 1 70 2 R.TAIEILAWGLR.N 1332 2
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.018228.01822 3 3.3425 0.2001 2842.64 2841.1 3 28.40909 1 K.KCSLDQLDDAFHPEWFVSLFEQK.T 1941 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015346.0153 2 4.0626 0.4009 2727.73 2727.9 2 36.363636 2 K.VYDTQLENVEAFEGLSDFCNTFK.L 1504 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.016397.01639 2 3.8419 0.4725 2148.77 2149.4 1 58.333332 2 K.LGHSELPAALEQAEDWLLR.L 760 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011283.0112 2 3.4684 0.3409 1418.33 1418.6 1 66.66667 1 R.DVILDDLSLTGEK.M 1822 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011046.01104 1 3.5952 0.3969 1419.66 1418.6 1 75 1 R.DVILDDLSLTGEK.M 1822 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.016196.01619 2 3.2508 0.4365 2158.95 2160.5 1 58.823532 1 R.FIFPFDYLPAEQVCTIAK.K 1871 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.009318.00931 2 2.3164 0.2639 1183.77 1186.4 5 72.22222 1 R.RPVVGQCTIR.S 1414 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_PK_108.010150.0101 2 3.993 0.3523 1712.67 1709.8 1 60.714287 3 K.TQEETEDPSVIGEFK.G 1532 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.016221.0162 3 3.5968 0.1169 2149.88 2149.4 1 40.27778 2 K.LGHSELPAALEQAEDWLLR.L 760 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.011469.0114 3 6.709 0.5353 3720.68 3721.3 1 34.375 2 R.LALHVLQQQGLVPEHVESRPLYSPLQPDIEQGK.L 1750 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsSD-NE_NT_lymphocytes_Ti_106.015637.015637.3 3 3.0502 0.1111 2149.37 2149.4 1 45.833336 1 K.LGHSELPAALEQAEDWLLR.L 760 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4230.423 2 2.9545 0.3114 2159.57 2160.5 1 50 2 R.FIFPFDYLPAEQVCTIAK.K 1871 2 *
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_003485.1| gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 13 28 9.4 2080 237293 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020520.020520 2 3.3209 0.33 1620.59 1620.7 1 69.230774 1 W.DNDKFSFDDFLGSL.Q 1912 0 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.015479.015479 2 5.5294 0.4275 3194.85 3192.6 1 50 7 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.008228.008228 3 3.7465 0.2868 2305.49 2304.5 1 38.88889 7 K.LTGIKHELQANCYEEVKDR.C 128 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_109.008367.008367 2 3.6371 0.2811 2162.59 2161.4 1 52.941177 1 K.KLTGIKHELQANCYEEVK.D 127 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.016245.016245 2 5.1893 0.4819 3063.37 3064.5 1 46.296295 30 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.015794.015794 3 7.2059 0.4785 3064.31 3064.5 1 37.037037 10 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.007464.007464 3 3.686 0.4074 2030.33 2033.3 1 42.1875 1 K.LTGIKHELQANCYEEVK.D 128 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_PK_109.008958.008958 2 2.8816 0.2104 1215.23 1214.4 1 80 1 F.WAPESAPLKSK.M 104 1
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.017384.017384 2 3.0506 0.2446 1865.25 1863.2 1 50 1 K.EDLVFIFWAPESAPLK.S 97 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.015471.015471 3 7.7794 0.5134 3189.8 3192.6 1 43.75 13 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.006419.006419 2 4.2404 0.3983 1791.29 1791.9 1 65.38461 7 K.HELQANCYEEVKDR.C 133 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.007508.007508 2 2.7974 0.3195 1312.43 1310.5 2 75 4 K.AVLFCLSEDKK.N 35 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_109.014126.014126 2 5.975 0.4898 2334.77 2335.7 1 63.15789 55 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_PK_107.019541.01954 2 4.6916 0.4803 2835.69 2837.2 1 52 39 K.NIILEEGKEILVGDVGQTVDDPYATF.V 46 1 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.008050.008050 2 4.8341 0.5195 2302.29 2304.5 1 61.11111 5 K.LTGIKHELQANCYEEVKDR.C 128 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.015307.015307 3 5.4741 0.307 1993.22 1991.3 1 46.875 23 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.010709.010709 3 4.1782 0.3944 2433.05 2432.7 1 43.421055 2 K.KLTGIKHELQANCYEEVKDR.C 127 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.008357.008357 2 2.9984 0.1138 1440.37 1438.7 1 77.27273 2 K.KAVLFCLSEDKK.N 34 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.000791.000791 1 1.8146 0.1306 1340.85 1341.6 2 57.692307 1 K.LGGSAVISLEGKPL.- 153 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.013821.013821 3 5.604 0.3955 2335.07 2335.7 1 42.105263 24 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_Ti_109.015512.015512 2 5.6987 0.3106 1992.03 1991.3 1 78.125 215 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.012771.01277 3 4.9482 0.358 3194.33 3192.6 1 31.25 2 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009722.0097 2 3.2911 0.1693 1342.53 1341.6 1 76.92308 1 K.LGGSAVISLEGKPL.- 153 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013821.0138 3 6.0813 0.4296 3192.05 3192.6 1 37.5 3 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013416.01341 2 3.5419 0.2282 3066.75 3064.5 2 31.48148 2 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013367.01336 2 3.3106 0.2882 2338.09 2335.7 1 44.736843 2 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015096.0150 2 3.1215 0.3711 3064.97 3064.5 1 35.185184 2 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.013167.01316 2 4.3092 0.2278 1991.07 1991.3 1 71.875 10 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.013299.0132 2 2.7121 0.1823 2170.13 2167.4 1 42.105263 2 K.EILVGDVGQTVDDPYATFVK.M 54 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006626.00662 3 4.8162 0.4686 1793.99 1791.9 1 50 3 K.HELQANCYEEVKDR.C 133 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013840.0138 2 3.1885 0.1969 3194.17 3192.6 8 30.357143 1 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006591.00659 2 5.4165 0.4137 1793.55 1791.9 1 88.46153 7 K.HELQANCYEEVKDR.C 133 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014816.01481 3 7.542 0.4691 3065.63 3064.5 1 39.814816 2 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_107.014627.014627.3 3 7.5064 0.5085 3193.67 3192.6 1 45.535713 4 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008888.008888.1 1 2.2135 0.3115 1337.44 1338.5 1 60.000004 1 R.YALYDATYETK.E 82 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_112.003256.003256.3 3 5.2014 0.4228 2431.88 2432.7 1 47.368423 2 K.KLTGIKHELQANCYEEVKDR.C 127 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013011.0130 2 4.5237 0.4024 2335.99 2335.7 1 52.63158 4 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_112.015638.015638.2 2 3.567 0.3155 1865.45 1863.2 1 73.333336 5 K.EDLVFIFWAPESAPLK.S 97 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_103.010249.010249.1 1 1.8536 0.1651 1183.08 1182.3 6 55.555557 1 K.AVLFCLSEDK.K 35 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_PK_102.017597.017597 2 3.1324 0.3202 1941.87 1940.1 5 41.17647 1 K.EILVGDVGQTVDDPYATF.V 54 1 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_107.015787.015787.2 2 5.0961 0.3348 3067.09 3064.5 1 44.444447 45 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_114.013176.013176.3 3 5.1571 0.3507 2337.38 2335.7 1 43.421055 6 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.013322.0133 2 5.2804 0.2884 1991.39 1991.3 1 78.125 15 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_102.013778.013778.2 2 6.1252 0.5056 2168.13 2167.4 1 71.05263 4 K.EILVGDVGQTVDDPYATFVK.M 54 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_PK_105.013084.013084. 2 4.1827 0.1537 2167.65 2167.4 1 44.736843 2 K.EILVGDVGQTVDDPYATFVK.M 54 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_104.011066.011066.1 1 2.7094 0.1049 1343.78 1341.6 3 53.846157 9 K.LGGSAVISLEGKPL.- 153 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_114.013648.013648.3 3 3.9773 0.184 1991.24 1991.3 1 43.75 1 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_102.006545.006545.1 1 2.171 0.1154 799.19 799.96 2 83.33333 3 K.MIYASSK.D 115 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_110.009698.009698.2 2 3.0048 0.1883 1440.41 1438.7 5 68.181816 1 K.KAVLFCLSEDKK.N 34 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_PHA_lymphocytes_PK_105.017320.017320 2 4.1877 0.3567 2690.13 2690 1 41.666664 5 K.NIILEEGKEILVGDVGQTVDDPYAT.F 46 1 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.017435.0174 2 3.0383 0.1826 1865.45 1863.2 2 56.666668 1 K.EDLVFIFWAPESAPLK.S 97 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_115.013712.013712.2 2 5.6161 0.3157 1993.15 1991.3 1 71.875 35 K.KEDLVFIFWAPESAPLK.S 96 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_103.013042.013042.2 2 4.7623 0.3091 1342.71 1341.6 1 76.92308 17 K.LGGSAVISLEGKPL.- 153 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_106.013731.013731.2 2 5.1983 0.3825 3192.83 3192.6 1 46.42857 6 K.KNIILEEGKEILVGDVGQTVDDPYATFVK.M 45 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_106.015069.015069.3 3 7.0178 0.4673 3065.27 3064.5 1 38.88889 13 K.NIILEEGKEILVGDVGQTVDDPYATFVK.M 46 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_112.014188.014188.2 2 5.4176 0.3743 2337.61 2335.7 1 60.526318 4 K.ESKKEDLVFIFWAPESAPLK.S 93 2
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_PK_106.010340.010340. 2 4.0312 0.2977 1340.95 1341.6 1 84.61539 2 K.LGGSAVISLEGKPL.- 153 2 *
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_005498.1| gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapiens] 29 673 68.7 166 18502 8.1 HsSD-NE_NT_lymphocytes_Ti_101.009712.009712.2 2 3.2819 0.3102 1339.87 1338.5 1 80 1 R.YALYDATYETK.E 82 2
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsSD-NE_PHA_lymphocytes_Ti_104.018551.018551 2 3.5175 0.1809 1981.59 1980.3 2 50 1 K.MCLYFGSAFATPFLVVR.H 41 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.015015.01501 2 4.4927 0.3435 1982.77 1980.3 1 71.875 11 K.MCLYFGSAFATPFLVVR.H 41 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008098.00809 2 3.6664 0.2994 2034.21 2033.2 2 52.941177 1 R.SHYEEGPGKNLPFSVENK.W 17 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.014282.0142 2 5.6914 0.402 1980.63 1980.3 1 81.25 12 K.MCLYFGSAFATPFLVVR.H 41 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsSD-NE_NT_lymphocytes_PK_111.013982.013982. 2 4.2291 0.4047 1689.29 1689 1 60.714287 4 C.LYFGSAFATPFLVVR.H 43 1 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsSD-NE_NT_lymphocytes_Ti_115.014799.014799.2 2 4.0942 0.397 1981.67 1980.3 1 50 4 K.MCLYFGSAFATPFLVVR.H 41 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2159.21 2 4.821 0.2671 2033.14 2033.2 1 67.64706 1 R.SHYEEGPGKNLPFSVENK.W 17 2 *
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_001858.1| gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc precursor [Homo sapiens] 4 35 55.6 63 7245 10.3 HsSD-NE_NT_lymphocytes_PK_109.012902.012902. 2 2.9472 0.2437 1208.39 1208.4 1 75 1 G.SAFATPFLVVR.H 47 1 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.009639.009639 2 6.125 0.494 1947.55 1947.2 1 79.411766 24 K.KLETAVNLAWTAGNSNTR.F 201 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_108.015614.015614 2 2.7934 0.2764 1336.33 1336.5 1 88.88889 2 K.YRWTEYGLTF.T 62 1 *
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195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_107.011829.011829 2 4.5622 0.3487 2176.41 2177.3 2 55.555557 5 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.010832.010832 2 4.1791 0.1821 2106.89 2104.5 1 47.368423 1 K.VNNSSLIGLGYTQTLKPGIK.L 237 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.010937.010937 2 2.882 0.2753 1377.05 1375.5 1 70 3 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_115.003846.003846 2 3.6833 0.4156 2161.79 2161.4 7 38.88889 23 R.EHINLGCDMDFDIAGPSIR.G 121 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.017391.017391 2 4.3566 0.5115 2418.81 2419.8 1 50 56 R.GALVLGYEGWLAGYQMNFETAK.S 140 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_111.001038.001038 2 2.7771 0.2204 2476.71 2475.7 1 33.333336 2 E.KWNTDNTLGTEITVEDQLARGL.K 74 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_112.012670.012670 3 3.7766 0.3485 1850.15 1848.2 1 47.22222 1 S.ALLDGKNVNAGGHKLGLGL.E 261 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_108.014736.014736 2 3.0115 0.3221 1697.39 1694.9 6 50 2 L.ETKYRWTEYGLTF.T 59 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.011002.011002 3 3.7686 0.2837 2602.25 2601.7 1 31.818182 1 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_102.011474.011474 2 5.2589 0.4879 2161.63 2161.4 1 69.44444 8 R.EHINLGCDMDFDIAGPSIR.G 121 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_107.009244.009244 2 3.6405 0.1606 1037.33 1037.1 1 88.88889 2 A.GNSNTRFGIA.A 213 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_Ti_102.007025.007025 2 5.6671 0.4961 2189.75 2190.3 1 67.5 8 K.TKSENGLEFTSSGSANTETTK.V 33 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.016799.01679 2 4.2341 0.4304 2419.97 2419.8 1 47.61905 14 R.GALVLGYEGWLAGYQMNFETAK.S 140 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.009521.0095 2 5.6606 0.4208 1949.55 1947.2 1 73.52941 18 K.KLETAVNLAWTAGNSNTR.F 201 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008000.0080 2 5.492 0.5267 1960.53 1961 1 75 24 K.SENGLEFTSSGSANTETTK.V 35 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_103.012347.01234 1 1.8687 0.1418 949.33 948.11 1 68.75 2 K.LGLGLEFQA.- 275 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.009032.00903 2 6.3829 0.5229 1948.55 1947.2 1 85.29411 25 K.KLETAVNLAWTAGNSNTR.F 201 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009537.0095 2 5.7864 0.5694 2600.81 2601.7 1 59.090908 20 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007361.0073 1 2.8413 0.3119 1213.6 1214.4 2 65 1 R.VTQSNFAVGYK.T 164 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_PK_112.013152.0131 2 3.4612 0.2555 2176.73 2177.3 1 47.22222 2 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011500.01150 2 5.3938 0.3334 2179.49 2177.3 1 69.44444 21 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011362.01136 2 5.2226 0.4304 2164.17 2161.4 1 63.88889 5 R.EHINLGCDMDFDIAGPSIR.G 121 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_PK_110.009572.0095 2 3.061 0.2254 1332.37 1332.5 1 81.818184 1 L.GTEITVEDQLAR.G 82 1 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_102.000777.0007 1 1.9553 0.1508 949.75 948.11 9 56.25 2 K.LGLGLEFQA.- 275 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009486.00948 1 2.9091 0.4111 1376.64 1375.5 2 60.000004 4 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009124.00912 2 5.3599 0.4715 2601.89 2601.7 1 45.454548 19 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011108.0111 2 5.9438 0.3918 2179.75 2177.3 1 66.66667 43 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.013203.0132 2 3.3436 0.2989 2162.99 2161.4 1 47.22222 5 R.EHINLGCDMDFDIAGPSIR.G 121 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.019422.01942 3 4.2097 0.2141 2601.02 2601.7 1 34.090908 4 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.009742.00974 2 3.3347 0.3363 1377.11 1375.5 1 85 5 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.009920.0099 2 2.6714 0.21 1376.45 1375.5 5 75 1 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007064.0070 2 3.4507 0.2869 2190.51 2190.3 1 62.5 2 K.TKSENGLEFTSSGSANTETTK.V 33 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009202.0092 3 3.6069 0.2078 3794.12 3797.1 1 17.424242 1 R.VTQSNFAVGYKTDEFQLHTNVNDGTEFGGSIYQK.V 164 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007850.00785 2 3.1826 0.2748 1532.25 1529.7 1 61.538464 3 K.LTFDSSFSPNTGKK.N 97 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007268.00726 2 6.1148 0.5728 1960.45 1961 1 77.77778 7 K.SENGLEFTSSGSANTETTK.V 35 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.003404.0034 3 5.057 0.3482 2601.41 2601.7 1 39.772728 4 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007679.00767 2 4.1371 0.4153 2191.51 2190.3 1 57.5 2 K.TKSENGLEFTSSGSANTETTK.V 33 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_NT_lymphocytes_PK_103.011393.0113 2 3.1176 0.2541 1836.65 1836.9 1 56.666668 1 K.WNTDNTLGTEITVEDQ.L 75 1 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_102.008138.008138.2 2 6.1447 0.5294 1960.45 1961 1 77.77778 26 K.SENGLEFTSSGSANTETTK.V 35 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_108.004424.004424.3 3 3.8332 0.2216 1949.21 1947.2 1 42.647057 1 K.KLETAVNLAWTAGNSNTR.F 201 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_102.008123.008123.1 1 2.8718 0.1761 1213.67 1214.4 4 70 1 R.VTQSNFAVGYK.T 164 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_104.011414.011414.3 3 5.4239 0.2368 2602.76 2601.7 1 35.227272 11 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_105.010296.010296 1 2.5246 0.3471 1486.72 1486.6 1 54.166668 2 A.AKYQIDPDACFSA.K 223 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_102.012674.012674.2 2 5.5576 0.382 2177.49 2177.3 1 69.44444 11 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_104.011042.011042.2 2 3.1399 0.3603 1373.75 1375.5 1 85 2 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_105.017314.017314 2 4.1898 0.383 2347.41 2347.5 1 47.5 1 K.WNTDNTLGTEITVEDQLARGL.K 75 1 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_104.008072.008072.2 2 4.1286 0.2938 2190.61 2190.3 1 62.5 4 K.TKSENGLEFTSSGSANTETTK.V 33 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_105.014406.014406 2 4.9905 0.3697 2179.09 2177.3 1 58.333332 10 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_104.011006.011006.1 1 2.8518 0.3587 1375.38 1375.5 1 65 5 R.WTEYGLTFTEK.W 64 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_104.010701.010701.2 2 5.6211 0.5037 2600.11 2601.7 1 61.363636 29 K.TDEFQLHTNVNDGTEFGGSIYQK.V 175 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_PHA_lymphocytes_PK_105.015897.015897 2 4.9543 0.3843 2706.69 2705.9 1 54.347824 5 F.TEKWNTDNTLGTEITVEDQLARGL.K 72 0 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_105.018252.018252.2 2 3.054 0.1916 2163.05 2161.4 2 38.88889 1 R.EHINLGCDMDFDIAGPSIR.G 121 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_109.011413.011413.2 2 3.9407 0.2135 2101.47 2104.5 1 44.736843 1 K.VNNSSLIGLGYTQTLKPGIK.L 237 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.002558.0025 2 3.3846 0.1881 2420.79 2419.8 1 38.095238 17 R.GALVLGYEGWLAGYQMNFETAK.S 140 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_114.020358.020358.2 2 3.9567 0.5084 2420.35 2419.8 1 45.238094 20 R.GALVLGYEGWLAGYQMNFETAK.S 140 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_102.012310.012310.3 3 4.2865 0.1991 2178.08 2177.3 7 38.88889 1 K.WNTDNTLGTEITVEDQLAR.G 75 2 *
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_003365.1| gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 1 [Homo sapiens] 27 543 79.5 283 30773 8.5 HsSD-NE_NT_lymphocytes_Ti_108.010732.010732.2 2 6.2611 0.4815 1948.53 1947.2 1 73.52941 21 K.KLETAVNLAWTAGNSNTR.F 201 2 *
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001226.001226 2 5.6939 0.4612 2920.03 2917.4 1 44.642857 7 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_PHA_lymphocytes_PK_107.010765.010765 1 3.0999 0.3319 1551.83 1551.7 1 67.85714 2 G.NYAERVGAGAPVYLA.A 39 0
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_PHA_lymphocytes_Ti_101.000748.000748 2 3.1201 0.214 2273.09 2272.8 3 36.363636 1 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_PHA_lymphocytes_Ti_102.001778.001778 3 3.6451 0.1276 2919.83 2917.4 9 22.321428 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007936.00793 2 2.8037 0.1287 1275.91 1275.5 1 72.72727 1 R.SSRAGLQFPVGR.V 19 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.016414.0164 2 4.9368 0.3922 2272.67 2272.8 1 50 10 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 22 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 22 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019790.019 2 6.092 0.4904 2918.63 2917.4 1 46.42857 16 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.019992.019 2 4.1118 0.1584 2821.05 2818.2 1 40.74074 4 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019128.019 3 5.2119 0.4153 2819.69 2818.2 1 34.25926 2 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.010779.010 2 2.8514 0.1647 1190.59 1188.4 1 80 1 S.SRAGLQFPVGR.V 20 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.013826.013 2 4.4419 0.3008 1933.93 1932.4 1 58.333332 3 K.VTIAQGGVLPNIQAVLLPK.K 101 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 53 0
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018945.018 2 3.9704 0.1907 2634.93 2633.1 1 50 3 G.APVYLAAVLEYLTAEILELAGNAAR.D 48 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 53 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019491.019 2 4.4793 0.3816 2691.43 2690.1 1 48 3 A.GAPVYLAAVLEYLTAEILELAGNAAR.D 47 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.020391.020 2 3.8193 0.4196 2506.53 2504.9 1 41.666664 1 R.VGAGAPVYLAAVLEYLTAEILELAG.N 44 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019978.019 2 3.8353 0.3565 2621.49 2619 1 38 2 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.018784.018 2 3.4401 0.2581 2764.05 2761.2 1 38.46154 2 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014048.01404 2 4.9596 0.4084 2272.55 2272.8 1 54.545456 3 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_NT_lymphocytes_Ti_115.018842.01884 2 2.8089 0.2936 2917.65 2917.4 1 39.285713 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019961.019 2 3.2775 0.2996 2763.53 2761.2 9 25.925926 2 R.VGAGAPVYLAAVLEYLTAEILELAGNAA.R 44 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019883.019 2 2.7939 0.1971 2280.21 2277.7 1 40.476192 1 A.GAPVYLAAVLEYLTAEILELAG.N 47 0
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_PK_112.019292.019 3 6.998 0.4454 2918.39 2917.4 1 35.714287 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.020118.020118. 2 4.6925 0.3528 2919.35 2917.4 1 41.07143 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_Ti_107.017471.017471.2 2 5.4378 0.3903 2271.53 2272.8 1 56.81818 14 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 59 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.019593.019593. 2 3.6556 0.2009 2764.13 2761.2 1 40.384613 1 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.019341.019341. 3 4.3418 0.3726 2920.19 2917.4 1 30.357143 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020693.020693.3 3 4.7985 0.3535 2918.78 2917.4 1 29.464287 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_Ti_106.017795.017795.2 2 3.1379 0.3016 3118.39 3115.6 3 27.586206 2 R.NDEELNKLLGGVTIAQGGVLPNIQAVLLPK.K 90 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_Ti_115.020714.020714.2 2 5.4138 0.46 2918.49 2917.4 1 44.642857 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 55 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_107.002679.002679. 2 2.8662 0.248 2367.41 2365.7 1 40.476192 1 V.YLAAVLEYLTAEILELAGNAAR.D 51 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 60 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 22 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.020638.0206 2 4.0767 0.335 2919.41 2917.4 1 37.5 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 57 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.000797.000797. 2 5.0983 0.2825 2819.79 2818.2 1 44.444447 5 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 56 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016682.0166 3 4.173 0.344 2271.08 2272.8 1 35.227272 2 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_110.015507.015507. 2 3.6689 0.3139 1988.25 1989.4 2 42.105263 2 G.GVTIAQGGVLPNIQAVLLPK.K 100 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 22 2
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_111.013202.013202. 2 4.2142 0.2794 1931.45 1932.4 1 63.88889 6 G.VTIAQGGVLPNIQAVLLPK.K 101 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 55 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_111.020044.020044. 2 3.7364 0.3476 2621.47 2619 1 36 1 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 54 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 58 1
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NP_778235.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "histone cluster 2, H2ab [Homo sapiens] " 32 289 58.5 130 13995 10.9 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 60 1
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_PHA_lymphocytes_Ti_104.014254.014254 2 5.6772 0.4185 2351.35 2351.5 1 63.15789 182 R.NAFACFDEEATGTIQEDYLR.E 105 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.014687.014687 2 4.3696 0.3355 2091.57 2092.3 1 52.941177 11 R.ATSNVFAMFDQSQIQEFK.E 18 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.013365.013365 2 2.2278 0.1385 2431.89 2433.6 2 34.210526 1 R.ELLTTMGDRFTDEEVDELYR.E 125 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012801.01280 2 5.1417 0.3369 2007.45 2005.3 1 58.823532 3 R.DGFIDKEDLHDMLASLGK.N 46 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008829.00882 2 3.0892 0.1334 1390.73 1389.6 3 75 2 K.KGNFNYIEFTR.I 151 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013578.0135 2 2.7102 0.1886 2353.49 2351.5 1 39.473686 2 R.NAFACFDEEATGTIQEDYLR.E 105 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_NT_lymphocytes_Ti_103.014453.01445 2 3.8368 0.259 2352.89 2351.5 1 50 3 R.NAFACFDEEATGTIQEDYLR.E 105 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_NT_lymphocytes_PK_108.010479.0104 2 3.5535 0.3609 1418.63 1416.5 1 85 2 R.FTDEEVDELYR.E 134 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013607.01360 2 3.2469 0.2437 2094.47 2092.3 2 41.17647 1 R.ATSNVFAMFDQSQIQEFK.E 18 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_NT_lymphocytes_Ti_104.013748.013748.2 2 3.5857 0.2909 2006.23 2005.3 1 50 1 R.DGFIDKEDLHDMLASLGK.N 46 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_NT_lymphocytes_Ti_111.014377.014377.2 2 4.8182 0.3616 2093.03 2092.3 1 64.70589 3 R.ATSNVFAMFDQSQIQEFK.E 18 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_PHA_lymphocytes_PK_106.011244.011244 1 2.3216 0.1989 1260.6 1261.4 1 61.11111 1 K.GNFNYIEFTR.I 152 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_NT_lymphocytes_Ti_105.001594.001594.2 2 5.2543 0.4537 2353.23 2351.5 1 65.789474 145 R.NAFACFDEEATGTIQEDYLR.E 105 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_NT_lymphocytes_Ti_102.008378.008378.2 2 2.3128 0.1421 1035.45 1036.2 7 75 1 R.ELLTTMGDR.F 125 2
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NP_291024.1| gi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1| myosin regulatory light chain MRCL2 [Homo sapiens] 9 359 50.6 172 19779 4.8 HsSD-NE_PHA_lymphocytes_PK_105.013352.013352 2 2.5353 0.1621 1619.89 1619.8 1 57.692307 1 R.DGFIDKEDLHDMLA.S 46 1
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009849.00984 2 3.7537 0.3446 1297.75 1298.5 1 72.72727 4 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.010418.0104 2 3.199 0.3106 1298.33 1298.5 2 72.72727 1 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_PK_110.011534.011 2 3.1794 0.3046 1297.85 1298.5 2 68.181816 4 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.006251.0062 2 3.0888 0.1397 1146.51 1144.3 1 83.33333 5 R.RDFAPPGQQK.R 37 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008975.0089 2 2.7868 0.1966 1453.93 1454.7 2 62.5 1 K.REAPVDVLTQIGR.S 47 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010286.0102 1 1.9729 0.3041 1298.86 1298.5 2 59.090908 2 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_Ti_107.005912.00591 2 3.1242 0.0976 1145.31 1144.3 1 83.33333 6 R.RDFAPPGQQK.R 37 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1787.17 2 2.9286 0.1917 1144.29 1144.3 1 83.33333 1 R.RDFAPPGQQK.R 37 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsSD-NE_NT_lymphocytes_PK_105.010274.010274. 2 2.9847 0.2722 1299.83 1298.5 4 63.636364 1 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2626.262 1 2.2915 0.2523 1297.6 1298.5 1 63.636364 2 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2560.25 2 4.3698 0.3451 1298.49 1298.5 2 77.27273 2 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2580.25 2 2.7818 0.2285 1300.16 1300.5 4 60.000004 1 R.RDFAPPGQQKR.E 37 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2623.262 2 3.6193 0.3118 1298.44 1298.5 1 77.27273 2 R.EAPVDVLTQIGR.S 48 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2400.240 2 3.8378 0.3501 1454.57 1454.7 1 75 2 K.REAPVDVLTQIGR.S 47 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2159.215 2 3.0162 0.2285 1300.31 1300.5 3 65 2 R.RDFAPPGQQKR.E 37 2 *
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NP_076997.1| gi|13129092|ref|NP_076997.1| transmembrane protein 109 [Homo sapiens] 5 38 9.5 243 26210 10.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2563.25 1 2.1097 0.1651 1297.61 1298.5 4 59.090908 2 R.EAPVDVLTQIGR.S 48 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018903.0189 3 3.3834 0.2417 2934.59 2935.3 1 26 2 R.TPMGIVLDALEQQEEGINRLTDYISK.V 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011249.0112 2 3.4327 0.3146 1315.57 1313.4 1 85 2 R.AWDDFFPGSDR.F 10 2 *
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199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_PK_106.015042.0150 2 3.1095 0.2813 1313.43 1313.4 2 75 2 R.AWDDFFPGSDR.F 10 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.015549.0155 2 6.316 0.4322 2115.23 2114.4 1 69.44444 8 R.TPMGIVLDALEQQEEGINR.L 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.015548.0155 3 5.3578 0.3052 2114.21 2114.4 1 44.444447 4 R.TPMGIVLDALEQQEEGINR.L 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010856.01085 2 3.8337 0.314 1316.21 1313.4 1 85 3 R.AWDDFFPGSDR.F 10 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_Ti_109.015470.01547 3 5.3919 0.3303 2270.81 2270.6 1 44.736843 3 K.RTPMGIVLDALEQQEEGINR.L 159 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.014684.0146 3 4.7889 0.2693 2270.78 2270.6 1 42.105263 2 K.RTPMGIVLDALEQQEEGINR.L 159 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_PK_105.008686.0086 2 3.0499 0.2018 1401.55 1402.5 1 77.27273 2 L.DALEQQEEGINR.L 167 1 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.015290.01529 2 7.3783 0.4301 2116.13 2114.4 1 69.44444 15 R.TPMGIVLDALEQQEEGINR.L 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_PK_110.012520.012 2 3.2371 0.1821 1315.69 1313.4 2 85 1 R.AWDDFFPGSDR.F 10 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_PK_110.011945.011 2 3.5401 0.2418 1787.53 1785 2 56.666668 2 M.GIVLDALEQQEEGINR.L 163 1 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.015266.01526 3 5.2696 0.2946 2112.47 2114.4 1 48.61111 6 R.TPMGIVLDALEQQEEGINR.L 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014168.0141 2 3.584 0.2557 2269.03 2270.6 3 44.736843 4 K.RTPMGIVLDALEQQEEGINR.L 159 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsSD-NE_NT_lymphocytes_Ti_107.015005.015005.2 2 4.3972 0.3769 2268.61 2270.6 1 47.368423 3 K.RTPMGIVLDALEQQEEGINR.L 159 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsSD-NE_NT_lymphocytes_Ti_104.016168.016168.3 3 5.0722 0.3162 2114.12 2114.4 1 45.833336 1 R.TPMGIVLDALEQQEEGINR.L 160 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsSD-NE_NT_lymphocytes_Ti_107.015041.015041.3 3 4.9505 0.2107 2270.42 2270.6 1 46.05263 2 K.RTPMGIVLDALEQQEEGINR.L 159 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2908.290 2 3.1776 0.2172 1312.8 1313.4 3 70 2 R.AWDDFFPGSDR.F 10 2 *
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_006398.1| gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 interacting protein 5 [Homo sapiens] 8 71 20.2 188 21615 9.8 HsSD-NE_NT_lymphocytes_Ti_105.016785.016785.2 2 6.8857 0.4033 2113.27 2114.4 1 72.22222 7 R.TPMGIVLDALEQQEEGINR.L 160 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_115.001293.001293 2 4.1269 0.4039 3087.35 3086.3 1 34 15 Q.AEFYLNPDQSGEFMFDFDGDEIFHVD.M 35 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_113.017101.01710 3 4.0424 0.2006 2566.73 2564.8 1 36.842106 1 F.HYLPFLPSTEDVYDCRVEHW.G 174 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_113.019467.019467 2 3.1002 0.369 2711.13 2712 1 42.5 6 K.FHYLPFLPSTEDVYDCRVEHW.G 173 1 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_112.015351.01535 2 3.9532 0.4523 2134.91 2132.3 1 65.625 3 R.KFHYLPFLPSTEDVYDC.R 172 1 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_113.016255.016255 2 3.9322 0.3335 2563.71 2564.8 1 57.894737 5 F.HYLPFLPSTEDVYDCRVEHW.G 174 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_109.017077.017077 2 4.9727 0.3456 2390.17 2388.6 1 72.22222 2 K.FHYLPFLPSTEDVYDCRVE.H 173 1 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_108.015069.015069 2 3.2751 0.2596 2241.69 2241.4 1 58.823532 2 F.HYLPFLPSTEDVYDCRVE.H 174 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_Ti_101.009288.009288 2 4.4473 0.3662 1803.61 1803.1 1 71.875 1 R.NGKPVTTGVSETVFLPR.E 149 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_113.000636.000636 2 3.4419 0.4335 2886.51 2886.1 1 36.95652 13 E.FYLNPDQSGEFMFDFDGDEIFHVD.M 37 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_108.011666.011666 2 2.5702 0.2604 1207.67 1208.4 2 83.33333 1 W.GLDEPLLKHW.E 194 0
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_107.017686.017686 2 4.6499 0.4153 2005.23 2004.2 1 83.33333 2 K.FHYLPFLPSTEDVYDC.R 173 1 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_110.016924.016924 2 4.7407 0.2994 2161.75 2160.4 1 81.25 3 K.FHYLPFLPSTEDVYDCR.V 173 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.012077.0120 2 2.971 0.2107 1350.53 1348.5 7 75 3 R.EPNVLICFIDK.F 126 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_109.008789.00878 2 5.2809 0.4436 1805.99 1803.1 1 75 2 R.NGKPVTTGVSETVFLPR.E 149 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_105.011448.01144 1 2.4513 0.2494 1348.83 1348.5 8 65 1 R.EPNVLICFIDK.F 126 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_PK_115.014115.0141 2 4.2842 0.4731 1456.17 1456.5 1 86.36364 9 M.FDFDGDEIFHVD.M 49 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_106.009339.00933 1 3.7891 0.3435 1437.68 1436.7 1 68.181816 2 R.VEHWGLDEPLLK.H 190 2
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_106.009417.00941 3 4.7565 0.2376 1439.03 1436.7 1 65.909096 1 K.VEHWGLDEPLLK.H 190 2
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.009003.0090 2 4.1599 0.4068 1801.77 1803.1 1 71.875 7 R.NGKPVTTGVSETVFLPR.E 149 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.012800.0128 2 4.7279 0.3445 2160.79 2160.4 1 78.125 4 K.FHYLPFLPSTEDVYDCR.V 173 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.011649.0116 1 2.3446 0.2553 1348.58 1348.5 1 70 1 R.EPNVLICFIDK.F 126 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_112.012152.01215 2 4.7737 0.3623 2288.13 2288.5 1 73.52941 3 R.KFHYLPFLPSTEDVYDCR.V 172 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012323.0123 2 4.9903 0.3696 1753.41 1753 1 71.875 12 R.FASFEAQGALANIAVDK.A 76 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_PK_110.012952.0129 2 3.4433 0.3408 1309.01 1309.3 1 75 5 F.DFDGDEIFHVD.M 50 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_110.013181.01318 2 4.142 0.3754 2159.63 2160.4 1 71.875 4 K.FHYLPFLPSTEDVYDCR.V 173 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009576.0095 1 3.8241 0.3243 1437.65 1436.7 3 63.636364 3 K.VEHWGLDEPLLK.H 190 2
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_Ti_105.010372.01037 2 5.2977 0.4138 1755.37 1753 1 75 8 R.FASFEAQGALANIAVDK.A 76 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsNaOH-NE_NT_lymphocytes_PK_115.012612.0126 2 3.3402 0.2836 1743.19 1741.9 1 64.28571 2 L.TNSPVELREPNVLIC.F 118 0 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_NT_lymphocytes_Ti_104.010442.010442.2 2 3.9537 0.3033 1806.01 1803.1 1 65.625 1 R.NGKPVTTGVSETVFLPR.E 149 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_NT_lymphocytes_Ti_103.011836.011836.2 2 5.6108 0.4572 1753.59 1753 1 81.25 13 R.FASFEAQGALANIAVDK.A 76 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_106.011522.011522 2 2.6917 0.17 1439.11 1436.7 3 63.636364 1 R.VEHWGLDEPLLK.H 190 2
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_NT_lymphocytes_Ti_111.013857.013857.2 2 4.3404 0.2782 2290.73 2288.5 1 61.764706 2 R.KFHYLPFLPSTEDVYDCR.V 172 2 *
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NP_061984.2| gi|52426774|ref|NP_061984.2| "major histocompatibility complex, class II, DR alpha precursor [Ho 23 140 43.7 254 28621 5 HsSD-NE_PHA_lymphocytes_PK_106.010491.01049 2 3.1586 0.1931 1468.63 1468.7 2 66.66667 2 L.TNSPVELREPNVL.I 118 0 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.012104.012104 3 5.8863 0.2384 3015.32 3013.4 2 30.172413 1 R.HIADLAGNSEVILPVPAFNVINGGSHAGNK.L 133 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.015995.015995 2 3.5763 0.3449 1544.45 1541.8 1 73.07692 49 K.VVIGMDVAASEFFR.S 240 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.012173.012173 2 3.8649 0.3207 3012.39 3013.4 1 37.931034 2 R.HIADLAGNSEVILPVPAFNVINGGSHAGNK.L 133 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_104.012657.012657 2 4.0041 0.4127 1805.21 1806 1 58.823532 5 R.AAVPSGASTGIYEALELR.D 33 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.021036.021036 2 3.8857 0.337 1523.69 1520.8 1 75 82 K.FGANAILGVSLAVCK.A 106 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.012827.012827 2 4.5847 0.3172 2035.27 2034.3 1 65.789474 62 K.FTASAGIQVVGDDLTVTNPK.R 307 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_107.019627.019627 3 4.2326 0.284 2356.25 2354.6 3 32.142857 6 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_Ti_112.017571.017571 2 5.026 0.3799 2356.35 2354.6 1 54.761906 239 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.007282.00728 2 2.5619 0.1524 1145.59 1144.3 2 83.33333 1 R.IGAEVYHNLK.N 184 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010076.01007 2 3.7887 0.3194 1426.69 1426.6 1 90.909096 2 R.YISPDQLADLYK.S 270 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012666.01266 2 3.4513 0.1296 2747.05 2745 2 34 1 K.DATNVGDEGGFAPNILENKEGLELLK.T 203 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010964.0109 2 3.6226 0.4232 1804.87 1806 1 58.823532 1 R.AAVPSGASTGIYEALELR.D 33 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.015747.0157 2 3.5696 0.2766 1910.21 1909.3 1 65.625 1 K.LAMQEFMILPVGAANFR.E 163 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.015467.01546 2 4.9977 0.2392 2514.51 2511.7 1 62.5 2 K.DYPVVSIEDPFDQDDWGAWQK.F 286 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016096.01609 2 4.0795 0.2579 1911.99 1909.3 1 68.75 2 K.LAMQEFMILPVGAANFR.E 163 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.015068.0150 2 4.2276 0.2255 2511.43 2511.7 2 47.5 2 K.DYPVVSIEDPFDQDDWGAWQK.F 286 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013448.0134 3 4.7436 0.2424 3013.82 3013.4 1 27.586206 2 R.HIADLAGNSEVILPVPAFNVINGGSHAGNK.L 133 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010178.01017 1 3.6013 0.1977 1427.95 1426.6 1 68.181816 2 R.YISPDQLADLYK.S 270 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.016688.0166 2 2.7851 0.2658 1523.69 1520.8 1 53.571426 4 K.FGANAILGVSLAVCK.A 106 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_NT_lymphocytes_Ti_103.009874.00987 2 5.2205 0.4106 1961.35 1962.1 1 58.333332 2 K.DATNVGDEGGFAPNILENK.E 203 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011114.0111 2 3.2502 0.1207 2036.35 2034.3 1 52.63158 1 K.FTASAGIQVVGDDLTVTNPK.R 307 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_103.010577.010577.1 1 2.8695 0.1697 1406.64 1407.6 1 58.333332 3 R.GNPTVEVDLFTSK.G 16 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_PK_104.013054.013054 2 2.9639 0.1724 1961.91 1962.1 7 38.88889 1 K.DATNVGDEGGFAPNILENK.E 203 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_102.010808.010808.2 2 3.1162 0.2141 1410.31 1407.6 1 75 1 R.GNPTVEVDLFTSK.G 16 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2775.27 2 2.0744 0.1118 1807.04 1806 1 47.058823 1 R.AAVPSGASTGIYEALELR.D 33 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_102.009074.009074.2 2 2.8246 0.2341 1283.39 1281.5 4 75 1 K.LMIEMDGTENK.S 93 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_104.012267.012267.2 2 4.9451 0.4523 1805.79 1806 1 64.70589 7 R.AAVPSGASTGIYEALELR.D 33 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_111.004180.004180.2 2 3.781 0.2465 1520.49 1520.8 1 71.42857 16 K.FGANAILGVSLAVCK.A 106 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_104.013749.013749.2 2 4.5305 0.1163 2743.87 2745 1 46 2 K.DATNVGDEGGFAPNILENKEGLELLK.T 203 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_111.014082.014082.2 2 5.0396 0.4807 3013.05 3013.4 1 41.37931 6 R.HIADLAGNSEVILPVPAFNVINGGSHAGNK.L 133 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_102.011738.011738.1 1 2.7896 0.1815 1427.78 1426.6 2 54.545456 1 R.YISPDQLADLYK.S 270 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.021659.0216 2 3.3169 0.319 2357.43 2354.6 3 35.714287 9 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_107.002584.002584.2 2 3.172 0.1806 1544.27 1541.8 1 69.230774 4 K.VVIGMDVAASEFFR.S 240 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_PK_107.000015.000015 2 4.6028 0.3743 2730.01 2730.9 1 47.727272 13 K.SFIKDYPVVSIEDPFDQDDWGAW.Q 282 1 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_108.001628.001628.2 2 4.7243 0.2724 2357.31 2354.6 1 54.761906 75 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_103.012942.012942.2 2 4.944 0.4512 2034.93 2034.3 1 65.789474 20 K.FTASAGIQVVGDDLTVTNPK.R 307 2 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_PHA_lymphocytes_PK_105.020271.02027 2 4.8299 0.2509 2499.51 2496.7 1 52.499996 1 F.IKDYPVVSIEDPFDQDDWGAW.Q 284 0 *
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_001419.1| gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 20 632 53.7 434 47169 7.4 HsSD-NE_NT_lymphocytes_Ti_101.015359.015359.2 2 5.2408 0.3402 2512.65 2511.7 1 62.5 2 K.DYPVVSIEDPFDQDDWGAWQK.F 286 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010700.01070 2 4.2904 0.3618 2100.15 2100.2 1 64.70589 1 R.DEYDDLSDLNAVQMESVR.E 167 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.007028.0070 2 2.3762 0.3627 2818.05 2818.9 2 39.130436 1 R.LLKPGEEPSEYTDEEDTKDHNKQD.- 200 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011379.01137 2 3.1153 0.4136 1473.59 1473.7 1 73.07692 3 K.FYGPAGPYGIFAGR.D 136 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007654.0076 2 6.4422 0.4452 1854.93 1855 1 76.31579 1 R.RGLGAGAGAGEESPATSLPR.M 78 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011420.0114 2 3.6277 0.4067 1474.63 1473.7 1 73.07692 5 K.FYGPAGPYGIFAGR.D 136 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.014082.0140 3 4.9224 0.2512 3562.49 3561.9 1 32.5 2 R.GLATFCLDKDALRDEYDDLSDLNAVQMESVR.E 154 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_PK_106.008516.0085 2 4.8059 0.3044 1275.23 1272.4 1 83.33333 2 A.GAGEESPATSLPR.M 85 1 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011877.01187 2 3.7915 0.2619 2557.93 2555.7 4 38.095238 1 K.DALRDEYDDLSDLNAVQMESVR.E 163 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007491.00749 2 7.0951 0.4825 1857.53 1855 1 78.94737 6 R.RGLGAGAGAGEESPATSLPR.M 78 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.007010.0070 2 4.1337 0.2858 2575.77 2575.7 1 47.61905 2 R.LLKPGEEPSEYTDEEDTKDHNK.Q 200 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2036.20 2 4.8905 0.3718 1854.68 1855 1 63.15789 2 R.RGLGAGAGAGEESPATSLPR.M 78 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2915.29 2 3.5392 0.4338 1473.48 1473.7 1 73.07692 2 K.FYGPAGPYGIFAGR.D 136 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsSD-NE_NT_lymphocytes_Ti_103.008634.008634.2 2 2.9448 0.2977 1698.21 1698.8 1 55.555557 1 R.GLGAGAGAGEESPATSLPR.M 79 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2849.284 2 3.3697 0.3038 1473.38 1473.7 1 76.92308 2 K.FYGPAGPYGIFAGR.D 136 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsSD-NE_NT_lymphocytes_Ti_105.015787.015787.2 2 3.5755 0.3487 2818.51 2818.9 1 39.130436 1 R.LLKPGEEPSEYTDEEDTKDHNKQD.- 200 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2029.20 2 4.2884 0.2821 1697.58 1698.8 1 66.66667 2 R.GLGAGAGAGEESPATSLPR.M 79 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2006.200 2 3.9013 0.2849 1698.18 1698.8 1 58.333332 2 R.GLGAGAGAGEESPATSLPR.M 79 2 *
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_006311.1| gi|5453916|ref|NP_006311.1| progesterone receptor membrane component 2 [Homo sapiens] 10 38 39.9 223 23818 4.9 HsSD-NE_NT_lymphocytes_Ti_105.015790.015790.3 3 4.8802 0.4295 2817.8 2818.9 1 33.695652 2 R.LLKPGEEPSEYTDEEDTKDHNKQD.- 200 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.012611.012611 2 2.9351 0.1355 1090.33 1090.3 1 88.88889 1 R.DAVLLVFANK.Q 118 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.019204.019204 3 3.8151 0.3058 3135.14 3133.4 1 28.846153 2 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.011588.011588 2 4.0134 0.3968 2154.47 2154.3 1 61.764706 9 R.HYFQNTQGLIFVVDSNDR.E 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.019924.019924 2 5.3341 0.5682 3134.17 3133.4 1 48.076923 67 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_107.015821.01582 2 3.2441 0.2846 1605.45 1603.9 1 60.714287 2 L.KLGEIVTTIPTIGFN.V 38 0
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.010865.010865 2 3.2396 0.2025 2438.33 2439.6 1 50 5 R.HYFQNTQGLIFVVDSNDRER.V 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.003178.003178 3 3.905 0.397 2439.17 2439.6 1 44.736843 8 R.HYFQNTQGLIFVVDSNDRER.V 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.011978.011978 2 2.6761 0.2382 1569.29 1566.7 4 61.538464 1 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_107.016957.016957 1 1.9841 0.3431 1488.75 1489.8 1 50 2 L.KLGEIVTTIPTIGF.N 38 0
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_107.017218.017218 2 4.3592 0.4834 1831.49 1832.1 1 75 9 L.KLGEIVTTIPTIGFNVE.T 38 0
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_108.001600.001600 2 2.8815 0.2512 1947.59 1945.3 1 55.88235 1 K.LKLGEIVTTIPTIGFNVE.T 37 1
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.018817.018817 3 5.5878 0.3374 2048.63 2048.4 1 51.47059 8 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_Ti_115.014517.014517 2 4.145 0.2715 2051.19 2048.4 1 64.70589 4 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_108.020888.020888 2 3.1261 0.1914 1603.05 1603 1 60.714287 2 K.LKLGEIVTTIPTIGF.N 37 1
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011060.01106 1 2.4705 0.3659 1567.11 1566.7 1 53.846157 1 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010408.0104 3 3.8837 0.2272 2440.49 2439.6 1 42.105263 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.019077.01907 2 4.0201 0.3004 2050.87 2048.4 1 52.941177 6 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014300.0143 2 4.7709 0.3444 2327.19 2324.7 1 50 5 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011718.0117 2 2.4868 0.2644 1569.23 1566.7 2 53.846157 1 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.018952.01895 3 3.6994 0.1999 2048.39 2048.4 4 38.235294 1 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.019103.01910 2 5.6179 0.5663 3134.73 3133.4 1 48.076923 6 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010871.01087 2 2.7214 0.1535 1567.81 1566.7 1 69.230774 2 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.018575.0185 3 4.0051 0.2727 2048.03 2048.4 1 48.52941 1 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010578.01057 2 3.0532 0.1015 1091.03 1090.3 4 88.88889 1 R.DAVLLVFANK.Q 118 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011784.01178 2 4.3029 0.3471 2155.03 2154.3 1 50 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010356.0103 2 2.7583 0.0922 2442.17 2439.6 1 50 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.014564.0145 2 2.5882 0.185 2047.35 2048.4 1 52.941177 1 R.MLAEDELRDAVLLVFANK.Q 110 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_104.010196.010196.2 2 3.0536 0.2894 1088.33 1088.4 1 85 2 R.ILMVGLDAAGK.T 20 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3791.379 2 3.7076 0.3115 2324.42 2324.7 2 42.5 2 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_104.015243.015243.2 2 4.0613 0.3636 2324.93 2324.7 1 50 1 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_110.020987.020987.2 2 4.105 0.4846 3134.99 3133.4 1 38.46154 20 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_103.009966.009966.1 1 2.3778 0.331 1087.47 1088.4 1 70 3 R.ILMVGLDAAGK.T 20 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017092.017092 1 2.6562 0.2332 1489.12 1488.7 1 54.166668 2 R.MLAEDELRDAVLL.V 110 1
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_110.019961.019961.2 2 4.0668 0.2992 2049.37 2048.4 1 55.88235 11 R.MLAEDELRDAVLLVFANK.Q 110 2
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203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019191.0191 3 4.3775 0.3449 3135.8 3133.4 1 33.653847 4 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_105.019890.019890 2 4.229 0.388 2258.61 2256.4 1 65.789474 2 T.CATSGDGLYEGLDWLSNQLR.N 159 1 *
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_115.012204.012204.2 2 4.0042 0.4485 2156.93 2154.3 1 52.941177 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_104.012347.012347.2 2 4.649 0.3856 1566.83 1566.7 1 80.769226 5 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_NT_lymphocytes_Ti_104.012351.012351.1 1 3.6585 0.4202 1566.8 1566.7 1 65.38461 4 K.NISFTVWDVGGQDK.I 60 2
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsSD-NE_PHA_lymphocytes_PK_105.013964.013964 1 2.2721 0.2214 1357.13 1357.5 9 54.545456 1 M.LAEDELRDAVLL.V 111 0
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NP_001019399.1| gi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo sapiens] 21 239 62.4 181 20697 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019088.0190 2 4.9785 0.5994 3133.83 3133.4 1 46.153847 16 R.NWYIQATCATSGDGLYEGLDWLSNQLR.N 152 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_Ti_104.014214.014214 3 6.377 0.5096 3628.46 3629.8 1 34.090908 12 R.FLNEHPGGEEVLLEQAGVDASESFEDVGHSSDAR.E 55 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_Ti_113.012260.012260 2 3.6637 0.3625 1565.75 1565.9 1 79.16667 3 R.NSLKELWLVIHGR.V 36 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_PK_112.017063.017063 2 2.7131 0.2383 1238.77 1238.5 2 77.77778 1 N.SLKELWLVIH.G 37 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_PK_107.010244.010244 2 3.5352 0.3082 2008.49 2007.2 1 64.70589 2 Q.YYIGDIHPSDLKPESGSK.D 94 1 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_Ti_104.010346.010346 2 2.8203 0.2208 1124.53 1123.3 1 93.75 1 K.ELWLVIHGR.V 40 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_PK_109.011752.011752 2 4.0975 0.1648 1941.25 1939.1 1 62.5 3 T.RFLNEHPGGEEVLLEQA.G 54 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_Ti_104.007292.00729 2 3.0561 0.3139 1429.83 1432.5 1 81.818184 2 K.GQEVETSVTYYR.L 17 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007448.0074 2 3.5108 0.3277 1432.21 1432.5 1 81.818184 2 K.GQEVETSVTYYR.L 17 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_Ti_114.011085.01108 2 3.0475 0.2469 1123.17 1123.3 1 93.75 5 K.ELWLVIHGR.V 40 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_Ti_109.013634.01363 3 6.6068 0.5088 3631.37 3629.8 1 34.090908 18 R.FLNEHPGGEEVLLEQAGVDASESFEDVGHSSDAR.E 55 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_PK_105.008666.0086 2 2.9079 0.3183 1094.11 1094.1 1 83.33333 2 S.ESFEDVGHSS.D 76 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_PK_105.008675.0086 1 2.9794 0.2584 1095.5 1094.1 1 77.77778 3 S.ESFEDVGHSS.D 76 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_PK_105.009378.0093 2 4.027 0.2812 1523.89 1523.5 1 75 4 A.GVDASESFEDVGHSS.D 71 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_NT_lymphocytes_Ti_106.008102.00810 2 3.8521 0.4624 2135.53 2135.3 1 55.555557 4 K.QYYIGDIHPSDLKPESGSK.D 93 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_PHA_lymphocytes_Ti_106.013010.0130 3 6.1039 0.5196 3632.39 3629.8 1 31.818182 13 R.FLNEHPGGEEVLLEQAGVDASESFEDVGHSSDAR.E 55 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_PK_105.009304.009304 1 2.4511 0.3624 1522.6 1523.5 1 50 1 A.GVDASESFEDVGHSS.D 71 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.012053.0120 2 2.51 0.1719 1568.03 1565.9 6 66.66667 1 R.NSLKELWLVIHGR.V 36 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_PHA_lymphocytes_PK_105.009297.009297 2 3.1304 0.4178 1521.47 1523.5 1 78.57143 2 A.GVDASESFEDVGHSS.D 71 0 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_NT_lymphocytes_Ti_107.013675.013675.3 3 5.9984 0.4335 3632 3629.8 1 30.303032 9 R.FLNEHPGGEEVLLEQAGVDASESFEDVGHSSDAR.E 55 2 *
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NP_085056.2| gi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondrial membrane precursor [Homo sa 12 90 52.7 150 16695 5 HsSD-NE_NT_lymphocytes_Ti_103.008314.008314.2 2 3.9266 0.2794 1433.31 1432.5 1 81.818184 2 K.GQEVETSVTYYR.L 17 2 *
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.015178.015178 2 3.7753 0.2707 2520.01 2520.7 1 38.095238 5 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_111.011581.01158 2 3.6309 0.2076 1238.43 1237.4 1 70.83333 2 K.SINAGGHKVGLAL.E 277 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_108.014416.014416 2 3.1247 0.2754 1728.43 1725.9 8 58.333332 2 L.ETKYKWCEYGLTF.T 70 0
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.009856.009856 2 4.3101 0.3269 2104.45 2104.4 1 47.368423 2 K.VNNSSLIGVGYTQTLRPGVK.L 247 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.009251.009251 2 4.5191 0.4858 2529.99 2529.7 1 47.727272 2 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_107.015058.015058 2 3.364 0.338 1368.03 1367.5 1 88.88889 2 K.YKWCEYGLTF.T 73 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.008144.008144 2 2.5754 0.2692 1556.75 1557.7 4 57.692307 1 K.LTFDTTFSPNTGKK.S 108 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.007781.007781 2 4.0169 0.4261 1910.59 1908.9 1 58.333332 1 K.SCSGVEFSTSGSSNTDTGK.V 46 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_Ti_104.015965.015965 2 3.6566 0.4399 2402.95 2400.5 2 32.5 3 K.VCEDLDTSVNLAWTSGTNCTR.F 208 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_PK_109.008873.0088 2 2.6962 0.1566 940.37 941.03 1 92.85714 1 R.NNFAVGYR.T 177 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006680.00668 2 5.8169 0.5991 1908.35 1908.9 1 77.77778 7 K.SCSGVEFSTSGSSNTDTGK.V 46 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015119.0151 2 5.086 0.4003 2522.43 2520.7 1 57.14286 27 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.012316.01231 2 3.5383 0.1852 2106.83 2104.4 5 36.842106 12 K.VNNSSLIGVGYTQTLRPGVK.L 247 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010010.01001 2 2.9712 0.2491 1437.15 1434.6 1 75 1 K.WCEYGLTFTEK.W 75 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.014258.0142 3 4.2323 0.1589 2520.35 2520.7 1 33.333336 1 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014252.01425 2 5.8709 0.4032 2522.81 2520.7 1 52.380955 22 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006915.0069 2 5.6226 0.5462 1908.97 1908.9 1 75 5 K.SCSGVEFSTSGSSNTDTGK.V 46 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008601.00860 2 3.0119 0.1747 1448.67 1449.7 1 75 2 R.PMCIPPSYADLGK.A 11 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010066.01006 1 2.8839 0.3034 1435.48 1434.6 1 65 2 K.WCEYGLTFTEK.W 75 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013967.01396 2 4.0376 0.4227 2401.75 2400.5 1 50 7 K.VCEDLDTSVNLAWTSGTNCTR.F 208 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009590.0095 2 2.7058 0.281 1017.33 1017.2 1 94.44444 2 K.LTLSALVDGK.S 267 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014420.01442 3 4.3093 0.1879 2519.93 2520.7 1 44.04762 2 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009620.0096 1 2.3691 0.1157 1018.52 1017.2 7 66.66667 2 K.LTLSALVDGK.S 267 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.008685.00868 2 3.5024 0.4056 1429.61 1429.6 1 79.16667 2 K.LTFDTTFSPNTGK.K 108 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010383.01038 2 3.21 0.2956 1726.11 1725.9 1 70.83333 2 K.YKWCEYGLTFTEK.W 73 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.010611.0106 2 4.4731 0.5277 2400.09 2400.5 1 60.000004 27 K.VCEDLDTSVNLAWTSGTNCTR.F 208 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.003381.0033 3 4.9291 0.3545 2528.39 2529.7 1 37.5 4 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.008266.0082 2 2.724 0.2411 1558.67 1557.7 1 61.538464 1 K.LTFDTTFSPNTGKK.S 108 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008217.00821 2 2.9343 0.2473 1556.73 1557.7 1 61.538464 1 K.LTFDTTFSPNTGKK.S 108 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.003102.00310 3 3.0443 0.0909 2531.57 2529.7 1 32.954548 1 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.009244.0092 2 3.4545 0.2634 2104.65 2104.4 1 42.105263 6 K.VNNSSLIGVGYTQTLRPGVK.L 247 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009030.00903 1 2.467 0.2206 1017.71 1017.2 2 72.22222 2 K.LTLSALVDGK.S 267 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.009202.0092 2 5.6765 0.5125 2529.75 2529.7 1 59.090908 4 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008747.00874 2 3.751 0.4001 2528.51 2529.7 1 56.81818 3 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_105.010924.010924 1 2.6955 0.2408 1387.77 1388.6 1 63.636364 1 E.IAIEDQICQGLK.L 96 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_103.011775.011775 2 2.9577 0.1749 1336.11 1336.4 3 72.72727 1 K.VCEDLDTSVNLA.W 208 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_104.010988.010988.2 2 3.6565 0.3072 1433.99 1434.6 1 80 4 K.WCEYGLTFTEK.W 75 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_102.018545.018545 2 3.8839 0.3525 1903.21 1901 1 53.125 7 R.ECINLGCDVDFDFAGPA.I 131 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_105.017624.017624 2 4.171 0.3559 2519.39 2520.7 1 47.61905 5 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_108.011355.011355.1 1 2.804 0.2014 1434.98 1434.6 1 65 6 K.WCEYGLTFTEK.W 75 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_104.015245.015245.2 2 3.0792 0.224 2402.67 2400.5 1 37.5 5 K.VCEDLDTSVNLAWTSGTNCTR.F 208 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_105.010985.010985 2 3.9522 0.2213 1390.09 1388.6 1 86.36364 1 E.IAIEDQICQGLK.L 96 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_103.015406.015406.2 2 5.7594 0.3245 2523.71 2520.7 1 54.761906 35 K.WNTDNTLGTEIAIEDQICQGLK.L 86 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_105.017464.017464 2 3.6213 0.3156 2150.35 2151.3 1 58.333332 9 R.ECINLGCDVDFDFAGPAIH.G 131 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_106.004184.004184 2 3.5179 0.2871 2753.57 2750.9 1 39.130436 5 F.TEKWNTDNTLGTEIAIEDQICQGL.K 83 0
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_109.010526.010526.2 2 4.196 0.3078 2105.85 2104.4 1 44.736843 11 K.VNNSSLIGVGYTQTLRPGVK.L 247 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_102.010671.010671.2 2 3.3867 0.3013 1019.69 1017.2 1 88.88889 3 K.LTLSALVDGK.S 267 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_102.007532.007532.2 2 5.8661 0.5228 1908.25 1908.9 1 75 6 K.SCSGVEFSTSGSSNTDTGK.V 46 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_104.008204.008204.1 1 1.9855 0.1605 940.74 941.03 4 64.28571 1 R.NNFAVGYR.T 177 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_103.010621.010621.1 1 2.1478 0.1806 1017.62 1017.2 5 66.66667 5 K.LTLSALVDGK.S 267 2
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_PHA_lymphocytes_PK_105.016708.016708 2 4.0711 0.4328 2297.95 2295.4 1 55 9 R.ECINLGCDVDFDFAGPAIHGS.A 131 1
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|XP_001133585.1| gi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_0033 PREDICTED: similar to voltage-dependent anion channel [Homo s 27 284 68.3 293 31479 7.6 HsSD-NE_NT_lymphocytes_Ti_104.011346.011346.2 2 4.5003 0.4562 2529.99 2529.7 1 52.272724 4 R.TGDFQLHTNVNDGTEFGGSIYQK.V 185 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_PHA_lymphocytes_PK_107.014297.014297 2 4.2207 0.4139 2208.05 2208.4 1 47.368423 1 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013914.01391 2 4.8631 0.3545 2665.49 2662.9 1 54.545456 6 K.ANQQFLVYCEIDGSGNGWTVFQK.R 200 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_105.006989.0069 2 2.5067 0.2375 1167.41 1168.1 5 72.22222 1 W.DNDNDKFEGN.C 342 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007760.00776 2 4.3631 0.4208 2769.99 2770 1 43.47826 2 K.VAQLEAQCQEPCKDTVQIHDITGK.D 154 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.011168.01116 2 3.8848 0.385 1682.81 1684 1 85.71429 1 K.IHLISTQSAIPYALR.V 259 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_112.013690.0136 2 3.8407 0.4687 1798.09 1797.8 1 66.66667 12 F.DGFDFGDDPSDKFFTS.H 317 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008025.0080 2 4.0379 0.371 2770.91 2770 1 43.47826 1 K.VAQLEAQCQEPCKDTVQIHDITGK.D 154 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.014013.0140 2 3.3966 0.2257 2665.81 2662.9 1 43.18182 3 K.ANQQFLVYCEIDGSGNGWTVFQK.R 200 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_112.014802.0148 2 2.8849 0.3161 2706.89 2706.8 1 36 2 Y.FAGGDAGDAFDGFDFGDDPSDKFFTS.H 307 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_107.011582.0115 2 2.948 0.3447 1477.63 1478.5 2 62.5 4 F.DFGDDPSDKFFTS.H 320 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010912.01091 2 2.3347 0.1799 1296.57 1294.6 6 75 1 K.QSGLYFIKPLK.A 189 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007792.00779 3 5.67 0.5097 2767.76 2770 1 40.217392 1 K.VAQLEAQCQEPCKDTVQIHDITGK.D 154 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.011092.01109 3 4.4786 0.2828 2209.73 2208.4 1 39.473686 5 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.014550.01455 2 5.7954 0.4983 2835.99 2835.9 1 51.923077 12 R.LTYAYFAGGDAGDAFDGFDFGDDPSDK.F 302 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008018.0080 3 5.6636 0.4086 2769.77 2770 1 40.217392 2 K.VAQLEAQCQEPCKDTVQIHDITGK.D 154 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006986.00698 2 2.3105 0.1833 1036.85 1037.2 5 75 1 K.RLDGSVDFK.K 223 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_105.009094.0090 2 3.2417 0.3068 1456.09 1455.4 2 68.181816 2 S.TWDNDNDKFEGN.C 340 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.005854.0058 2 2.4609 0.1355 1036.77 1035.1 4 81.25 1 K.VGPEADKYR.L 293 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007803.00780 3 5.493 0.4994 3712.7 3715 1 34.677418 1 K.VAQLEAQCQEPCKDTVQIHDITGKDCQDIANK.G 154 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.014775.0147 2 5.1755 0.4573 2836.55 2835.9 1 48.076923 15 R.LTYAYFAGGDAGDAFDGFDFGDDPSDK.F 302 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010905.01090 2 5.5674 0.5233 2207.15 2208.4 1 63.15789 4 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010907.01090 2 2.6531 0.1923 1897.37 1895.1 1 50 1 K.ASTPNGYDNGIIWATWK.T 383 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.010340.0103 2 4.049 0.3312 1685.65 1684 1 64.28571 4 K.IHLISTQSAIPYALR.V 259 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011134.0111 3 3.3156 0.1993 2208.44 2208.4 1 39.473686 1 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011174.0111 2 5.9614 0.4532 2210.83 2208.4 1 60.526318 4 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_113.012572.0125 2 4.8453 0.3556 2007.55 2008 1 70 16 R.DNCCILDERFGSYCPT.T 32 1
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_115.013452.0134 2 5.3417 0.4724 2223.77 2224.2 1 57.14286 6 Y.FAGGDAGDAFDGFDFGDDPSDK.F 307 1
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_PK_112.012652.0126 2 4.3885 0.4522 2268.45 2269.3 1 61.764706 5 R.DNCCILDERFGSYCPTTC.G 32 1
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_PHA_lymphocytes_PK_105.018831.01883 2 3.7703 0.4431 2869.75 2869.9 1 34.615387 2 A.YFAGGDAGDAFDGFDFGDDPSDKFFTS.H 306 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_PHA_lymphocytes_PK_105.018246.018246 2 4.1879 0.4474 2706.61 2706.8 1 38 2 Y.FAGGDAGDAFDGFDFGDDPSDKFFTS.H 307 0
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2988.298 2 3.9681 0.2394 2210.34 2208.4 1 42.105263 2 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_NT_lymphocytes_Ti_111.012830.012830.2 2 4.3524 0.424 1685.27 1684 1 82.14286 2 K.IHLISTQSAIPYALR.V 259 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_NT_lymphocytes_Ti_105.016129.016129.2 2 3.9293 0.3463 2208.25 2208.4 1 44.736843 1 K.EGFGHLSPTGTTEFWLGNEK.I 239 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_PHA_lymphocytes_PK_104.013560.013560 2 3.4271 0.2998 2272.27 2269.3 1 58.823532 1 R.DNCCILDERFGSYCPTTC.G 32 1
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_NT_lymphocytes_Ti_104.014402.014402.2 2 2.7933 0.2358 2418.91 2418.6 5 35 1 R.FGSYCPTTCGIADFLSTYQTK.V 41 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3470.347 2 3.9949 0.3824 2418.19 2418.6 1 45 2 R.FGSYCPTTCGIADFLSTYQTK.V 41 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsSD-NE_NT_lymphocytes_Ti_102.016706.016706.2 2 3.6674 0.3812 2837.45 2835.9 1 46.153847 2 R.LTYAYFAGGDAGDAFDGFDFGDDPSDK.F 302 2
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NP_000500.2| gi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| "fibrinogen, gamma chain isoform gamma-A precursor [Homo sapie 23 136 51.3 437 49497 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007103.0071 2 4.0357 0.3475 1545.87 1546.7 1 71.42857 6 R.LTIGEGQQHHLGGAK.Q 418 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_PHA_lymphocytes_PK_109.019932.019932 2 3.83 0.2999 1719.67 1717.1 1 64.28571 3 E.KNSTIVFPLPIDMLQ.G 263 0
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.020798.02079 2 4.6178 0.3606 2127.71 2128.6 1 73.68421 12 K.NSTIVFPLPIDMLQGIIGAK.H 264 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.015836.0158 3 3.8798 0.3702 3757.25 3758.1 1 21.875 1 K.NLSQILSDREEIAHNMQSTLDDATDAWGIKVER.V 159 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.020487.0204 2 4.7165 0.3926 2127.29 2128.6 1 68.42105 12 K.NSTIVFPLPIDMLQGIIGAK.H 264 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008584.0085 1 2.4684 0.1776 1353.55 1352.6 2 63.636364 1 R.YLQTLTTIAAEK.N 252 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.003316.00331 2 4.1653 0.5163 1929.57 1931.1 1 52.77778 1 R.VQNATLAVANITNADSATR.L 126 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015560.0155 3 6.908 0.5329 3375.14 3373.7 1 34.482758 4 K.NLSQILSDREEIAHNMQSTLDDATDAWGIK.V 159 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.020660.0206 3 5.6313 0.494 2129.66 2128.6 1 44.736843 1 K.NSTIVFPLPIDMLQGIIGAK.H 264 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.003192.00319 2 3.3922 0.1675 1716.75 1717 1 60.000004 1 K.EASMVITESPAALQLR.Y 236 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_114.015911.01591 2 2.6091 0.1847 1576.17 1573.7 2 53.846157 1 K.DSVTISVDGVVYYR.V 112 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016905.0169 2 4.4374 0.3509 1814.29 1813.1 1 60.000004 4 K.GPGLFFILPCTDSFIK.V 78 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010114.0101 2 3.7551 0.2194 1719.57 1717 1 66.66667 2 K.EASMVITESPAALQLR.Y 236 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008366.00836 2 4.2979 0.3387 1353.79 1352.6 1 90.909096 2 R.YLQTLTTIAAEK.N 252 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.017253.01725 2 4.3997 0.3389 1814.77 1813.1 1 63.333332 9 K.GPGLFFILPCTDSFIK.V 78 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015922.01592 3 5.1412 0.3805 3758.66 3758.1 1 28.125 2 K.NLSQILSDREEIAHNMQSTLDDATDAWGIKVER.V 159 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.016256.01625 3 7.0888 0.5554 3370.82 3373.7 1 37.068966 3 K.NLSQILSDREEIAHNMQSTLDDATDAWGIK.V 159 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_NT_lymphocytes_Ti_106.000002.000002.2 2 4.6784 0.275 2129.19 2128.6 1 65.789474 6 K.NSTIVFPLPIDMLQGIIGAK.H 264 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_NT_lymphocytes_Ti_102.011145.011145.2 2 3.3226 0.1898 1719.63 1717 6 63.333332 3 K.EASMVITESPAALQLR.Y 236 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4638.463 2 3.909 0.2837 1813.71 1813.1 1 66.66667 2 K.GPGLFFILPCTDSFIK.V 78 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2419.24 2 3.2757 0.215 1665.17 1666 2 61.538464 1 R.VEIKDVKLPVQLQR.A 192 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.003256.0032 2 2.925 0.1628 1575.99 1573.7 1 57.692307 3 K.DSVTISVDGVVYYR.V 112 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2199.219 1 2.7042 0.2925 1352.53 1352.6 3 63.636364 2 R.YLQTLTTIAAEK.N 252 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_NT_lymphocytes_Ti_106.016475.016475.2 2 3.391 0.3283 1812.77 1813.1 2 50 1 K.GPGLFFILPCTDSFIK.V 78 2 *
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207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2648.264 2 4.2358 0.2293 1665.61 1666 2 69.230774 1 R.VEIKDVKLPVQLQR.A 192 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2210.221 2 4.0749 0.3048 1352 1352.6 1 90.909096 2 R.YLQTLTTIAAEK.N 252 2
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_PHA_lymphocytes_PK_106.020940.020940 2 3.9138 0.3565 1791.59 1789.1 5 53.333336 2 A.AEKNSTIVFPLPIDML.Q 261 0
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_PHA_lymphocytes_PK_105.011166.011166 1 2.0315 0.2312 1040.56 1040.2 9 62.5 1 K.DVKLPVQLQ.R 196 1 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2175.217 2 4.9099 0.4504 1930.42 1931.1 1 58.333332 9 R.VQNATLAVANITNADSATR.L 126 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2215.22 2 4.7206 0.4235 1933 1931.1 1 58.333332 2 R.VQNATLAVANITNADSATR.L 126 2 *
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NP_004090.4| gi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens] 14 96 50 288 31731 7.9 HsSD-NE_NT_lymphocytes_Ti_103.009649.009649.2 2 6.5965 0.5139 1931.91 1931.1 1 69.44444 2 R.VQNATLAVANITNADSATR.L 126 2 *
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.005426.005426 1 2.9549 0.2559 1124.57 1124.3 1 72.22222 5 K.KSDVEAIFSK.Y 30 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.005430.005430 2 3.1904 0.2901 1122.47 1124.3 4 72.22222 5 K.KSDVEAIFSK.Y 30 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_108.010906.010906 2 4.2454 0.3671 1331.23 1330.5 1 85 10 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012032.012032 2 3.0358 0.1297 1318.87 1317.6 2 72.72727 5 R.VFIGNLNTLVVK.K 18 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.003776.003776 2 3.7874 0.2345 1685.97 1684 1 66.66667 29 R.MIAGQVLDINLAAEPK.V 74 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.012828.012828 2 5.4428 0.4495 2104.71 2103.2 1 73.52941 52 R.SAAEMYGSSFDLDYDFQR.D 100 2 *
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.011398.011398 1 2.7994 0.2015 1332.02 1330.5 1 65 2 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012820.0128 2 3.6129 0.3504 1306.43 1306.4 1 83.33333 3 S.SFDLDYDFQR.D 108 1
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012082.01208 2 2.8979 0.2263 2105.83 2103.2 1 52.941177 2 R.SAAEMYGSSFDLDYDFQR.D 100 2 *
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010772.0107 2 3.7198 0.2978 1316.89 1317.6 1 86.36364 4 R.VFIGNLNTLVVK.K 18 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.011286.01128 2 3.9925 0.2678 1684.91 1684 2 66.66667 2 R.MIAGQVLDINLAAEPK.V 74 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.010488.0104 2 4.1078 0.3623 1332.83 1330.5 1 90 4 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011696.0116 2 2.593 0.1082 2102.59 2103.2 1 55.88235 2 R.SAAEMYGSSFDLDYDFQR.D 100 2 *
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008871.00887 2 2.5947 0.1468 1417.33 1416.6 8 72.72727 1 K.QKVDSLLENLEK.I 192 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_PK_112.012790.0127 2 2.9798 0.1957 1161.41 1160.3 1 88.88889 1 K.VDSLLENLEK.I 194 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010216.01021 2 3.561 0.3511 1330.67 1330.5 1 85 2 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010287.0102 1 3.0877 0.2018 1331.29 1330.5 2 60.000004 1 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011213.0112 2 2.3617 0.2217 1684.87 1684 5 46.666668 1 R.MIAGQVLDINLAAEPK.V 74 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011103.01110 2 3.3988 0.2234 1319.95 1317.6 1 86.36364 4 R.VFIGNLNTLVVK.K 18 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_104.011948.011948.2 2 3.9252 0.2617 1317.65 1317.6 1 81.818184 9 R.VFIGNLNTLVVK.K 18 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_103.010878.010878.3 3 5.396 0.3989 4200.95 4200.2 1 23.648647 2 K.MESEGGADDSAEEGDLLDDDDNEDRGDDQLELIKDDEK.E 238 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_PK_108.012548.012548. 2 2.7437 0.2082 1316.05 1317.6 1 72.72727 1 R.VFIGNLNTLVVK.K 18 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_103.012259.012259.3 3 5.3488 0.2776 1683.98 1684 1 60.000004 1 R.MIAGQVLDINLAAEPK.V 74 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_103.012436.012436.2 2 5.3178 0.2158 1685.93 1684 1 86.666664 30 R.MIAGQVLDINLAAEPK.V 74 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_109.011998.011998.2 2 3.5118 0.2999 1331.17 1330.5 1 85 1 K.GFAFVQYVNER.N 51 2
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_Ti_103.012769.012769.2 2 5.1582 0.5034 2104.33 2103.2 1 67.64706 12 R.SAAEMYGSSFDLDYDFQR.D 100 2 *
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|NP_001070911.1| gi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleoprotein C isoform b [Homo sapie 12 193 39.9 293 32338 5.1 HsSD-NE_NT_lymphocytes_PK_105.012316.012316. 2 3.2811 0.2558 2105.01 2103.2 1 41.17647 2 R.SAAEMYGSSFDLDYDFQR.D 100 2 *
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010700.010700 2 3.7254 0.1615 1566.03 1566.8 1 81.818184 1 R.EIVRDIKEKLCY.V 209 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.019720.019720 2 3.3889 0.1803 1223.23 1223.5 1 85 13 R.KYSVWIGGSIL.A 338 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_109.008825.008825 1 3.9299 0.2612 1516.93 1516.7 1 75 38 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_115.013219.013219 3 5.8732 0.3936 3458.15 3459.9 1 31.730768 16 K.YPIEHGIITNWDDMEKIWHHTFYNELR.V 71 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010737.010737 1 2.9705 0.2109 1566.82 1566.8 1 59.090908 1 R.EIVRDIKEKLCY.V 209 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_109.010244.010244 2 3.7477 0.1591 2164.63 2166.4 1 55.263157 1 M.GQKDSYVGDEAQSKRGILTL.K 50 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_109.009543.009543 2 3.4093 0.1953 2145.95 2147.4 8 47.058823 1 Q.MWISKQEYDEAGPSIVHR.K 357 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.011027.011027 1 2.8978 0.1997 1498.68 1498.7 1 60.000004 4 N.WDDMEKIWHHT.F 81 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_111.012828.012828 3 4.6455 0.311 3455.99 3454.9 1 32.142857 2 K.IWHHTFYNELRVAPEEHPTLLTEAPLNPK.A 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.010621.01062 2 2.9623 0.2733 1727.21 1728 1 64.28571 1 T.EAPLNPKANREKMTQ.I 109 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_110.012484.012484 1 2.1428 0.1621 1459.64 1459.7 1 54.545456 3 K.IIAPPERKYSVW.I 331 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.009548.009548 1 3.2704 0.1762 1404.89 1403.6 1 65 5 R.EIVRDIKEKLC.Y 209 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.014390.014390 2 4.0389 0.2654 2781.27 2780.2 1 41.304348 1 T.FYNELRVAPEEHPTLLTEAPLNPK.A 92 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.014963.014963 1 2.2558 0.2621 1520.72 1521.7 6 50 2 L.RLDLAGRDLTDYL.M 179 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.013177.013177 2 3.0035 0.1917 1687.57 1687 6 50 1 K.IIAPPERKYSVWIGG.S 331 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.011755.011755 2 2.7603 0.2061 1089.53 1087.2 1 88.88889 1 D.GQVITIGNER.F 247 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.011509.011509 1 2.2067 0.1766 1328.84 1328.6 4 55 1 K.IKIIAPPERKY.S 329 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.012638.012638 1 3.1688 0.3983 1516.81 1516.7 1 70 2 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_110.015616.015616 2 3.3137 0.2844 1780.15 1781.1 1 71.42857 2 L.RLDLAGRDLTDYLMK.I 179 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.019969.019969 3 4.1946 0.1955 1851.38 1851.2 2 48.333332 1 R.LDLAGRDLTDYLMKIL.T 180 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.001562.001562 2 3.0061 0.2174 1438.21 1438.7 4 68.181816 5 A.GRDLTDYLMKIL.T 184 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.010850.010850 2 4.5356 0.3726 1959.49 1957.2 1 70.588234 1 R.VAPEEHPTLLTEAPLNPK.A 98 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.012757.012757 2 2.9944 0.1568 1587.09 1587.9 1 70.83333 2 I.KIIAPPERKYSVW.I 330 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.010158.010158 2 3.1175 0.2131 1037.25 1037.2 1 83.33333 2 Q.AVLSLYASGR.T 140 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_109.014581.01458 2 3.2615 0.238 1278.49 1276.6 1 88.88889 2 E.KMTQIMFETF.N 120 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010418.010418 2 2.7989 0.1846 1458.87 1459.7 1 68.181816 2 K.IIAPPERKYSVW.I 331 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_110.010519.010519 2 2.7502 0.1574 2115.15 2113.4 2 47.22222 1 L.RVAPEEHPTLLTEAPLNPK.A 97 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010425.010425 1 2.4216 0.2427 996.52 997.14 1 75 3 R.KYSVWIGGS.I 338 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.013888.013888 2 2.7279 0.156 1698.97 1701.1 1 57.692307 3 K.IKIIAPPERKYSVW.I 329 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010899.010899 1 3.0315 0.1821 1398.8 1397.6 1 66.66667 4 N.WDDMEKIWHH.T 81 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.013333.013333 2 2.6092 0.2416 1629.43 1629.9 1 53.846157 1 K.IIAPPERKYSVWIG.G 331 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.003017.003017 2 3.2634 0.1559 1738.69 1738.1 4 60.714287 5 L.DLAGRDLTDYLMKIL.T 181 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.008744.008744 2 2.9466 0.1805 1201.37 1199.4 3 75 7 R.AVFPSIVGRPR.H 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.010280.010280 2 4.0275 0.1778 1980.09 1981.2 1 55.88235 2 Q.KDSYVGDEAQSKRGILTL.K 52 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.018581.01858 2 3.8328 0.2755 1998.95 2000.4 7 41.17647 29 K.IIAPPERKYSVWIGGSIL.A 331 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.011944.011944 3 4.2231 0.2206 1398.59 1396.6 2 61.363636 1 D.LAGRDLTDYLMK.I 182 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.016132.016132 2 3.0233 0.1716 1652.51 1652.9 9 65.38461 1 L.RLDLAGRDLTDYLM.K 179 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_114.004247.004247 2 2.6337 0.2311 1403.25 1403.5 1 72.22222 1 I.WHHTFYNELR.V 88 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.012133.012133 1 1.803 0.2287 1513.97 1514.9 1 54.166668 1 K.IKIIAPPERKYSV.W 329 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_111.012008.012008 2 3.4244 0.2966 1518.79 1516.7 1 85 80 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.011943.011943 1 2.1654 0.1507 1395.55 1396.6 2 68.181816 1 D.LAGRDLTDYLMK.I 182 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.008978.008978 3 3.9162 0.2981 1517.39 1516.7 1 62.5 34 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.011493.011493 1 2.3537 0.2238 1415.81 1415.7 6 45.454548 3 K.IKIIAPPERKYS.V 329 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.012567.012567 2 3.8249 0.398 1510.81 1511.7 1 80 10 T.NWDDMEKIWHH.T 80 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.011927.011927 1 2.3736 0.2507 1347.32 1346.6 1 60.000004 1 I.IAPPERKYSVW.I 332 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.019346.019346 2 2.882 0.1901 1849.97 1851.2 3 53.333336 1 R.LDLAGRDLTDYLMKIL.T 180 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_110.011248.011248 2 3.6441 0.1546 1762.33 1760 3 61.538464 8 T.AEREIVRDIKEKLC.Y 206 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.011967.011967 1 2.2556 0.2893 1233.58 1233.4 1 55.555557 1 I.APPERKYSVW.I 333 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_107.010754.010754 1 2.1768 0.1958 1211.63 1212.4 8 66.66667 1 A.GRDLTDYLMK.I 184 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.016141.01614 2 3.5193 0.354 1849.13 1850.2 1 60.714287 3 R.EIVRDIKEKLCYVAL.D 209 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_108.012520.012520 1 3.3918 0.2178 1512.49 1511.7 1 75 8 T.NWDDMEKIWHH.T 80 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.011592.011592 1 2.0834 0.1987 1213.74 1214.4 1 66.66667 1 M.KILTERGYSF.T 193 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_110.009944.009944 2 3.3152 0.1514 1924.23 1923.2 1 64.28571 2 T.AEREIVRDIKEKLCY.V 206 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.003822.003822 2 2.8205 0.409 1514.65 1516.7 1 80 3 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.012167.012167 1 2.5089 0.1531 1588.05 1587.9 1 58.333332 2 I.KIIAPPERKYSVW.I 330 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_111.011982.011982 2 2.7431 0.2436 1162.31 1162.3 2 75 1 A.PPERKYSVW.I 334 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_112.012723.012723 3 3.8883 0.3223 2089.28 2086.4 1 35.526314 2 A.GFAGDDAPRAVFPSIVGRPR.H 22 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_113.017654.017654 2 3.3382 0.2716 1625.71 1623 9 65.38461 3 D.LAGRDLTDYLMKIL.T 182 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_PK_112.015471.015 2 4.145 0.4397 1912.75 1911.3 1 67.64706 6 T.PAMYVAIQAVLSLYASGR.T 132 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_PK_110.012870.0128 2 4.2243 0.2903 1791.73 1792 1 73.333336 10 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_PK_111.013889.013 2 4.397 0.4337 1612.43 1611.9 1 92.85714 25 M.YVAIQAVLSLYASGR.T 135 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017988.01798 2 3.1006 0.3252 1611.75 1611.9 1 75 2 R.DLTDYLMKILTER.G 186 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011573.0115 3 3.5699 0.1195 3201.35 3198.6 4 21.551723 1 R.TTGIVLDSGDGVTHNVPIYEGYALPHAIMR.L 150 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006134.00613 2 3.3573 0.2227 978.27 977.02 1 88.88889 4 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010544.0105 2 4.9056 0.3749 1794.63 1792 1 86.666664 3 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.009752.0097 3 4.1777 0.118 1962.47 1962.2 1 53.333336 4 K.YPIEHGIITNWDDMEK.I 71 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.019406.01940 2 4.853 0.3129 1792.49 1792 1 83.33333 43 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.006026.0060 2 2.3063 0.0956 924.15 924.13 2 85.71429 1 K.IIAPPERK.Y 331 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010604.01060 2 3.3386 0.3313 1516.37 1516.7 1 85 21 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007624.00762 2 2.8069 0.3669 1162.21 1162.4 1 75 1 K.EITALAPSTMK.I 318 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.008344.0083 2 3.2067 0.2787 1201.61 1199.4 1 80 9 R.AVFPSIVGRPR.H 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010140.01014 3 3.9806 0.233 1516.94 1516.7 1 65 3 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_PK_105.013046.0130 1 2.0687 0.208 998.29 999.17 5 71.42857 2 R.DLTDYLMK.I 186 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_102.008094.0080 2 2.6785 0.2098 1164.05 1162.4 6 70 2 K.EITALAPSTMK.I 318 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.005432.00543 2 3.5787 0.0927 1198.49 1199.2 1 85 1 K.DSYVGDEAQSK.R 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.005979.0059 1 2.5914 0.1151 1198.53 1199.2 1 65 1 K.DSYVGDEAQSK.R 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010100.01010 3 3.4113 0.095 1792.28 1792 1 45 1 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.006284.0062 2 3.0608 0.1516 979.11 977.02 1 88.88889 2 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.017954.0179 2 3.6248 0.33 1611.45 1611.9 1 70.83333 2 R.DLTDYLMKILTER.G 186 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_113.010224.01022 1 3.6641 0.2609 1518.73 1516.7 1 70 6 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.006826.00682 1 2.1586 0.3881 1171.4 1172.4 1 65 1 R.HQGVMVGMGQK.D 42 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.008718.00871 2 3.0658 0.2101 1958.53 1957.2 1 58.823532 1 R.VAPEEHPTLLTEAPLNPK.A 98 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010316.01031 2 2.9308 0.1694 1199.43 1199.4 4 70 2 R.AVFPSIVGRPR.H 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_PK_110.008925.008 2 2.7714 0.2557 1036.71 1037.2 1 83.33333 1 Q.AVLSLYASGR.T 140 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.009616.00961 2 2.6951 0.2295 1173.59 1172.4 1 80 2 R.HQGVMVGMGQK.D 42 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_101.012710.01271 1 2.1359 0.1049 1000.08 999.17 7 64.28571 2 R.DLTDYLMK.I 186 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007730.0077 1 2.4067 0.2755 1161.5 1162.4 1 70 2 K.EITALAPSTMK.I 318 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_PK_106.008938.0089 1 2.1856 0.1598 937.37 938 6 83.33333 1 T.NWDDMEK.I 80 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012051.01205 2 3.9288 0.2366 1964.71 1962.2 1 63.333332 7 K.YPIEHGIITNWDDMEK.I 71 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2848.28 1 2.9716 0.1957 1515.61 1516.7 5 55 1 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_107.012167.012167.3 3 6.0758 0.4055 3198.62 3198.6 1 29.310345 4 R.TTGIVLDSGDGVTHNVPIYEGYALPHAIMR.L 150 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_106.008853.008853. 2 3.2006 0.152 1039.97 1037.2 1 77.77778 2 Q.AVLSLYASGR.T 140 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_106.009705.009705. 2 3.0209 0.3207 1280.51 1278.5 1 72.72727 2 A.IQAVLSLYASGR.T 138 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.014840.014840 2 3.673 0.4094 1404.65 1405.7 1 80 5 R.EKMTQIMFETF.N 119 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012711.01271 2 5.0485 0.4686 2249.31 2249.5 1 57.894737 8 S.SLEKSYELPDGQVITIGNER.F 237 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012746.012746 3 4.0705 0.2929 2248.94 2249.5 1 38.157894 2 S.SLEKSYELPDGQVITIGNER.F 237 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012750.012750 3 4.7579 0.2876 2339.09 2336.6 1 38.75 1 S.SSLEKSYELPDGQVITIGNER.F 236 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_111.011844.011844.2 2 2.8396 0.2055 1200.69 1199.4 1 75 3 R.AVFPSIVGRPR.H 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012774.012774 2 4.018 0.4071 2425.19 2423.6 1 47.61905 3 S.SSSLEKSYELPDGQVITIGNER.F 235 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_103.010614.010614.2 2 3.1124 0.1396 1960.85 1962.2 4 46.666668 1 K.YPIEHGIITNWDDMEK.I 71 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_105.011474.011474. 2 4.581 0.2696 1791.51 1792 1 80 4 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010634.0106 2 3.5279 0.2075 1518.81 1516.7 1 80 21 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012776.012776 2 5.0792 0.4252 2335.03 2336.6 1 65 2 S.SSLEKSYELPDGQVITIGNER.F 236 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_111.012317.012317.2 2 3.5602 0.3121 1516.67 1516.7 1 80 44 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010449.0104 1 4.0329 0.2308 1518.71 1516.7 1 70 13 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_103.016415.016415 2 2.8324 0.188 1148.17 1148.4 1 87.5 4 K.MTQIMFETF.N 121 1
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209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.012908.012908 2 3.2984 0.1765 1512.61 1511.7 1 70.83333 1 L.DLAGRDLTDYLMK.I 181 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.012852.012852 1 3.1859 0.3109 1512.88 1511.7 1 66.66667 2 L.DLAGRDLTDYLMK.I 181 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_112.010418.010418. 2 3.0157 0.2005 1199.49 1199.4 2 75 5 R.AVFPSIVGRPR.Q 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_101.005099.005099.2 2 2.6467 0.1903 975.61 977.02 2 83.33333 1 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.012381.01238 1 2.8465 0.2158 1578.61 1578.8 1 57.692307 2 S.SLEKSYELPDGQVI.T 237 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_104.006707.006707.2 2 2.9113 0.1626 1354.71 1355.4 1 86.36364 1 K.DSYVGDEAQSKR.G 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1739.173 2 2.6888 0.1708 977.09 977.02 1 88.88889 2 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_103.014523.014523 2 4.1953 0.2986 1789.69 1792 1 83.33333 23 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2674.267 2 4.5182 0.2693 1791.24 1792 1 76.666664 9 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_104.000371.00037 2 3.5383 0.206 1095.11 1095.3 8 77.77778 12 K.YSVWIGGSIL.A 339 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_102.008542.008542.1 1 2.9896 0.3064 1162.55 1162.4 1 70 2 K.EITALAPSTMK.I 318 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_106.014353.014353.3 3 3.6853 0.2132 2586.86 2588 1 34.523808 1 R.GILTLKYPIEHGIITNWDDMEK.I 65 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2900.290 2 3.2447 0.1772 2095.88 2095.3 1 50 1 K.SYELPDGQVITIGNERFR.C 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.007790.007790 2 2.5807 0.1699 1412.17 1412.5 1 66.66667 1 K.DSYVGDEAQSKRG.I 53 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 156 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_102.016388.016388 1 2.5262 0.2108 1149.48 1148.4 9 68.75 19 K.MTQIMFETF.N 121 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1643.164 2 3.1336 0.1365 1356.08 1355.4 1 77.27273 2 K.DSYVGDEAQSKR.G 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_106.013116.013116. 2 3.1816 0.3356 1448.87 1448.7 1 65.38461 5 Y.VAIQAVLSLYASGR.T 136 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1579.157 2 3.6447 0.1439 1200.47 1199.2 2 85 2 K.DSYVGDEAQSK.R 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_107.002333.002333. 2 2.6704 0.1612 1913.79 1911.3 1 47.058823 1 T.PAMYVAIQAVLSLYASGR.T 132 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_107.010835.010835. 2 2.8506 0.159 1348.29 1349.6 4 58.333332 1 V.AIQAVLSLYASGR.T 137 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.015326.015326 2 4.0355 0.2542 1849.81 1850.1 1 59.375 3 S.SLEKSYELPDGQVITIG.N 237 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.015107.015107 1 2.7103 0.3193 1384.65 1383.6 5 54.545456 2 L.DLAGRDLTDYLM.K 181 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_102.011630.011630.2 2 3.7675 0.2151 1794.53 1792 1 70 4 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_105.014967.014967 1 2.2281 0.1825 1236.87 1237.4 8 75 1 T.NWDDMEKIW.H 80 0
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_111.001562.001562. 3 3.8047 0.2404 3255.32 3253.9 1 27.67857 1 K.MTQIMFETFNVPAMYVAIQAVLSLYASGR.T 121 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2847.28 2 3.2683 0.3525 1517.59 1516.7 1 70 2 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1744.174 1 2.1357 0.1794 977.51 977.02 4 61.11111 1 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_107.010737.010737. 2 4.0395 0.399 1959.97 1957.2 1 58.823532 4 R.VAPEEHPTLLTEAPLNPK.A 98 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_108.015194.015194. 2 2.7523 0.1514 1813.21 1814.2 3 46.875 1 P.AMYVAIQAVLSLYASGR.T 133 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_108.015273.015273. 2 5.4722 0.3805 1611.63 1611.9 1 89.28571 70 M.YVAIQAVLSLYASGR.T 135 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_PK_108.016314.016314. 2 2.5268 0.2429 2009.27 2010.4 9 36.11111 1 N.VPAMYVAIQAVLSLYASGR.T 131 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_104.010737.010737.3 3 4.8062 0.2955 1963.85 1962.2 1 53.333336 2 K.YPIEHGIITNWDDMEK.I 71 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_104.009938.009938.2 2 4.7532 0.4131 1959.39 1957.2 1 64.70589 2 R.VAPEEHPTLLTEAPLNPK.A 98 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011813.0118 3 3.9947 0.2964 1517 1516.7 1 57.5 7 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2840.28 2 2.3105 0.158 2095.05 2095.3 1 47.058823 1 K.SYELPDGQVITIGNERFR.C 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.009458.009458 1 2.1703 0.2225 1238.57 1239.4 4 55.555557 2 R.DIKEKLCYVA.L 213 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_112.011538.011538.3 3 4.2759 0.3106 1517.33 1516.7 1 65 9 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.010301.01030 2 3.363 0.265 1210.07 1212.4 3 83.33333 2 A.GRDLTDYLMK.I 184 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_NT_lymphocytes_Ti_112.011531.011531.1 1 3.6391 0.301 1516.91 1516.7 1 70 38 K.IWHHTFYNELR.V 87 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2431.243 2 3.1264 0.2388 1198.97 1199.4 7 70 2 R.AVFPSIVGRPR.Q 31 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1591.15 2 3.2221 0.1197 1357.51 1355.4 1 77.27273 2 K.DSYVGDEAQSKR.G 53 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.008906.008906 1 2.0055 0.1655 1086.64 1087.2 5 61.11111 1 D.GQVITIGNER.F 247 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.010286.010286 3 3.9412 0.1731 1212.83 1212.4 1 69.44444 1 A.GRDLTDYLMK.I 184 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012581.01258 2 3.8787 0.3398 2582.17 2581.8 2 36.95652 2 A.ASSSSLEKSYELPDGQVITIGNER.F 233 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.009880.009880 2 3.0691 0.2961 1087.53 1086.2 5 75 3 K.ILTERGYSF.T 194 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1745.17 2 3.1046 0.2444 978.27 977.02 1 88.88889 1 K.AGFAGDDAPR.A 21 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2592.25 2 4.363 0.2665 1791.62 1792 1 66.66667 2 K.SYELPDGQVITIGNER.F 241 2
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012594.012594 3 3.9893 0.1811 2511.95 2510.7 1 35.227272 1 A.SSSSLEKSYELPDGQVITIGNER.F 234 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsSD-NE_PHA_lymphocytes_PK_106.012616.012616 2 5.2192 0.495 2512.13 2510.7 1 52.272724 2 A.SSSSLEKSYELPDGQVITIGNER.F 234 1
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_005150.1| gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 proprotein [Homo sapiens] 109 889 72.9 377 42019 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2733.27 2 3.147 0.2851 1199.19 1199.4 2 75 1 R.AVFPSIVGRPR.H 31 2
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsSD-NE_PHA_lymphocytes_PK_109.013725.013725 2 2.5534 0.2275 2030.41 2028.3 2 43.75 1 H.YVYGPLPQSFDKEWVAK.Q 124 1 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsSD-NE_PHA_lymphocytes_PK_112.013109.013109 2 4.0751 0.3975 2165.69 2165.5 1 52.941177 2 K.HYVYGPLPQSFDKEWVAK.Q 123 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007599.00759 1 1.8664 0.135 1260.68 1259.4 7 61.11111 1 K.FKESFAEMNR.G 86 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_PK_108.011986.0119 2 2.6958 0.2698 1430.79 1431.6 1 68.181816 2 K.SEDFSLPAYMDR.R 30 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_PK_115.011738.0117 2 2.7217 0.1596 1109.65 1110.3 1 87.5 1 Q.SFDKEWVAK.Q 132 1 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_Ti_112.009398.00939 2 3.9785 0.3779 1400.57 1398.6 1 86.36364 2 R.RDHPLPEVAHVK.H 42 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008662.00866 2 3.698 0.2933 1551.21 1551.7 4 66.66667 1 K.HYVYGPLPQSFDK.E 123 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007246.0072 1 2.772 0.315 1242.56 1242.4 1 70 6 R.DHPLPEVAHVK.H 43 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006867.0068 3 3.0062 0.3496 1242.29 1242.4 9 50 1 R.DHPLPEVAHVK.H 43 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.007460.0074 2 2.7555 0.1442 1426.35 1426.6 2 66.66667 2 K.WDYEKNEWKK.- 160 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007293.0072 2 2.2495 0.2221 1240.79 1242.4 1 75 1 R.DHPLPEVAHVK.H 43 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007192.00719 2 2.5406 0.187 1425.67 1426.6 3 66.66667 1 K.WDYEKNEWKK.- 160 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsSD-NE_PHA_lymphocytes_PK_106.010462.010462 2 2.9192 0.3132 1336.03 1336.5 1 62.5 1 R.GSNEWKTVVGGAM.F 96 1 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1950.19 2 2.4206 0.1053 1242.08 1242.4 1 80 2 R.DHPLPEVAHVK.H 43 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsSD-NE_PHA_lymphocytes_PK_106.009068.009068 2 2.7449 0.1875 1112.59 1110.3 1 81.25 1 Q.SFDKEWVAK.Q 132 1 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsSD-NE_NT_lymphocytes_Ti_111.010943.010943.2 2 3.3169 0.3046 1398.71 1398.6 1 86.36364 2 R.RDHPLPEVAHVK.H 42 2 *
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_001852.1| gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV isoform 1 precursor [Homo sapien 12 29 44.4 169 19577 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1951.19 1 3.0563 0.2402 1242.63 1242.4 1 65 2 R.DHPLPEVAHVK.H 43 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.009548.009548 2 5.6007 0.4918 2160.67 2160.3 1 69.44444 7 K.QTTVSNSQQAYQEAFEISK.K 141 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_107.004448.004448 2 3.1137 0.3032 2292.97 2294.5 1 44.444447 1 K.IEAELQDICNDVLELLDKY.L 88 1 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_111.011900.011900 1 2.8218 0.2332 1392.75 1392.7 1 63.636364 2 K.EMQPTHPIRLGL.A 161 1
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.002948.002948 3 5.7527 0.3601 3730.22 3731.2 1 24.193548 3 R.EKIEAELQDICNDVLELLDKYLIPNATQPESK.V 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_114.020282.020282 2 3.0403 0.3024 2788.39 2790.1 3 34.782608 1 Q.DICNDVLELLDKYLIPNATQPESK.V 94 1 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_111.013979.013979 1 2.9108 0.1869 1576.93 1576.9 1 57.692307 2 K.EMQPTHPIRLGLAL.N 161 1
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.022203.022203 3 7.2341 0.3491 2387.18 2388.6 1 53.947372 19 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_113.000056.000056 2 3.7781 0.2572 2049.35 2048.3 1 59.375 2 Q.DICNDVLELLDKYLIPN.A 94 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.001664.001664 3 6.133 0.367 3333.23 3331.7 1 33.035713 5 K.TAFDEAIAELDTLNEESYKDSTLIMQLLR.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_102.020720.020720 2 6.4195 0.3526 2389.65 2388.6 1 65.789474 21 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_Ti_110.020398.020398 2 4.9879 0.3557 2132.89 2131.4 1 64.70589 6 K.IEAELQDICNDVLELLDK.Y 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.001442.00144 3 4.4761 0.369 3333.62 3331.7 1 28.57143 2 K.TAFDEAIAELDTLNEESYKDSTLIMQLLR.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.018836.01883 2 5.6841 0.3936 2132.65 2131.4 1 79.411766 4 K.IEAELQDICNDVLELLDK.Y 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.020585.02058 2 4.6683 0.3611 2389.49 2388.6 1 52.63158 4 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.020625.0206 2 5.5391 0.3546 2132.73 2131.4 1 70.588234 7 K.IEAELQDICNDVLELLDK.Y 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.021056.0210 3 6.0789 0.3015 2388.8 2388.6 1 50 7 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.015206.0152 2 3.4591 0.3822 2161.27 2160.3 1 41.666664 1 K.TAFDEAIAELDTLNEESYK.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 215 2
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_107.000550.000550 2 4.1936 0.4304 2948.77 2949.2 1 34 3 K.TAFDEAIAELDTLNEESYKDSTLIMQ.L 196 1 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_103.003149.003149 2 2.8774 0.1748 1888.73 1888.1 1 56.666668 1 K.IEAELQDICNDVLELL.D 88 1 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 44 2
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_106.010912.010912 2 2.8759 0.1672 1853.87 1851.1 2 50 2 L.DKYLIPNATQPESKVF.Y 104 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_103.020819.020819.2 2 6.3475 0.3345 2134.01 2131.4 1 76.47059 20 K.IEAELQDICNDVLELLDK.Y 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_106.002600.002600 2 5.2806 0.4164 2132.91 2131.4 1 70.588234 4 K.IEAELQDICNDVLELLDK.Y 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_106.000008.000008 2 4.6375 0.3011 1610.55 1610.8 1 83.33333 4 Q.DICNDVLELLDKY.L 94 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_104.007104.007104.2 2 4.5795 0.4271 1599.27 1599.7 1 73.07692 1 K.AVTEQGHELSNEER.N 30 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_102.016756.016756.2 2 5.2893 0.4588 2160.11 2160.3 1 69.44444 2 K.TAFDEAIAELDTLNEESYK.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_106.001142.001142.2 2 5.2992 0.3433 2388.97 2388.6 1 57.894737 6 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_106.000598.000598.3 3 7.029 0.3104 2389.64 2388.6 1 51.315792 10 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_106.009234.009234 1 2.2755 0.2895 1497.74 1498.6 2 50 1 Q.GHELSNEERNLLS.V 35 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_109.002640.002640.3 3 6.7939 0.4229 3334.34 3331.7 1 36.607143 5 K.TAFDEAIAELDTLNEESYKDSTLIMQLLR.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_108.003083.003083.3 3 4.206 0.1872 3475.91 3473.9 1 26.724138 1 K.IEAELQDICNDVLELLDKYLIPNATQPESK.V 88 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_106.009326.009326 1 3.1931 0.1944 1411.61 1411.5 1 59.090908 3 Q.GHELSNEERNLL.S 35 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_105.021461.02146 2 3.4957 0.3992 1849.93 1852.1 1 67.85714 1 E.LQDICNDVLELLDKY.L 92 0 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_103.016391.016391.3 3 3.7671 0.1514 2161.16 2160.3 4 36.11111 1 K.TAFDEAIAELDTLNEESYK.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_105.019577.019577 2 3.732 0.1857 1609.29 1608.8 1 71.42857 2 L.AKTAFDEAIAELDTL.N 194 0
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_102.009861.009861.2 2 4.8857 0.4342 2158.71 2160.3 1 61.11111 2 K.QTTVSNSQQAYQEAFEISK.K 141 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 215 2
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.021286.0212 2 3.0753 0.1803 2390.73 2388.6 1 44.736843 1 R.EKIEAELQDICNDVLELLDK.Y 86 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.001305.0013 3 5.7685 0.4952 3330.59 3331.7 1 33.035713 3 K.TAFDEAIAELDTLNEESYKDSTLIMQLLR.D 196 2 *
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NP_647539.1| gi|21328448|ref|NP_647539.1| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 26 173 48.8 246 28082 4.8 HsSD-NE_PHA_lymphocytes_PK_107.000986.000986 2 3.012 0.2431 2821.25 2821.1 2 31.25 1 K.TAFDEAIAELDTLNEESYKDSTLIM.Q 196 1 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_PHA_lymphocytes_Ti_105.011529.011529 3 4.0412 0.2453 3132.74 3134.5 1 28 1 R.NALKQETEVELYNEFPEPIKLDKNDR.A 172 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_PHA_lymphocytes_Ti_109.013326.013326 2 2.8833 0.1751 2014.95 2015.2 1 47.058823 4 R.GADCCVLVFDVTAPNTFK.T 80 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.012432.012432 2 3.6121 0.2654 1933.69 1935.1 1 60.000004 4 K.TLDSWRDEFLIQASPR.D 98 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009760.00976 1 3.1297 0.2401 1188.86 1188.4 1 61.11111 4 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010107.0101 1 3.1191 0.2397 1190.05 1188.4 1 61.11111 6 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010668.0106 3 3.1278 0.3904 3132.08 3134.5 1 26 1 R.NALKQETEVELYNEFPEPIKLDKNDR.A 172 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011804.01180 2 4.7334 0.425 1590.45 1590.8 1 73.07692 12 K.EAINVEQAFQTIAR.N 158 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011099.0110 3 5.013 0.3561 2750.96 2749.1 1 34.090908 2 R.NALKQETEVELYNEFPEPIKLDK.N 172 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012588.01258 2 4.0162 0.453 2015.41 2015.2 1 67.64706 5 R.GADCCVLVFDVTAPNTFK.T 80 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.011337.0113 2 3.9955 0.1904 1936.07 1935.1 1 56.666668 4 K.TLDSWRDEFLIQASPR.D 98 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.011458.01145 2 4.1572 0.1965 1935.01 1935.1 1 60.000004 6 K.TLDSWRDEFLIQASPR.D 98 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010016.0100 2 3.5096 0.1784 1189.07 1188.4 1 88.88889 7 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011574.01157 1 2.4794 0.1545 1591.83 1590.8 1 61.538464 2 K.EAINVEQAFQTIAR.N 158 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009280.00928 2 3.3431 0.2594 1188.23 1188.4 2 88.88889 7 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011914.01191 2 3.6468 0.2045 1477.73 1476.7 2 75 1 R.DPENFPFVVLGNK.I 114 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010316.0103 2 4.3991 0.0892 1648.85 1648.9 1 76.92308 5 R.LVTMQIWDTAGQER.F 56 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010532.01053 2 3.8782 0.3558 1965.59 1966.2 1 66.66667 1 K.QETEVELYNEFPEPIK.L 176 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008708.0087 2 2.0968 0.1599 1036.85 1037.2 7 66.66667 1 K.ATIGADFLTK.E 39 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007954.0079 1 2.3381 0.211 1057.76 1058.3 7 55 2 K.VIILGDSGVGK.T 11 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010317.01031 2 3.8736 0.4177 2393.89 2392.7 1 52.63158 2 R.NALKQETEVELYNEFPEPIK.L 172 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012281.0122 2 4.4739 0.3308 1476.05 1476.7 1 83.33333 2 R.DPENFPFVVLGNK.I 114 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008526.0085 2 3.2403 0.1607 1177.19 1176.3 2 88.88889 2 R.DEFLIQASPR.D 104 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.012266.0122 2 4.7998 0.3251 2016.51 2015.2 1 67.64706 9 R.GADCCVLVFDVTAPNTFK.T 80 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012044.0120 2 4.2043 0.3952 1592.81 1590.8 1 76.92308 4 K.EAINVEQAFQTIAR.N 158 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009834.00983 2 4.3291 0.0815 1651.47 1648.9 1 76.92308 2 R.LVTMQIWDTAGQER.F 56 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012269.0122 1 2.6215 0.3123 1477.53 1476.7 1 62.5 1 R.DPENFPFVVLGNK.I 114 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010354.0103 2 4.3809 0.4273 2391.67 2392.7 1 50 3 R.NALKQETEVELYNEFPEPIK.L 172 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008136.0081 1 2.1791 0.1925 1284.77 1284.4 1 65 1 K.NNIPYFETSAK.E 147 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_NT_lymphocytes_Ti_102.012992.012992.2 2 4.9432 0.4563 1589.81 1590.8 1 73.07692 5 K.EAINVEQAFQTIAR.N 158 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2539.253 2 3.607 0.255 1187.96 1188.4 1 94.44444 2 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3031.303 2 4.4625 0.3643 1590.58 1590.8 1 76.92308 2 K.EAINVEQAFQTIAR.N 158 2 *
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212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_PHA_lymphocytes_PK_106.016353.016353 1 3.1033 0.2741 1588.98 1588.8 7 46.153847 1 Q.ASPRDPENFPFVVL.G 110 0 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2562.256 1 2.5227 0.1144 1187.58 1188.4 1 66.66667 1 R.FQSLGVAFYR.G 70 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_NT_lymphocytes_Ti_109.014035.014035.2 2 3.4516 0.2714 2016.41 2015.2 1 50 5 R.GADCCVLVFDVTAPNTFK.T 80 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_NT_lymphocytes_Ti_102.009675.009675.2 2 2.2916 0.2592 1037.23 1037.2 1 83.33333 1 K.ATIGADFLTK.E 39 2 *
212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NP_004628.4| gi|34147513|ref|NP_004628.4| "RAB7, member RAS oncogene family [Homo sapiens] " 18 120 69.1 207 23490 6.7 HsSD-NE_NT_lymphocytes_Ti_104.011391.011391.2 2 5.0403 0.0955 1649.43 1648.9 1 84.61539 2 R.LVTMQIWDTAGQER.F 56 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsSD-NE_PHA_lymphocytes_Ti_107.014015.014015 2 2.867 0.2972 2682.11 2679.9 5 30.434782 3 R.AVEFQEAQAYADDNSLLFMETSAK.T 143 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.012282.012282 2 3.6981 0.4051 2028.51 2027.2 1 61.11111 3 R.GAQAAIVVYDITNTDTFAR.A 93 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_112.008862.00886 2 3.0985 0.2531 1678.91 1678.9 2 60.000004 1 K.KLPKNEPQNATGAPGR.N 181 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_PK_110.011390.0113 2 3.1738 0.2174 1300.21 1299.4 1 85 3 Q.TVCLDDTTVKF.E 62 0
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.012682.01268 2 3.2633 0.2641 2029.25 2027.2 1 47.22222 6 R.GAQAAIVVYDITNTDTFAR.A 93 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.014482.01448 2 4.2529 0.3238 1552.79 1553.9 1 73.07692 5 K.TAMNVNEIFMAIAK.K 167 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011811.01181 2 3.109 0.2707 2838.25 2836.1 1 33.333336 1 K.RAVEFQEAQAYADDNSLLFMETSAK.T 142 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008613.0086 2 3.3422 0.2391 1086.41 1086.3 1 90 3 K.LVLLGESAVGK.S 24 2
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.014492.0144 2 4.1332 0.3436 1554.97 1553.9 1 76.92308 4 K.TAMNVNEIFMAIAK.K 167 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.012252.0122 2 2.8916 0.253 2028.63 2027.2 1 52.77778 1 R.GAQAAIVVYDITNTDTFAR.A 93 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008798.00879 2 2.8505 0.288 1396.25 1396.6 1 73.07692 3 R.QASPNIVIALAGNK.A 122 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013464.01346 2 2.7869 0.2773 2682.21 2679.9 5 32.608696 1 R.AVEFQEAQAYADDNSLLFMETSAK.T 143 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1795.179 2 3.0293 0.1507 1570.61 1570.7 3 61.538464 1 R.NRGVDLQENNPASR.S 197 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1832.18 2 3.8488 0.1968 1302.45 1300.4 1 86.36364 2 R.GVDLQENNPASR.S 199 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2553.25 2 3.6073 0.3063 1677.93 1678.9 1 63.333332 3 K.KLPKNEPQNATGAPGR.N 181 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1850.185 2 4.2044 0.3367 1300.14 1300.4 1 77.27273 2 R.GVDLQENNPASR.S 199 2 *
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NP_958842.1| gi|41393614|ref|NP_958842.1| "RAB5C, member RAS oncogene family isoform a [Homo sapiens] 10 43 57.4 216 23483 8.4 HsSD-NE_NT_lymphocytes_Ti_103.009686.009686.2 2 3.1552 0.2288 1088.75 1086.3 1 85 1 K.LVLLGESAVGK.S 24 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_PHA_lymphocytes_PK_108.012536.012536 2 2.6725 0.2186 1437.49 1436.7 1 77.27273 1 R.LRPLSYPQTDVF.L 67 1
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.013862.013862 2 3.0157 0.1613 1475.67 1473.8 4 66.66667 5 K.TPFLLVGTQIDLR.D 108 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015809.0158 3 5.1493 0.3851 1854.26 1854.1 1 45.3125 2 K.NVFDEAILAALEPPEPK.K 167 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.009915.00991 2 2.7885 0.375 1406.49 1404.6 4 70 2 K.WVPEITHHCPK.T 97 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013509.01350 2 4.1004 0.3079 1475.79 1473.8 1 79.16667 14 K.TPFLLVGTQIDLR.D 108 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.013594.0135 1 2.7771 0.3777 1475.09 1473.8 4 50 5 K.TPFLLVGTQIDLR.D 108 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008822.00882 2 2.9313 0.108 1314.93 1314.5 2 80 1 K.TCLLISYTTNK.F 17 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015670.01567 3 5.4101 0.3314 1854.2 1854.1 1 51.5625 2 K.NVFDEAILAALEPPEPK.K 167 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_PK_106.007875.0078 1 2.0292 0.2029 901.47 901.05 7 61.11111 1 C.VVVGDGAVGK.T 7 1
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013521.01352 1 1.884 0.1431 1475.8 1473.8 1 54.166668 1 K.TPFLLVGTQIDLR.D 108 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_PK_107.008529.0085 2 2.6062 0.3171 1323.51 1322.4 7 62.5 1 K.CVVVGDGAVGKTC.L 6 1
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.014770.0147 2 4.3429 0.3091 1476.29 1473.8 1 83.33333 41 K.TPFLLVGTQIDLR.D 108 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_PK_106.008130.0081 1 1.9552 0.2268 1001.5 1002.2 1 55 1 C.VVVGDGAVGKT.C 7 0
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 57 1
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015734.01573 2 3.6789 0.2844 1856.53 1854.1 2 56.25 2 K.NVFDEAILAALEPPEPK.K 167 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.006666.0066 1 2.6402 0.2136 1060.29 1061.2 1 75 1 K.CVVVGDGAVGK.T 6 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_PHA_lymphocytes_PK_105.008258.008258 2 3.2371 0.2811 1162.03 1162.3 1 86.36364 2 C.VVVGDGAVGKTC.L 7 0
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4242.424 2 3.6415 0.2428 1853.72 1854.1 2 53.125 2 K.NVFDEAILAALEPPEPK.K 167 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_NT_lymphocytes_Ti_103.016812.016812.3 3 4.9015 0.3423 1854.65 1854.1 1 43.75 3 K.NVFDEAILAALEPPEPK.K 167 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_NT_lymphocytes_Ti_111.011400.011400.1 1 2.1402 0.3487 1403.65 1404.6 2 60.000004 1 K.WVPEITHHCPK.T 97 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4615.461 2 2.884 0.2876 2152.84 2152.5 1 44.736843 1 K.GLKNVFDEAILAALEPPEPK.K 164 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.013491.0134 3 3.8114 0.2438 3220.61 3217.7 1 27.777779 1 R.LRPLSYPQTDVFLVCFSVVSPSSFENVK.E 67 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.007688.0076 2 2.7955 0.382 1404.39 1404.6 7 70 2 K.WVPEITHHCPK.T 97 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_PHA_lymphocytes_PK_105.008081.00808 1 2.3202 0.3 900.51 901.05 3 66.66667 2 C.VVVGDGAVGK.T 7 1
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010097.0100 1 2.547 0.1227 1406.68 1404.6 6 55 1 K.WVPEITHHCPK.T 97 2
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NP_001034891.1| gi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [Homo sapiens] 16 107 54.5 191 21259 6.5 HsSD-NE_NT_lymphocytes_Ti_107.016479.016479.2 2 4.1378 0.3682 1474.59 1473.8 1 83.33333 10 K.TPFLLVGTQIDLR.D 108 2
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.008680.008680 2 2.4896 0.2364 1190.25 1187.4 1 85 2 K.VLIEGSINSVR.V 61 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_Ti_106.014222.014222 3 4.2105 0.3258 2138.69 2137.4 1 33.333336 2 R.ATLQAALCLENFSSQVVER.H 14 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_114.018476.018476 2 2.9258 0.156 1475.45 1473.7 2 66.66667 1 R.NEKEKVLIEGSIN.S 56 1 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_111.012662.012662 2 3.0019 0.1978 971.09 971.19 2 92.85714 2 H.KLVDFVIH.F 130 0
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_Ti_111.017584.017584 2 5.2887 0.3669 2453.97 2453.9 1 63.15789 5 K.LVDFVIHFMEEIDKEISEMK.L 131 2
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.013250.013250 2 4.8523 0.3703 2136.89 2137.4 1 66.66667 47 R.ATLQAALCLENFSSQVVER.H 14 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.006566.006566 2 2.6362 0.1377 1108.35 1108.2 1 81.25 1 R.HNKPEVEVR.S 33 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_109.002154.002154 2 3.4537 0.256 990.29 990.19 1 92.85714 3 K.LVDFVIHF.M 131 1
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013304.0133 2 4.1599 0.2964 2140.29 2137.4 1 58.333332 2 R.ATLQAALCLENFSSQVVER.H 14 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.013548.01354 2 4.0677 0.244 2138.41 2137.4 1 47.22222 1 R.ATLQAALCLENFSSQVVER.H 14 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsNaOH-NE_NT_lymphocytes_PK_109.011145.0111 2 2.9402 0.2231 1356.13 1354.5 2 70 1 F.MEEIDKEISEM.K 139 0
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.004970.0049 2 3.1331 0.1467 1107.69 1108.2 1 87.5 9 R.HNKPEVEVR.S 33 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_105.015398.015398 2 3.891 0.2669 1500.77 1501.7 1 90.909096 2 H.FMEEIDKEISEM.K 138 0
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_105.015404.015404 1 2.6149 0.2044 1500.58 1501.7 1 63.636364 2 H.FMEEIDKEISEM.K 138 0
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_NT_lymphocytes_Ti_114.017070.017070.2 2 3.3262 0.3502 2451.59 2453.9 1 36.842106 3 K.LVDFVIHFMEEIDKEISEMK.L 131 2
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_105.011076.011076 1 2.8533 0.2338 1355.7 1354.5 1 65 2 F.MEEIDKEISEM.K 139 0
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_NT_lymphocytes_Ti_107.000688.000688.2 2 3.802 0.2519 2139.15 2137.4 1 52.77778 17 R.ATLQAALCLENFSSQVVER.H 14 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_PHA_lymphocytes_PK_106.013396.013396 2 3.9907 0.2146 1631.43 1629.9 1 91.66667 2 H.FMEEIDKEISEMK.L 138 1
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_NT_lymphocytes_Ti_104.009645.009645.2 2 2.545 0.1183 1187.67 1187.4 6 80 1 K.VLIEGSINSVR.V 61 2 *
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_005709.1| gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex subunit 4 isoform a [Homo sapien 14 106 38.7 168 19667 8.4 HsSD-NE_NT_lymphocytes_Ti_103.008917.008917.1 1 2.5269 0.165 1187.74 1187.4 2 55 1 K.VLIEGSINSVR.V 61 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_PK_111.014541.01454 1 2.8697 0.3464 1480.86 1480.7 1 66.66667 4 K.HFCPNVPIILVGN.K 105 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.016632.016632 3 5.8938 0.2968 3467.39 3466.9 1 31.034481 10 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEK.W 69 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.011735.011735 2 5.4734 0.4358 2009.89 2010.1 1 75 3 K.QVELALWDTAGQEDYDR.L 52 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.009578.009578 3 5.0459 0.1735 1738.34 1737.1 1 57.14286 5 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.011963.011963 2 2.759 0.0927 1082.19 1081.3 1 87.5 3 K.TCLLIVFSK.D 19 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_115.013814.013814 3 5.5744 0.3109 4209.17 4207.7 1 27.142859 11 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEKWTPEVK.H 69 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.009909.009909 2 3.7552 0.2883 1739.95 1737.1 1 75 3 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.019702.019702 2 3.3323 0.1285 2774.25 2775 1 39.130436 5 K.DQFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_PK_111.015523.015523 1 1.9733 0.2468 1365.42 1366.6 6 50 1 K.HFCPNVPIILVG.N 105 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_PK_108.010064.0100 2 3.6273 0.3915 1353.83 1352.4 1 81.818184 6 F.ENYVADIEVDGK.Q 40 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 59 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.019160.0191 2 2.8036 0.1066 2774.43 2775 2 34.782608 5 K.DQFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.013974.01397 3 3.5821 0.1464 4207.85 4207.7 1 22.857143 1 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEKWTPEVK.H 69 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_PK_111.011510.0115 2 3.7373 0.1552 1545.43 1544.7 3 73.07692 2 F.SIDSPDSLENIPEK.W 85 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.018993.01899 2 2.9523 0.1517 2774.13 2775 1 34.782608 5 K.DQFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010788.01078 2 5.8605 0.4834 2011.55 2010.1 1 78.125 3 K.QVELALWDTAGQEDYDR.L 52 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008229.00822 2 3.1942 0.3929 1334.23 1334.5 1 81.818184 2 R.IGAFGYMECSAK.T 151 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.017912.01791 3 4.6467 0.1453 2775.26 2775 2 34.782608 1 K.DQFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008512.0085 2 2.7461 0.2419 1336.29 1334.5 1 68.181816 1 R.IGAFGYMECSAK.T 151 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.010978.01097 2 2.4603 0.0842 1738.47 1737.1 1 71.42857 1 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_PK_106.009482.0094 2 4.0249 0.3009 1470.41 1469.5 1 90.909096 3 A.LWDTAGQEDYDR.L 57 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011499.01149 2 3.2009 0.2307 1081.19 1081.3 1 87.5 2 K.TCLLIVFSK.D 19 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_NT_lymphocytes_PK_106.008918.0089 2 3.4262 0.2436 1231.23 1229.3 2 85 2 D.SPDSLENIPEK.W 88 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.009987.0099 2 2.0311 0.0909 1608.41 1608.9 3 57.692307 1 K.HFCPNVPIILVGNK.K 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_NT_lymphocytes_Ti_112.012310.012310.3 3 5.5673 0.221 1737.83 1737.1 1 57.14286 6 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_NT_lymphocytes_Ti_104.009980.009980.2 2 3.2169 0.334 1335.97 1334.5 1 81.818184 1 R.IGAFGYMECSAK.T 151 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_PK_105.008446.008446 1 2.2814 0.1863 945.48 946.05 6 68.75 1 Y.VADIEVDGK.Q 43 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.010912.0109 3 5.8016 0.205 1736.45 1737.1 1 58.928574 6 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_NT_lymphocytes_Ti_102.012231.012231.2 2 5.2811 0.5116 2010.61 2010.1 1 71.875 6 K.QVELALWDTAGQEDYDR.L 52 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_PHA_lymphocytes_PK_105.011992.011992 2 3.0989 0.3242 1851.95 1852 1 63.333332 1 M.CFSIDSPDSLENIPEK.W 83 1
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_NT_lymphocytes_Ti_114.011182.011182.2 2 4.8051 0.2727 1736.03 1737.1 1 75 6 K.HFCPNVPIILVGNKK.D 105 2
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsSD-NE_NT_lymphocytes_Ti_109.020872.020872.2 2 3.4266 0.0839 2774.43 2775 1 47.826088 4 K.DQFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NP_001655.1| gi|10835049|ref|NP_001655.1| "ras homolog gene family, member A [Homo sapiens] " 19 118 58.5 193 21768 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010952.0109 2 4.6378 0.2447 1737.55 1737.1 1 78.57143 5 K.HFCPNVPIILVGNKK.D 105 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.012827.012827 2 4.2303 0.4222 1869.55 1868.1 1 73.333336 1 K.SDALETLGFLNHYQMK.N 553 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.009831.009831 2 4.3478 0.4879 1868.71 1869.1 1 61.764706 2 K.SKPGAAMVEMADGYAVDR.A 417 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_115.012323.012323 2 2.9323 0.2682 1064.63 1064.3 1 77.77778 4 R.RMGPPVGGHR.R 344 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_111.014180.014180 1 2.4343 0.1951 1339.53 1339.5 1 70 1 R.IQHPSNVLHFF.N 496 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_104.003393.003393 2 5.0071 0.3917 3092.17 3089.6 1 39.285713 31 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_103.013664.013664 2 3.8841 0.3288 1589.63 1589.8 1 87.5 11 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_111.011157.011157 2 3.3822 0.1954 2417.83 2418.6 1 43.47826 1 A.GGGGGGENYDDPHKTPASPVVHIR.G 84 1 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_109.018738.018738 2 4.0899 0.2829 2366.75 2366.7 1 50 3 T.TDVLYTICNPCGPVQRIVIF.R 208 0
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_103.011655.011655 3 6.437 0.5598 3784.43 3787.2 1 35.294117 63 R.YGPQYGHPPPPPPPPEYGPHADSPVLMVYGLDQSK.M 359 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_105.008123.008123 3 5.4656 0.4372 4041.53 4041.1 1 25 4 K.TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR.G 63 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_109.008006.008006 3 5.4732 0.4702 4281.53 4282.5 1 22.826088 6 R.LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR.G 61 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_112.013719.013719 3 4.2101 0.2396 1340.18 1339.5 1 65 2 R.IQHPSNVLHFF.N 496 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_115.017234.017234 3 6.9304 0.4574 3775.01 3775.2 1 31.451612 83 R.IQHPSNVLHFFNAPLEVTEENFFEICDELGVK.R 496 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_104.010012.010012 2 2.5193 0.2468 1994.79 1995.2 1 44.11765 1 R.KNGVQAMVEFDSVQSAQR.A 229 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_114.012085.012085 2 3.9619 0.3545 2181.93 2182.4 1 55.263157 1 R.YGPQYGHPPPPPPPPEYGPH.A 359 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_103.016287.016287 3 5.7276 0.4952 4389.41 4390.8 1 29.48718 31 R.QALVEFEDVLGACNAVNYAADNQIYIAGHPAFVNYSTSQK.I 139 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_Ti_106.003104.003104 3 7.7506 0.5183 3088.82 3089.6 1 43.75 15 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_114.012071.01207 3 4.5261 0.1821 2181.74 2182.4 1 46.05263 1 R.YGPQYGHPPPPPPPPEYGPH.A 359 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012914.0129 2 4.9222 0.3653 1590.29 1589.8 1 87.5 6 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012897.0128 1 2.3302 0.3665 1589.96 1589.8 1 58.333332 1 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011600.01160 2 4.0826 0.4579 1867.41 1868.1 1 66.66667 2 K.SDALETLGFLNHYQMK.N 553 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.016043.01604 3 3.0993 0.1319 4392.95 4390.8 1 19.871796 1 R.QALVEFEDVLGACNAVNYAADNQIYIAGHPAFVNYSTSQK.I 139 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.018028.01802 3 4.6708 0.3615 3091.31 3089.6 1 31.25 2 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.018497.01849 2 4.5388 0.3231 3091.99 3089.6 1 33.92857 3 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.012800.01280 2 4.9591 0.3387 1591.77 1589.8 1 87.5 8 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011812.0118 2 3.6863 0.4682 1868.79 1868.1 1 53.333336 2 K.SDALETLGFLNHYQMK.N 553 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008516.00851 2 4.3044 0.5042 1868.45 1869.1 1 61.764706 2 K.SKPGAAMVEMADGYAVDR.A 417 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.008746.0087 1 2.0061 0.1982 1225.05 1223.3 3 55 1 R.SSSGLLEWESK.S 542 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_NT_lymphocytes_PK_114.011482.0114 2 3.0106 0.2068 1468.33 1465.6 3 59.090908 1 L.YTICNPCGPVQR.I 212 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010865.0108 2 3.5053 0.3112 1868.61 1867 1 59.375 1 K.NGVQAMVEFDSVQSAQR.A 230 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_102.009660.009660.1 1 2.4439 0.179 1224.49 1223.3 6 50 1 R.SSSGLLEWESK.S 542 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.007512.0075 3 5.2217 0.5279 4040.39 4041.1 1 28.977272 4 K.TDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR.G 63 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_111.010445.010445.2 2 2.6102 0.252 907.79 908.07 4 87.5 2 R.MGPPVGGHR.R 345 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_105.016185.016185.2 2 4.2886 0.3504 1867.63 1868.1 1 60.000004 1 K.SDALETLGFLNHYQMK.N 553 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_112.010830.010830.3 3 5.4858 0.4289 4282.13 4282.5 1 24.456522 3 R.LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR.G 61 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_103.020224.020224 2 4.3008 0.3828 1813.53 1812.9 1 67.85714 23 F.NAPLEVTEENFFEIC.D 507 0
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_104.009032.009032.3 3 4.5692 0.3039 2893.55 2891.9 1 34 1 K.NDQDTWDYTNPNLSGQGDPGSNPNKR.Q 278 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_108.014023.014023.2 2 4.9589 0.3655 1589.57 1589.8 1 87.5 7 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.017679.0176 3 5.0026 0.2713 3090.2 3089.6 7 25 3 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
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217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_102.002604.002604 2 3.3635 0.2561 1514.93 1513.7 1 64.28571 4 R.GLIDGVVEADLVEAL.Q 108 1 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_106.012751.012751.1 1 3.0113 0.3928 1589.55 1589.8 1 58.333332 2 R.VFNVFCLYGNVEK.V 399 2
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.001703.0017 2 3.5113 0.2718 3090.17 3089.6 1 32.142857 5 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_105.011184.011184 2 4.2672 0.4204 1893.69 1894.1 1 60.000004 3 T.TDVLYTICNPCGPVQR.I 208 1
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.009755.0097 3 5.2175 0.449 4283.27 4282.5 1 23.369566 3 R.LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHKTPASPVVHIR.G 61 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_115.018266.018266.2 2 4.5952 0.4281 3092.49 3089.6 1 39.285713 7 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_105.015550.015550.3 3 6.3928 0.4763 3223.7 3224.2 1 27.777779 2 R.LKTDNAGDQHGGGGGGGGGAGAAGGGGGGENYDDPHK.T 61 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_106.015104.015104 1 1.8694 0.1587 1594.64 1594.9 1 61.538464 1 L.QEFGPISYVVVMPK.K 123 1 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_112.018474.018474.3 3 6.2152 0.4832 3088.43 3089.6 1 33.92857 5 R.GLIDGVVEADLVEALQEFGPISYVVVMPK.K 108 2 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_PHA_lymphocytes_PK_106.015092.015092 2 3.7589 0.3413 1593.73 1594.9 1 80.769226 5 L.QEFGPISYVVVMPK.K 123 1 *
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NP_001524.2| gi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleoprotein L isoform a [Homo sapien 30 391 53.5 589 64133 8.2 HsSD-NE_NT_lymphocytes_Ti_115.016499.016499.3 3 4.7331 0.1896 3775.85 3775.2 1 25.80645 18 R.IQHPSNVLHFFNAPLEVTEENFFEICDELGVK.R 496 2
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_107.017524.017524 2 3.6075 0.3144 2066.47 2065.4 1 52.941177 1 R.TETVQKLCPGGQLPFLLY.G 52 1 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_109.012686.012686 1 2.6459 0.2341 1339.55 1339.5 1 65 2 S.IGNCPFSQRLF.M 21 1
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_Ti_115.015775.015775 3 5.6753 0.4584 4013.6 4016.5 1 29.411766 11 K.LCPGGQLPFLLYGTEVHTDTNKIEEFLEAVLCPPR.Y 58 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_Ti_114.015492.015492 3 4.694 0.5219 4402.61 4405 1 27.027025 7 K.LCPGGQLPFLLYGTEVHTDTNKIEEFLEAVLCPPRYPK.L 58 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_107.018402.018402 2 3.796 0.243 1876.41 1875 1 53.333336 1 T.EVHTDTNKIEEFLEAV.L 72 0 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011991.0119 2 4.7234 0.3534 2576.63 2574.7 1 47.61905 2 R.EEFASTCPDDEEIELAYEQVAK.A 217 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007360.00736 2 2.1216 0.0975 1096.11 1096.3 6 81.25 1 K.LHIVQVVCK.K 184 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011126.0111 3 5.932 0.4557 2993.54 2994.1 1 34.615387 2 K.VLDNYLTSPLPEEVDETSAEDEGVSQR.K 139 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011090.0110 2 4.3984 0.4545 2993.85 2994.1 1 38.46154 1 K.VLDNYLTSPLPEEVDETSAEDEGVSQR.K 139 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_NT_lymphocytes_PK_110.010319.0103 2 4.864 0.5259 2390.29 2389.5 1 64.28571 8 Y.LTSPLPEEVDETSAEDEGVSQR.K 144 1 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010853.01085 2 3.4089 0.5257 2993.49 2994.1 1 42.307693 1 K.VLDNYLTSPLPEEVDETSAEDEGVSQR.K 139 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_NT_lymphocytes_Ti_114.015950.01595 3 5.9517 0.4363 4015.67 4016.5 1 32.352943 2 K.LCPGGQLPFLLYGTEVHTDTNKIEEFLEAVLCPPR.Y 58 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.011660.01166 2 4.5426 0.369 2576.13 2574.7 1 52.380955 1 R.EEFASTCPDDEEIELAYEQVAK.A 217 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_105.013916.013916 2 4.9801 0.4685 2995.33 2994.1 1 44.230766 3 K.VLDNYLTSPLPEEVDETSAEDEGVSQR.K 139 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_NT_lymphocytes_Ti_102.012399.012399.2 2 5.0744 0.4543 2995.25 2994.1 1 44.230766 8 K.VLDNYLTSPLPEEVDETSAEDEGVSQR.K 139 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.016349.0163 3 3.4201 0.1251 4018.49 4016.5 1 22.794117 1 K.LCPGGQLPFLLYGTEVHTDTNKIEEFLEAVLCPPR.Y 58 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_NT_lymphocytes_Ti_103.013882.013882.2 2 3.854 0.0997 1933.85 1934.2 2 59.375 3 K.FLDGNELTLADCNLLPK.L 167 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_102.013778.013778 2 3.0051 0.2353 2275.85 2276.3 2 47.22222 1 R.EEFASTCPDDEEIELAYEQ.V 217 1 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_NT_lymphocytes_Ti_103.003941.003941.2 2 3.1576 0.1967 1848.57 1846.1 1 50 3 K.LAALNPESNTAGLDIFAK.F 96 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_NT_lymphocytes_Ti_112.011065.011065.2 2 2.1657 0.1767 1225.11 1224.5 4 72.22222 1 K.LHIVQVVCKK.Y 184 2 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_PHA_lymphocytes_PK_104.011676.011676 2 3.4329 0.3634 2388.29 2389.5 3 35.714287 1 Y.LTSPLPEEVDETSAEDEGVSQR.K 144 1 *
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NP_001279.2| gi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [Homo sapiens] 14 70 61.8 241 26923 5.2 HsSD-NE_NT_lymphocytes_Ti_102.013181.013181.2 2 4.5808 0.3337 2577.49 2574.7 1 47.61905 9 R.EEFASTCPDDEEIELAYEQVAK.A 217 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsSD-NE_PHA_lymphocytes_Ti_101.005870.005870 2 3.8641 0.2624 1720.75 1720.9 1 65.625 1 K.VYVGNLGTGAGKGELER.A 13 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_NT_lymphocytes_Ti_108.012152.01215 2 3.2227 0.2467 1621.63 1622.8 1 69.230774 2 R.NPPGFAFVEFEDPR.D 45 2
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.005789.0057 1 2.095 0.1755 1179.58 1179.2 8 62.5 1 K.GHYAYDCHR.Y 113 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011837.0118 2 3.4009 0.3662 1623.15 1622.8 1 69.230774 4 R.NPPGFAFVEFEDPR.D 45 2
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.011715.0117 2 2.785 0.3474 2377.67 2379.5 4 45 1 R.NPPGFAFVEFEDPRDAEDAVR.G 45 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007745.0077 2 3.8807 0.3144 1723.39 1720.9 1 68.75 4 K.VYVGNLGTGAGKGELER.A 13 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.005852.0058 2 2.6338 0.1673 1178.97 1179.2 2 81.25 3 K.GHYAYDCHR.Y 113 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007142.0071 2 2.8851 0.3673 1135.51 1136.3 9 77.27273 1 K.VYVGNLGTGAGK.G 13 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007821.00782 2 3.3125 0.2561 1246.45 1245.5 1 75 2 R.VRVELSTGMPR.R 77 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011666.01166 3 4.009 0.1578 1622.96 1622.8 2 48.076923 1 R.NPPGFAFVEFEDPR.D 45 2
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsSD-NE_NT_lymphocytes_Ti_105.016239.016239.2 2 3.719 0.2896 1622.55 1622.8 1 73.07692 2 R.NPPGFAFVEFEDPR.D 45 2
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2794.27 2 3.4596 0.3213 2377.61 2379.5 5 40 2 R.NPPGFAFVEFEDPRDAEDAVR.G 45 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2759.27 2 2.6413 0.2914 1622.55 1622.8 3 53.846157 2 R.NPPGFAFVEFEDPR.D 45 2
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.009116.0091 2 2.3394 0.1736 1102.39 1102.2 2 81.25 1 R.SRFDRPPAR.R 89 2 *
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NP_001026854.1| gi|72534660|ref|NP_001026854.1| "splicing factor, arginine/serine-rich 7 [Homo sapiens] " 9 28 28.2 238 27367 11.8 HsSD-NE_NT_lymphocytes_PK_107.013352.013352. 2 3.046 0.1728 1624.69 1622.8 4 53.846157 1 R.NPPGFAFVEFEDPR.D 45 2
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_112.010990.010990 3 5.2285 0.3178 2411.9 2414.8 1 41.25 5 R.RASHTAPQVLFSHREPPLELK.D 190 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.018190.018190 2 3.0096 0.2356 3092.03 3090.5 1 27.777779 1 R.VYGSFLVNPESGYNVSLLYDLENLPASK.D 79 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.004390.004390 2 3.7584 0.2146 1761.51 1761.8 1 69.230774 7 K.YFQFQEEGKEGENR.A 128 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_113.010059.010059 3 3.501 0.3383 1606.01 1607.8 2 53.846157 2 R.RASHTAPQVLFSHR.E 190 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_107.019060.019060 2 4.2256 0.3804 2186.51 2185.4 1 60.526318 29 K.DTDAAVGDNIGYITFVLFPR.H 211 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.007618.007618 2 3.3565 0.3162 1956.15 1957.2 1 56.666668 3 R.AVIHYRDDETMYVESK.K 142 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_111.011168.011168 1 1.8672 0.1537 1003.48 1004.1 3 75 2 F.RDYLHYH.I 248 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.018562.018562 3 4.0523 0.242 2994.62 2992.4 1 31.730768 2 R.EPPLELKDTDAAVGDNIGYITFVLFPR.H 204 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_105.016571.016571 3 5.2143 0.2319 3638.33 3638.9 1 28.787878 4 K.FENAAAGNKPEAVEVTFADFDGVLYHISNPNGDK.T 19 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.017914.017914 2 3.5483 0.4092 2993.87 2992.4 2 30.769232 5 R.EPPLELKDTDAAVGDNIGYITFVLFPR.H 204 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_Ti_113.016601.016601 2 4.2294 0.4198 2086.51 2084.4 1 52.77778 14 R.VTVVFSTVFKDDDDVVIGK.V 161 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_110.014371.01437 2 3.3441 0.4013 2612.13 2612.9 1 34.782608 1 F.SHREPPLELKDTDAAVGDNIGYIT.F 201 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.014015.01401 3 3.8698 0.2131 3247.43 3246.6 2 25 2 K.RVYGSFLVNPESGYNVSLLYDLENLPASK.D 78 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009809.00980 1 2.2734 0.2922 1453.35 1451.6 1 62.5 1 R.ASHTAPQVLFSHR.E 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.018609.0186 2 3.1299 0.1976 2185.91 2185.4 1 50 1 K.DTDAAVGDNIGYITFVLFPR.H 211 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.017114.01711 3 4.6102 0.355 3092.21 3090.5 1 27.777779 1 R.VYGSFLVNPESGYNVSLLYDLENLPASK.D 79 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009797.00979 2 3.5805 0.4605 1451.85 1451.6 1 70.83333 2 R.ASHTAPQVLFSHR.E 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.017296.01729 2 3.1417 0.3388 3091.67 3090.5 2 29.62963 1 R.VYGSFLVNPESGYNVSLLYDLENLPASK.D 79 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.018508.01850 2 2.9137 0.1513 2187.77 2185.4 7 36.842106 1 K.DTDAAVGDNIGYITFVLFPR.H 211 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.009461.0094 2 3.0265 0.2887 1346.15 1344.5 5 75 2 R.DNTINLIHTFR.D 238 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_NT_lymphocytes_PK_112.011667.0116 2 2.9626 0.1523 1352.27 1350.5 1 72.72727 1 T.VFKDDDDVVIGK.V 168 1 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_106.009678.009678 1 2.2643 0.3774 1403.73 1404.6 1 53.846157 2 A.AAGNKPEAVEVTFA.D 23 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_102.009152.009152.2 2 3.0826 0.1999 1029.73 1030.2 3 93.75 2 R.IIEETLALK.F 10 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_106.017655.017655.2 2 4.9922 0.5186 3089.49 3090.5 1 38.88889 14 R.VYGSFLVNPESGYNVSLLYDLENLPASK.D 79 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_106.013028.013028 2 4.6934 0.3602 2128.05 2127.4 1 61.11111 1 S.LLYDLENLPASKDSIVHQA.G 95 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_105.013314.013314 2 3.2495 0.2322 1188.21 1188.3 2 83.33333 2 R.DNTINLIHTF.R 238 1 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_105.009621.00962 1 2.4022 0.2749 1537.74 1538.7 1 53.846157 1 F.STVFKDDDDVVIGK.V 166 1 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010618.0106 2 3.9062 0.3509 2257.71 2258.6 1 50 2 R.ASHTAPQVLFSHREPPLELK.D 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_105.012584.012584 1 2.2199 0.177 1184.57 1184.3 2 66.66667 2 T.FADFDGVLYH.I 35 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.010023.0100 2 3.5421 0.4231 1451.43 1451.6 1 75 5 R.ASHTAPQVLFSHR.E 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_105.014573.014573 1 3.0653 0.2348 1514.82 1514.7 1 58.333332 3 L.EVNNRIIEETLAL.K 5 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_109.019321.019321.2 2 3.3331 0.3412 2993.83 2992.4 1 32.692307 2 R.EPPLELKDTDAAVGDNIGYITFVLFPR.H 204 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_114.010808.010808.2 2 3.8615 0.2662 2257.87 2258.6 1 50 3 R.ASHTAPQVLFSHREPPLELK.D 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_103.018671.018671.3 3 4.9433 0.3203 3092.99 3090.5 1 27.777779 1 R.VYGSFLVNPESGYNVSLLYDLENLPASK.D 79 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_108.020134.020134.2 2 3.5722 0.1789 2186.81 2185.4 1 44.736843 5 K.DTDAAVGDNIGYITFVLFPR.H 211 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_PHA_lymphocytes_PK_105.010522.010522 2 3.5208 0.3567 1900.45 1901.1 1 59.375 2 L.YDLENLPASKDSIVHQA.G 97 0 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_112.020346.020346.2 2 4.2908 0.3907 2086.53 2084.4 1 52.77778 10 R.VTVVFSTVFKDDDDVVIGK.V 161 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_112.011178.011178.1 1 4.017 0.369 1452.85 1451.6 1 62.5 3 R.ASHTAPQVLFSHR.E 191 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsSD-NE_NT_lymphocytes_Ti_107.015511.015511.3 3 5.6324 0.3297 3639.68 3638.9 1 25 8 K.FENAAAGNKPEAVEVTFADFDGVLYHISNPNGDK.T 19 2 *
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NP_690601.1| gi|23238211|ref|NP_690601.1| actin related protein 2/3 complex subunit 2 [Homo sapiens] 28 156 63.7 300 34333 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.010568.0105 3 3.3208 0.3212 2256.92 2258.6 1 40.789474 1 R.ASHTAPQVLFSHREPPLELK.D 191 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_PHA_lymphocytes_Ti_115.012091.012091 3 4.3071 0.3064 3040.79 3042.4 1 31.52174 1 R.SKEGSIWNHQPCFLKDWEMHVHFK.V 96 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_PHA_lymphocytes_Ti_101.014439.014439 2 2.9538 0.2155 2470.47 2469.6 3 40 1 K.DNFHGLAIFLDTYPNDETTER.V 152 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_112.012740.01274 3 5.6561 0.2933 3734.72 3732.2 1 28.125 5 R.EHSLIKPYQGVGSSSMPLWDFQGSTMLTSQYVR.L 57 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009765.0097 1 3.0985 0.3665 1517.48 1516.7 1 62.5 2 K.NLHGDGIALWYTR.D 127 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_107.015762.01576 3 3.8789 0.2668 3346.37 3347.8 5 27.777779 1 K.LFQLMVEHTPDEESIDWTKIEPSVNFLK.S 273 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_110.010128.01012 2 2.5101 0.2931 1516.45 1516.7 1 62.5 2 K.NLHGDGIALWYTR.D 127 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007396.0073 1 1.839 0.1154 1345.61 1344.5 1 70 1 R.NRDHDTFLAVR.Y 208 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011544.01154 3 5.1945 0.3325 2321 2319.6 1 47.22222 2 K.LFQLMVEHTPDEESIDWTK.I 273 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008966.0089 2 2.1947 0.163 1228.89 1229.4 4 75 1 K.DWEMHVHFK.V 111 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008990.0089 2 3.0649 0.2797 1834.77 1832 1 60.714287 1 R.SKEGSIWNHQPCFLK.D 96 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007778.0077 1 1.8931 0.3524 1073.64 1074.2 1 68.75 1 R.DHDTFLAVR.Y 210 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_PK_109.010641.0106 2 2.5181 0.1935 1632.35 1633.7 7 50 1 A.SAGTGDLSDNHDIISM.K 256 0 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_106.010943.01094 2 4.0167 0.4116 2730.87 2732 1 42 2 R.LPTGYYFGASAGTGDLSDNHDIISMK.L 247 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013216.0132 2 5.7461 0.4792 2470.81 2469.6 1 62.5 10 K.DNFHGLAIFLDTYPNDETTER.V 152 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_105.008409.00840 2 4.14 0.3971 1426.51 1427.5 1 90.909096 1 R.WTELAGCTADFR.N 196 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_PK_113.011667.0116 2 3.0679 0.2285 1459.19 1458.5 1 63.636364 4 E.HTPDEESIDWTK.I 280 1 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_106.010893.01089 3 6.0574 0.3934 2731.61 2732 1 44 4 R.LPTGYYFGASAGTGDLSDNHDIISMK.L 247 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007706.0077 2 3.5663 0.2608 1346.59 1344.5 1 80 10 R.NRDHDTFLAVR.Y 208 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_111.010629.01062 2 4.4734 0.3504 1832.53 1832 1 75 3 R.SKEGSIWNHQPCFLK.D 96 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011522.01152 2 5.6466 0.48 2319.05 2319.6 1 66.66667 3 K.LFQLMVEHTPDEESIDWTK.I 273 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_PK_113.011720.0117 2 3.9551 0.238 1689.67 1686.8 1 76.92308 1 M.VEHTPDEESIDWTK.I 278 1 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008477.0084 2 2.7443 0.2286 1165.59 1165.3 1 83.33333 2 R.LTVMTDLEDK.N 224 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_105.013185.01318 2 6.0425 0.4534 2471.93 2469.6 1 65 10 K.DNFHGLAIFLDTYPNDETTER.V 152 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008858.0088 2 2.5968 0.1416 1425.25 1427.5 1 68.181816 1 R.WTELAGCTADFR.N 196 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009098.0090 2 3.1326 0.2406 1722.83 1723 2 57.692307 1 R.LTVMTDLEDKNEWK.N 224 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_PK_110.011364.0113 2 3.0547 0.2994 1785.03 1785.9 2 50 3 L.AIFLDTYPNDETTER.V 158 1 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011960.0119 2 4.3475 0.2582 2320.67 2319.6 1 52.77778 5 K.LFQLMVEHTPDEESIDWTK.I 273 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007564.0075 2 2.9002 0.0901 1050.45 1048.2 1 93.75 2 K.NCIDITGVR.L 238 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_106.013436.01343 3 4.4529 0.2014 2470.61 2469.6 2 38.75 2 K.DNFHGLAIFLDTYPNDETTER.V 152 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_NT_lymphocytes_Ti_110.009422.00942 2 3.2607 0.1703 1618.53 1616.8 6 62.5 1 K.EGSIWNHQPCFLK.D 98 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010982.0109 3 4.4025 0.3075 2734.22 2732 1 35 1 R.LPTGYYFGASAGTGDLSDNHDIISMK.L 247 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_PHA_lymphocytes_PK_105.012285.012285 2 3.2383 0.3088 2325.67 2326.5 2 39.473686 1 M.VEHTPDEESIDWTKIEPSVN.F 278 0 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_NT_lymphocytes_Ti_103.009812.009812.1 1 2.3971 0.4451 1426.55 1427.5 1 59.090908 2 R.WTELAGCTADFR.N 196 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010076.0100 2 2.6414 0.2528 1515.85 1516.7 1 62.5 1 K.NLHGDGIALWYTR.D 127 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_PHA_lymphocytes_PK_106.018266.018266 1 1.9581 0.1916 1326.33 1328.5 1 61.11111 1 K.DWEMHVHFKV.H 111 1 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsSD-NE_NT_lymphocytes_Ti_107.014226.014226.2 2 4.5706 0.4392 2469.65 2469.6 1 50 3 K.DNFHGLAIFLDTYPNDETTER.V 152 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.004504.0045 1 1.8434 0.1951 726.68 726.85 1 83.33333 2 K.VHGTGKK.N 120 2 *
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_006807.1| gi|5803023|ref|NP_006807.1| "lectin, mannose-binding 2 [Homo sapiens] " 29 99 55.6 356 40229 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012683.0126 3 5.6623 0.4108 3733.91 3732.2 1 24.21875 4 R.EHSLIKPYQGVGSSSMPLWDFQGSTMLTSQYVR.L 57 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_112.001298.001298 2 2.846 0.1839 1905.33 1904.1 8 53.333336 2 K.IETELRDICNDVLSLL.E 86 1 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.011164.011164 2 5.8102 0.4432 2171.71 2170.4 1 69.44444 3 K.KGIVDQSQQAYQEAFEISK.K 139 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_111.011900.011900 1 2.8218 0.2332 1392.75 1392.7 1 63.636364 2 K.EMQPTHPIRLGL.A 159 1
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.011687.011687 2 5.9827 0.2991 2044.99 2042.2 1 70.588234 10 K.GIVDQSQQAYQEAFEISK.K 140 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.021182.021182 3 4.3481 0.2781 2419.04 2418.7 1 42.105263 8 R.EKIETELRDICNDVLSLLEK.F 84 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.020924.020924 2 4.2304 0.3669 2417.81 2418.7 1 50 3 R.EKIETELRDICNDVLSLLEK.F 84 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_111.013979.013979 1 2.9108 0.1869 1576.93 1576.9 1 57.692307 2 K.EMQPTHPIRLGLAL.N 159 1
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.002672.002672 3 7.0211 0.5374 3303.26 3304.7 1 38.392857 18 K.TAFDEAIAELDTLSEESYKDSTLIMQLLR.D 194 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_110.000024.000024 2 2.9411 0.2328 1848.83 1848 1 50 1 R.EKIETELRDICNDVL.S 84 1 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.017333.017333 2 3.3725 0.1586 2162.67 2161.4 5 47.058823 1 K.IETELRDICNDVLSLLEK.F 86 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.006654.0066 2 2.2957 0.1708 1281.83 1280.4 1 63.636364 1 R.YLAEVAAGDDKK.G 128 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.015332.0153 2 3.7488 0.1978 1419.29 1419.6 1 86.36364 2 R.DICNDVLSLLEK.F 92 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010676.01067 2 5.7246 0.4708 2042.63 2042.2 1 70.588234 2 K.GIVDQSQQAYQEAFEISK.K 140 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015470.01547 2 4.1302 0.2274 1418.95 1419.6 1 86.36364 4 R.DICNDVLSLLEK.F 92 2 *

80



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.017055.0170 2 2.8131 0.1996 2134.21 2133.3 1 55.555557 1 K.TAFDEAIAELDTLSEESYK.D 194 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 213 2
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.011128.0111 2 5.4151 0.5069 2411.23 2410.4 1 61.363636 3 R.DNLTLWTSDTQGDEAEAGEGGEN.- 223 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsNaOH-NE_NT_lymphocytes_Ti_102.009416.00941 2 4.7881 0.3839 2410.71 2410.4 1 54.545456 2 R.DNLTLWTSDTQGDEAEAGEGGEN.- 223 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_106.003434.003434 2 3.1058 0.2732 2793.99 2794.1 3 33.333336 2 K.TAFDEAIAELDTLSEESYKDSTLIM.Q 194 1 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_104.007586.007586.2 2 3.486 0.2291 1280.47 1280.4 1 86.36364 2 R.YLAEVAAGDDKK.G 128 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_102.016856.016856.2 2 4.3299 0.1903 1419.49 1419.6 1 86.36364 2 R.DICNDVLSLLEK.F 92 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_110.018803.018803.2 2 4.5671 0.4357 2131.91 2133.3 1 66.66667 6 K.TAFDEAIAELDTLSEESYK.D 194 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_102.016857.016857.1 1 2.8438 0.2439 1418.94 1419.6 1 68.181816 1 R.DICNDVLSLLEK.F 92 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_102.003449.003449.2 2 3.4734 0.233 2412.39 2410.4 6 40.909092 1 R.DNLTLWTSDTQGDEAEAGEGGEN.- 223 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_103.017911.017911.3 3 5.1022 0.3855 2135.15 2133.3 1 44.444447 2 K.TAFDEAIAELDTLSEESYK.D 194 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_105.019577.019577 2 3.732 0.1857 1609.29 1608.8 1 71.42857 2 L.AKTAFDEAIAELDTL.N 192 0
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 42 2
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010287.010287 2 3.1098 0.2802 2197.79 2199.3 1 44.736843 1 A.AGDDKKGIVDQSQQAYQEAF.E 134 0 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 213 2
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_PHA_lymphocytes_PK_107.003182.003182 2 4.3888 0.4623 2921.95 2922.2 1 40 6 K.TAFDEAIAELDTLSEESYKDSTLIMQ.L 194 1 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_111.002504.002504.3 3 5.935 0.3834 3306.59 3304.7 1 36.607143 8 K.TAFDEAIAELDTLSEESYKDSTLIMQLLR.D 194 2 *
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NP_663723.1| gi|21735625|ref|NP_663723.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, zeta p 22 111 51.4 245 27745 4.8 HsSD-NE_NT_lymphocytes_Ti_102.012202.012202.2 2 5.5454 0.3829 2044.75 2042.2 1 67.64706 8 K.GIVDQSQQAYQEAFEISK.K 140 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsSD-NE_PHA_lymphocytes_PK_114.017585.017585 2 2.9418 0.1661 2588.71 2590 6 30.000002 1 G.AGPPDLRDLVTTLGGALLWLSGHAGT.Q 297 0 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.013989.01398 2 5.0256 0.5439 1530.27 1530.9 1 85.71429 1 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016988.01698 2 4.8067 0.4543 1944.99 1945.3 1 66.66667 2 R.DVTATVDSLPLITASILSK.K 203 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.014026.01402 3 3.7489 0.4494 1530.83 1530.9 1 58.928574 1 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.016587.01658 3 4.382 0.3894 2568.8 2565.9 1 34 1 R.DLVTTLGGALLWLSGHAGTQAQGAAR.V 304 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008468.0084 2 3.2431 0.2057 1215.27 1215.4 9 80 1 R.ALQEALVLSDR.A 454 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008880.00888 2 3.4193 0.1247 2098.33 2097.3 1 50 1 R.AREQEELLAPADGTVELVR.A 375 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsSD-NE_PHA_lymphocytes_PK_102.013678.013678 1 1.9467 0.1795 1218.75 1217.4 8 60.000004 1 K.LESIPGFNVIQ.S 158 1 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3148.314 2 4.9887 0.4179 1530.84 1530.9 1 75 2 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.013667.0136 2 5.2923 0.4956 1531.43 1530.9 1 82.14286 6 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3341.33 2 5.3889 0.44 1530.7 1530.9 1 82.14286 3 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.013684.0136 3 3.1324 0.2514 1530.86 1530.9 1 50 1 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsSD-NE_NT_lymphocytes_Ti_104.011344.011344.1 1 1.9171 0.2717 1530.4 1530.8 1 42.857143 1 K.VSLVLAPALAACGCK.V 125 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2385.23 2 5.6682 0.4371 2096.79 2097.3 1 66.66667 1 R.AREQEELLAPADGTVELVR.A 375 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.4298.429 2 3.4271 0.2227 1945.62 1945.3 2 50 2 R.DVTATVDSLPLITASILSK.K 203 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsSD-NE_NT_lymphocytes_Ti_111.015179.015179.2 2 5.2695 0.5066 1530.67 1530.9 1 82.14286 4 R.ALPLALVLHELGAGR.S 394 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2191.219 2 2.8791 0.2033 1648.38 1648.8 1 60.000004 1 R.VAAALDDGSALGRFER.M 330 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3729.37 2 4.1271 0.2899 2565.44 2565.9 1 34 2 R.DLVTTLGGALLWLSGHAGTQAQGAAR.V 304 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2370.237 2 4.5302 0.3214 2097.76 2097.3 1 63.88889 2 R.AREQEELLAPADGTVELVR.A 375 2 *
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_001944.1| gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (platelet-derived) precursor [Homo s 11 37 28.8 482 49955 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3581.358 2 4.8755 0.3931 2565.93 2565.9 1 46 3 R.DLVTTLGGALLWLSGHAGTQAQGAAR.V 304 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_105.013120.013120 2 4.6812 0.3557 2198.11 2195.4 1 70.588234 10 K.RIQEIIEQLDVTTSEYEK.E 370 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.018399.018399 2 3.5783 0.1074 1430.47 1429.8 2 76.92308 10 R.GVMLAVDAVIAELK.K 143 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.012710.012710 2 6.2621 0.4799 2038.71 2039.2 1 84.375 24 R.IQEIIEQLDVTTSEYEK.E 371 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_113.012316.012316 2 2.4514 0.1379 2454.61 2452.7 8 31.578945 1 K.RIQEIIEQLDVTTSEYEKEK.L 370 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.013342.013342 3 3.342 0.0806 2366.66 2366.8 2 30.952381 2 R.KPLVIIAEDVDGEALSTLVLNR.L 269 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.010434.010434 2 2.6667 0.2956 2386.91 2385.6 1 36.363636 1 K.QSKPVTTPEEIAQVATISANGDK.E 158 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.022262.022262 3 4.5025 0.4164 2869.43 2870.3 1 25.925926 7 R.TALLDAAGVASLLTTAEVVVTEIPKEEK.D 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_111.003077.003077 2 4.5518 0.4049 2484.55 2483.9 1 50 4 R.TALLDAAGVASLLTTAEVVVTEIPK.E 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_105.016485.016485 2 3.9198 0.3761 1560.47 1557.9 1 71.42857 5 R.GVMLAVDAVIAELKK.Q 143 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.012244.012244 2 3.5474 0.3486 1604.73 1602.7 1 87.5 7 K.CEFQDAYVLLSEK.K 237 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.013259.013259 2 6.9393 0.55 2365.67 2366.8 1 66.66667 82 R.KPLVIIAEDVDGEALSTLVLNR.L 269 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.013724.013724 3 3.6364 0.2751 1712.54 1714.1 2 43.333332 1 R.RGVMLAVDAVIAELKK.Q 142 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.020748.020748 3 5.1095 0.4276 2116.94 2114.6 1 46.25 8 R.ALMLQGVDLLADAVAVTMGPK.G 38 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_PK_110.009895.009895 2 2.7342 0.209 1763.89 1764 1 65.38461 1 S.EYEKEKLNERLAKL.S 384 0 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.015586.015586 2 3.0797 0.2387 2872.29 2870.3 1 35.185184 1 R.TALLDAAGVASLLTTAEVVVTEIPKEEK.D 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.013772.013772 2 2.485 0.2607 1507.87 1505.7 6 58.333332 1 K.TLNDELEIIEGMK.F 206 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.015434.015434 2 4.8576 0.4409 2114.13 2114.6 1 67.5 5 R.ALMLQGVDLLADAVAVTMGPK.G 38 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.009104.009104 2 2.1503 0.1195 1218.87 1216.4 5 63.636364 1 K.NAGVEGSLIVEK.I 482 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.012318.012318 3 5.7491 0.3318 2453.18 2452.7 1 42.105263 4 K.RIQEIIEQLDVTTSEYEKEK.L 370 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.011696.011696 2 5.1185 0.3713 1686.13 1685.9 1 75 9 R.AAVEEGIVLGGGCALLR.C 430 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.011651.011651 2 4.983 0.3002 2295.87 2296.5 1 55.555557 8 R.IQEIIEQLDVTTSEYEKEK.L 371 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011092.0110 2 5.0273 0.4483 2049.01 2048.4 1 63.88889 2 K.KISSIQSIVPALEIANAHR.K 250 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012113.01211 2 4.8132 0.4438 1920.95 1920.2 1 64.70589 2 K.ISSIQSIVPALEIANAHR.K 251 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008915.0089 2 3.7294 0.0974 1633.17 1632 1 67.85714 2 K.VGEVIVTKDDAMLLK.G 345 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011078.0110 3 5.7196 0.4393 2048.09 2048.4 1 48.61111 5 K.KISSIQSIVPALEIANAHR.K 250 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008036.0080 2 6.3014 0.543 2561.51 2561.7 1 64.58333 2 K.LVQDVANNTNEEAGDGTTTATVLAR.S 97 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016526.01652 2 3.199 0.2632 1558.31 1557.9 1 67.85714 2 R.GVMLAVDAVIAELKK.Q 143 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_Ti_108.021424.02142 2 2.2056 0.1317 2116.39 2114.6 6 35 1 R.ALMLQGVDLLADAVAVTMGPK.G 38 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.000785.00078 2 2.118 0.1303 2872.25 2870.3 4 27.777779 1 R.TALLDAAGVASLLTTAEVVVTEIPKEEK.D 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007820.00782 2 5.4415 0.538 2561.43 2561.7 1 54.166668 2 K.LVQDVANNTNEEAGDGTTTATVLAR.S 97 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_103.013471.013471.2 2 5.0486 0.2476 1508.41 1505.7 1 79.16667 3 K.TLNDELEIIEGMK.F 206 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_113.002974.002974.2 2 4.9101 0.4827 2369.45 2366.8 1 59.523808 48 R.KPLVIIAEDVDGEALSTLVLNR.L 269 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_102.015231.015231.2 2 3.3428 0.1248 2511.13 2509.8 3 40.909092 1 K.IMQSSSEVGYDAMAGDFVNMVEK.G 494 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_104.009507.009507.1 1 2.9258 0.1978 1345.69 1345.5 2 59.090908 2 R.TVIIEQSWGSPK.V 61 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_110.013518.013518.3 3 3.7865 0.1575 2452.73 2452.7 2 31.578945 3 K.RIQEIIEQLDVTTSEYEKEK.L 370 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_104.009490.009490.2 2 3.177 0.2058 1344.87 1345.5 1 81.818184 1 R.TVIIEQSWGSPK.V 61 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_103.013538.013538.1 1 3.672 0.3053 1507.01 1505.7 1 58.333332 6 K.TLNDELEIIEGMK.F 206 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_102.008960.008960.2 2 6.5698 0.5622 2560.17 2561.7 1 62.5 11 K.LVQDVANNTNEEAGDGTTTATVLAR.S 97 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_104.012044.012044.2 2 3.8039 0.2668 1685.77 1685.9 1 65.625 2 R.AAVEEGIVLGGGCALLR.C 430 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_PK_105.015489.015489 2 4.226 0.2976 1506.43 1505.7 1 75 2 K.TLNDELEIIEGMK.F 206 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_108.015981.015981.2 2 3.1199 0.2662 1557.63 1557.9 3 64.28571 2 R.GVMLAVDAVIAELKK.Q 143 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_107.000562.000562.2 2 2.542 0.1246 2871.97 2870.3 9 27.777779 2 R.TALLDAAGVASLLTTAEVVVTEIPKEEK.D 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_PHA_lymphocytes_PK_105.008942.008942 2 3.8025 0.2549 1364.39 1365.5 1 81.818184 2 L.NLEDVQPHDLGK.V 333 1 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_104.011925.011925.3 3 4.1217 0.229 1686.2 1685.9 2 46.875 1 R.AAVEEGIVLGGGCALLR.C 430 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_111.001449.001449.3 3 4.7203 0.3111 2872.58 2870.3 1 30.555555 1 R.TALLDAAGVASLLTTAEVVVTEIPKEEK.D 527 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_107.014069.014069.2 2 3.163 0.3086 2041.89 2039.2 5 43.75 1 R.IQEIIEQLDVTTSEYEK.E 371 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_109.000040.000040.2 2 3.5499 0.2449 2114.95 2114.6 1 47.5 3 R.ALMLQGVDLLADAVAVTMGPK.G 38 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2082.208 2 4.9442 0.3373 2563.83 2561.7 1 54.166668 1 K.LVQDVANNTNEEAGDGTTTATVLAR.S 97 2 *
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NP_955472.1| gi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 32 310 52.2 573 61055 5.9 HsSD-NE_NT_lymphocytes_Ti_103.008647.008647.2 2 3.3951 0.2666 1219.09 1216.4 2 77.27273 7 K.NAGVEGSLIVEK.I 482 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_109.007092.007092 2 4.4536 0.2665 1602.61 1600.7 1 79.16667 2 K.YHTINGHNCEVKK.A 188 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.012838.012838 2 4.2576 0.3595 2441.47 2442.7 1 45 11 K.LFIGGLSFETTDDSLREHFEK.W 37 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_104.010198.010198 2 3.4476 0.2487 1870.13 1871 1 60.000004 3 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_105.007397.007397 2 3.9088 0.3157 1777.37 1777.9 1 71.42857 3 R.RGEEGHDPKEPEQLR.K 21 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_103.008974.008974 2 5.0391 0.4113 2011.47 2012.3 1 81.25 5 K.KIFVGGIKEDTEEYNLR.D 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_106.010959.010959 3 4.0907 0.1791 2694.5 2695 1 36.904762 2 K.KIFVGGIKEDTEEYNLRDYFEK.Y 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_101.010112.010112 2 4.9504 0.4237 1883.17 1884.1 1 80 14 K.IFVGGIKEDTEEYNLR.D 128 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_103.010191.010191 3 3.0509 0.1601 1873.01 1871 1 41.666664 1 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_115.002134.002134 2 2.7029 0.1109 2272.81 2270.5 1 50 7 R.GFGFVTYSCVEEVDAAMCAR.P 77 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.010798.010798 2 4.0089 0.3126 2697.29 2695 1 45.238094 3 K.KIFVGGIKEDTEEYNLRDYFEK.Y 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_105.007668.007668 2 3.9285 0.2843 1903.87 1906.1 1 60.000004 3 R.RGEEGHDPKEPEQLRK.L 21 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_101.018741.018741 2 2.5505 0.1561 1774.65 1772 1 50 1 K.LFIGGLSFETTDDSLR.E 37 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.010675.010675 3 5.1803 0.0976 3041.93 3043.4 1 39.583336 2 K.KIFVGGIKEDTEEYNLRDYFEKYGK.I 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_108.007457.007457 2 4.8169 0.4674 1932.85 1934.1 1 70 11 R.RRGEEGHDPKEPEQLR.K 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_113.012233.012233 2 2.8662 0.2061 2635.71 2632.9 4 31.818182 1 R.GFGFVTYSCVEEVDAAMCARPHK.V 77 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_103.011969.011969 2 3.2758 0.2277 2283.31 2282.6 3 44.736843 1 R.GFAFVTFDDHDTVDKIVVQK.Y 168 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_110.008364.008364 3 3.2993 0.0865 2013.65 2012.3 1 40.625 1 K.KIFVGGIKEDTEEYNLR.D 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.011943.011943 3 3.6748 0.3393 2281.28 2282.6 1 31.578945 2 R.GFAFVTFDDHDTVDKIVVQK.Y 168 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.012164.012164 2 3.7799 0.2389 1902.67 1900.1 1 65.625 5 R.KLFIGGLSFETTDDSLR.E 36 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_107.012596.012596 3 3.5241 0.1942 2573.27 2570.9 4 30.952381 2 R.KLFIGGLSFETTDDSLREHFEK.W 36 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_111.009656.009656 2 4.4513 0.3236 2061.63 2062.3 1 59.375 12 R.RRGEEGHDPKEPEQLRK.L 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_PK_111.010461.01046 2 3.4355 0.288 1933.67 1934.1 3 46.666668 1 R.RRGEEGHDPKEPEQLR.K 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_Ti_108.011948.011948 2 5.2196 0.4112 2571.63 2570.9 1 50 6 R.KLFIGGLSFETTDDSLREHFEK.W 36 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009722.0097 2 3.6278 0.3623 1872.85 1871 1 66.66667 2 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.004844.0048 2 3.6343 0.3167 1777.27 1777.9 1 67.85714 3 R.RGEEGHDPKEPEQLR.K 21 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_107.008711.00871 2 3.9718 0.3648 1885.11 1884.1 1 60.000004 3 K.IFVGGIKEDTEEYNLR.D 128 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.008495.0084 2 3.5374 0.3413 2012.49 2012.3 1 59.375 2 K.KIFVGGIKEDTEEYNLR.D 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.009976.0099 3 3.2657 0.0926 1873.73 1871 7 38.333332 1 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_PK_113.011506.0115 2 2.9482 0.3435 1468.87 1467.6 1 68.181816 2 G.GIKEDTEEYNLR.D 132 1 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_107.006363.00636 1 1.9704 0.2393 1381.65 1381.6 2 54.166668 1 R.EDSVKPGAHLTVK.K 114 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_108.004511.00451 2 3.1759 0.2759 1777.37 1777.9 1 57.14286 2 R.RGEEGHDPKEPEQLR.K 21 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_111.008764.00876 2 4.0839 0.3993 1932.77 1934.1 1 60.000004 2 R.RRGEEGHDPKEPEQLR.K 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_107.012443.01244 2 3.7912 0.4157 2442.45 2442.7 1 42.5 1 K.LFIGGLSFETTDDSLREHFEK.W 37 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_112.008733.00873 2 3.9474 0.2337 2061.83 2062.3 1 53.125 1 R.RRGEEGHDPKEPEQLRK.L 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008932.0089 2 3.0921 0.1932 1887.01 1884.1 2 53.333336 1 K.IFVGGIKEDTEEYNLR.D 128 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_NT_lymphocytes_Ti_109.009855.00985 2 3.7843 0.3218 1869.87 1871 1 70 4 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_109.010131.010131.2 2 3.5593 0.3295 2011.37 2012.3 2 53.125 1 K.KIFVGGIKEDTEEYNLR.D 127 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.005056.0050 2 3.2542 0.2961 1906.77 1906.1 1 56.666668 1 R.RGEEGHDPKEPEQLRK.L 21 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_PK_106.012705.012705 2 3.2182 0.1791 2367.89 2370.5 1 44.444447 2 G.GIKEDTEEYNLRDYFEKYG.K 132 0 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_103.014262.014262.2 2 3.6714 0.3128 1772.69 1772 1 63.333332 7 K.LFIGGLSFETTDDSLR.E 37 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_PK_106.009545.009545 2 3.4995 0.3096 1840.71 1841.9 2 53.571426 2 L.SFETTDDSLREHFEK.W 43 1 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_108.013570.013570.2 2 3.7518 0.2694 2442.77 2442.7 1 45 4 K.LFIGGLSFETTDDSLREHFEK.W 37 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009142.0091 2 3.4284 0.1796 1602.39 1600.7 6 62.5 1 K.YHTINGHNCEVKK.A 188 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_108.010816.010816.3 3 3.5577 0.3281 1868.66 1871 1 48.333332 1 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_112.001533.001533.2 2 3.2281 0.3294 2272.69 2270.5 1 36.842106 11 R.GFGFVTYSCVEEVDAAMCAR.P 77 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_107.013111.013111.2 2 3.0084 0.204 1901.83 1900.1 6 40.625 2 R.KLFIGGLSFETTDDSLR.E 36 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_PK_106.010054.010054 1 2.6445 0.1801 1462.69 1462.6 2 55 1 T.DDSLREHFEKW.G 48 0 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_112.009904.009904.2 2 4.824 0.4431 2061.29 2062.3 1 65.625 2 R.RRGEEGHDPKEPEQLRK.L 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009020.0090 2 4.9716 0.4301 1934.73 1934.1 1 70 2 R.RRGEEGHDPKEPEQLR.K 20 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_PHA_lymphocytes_PK_105.013433.013433 2 3.7543 0.271 2014.19 2015.1 1 57.14286 4 K.EDTEEYNLRDYFEKY.G 135 1 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_109.011281.011281.2 2 2.9768 0.189 1871.17 1871 1 50 1 K.RGFAFVTFDDHDTVDK.I 167 2
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_102.007533.007533.2 2 5.278 0.5177 1913.25 1911.9 1 64.28571 2 R.SSGSPYGGGYGSGGGSGGYGSR.R 355 2 *
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.008924.0089 2 4.4716 0.4532 2061.63 2062.3 1 62.5 2 R.RRGEEGHDPKEPEQLRK.L 20 2 *
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225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NP_919223.1| gi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleoprotein A3 [Homo sapiens] 29 172 41.3 378 39595 9 HsSD-NE_NT_lymphocytes_Ti_111.010122.010122.2 2 4.9299 0.3693 1933.71 1934.1 1 76.666664 2 R.RRGEEGHDPKEPEQLR.K 20 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.016152.016152 2 3.5666 0.3053 1918.35 1916.2 1 70 3 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_108.016992.016992 2 3.615 0.2636 2356.01 2354.7 1 50 1 Q.LINHIEQFLDTNETPYFMK.S 616 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.015483.015483 2 3.8539 0.2907 3056.79 3055.5 1 38.88889 5 K.IQPGSQQADFLDALIVSMDVIQHETIGK.K 98 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_107.019565.019565 1 2.2745 0.1528 1214.59 1214.5 5 66.66667 2 R.HLMLPDFDLL.E 82 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.009572.009572 2 2.3822 0.1102 1319.69 1318.5 1 65 1 R.HIEIFTDLSSR.F 131 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_107.013956.013956 2 4.9504 0.4271 2014.53 2014.3 1 80 2 N.HIEQFLDTNETPYFMK.S 619 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.007967.007967 2 2.4037 0.2385 1092.77 1093.2 1 92.85714 2 R.HSIHWPCR.L 243 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.008511.008511 2 5.5221 0.4438 2501.53 2500.7 1 57.14286 2 K.KKDQVTAQEIFQDNHEDGPTAK.K 544 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.015763.015763 3 3.8952 0.2234 2328.02 2327.6 4 42.647057 2 K.HNYECLVYVQLPFMEDLR.Q 414 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_109.009871.00987 2 3.4542 0.216 1869.85 1869.1 1 71.42857 2 K.TLKKEDIQKETVYCL.N 283 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_111.011544.011544 2 3.5618 0.2773 1932.89 1934.2 1 71.875 1 R.YAYDKRANPQVGVAFPH.I 395 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.003352.003352 2 5.6125 0.4111 2727.59 2725.1 1 56 30 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.000638.000638 3 5.9689 0.3287 2724.77 2725.1 1 40 11 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_112.012387.012387 2 4.0961 0.3834 1640.69 1638.9 1 56.666668 2 R.LGGHGPSFPLKGITEQ.Q 185 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_107.010441.010441 2 4.0778 0.3089 1395.71 1395.7 1 86.36364 2 K.SQLDIIIHSLKK.C 145 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_113.012716.012716 1 3.4122 0.4213 1381.73 1381.6 1 65.38461 4 R.LGGHGPSFPLKGIT.E 185 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_112.012289.012289 2 4.3671 0.3714 1767.49 1767 1 59.375 1 R.LGGHGPSFPLKGITEQQ.K 185 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.014568.014568 2 3.6242 0.3433 3124.47 3123.3 3 28.333334 2 K.TEQGGAHFSVSSLAEGSVTSVGSVNPAENFR.V 569 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.013818.013818 2 4.0685 0.2656 2902.03 2903.1 1 39.130436 10 K.ETVYCLNDDDETEVLKEDIIQGFR.Y 292 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_108.001253.001253 2 4.2367 0.1714 1918.47 1916.2 1 76.666664 7 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_111.011757.011757 1 2.7297 0.3396 1377.82 1378.6 1 62.5 1 R.ANPQVGVAFPHIK.H 401 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.009634.009634 2 2.8087 0.3839 1477.35 1474.7 3 63.636364 1 K.RHIEIFTDLSSR.F 130 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.008218.008218 3 5.1723 0.2773 2502.5 2500.7 1 42.857143 3 K.KKDQVTAQEIFQDNHEDGPTAK.K 544 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_114.012812.012812 3 4.6117 0.2942 1535 1534.8 1 53.846157 2 K.RANPQVGVAFPHIK.H 400 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.014822.014822 3 3.5167 0.2742 2900.81 2903.1 1 27.173912 4 K.ETVYCLNDDDETEVLKEDIIQGFR.Y 292 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.012928.012928 3 3.463 0.1435 3123.05 3123.3 3 22.5 1 K.TEQGGAHFSVSSLAEGSVTSVGSVNPAENFR.V 569 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.016001.016001 2 4.1825 0.3894 2326.77 2327.6 1 61.764706 13 K.HNYECLVYVQLPFMEDLR.Q 414 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.002331.00233 2 6.0745 0.4319 2727.77 2725.1 1 56 9 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015450.0154 2 2.5675 0.2171 1914.29 1916.2 4 43.333332 2 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.016172.01617 2 4.2231 0.2979 1917.69 1916.2 1 80 3 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.018608.01860 2 2.9698 0.2453 1773.91 1773 1 53.571426 1 K.CDISLQFFLPFSLGK.E 157 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007685.00768 2 3.9156 0.252 2500.41 2500.7 1 52.380955 1 K.KKDQVTAQEIFQDNHEDGPTAK.K 544 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.002774.0027 3 7.2791 0.4438 2726.24 2725.1 1 52 5 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.017098.0170 2 3.8879 0.3837 2512.57 2510.7 1 47.826088 1 K.DKPSGDTAAVFEEGGDVDDLLDMI.- 709 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009920.00992 2 2.8979 0.3002 1111.37 1110.3 1 85 2 R.LGGHGPSFPLK.G 185 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.017225.0172 3 3.9272 0.2553 2323.37 2322.6 1 35.714287 1 K.YAPTEAQLNAVDALIDSMSLAK.K 444 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.011332.0113 2 4.2754 0.2802 1775.57 1776.8 1 71.42857 1 L.NDDDETEVLKEDIIQ.G 298 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.002296.00229 3 6.3722 0.4783 2727.05 2725.1 1 44 4 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.014133.0141 3 3.8187 0.159 2657.36 2655.1 2 34.090908 1 R.EPLPPIQQHIWNMLNPPAEVTTK.S 503 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.015764.0157 3 3.5613 0.0864 1915.49 1916.2 1 50 1 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.002838.0028 2 5.899 0.4477 2726.67 2725.1 1 54.000004 11 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015720.01572 2 4.6692 0.4215 2452.91 2450.8 1 54.545456 1 K.KYAPTEAQLNAVDALIDSMSLAK.K 443 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010496.01049 2 3.8326 0.3371 1382.25 1381.5 1 86.36364 2 K.TDTLEDLFPTTK.I 470 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008012.00801 3 3.4394 0.2185 2244.08 2244.3 9 30.263159 1 K.DQVTAQEIFQDNHEDGPTAK.K 546 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.017244.01724 2 3.7832 0.2768 2510.91 2510.7 1 43.47826 2 K.DKPSGDTAAVFEEGGDVDDLLDMI.- 709 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009912.00991 1 2.2456 0.1829 1109.69 1110.3 1 70 2 R.LGGHGPSFPLK.G 185 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009659.00965 2 2.6182 0.1719 1093.01 1093.2 4 78.57143 2 R.HSIHWPCR.L 243 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_PK_111.012465.0124 2 3.4171 0.2646 1148.47 1147.3 1 94.44444 1 L.DDLDMVAIVR.Y 385 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011472.01147 2 3.2571 0.2805 1395.41 1395.7 1 81.818184 1 K.SQLDIIIHSLKK.C 145 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.007718.0077 3 4.7523 0.2609 2501.39 2500.7 1 42.857143 3 K.KKDQVTAQEIFQDNHEDGPTAK.K 544 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.021429.0214 3 4.6888 0.2659 3320 3318.6 1 29.62963 3 K.ASFEEASNQLINHIEQFLDTNETPYFMK.S 607 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.020457.02045 3 3.0976 0.1288 3445.91 3446.8 1 26.785713 1 K.KASFEEASNQLINHIEQFLDTNETPYFMK.S 606 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_107.014567.014567.2 2 3.9616 0.1922 2903.85 2903.1 1 39.130436 7 K.ETVYCLNDDDETEVLKEDIIQGFR.Y 292 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_106.012507.012507 1 2.7443 0.1564 1148.72 1147.3 1 77.77778 1 L.DDLDMVAIVR.Y 385 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_106.014872.014872.2 2 4.7029 0.3957 2450.17 2450.8 1 52.272724 5 K.KYAPTEAQLNAVDALIDSMSLAK.K 443 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010745.0107 2 2.5555 0.1901 1087.43 1087.3 2 85.71429 2 R.LFQCLLHR.A 490 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_109.016966.016966.2 2 2.6753 0.0988 3124.55 3123.3 6 26.666668 2 K.TEQGGAHFSVSSLAEGSVTSVGSVNPAENFR.V 569 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_113.013711.013711.2 2 2.1638 0.1245 2327.45 2327.6 1 38.235294 1 K.HNYECLVYVQLPFMEDLR.Q 414 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_104.018722.018722 2 2.7875 0.2784 1818.41 1819 6 50 2 V.MISLEGEDGLDEIYSF.S 212 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_111.012236.012236.2 2 2.6657 0.1494 1087.19 1087.3 2 85.71429 2 R.LFQCLLHR.A 490 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_103.018268.018268.2 2 6.517 0.472 2324.53 2322.6 1 61.904762 7 K.YAPTEAQLNAVDALIDSMSLAK.K 444 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_106.015405.015405.2 2 3.2875 0.2885 1914.85 1916.2 1 60.000004 3 R.HLMLPDFDLLEDIESK.I 82 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.021604.0216 2 2.9158 0.1607 3057.87 3055.5 4 33.333336 1 K.IQPGSQQADFLDALIVSMDVIQHETIGK.K 98 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_104.017717.017717 2 4.4402 0.3823 1688.55 1687.8 1 78.57143 3 M.ISLEGEDGLDEIYSF.S 213 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_105.014402.014402 2 3.6 0.2394 1331.35 1331.6 1 81.818184 1 H.ALDDLDMVAIVR.Y 383 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_110.010250.010250.2 2 3.1478 0.3899 1376.63 1378.6 1 70.83333 1 R.ANPQVGVAFPHIK.H 401 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_106.000056.000056 2 4.1307 0.291 2276.75 2276.6 1 52.63158 2 L.MLPDFDLLEDIESKIQPGSQ.Q 84 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_106.018668.018668 2 4.5688 0.4119 1804.61 1802.1 1 80.769226 2 L.VYVQLPFMEDLRQY.M 420 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_107.000004.000004.3 3 4.9123 0.2879 3318.29 3318.6 1 28.703705 4 K.ASFEEASNQLINHIEQFLDTNETPYFMK.S 607 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_107.003442.003442.2 2 5.1803 0.4671 2726.83 2725.1 1 52 28 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_103.009222.009222.2 2 4.58 0.3479 2243.73 2244.3 1 60.526318 3 K.DQVTAQEIFQDNHEDGPTAK.K 546 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_105.012378.012378 2 3.5599 0.3096 1147.47 1147.3 1 94.44444 5 L.DDLDMVAIVR.Y 385 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.013824.0138 2 4.7365 0.4044 1901.19 1901.2 1 73.333336 3 K.KCDISLQFFLPFSLGK.E 156 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011450.0114 2 3.4533 0.3179 1268.65 1267.5 1 85 3 K.SQLDIIIHSLK.K 145 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_105.015549.015549 2 4.9956 0.3691 2250.99 2250.4 1 52.77778 2 C.LNDDDETEVLKEDIIQGFR.Y 297 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_110.020200.020200.2 2 2.6337 0.1027 1775.69 1773 1 53.571426 1 K.CDISLQFFLPFSLGK.E 157 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_111.011516.011516.1 1 2.9718 0.3044 1110.76 1110.3 1 70 2 R.LGGHGPSFPLK.G 185 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_113.014040.014040.2 2 4.1487 0.3394 1902.19 1901.2 1 80 5 K.KCDISLQFFLPFSLGK.E 156 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_106.016479.016479 2 3.2218 0.2917 1538.39 1539.8 1 72.72727 2 Y.VQLPFMEDLRQY.M 422 0 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_110.000711.000711.2 2 3.2693 0.3676 3054.53 3055.5 1 31.48148 4 K.IQPGSQQADFLDALIVSMDVIQHETIGK.K 98 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_104.018183.018183.3 3 5.3313 0.3658 2323.97 2322.6 1 44.04762 4 K.YAPTEAQLNAVDALIDSMSLAK.K 444 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_109.015331.015331.3 3 4.6749 0.3713 2904.53 2903.1 1 28.260868 3 K.ETVYCLNDDDETEVLKEDIIQGFR.Y 292 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_103.019718.019718.2 2 3.0438 0.1587 2512.63 2510.7 1 39.130436 1 K.DKPSGDTAAVFEEGGDVDDLLDMI.- 709 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_PHA_lymphocytes_PK_105.010605.010605 2 3.7006 0.2633 2493.93 2493.6 1 52.272724 3 L.FGTDGTDNPLSGGDQYQNITVHR.H 59 1 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_107.002960.002960.3 3 7.3048 0.4267 2726.24 2725.1 1 48 8 R.DDEAAAVALSSLIHALDDLDMVAIVR.Y 369 2 *
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NP_066964.1| gi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [Homo sapiens] 56 304 57 732 82705 5.8 HsSD-NE_NT_lymphocytes_Ti_111.011285.011285.1 1 2.1761 0.2634 1092.5 1093.2 1 78.57143 2 R.HSIHWPCR.L 243 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_Ti_102.007347.007347 2 2.4139 0.1539 1457.23 1459.7 1 70.83333 1 K.KPLPDHVSIVEPK.D 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_PK_111.014148.014148 1 3.0017 0.1517 1386.81 1385.7 8 68.181816 2 K.VKIMLPWDPTGK.I 186 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_Ti_105.010318.010318 2 3.7897 0.4342 2910.71 2912.4 3 34 1 K.KPLPDHVSIVEPKDEILPTTPISEQK.G 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.010923.010923 2 3.8733 0.2506 1730.61 1729.9 1 67.85714 3 K.RFGFPEGSVELYAEK.V 76 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_Ti_110.010116.010116 2 3.1526 0.1654 1030.19 1030.3 3 93.75 7 R.TEIIILATR.T 46 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_PK_107.014514.014514 1 2.1803 0.2648 1400.5 1401.6 2 54.545456 3 K.RFGFPEGSVELY.A 76 1 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_PK_114.014506.014506 2 3.5259 0.2184 1779.81 1781.2 4 60.000004 2 K.VKIMLPWDPTGKIGPK.K 186 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.011798.0117 2 3.3465 0.2394 2470.39 2469.8 2 33.333336 1 K.FVDGLMIHSGDPVNYYVDTAVR.H 152 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009580.00958 2 3.7734 0.3432 1729.23 1729.9 1 60.714287 1 K.RFGFPEGSVELYAEK.V 76 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_Ti_106.007642.00764 2 3.2966 0.2208 1576.97 1574.8 1 60.000004 1 K.GGKPEPPAMPQPVPTA.- 228 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008381.0083 2 3.7875 0.2688 1425.45 1424.5 1 79.16667 8 R.ELAEDGYSGVEVR.V 28 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007510.00751 2 4.6512 0.3183 1427.37 1424.5 1 83.33333 3 R.ELAEDGYSGVEVR.V 28 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011589.01158 2 3.3612 0.1326 2471.71 2469.8 7 33.333336 1 K.FVDGLMIHSGDPVNYYVDTAVR.H 152 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009246.00924 2 2.7099 0.1787 1030.51 1030.3 5 87.5 1 R.TEIIILATR.T 46 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007922.0079 2 3.7159 0.3004 1459.49 1459.7 1 87.5 9 K.KPLPDHVSIVEPK.D 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009956.0099 2 4.4062 0.2671 1731.25 1729.9 1 75 6 K.RFGFPEGSVELYAEK.V 76 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007884.0078 1 2.1582 0.4217 1459.76 1459.7 1 62.5 1 K.KPLPDHVSIVEPK.D 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_NT_lymphocytes_PK_109.010017.0100 2 3.6291 0.2651 1470.55 1471.6 3 75 2 K.DEILPTTPISEQK.G 215 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_104.009850.009850.1 1 2.9672 0.085 1291.6 1289.4 3 63.636364 1 R.GLCAIAQAESLR.Y 95 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_102.012029.012029.1 1 3.2649 0.3066 1574.54 1573.7 1 50 8 R.FGFPEGSVELYAEK.V 77 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_108.010514.010514.3 3 5.1729 0.406 2912.42 2912.4 1 33 2 K.KPLPDHVSIVEPKDEILPTTPISEQK.G 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.009782.0097 3 5.9666 0.3832 2912.87 2912.4 1 34 4 K.KPLPDHVSIVEPKDEILPTTPISEQK.G 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_102.009014.009014.2 2 3.3638 0.2368 1423.63 1424.5 1 75 5 R.ELAEDGYSGVEVR.V 28 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_109.011054.011054.2 2 4.3572 0.3489 2911.99 2912.4 1 42 7 K.KPLPDHVSIVEPKDEILPTTPISEQK.G 202 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_103.011741.011741.2 2 4.0399 0.3778 1576.59 1573.7 1 84.61539 8 R.FGFPEGSVELYAEK.V 77 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_PHA_lymphocytes_PK_105.009316.009316 1 2.5154 0.259 1424.63 1424.5 4 58.333332 1 R.ELAEDGYSGVEVR.V 28 2 *
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NP_000996.2| gi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapiens] 17 90 53.1 243 26688 9.7 HsSD-NE_NT_lymphocytes_Ti_111.011486.011486.1 1 2.4082 0.3716 1459.93 1459.7 5 50 1 K.KPLPDHVSIVEPK.D 202 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsSD-NE_PHA_lymphocytes_Ti_106.011395.011395 2 4.6342 0.3365 1356.67 1355.6 1 86.36364 47 K.LVAIVDVIDQNR.A 24 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010991.01099 2 5.029 0.322 1356.33 1355.6 1 86.36364 8 K.LVAIVDVIDQNR.A 24 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsNaOH-NE_NT_lymphocytes_Ti_114.008351.00835 1 1.8117 0.2368 951.61 952.06 2 64.28571 1 K.FPHSAHQK.Y 64 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011205.0112 2 3.1776 0.1443 1356.03 1355.6 1 81.818184 3 K.LVAIVDVIDQNR.A 24 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008032.0080 1 2.6239 0.3402 1233.76 1233.4 1 59.090908 2 R.VAYVSFGPHAGK.L 12 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsSD-NE_NT_lymphocytes_PK_105.011757.011757. 2 3.7807 0.3061 1355.63 1355.6 1 81.818184 2 K.LVAIVDVIDQNR.A 24 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsSD-NE_NT_lymphocytes_Ti_112.009762.009762.1 1 1.9163 0.1785 951.65 952.06 2 57.14286 2 K.FPHSAHQK.Y 64 2 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsSD-NE_PHA_lymphocytes_PK_105.014714.014714 2 3.5303 0.2854 2184.39 2184.4 6 39.473686 1 L.VAIVDVIDQNRALVDGPCTQ.V 25 0 *
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NP_001030168.1| gi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sapiens] 4 67 19.1 215 23432 10.9 HsSD-NE_NT_lymphocytes_Ti_109.013075.013075.2 2 3.0128 0.2761 1357.67 1355.6 1 72.72727 1 K.LVAIVDVIDQNR.A 24 2 *
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.013881.013881 3 5.263 0.3349 2933.15 2931.3 1 28.703705 7 R.TVSLGAGAKDELHIVEAEAMNYEGSPIK.V 46 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_108.017465.017465 1 2.1463 0.365 1584.91 1584.9 1 53.571426 1 T.VSLGGFEITPPVVLR.F 87 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_102.012560.012560 2 5.537 0.4858 2931.05 2931.3 1 46.296295 5 R.TVSLGAGAKDELHIVEAEAMNYEGSPIK.V 46 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_108.017944.017944 2 2.5577 0.2215 2011.37 2010.4 1 55.555557 1 S.VQPTVSLGGFEITPPVVLR.L 83 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.013136.013136 2 3.5865 0.2227 2145.47 2146.4 1 58.333332 2 K.DELHIVEAEAMNYEGSPIK.V 55 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.008697.008697 3 6.4718 0.2951 2572.4 2574.7 1 45 6 K.ADKDYHFKVDNDENEHQLSLR.T 25 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_108.018521.01852 2 4.1171 0.4557 2229.87 2228.7 1 52.499996 3 K.MSVQPTVSLGGFEITPPVVLR.L 81 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_112.011158.011158 2 5.3519 0.3519 2486.81 2487.5 1 59.523808 4 S.GQHLVAVEEDAESEDEEEEDVK.L 113 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_105.008690.008690 2 5.1769 0.2998 2574.81 2574.7 1 57.5 2 K.ADKDYHFKVDNDENEHQLSLR.T 25 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.009358.009358 3 5.893 0.4334 3380.6 3382.5 1 25.833332 6 K.CGSGPVHISGQHLVAVEEDAESEDEEEEDVK.L 104 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_115.011498.011498 2 6.2109 0.4559 2301.41 2302.3 1 68.42105 11 Q.HLVAVEEDAESEDEEEEDVK.L 115 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_107.013912.013912 2 3.2947 0.3118 1284.85 1285.5 9 63.636364 2 L.GGFEITPPVVLR.L 90 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.007884.0078 2 3.0396 0.2619 2573.95 2574.7 6 37.5 2 K.ADKDYHFKVDNDENEHQLSLR.T 25 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007308.00730 3 5.883 0.4176 4250.9 4249 1 25.694445 1 K.LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVKK.S 158 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014538.0145 2 3.6668 0.3039 2230.77 2228.7 1 52.499996 1 K.MSVQPTVSLGGFEITPPVVLR.L 81 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007842.0078 3 7.3203 0.5285 4121.99 4120.8 1 30.714285 2 K.LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVK.K 158 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_105.015613.015613.1 1 2.0055 0.1059 1023.54 1024.1 1 71.42857 1 K.ADKDYHFK.V 25 2
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229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_105.016146.016146.2 2 4.554 0.5002 2930.25 2931.3 1 40.74074 6 R.TVSLGAGAKDELHIVEAEAMNYEGSPIK.V 46 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_104.012806.012806.3 3 3.9459 0.0838 2147.09 2146.4 1 44.444447 2 K.DELHIVEAEAMNYEGSPIK.V 55 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_106.012382.012382.3 3 5.2161 0.4063 2929.73 2931.3 1 34.25926 1 R.TVSLGAGAKDELHIVEAEAMNYEGSPIK.V 46 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_104.012887.012887.2 2 4.3865 0.2233 2144.79 2146.4 1 69.44444 2 K.DELHIVEAEAMNYEGSPIK.V 55 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_104.015747.015747.2 2 4.5705 0.3816 2231.39 2228.7 1 55 2 K.MSVQPTVSLGGFEITPPVVLR.L 81 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_105.015254.015254 2 2.9175 0.153 1346.51 1345.5 3 77.77778 1 Q.EAIQDLWQWR.K 282 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_108.015070.015070.2 2 3.1331 0.1142 1820.41 1821 1 61.538464 1 R.MTDQEAIQDLWQWR.K 278 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_PHA_lymphocytes_PK_105.008656.008656 2 5.7469 0.4273 2051.39 2052 1 76.47059 1 L.VAVEEDAESEDEEEEDVK.L 117 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_103.008418.008418.3 3 6.4016 0.453 4249.4 4249 1 27.083334 4 K.LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVKK.S 158 2
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_PK_109.014865.014865. 2 3.941 0.2922 2098.77 2097.5 1 47.368423 2 M.SVQPTVSLGGFEITPPVVLR.L 82 1
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NP_002511.1| gi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo sapiens] 20 80 51.7 294 32575 4.8 HsSD-NE_NT_lymphocytes_Ti_102.008703.008703.3 3 7.3968 0.5598 4119.65 4120.8 1 35.714287 1 K.LAADEDDDDDDEEDDDEDDDDDDFDDEEAEEKAPVK.K 158 2
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_Ti_108.020972.020972 3 4.6512 0.3978 4211.99 4211.8 1 25.625 9 R.VAVSADPNVPNVVVTGLTLVCSSAPGPLELDLTGDLESFKK.Q 59 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.012418.012418 3 4.0446 0.2688 2367.86 2365.6 1 40.27778 4 R.FTDDDKTDHLSWEWNLTIK.K 181 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012815.0128 2 3.2178 0.2519 1552.43 1552.7 1 70.83333 1 E.EYEFLTPVEEAPK.G 155 1
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010251.0102 2 3.1398 0.2673 1753.25 1752.9 1 60.714287 1 R.AEEYEFLTPVEEAPK.G 153 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009617.00961 2 2.7934 0.1819 1752.57 1752.9 1 53.571426 1 R.AEEYEFLTPVEEAPK.G 153 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.020264.0202 3 3.2419 0.251 4213.67 4211.8 4 18.125 1 R.VAVSADPNVPNVVVTGLTLVCSSAPGPLELDLTGDLESFKK.Q 59 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007829.00782 2 4.2325 0.1841 2048.79 2047.2 2 62.5 1 K.SIQEIQELDKDDESLRK.Y 34 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsNaOH-NE_NT_lymphocytes_PK_115.012831.0128 2 3.1077 0.2487 1752.35 1752.9 1 60.714287 2 R.AEEYEFLTPVEEAPK.G 153 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_106.014021.01402 2 3.6702 0.4288 2281.31 2281.6 1 47.368423 2 R.AEEYEFLTPVEEAPKGMLAR.G 153 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_105.012300.012300 2 4.5997 0.3292 1755.69 1752.9 1 67.85714 1 R.AEEYEFLTPVEEAPK.G 153 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_105.017504.017504 2 3.7744 0.2751 1890.81 1890.1 1 67.64706 2 S.SAPGPLELDLTGDLESFK.K 81 1 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_103.019449.019449 2 4.6711 0.3303 1761.57 1761.9 1 68.75 4 S.SAPGPLELDLTGDLESF.K 81 0 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_102.019490.019490 2 3.0741 0.3267 1850.27 1849 1 52.941177 3 C.SSAPGPLELDLTGDLESF.K 80 0 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_102.019709.019709 2 3.1533 0.3579 2107.95 2108.3 1 52.63158 2 L.VCSSAPGPLELDLTGDLESF.K 78 0 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_104.013821.01382 2 4.0545 0.3712 1810.27 1810 1 60.000004 4 R.AEEYEFLTPVEEAPKG.M 153 1 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_NT_lymphocytes_Ti_104.009663.009663.2 2 4.3684 0.3258 1919.15 1919.1 1 60.000004 1 K.SIQEIQELDKDDESLR.K 34 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_NT_lymphocytes_Ti_111.000137.000137.3 3 4.0154 0.3996 4210.79 4211.8 1 23.125 8 R.VAVSADPNVPNVVVTGLTLVCSSAPGPLELDLTGDLESFKK.Q 59 2 *
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_004300.1| gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (GDI) alpha [Homo sapiens] 12 49 47.5 204 23207 5.1 HsSD-NE_PHA_lymphocytes_PK_105.010190.010190 2 4.4307 0.3429 1918.51 1919.1 1 70 2 K.SIQEIQELDKDDESLR.K 34 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.016244.01624 2 3.9569 0.4286 2407.13 2405.8 1 45.454548 1 K.IVTVNSILGIISVPLSIGYCASK.H 185 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012434.01243 2 5.9033 0.4635 2111.77 2110.4 1 76.31579 3 K.DILVLPLDLTDTGSHEAATK.A 104 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.012822.0128 2 4.0899 0.2817 1566.61 1564.9 1 80.769226 21 K.LIELNYLGTVSLTK.C 158 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_PK_115.014652.0146 2 2.7499 0.3128 1880.35 1881.1 1 50 1 K.DILVLPLDLTDTGSHEAA.T 104 1 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_PK_109.008966.0089 2 2.6078 0.2605 1260.45 1260.4 1 68.181816 1 N.IVENSLAGEVTK.T 241 1 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010960.0109 2 3.1016 0.2523 1016.77 1015.2 1 94.44444 4 K.LGVSLVLSAR.R 73 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.012590.0125 2 4.7451 0.5423 2108.73 2110.4 1 73.68421 2 K.DILVLPLDLTDTGSHEAATK.A 104 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009305.0093 1 3.0159 0.4257 1461.71 1460.6 1 59.090908 1 R.SLCMDTSLDVYR.K 145 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013390.01339 2 3.3355 0.3218 1567.67 1564.9 2 65.38461 9 K.LIELNYLGTVSLTK.C 158 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.007815.00781 2 2.4829 0.1291 937.53 939.06 1 100 3 R.RVHELER.V 83 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009660.0096 2 2.7922 0.2045 1462.23 1460.6 1 68.181816 1 R.SLCMDTSLDVYR.K 145 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010694.01069 2 3.3273 0.2479 1017.09 1015.2 1 94.44444 2 K.LGVSLVLSAR.R 73 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010575.01057 2 4.5225 0.4111 2367.53 2367.7 1 52.380955 2 K.EKDILVLPLDLTDTGSHEAATK.A 102 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.021146.02114 3 4.792 0.3574 2406.71 2405.8 1 39.772728 1 K.IVTVNSILGIISVPLSIGYCASK.H 185 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.5606.560 2 3.1146 0.1529 2406.98 2405.8 6 34.090908 2 K.IVTVNSILGIISVPLSIGYCASK.H 185 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3355.335 2 3.609 0.3525 2109.29 2110.4 1 47.368423 2 K.DILVLPLDLTDTGSHEAATK.A 104 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.008613.0086 2 2.764 0.1578 939.31 939.06 1 100 2 R.RVHELER.V 83 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsSD-NE_PHA_lymphocytes_PK_105.015528.015528 2 2.556 0.1863 2137.47 2138.4 4 36.842106 1 K.EKDILVLPLDLTDTGSHEAA.T 102 1 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.015335.0153 3 4.0458 0.2405 2406.08 2405.8 1 31.818182 3 K.IVTVNSILGIISVPLSIGYCASK.H 185 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsSD-NE_NT_lymphocytes_Ti_102.016574.016574.3 3 5.2128 0.4747 3573.89 3573 1 23.484848 4 R.TELATYPGIIVSNICPGPVQSNIVENSLAGEVTK.T 219 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2092.209 2 2.7233 0.1351 939.21 939.06 1 100 2 R.RVHELER.V 83 2 *
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_057113.1| gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR family) member 7 [Homo sapiens] 13 73 36 339 38299 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.015464.0154 2 4.6334 0.4297 2407.23 2405.8 1 45.454548 5 K.IVTVNSILGIISVPLSIGYCASK.H 185 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsSD-NE_PHA_lymphocytes_Ti_104.013373.013373 2 3.2082 0.32 2132.05 2131.3 1 44.444447 2 R.DSNGAILVYDITDEDSFQK.V 91 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.009165.009165 2 2.0809 0.1589 1360.41 1360.6 9 54.545456 1 K.HITTLQASFLTK.K 48 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.014595.01459 2 3.7709 0.3369 1338.37 1337.5 1 80 2 K.GIEELFLDLCK.R 168 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009068.00906 2 6.3514 0.4665 1808.55 1805.9 1 87.5 2 R.HVSIQEAESYAESVGAK.H 141 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006556.00655 2 3.422 0.2511 1192.51 1192.3 2 94.44444 2 R.MIETAQVDER.A 180 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.013433.01343 2 3.3033 0.2181 1495.01 1493.7 1 81.818184 1 K.GIEELFLDLCKR.M 168 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.012957.01295 2 4.5819 0.323 2133.09 2131.3 1 61.11111 4 R.DSNGAILVYDITDEDSFQK.V 91 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010881.01088 2 3.0249 0.1598 1624.21 1621.9 5 50 1 K.MLGNEICLCIVGNK.I 120 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.009050.00905 3 3.3338 0.2375 2090.6 2091.2 2 36.11111 2 K.ERHVSIQEAESYAESVGAK.H 139 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.009332.0093 3 3.7862 0.3761 1805.45 1805.9 1 43.75 2 R.HVSIQEAESYAESVGAK.H 141 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008993.00899 3 3.6328 0.2434 1806.02 1805.9 1 39.0625 2 R.HVSIQEAESYAESVGAK.H 141 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010925.0109 2 2.9517 0.1781 1623.67 1621.9 1 61.538464 2 K.MLGNEICLCIVGNK.I 120 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009720.0097 1 1.8255 0.157 1474.06 1473.6 5 54.166668 1 R.VNLAIWDTAGQER.F 68 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.012225.0122 2 5.91 0.4351 2133.59 2131.3 1 72.22222 4 R.DSNGAILVYDITDEDSFQK.V 91 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.014579.0145 2 3.1729 0.4104 1337.33 1337.5 1 80 2 K.GIEELFLDLCK.R 168 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010677.01067 1 2.7009 0.3269 1236.72 1237.4 1 72.22222 4 R.FHALGPIYYR.D 81 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_PK_109.009182.0091 2 3.492 0.1889 1469.79 1469.6 1 75 3 R.RGVQIIDDEPQAQ.T 203 1 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.009357.0093 2 5.272 0.4601 1807.59 1805.9 1 81.25 2 R.HVSIQEAESYAESVGAK.H 141 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsSD-NE_NT_lymphocytes_Ti_103.013832.013832.2 2 2.8949 0.2021 2133.25 2131.3 1 44.444447 1 R.DSNGAILVYDITDEDSFQK.V 91 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsSD-NE_NT_lymphocytes_Ti_104.011060.011060.2 2 3.8156 0.1967 1472.83 1473.6 1 83.33333 2 R.VNLAIWDTAGQER.F 68 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009608.0096 2 4.297 0.3954 1628.97 1629.8 1 80.769226 2 K.RVNLAIWDTAGQER.F 67 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2422.242 2 5.789 0.4911 1805.95 1805.9 1 78.125 2 R.HVSIQEAESYAESVGAK.H 141 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.010778.0107 1 3.3421 0.2428 1237.64 1237.4 1 77.77778 5 R.FHALGPIYYR.D 81 2 *
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_055814.1| gi|7661922|ref|NP_055814.1| "RAB21, member RAS oncogene family [Homo sapiens] " 14 53 54.7 225 24348 7.9 HsSD-NE_NT_lymphocytes_Ti_110.010606.010606.2 2 2.3468 0.202 1360.17 1360.6 1 68.181816 2 K.HITTLQASFLTK.K 48 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_Ti_114.000249.000249 2 5.1481 0.2998 1933.19 1931.3 1 70.588234 58 K.LGLVFDDVVGIVEIINSK.D 378 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_Ti_114.014861.014861 2 5.5276 0.3362 2058.51 2059.5 1 66.66667 27 K.KLGLVFDDVVGIVEIINSK.D 377 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_Ti_102.010644.010644 2 3.7597 0.2385 2416.23 2416.7 1 52.63158 1 K.WRVENQENVSNLVIEDTELK.Q 329 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_Ti_103.010910.010910 2 3.3989 0.1764 2073.87 2074.2 1 58.823532 2 R.VENQENVSNLVIEDTELK.Q 331 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_Ti_102.010074.010074 2 3.9503 0.1306 1932.09 1929.2 1 58.823532 1 R.SALFAQINQGESITHALK.H 255 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_PK_108.016588.016588 2 3.1103 0.1564 1403.85 1401.6 2 66.66667 2 F.DDVVGIVEIINSK.D 383 1 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_NT_lymphocytes_Ti_110.010574.01057 2 3.0381 0.3576 1928.19 1929.2 1 52.941177 2 R.SALFAQINQGESITHALK.H 255 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_NT_lymphocytes_Ti_106.019176.01917 2 3.1531 0.4065 2352.97 2352.7 4 38.636364 1 K.AGAAPYVQAFDSLLAGPVAEYLK.I 38 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010270.0102 2 5.6291 0.494 2073.49 2074.2 1 64.70589 2 R.VENQENVSNLVIEDTELK.Q 331 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_NT_lymphocytes_Ti_106.005888.00588 2 3.0713 0.0972 1382.55 1383.5 1 81.818184 1 R.LEAVSHTSDMHR.G 18 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010457.0104 2 4.212 0.2503 1929.29 1929.2 1 64.70589 3 R.SALFAQINQGESITHALK.H 255 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.019178.0191 2 3.7038 0.4784 2351.59 2352.7 1 47.727272 1 K.AGAAPYVQAFDSLLAGPVAEYLK.I 38 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_NT_lymphocytes_Ti_102.008002.008002.2 2 4.9825 0.3528 1760.45 1758.9 1 76.666664 2 R.ALLVTASQCQQPAENK.L 85 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_PK_104.014098.014098 2 3.3988 0.3979 2073.57 2074.2 1 58.823532 2 R.VENQENVSNLVIEDTELK.Q 331 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_NT_lymphocytes_Ti_115.009658.009658.2 2 4.4229 0.3564 1837.79 1839.1 1 55.88235 6 R.SGPKPFSAPKPQTSPSPK.R 295 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2670.267 2 4.5032 0.2922 1928.51 1929.2 1 58.823532 3 R.SALFAQINQGESITHALK.H 255 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_PK_106.015766.015766 1 2.6276 0.189 1402.08 1401.6 5 54.166668 2 F.DDVVGIVEIINSK.D 383 1 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_NT_lymphocytes_Ti_104.020670.020670.2 2 5.851 0.4583 2355.39 2352.7 1 54.545456 1 K.AGAAPYVQAFDSLLAGPVAEYLK.I 38 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_NT_lymphocytes_Ti_102.011272.011272.2 2 5.5376 0.4382 2076.41 2074.2 1 70.588234 7 R.VENQENVSNLVIEDTELK.Q 331 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_PHA_lymphocytes_PK_105.013749.013749 2 3.9841 0.2273 2371.51 2372.6 1 40 1 R.VENQENVSNLVIEDTELKQVA.Y 331 1 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5216.521 2 4.994 0.3786 2355.2 2352.7 1 50 4 K.AGAAPYVQAFDSLLAGPVAEYLK.I 38 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsSD-NE_NT_lymphocytes_Ti_115.019618.019618.2 2 3.6758 0.1274 1931.63 1931.3 4 47.058823 8 K.LGLVFDDVVGIVEIINSK.D 378 2 *
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|NP_001099000.1| gi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated protein [Homo sapiens] 13 138 27.2 475 51673 8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009494.0094 3 3.6501 0.2258 1839.8 1839.1 1 42.647057 1 R.SGPKPFSAPKPQTSPSPK.R 295 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_PHA_lymphocytes_Ti_109.011194.011194 3 3.2366 0.0809 3144.17 3146.5 2 26.785713 1 K.CLREEIHKDLLVTGAYEISDQSGGAGGLR.S 43 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.010780.010780 3 5.1535 0.3901 2719.16 2717 1 29 4 R.EEIHKDLLVTGAYEISDQSGGAGGLR.S 46 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_PHA_lymphocytes_Ti_113.013137.013137 2 3.0717 0.1944 2032.71 2031.3 3 46.875 1 R.RLEDLSESIVNDFAYMK.K 153 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008216.0082 1 2.044 0.1025 1096.75 1097.3 2 62.5 1 K.LKPLEVELR.R 144 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010650.01065 2 3.3399 0.2672 1286.83 1285.6 1 90 2 R.IPDQLVILDMK.H 117 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.013767.0137 2 4.2205 0.4088 2030.43 2031.3 1 71.875 1 R.RLEDLSESIVNDFAYMK.K 153 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.010926.0109 3 6.678 0.3888 3149.09 3146.5 1 34.82143 3 K.CLREEIHKDLLVTGAYEISDQSGGAGGLR.S 43 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.010755.0107 2 4.2849 0.2495 2081.85 2080.3 1 50 8 K.DLLVTGAYEISDQSGGAGGLR.S 51 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_Ti_115.012689.01268 2 3.6952 0.3333 2033.73 2031.3 1 59.375 4 R.RLEDLSESIVNDFAYMK.K 153 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010667.01066 1 2.8713 0.1445 1286.78 1285.6 1 70 1 R.IPDQLVILDMK.H 117 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014355.01435 2 5.3371 0.3421 1876.71 1875.1 1 86.666664 1 R.LEDLSESIVNDFAYMK.K 154 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014273.0142 2 4.754 0.3919 1876.63 1875.1 1 80 4 R.LEDLSESIVNDFAYMK.K 154 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008072.00807 2 2.3472 0.1226 1096.85 1097.3 3 81.25 2 K.LKPLEVELR.R 144 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_NT_lymphocytes_Ti_113.018757.018757.2 2 2.3728 0.1694 2270.27 2267.4 7 38.235294 1 K.FAFTTEDYDMFEVCFESK.G 95 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1935.193 2 5.6061 0.4923 1849.25 1850 1 75 2 K.ITDSAGHILYSKEDATK.G 76 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_NT_lymphocytes_Ti_103.014255.014255.2 2 4.7237 0.3621 2082.33 2080.3 1 55 2 K.DLLVTGAYEISDQSGGAGGLR.S 51 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_NT_lymphocytes_Ti_107.014689.014689.2 2 3.3408 0.1166 2032.81 2031.3 3 56.25 2 R.RLEDLSESIVNDFAYMK.K 153 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1879.187 2 4.9109 0.4222 2035.54 2035.3 1 55.555557 2 K.ITDSAGHILYSKEDATKGK.F 76 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_NT_lymphocytes_Ti_103.008057.008057.2 2 2.4101 0.0805 1306.89 1305.5 1 68.181816 1 K.ITDSAGHILYSK.E 76 2 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_PHA_lymphocytes_PK_105.015669.015669 2 3.6039 0.3398 1537.29 1537.7 1 75 2 R.RLEDLSESIVNDF.A 153 1 *
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NP_006818.3| gi|98986464|ref|NP_006818.3| transmembrane emp24 domain-containing protein 10 precursor [Ho 14 48 47 219 24976 7.5 HsSD-NE_NT_lymphocytes_Ti_103.015362.015362.2 2 5.3285 0.3587 1877.63 1875.1 1 80 3 R.LEDLSESIVNDFAYMK.K 154 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.005825.00582 2 3.3659 0.1566 1532.61 1533.6 1 57.14286 2 K.GSGDSSQVTQVSPQR.I 99 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.008854.0088 2 2.4598 0.1314 1124.63 1124.4 1 72.22222 2 K.SFTIKPVGFK.D 439 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.009152.0091 2 3.311 0.3718 1510.21 1511.5 1 80 3 K.YCECDDFSCVR.Y 546 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.013383.01338 2 3.3216 0.2168 2055.87 2055.2 1 50 1 R.DAPEGGFDAIMQATVCDEK.I 243 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008006.0080 2 3.316 0.2719 1283.77 1283.5 1 90 3 K.HVLTLTDQVTR.F 218 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006336.0063 2 3.6138 0.2366 1532.29 1533.6 1 64.28571 4 K.GSGDSSQVTQVSPQR.I 99 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.015116.0151 3 4.8511 0.2216 3538.1 3538 1 29.166666 2 R.IGFGAFVDKPVSPYMYISPPEALENPCYDMK.T 177 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008648.00864 2 2.4406 0.1119 1125.47 1124.4 1 77.77778 5 K.SFTIKPVGFK.D 439 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_PK_105.007535.0075 2 3.0177 0.172 1673.95 1671.6 5 57.692307 1 Y.GDTCEKCPTCPDAC.T 621 0 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.012593.0125 2 3.4895 0.3121 1268.27 1267.4 1 81.818184 6 K.IGDTVSFSIEAK.V 417 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007014.00701 2 3.1462 0.4187 2686.93 2686.9 1 47.916664 2 R.VLEDRPLSDKGSGDSSQVTQVSPQR.I 89 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.012147.0121 2 5.971 0.5051 2056.07 2055.2 1 75 8 R.DAPEGGFDAIMQATVCDEK.I 243 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_PK_109.010877.0108 2 4.2837 0.2653 1822.35 1821.9 1 66.66667 11 K.DNCAPESIEFPVSEAR.V 73 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsSD-NE_NT_lymphocytes_Ti_102.013988.013988.2 2 2.5589 0.1924 2055.69 2055.2 1 44.444447 1 R.DAPEGGFDAIMQATVCDEK.I 243 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2026.202 2 3.6357 0.2318 1283.53 1283.5 1 90 2 K.HVLTLTDQVTR.F 218 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2066.206 2 3.7064 0.0916 1421.37 1421.6 1 77.27273 1 R.AKWDTANNPLYK.E 763 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1924.192 3 4.8956 0.3752 2686.65 2686.9 1 35.416664 2 R.VLEDRPLSDKGSGDSSQVTQVSPQR.I 89 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2847.284 2 3.0623 0.2325 2046.92 2045.3 1 58.823532 3 K.IGWRNDASHLLVFTTDAK.T 262 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsSD-NE_NT_lymphocytes_Ti_106.014698.014698.3 3 4.6488 0.2769 3536.39 3538 1 28.333334 2 R.IGFGAFVDKPVSPYMYISPPEALENPCYDMK.T 177 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1779.17 3 5.6088 0.465 2686.67 2686.9 1 32.291664 1 R.VLEDRPLSDKGSGDSSQVTQVSPQR.I 89 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2027.202 1 2.8756 0.2965 1282.71 1283.5 1 70 2 K.HVLTLTDQVTR.F 218 2 *
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235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2467.246 2 4.2557 0.4003 2029.42 2030.3 1 56.25 2 K.HVLTLTDQVTRFNEEVK.K 218 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1783.178 2 2.3174 0.1216 883.43 883 1 78.57143 2 K.THIALDGR.L 280 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2571.257 3 4.0222 0.1996 2935.48 2936.2 1 27.083334 1 R.CDLKENLLKDNCAPESIEFPVSEAR.V 64 2 *
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NP_000203.2| gi|47078292|ref|NP_000203.2| "integrin beta chain, beta 3 precursor [Homo sapiens] " 18 70 26.6 788 87058 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1891.189 2 2.879 0.189 959.74 960.12 8 85.71429 1 R.SKVELEVR.D 379 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.022671.022671 2 3.8868 0.3677 1885.69 1883.1 1 60.000004 31 K.LTDNIFLEILYSTDPK.L 422 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_115.014740.014740 2 2.6619 0.22 1832.45 1833.1 7 46.666668 1 M.KVINDPIHGHIELHPL.L 116 0 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.014186.014186 3 3.9746 0.2592 2938.64 2940.2 4 28 2 R.DVLCVQIAGLCHDLGHGPFSHMFDGR.F 195 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_107.008180.008180 2 3.8078 0.3671 1917.47 1918 1 75 7 R.DCHHLGIQNNFDYKR.F 319 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_107.013252.013252 2 3.0489 0.3119 1557.93 1558.7 4 62.5 2 C.ARDKEVGNLYDMF.H 351 0 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_108.013982.013982 2 3.9899 0.3044 2642.95 2643.9 1 45.454548 7 Q.WCADRNFTKPQDGDVIAPLITPQ.K 572 0 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_108.010666.010666 2 2.9756 0.3141 1444.47 1442.6 1 72.72727 1 D.WSPGLELHPDYK.T 32 1 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.013794.013794 2 4.1331 0.423 2256.99 2258.5 1 52.499996 1 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.010267.010267 3 4.7299 0.3084 2073.74 2073.4 1 44.11765 5 K.VINDPIHGHIELHPLLVR.I 117 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_113.013257.013257 2 4.3563 0.3057 2940.41 2940.2 1 40 5 R.DVLCVQIAGLCHDLGHGPFSHMFDGR.F 195 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_108.011824.011824 2 4.3264 0.4218 2082.37 2083.4 1 55.555557 2 R.NFTKPQDGDVIAPLITPQK.K 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_107.009822.009822 2 3.1662 0.2647 1562.71 1563.7 2 68.181816 2 A.RVCEVDNELRIC.A 339 0 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.017781.017781 3 3.0619 0.119 2361.59 2359.7 2 36.842106 1 K.LKAEDFIVDVINMDYGMQEK.N 493 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.005499.005499 2 2.5819 0.1095 1185.35 1184.4 7 72.22222 1 R.LVQIHVDTMK.V 107 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_112.014377.014377 3 4.5573 0.3693 4622 4623.3 1 21.052631 1 K.WTHEQGSVMMFEHLINSNGIKPVMEQYGLIPEEDICFIK.E 231 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_Ti_108.016953.016953 2 3.8201 0.318 2361.13 2359.7 1 50 3 K.LKAEDFIVDVINMDYGMQEK.N 493 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013562.01356 3 5.1623 0.4169 2258.84 2258.5 1 47.5 4 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011136.01113 2 2.931 0.1528 1481.21 1480.6 1 72.72727 2 K.TWGPEQVCSFLR.R 44 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007220.0072 2 2.6158 0.1374 1378.35 1378.6 1 75 1 K.IKREDYESLPK.E 468 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009992.00999 2 3.3771 0.2524 1919.51 1918 1 57.14286 2 R.DCHHLGIQNNFDYKR.F 319 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015551.0155 3 4.4198 0.3159 2260.04 2258.5 1 43.75 4 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.009564.0095 2 3.1904 0.31 2083.79 2083.4 1 47.22222 2 R.NFTKPQDGDVIAPLITPQK.K 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009495.00949 2 3.092 0.1326 1200.29 1200.4 2 88.88889 2 K.SFLYEIVSNK.R 295 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.018644.01864 2 3.9226 0.3747 1651.75 1652 1 64.28571 1 K.VGNIIDTMITDAFLK.A 378 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008967.0089 2 3.5203 0.2384 2211.05 2211.6 3 44.736843 2 R.NFTKPQDGDVIAPLITPQKK.E 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009618.00961 2 2.9789 0.3111 1358.05 1356.6 1 70 3 K.SFLYEIVSNKR.N 295 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011160.01116 1 1.8973 0.1431 1481.8 1480.6 1 59.090908 1 K.TWGPEQVCSFLR.R 44 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008966.0089 3 4.0176 0.1542 2212.88 2211.6 2 32.894737 2 R.NFTKPQDGDVIAPLITPQKK.E 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013551.01355 2 6.126 0.4967 2259.05 2258.5 1 70 5 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013376.01337 2 4.8955 0.3794 2189.65 2187.5 1 61.11111 5 K.EQIVGPLESPVEDSLWPYK.G 270 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006638.00663 2 2.4496 0.1313 1132.49 1134.2 2 93.75 1 R.VCEVDNELR.I 340 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017702.0177 2 4.8143 0.4186 1651.71 1652 1 78.57143 4 K.VGNIIDTMITDAFLK.A 378 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.009232.00923 2 4.0363 0.4353 2082.13 2083.4 2 47.22222 1 R.NFTKPQDGDVIAPLITPQK.K 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_112.013444.01344 3 4.5406 0.3739 3342.38 3339.7 1 24.13793 2 R.FEHSLGVGYLAGCLVHALGEKQPELQISER.D 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.018566.01856 2 3.3804 0.2297 1885.05 1883.1 2 53.333336 4 K.LTDNIFLEILYSTDPK.L 422 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010952.01095 2 3.8776 0.2787 1818.31 1818 1 66.66667 2 R.ENEITGALLPCLDESR.F 70 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010798.01079 3 4.2496 0.2583 2210.72 2211.6 4 31.578945 2 R.NFTKPQDGDVIAPLITPQKK.E 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007887.00788 2 3.9126 0.2706 1764.53 1761.9 2 57.692307 1 R.DCHHLGIQNNFDYK.R 319 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008789.00878 2 4.3928 0.3673 2513.43 2513.7 1 50 1 R.TPSNTPSAEADWSPGLELHPDYK.T 21 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.016527.01652 2 2.8532 0.2993 2359.17 2359.7 2 36.842106 1 K.LKAEDFIVDVINMDYGMQEK.N 493 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_111.014729.014729.2 2 6.4812 0.5345 2257.29 2258.5 1 72.5 5 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_102.015116.015116.2 2 3.8168 0.3572 2187.93 2187.5 1 50 2 K.EQIVGPLESPVEDSLWPYK.G 270 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_109.010630.010630.2 2 4.0937 0.4263 2210.67 2211.6 1 52.63158 2 R.NFTKPQDGDVIAPLITPQKK.E 577 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_106.014373.014373 2 2.8084 0.3409 1605.29 1606.8 3 66.66667 1 A.LLPCLDESRFENL.G 77 0 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3658.365 3 3.3181 0.1184 3489.43 3490.8 2 20.833332 1 K.NIRENEITGALLPCLDESRFENLGVSSLGER.K 67 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_115.012884.012884.2 2 3.0394 0.2281 2075.87 2073.4 2 41.17647 1 K.VINDPIHGHIELHPLLVR.I 117 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013238.0132 2 6.0295 0.4705 2257.35 2258.5 1 72.5 5 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_111.014750.014750.3 3 6.1851 0.5529 2256.23 2258.5 1 53.750004 6 R.FEHSLGVGYLAGCLVHALGEK.Q 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_111.017551.017551.2 2 3.3604 0.2187 1885.27 1883.1 5 46.666668 11 K.LTDNIFLEILYSTDPK.L 422 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3679.367 2 2.8074 0.1274 2013.99 2014.3 6 43.75 1 K.NQVSQLLPEKFAEQLIR.V 535 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_104.015038.015038.3 3 3.7351 0.1857 3106.94 3107.4 1 27.777779 1 R.ENEITGALLPCLDESRFENLGVSSLGER.K 70 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013299.0132 3 4.7151 0.3496 3339.14 3339.7 1 27.586206 1 R.FEHSLGVGYLAGCLVHALGEKQPELQISER.D 165 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_108.018703.018703.2 2 5.3294 0.4249 1653.09 1652 1 82.14286 16 K.VGNIIDTMITDAFLK.A 378 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_106.013223.013223.3 3 3.2648 0.1051 3489.86 3490.8 3 23.333334 1 K.NIRENEITGALLPCLDESRFENLGVSSLGER.K 67 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007894.0078 2 2.5779 0.1672 1918.01 1918 1 71.42857 1 R.DCHHLGIQNNFDYKR.F 319 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.014891.0148 2 3.3757 0.2087 1884.51 1883.1 5 46.666668 7 K.LTDNIFLEILYSTDPK.L 422 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_NT_lymphocytes_Ti_111.011412.011412.2 2 4.1767 0.395 1917.05 1918 1 75 4 R.DCHHLGIQNNFDYKR.F 319 2 *
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NP_056289.2| gi|38016914|ref|NP_056289.2| SAM domain- and HD domain-containing protein 1 [Homo sapiens] 37 195 58 626 72201 7.1 HsSD-NE_PHA_lymphocytes_PK_106.012983.012983 2 3.5618 0.3438 1954.25 1955.2 1 55.88235 2 R.NFTKPQDGDVIAPLITPQ.K 577 1 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsSD-NE_PHA_lymphocytes_Ti_115.014213.014213 3 4.2041 0.2773 4508.51 4508 1 20.625 2 K.KEEQVISLGPQVAEGENVFGVCHIFASFNDTFVHVTDLSGK.E 10 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsSD-NE_PHA_lymphocytes_Ti_101.010936.010936 2 4.7623 0.4162 2265.73 2266.4 1 65 1 K.ADRDESSPYAAMLAAQDVAQR.C 64 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.009519.0095 2 3.3023 0.2571 2265.93 2266.4 1 45 1 K.ADRDESSPYAAMLAAQDVAQR.C 64 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsNaOH-NE_NT_lymphocytes_PK_105.009242.0092 2 3.7759 0.3157 1430.45 1430.6 1 75 2 R.IEDVTPIPSDSTR.R 129 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009024.00902 2 4.4387 0.3498 2266.25 2266.4 1 67.5 2 K.ADRDESSPYAAMLAAQDVAQR.C 64 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsSD-NE_PHA_lymphocytes_PK_105.010743.010743 2 2.9772 0.2727 1239.81 1238.3 1 75 1 F.ASFNDTFVHVT.D 35 0
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.018171.0181 3 3.9321 0.2897 4509.2 4508 1 20 1 K.KEEQVISLGPQVAEGENVFGVCHIFASFNDTFVHVTDLSGK.E 10 2 *
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NP_001020242.1| gi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sapiens] 4 11 49.7 151 16273 10.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_104.2318.23 2 3.1408 0.2236 1430.24 1430.6 1 66.66667 1 R.IEDVTPIPSDSTR.R 129 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_109.008364.008364 2 3.3196 0.1077 1723.81 1721.9 1 67.85714 3 K.KHPDASVNFSEFSKK.C 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_PK_111.011360.011360 1 3.1152 0.3592 1521.98 1521.8 1 67.85714 2 K.IKGEHPGLSIGDVAK.K 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.008126.008126 2 3.4349 0.3469 1522.49 1521.8 1 60.714287 5 K.IKGEHPGLSIGDVAK.K 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_109.010880.010880 2 3.4506 0.3695 1499.73 1497.7 1 77.27273 7 K.MSSYAFFVQTCR.E 13 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.008561.008561 1 1.8376 0.3486 1592.82 1593.7 1 57.692307 1 K.KHPDASVNFSEFSK.K 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.008612.008612 2 4.4587 0.369 1592.97 1593.7 1 84.61539 6 K.KHPDASVNFSEFSK.K 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_109.008082.008082 2 3.3432 0.1873 1651.87 1649.9 1 63.333332 2 K.IKGEHPGLSIGDVAKK.L 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.011915.011915 2 3.4269 0.2639 2000.89 2003.3 1 60.000004 3 K.RPPSAFFLFCSEYRPK.I 97 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.008006.008006 3 3.6513 0.2289 1649.48 1649.9 8 45 2 K.IKGEHPGLSIGDVAKK.L 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.011871.011871 3 6.1027 0.3921 2001.35 2003.3 1 55 18 K.RPPSAFFLFCSEYRPK.I 97 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_NT_lymphocytes_PK_105.019652.0196 3 3.9236 0.2758 3882.11 3879.5 1 25.833332 1 K.KKEEEEDEEDEEDEEEEEDEEDEDEEEDDDD.E 184 1 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009953.00995 1 2.0473 0.4128 1521.78 1521.8 1 57.14286 1 K.IKGEHPGLSIGDVAK.K 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009702.00970 2 3.1086 0.2958 1650.65 1649.9 3 50 1 K.IKGEHPGLSIGDVAKK.L 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007821.0078 3 3.8856 0.2917 1522.43 1521.8 1 50 1 K.IKGEHPGLSIGDVAK.K 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010124.01012 2 3.3263 0.2698 1592.63 1593.7 1 76.92308 1 K.KHPDASVNFSEFSK.K 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007606.0076 2 3.4124 0.374 1281.31 1280.4 1 70.83333 2 K.GEHPGLSIGDVAK.K 115 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.007952.0079 2 4.3374 0.32 1592.71 1593.7 1 88.46153 2 K.KHPDASVNFSEFSK.K 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007614.0076 1 2.7954 0.385 1280.68 1280.4 1 54.166668 1 K.GEHPGLSIGDVAK.K 115 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007871.0078 2 3.5349 0.2567 2366.67 2367.6 1 52.63158 1 K.KLGEMWNNTAADDKQPYEKK.A 128 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007857.0078 2 3.787 0.2982 2238.73 2239.5 1 52.77778 4 K.KLGEMWNNTAADDKQPYEK.K 128 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007856.0078 1 3.6613 0.3808 1522.82 1521.8 1 67.85714 2 K.IKGEHPGLSIGDVAK.K 113 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_NT_lymphocytes_Ti_104.008974.008974.2 2 3.7418 0.4064 2109.77 2111.3 1 52.941177 1 K.LGEMWNNTAADDKQPYEK.K 129 2
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsSD-NE_NT_lymphocytes_Ti_110.009527.009527.2 2 3.3999 0.0886 1593.41 1593.7 1 73.07692 1 K.KHPDASVNFSEFSK.K 30 2 *
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_002119.1| gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo sapiens] 17 71 50.7 215 24894 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007832.0078 2 4.2335 0.4069 1521.63 1521.8 1 71.42857 3 K.IKGEHPGLSIGDVAK.K 113 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_101.013844.013844 2 3.139 0.2971 2144.91 2142.5 1 52.77778 2 K.VRTDITYPAGFMDVISIDK.T 76 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.007987.007987 3 4.7749 0.4244 1509.8 1507.7 1 58.333332 6 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_PK_112.012272.012272 1 1.9921 0.1716 1170.08 1168.4 6 50 1 N.GNKPWISLPR.G 231 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_102.007078.007078 2 3.4212 0.2675 1567.87 1565.8 2 60.714287 1 K.LTGVFAPRPSTGPHK.L 23 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_PK_115.012422.012422 2 3.4669 0.2863 1567.45 1565.8 2 60.714287 1 K.LTGVFAPRPSTGPHK.L 23 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_103.014583.014583 3 3.9573 0.2178 1543.73 1543.9 7 54.545456 1 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.008018.008018 2 3.6274 0.3478 1506.73 1507.7 1 70.83333 10 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_115.013210.013210 2 3.0232 0.0869 1543.59 1543.9 1 72.72727 4 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_108.008090.008090 1 2.2879 0.2429 1507.88 1507.7 1 54.166668 4 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_115.012080.012080 3 4.214 0.373 2376.74 2376.8 1 36.25 9 K.HWMLDKLTGVFAPRPSTGPHK.L 17 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_PHA_lymphocytes_Ti_110.007786.007786 2 2.249 0.188 1217.21 1216.4 9 70 1 K.GIPHLVTHDAR.T 135 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.008938.0089 1 2.85 0.1769 1447.6 1446.6 3 54.166668 1 K.VNDTIQIDLETGK.I 156 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_NT_lymphocytes_Ti_114.013155.01315 3 4.1937 0.1767 1543.31 1543.9 2 63.636364 1 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009825.0098 2 3.7354 0.3555 1781.19 1784 1 62.5 1 K.FDTGNLCMVTGGANLGR.I 175 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009700.0097 2 3.6354 0.4092 1446.53 1446.6 1 70.83333 2 K.VNDTIQIDLETGK.I 156 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.014324.0143 2 2.4183 0.1515 1887.39 1887.2 1 43.75 1 R.TDITYPAGFMDVISIDK.T 78 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009879.00987 2 2.8041 0.35 1505.35 1507.7 2 66.66667 2 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_NT_lymphocytes_PK_112.012218.0122 2 3.3487 0.3412 1446.37 1446.6 1 79.16667 2 K.VNDTIQIDLETGK.I 156 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009730.00973 2 2.6724 0.1213 1216.25 1216.4 3 80 1 K.GIPHLVTHDAR.T 135 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.015872.0158 2 2.008 0.0941 1273.95 1274.6 5 61.11111 1 R.ECLPLIIFLR.N 40 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_115.013586.013586.2 2 3.755 0.2164 1543.23 1543.9 1 77.27273 3 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_106.014964.014964.2 2 2.6062 0.1733 1273.87 1274.6 1 72.22222 2 R.ECLPLIIFLR.N 40 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009900.0099 2 3.1229 0.1971 1216.05 1216.4 1 75 2 K.GIPHLVTHDAR.T 135 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_102.009746.009746.2 2 3.897 0.2825 1446.33 1446.6 1 75 4 K.VNDTIQIDLETGK.I 156 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_111.011177.011177.1 1 2.9238 0.2535 1217.77 1216.4 1 65 2 K.GIPHLVTHDAR.T 135 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.013160.0131 2 3.9529 0.2586 1544.73 1543.9 1 77.27273 4 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010014.0100 1 2.1781 0.2305 1509.45 1507.7 4 50 1 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012465.0124 2 2.358 0.2211 1673.69 1672 3 53.846157 1 K.HWMLDKLTGVFAPR.P 17 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_111.011321.011321.1 1 2.0579 0.3545 1506.83 1507.7 1 58.333332 2 R.ERHPGSFDVVHVK.D 199 2
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.013215.0132 3 4.995 0.1008 1544.06 1543.9 8 59.090908 5 K.LRECLPLIIFLR.N 38 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_103.010178.010178.1 1 3.1071 0.2978 1446.13 1446.6 1 62.5 1 K.VNDTIQIDLETGK.I 156 2 *
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_000998.1| gi|4506725|ref|NP_000998.1| "ribosomal protein S4, X-linked X isoform [Homo sapiens] " 18 80 44.1 263 29598 10.2 HsSD-NE_NT_lymphocytes_Ti_112.011057.011057.1 1 2.2976 0.202 1565.72 1565.8 6 50 1 K.LTGVFAPRPSTGPHK.L 23 2
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.006843.006843 2 2.4958 0.1204 1262.67 1263.4 3 72.22222 2 R.YQVSWSLDHK.S 86 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_PHA_lymphocytes_PK_110.010524.010524 2 3.1875 0.2487 1623.53 1622.9 1 57.14286 2 M.ALYADVGGKQFPVTR.G 65 1 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsNaOH-NE_NT_lymphocytes_PK_112.013431.0134 2 3.3013 0.2953 1406.43 1406.5 1 80 1 R.FFDEESYSLLR.K 106 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1572.157 2 2.2911 0.2759 1092.13 1091.2 1 77.77778 1 K.SAHAGTYEVR.F 96 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2725.27 2 4.2085 0.3877 1406.59 1406.5 1 90 1 R.FFDEESYSLLR.K 106 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_NT_lymphocytes_Ti_105.016509.016509.2 2 4.1098 0.3754 2166.49 2167.4 1 50 2 R.NNEDISIIPPLFTVSVDHR.G 121 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_PHA_lymphocytes_PK_105.013416.013416 2 3.8263 0.3614 1408.73 1406.5 1 90 1 R.FFDEESYSLLR.K 106 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_NT_lymphocytes_Ti_103.011772.011772.1 1 1.8587 0.2612 1405.7 1406.5 1 60.000004 1 R.FFDEESYSLLR.K 106 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2846.284 2 3.9803 0.3287 1406.32 1406.5 1 85 1 R.FFDEESYSLLR.K 106 2 *
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_006271.1| gi|5454090|ref|NP_006271.1| "signal sequence receptor, delta [Homo sapiens] " 6 13 37.6 173 18999 6.2 HsSD-NE_NT_lymphocytes_Ti_102.011936.011936.2 2 2.4464 0.1166 1407.49 1406.5 7 70 1 R.FFDEESYSLLR.K 106 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsSD-NE_PHA_lymphocytes_Ti_114.011740.011740 3 3.5026 0.1629 2310.65 2312.7 2 34.72222 1 R.NKDHPAFAPLYFPMELHRK.E 88 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.015539.0155 2 4.7172 0.412 2422.19 2419.7 1 60.000004 2 K.AFEYNMQIFNELDQAGSTLAR.E 226 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010971.01097 2 5.7364 0.419 2227.89 2225.5 1 75 3 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.016550.0165 2 4.3381 0.4489 2240.65 2239.5 1 50 3 K.LATTALYFTYSALEEEMER.N 69 2 *
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241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012417.01241 3 4.1929 0.3284 1943.96 1942.2 1 48.333332 2 K.DHPAFAPLYFPMELHR.K 90 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013698.0136 2 2.9362 0.2354 2340.21 2337.5 1 50 1 K.DMEYFFGENWEEQVQCPK.A 112 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012429.01242 2 3.6535 0.4114 1944.55 1942.2 1 70 2 K.DHPAFAPLYFPMELHR.K 90 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016960.01696 2 5.1974 0.4199 2241.75 2239.5 1 63.88889 9 K.LATTALYFTYSALEEEMER.N 69 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015717.01571 2 3.0353 0.2449 2419.33 2419.7 3 35 1 K.AFEYNMQIFNELDQAGSTLAR.E 226 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008798.0087 2 3.0567 0.288 2391.07 2391.5 1 42.5 1 K.CPFYAAEQDKGALEGSSCPFR.T 265 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012582.01258 2 4.6751 0.3872 2634.95 2634.9 1 43.18182 7 K.LPSTGEGTQFYLFENVDNAQQFK.Q 177 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008596.00859 3 3.1505 0.2362 2391.95 2391.5 1 40 1 K.CPFYAAEQDKGALEGSSCPFR.T 265 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008567.00856 2 5.457 0.4444 2392.91 2391.5 1 65 4 K.CPFYAAEQDKGALEGSSCPFR.T 265 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.012393.0123 2 4.79 0.39 2634.63 2634.9 1 52.272724 6 K.LPSTGEGTQFYLFENVDNAQQFK.Q 177 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.011798.0117 2 4.5507 0.4457 2186.93 2184.5 1 61.764706 3 R.NKDHPAFAPLYFPMELHR.K 88 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2697.269 2 5.2038 0.3178 2224.53 2225.5 1 72.22222 1 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011084.0110 3 5.078 0.4176 2224.4 2225.5 1 56.944443 4 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.009902.0099 2 5.7019 0.3423 2225.89 2225.5 1 75 9 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsSD-NE_NT_lymphocytes_Ti_115.012185.012185.3 3 4.6997 0.3047 2187.02 2184.5 1 50 2 R.NKDHPAFAPLYFPMELHR.K 88 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsSD-NE_NT_lymphocytes_Ti_110.013998.013998.3 3 4.1179 0.307 1944.59 1942.2 1 40 1 K.DHPAFAPLYFPMELHR.K 90 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2842.28 2 5.4183 0.3873 2225.07 2225.5 1 75 1 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012377.0123 2 4.1891 0.4794 1945.11 1942.2 1 73.333336 1 K.DHPAFAPLYFPMELHR.K 90 2 *
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_002125.3| gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [Homo sapiens] 13 71 44.3 316 36033 5.4 HsSD-NE_NT_lymphocytes_Ti_111.012589.012589.2 2 5.4762 0.3328 2224.97 2225.5 1 80.55556 6 R.IHYIGQNEPELLVAHAYTR.Y 138 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.011735.011735 2 5.4734 0.4358 2009.89 2010.1 1 75 3 K.QVELALWDTAGQEDYDR.L 52 2
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.011963.011963 2 2.759 0.0927 1082.19 1081.3 1 87.5 3 K.TCLLIVFSK.D 19 2
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.020770.020770 2 3.0154 0.2092 2778.95 2776 1 34.782608 2 K.DEFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 59 1
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_PK_108.010064.0100 2 3.6273 0.3915 1353.83 1352.4 1 81.818184 6 F.ENYVADIEVDGK.Q 40 1
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.008918.0089 2 3.4262 0.2436 1231.23 1229.3 2 85 2 D.SPDSLENIPEK.W 88 1
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.018791.01879 2 3.3818 0.2517 2778.53 2776 1 47.826088 2 K.DEFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.009482.0094 2 4.0249 0.3009 1470.41 1469.5 1 90.909096 3 A.LWDTAGQEDYDR.L 57 1
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010788.01078 2 5.8605 0.4834 2011.55 2010.1 1 78.125 3 K.QVELALWDTAGQEDYDR.L 52 2
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011499.01149 2 3.2009 0.2307 1081.19 1081.3 1 87.5 2 K.TCLLIVFSK.D 19 2
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.018592.0185 2 4.7521 0.4004 2778.65 2776 1 50 5 K.DEFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_PHA_lymphocytes_PK_105.008446.008446 1 2.2814 0.1863 945.48 946.05 6 68.75 1 Y.VADIEVDGK.Q 43 1
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.019049.0190 3 3.1509 0.2545 2778.62 2776 1 29.347824 1 K.DEFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_NT_lymphocytes_Ti_102.012231.012231.2 2 5.2811 0.5116 2010.61 2010.1 1 71.875 6 K.QVELALWDTAGQEDYDR.L 52 2
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_NT_lymphocytes_Ti_103.020072.020072.2 2 4.1238 0.3159 2778.97 2776 1 45.652176 7 K.DEFPEVYVPTVFENYVADIEVDGK.Q 28 2 *
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_004031.1| gi|4757764|ref|NP_004031.1| "ras homolog gene family, member B [Homo sapiens] " 10 49 31.1 196 22123 5.2 HsSD-NE_PHA_lymphocytes_PK_105.011336.011336 1 2.5627 0.258 1413.68 1411.6 2 50 1 F.SKDEFPEVYVPT.V 26 0 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsSD-NE_PHA_lymphocytes_Ti_115.001632.001632 2 4.4555 0.3839 2599.95 2597.8 1 45 15 R.DYVFIEFCVEDSKDVNVNFEK.S 13 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsSD-NE_PHA_lymphocytes_Ti_101.009299.009299 2 4.0023 0.4193 1660.59 1661.8 3 57.14286 1 K.SKLTFSCLGGSDNFK.H 34 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.006422.0064 2 2.5895 0.134 1131.27 1132.2 1 83.33333 1 R.KGESGQSWPR.L 79 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsNaOH-NE_NT_lymphocytes_PK_107.010653.0106 2 3.7222 0.4465 1876.03 1876.8 1 71.42857 2 K.DWEDDSDEDMSNFDR.F 108 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsNaOH-NE_NT_lymphocytes_Ti_107.010190.01019 2 4.3577 0.4438 2067.23 2068.2 1 68.75 3 K.HLNEIDLFHCIDPNDSK.H 49 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.014218.0142 2 3.5972 0.2294 1537.51 1536.7 1 81.818184 2 K.LNWLSVDFNNWK.D 96 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsSD-NE_NT_lymphocytes_Ti_108.015173.015173.1 1 3.2569 0.2327 1537.97 1536.7 1 63.636364 7 K.LNWLSVDFNNWK.D 96 2 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsSD-NE_PHA_lymphocytes_PK_105.015171.01517 2 4.6001 0.5225 2779.53 2780.8 1 47.61905 1 S.VDFNNWKDWEDDSDEDMSNFDR.F 101 1 *
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NP_006592.3| gi|23308579|ref|NP_006592.3| "unactive progesterone receptor, 23 kD [Homo sapiens] " 9 34 56.2 160 18697 4.5 HsSD-NE_PHA_lymphocytes_PK_105.000150.000150 1 2.6322 0.1507 1093.38 1093.2 1 78.57143 2 R.DYVFIEFC.V 13 1 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.014074.014074 2 3.7071 0.3454 2127.01 2127.6 2 44.736843 3 R.CILLTSPGPHALLLVVPLGR.Y 106 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_PK_110.010380.010380 2 4.469 0.3667 1931.95 1933.1 1 73.333336 2 F.TRKDDLGDTNLHDYLR.E 154 1 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_PK_112.012470.012470 2 3.4688 0.3315 2192.79 2193.4 1 64.70589 2 L.IFTRKDDLGDTNLHDYLR.E 152 1 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.006305.006305 2 3.3169 0.3612 1413.37 1415.6 1 72.72727 3 K.KLAEQEAHYAVR.Q 282 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_Ti_113.013208.013208 3 3.8817 0.2898 2127.59 2127.6 2 35.526314 2 R.CILLTSPGPHALLLVVPLGR.Y 106 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006626.00662 2 4.5104 0.3574 1417.75 1415.6 1 90.909096 4 K.KLAEQEAHYAVR.Q 282 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012470.0124 2 5.3058 0.4562 2592.33 2591.8 1 52.173912 7 K.ETELVVVDTPGIFDTEVPNAETSK.E 78 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006602.0066 2 2.7029 0.2209 1287.67 1287.4 2 65 2 K.LAEQEAHYAVR.Q 283 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_115.013036.01303 2 3.4439 0.1826 1129.53 1128.4 4 87.5 3 R.SFMILIFTR.K 147 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.006884.0068 2 3.099 0.144 1418.05 1415.6 1 86.36364 1 K.KLAEQEAHYAVR.Q 282 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.012488.0124 3 4.8752 0.3354 2594.57 2591.8 2 31.52174 1 K.ETELVVVDTPGIFDTEVPNAETSK.E 78 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_111.008495.00849 1 2.2775 0.3834 1045.58 1046.2 1 61.11111 2 R.KVFHSGTAAK.S 54 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.016028.0160 2 5.0798 0.4321 1865.09 1865 1 76.666664 6 R.EAPEDIQDLMDIFGDR.Y 170 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.004754.0047 2 3.6256 0.1972 1401.71 1402.6 1 80 7 R.KLEDKVEQEKR.K 265 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.008546.0085 2 5.0311 0.4633 1677.65 1675.8 1 84.61539 2 R.KDDLGDTNLHDYLR.E 156 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.016251.01625 3 4.0653 0.3379 1864.7 1865 1 48.333332 2 R.EAPEDIQDLMDIFGDR.Y 170 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.004257.00425 2 2.8417 0.1387 1402.05 1402.6 1 75 2 R.KLEDKVEQEKR.K 265 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008264.00826 3 4.2382 0.3634 1673.84 1675.8 1 50 3 R.KDDLGDTNLHDYLR.E 156 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012256.01225 2 4.4843 0.4042 2592.41 2591.8 1 43.47826 2 K.ETELVVVDTPGIFDTEVPNAETSK.E 78 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006653.00665 3 3.0863 0.2252 1413.74 1415.6 1 47.727272 2 K.KLAEQEAHYAVR.Q 282 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2458.245 2 3.298 0.1946 1012.39 1012.2 3 87.5 2 R.AQLLGLIQR.V 203 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.013244.0132 3 3.8669 0.2192 2129.3 2127.6 1 39.473686 4 R.CILLTSPGPHALLLVVPLGR.Y 106 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_PK_105.016628.016628 2 3.7837 0.2138 1577.47 1577.8 1 73.07692 2 R.TEVESKDGILELIM.T 299 1 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_PK_105.016778.016778 2 3.4595 0.1977 1678.79 1678.9 1 64.28571 1 R.TEVESKDGILELIMT.A 299 1 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.008808.0088 1 2.7849 0.3543 1046.53 1046.2 1 66.66667 1 R.KVFHSGTAAK.S 54 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_NT_lymphocytes_Ti_103.013714.013714.2 2 5.4381 0.4549 2594.41 2591.8 1 47.826088 5 K.ETELVVVDTPGIFDTEVPNAETSK.E 78 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_NT_lymphocytes_Ti_102.017760.017760.2 2 3.5415 0.4393 1864.29 1865 1 63.333332 2 R.EAPEDIQDLMDIFGDR.Y 170 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_PHA_lymphocytes_PK_105.011110.011110 2 3.4213 0.3404 1549.49 1547.6 1 70.83333 1 K.DDLGDTNLHDYLR.E 157 2 *
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_060796.1| gi|8922873|ref|NP_060796.1| "GTPase, IMAP family member 4 [Homo sapiens] " 20 77 42.6 329 37534 7.8 HsSD-NE_NT_lymphocytes_Ti_115.015088.015088.2 2 3.0818 0.1773 2128.55 2127.6 2 42.105263 1 R.CILLTSPGPHALLLVVPLGR.Y 106 2 *
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_109.009984.009984 1 2.0065 0.2567 1289.61 1290.4 1 66.66667 2 A.GSCDFKCRIF.S 160 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_112.014667.014667 2 2.9675 0.2259 2661.47 2663.1 2 34.090908 2 A.YIKEVEERPAPTPWGSKMPFGEL.M 172 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.008682.008682 3 3.2483 0.3205 2005.1 2003.2 1 33.82353 1 R.VAWVSHDSTVCLADADKK.M 217 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_112.003790.003790 3 3.572 0.2402 2502.44 2499.9 1 38.095238 1 Y.IKEVEERPAPTPWGSKMPFGEL.M 173 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.008850.008850 2 4.8843 0.4054 1874.75 1875 1 71.875 4 R.VAWVSHDSTVCLADADK.K 217 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_108.016474.016474 2 2.8971 0.3376 2389.37 2389.7 1 40 1 K.EVEERPAPTPWGSKMPFGELM.F 175 1
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_110.010744.010744 2 3.9408 0.2815 1809.91 1810 1 67.85714 1 R.TQIAICPNNHEVHIY.E 21 1
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_110.009408.009408 2 3.7923 0.3793 1824.49 1825.1 5 53.333336 1 Y.IKEVEERPAPTPWGSK.M 173 1
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_108.010065.010065 2 3.0305 0.2487 1714.49 1715.9 2 53.846157 1 A.YIKEVEERPAPTPW.G 172 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_105.008982.008982 2 3.8372 0.2091 2518.83 2517.7 1 47.61905 3 K.VHELKEHNGQVTGIDWAPESNR.I 45 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_105.008925.008925 3 4.0056 0.1463 2519.99 2517.7 1 39.285713 2 K.VHELKEHNGQVTGIDWAPESNR.I 45 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.012354.012354 2 3.3113 0.226 2180.57 2181.4 2 47.22222 1 K.CSQFCTTGMDGGMSIWDVK.S 342 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.008632.008632 2 3.2723 0.2728 2003.99 2003.2 2 41.17647 3 R.VAWVSHDSTVCLADADKK.M 217 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007676.00767 2 4.4501 0.4194 2002.73 2003.2 1 55.88235 4 R.VAWVSHDSTVCLADADKK.M 217 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.008199.0081 3 4.4068 0.3364 2516.45 2517.7 1 39.285713 1 K.VHELKEHNGQVTGIDWAPESNR.I 45 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008363.0083 2 3.7427 0.1675 2519.91 2517.7 1 47.61905 5 K.VHELKEHNGQVTGIDWAPESNR.I 45 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.006611.00661 2 3.6699 0.3835 1756.13 1757.9 3 50 1 K.KASSEGGTAAGAGLDSLHK.N 308 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.013540.01354 3 3.8743 0.271 2547.71 2545.8 1 34.090908 1 R.STVLSLDWHPNNVLLAAGSCDFK.C 143 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.013372.0133 3 4.1461 0.3034 2548.55 2545.8 1 35.227272 2 R.STVLSLDWHPNNVLLAAGSCDFK.C 143 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_NT_lymphocytes_PK_112.011712.0117 2 3.4391 0.304 1584.39 1583.7 1 69.230774 3 K.EVEERPAPTPWGSK.M 175 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.013397.0133 2 4.4186 0.3381 2548.01 2545.8 1 52.272724 4 R.STVLSLDWHPNNVLLAAGSCDFK.C 143 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_NT_lymphocytes_Ti_106.013275.013275.2 2 5.0779 0.3331 2547.09 2545.8 1 47.727272 11 R.STVLSLDWHPNNVLLAAGSCDFK.C 143 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_104.015833.015833 2 2.9253 0.3387 1577.75 1576.6 1 70 3 C.YFEQENDWWVC.K 124 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008346.0083 2 3.7985 0.4314 2067.25 2067.3 1 56.25 2 R.TQIAICPNNHEVHIYEK.S 21 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_106.015230.015230 1 2.5023 0.2684 1356.56 1356.5 1 55 3 A.GHDCFPVLFTY.D 262 0
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_NT_lymphocytes_Ti_104.007958.007958.2 2 4.7288 0.4304 1630.51 1629.7 1 61.764706 2 K.ASSEGGTAAGAGLDSLHK.N 309 2
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_105.012927.012927 2 4.7574 0.3459 1706.81 1704.8 1 90.909096 6 C.YFEQENDWWVCK.H 124 1
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_005711.1| gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1| actin related protein 2/3 complex subunit 1B [Homo sapiens] 23 72 45.7 372 40950 8.4 HsSD-NE_PHA_lymphocytes_PK_106.015149.015149 1 2.0774 0.3318 1470.96 1471.6 2 50 1 A.GHDCFPVLFTYD.A 262 0
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_PK_113.012646.012646 1 2.2934 0.2679 1529.7 1529.8 1 54.166668 1 K.EHMQPTHPIRLGL.A 163 1 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.000075.000075 2 5.7295 0.4705 2236.83 2236.5 1 69.44444 10 K.ELEAVCQDVLSLLDNYLIK.N 92 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.001083.001083 3 6.0652 0.4718 3305.18 3303.7 1 35.714287 10 K.TAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_104.016973.016973 3 4.0124 0.3296 3015.38 3014.4 3 24 2 R.LGLALNYSVFYYEIQNAPEQACHLAK.T 173 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.000160.000160 2 3.9101 0.363 2606.21 2607 1 40.476192 6 K.IEKELEAVCQDVLSLLDNYLIK.N 89 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.022155.022155 3 3.7744 0.1538 2237.78 2236.5 2 34.72222 2 K.ELEAVCQDVLSLLDNYLIK.N 92 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.000509.000509 3 3.8 0.2496 2608.43 2607 3 28.57143 3 K.IEKELEAVCQDVLSLLDNYLIK.N 89 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.000837.0008 3 5.7849 0.4575 3306.2 3303.7 1 36.607143 2 K.TAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.000104.00010 3 4.4975 0.3644 3305.63 3303.7 1 33.035713 2 K.TAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 218 2
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.021264.0212 2 5.6305 0.461 2239.51 2236.5 1 72.22222 5 K.ELEAVCQDVLSLLDNYLIK.N 92 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 43 2
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_NT_lymphocytes_Ti_104.000290.000290.3 3 5.3774 0.4037 2236.13 2236.5 1 50 3 K.ELEAVCQDVLSLLDNYLIK.N 92 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_NT_lymphocytes_Ti_104.000256.000256.2 2 5.4752 0.5032 2235.61 2236.5 1 66.66667 6 K.ELEAVCQDVLSLLDNYLIK.N 92 2 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_PHA_lymphocytes_PK_106.000494.000494 2 3.8709 0.3145 2792.73 2793 1 39.583336 4 K.TAFDDAIAELDTLNEDSYKDSTLIM.Q 199 1 *
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 218 2
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NP_036611.2| gi|21464101|ref|NP_036611.2| "tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activatio 10 63 38.5 247 28303 4.9 HsSD-NE_NT_lymphocytes_Ti_106.002169.002169.3 3 6.7896 0.5036 3304.94 3303.7 1 38.392857 2 K.TAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsSD-NE_PHA_lymphocytes_PK_109.013012.013012 2 2.7618 0.1935 1839.75 1839 7 50 1 K.FMADCPHTIGVEFGTR.I 36 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.008840.008840 3 6.1365 0.4858 3280.13 3280.6 1 33.333336 4 K.KIYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 171 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008732.00873 2 4.5298 0.3875 1622.35 1622.8 1 67.85714 2 K.TGENVEDAFLEAAKK.I 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.008681.0086 2 4.0666 0.3947 3153.27 3152.4 1 37.931034 2 K.IYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 172 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009304.0093 2 4.1548 0.2819 1623.71 1622.8 1 67.85714 1 K.TGENVEDAFLEAAKK.I 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009567.00956 2 3.9427 0.2634 1494.31 1494.6 1 76.92308 1 K.TGENVEDAFLEAAK.K 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008888.0088 3 4.341 0.2761 3153.23 3152.4 1 28.448275 2 K.IYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 172 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011432.01143 2 5.1802 0.3485 1624.53 1624.9 1 82.14286 3 R.NLTNPNTVIILIGNK.A 111 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.009297.00929 2 2.845 0.0922 1840.69 1839 6 50 1 K.FMADCPHTIGVEFGTR.I 36 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008235.0082 1 2.6507 0.1778 1264.8 1263.4 2 66.66667 1 K.SCLLHQFTEK.K 25 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009704.00970 1 3.1793 0.2515 1496.71 1494.6 1 61.538464 1 K.TGENVEDAFLEAAK.K 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008734.00873 3 4.1774 0.2809 1623.05 1622.8 1 44.642857 2 K.TGENVEDAFLEAAKK.I 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010262.01026 3 5.2446 0.3343 3282.71 3280.6 1 31.666666 2 K.KIYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 171 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010330.01033 3 5.2036 0.3809 3152.45 3152.4 1 31.896553 4 K.IYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 172 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2494.249 2 3.8846 0.2276 1652.57 1651.8 1 65.38461 2 R.STYNHLSSWLTDAR.N 97 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsSD-NE_NT_lymphocytes_Ti_102.011135.011135.2 2 3.2145 0.1385 1494.33 1494.6 2 61.538464 1 K.TGENVEDAFLEAAK.K 157 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1702.170 1 2.2849 0.2 874.41 874.03 3 78.57143 2 R.IIEVSGQK.I 52 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.011680.0116 2 3.5624 0.316 1623.91 1624.9 7 60.714287 1 R.NLTNPNTVIILIGNK.A 111 2 *
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NP_057406.2| gi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 12 34 50.2 215 23897 6.2 HsSD-NE_NT_lymphocytes_Ti_111.011726.011726.3 3 6.5681 0.4939 3282.2 3280.6 1 34.166668 1 K.KIYQNIQDGSLDLNAAESGVQHKPSAPQGGR.L 171 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.013448.013448 2 3.1113 0.294 1435.31 1434.7 1 75 4 K.IVMFTIDIGEAPK.G 105 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsSD-NE_PHA_lymphocytes_PK_107.011412.011412 2 2.9018 0.2218 1593.93 1592.8 5 62.5 1 E.ECFFERVTSGTKM.G 31 0 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008360.0083 2 2.8372 0.1326 1406.43 1405.6 1 77.27273 2 K.YTFAAHMDGTYK.F 80 2 *
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248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.012774.01277 1 2.4804 0.2314 1435.48 1434.7 1 62.5 1 K.IVMFTIDIGEAPK.G 105 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.018647.01864 2 4.7802 0.4171 3133.47 3132.5 1 37.037037 1 K.GQDMETEAHQNKLEEMINELAVAMTAVK.H 118 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.018512.01851 3 5.7615 0.3337 3133.28 3132.5 1 33.333336 6 K.GQDMETEAHQNKLEEMINELAVAMTAVK.H 118 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006636.0066 2 2.8098 0.2699 1219.91 1221.3 1 87.5 1 K.HEQEYMEVR.E 146 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008207.0082 1 2.9742 0.3951 1407 1405.6 1 63.636364 2 K.YTFAAHMDGTYK.F 80 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.013319.01331 2 4.0739 0.4082 1435.73 1434.7 1 87.5 4 K.IVMFTIDIGEAPK.G 105 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009318.00931 1 2.4667 0.2401 1405.52 1405.6 1 59.090908 1 K.YTFAAHMDGTYK.F 80 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.011517.0115 2 3.2032 0.3332 1942.39 1943.1 1 55.88235 1 F.TIDIGEAPKGQDMETEAH.Q 109 0 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008091.00809 2 2.3542 0.1585 1406.45 1405.6 1 68.181816 2 K.YTFAAHMDGTYK.F 80 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013101.0131 2 4.0747 0.388 1435.45 1434.7 1 87.5 14 K.IVMFTIDIGEAPK.G 105 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013565.0135 1 2.6476 0.1652 1435.42 1434.7 2 62.5 6 K.IVMFTIDIGEAPK.G 105 2 *
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_006806.1| gi|5803149|ref|NP_006806.1| coated vesicle membrane protein [Homo sapiens] 9 47 37.3 201 22761 5.2 HsSD-NE_NT_lymphocytes_Ti_107.014954.014954.2 2 3.0669 0.268 1437.19 1434.7 1 66.66667 1 K.IVMFTIDIGEAPK.G 105 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsSD-NE_PHA_lymphocytes_PK_112.015033.015033 2 2.6542 0.203 1899.69 1897.1 1 50 1 K.FEFVPSPGNHFIWYR.G 95 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017487.01748 3 5.009 0.4622 1935.74 1936.2 1 51.38889 2 R.LTFSGLLNALDGVASTEAR.I 307 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.012300.0123 2 4.6579 0.2783 2062.47 2060.4 1 67.64706 1 R.ATNQISPAQVQGYFMLYK.N 387 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.011470.01147 2 3.2927 0.2166 1238.43 1238.4 3 77.77778 2 K.VFFNILEEAR.E 146 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007708.00770 2 4.885 0.4123 1973.57 1973.1 1 68.75 3 R.TQHLSVETSYLQHESGR.I 74 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.014492.01449 2 4.1853 0.5272 2145.79 2147.4 1 61.11111 2 R.FYPGQAPSLAENFAEHVLR.A 368 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014408.0144 2 3.5716 0.3488 2149.87 2147.4 1 52.77778 1 R.FYPGQAPSLAENFAEHVLR.A 368 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_114.014660.01466 3 3.1859 0.1857 2852.69 2850.3 1 24 1 R.LNHLLSVAPQQSLVLLEDVDAAFLSR.D 266 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012369.01236 2 3.7494 0.3448 1896.55 1897.1 1 75 2 K.FEFVPSPGNHFIWYR.G 95 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.014249.01424 2 2.8011 0.0953 1938.43 1936.2 2 44.444447 2 R.LTFSGLLNALDGVASTEAR.I 307 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.012714.0127 2 2.6013 0.2684 1899.67 1897.1 1 57.14286 2 K.FEFVPSPGNHFIWYR.G 95 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010270.01027 2 3.4821 0.4131 1664.51 1666.9 9 50 1 R.RPLNSVVLQQGLADR.I 186 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.015598.01559 2 3.6146 0.3095 2851.67 2850.3 1 40 1 R.LNHLLSVAPQQSLVLLEDVDAAFLSR.D 266 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.012406.01240 2 4.5797 0.2971 2062.71 2060.4 1 67.64706 1 R.ATNQISPAQVQGYFMLYK.N 387 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011034.0110 2 2.6843 0.2137 1365.73 1366.6 1 85 2 R.KVFFNILEEAR.E 145 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.014492.0144 2 3.4377 0.3108 1396.17 1396.6 1 85 2 R.SYAWLLSWLTR.H 59 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3686.36 2 2.4373 0.2082 2148.2 2147.4 2 38.88889 3 R.FYPGQAPSLAENFAEHVLR.A 368 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3930.393 2 3.0393 0.2995 2148.53 2147.4 1 41.666664 3 R.FYPGQAPSLAENFAEHVLR.A 368 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.014854.0148 3 3.3306 0.2546 2853.26 2850.3 1 28 1 R.LNHLLSVAPQQSLVLLEDVDAAFLSR.D 266 2 *
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|NP_001073335.1| gi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 12 35 36 419 47534 8.5 HsSD-NE_NT_lymphocytes_Ti_104.018320.018320.2 2 5.5908 0.4059 1937.99 1936.2 1 69.44444 2 R.LTFSGLLNALDGVASTEAR.I 307 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.012661.012661 3 5.5672 0.3154 3499.25 3498.8 1 26.666668 3 R.NHIHSCFSDVTCFLLPHPGLQVATSPDFDGK.L 251 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.015926.01592 3 4.6358 0.1714 2393.78 2393.6 1 50 6 R.YQQELEEEIKELYENFCK.H 413 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.004586.00458 2 3.1078 0.2121 1418.75 1419.5 3 80 5 K.EHQHEEIQNVR.N 240 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.008481.0084 2 3.7509 0.2595 2155.71 2156.5 1 37.5 1 R.GADDAMESSKPGPVQVVLVQK.D 14 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014985.01498 2 2.5176 0.1252 2717.93 2716.2 2 32.608696 1 K.LKDIAGEFKEQLQALIPYVLNPSK.L 282 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010296.01029 2 2.8908 0.1958 2000.27 1997.3 1 50 1 K.VAVVLMDTQGAFDSQSTVK.D 136 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012258.01225 2 4.78 0.4502 2402.67 2402.5 1 52.499996 5 K.ESGHSNWLGDPEEPLTGFSWR.G 89 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017535.0175 2 4.4903 0.5215 2476.33 2475.7 1 52.499996 12 R.DWSFPYEYSYGLQGGMAFLDK.R 214 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.019385.01938 2 3.6862 0.4254 2478.57 2475.7 1 50 4 R.DWSFPYEYSYGLQGGMAFLDK.R 214 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.015032.01503 3 4.4442 0.3644 2718.08 2716.2 2 31.52174 1 K.LKDIAGEFKEQLQALIPYVLNPSK.L 282 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010149.0101 2 3.6206 0.3515 1349.89 1350.6 1 81.818184 2 K.ALASILLQDHIR.D 45 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006977.00697 2 2.4786 0.0856 1299.39 1297.5 4 75 1 K.IYQGEDLPHPK.S 331 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.019714.0197 2 3.0905 0.1224 2476.07 2474.9 1 45.238094 1 K.DIAGEFKEQLQALIPYVLNPSK.L 284 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009388.0093 2 5.5512 0.4322 1836.51 1834.1 1 80.55556 2 K.SMLQATAEANNLAAAASAK.D 342 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008181.00818 2 4.4864 0.4366 2155.77 2156.5 1 52.499996 2 R.GADDAMESSKPGPVQVVLVQK.D 14 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.015842.01584 2 4.9368 0.4282 2392.11 2393.6 1 73.52941 11 R.YQQELEEEIKELYENFCK.H 413 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.015491.01549 3 4.0266 0.3479 2622.2 2620.9 1 31.25 1 R.GGSDPETTGIQIWSEVFTVEKPGGK.K 110 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.016222.0162 3 3.1995 0.243 2396 2393.6 1 39.705883 1 R.YQQELEEEIKELYENFCK.H 413 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.015886.01588 2 3.5386 0.2954 2326.97 2328.8 2 50 4 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.013416.01341 2 2.7517 0.1401 2623.23 2620.9 3 31.25 1 R.GGSDPETTGIQIWSEVFTVEKPGGK.K 110 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010113.01011 2 4.3089 0.2956 1353.17 1350.6 1 81.818184 8 K.ALASILLQDHIR.D 45 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.018101.01810 2 2.9526 0.2711 1449.03 1447.7 3 53.846157 2 R.DLDVVVVSVAGAFR.K 57 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_PK_110.005337.0053 2 2.8007 0.2264 1419.33 1419.5 4 70 1 K.EHQHEEIQNVR.N 240 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.015891.01589 3 5.3582 0.4174 2330.72 2328.8 1 41.666664 6 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.004935.0049 2 3.3015 0.255 1420.85 1419.5 2 75 2 K.EHQHEEIQNVR.N 240 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_114.015991.015991.3 3 5.0326 0.4357 2328.02 2328.8 1 43.055553 2 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_106.015618.015618.3 3 3.5338 0.1442 2395.82 2393.6 1 36.764706 1 R.YQQELEEEIKELYENFCK.H 413 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_102.010406.010406.2 2 6.0065 0.455 1833.45 1834.1 1 75 2 K.SMLQATAEANNLAAAASAK.D 342 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.015620.0156 2 2.9443 0.2439 2327.81 2328.8 1 44.444447 2 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.015608.0156 3 4.1866 0.2094 2329.46 2328.8 1 37.5 2 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_112.015368.015368.2 2 3.7007 0.2091 2716.27 2716.2 5 39.130436 1 K.LKDIAGEFKEQLQALIPYVLNPSK.L 282 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012923.012923.2 2 3.325 0.3794 3105.83 3107.4 1 36 2 K.DIYYNNMEEVCGGEKPYLSPDILEEK.H 361 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014679.0146 2 3.904 0.2703 2719.05 2716.2 1 41.304348 2 K.LKDIAGEFKEQLQALIPYVLNPSK.L 282 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.018155.0181 3 4.6124 0.3203 2718.68 2716.2 1 33.695652 1 K.LKDIAGEFKEQLQALIPYVLNPSK.L 282 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012928.012928.3 3 4.0255 0.28 3105.5 3107.4 1 33 1 K.DIYYNNMEEVCGGEKPYLSPDILEEK.H 361 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_114.016018.016018.2 2 3.9807 0.2778 2330.19 2328.8 1 58.333332 2 R.LAMDEIFQKPFQTLMFLVR.D 195 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013349.0133 2 3.3857 0.3018 2621.63 2620.9 1 39.583336 2 R.GGSDPETTGIQIWSEVFTVEKPGGK.K 110 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012552.0125 3 4.9227 0.235 3497.96 3498.8 1 25.833332 1 R.NHIHSCFSDVTCFLLPHPGLQVATSPDFDGK.L 251 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_107.016375.016375.2 2 5.3673 0.3509 2394.47 2393.6 1 70.588234 7 R.YQQELEEEIKELYENFCK.H 413 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2583.25 2 2.757 0.1506 1350.82 1350.6 1 68.181816 1 K.ALASILLQDHIR.D 45 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.017484.0174 2 3.1143 0.2042 1449.57 1447.7 6 50 2 R.DLDVVVVSVAGAFR.K 57 2
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsSD-NE_NT_lymphocytes_Ti_108.011021.011021.2 2 3.3613 0.276 1352.65 1350.6 1 77.27273 2 K.ALASILLQDHIR.D 45 2 *
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NP_056274.3| gi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 21 119 54 541 60542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.016232.0162 2 5.1769 0.3299 2394.27 2393.6 1 67.64706 2 R.YQQELEEEIKELYENFCK.H 413 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_PHA_lymphocytes_Ti_101.015164.015164 3 3.9556 0.1484 3084.89 3084.3 1 25.961538 1 K.VDEFPLCGHMVSDEYEQLSSEALEAAR.I 43 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_PHA_lymphocytes_Ti_105.007928.007928 2 2.4978 0.2604 1120.43 1123.3 3 81.25 1 K.EHVIEALRR.A 146 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010422.01042 1 3.481 0.2041 1546.91 1545.7 2 62.5 2 K.FNADEFEDMVAEK.R 176 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsNaOH-NE_NT_lymphocytes_PK_107.009932.0099 2 3.0089 0.1848 1075.59 1074.1 1 87.5 1 K.VDEFPLCGH.M 43 1
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007395.0073 2 2.631 0.2049 1115.03 1115.3 2 66.66667 2 K.RLIPDGCGVK.Y 189 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.013926.01392 3 5.248 0.3459 3283.52 3283.6 1 28.57143 2 K.AKVDEFPLCGHMVSDEYEQLSSEALEAAR.I 41 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsNaOH-NE_PHA_lymphocytes_PK_110.010148.010 2 3.3939 0.302 1899.75 1898 1 56.25 1 M.VSDEYEQLSSEALEAAR.I 53 1
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_NT_lymphocytes_Ti_104.015100.015100.3 3 5.244 0.2661 3085.97 3084.3 1 31.730768 4 K.VDEFPLCGHMVSDEYEQLSSEALEAAR.I 43 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_NT_lymphocytes_Ti_108.014347.014347.3 3 5.7396 0.4145 3283.67 3283.6 1 35.714287 4 K.AKVDEFPLCGHMVSDEYEQLSSEALEAAR.I 41 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_NT_lymphocytes_Ti_102.011897.011897.2 2 3.5767 0.2908 1548.19 1545.7 1 87.5 1 K.FNADEFEDMVAEK.R 176 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_NT_lymphocytes_Ti_102.011916.011916.1 1 3.1928 0.1324 1545.82 1545.7 1 70.83333 1 K.FNADEFEDMVAEK.R 176 2
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_006004.1| gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sapiens] 9 24 28.5 214 24577 10.1 HsSD-NE_NT_lymphocytes_Ti_106.014393.014393.2 2 4.4002 0.4632 3084.85 3084.3 1 42.307693 4 K.VDEFPLCGHMVSDEYEQLSSEALEAAR.I 43 2
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.009208.009208 3 5.5625 0.3334 3607.7 3605.9 1 29.6875 1 K.KNNPAIVIIGNNGQIHYDHQNDGASQALASCQR.D 160 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.011730.011730 2 3.3911 0.3477 2184.53 2182.3 1 50 1 K.GHPDLQGQPAEEIFESVGDR.E 310 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008986.00898 3 4.8433 0.2621 3479.9 3477.7 1 25.80645 3 K.NNPAIVIIGNNGQIHYDHQNDGASQALASCQR.D 161 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_PK_115.011577.0115 2 2.9534 0.2333 1419.75 1418.6 1 67.85714 2 R.GDGVGGDPAVALPHR.R 30 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_PK_115.012114.0121 2 3.1002 0.1746 1837.71 1834.9 1 60.714287 2 M.INNGFTPDKNDYEFC.A 216 0 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_PK_115.011579.0115 2 3.64 0.3831 1363.43 1361.5 1 80.769226 1 G.DGVGGDPAVALPHR.R 31 1 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.011262.01126 2 4.6136 0.4958 2959.99 2959.3 1 50 4 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010107.0101 3 4.4855 0.3229 2182.7 2182.3 1 40.789474 2 K.GHPDLQGQPAEEIFESVGDR.E 310 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009546.0095 3 5.0018 0.3297 2673.17 2674 1 39.583336 3 R.LVSGMQHPGSAGGVYETTQHFIDIK.E 416 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.011073.01107 3 5.4344 0.2778 2960.48 2959.3 1 34.25926 3 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013439.01343 2 3.024 0.199 1600.39 1598.8 4 62.5 3 K.AAFENWEVEVTFR.V 99 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009206.00920 2 5.4038 0.3406 2130.41 2128.3 1 63.333332 2 K.EKYQEEFEHFQQELDK.K 287 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009992.00999 2 5.2306 0.4688 2181.65 2182.3 1 76.31579 4 K.GHPDLQGQPAEEIFESVGDR.E 310 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010221.0102 2 3.7037 0.4113 2673.71 2674 1 45.833336 3 R.LVSGMQHPGSAGGVYETTQHFIDIK.E 416 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008291.00829 2 2.7299 0.2576 1996.75 1999.1 1 50 1 K.YQEEFEHFQQELDKK.K 289 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008289.00828 2 4.2909 0.3917 2194.93 2195.5 1 55 2 R.GAGMPGQHGQITQQELDTVVK.T 374 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007896.0078 1 2.5465 0.2578 1256.52 1256.4 1 55 2 R.YVSSLTEEISK.R 362 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007607.0076 2 2.6937 0.1311 973.21 973.07 6 92.85714 1 R.DIDNLVQR.N 449 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.006633.0066 1 1.8543 0.146 874.87 876.05 6 75 1 K.EHLHIVK.R 441 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009359.0093 2 3.8505 0.3541 2788.59 2789 1 50 2 K.YQEEFEHFQQELDKKKEEFQK.G 289 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009242.00924 2 3.0244 0.2536 1871.11 1871 1 53.846157 1 K.YQEEFEHFQQELDK.K 289 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007433.00743 2 2.5069 0.1184 973.05 973.07 4 92.85714 1 R.DIDNLVQR.N 449 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012941.012941.3 3 4.8084 0.3197 2958.8 2959.3 1 29.62963 2 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015954.0159 2 3.0438 0.3213 1600.09 1598.8 1 66.66667 4 K.AAFENWEVEVTFR.V 99 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.009362.0093 3 5.9969 0.3839 3476.15 3477.7 1 34.677418 9 K.NNPAIVIIGNNGQIHYDHQNDGASQALASCQR.D 161 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_NT_lymphocytes_Ti_110.011696.011696.2 2 3.1384 0.1589 2674.71 2674 1 37.5 1 R.LVSGMQHPGSAGGVYETTQHFIDIK.E 416 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.011387.0113 2 5.055 0.5063 2960.23 2959.3 1 51.851852 5 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012947.012947.2 2 5.1786 0.4694 2960.23 2959.3 1 48.148148 8 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsSD-NE_NT_lymphocytes_Ti_109.010671.010671.3 3 3.3971 0.0851 3478.73 3477.7 3 21.774193 1 K.NNPAIVIIGNNGQIHYDHQNDGASQALASCQR.D 161 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011409.0114 3 5.6546 0.5643 2956.31 2959.3 1 33.333336 4 K.GPHLVQSDGTVPFWAHAGNAIPSSDQIR.V 54 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008912.0089 3 5.6261 0.2988 3607.91 3605.9 1 28.90625 3 K.KNNPAIVIIGNNGQIHYDHQNDGASQALASCQR.D 160 2 *
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_005561.1| gi|5031873|ref|NP_005561.1| "lectin, mannose-binding, 1 precursor [Homo sapiens] " 21 84 44.3 510 57549 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1548.154 2 2.2021 0.1597 897.28 897.02 9 91.66667 2 K.TQHEILR.Q 395 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_PK_111.013979.013979 1 2.9108 0.1869 1576.93 1576.9 1 57.692307 2 K.EMQPTHPIRLGLAL.N 159 1
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.009125.009125 2 5.4055 0.4752 2142.81 2144.3 1 72.22222 3 R.KQTIDNSQGAYQEAFDISK.K 139 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_PK_111.011900.011900 1 2.8218 0.2332 1392.75 1392.7 1 63.636364 2 K.EMQPTHPIRLGL.A 159 1
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_Ti_108.001202.001202 3 6.7069 0.5092 3317 3317.7 1 39.285713 16 K.TAFDEAIAELDTLNEDSYKDSTLIMQLLR.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014518.01451 2 3.6788 0.3205 1392.73 1392.6 1 77.27273 1 R.SICTTVLELLDK.Y 92 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.015050.0150 2 4.1114 0.3996 2145.95 2146.3 1 69.44444 1 K.TAFDEAIAELDTLNEDSYK.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.001000.00100 3 5.1163 0.3823 3317.24 3317.7 1 27.67857 5 K.TAFDEAIAELDTLNEDSYKDSTLIMQLLR.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 213 2
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_Ti_103.015712.015712.2 2 3.7776 0.3196 1392.43 1392.6 2 81.818184 9 R.SICTTVLELLDK.Y 92 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 213 2
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_Ti_102.016730.016730.2 2 5.6549 0.3752 2146.63 2146.3 1 69.44444 3 K.TAFDEAIAELDTLNEDSYK.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_Ti_109.021463.021463.2 2 3.5973 0.2255 2694.69 2695 6 32.608696 1 R.SICTTVLELLDKYLIANATNPESK.V 92 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_PK_105.019577.019577 2 3.732 0.1857 1609.29 1608.8 1 71.42857 2 L.AKTAFDEAIAELDTL.N 192 0
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.001005.0010 3 4.6553 0.2478 3319.82 3317.7 1 28.57143 1 K.TAFDEAIAELDTLNEDSYKDSTLIMQLLR.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_Ti_108.002042.002042.3 3 6.2245 0.4273 3319.88 3317.7 1 36.607143 6 K.TAFDEAIAELDTLNEDSYKDSTLIMQLLR.D 194 2 *
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 42 2
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_006817.1| gi|5803227|ref|NP_006817.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, theta 11 59 39.2 245 27764 4.8 HsSD-NE_PHA_lymphocytes_PK_106.000194.000194 2 3.5525 0.4976 2933.19 2935.2 1 42 2 K.TAFDEAIAELDTLNEDSYKDSTLIMQ.L 194 1 *
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsSD-NE_PHA_lymphocytes_Ti_112.008290.008290 2 2.6621 0.2298 945.27 944 1 87.5 7 R.GHVSHGHGR.I 13 2 *
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsSD-NE_PHA_lymphocytes_Ti_111.008566.008566 1 1.9975 0.1489 943.82 944 6 68.75 1 R.GHVSHGHGR.I 13 2 *
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsNaOH-NE_PHA_lymphocytes_Ti_109.016652.0166 2 4.1806 0.3357 2636.91 2637.9 1 50 4 R.NQSFCPTVNLDKLWTLVSEQTR.V 66 2
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsNaOH-NE_NT_lymphocytes_Ti_109.017103.01710 2 5.1476 0.3725 2639.83 2637.9 1 54.761906 2 R.NQSFCPTVNLDKLWTLVSEQTR.V 66 2
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254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsNaOH-NE_NT_lymphocytes_PK_112.012321.0123 2 3.508 0.2464 1113.61 1112.3 1 85 2 K.TGAAPIIDVVR.S 95 2
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsSD-NE_PHA_lymphocytes_PK_106.010053.010053 2 3.0134 0.2879 1112.17 1112.3 1 85 1 K.TGAAPIIDVVR.S 95 2
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsNaOH-NE_PHA_lymphocytes_Ti_115.007450.0074 2 2.7481 0.294 944.31 944 1 87.5 2 R.GHVSHGHGR.I 13 2 *
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_000981.1| gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sapiens] 4 23 28.4 148 16561 11 HsSD-NE_NT_lymphocytes_Ti_109.017582.017582.2 2 3.5438 0.299 2637.11 2637.9 1 45.238094 4 R.NQSFCPTVNLDKLWTLVSEQTR.V 66 2
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsSD-NE_PHA_lymphocytes_PK_107.011848.011848 2 3.2516 0.3776 1986.71 1987.3 1 50 2 F.FVYVGGESPLKEKYIDAA.S 154 0 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011634.0116 1 3.6116 0.3144 1443.71 1442.7 1 75 1 R.VFFVYVGGESPLK.E 152 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009777.00977 2 2.8082 0.2186 1684.69 1685.8 1 65.38461 1 K.GFVEDLDESFKENR.N 26 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007917.0079 3 4.3027 0.2508 1346.75 1345.5 1 70 4 R.TKDDIIEFAHR.V 118 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012052.01205 1 3.174 0.3018 1443.32 1442.7 1 62.5 3 R.VFFVYVGGESPLK.E 152 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.001077.00107 2 3.6379 0.4664 3077.61 3077.4 1 42.592594 3 K.NVEDMVQFINNILDGTVEAQGGDSILQR.L 328 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.003443.0034 2 3.7167 0.3668 1722.69 1721.9 1 60.000004 3 K.MDATSYSSIASEFGVR.G 82 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_115.010744.01074 2 4.1167 0.311 2300.81 2298.7 1 44.736843 2 R.VSGALIRPLPSQQMFEHMQK.R 129 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007852.0078 1 2.831 0.1534 1346.76 1345.5 2 65 1 R.TKDDIIEFAHR.V 118 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.007528.0075 3 5.7366 0.3017 3527.96 3529.7 1 33.870968 1 K.SENENQEQIEESKEQQEPSSGGSVVPTVQEPK.D 415 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.001190.00119 3 7.069 0.4176 3078.65 3077.4 1 38.88889 2 K.NVEDMVQFINNILDGTVEAQGGDSILQR.L 328 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007470.0074 2 4.2594 0.3164 1984.25 1984.1 1 55.555557 1 K.EQQEPSSGGSVVPTVQEPK.D 428 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.001325.0013 2 4.8569 0.45 3079.07 3077.4 1 37.037037 5 K.NVEDMVQFINNILDGTVEAQGGDSILQR.L 328 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.005734.0057 2 3.6083 0.2288 1564.41 1564.6 1 66.66667 2 K.SENENQEQIEESK.E 415 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.018244.01824 2 3.0571 0.3649 2298.49 2296.6 1 47.368423 3 R.FQNYLAMDGFLLYELGDTGK.L 228 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007382.00738 3 5.0499 0.2172 3528.89 3529.7 1 33.870968 2 K.SENENQEQIEESKEQQEPSSGGSVVPTVQEPK.D 415 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_115.010736.01073 3 7.3809 0.438 2299.31 2298.7 1 50 2 R.VSGALIRPLPSQQMFEHMQK.R 129 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.007616.00761 3 4.381 0.2718 1345.82 1345.5 1 70 2 R.TKDDIIEFAHR.V 118 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_PK_113.011432.0114 3 5.9705 0.3173 3529.28 3529.7 1 29.83871 2 K.SENENQEQIEESKEQQEPSSGGSVVPTVQEPK.D 415 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011812.01181 2 2.6608 0.165 1445.23 1442.7 1 70.83333 2 R.VFFVYVGGESPLK.E 152 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.012249.01224 2 3.4542 0.4295 1723.87 1721.9 1 53.333336 2 K.MDATSYSSIASEFGVR.G 82 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_PK_105.008438.0084 2 3.0736 0.3147 1328.41 1327.3 1 72.72727 2 Y.TADTDGGYIEER.Y 398 1 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011487.01148 2 4.1218 0.3201 1686.75 1687 1 73.07692 3 K.KLEPIWNEVGLEMK.S 58 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.001178.0011 3 7.5239 0.4634 3078.14 3077.4 1 40.74074 3 K.NVEDMVQFINNILDGTVEAQGGDSILQR.L 328 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_PK_113.011434.0114 3 4.7154 0.1639 3442.73 3442.6 1 28.333334 1 S.ENENQEQIEESKEQQEPSSGGSVVPTVQEPK.D 416 1 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsSD-NE_NT_lymphocytes_Ti_106.002928.002928.2 2 5.2292 0.3762 3079.93 3077.4 1 46.296295 1 K.NVEDMVQFINNILDGTVEAQGGDSILQR.L 328 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2683.268 2 2.9028 0.2461 1700.9 1700 1 53.571426 1 R.VFFVYVGGESPLKEK.Y 152 2 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsSD-NE_PHA_lymphocytes_PK_105.010638.010638 1 2.8161 0.3272 1392.94 1393.6 1 68.181816 1 A.SEEVVPEYVTLK.E 184 1 *
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NP_061895.3| gi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 [Homo sapiens] 20 64 43.8 454 51872 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011021.0110 2 4.1164 0.3595 2298.59 2298.7 1 50 6 R.VSGALIRPLPSQQMFEHMQK.R 129 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.018292.018292 3 4.9228 0.287 3947.06 3945.4 1 26.470589 2 K.NPFGLVPVLENSQGQLIYESAITCEYLDEAYPGKK.L 67 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_110.018580.018580 2 4.0269 0.3627 2117.77 2117.5 1 52.77778 4 K.KNPFGLVPVLENSQGQLIY.E 66 1 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_110.017897.017897 2 3.2375 0.2255 2406.53 2404.7 1 42.857143 1 K.KNPFGLVPVLENSQGQLIYESA.I 66 1 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_109.017718.017718 2 3.8176 0.3049 2336.33 2333.6 2 45 4 K.KNPFGLVPVLENSQGQLIYES.A 66 1 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_Ti_115.013589.013589 3 3.5473 0.2117 4072.7 4073.6 1 20 1 K.KNPFGLVPVLENSQGQLIYESAITCEYLDEAYPGKK.L 66 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.019804.0198 2 3.3935 0.4363 2519.61 2519.7 1 47.5 1 K.DWQGFLELYLQNSPEACDYGL.- 221 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010979.01097 2 2.9528 0.204 1075.49 1075.3 2 83.33333 2 K.VPSLVGSFIR.S 123 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007446.0074 2 4.7685 0.417 1944.35 1943.1 1 76.666664 5 R.SQNKEDYAGLKEEFRK.E 133 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007503.00750 3 3.6495 0.2277 1942.91 1943.1 1 40 2 R.SQNKEDYAGLKEEFRK.E 133 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_NT_lymphocytes_Ti_110.019213.019213.3 3 3.9372 0.2048 3947.87 3945.4 1 19.852942 1 K.NPFGLVPVLENSQGQLIYESAITCEYLDEAYPGKK.L 67 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_105.012669.012669 1 2.8134 0.2744 1452.55 1453.6 1 68.181816 2 L.LTSEKDWQGFLE.L 216 0 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_105.012680.012680 2 3.8504 0.3295 1455.33 1453.6 1 86.36364 2 L.LTSEKDWQGFLE.L 216 0 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_104.018815.018815 2 2.6663 0.2147 2275.57 2276.6 4 37.5 1 K.NPFGLVPVLENSQGQLIYESA.I 67 1 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2291.229 2 3.6376 0.3247 1706.78 1706.9 5 50 2 R.SLGKGSAPPGPVPEGSIR.I 8 2 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_PHA_lymphocytes_PK_106.017463.017463 2 2.8715 0.2345 1728.79 1729.9 1 61.538464 1 L.LTSEKDWQGFLELY.L 216 0 *
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_004823.1| gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 1 [Homo sapiens] 14 32 44 241 27566 6.6 HsSD-NE_NT_lymphocytes_Ti_103.000820.000820.2 2 3.3075 0.2617 2522.03 2519.7 2 40 1 K.DWQGFLELYLQNSPEACDYGL.- 221 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_PHA_lymphocytes_PK_110.013830.013830 2 2.9399 0.3321 1995.95 1996.2 3 41.17647 1 L.HYYDPAGAEDPLGAIHLR.G 276 1 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_PHA_lymphocytes_Ti_108.019973.019973 2 4.2373 0.3662 3023.41 3024.4 1 34 6 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_PK_108.011420.0114 2 3.4983 0.3554 1589.01 1589.7 1 60.714287 2 H.YYDPAGAEDPLGAIH.L 277 0 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.011872.0118 2 3.6163 0.3296 2686.49 2684.9 1 47.826088 3 R.EDPAYLHYYDPAGAEDPLGAIHLR.G 270 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.011848.0118 3 5.4737 0.3713 2684.36 2684.9 1 38.04348 1 R.EDPAYLHYYDPAGAEDPLGAIHLR.G 270 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_114.012924.01292 2 3.8667 0.3308 2668.69 2667.9 1 52.380955 3 K.IFNHCFTGNCVIDWLVSNQSVR.N 151 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.021346.0213 2 3.2017 0.2472 2897.85 2896.2 1 29.166666 2 K.SEEENLFEIITADEVHYFLQAATPK.E 309 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.021194.02119 2 3.0682 0.2882 2896.29 2896.2 2 35.416664 2 K.SEEENLFEIITADEVHYFLQAATPK.E 309 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.014603.01460 2 3.2489 0.2197 1665.47 1665 3 57.14286 1 R.LPETIDLGALYLSMK.D 120 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.000080.00008 3 4.0425 0.3181 2896.82 2896.2 1 30.208334 3 K.SEEENLFEIITADEVHYFLQAATPK.E 309 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.011700.01170 2 2.9718 0.1594 2686.27 2684.9 1 45.652176 1 R.EDPAYLHYYDPAGAEDPLGAIHLR.G 270 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.020482.02048 2 3.5487 0.41 3025.05 3024.4 1 36 2 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.020541.02054 3 5.9378 0.3762 3023.54 3024.4 1 44 6 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_NT_lymphocytes_Ti_110.020804.020804.2 2 5.016 0.41 3025.63 3024.4 1 44 8 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_NT_lymphocytes_Ti_111.000770.000770.2 2 4.7492 0.3491 2895.99 2896.2 1 41.666664 6 K.SEEENLFEIITADEVHYFLQAATPK.E 309 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_NT_lymphocytes_Ti_110.020951.020951.3 3 5.6684 0.3686 3024.56 3024.4 1 35 3 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.015180.0151 3 6.1393 0.4637 3027.11 3024.4 1 38 8 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_NT_lymphocytes_Ti_114.013373.013373.3 3 3.4205 0.1284 2669.81 2667.9 1 33.333336 1 K.IFNHCFTGNCVIDWLVSNQSVR.N 151 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsSD-NE_NT_lymphocytes_Ti_113.013318.013318.2 2 4.5658 0.3435 2669.45 2667.9 1 50 3 K.IFNHCFTGNCVIDWLVSNQSVR.N 151 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.013185.0131 2 3.5334 0.3135 2667.51 2667.9 1 47.61905 2 K.IFNHCFTGNCVIDWLVSNQSVR.N 151 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.013164.0131 3 3.0953 0.0972 2667.74 2667.9 2 30.952381 1 K.IFNHCFTGNCVIDWLVSNQSVR.N 151 2 *
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|NP_002655.2| gi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 11 68 24.9 350 40125 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.015244.0152 2 3.3735 0.3182 3024.87 3024.4 1 36 3 R.KSEEENLFEIITADEVHYFLQAATPK.E 308 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsSD-NE_PHA_lymphocytes_PK_114.012739.012739 2 2.7542 0.232 1238.81 1239.5 1 77.77778 1 R.LFTVQIPHKR.L 264 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.010428.01042 2 3.4061 0.3091 2607.49 2605.8 1 40.476192 1 K.DQLVTQLHWQENGPTFSSTPYR.Y 225 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009794.0097 2 5.8613 0.3985 2021.45 2020.2 1 70.588234 2 R.VENLQAVQTDFSSDPLQK.V 141 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015616.0156 3 4.0368 0.2786 2559.2 2557 2 27.884615 1 R.APFPLYALQVDPSTGLLIAAGGGGAAK.T 12 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008808.00880 2 5.1497 0.5351 2312.87 2310.5 1 52.499996 2 K.VVCFNHDNTLLATGGTDGYVR.V 159 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015887.01588 2 3.8657 0.3683 2558.87 2557 1 42.307693 2 R.APFPLYALQVDPSTGLLIAAGGGGAAK.T 12 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_115.012263.01226 3 3.7534 0.1869 2505.2 2502.8 1 36.25 1 R.LRQPPPCYLTAWDGSNFLPLR.T 274 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014930.01493 2 3.5767 0.2726 2235.57 2233.5 1 41.666664 1 R.QPPPCYLTAWDGSNFLPLR.T 276 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007394.0073 2 3.6782 0.4015 1567.43 1567.7 1 73.07692 5 R.LSASLLHSHDTETR.A 57 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014199.0141 2 4.4815 0.4349 2524.61 2524.9 1 50 2 R.ATMNLALAGDILAAGQDAHCQLLR.F 71 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.006830.00683 2 3.7099 0.2445 1627.91 1628.7 1 69.230774 2 K.KCGAETQHEGLELR.V 127 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010302.0103 1 1.9864 0.2131 1238.82 1239.5 1 66.66667 1 R.LFTVQIPHKR.L 264 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsSD-NE_NT_lymphocytes_Ti_102.010893.010893.2 2 3.8071 0.4169 2019.09 2020.2 1 64.70589 2 R.VENLQAVQTDFSSDPLQK.V 141 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4262.426 2 5.1216 0.3342 2557.03 2557 1 55.76923 5 R.APFPLYALQVDPSTGLLIAAGGGGAAK.T 12 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsSD-NE_NT_lymphocytes_Ti_104.009341.009341.2 2 3.3054 0.3304 1653.73 1651.8 1 56.666668 1 K.AHEGEIEDLALGPDGK.L 194 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010307.0103 2 3.2255 0.2519 1238.83 1239.5 1 88.88889 2 R.LFTVQIPHKR.L 264 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1978.19 2 3.7481 0.3526 1567.65 1567.7 1 65.38461 1 R.LSASLLHSHDTETR.A 57 2 *
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_037520.1| gi|7019503|ref|NP_037520.1| prolactin regulatory element binding protein [Homo sapiens] 14 38 44.8 417 45468 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012525.0125 2 3.1526 0.4107 2501.61 2502.8 2 45 6 R.LRQPPPCYLTAWDGSNFLPLR.T 274 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.015326.0153 2 2.9172 0.217 1482.81 1480.7 1 83.33333 3 K.FEAALTWILSSNK.D 320 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_PK_106.008825.0088 2 3.2107 0.1766 1324.33 1322.4 2 75 1 G.NFECGNPENLK.S 286 1 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007356.0073 2 3.9251 0.2308 1423.85 1421.5 1 83.33333 1 K.GEDQSELVTTVDK.V 340 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_PK_106.008768.0087 2 3.3788 0.1765 1381.53 1379.4 2 77.27273 1 A.GNFECGNPENLK.S 285 1 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010022.0100 2 3.8955 0.247 1844.51 1845.1 2 59.375 2 R.ELQALGFQPGPITDTTR.D 12 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_Ti_110.014289.01428 2 3.0064 0.166 1481.51 1480.7 1 91.66667 4 K.FEAALTWILSSNK.D 320 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_PK_107.008798.0087 2 4.234 0.2219 1452.15 1450.5 8 70.83333 2 Q.AGNFECGNPENLK.S 284 1 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_Ti_111.010902.01090 2 3.0953 0.2548 1218.47 1217.5 1 94.44444 2 R.YPYVGILHVR.D 436 2
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009798.0097 2 2.5818 0.3247 1176.29 1176.4 1 88.88889 1 R.VAGEDMLVWR.W 482 2
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_Ti_107.011516.01151 3 3.8971 0.2951 3467.84 3465.8 1 25 2 R.AEPWLSQPASGSAYATPGAYGDIRPSAASWVGSR.G 85 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2411.24 2 3.4774 0.3978 2000.69 2001.2 1 52.941177 2 R.RELQALGFQPGPITDTTR.D 11 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3154.315 3 3.0687 0.1109 3465.39 3465.8 3 21.212122 1 R.AEPWLSQPASGSAYATPGAYGDIRPSAASWVGSR.G 85 2 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.010950.0109 2 2.8706 0.3468 1217.61 1217.5 1 88.88889 2 R.YPYVGILHVR.D 436 2
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsSD-NE_PHA_lymphocytes_PK_105.008973.008973 2 3.5524 0.3218 1664.59 1662.8 1 67.85714 1 W.LKGEDQSELVTTVDK.V 338 1 *
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NP_851853.1| gi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo sapiens] 12 26 24.9 503 56975 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2336.233 2 2.2203 0.1202 1313.58 1313.5 3 59.090908 1 R.GLAYPARPAQLR.R 119 2 *
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.011649.011649 3 4.6748 0.4639 4493.72 4495 1 21.022726 2 K.LPEDDEPPARPPPPPPASVSPQAEPVWTPPAPAPAAPPSTPAAPK.R 133 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.008471.008471 2 3.6133 0.4056 1610.49 1608.8 1 76.92308 2 R.HQAQIDHYLGLANK.N 339 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013152.01315 3 5.7977 0.3949 4189.85 4189.2 1 28.90625 3 K.YQFVREPEDEEEEEEEEEEDEDEDLEELEVLER.K 25 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007844.00784 2 2.6082 0.2023 1272.09 1272.5 4 62.5 3 R.GPLPAAPPVAPER.Q 92 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014709.01470 2 3.8552 0.2944 1539.77 1538.7 1 76.92308 2 R.GSSGSVVVDLLYWR.D 180 2 *
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007599.00759 1 3.5134 0.3874 1273.56 1272.5 1 62.5 4 R.GPLPAAPPVAPER.Q 92 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.007877.0078 1 3.16 0.44 1273.89 1272.5 1 58.333332 3 R.GPLPAAPPVAPER.Q 92 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.007521.0075 2 2.766 0.2299 1562.55 1564.7 1 61.538464 2 K.YSNSALGHVNCTIK.E 272 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.008098.0080 2 2.0976 0.3559 1270.95 1272.5 9 58.333332 1 R.GPLPAAPPVAPER.Q 92 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4267.426 2 4.2166 0.2925 1533.21 1533.8 1 75 2 R.RLFLVDDLVDSLK.F 289 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013589.0135 3 4.9574 0.3017 4189.52 4189.2 1 25 2 K.YQFVREPEDEEEEEEEEEEDEDEDLEELEVLER.K 25 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4395.439 2 4.337 0.2191 1377.43 1377.6 1 90.909096 1 R.LFLVDDLVDSLK.F 290 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2114.21 2 2.0375 0.3563 1271.7 1272.5 2 58.333332 1 R.GPLPAAPPVAPER.Q 92 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsSD-NE_PHA_lymphocytes_PK_105.016384.016384 3 4.9134 0.3366 4191.53 4189.2 1 28.125 1 K.YQFVREPEDEEEEEEEEEEDEDEDLEELEVLER.K 25 2
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NP_722550.1| gi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapiens] 9 31 39.1 373 40318 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.013234.0132 2 2.835 0.2316 1539.55 1538.7 1 61.538464 2 R.GSSGSVVVDLLYWR.D 180 2 *
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsSD-NE_PHA_lymphocytes_Ti_110.008505.008505 2 4.4185 0.4305 1889.61 1888 1 62.5 5 R.HRHPDEAAFFDTASTGK.T 511 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_PK_112.011805.0118 2 4.6182 0.169 1581.65 1578.7 1 75 5 L.IDEVNQDFTNRIN.K 74 0
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009902.00990 2 4.133 0.3173 1522.15 1521.6 1 83.33333 2 K.GLIDEVNQDFTNR.I 72 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007491.0074 2 2.6918 0.2632 1639.51 1638.7 3 53.571426 1 K.ESSSHHPGIAEFPSR.G 559 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007216.00721 2 2.5578 0.0805 1108.39 1107.3 5 81.25 1 K.VQHIQLLQK.N 149 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_PK_115.013426.0134 2 3.7865 0.3044 2526.59 2526.5 2 44.736843 11 K.DSDWPFCSDEDWNYKCPSGC.R 49 1
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009964.00996 1 2.6259 0.2658 1522.61 1521.6 1 58.333332 1 K.GLIDEVNQDFTNR.I 72 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_PK_114.013612.0136 2 3.0446 0.2616 1964.03 1965 1 53.571426 1 K.DSDWPFCSDEDWNYK.C 49 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.005972.00597 2 3.2933 0.2807 1381.33 1381.6 1 83.33333 4 K.TVIGPDGHKEVTK.E 468 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017674.01767 2 3.6364 0.4565 2265.59 2266.5 1 50 1 K.TFPGFFSPMLGEFVSETESR.G 528 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsSD-NE_NT_lymphocytes_Ti_102.015413.015413.2 2 4.4767 0.4067 3131.99 3130.3 1 44.827587 4 K.EVVTSEDGSDCPEAMDLGTLSGIGTLDGFR.H 481 2
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NP_068657.1| gi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1| "fibrinogen, alpha polypeptide isoform alpha preproprotein [Homo s 12 38 24.7 644 69757 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2550.255 2 3.3586 0.3021 2419.57 2420.7 1 42.105263 2 R.EVDLKDYEDQQKQLEQVIAK.D 191 2
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_Ti_105.009270.009270 3 3.5201 0.1366 3192.44 3192.4 4 26.041666 1 R.EFFPNHQWVKEETQEDKDCPIKEEK.G 326 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_PK_108.003338.003338 2 5.0278 0.5101 2315.51 2313.5 1 55.263157 17 F.HYTTWPDFGVPESPASFLNF.L 175 0
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.009819.009819 3 3.7286 0.3397 2667.38 2666 1 29.545454 1 K.ELSHEDLEPPPEHIPPPPRPPKR.I 293 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.008651.008651 2 3.7534 0.403 2508.77 2509.8 1 47.61905 6 K.ELSHEDLEPPPEHIPPPPRPPK.R 293 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_PK_107.020105.020105 2 2.8848 0.4494 2049.41 2052.3 1 52.941177 1 F.HYTTWPDFGVPESPASFL.N 175 0
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.009961.009961 2 2.5308 0.2012 2664.73 2666 4 34.090908 2 K.ELSHEDLEPPPEHIPPPPRPPKR.I 293 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_PK_114.012427.012427 3 3.6521 0.3168 2270.45 2267.5 1 35.526314 2 L.SHEDLEPPPEHIPPPPRPPK.R 295 1 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_Ti_110.011979.011979 3 4.7136 0.3351 4031.42 4032.5 1 25 2 K.FIMGDSSVQDQWKELSHEDLEPPPEHIPPPPRPPK.R 280 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.005884.00588 2 2.589 0.1753 1121.89 1119.1 1 75 5 R.HEASDFPCR.V 25 2 *
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262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009932.0099 2 5.1649 0.4905 2225.59 2223.4 1 67.5 2 K.GSPLNAAPYGIESMSQDTEVR.S 351 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_NT_lymphocytes_PK_115.011415.0114 2 3.3519 0.2617 1531.75 1531.7 1 60.714287 1 R.ESGSLSPEHGPVVVH.C 200 1 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013095.0130 2 3.3389 0.3112 1848.85 1846.1 1 66.66667 1 R.SGTFCLADTCLLLMDK.R 222 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007702.0077 3 3.3516 0.1309 2232.89 2233.4 2 33.333336 1 R.ESGSLSPEHGPVVVHCSAGIGR.S 200 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.006118.0061 2 2.3755 0.2693 1118.25 1119.1 2 68.75 1 R.HEASDFPCR.V 25 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007222.0072 3 3.5739 0.2023 1379.72 1379.5 1 50 2 R.YRDVSPFDHSR.I 46 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.007820.0078 2 5.1174 0.5022 2232.57 2233.4 1 61.904762 9 R.ESGSLSPEHGPVVVHCSAGIGR.S 200 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.013236.01323 2 3.8268 0.3392 2925.63 2923.3 1 39.130436 2 R.SYILTQGPLPNTCGHFWEMVWEQK.S 80 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_NT_lymphocytes_Ti_104.011592.011592.2 2 3.0535 0.1044 1368.19 1367.5 1 72.72727 2 K.SGSWAAIYQDIR.H 13 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_NT_lymphocytes_Ti_115.013515.013515.2 2 3.6553 0.3373 2924.97 2923.3 1 32.608696 1 R.SYILTQGPLPNTCGHFWEMVWEQK.S 80 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_NT_lymphocytes_Ti_102.011172.011172.2 2 5.1597 0.5029 2224.45 2223.4 1 55 2 K.GSPLNAAPYGIESMSQDTEVR.S 351 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_PK_106.018254.018254 2 3.6828 0.4476 2169.21 2166.4 1 50 1 F.HYTTWPDFGVPESPASFLN.F 175 0
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_NT_lymphocytes_Ti_108.012531.012531.2 2 2.0769 0.2208 1198.21 1198.4 1 70 1 R.FSYLAVIEGAK.F 269 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.013211.0132 2 2.421 0.2973 2922.81 2923.3 6 28.260868 1 R.SYILTQGPLPNTCGHFWEMVWEQK.S 80 2 *
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_002818.1| gi|4506289|ref|NP_002818.1| "protein tyrosine phosphatase, non-receptor type 1 [Homo sapiens] 20 65 47.6 435 49967 6.3 HsSD-NE_PHA_lymphocytes_PK_106.016258.016258 2 3.9422 0.2958 1941.67 1939.1 1 56.25 1 F.HYTTWPDFGVPESPASF.L 175 0
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_107.020362.020362 2 2.9401 0.1719 1879.87 1878.2 1 53.333336 3 W.WLFRDGLLPENTFIVG.Y 54 0
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_113.013412.013412 2 2.6691 0.2245 1273.81 1273.5 9 72.22222 1 A.NRIFGPIWNR.D 218 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_110.013760.013760 2 3.2407 0.305 1578.65 1576.8 1 66.66667 3 R.IFGPIWNRDNIAC.V 220 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_108.013328.013328 2 3.3801 0.2643 1528.81 1527.7 1 75 2 R.LQFHDVAGDIFHQ.Q 371 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_115.013567.013567 2 5.2679 0.3284 2283.15 2282.7 1 63.88889 2 L.LHQIELEKPKPIPYIYGSR.G 469 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_109.001064.001064 2 4.1137 0.4015 2041.07 2041.4 1 56.25 9 W.WLFRDGLLPENTFIVGY.A 54 0
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.008159.008159 2 4.3939 0.4118 1808.51 1808.9 1 80 1 R.NSYVAGQYDDAASYQR.L 105 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_109.014586.014586 2 3.4151 0.2215 1501.81 1502.7 7 63.636364 1 E.NERWDGVPFILR.C 346 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_Ti_112.012565.012565 2 3.9903 0.4185 2851.97 2854.4 1 45.652176 4 R.IFTPLLHQIELEKPKPIPYIYGSR.G 464 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_107.014956.014956 3 3.567 0.2078 1892.9 1894.1 1 48.214287 1 L.YVENERWDGVPFILR.C 343 1
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_109.014460.014460 2 3.2004 0.1692 1139.37 1139.3 8 87.5 1 K.LKLEDFFAR.N 96 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.014716.01471 2 2.8657 0.3809 1394.97 1395.7 1 83.33333 2 K.IYPTIWWLFR.D 48 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012308.01230 2 3.2541 0.3198 1665.81 1665.9 1 71.42857 1 R.DGLLPENTFIVGYAR.S 58 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009200.00920 2 3.3348 0.2714 2849.77 2850 1 34.615387 1 K.CISEVQANNVVLGQYVGNPDGEGEATK.G 294 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011392.01139 2 3.1357 0.0923 1138.71 1139.3 3 93.75 2 K.LKLEDFFAR.N 96 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011553.01155 2 4.1453 0.2949 2345.45 2345.6 1 52.63158 3 K.KPGMFFNPEESELDLTYGNR.Y 408 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.009982.0099 2 5.3417 0.4485 1945.09 1944.1 1 80 4 R.LQFHDVAGDIFHQQCK.R 371 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.011146.0111 2 2.2873 0.1164 1139.73 1139.3 8 81.25 1 K.LKLEDFFAR.N 96 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015548.01554 2 3.015 0.3267 1825.87 1826.2 3 60.000004 2 R.LFYLALPPTVYEAVTK.N 137 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_103.007631.00763 2 3.6748 0.1372 1810.55 1808.9 1 76.666664 3 R.NSYVAGQYDDAASYQR.L 105 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.009800.00980 2 4.8862 0.4812 1762.83 1764 1 73.333336 4 R.LNSHMNALHLGSQANR.L 121 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011168.01116 2 4.4914 0.4092 1943.09 1944.1 1 66.66667 2 R.LQFHDVAGDIFHQQCK.R 371 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011499.0114 2 2.8283 0.2181 2344.01 2345.6 1 52.63158 2 K.KPGMFFNPEESELDLTYGNR.Y 408 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010596.01059 1 3.2342 0.1673 1175.64 1174.3 1 72.22222 1 R.LSNHISSLFR.E 183 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_PHA_lymphocytes_PK_106.011766.011766 1 1.9442 0.2832 1276.6 1277.4 5 55 1 C.GILREELFQGD.A 14 0
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3052.305 2 2.0246 0.0932 1666.54 1665.9 1 57.14286 1 R.DGLLPENTFIVGYAR.S 58 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.014595.0145 2 3.0755 0.3878 2169.39 2168.4 1 41.666664 1 R.DNIACVILTFKEPFGTEGR.G 228 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_104.012789.012789.1 1 2.0876 0.4182 1273.33 1274.4 7 55 1 R.GGYFDEFGIIR.D 247 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.014453.0144 1 2.767 0.085 1396.77 1395.7 6 61.11111 1 K.IYPTIWWLFR.D 48 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_102.008619.008619.2 2 4.1682 0.343 1811.43 1808.9 1 76.666664 1 R.NSYVAGQYDDAASYQR.L 105 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_112.015402.015402.2 2 3.2791 0.3595 1395.75 1395.7 1 88.88889 2 K.IYPTIWWLFR.D 48 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_108.015285.015285.3 3 4.905 0.2575 3590.93 3590 1 24.166666 1 R.DVMQNHLLQMLCLVAMEKPASTNSDDVRDEK.V 258 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_112.015400.015400.1 1 1.8914 0.2064 1394.8 1395.7 1 66.66667 1 K.IYPTIWWLFR.D 48 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_109.011296.011296.3 3 3.8623 0.1931 1943.75 1944.1 1 46.666668 4 R.LQFHDVAGDIFHQQCK.R 371 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_102.013754.013754.2 2 4.1735 0.3222 1667.33 1665.9 1 82.14286 2 R.DGLLPENTFIVGYAR.S 58 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_109.016012.016012.2 2 3.2323 0.4071 2171.35 2168.4 1 41.666664 2 R.DNIACVILTFKEPFGTEGR.G 228 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsSD-NE_NT_lymphocytes_Ti_102.010798.010798.2 2 3.5687 0.3939 2849.55 2850 1 38.46154 2 K.CISEVQANNVVLGQYVGNPDGEGEATK.G 294 2
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|NP_001035810.1| gi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000 glucose-6-phosphate dehydrogenase isoform b [Homo sapiens] 25 79 53.6 515 59257 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.014438.0144 2 3.1926 0.2843 1396.09 1395.7 1 83.33333 3 K.IYPTIWWLFR.D 48 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_113.010647.010647 2 3.2309 0.282 1905.93 1904.1 1 46.875 1 R.IMLFTNEDNPHGNDSAK.A 166 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_115.014197.014197 3 5.7921 0.4979 4772 4772.5 1 25.625 9 R.RNIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDKR.K 404 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_106.019701.019701 3 4.7131 0.4393 4614.59 4616.3 1 25 4 R.RNIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDK.R 404 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.010592.010592 2 3.86 0.2761 1705.77 1702.9 1 76.92308 6 R.VHFEESSKLEDLLR.K 231 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_112.004331.004331 2 2.5673 0.1834 2502.71 2502.4 1 42.857143 1 K.TEGDEEAEEEQEENLEASGDYK.Y 10 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_105.010109.010109 2 2.0657 0.1374 1829.77 1831.1 1 57.14286 1 R.VHFEESSKLEDLLRK.V 231 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.014638.014638 2 3.4653 0.308 1403.71 1403.7 1 77.27273 2 R.DTGIFLDLMHLK.K 195 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.007872.007872 2 2.2185 0.1543 1694.99 1692.9 9 46.153847 1 K.VEYSEEELKTHISK.G 557 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_105.014700.014700 3 4.1629 0.1139 2028.17 2027.3 6 42.647057 3 K.IISSDRDLLAVVFYGTEK.D 75 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_109.019078.019078 3 4.2439 0.3707 4743.5 4744.4 1 22.5 4 R.NIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDKRK.M 405 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.013476.013476 2 2.2481 0.1189 1210.81 1208.4 2 85 1 R.DSLIFLVDASK.A 36 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.020351.0203 3 4.8448 0.4017 4458.41 4460.1 2 21.052631 2 R.NIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDK.R 405 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014031.01403 2 3.5129 0.3115 1404.63 1403.7 1 81.818184 2 R.DTGIFLDLMHLK.K 195 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010402.0104 1 2.2173 0.4009 1576.25 1574.8 1 65.38461 1 K.NIYVLQELDNPGAK.R 101 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008205.0082 2 2.2718 0.1183 2059.87 2060.2 2 44.11765 1 K.RIMLFTNEDNPHGNDSAK.A 165 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.018018.01801 3 3.0232 0.2089 2035.28 2035.6 1 41.17647 1 R.FDDPGLMLMGFKPLVLLK.K 340 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010074.01007 2 2.5377 0.1355 1705.25 1702.9 7 53.846157 1 R.VHFEESSKLEDLLR.K 231 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.016383.0163 2 2.9852 0.2969 2288.63 2289.7 1 44.736843 1 K.IQVTPPGFQLVFLPFADDKR.K 425 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017828.0178 2 3.7936 0.3126 2134.53 2133.5 1 58.333332 2 K.IQVTPPGFQLVFLPFADDK.R 425 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.018248.01824 2 4.4186 0.3933 2132.67 2133.5 1 63.88889 2 K.IQVTPPGFQLVFLPFADDK.R 425 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017324.0173 3 3.2517 0.3543 2035.61 2035.6 1 39.705883 3 R.FDDPGLMLMGFKPLVLLK.K 340 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008074.00807 2 3.5074 0.3178 2060.19 2060.2 3 50 1 K.RIMLFTNEDNPHGNDSAK.A 165 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_115.014303.01430 3 4.3643 0.4363 4617.17 4616.3 1 18.589745 1 R.RNIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDK.R 404 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007394.00739 2 5.9648 0.4324 2502.39 2502.4 1 57.14286 5 K.TEGDEEAEEEQEENLEASGDYK.Y 10 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009624.00962 2 2.7413 0.2081 1833.17 1831.1 1 53.571426 1 R.VHFEESSKLEDLLRK.V 231 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013659.0136 2 3.2367 0.4101 1403.51 1403.7 1 72.72727 1 R.DTGIFLDLMHLK.K 195 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008610.00861 2 2.811 0.0946 1161.75 1162.4 2 87.5 1 K.RILELDQFK.G 115 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010274.01027 2 3.7583 0.3147 1389.53 1389.5 1 86.36364 2 R.DIISIAEDEDLR.V 219 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.018044.01804 3 3.553 0.2521 2424.62 2424.8 1 36.904762 1 R.NLEALALDLMEPEQAVDLTLPK.V 489 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.018624.0186 2 5.6164 0.3909 2426.97 2424.8 1 64.28571 2 R.NLEALALDLMEPEQAVDLTLPK.V 489 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.017990.01799 2 5.6198 0.3748 2425.95 2424.8 1 64.28571 2 R.NLEALALDLMEPEQAVDLTLPK.V 489 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.020330.02033 3 4.1166 0.3878 4458.89 4460.1 1 19.736843 1 R.NIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDK.R 405 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009737.00973 2 4.4829 0.3227 1574.49 1574.8 1 80.769226 2 K.NIYVLQELDNPGAK.R 101 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007611.0076 2 5.7717 0.4843 2501.47 2502.4 1 54.761906 4 K.TEGDEEAEEEQEENLEASGDYK.Y 10 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_106.017649.017649.2 2 4.5519 0.3927 2132.87 2133.5 1 61.11111 4 K.IQVTPPGFQLVFLPFADDK.R 425 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_PK_101.016811.01681 2 2.7037 0.2065 1454.69 1453.7 9 58.333332 2 S.LFVYPEESLVIGS.S 366 0 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013806.0138 3 4.893 0.2813 2191.79 2191.7 1 44.444447 3 K.RFDDPGLMLMGFKPLVLLK.K 339 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.017564.0175 2 3.4541 0.1216 2036.51 2035.6 2 52.941177 2 R.FDDPGLMLMGFKPLVLLK.K 340 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_104.011661.011661.2 2 3.4696 0.0933 1576.07 1574.8 2 65.38461 1 K.NIYVLQELDNPGAK.R 101 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_108.021482.021482.3 3 3.9182 0.3418 4458.23 4460.1 5 18.421053 1 R.NIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDK.R 405 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_111.016507.016507.3 3 4.4254 0.3748 4618.67 4616.3 1 20.512821 1 R.NIPPYFVALVPQEEELDDQKIQVTPPGFQLVFLPFADDKR.K 405 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_107.014581.014581.2 2 4.0412 0.4074 2668.71 2667 1 47.727272 4 K.RLGSLVDEFKELVYPPDYNPEGK.V 517 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_PK_106.011558.011558 1 1.9198 0.1797 1466.82 1466.6 2 54.545456 1 H.FEESSKLEDLLR.K 233 1 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_104.019659.019659.2 2 4.8219 0.3833 2424.55 2424.8 1 54.761906 5 R.NLEALALDLMEPEQAVDLTLPK.V 489 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_105.016769.016769.2 2 3.1991 0.2035 2512.09 2510.8 1 42.857143 1 R.LGSLVDEFKELVYPPDYNPEGK.V 518 2 *
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_107.017618.017618.3 3 3.3894 0.3428 2035.25 2035.6 1 41.17647 2 R.FDDPGLMLMGFKPLVLLK.K 340 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_102.011798.011798.2 2 3.9189 0.3524 1388.87 1389.5 1 86.36364 2 R.DIISIAEDEDLR.V 219 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_102.011765.011765.1 1 3.4662 0.2759 1390.79 1389.5 1 72.72727 2 R.DIISIAEDEDLR.V 219 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_106.013662.013662.2 2 3.7104 0.2776 1403.07 1403.7 1 81.818184 4 R.DTGIFLDLMHLK.K 195 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_PHA_lymphocytes_PK_105.016782.016782 2 3.0951 0.1513 1406.55 1406.6 5 62.5 1 K.AGDLRDTGIFLDL.M 190 1
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_102.010038.010038.2 2 2.8472 0.1465 1010.65 1008.2 1 93.75 1 R.LGSLVDEFK.E 518 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2232.223 2 3.3654 0.2707 1704.66 1704.8 1 65.38461 1 R.SDSFENPVLQQHFR.N 475 2
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_001460.1| gi|4503841|ref|NP_001460.1| "ATP-dependent DNA helicase II, 70 kDa subunit [Homo sapiens] " 33 123 46.5 609 69843 6.6 HsSD-NE_NT_lymphocytes_Ti_102.008408.008408.2 2 5.9444 0.4501 2501.41 2502.4 1 57.14286 12 K.TEGDEEAEEEQEENLEASGDYK.Y 10 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsSD-NE_PHA_lymphocytes_Ti_115.014087.014087 2 4.2058 0.4109 1971.51 1972.4 1 67.64706 2 K.KLPPLPLTLALGAFLNHR.K 331 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsSD-NE_PHA_lymphocytes_PK_112.014217.014217 1 2.8016 0.3484 1462.86 1463.8 2 62.5 2 A.TLEKKLPPLPLTL.A 327 0 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsSD-NE_PHA_lymphocytes_PK_112.014063.014063 2 2.7496 0.1714 1360.77 1362.7 6 68.181816 1 T.LEKKLPPLPLTL.A 328 0 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.011414.0114 2 4.6263 0.3089 1831.49 1830.1 1 66.66667 2 R.MQDTSVSFGYQLDLPK.A 294 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.016298.01629 3 3.3277 0.3325 3561.38 3563 1 23.484848 2 K.QLSPTEAFPVLVGDMDNSGSLNAQVIHQLGPGLR.S 140 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007761.00776 2 4.4762 0.3625 1435.57 1432.6 1 73.07692 4 R.RPGEEGTVMSLAGK.Y 240 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010258.0102 2 4.2785 0.2684 1576.63 1576.7 1 75 2 K.GSVDSNWIVGATLEK.K 316 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_115.012539.01253 2 4.481 0.4217 2754.61 2755.1 1 50 3 K.YTLNNWLATVTLGQAGMHATYYHK.A 254 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008138.00813 3 5.1562 0.428 3347.81 3349.5 1 28.125 2 R.TPGAATASASGAAEDGACGCLPNPGTFEECHRK.C 57 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.003261.0032 2 2.9044 0.2501 1737.93 1737.9 1 56.666668 4 K.ASDQLQVGVEFEASTR.M 278 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.008193.0081 3 6.3695 0.5183 3347.66 3349.5 1 29.6875 3 R.TPGAATASASGAAEDGACGCLPNPGTFEECHRK.C 57 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009920.00992 2 4.7228 0.3187 1577.83 1576.7 1 75 4 K.GSVDSNWIVGATLEK.K 316 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_PK_112.010512.010 2 2.7733 0.3248 1290.61 1289.5 5 59.090908 1 N.AQVIHQLGPGLR.S 162 1 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009730.00973 1 2.4782 0.1949 1581.49 1579.9 1 54.166668 1 K.CKELFPIQMEGVK.L 90 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.011538.0115 3 6.0407 0.4239 3480.77 3479.8 1 29.032257 3 K.GLSNHFQVNHTVALSTIGESNYHFGVTYVGTK.Q 108 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsSD-NE_NT_lymphocytes_Ti_106.015471.015471.3 3 4.9229 0.368 3560.48 3563 1 21.969696 2 K.QLSPTEAFPVLVGDMDNSGSLNAQVIHQLGPGLR.S 140 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.012790.0127 2 4.2203 0.4435 2756.37 2755.1 1 36.95652 1 K.YTLNNWLATVTLGQAGMHATYYHK.A 254 2 *
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_006105.1| gi|5174723|ref|NP_006105.1| mitochondrial outer membrane protein TOM40 [Homo sapiens] 13 40 59.6 361 37893 7.3 HsSD-NE_NT_lymphocytes_Ti_103.012708.012708.2 2 2.857 0.1741 1828.97 1830.1 1 50 1 R.MQDTSVSFGYQLDLPK.A 294 2 *
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_109.009990.009990 2 2.6141 0.2312 1243.39 1243.4 1 72.72727 1 W.KHSTGIDIGDSL.T 167 0
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.012143.012143 2 4.0884 0.2702 2548.49 2548.7 1 50 1 K.HSTGIDIGDSLTIPDEFTEDEKK.S 168 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.000620.000620 2 3.3039 0.0838 2606.33 2606.1 7 32.608696 2 K.GYVPNLLGIIPYAGIDLAVYELLK.S 346 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_109.009979.009979 1 2.412 0.2684 1242.67 1243.4 1 63.636364 2 W.KHSTGIDIGDSL.T 167 0
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010551.01055 2 3.1885 0.3127 1256.33 1256.4 1 83.33333 1 R.YETLFQALDR.N 24 2 *
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.020248.0202 2 4.8782 0.3489 1985.83 1985.2 1 73.333336 4 R.DYFLFNPVTDIEEIIR.F 149 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.014259.01425 3 3.6893 0.2972 2222.87 2222.6 1 38.157894 2 R.MQAQAMLEGSPQLNMVGLFR.R 413 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.019460.01946 2 4.889 0.4066 1983.89 1985.2 1 73.333336 2 R.DYFLFNPVTDIEEIIR.F 149 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013976.01397 2 3.6885 0.3909 2382.51 2381.8 1 33.333336 2 R.FISGSMAGATAQTFIYPMEVMK.T 292 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_103.012339.01233 2 3.8632 0.1259 1674.31 1671.8 1 83.33333 9 R.NGDGVVDIGELQEGLR.N 34 2 *
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.017481.01748 2 3.8121 0.3547 2606.41 2606.1 1 50 5 K.GYVPNLLGIIPYAGIDLAVYELLK.S 346 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.008591.0085 2 3.9051 0.2867 1213.55 1213.4 1 83.33333 2 R.QLLAGGIAGAVSR.T 197 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_PK_106.000430.000430. 2 4.1697 0.2507 1984.87 1985.2 5 50 1 R.DYFLFNPVTDIEEIIR.F 149 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_Ti_110.015782.015782.2 2 3.4425 0.3015 1785.21 1783.1 1 60.000004 1 K.VLPAVGISYVVYENMK.Q 454 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_Ti_102.007857.007857.2 2 2.7669 0.2383 1362.51 1363.4 1 72.72727 1 K.TGQYSGIYDCAK.K 321 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_105.016696.016696 2 3.2504 0.2657 2168.69 2170.3 5 44.736843 1 L.DRNGDGVVDIGELQEGLRNL.G 32 0 *
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266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.002992.0029 2 3.163 0.1727 2605.77 2606.1 4 36.95652 2 K.GYVPNLLGIIPYAGIDLAVYELLK.S 346 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_Ti_106.000014.000014.2 2 6.0251 0.323 1985.99 1985.2 1 73.333336 5 R.DYFLFNPVTDIEEIIR.F 149 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_Ti_111.018913.018913.2 2 3.612 0.1179 2607.79 2606.1 1 45.652176 4 K.GYVPNLLGIIPYAGIDLAVYELLK.S 346 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_106.003064.003064 2 5.2614 0.2514 1988.13 1985.2 1 70 7 R.DYFLFNPVTDIEEIIR.F 149 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_NT_lymphocytes_Ti_104.012783.012783.2 2 3.4036 0.3352 2418.99 2420.5 1 42.857143 1 K.HSTGIDIGDSLTIPDEFTEDEK.K 168 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.017496.0174 3 3.7461 0.2603 2608.67 2606.1 1 31.52174 4 K.GYVPNLLGIIPYAGIDLAVYELLK.S 346 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_107.001281.00128 2 3.9791 0.35 1708.21 1707 1 69.230774 2 Y.FLFNPVTDIEEIIR.F 151 1
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.014430.0144 2 2.8001 0.2985 1784.57 1783.1 4 46.666668 2 K.VLPAVGISYVVYENMK.Q 454 2
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|NP_037518.3| gi|148491091|ref|NP_037518.3| solute carrier family 25 member 24 isoform 1 [Homo sapiens] 17 65 36.7 477 53354 6.3 HsSD-NE_PHA_lymphocytes_PK_106.020402.020402 2 2.9913 0.3045 1559.99 1559.8 2 75 1 F.LFNPVTDIEEIIR.F 152 1
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_PHA_lymphocytes_PK_108.010020.010020 1 2.3208 0.1869 1329.82 1329.6 5 55 1 R.ILVKRDELTLE.G 239 1 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_PHA_lymphocytes_Ti_114.015842.015842 2 3.8491 0.3651 2755.97 2754 1 43.18182 6 K.FDTLCDLYDTLTITQAVIFCNTK.R 265 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.007118.007118 2 3.4439 0.358 1598.47 1598.8 1 67.85714 1 R.KLDYGQHVVAGTPGR.V 152 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008606.00860 3 3.4178 0.2441 1829.39 1829.1 1 45 2 R.GIYAYGFEKPSAIQQR.A 52 2
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008600.0086 2 4.9807 0.3657 1828.71 1829.1 1 83.33333 3 R.GIYAYGFEKPSAIQQR.A 52 2
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_101.016617.0166 2 4.8042 0.4526 2491.95 2489.8 1 55 2 R.DIEQYYSTQIDEMPMNVADLI.- 391 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.015468.01546 2 3.6485 0.1899 2780.57 2780.3 1 45.833336 3 R.YLPPATQVVLISATLPHEILEMTNK.F 207 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008590.00859 2 5.2953 0.3883 1831.45 1829.1 1 86.666664 10 R.GIYAYGFEKPSAIQQR.A 52 2
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014164.0141 2 4.1733 0.4123 2142.15 2141.4 1 55.555557 3 R.GLDVPQVSLIINYDLPNNR.E 340 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_Ti_102.018240.01824 2 4.1813 0.332 2492.65 2489.8 1 50 1 R.DIEQYYSTQIDEMPMNVADLI.- 391 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011832.01183 2 3.6874 0.1775 1520.57 1521.8 1 83.33333 1 K.MLVLDEADEMLNK.G 183 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_PHA_lymphocytes_PK_106.014234.014234 2 2.794 0.2483 1105.83 1106.4 8 75 2 K.FMTDPIRIL.V 232 1 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015193.015193.2 2 3.6639 0.3682 2142.41 2141.4 1 50 5 R.GLDVPQVSLIINYDLPNNR.E 340 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.016011.0160 2 2.409 0.2097 2754.67 2754 4 31.818182 2 K.FDTLCDLYDTLTITQAVIFCNTK.R 265 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.019058.0190 2 3.3326 0.2783 2780.15 2780.3 6 33.333336 1 R.YLPPATQVVLISATLPHEILEMTNK.F 207 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2254.22 2 4.1309 0.3538 1828.42 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 52 2
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_NT_lymphocytes_Ti_115.018699.018699.2 2 2.7294 0.0892 2756.79 2754 1 34.090908 1 K.FDTLCDLYDTLTITQAVIFCNTK.R 265 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2202.220 2 4.5695 0.351 1828.64 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 52 2
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_NT_lymphocytes_Ti_109.020125.020125.2 2 4.6525 0.2753 2781.83 2780.3 1 45.833336 6 R.YLPPATQVVLISATLPHEILEMTNK.F 207 2 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_PHA_lymphocytes_PK_106.010856.010856 2 2.803 0.2459 1451.83 1452.6 1 75 2 A.VEREEWKFDTL.C 258 0 *
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_055555.1| gi|7661920|ref|NP_055555.1| "eukaryotic translation initiation factor 4A, isoform 3 [Homo sapiens 12 57 40.6 411 46871 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010755.010755.2 2 2.9454 0.2763 1161.55 1160.4 1 88.88889 1 R.VLISTDVWAR.G 330 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_114.017332.017332 2 3.6586 0.2422 2135.69 2134.4 1 61.11111 2 L.HLYTPLPFRPGQGGFGELF.R 373 0 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_111.014323.014323 2 4.4069 0.3099 2046.53 2047.4 2 58.333332 5 S.FWGGMLVPIGDKPSSIADR.F 318 1 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_113.014039.014039 2 3.3445 0.2724 1875.87 1874.1 1 53.125 1 L.HLYTPLPFRPGQGGFGE.L 373 0 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_111.015813.015813 2 2.9434 0.3453 1886.13 1884.1 1 56.25 1 L.YTPLPFRPGQGGFGELF.R 375 0 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_110.016211.01621 2 3.3642 0.1743 2135.83 2134.5 3 39.473686 2 A.SFWGGMLVPIGDKPSSIADR.F 317 1 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_Ti_107.013993.013993 2 4.293 0.4658 1767.73 1767 1 64.28571 5 R.TKDDIIICEIGDVFK.A 58 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_PHA_lymphocytes_PK_114.017344.017344 3 3.77 0.3012 2134.76 2134.4 1 41.666664 1 L.HLYTPLPFRPGQGGFGELF.R 373 0 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008024.00802 2 3.6712 0.3419 1295.07 1293.4 1 90.909096 2 R.ICDGVQFGAGIR.F 456 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009844.0098 2 3.0826 0.1172 1123.37 1122.3 2 83.33333 1 R.WSYGAGIVLR.L 424 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_PK_107.009762.0097 2 3.4321 0.1838 1562.73 1563.7 2 65.38461 2 L.GEEAEFVEVEPEAK.Q 23 1 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009996.00999 2 2.4998 0.1678 1281.13 1278.5 1 75 1 K.VTGQFPWSSLR.E 195 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010424.0104 2 4.5461 0.3937 2186.61 2186.5 1 45 2 R.LTGSYNTMVGNNEGSMVLGLK.L 128 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011475.01147 2 5.8089 0.5164 2266.71 2267.5 1 71.05263 2 R.THFFLNAGNLCNLNYGEGPK.A 393 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013173.01317 3 4.2892 0.3235 1766.6 1767 1 55.35714 4 R.TKDDIIICEIGDVFK.A 58 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010086.01008 1 1.8981 0.3281 1278.67 1278.5 9 55 1 K.VTGQFPWSSLR.E 195 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013149.01314 2 5.2063 0.4849 1765.75 1767 1 85.71429 5 R.TKDDIIICEIGDVFK.A 58 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013389.0133 2 4.7696 0.3977 1769.45 1767 1 85.71429 4 R.TKDDIIICEIGDVFK.A 58 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.018108.0181 2 3.4854 0.3121 3020.01 3018.3 2 30.357143 5 R.SLEPLPSSGPDFGGLGEEAEFVEVEPEAK.Q 8 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.013394.01339 2 4.832 0.4935 3019.35 3018.3 1 48.214287 3 R.SLEPLPSSGPDFGGLGEEAEFVEVEPEAK.Q 8 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008993.0089 2 3.5713 0.2776 1581.19 1578.8 1 73.07692 4 K.DVVVQHVHFDGLGR.T 44 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009501.00950 3 3.9943 0.3492 2435.45 2433.7 1 37.5 2 K.QEILENKDVVVQHVHFDGLGR.T 37 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_NT_lymphocytes_Ti_110.012622.012622.2 2 2.9987 0.2894 2269.15 2267.5 1 42.105263 1 R.THFFLNAGNLCNLNYGEGPK.A 393 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_NT_lymphocytes_Ti_104.009396.009396.2 2 2.9554 0.2914 1291.41 1293.4 1 90.909096 2 R.ICDGVQFGAGIR.F 456 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_NT_lymphocytes_Ti_108.010545.010545.3 3 3.424 0.1708 2431.88 2433.7 1 32.5 1 K.QEILENKDVVVQHVHFDGLGR.T 37 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsSD-NE_NT_lymphocytes_Ti_102.015515.015515.2 2 4.023 0.4214 3019.85 3018.3 1 33.92857 2 R.SLEPLPSSGPDFGGLGEEAEFVEVEPEAK.Q 8 2 *
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NP_056195.2| gi|31542301|ref|NP_056195.2| sorting and assembly machinery component 50 homolog [Homo sa 18 62 38 469 51962 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011115.0111 2 5.6984 0.4412 2268.31 2267.5 1 68.42105 1 R.THFFLNAGNLCNLNYGEGPK.A 393 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_PK_112.014084.014084 1 1.9882 0.2875 1374.71 1375.6 2 54.166668 1 F.GLGFPPCLGGPFR.F 707 1 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_107.018793.018793 2 4.5722 0.4008 1681.87 1681 1 75 18 K.ADMVIEAVFEDLSLK.H 441 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_103.017073.017073 2 5.0227 0.545 2837.75 2838.2 1 51.851852 13 K.KLDSLTTSFGFPVGAATLVDEVGVDVAK.H 570 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_107.016473.016473 2 3.2373 0.3316 1629.99 1627.9 1 65.38461 11 R.TIEYLEEVAITFAK.G 236 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_103.013019.013019 3 3.4361 0.2404 2825.42 2823.2 1 25 1 K.STKPIVAAINGSCLGGGLEVAISCQYR.I 133 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_102.007469.007469 2 3.1 0.3556 1845.37 1843.9 1 53.125 1 K.TGIEQGSDAGYLCESQK.F 310 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_101.007726.007726 2 4.3326 0.366 1847.67 1848 1 70 6 K.LPPKSEVSSDEDIQFR.L 661 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_105.016694.016694 3 3.1068 0.177 2421.2 2421.6 1 31.578945 1 K.ELHSEFSEVMNEIWASDQIR.S 67 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_105.016685.016685 2 4.6021 0.4127 2422.23 2421.6 1 50 8 K.ELHSEFSEVMNEIWASDQIR.S 67 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_102.011711.011711 2 2.9991 0.0975 1321.71 1319.6 7 75 1 K.MQLLEIITTEK.T 506 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_PK_107.009650.009650 2 3.3029 0.3473 1848.45 1848 1 60.000004 2 K.LPPKSEVSSDEDIQFR.L 661 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_Ti_104.017678.017678 3 4.9787 0.4343 2840.93 2838.2 1 32.407406 9 K.KLDSLTTSFGFPVGAATLVDEVGVDVAK.H 570 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.012215.0122 3 4.2344 0.2225 2275.34 2275.7 1 38.75 2 K.MGLVDQLVEPLGPGLKPPEER.T 215 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.016428.0164 2 3.198 0.4152 2840.47 2838.2 1 35.185184 3 K.KLDSLTTSFGFPVGAATLVDEVGVDVAK.H 570 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.014120.0141 2 5.4599 0.5029 2061.91 2063.2 1 70.588234 3 R.DSIFSNLTGQLDYQGFEK.A 423 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007522.0075 2 5.2052 0.4528 1843.21 1843.9 1 71.875 2 K.TGIEQGSDAGYLCESQK.F 310 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_107.012591.01259 3 3.9186 0.2457 2276.18 2275.7 1 36.25 2 K.MGLVDQLVEPLGPGLKPPEER.T 215 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_111.012038.01203 3 3.8925 0.2395 2405.27 2403.8 1 39.285713 1 K.KMGLVDQLVEPLGPGLKPPEER.T 214 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_104.014045.01404 2 4.8961 0.482 2065.27 2063.2 1 70.588234 1 R.DSIFSNLTGQLDYQGFEK.A 423 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_110.016220.01622 2 2.6538 0.1035 1629.79 1627.9 1 61.538464 1 R.TIEYLEEVAITFAK.G 236 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_104.016163.01616 2 4.8067 0.3714 1522.37 1522.7 1 88.46153 2 K.DLNSDMDSILASLK.L 647 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_106.016497.01649 2 4.0494 0.4677 2839.67 2838.2 1 42.592594 2 K.KLDSLTTSFGFPVGAATLVDEVGVDVAK.H 570 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007760.0077 2 3.7236 0.3958 1413.31 1412.5 1 86.36364 6 K.SEVSSDEDIQFR.L 665 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.018230.0182 2 2.414 0.2248 1682.97 1681 1 57.14286 1 K.ADMVIEAVFEDLSLK.H 441 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_104.007514.00751 2 3.8256 0.4181 1412.97 1412.5 1 86.36364 2 K.SEVSSDEDIQFR.L 665 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_107.012190.01219 2 3.2424 0.2329 1384.45 1383.7 1 77.27273 1 K.LTAYAMTIPFVR.Q 268 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsNaOH-NE_NT_lymphocytes_Ti_106.007521.00752 2 3.2303 0.2785 1849.95 1848 1 63.333332 2 K.LPPKSEVSSDEDIQFR.L 661 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_102.008403.008403.2 2 3.7535 0.3538 1414.45 1412.5 1 86.36364 5 K.SEVSSDEDIQFR.L 665 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_106.015054.015054.2 2 4.0238 0.2319 2423.93 2421.6 1 50 4 K.ELHSEFSEVMNEIWASDQIR.S 67 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_PK_108.014583.014583. 2 3.0136 0.3434 2007.79 2008.3 4 40 1 K.TVLGTPEVLLGALPGAGGTQR.L 167 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_PHA_lymphocytes_PK_104.003216.003216 1 2.118 0.1549 1024.52 1022 2 68.75 1 S.EVSSDEDIQ.F 666 0 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_102.015614.015614.2 2 5.8431 0.3793 2065.03 2063.2 1 67.64706 8 R.DSIFSNLTGQLDYQGFEK.A 423 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_102.017856.017856.1 1 3.2637 0.2719 1523.75 1522.7 1 65.38461 3 K.DLNSDMDSILASLK.L 647 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_108.012308.012308.3 3 4.3297 0.3982 2403.62 2403.8 1 36.904762 2 K.KMGLVDQLVEPLGPGLKPPEER.T 214 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_102.008237.008237.2 2 4.5211 0.433 1845.79 1843.9 1 56.25 2 K.TGIEQGSDAGYLCESQK.F 310 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_106.016969.016969.2 2 3.4035 0.4358 2838.37 2838.2 5 29.62963 8 K.KLDSLTTSFGFPVGAATLVDEVGVDVAK.H 570 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_105.015474.015474.1 1 2.1154 0.1634 869.68 868.97 2 71.42857 1 K.HVAEDLGK.V 598 2 *
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NP_000173.2| gi|20127408|ref|NP_000173.2| "mitochondrial trifunctional protein, alpha subunit precursor [Homo 21 140 33.6 763 83000 9 HsSD-NE_NT_lymphocytes_Ti_102.017834.017834.2 2 4.9144 0.429 1522.21 1522.7 1 84.61539 2 K.DLNSDMDSILASLK.L 647 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_Ti_104.020415.020415 2 2.4032 0.0816 1286.29 1286.7 5 65 1 R.VVILMELEVLK.S 93 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.013076.013076 2 2.2528 0.1482 1606.69 1607.8 8 57.692307 1 K.LFSLELVDESGEIR.A 221 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.014648.014648 2 3.498 0.1853 2011.71 2009.2 1 55.555557 3 R.GWFDAEGQALDGVSISDLK.S 413 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.012605.012605 2 4.2239 0.3921 2087.05 2087.2 1 59.375 1 K.DKNEQAFEEVFQNANFR.S 552 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_PK_107.012970.012970 2 4.1029 0.355 1447.57 1448.7 1 87.5 2 K.SKDSLVDIIGICK.S 312 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.010726.010726 2 3.7642 0.1663 1967.65 1968.1 1 55.88235 3 K.VVTATLWGEDADKFDGSR.Q 355 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_PK_109.010440.0104 2 3.7429 0.206 1348.43 1347.5 1 86.36364 4 F.SLELVDESGEIR.A 223 1 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010259.01025 3 3.8956 0.3192 4460.69 4458.9 1 21.11111 1 K.IGNPVPYNEGLGQPQVAPPAPAASPAASSRPQPQNGSSGMGSTVSK.A 112 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.015630.0156 2 3.248 0.2734 2012.05 2009.2 2 44.444447 4 R.GWFDAEGQALDGVSISDLK.S 413 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_PK_114.012058.0120 2 3.3087 0.2303 1706.29 1706.9 2 50 2 L.SSSTIIANPDIPEAYK.L 395 1 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_PK_105.009060.0090 2 2.9515 0.1549 1149.55 1147.2 1 88.88889 1 L.ELVDESGEIR.A 225 1 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008968.00896 2 3.2977 0.3777 1969.11 1968.1 1 47.058823 2 K.VVTATLWGEDADKFDGSR.Q 355 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009876.00987 1 2.5636 0.166 1449.32 1448.7 1 62.5 1 K.SKDSLVDIIGICK.S 312 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_103.013036.013036.2 2 2.7773 0.1715 2206.51 2206.5 3 42.5 1 R.SLSVLSSSTIIANPDIPEAYK.L 390 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_PK_101.013415.013415 2 2.9067 0.1709 1474.87 1472.6 1 70.83333 1 Q.LNPLVEEEQLSSN.C 62 0 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_110.021547.021547.3 3 4.6189 0.4114 4348.88 4350.9 1 21.621622 6 R.LLMSDGLNTLSSFMLATQLNPLVEEEQLSSNCVCQIHR.F 44 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_PK_106.015920.015920 2 3.9984 0.255 2628.63 2629.8 1 36.363636 2 Q.NAAYLGELKDKNEQAFEEVFQNA.N 543 0 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_PK_106.015351.01535 2 4.2174 0.2803 2444.45 2444.7 1 42.5 3 A.AYLGELKDKNEQAFEEVFQNA.N 545 0 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_103.019278.019278.2 2 3.317 0.2305 2011.41 2009.2 1 47.22222 4 R.GWFDAEGQALDGVSISDLK.S 413 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_PHA_lymphocytes_PK_105.013544.013544 2 3.2917 0.3146 1669.23 1669.7 1 73.07692 4 K.DKNEQAFEEVFQNA.N 552 1 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.014998.0149 3 3.328 0.2014 4351.34 4350.9 1 18.918919 1 R.LLMSDGLNTLSSFMLATQLNPLVEEEQLSSNCVCQIHR.F 44 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_107.013523.013523.2 2 2.8428 0.1645 1609.33 1607.8 2 65.38461 2 K.LFSLELVDESGEIR.A 221 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_104.010984.010984.2 2 3.5539 0.4269 1968.25 1968.1 1 52.941177 2 K.VVTATLWGEDADKFDGSR.Q 355 2 *
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_002936.1| gi|4506583|ref|NP_002936.1| "replication protein A1, 70kDa [Homo sapiens] " 18 53 37.2 616 68138 7.2 HsSD-NE_NT_lymphocytes_Ti_110.014093.014093.2 2 2.7513 0.1444 2548.07 2546.8 1 36.363636 1 K.SENLGQGDKPDYFSSVATVVYLR.K 450 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_Ti_103.011260.011260 2 3.3737 0.2679 1828.93 1826.1 1 56.666668 1 R.GNVGFVFTKEDLTEIR.D 84 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_Ti_103.012502.012502 2 3.7522 0.2435 2054.57 2053.4 1 55.88235 2 K.RVLALSVETDYTFPLAEK.V 247 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsNaOH-NE_NT_lymphocytes_Ti_107.005793.00579 2 2.7622 0.097 1223.35 1222.3 6 65 1 R.GHLENNPALEK.L 67 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsNaOH-NE_NT_lymphocytes_PK_112.012680.0126 2 3.3643 0.1918 1499.99 1500.6 1 75 1 L.SVETDYTFPLAEK.V 252 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsNaOH-NE_NT_lymphocytes_Ti_105.012728.01272 2 5.4061 0.5432 2754.19 2754.2 1 46.666668 3 K.AFLADPSAFVAAAPVAAATTAAPAAAAAPAK.V 267 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.013170.0131 2 2.8258 0.1604 1898.71 1897.2 1 46.875 1 R.VLALSVETDYTFPLAEK.V 248 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.012988.0129 2 3.0506 0.3194 1314.55 1314.5 1 63.636364 2 K.TSFFQALGITTK.I 135 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_106.014400.014400 2 2.6322 0.1906 1947.71 1946.2 1 50 1 L.SVETDYTFPLAEKVKAF.L 252 0 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_104.013286.013286.2 2 3.5597 0.3277 1314.41 1314.5 1 72.72727 2 K.TSFFQALGITTK.I 135 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_106.016662.016662 2 3.2195 0.2859 2778.89 2778 4 30.434782 2 Q.QVFDNGSIYNPEVLDITEETLHSR.F 191 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_102.014595.014595.3 3 3.4464 0.3875 2756.3 2754.2 1 27.5 1 K.AFLADPSAFVAAAPVAAATTAAPAAAAAPAK.V 267 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_106.014726.014726 2 3.7843 0.3236 1576.63 1577.8 1 79.16667 2 F.TKEDLTEIRDMLL.A 91 0 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_105.017015.017015 2 3.4726 0.3117 2650.81 2649.9 1 40.909092 2 Q.VFDNGSIYNPEVLDITEETLHSR.F 192 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_108.011849.011849.2 2 3.7341 0.2928 1827.93 1826.1 1 50 2 R.GNVGFVFTKEDLTEIR.D 84 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_103.013319.013319 2 3.6851 0.2303 1501.05 1500.6 1 66.66667 1 L.SVETDYTFPLAEK.V 252 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_102.014546.014546.2 2 4.9178 0.4996 2754.43 2754.2 1 48.333332 3 K.AFLADPSAFVAAAPVAAATTAAPAAAAAPAK.V 267 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_105.016578.016578 3 4.6662 0.2874 2779.61 2778 2 31.52174 1 Q.QVFDNGSIYNPEVLDITEETLHSR.F 191 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_106.014604.014604 2 4.1065 0.2801 2177.25 2174.4 1 55.555557 2 N.GSIYNPEVLDITEETLHSR.F 196 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_102.009458.009458.2 2 4.5207 0.2663 2181.97 2181.4 1 52.380955 2 R.AGAIAPCEVTVPAQNTGLGPEK.T 113 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_105.008648.008648 2 2.6627 0.2729 1201.15 1201.3 1 72.22222 1 L.DITEETLHSR.F 205 1 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_110.014315.014315.2 2 2.7493 0.2351 2790.37 2789.2 5 30.000002 1 R.NVASVCLQIGYPTVASVPHSIINGYK.R 221 2 *
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_NT_lymphocytes_Ti_105.017117.017117.2 2 3.8783 0.3207 1899.17 1897.2 1 56.25 3 R.VLALSVETDYTFPLAEK.V 248 2 *
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271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NP_444505.1| gi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapiens] 18 39 52.4 317 34274 6 HsSD-NE_PHA_lymphocytes_PK_106.014592.014592 2 3.4427 0.1803 2118.75 2117.3 1 50 2 G.SIYNPEVLDITEETLHSR.F 197 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_110.016302.016302 2 2.9881 0.2648 1756.41 1756.9 2 57.692307 3 K.HLKDSMCNEFSQIF.Q 193 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.013410.013410 2 5.1329 0.4279 2028.49 2028.3 1 58.823532 2 K.LLSEEVFDFSSGQITQVK.S 173 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_108.000008.000008 2 4.3323 0.3244 1874.47 1874.2 1 76.666664 10 E.NFVPPLLDAVLIDYQR.N 775 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_Ti_115.016211.016211 3 4.7943 0.373 4138.49 4136.6 1 24.264706 2 K.LGGHITAEIPQIFDAVFECTLNMINKDFEEYPEHR.T 811 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_108.009960.009960 2 3.0472 0.2412 1937.53 1936.1 1 50 1 T.LNMINKDFEEYPEHR.T 831 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.017578.017578 2 2.7793 0.2116 2935.69 2933.4 6 28 1 K.LGGHITAEIPQIFDAVFECTLNMINK.D 811 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_107.010255.010255 2 3.8446 0.3739 1752.43 1751 1 65.38461 1 T.HLDYVDTERIMTEK.L 466 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_107.010001.01000 2 4.8274 0.4445 2010.29 2011.2 1 76.47059 2 M.AKPEEVLVVENDQGEVVR.E 425 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.009283.009283 3 4.3536 0.3865 2165.66 2163.5 1 47.058823 2 R.MAQEVLTHLKEHPDAWTR.V 45 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_PK_111.012687.0126 2 4.2606 0.407 1758.39 1758.8 1 60.714287 5 K.EFAGEDTSDLFLEER.E 1024 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.014704.01470 2 3.3692 0.2881 1452.71 1453.7 1 90.909096 2 K.YYGLQILENVIK.T 77 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.019424.01942 2 3.1507 0.2136 1742.17 1742.1 1 61.538464 3 R.FLNWIPLGYIFETK.L 232 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.020525.02052 2 3.0564 0.2627 2848.41 2846.2 3 29.166666 2 R.SNDPQMVAENFVPPLLDAVLIDYQR.N 766 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.016954.01695 2 2.9086 0.2219 1912.77 1911.3 1 43.75 1 K.LFVTGLFSLNQDIPAFK.E 996 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_NT_lymphocytes_PK_107.010846.0108 2 3.5204 0.3353 1482.23 1482.5 1 62.5 2 F.AGEDTSDLFLEER.E 1026 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010964.0109 2 3.5305 0.3208 1761.19 1758.8 1 67.85714 2 K.EFAGEDTSDLFLEER.E 1024 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.020411.0204 2 3.8366 0.4324 2847.87 2846.2 1 37.5 3 R.SNDPQMVAENFVPPLLDAVLIDYQR.N 766 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_105.013515.013515 2 4.002 0.3505 1760.43 1758.8 1 67.85714 6 K.EFAGEDTSDLFLEER.E 1024 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_107.018188.018188.2 2 2.4962 0.1941 2890.83 2888.3 7 30.000002 1 K.ISTSLNPGNPVNNQIFLQEYVANLLK.S 958 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_114.017218.017218.3 3 3.7456 0.1301 3079.91 3080.4 1 32 1 R.LAYSNGKDDEQNFIQNLSLFLCTFLK.E 306 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.021672.021672 3 4.708 0.2284 1874 1874.2 3 43.333332 3 E.NFVPPLLDAVLIDYQR.N 775 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_114.017213.017213.2 2 3.5866 0.3927 3082.45 3080.4 1 40 1 R.LAYSNGKDDEQNFIQNLSLFLCTFLK.E 306 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_107.018643.018643.2 2 3.1162 0.2351 2151.47 2149.5 1 50 1 K.YMLLPNQVWDSIIQQATK.N 657 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.019884.019884 1 2.4919 0.2162 1356.49 1356.5 1 72.22222 1 T.YFCDILQHIF.S 918 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_108.014749.014749.3 3 3.5196 0.1261 2632.16 2632.9 1 32.954548 1 K.NLNTLCWAIGSISGAMHEEDEKR.F 493 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.001887.001887 2 3.8678 0.2607 2741.95 2740.1 1 43.18182 2 F.IDEILNNINTIICDLQPQQVHTF.Y 611 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_102.013394.013394 2 3.4902 0.2032 1568.01 1568.8 3 65.38461 1 S.LNPGNPVNNQIFLQ.E 962 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.001676.001676 3 4.8802 0.2034 2738.99 2740.1 1 35.227272 1 F.IDEILNNINTIICDLQPQQVHTF.Y 611 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_106.014123.014123.2 2 3.9478 0.3421 1453.29 1453.7 1 90.909096 4 K.YYGLQILENVIK.T 77 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009466.009466.2 2 3.0445 0.095 1639.49 1637.9 7 57.692307 1 R.TSESLCQNNMVILK.L 159 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_102.002566.002566 3 5.6283 0.2421 2129.9 2127.4 1 44.11765 2 F.IDEILNNINTIICDLQPQ.Q 611 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_107.000137.000137 2 4.274 0.3378 2005.03 2003.3 1 65.625 3 A.ENFVPPLLDAVLIDYQR.N 774 1 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.008573.008573 1 1.9805 0.1615 931.77 932.06 5 75 1 Q.EHLIEKY.M 651 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_103.001523.001523 2 4.9486 0.2883 2129.59 2127.4 1 64.70589 4 F.IDEILNNINTIICDLQPQ.Q 611 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_105.016839.016839.2 2 4.0136 0.4361 2541.27 2542.8 1 47.61905 1 K.LDINLLDNVVNCLYHGEGAQQR.M 23 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.019787.019787 2 3.1043 0.3053 1356.55 1356.5 1 88.88889 2 T.YFCDILQHIF.S 918 0 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_NT_lymphocytes_Ti_104.021711.021711.2 2 3.4773 0.4066 2845.59 2846.2 1 43.75 2 R.SNDPQMVAENFVPPLLDAVLIDYQR.N 766 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010911.0109 1 2.7884 0.2066 1295.3 1294.5 1 59.090908 1 K.AVGHPFVIQLGR.I 701 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.017518.0175 2 2.6878 0.3215 3081.75 3080.4 5 36 2 R.LAYSNGKDDEQNFIQNLSLFLCTFLK.E 306 2 *
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_003391.1| gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 34 91 35.7 1071 123386 6.1 HsSD-NE_PHA_lymphocytes_PK_106.012003.012003 2 5.0286 0.362 2001.83 2000.2 1 78.125 5 Q.IKEFAGEDTSDLFLEER.E 1022 1 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsSD-NE_PHA_lymphocytes_PK_109.015166.015166 2 3.2475 0.33 2333.21 2334.6 1 50 2 R.RVLPCIPSEEWPNPPTLQEA.G 410 1 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsSD-NE_PHA_lymphocytes_PK_110.014972.014972 2 3.3901 0.2753 2136.29 2134.4 1 47.058823 1 R.RVLPCIPSEEWPNPPTLQ.E 410 1 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008916.008916 3 3.2708 0.1479 2062.37 2062.2 2 39.0625 1 R.HTLEQHNWNIEAAVQDR.L 34 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010629.01062 3 3.1796 0.2544 2998.97 3000.3 1 27.884615 1 R.LNEQEGVPSVFNPPPSRPLQVNTADHR.I 51 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008625.00862 2 2.9092 0.1607 1122.35 1122.3 1 93.75 2 K.FQIEANFPR.R 401 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_PK_107.005930.0059 2 3.8205 0.3485 1731.23 1731.7 1 76.92308 2 Y.LHGDDHQDSDEFCR.N 177 1 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008805.0088 2 5.1825 0.4515 2063.27 2062.2 1 75 6 R.HTLEQHNWNIEAAVQDR.L 34 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010235.01023 2 4.5136 0.4262 2166.61 2167.4 1 72.22222 1 R.AHPVFYQGTYSQALNDAKR.E 150 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011338.01133 2 5.0892 0.3138 1704.37 1701.9 1 78.57143 2 R.NTLCAPEVISLINTR.M 191 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010558.0105 2 3.2475 0.3186 2370.23 2367.5 1 50 4 R.FLLVYLHGDDHQDSDEFCR.N 172 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008669.00866 2 6.2072 0.493 2063.53 2062.2 1 78.125 4 R.HTLEQHNWNIEAAVQDR.L 34 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009760.00976 2 3.6787 0.3573 1862.39 1861.1 1 60.714287 2 R.MLFWACSTNKPEGYR.V 206 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012807.0128 2 5.829 0.4778 2055.27 2055.3 1 75 2 K.LLQFQDLTGIESMDQCR.H 17 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007535.00753 2 4.9201 0.4309 2038.89 2038.2 1 55.88235 1 R.KLECLPPEPSPDDPESVK.I 346 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012446.01244 2 5.1023 0.3757 2055.57 2055.3 1 75 5 K.LLQFQDLTGIESMDQCR.H 17 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011092.01109 2 3.9079 0.4325 2369.57 2367.5 1 55.555557 5 R.FLLVYLHGDDHQDSDEFCR.N 172 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.017387.01738 3 4.8785 0.3165 4119.77 4119.5 1 25 3 R.RVLPCIPSEEWPNPPTLQEAGLSHTEVLFVQDLTDE.- 410 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008528.00852 3 4.0839 0.3209 2012.54 2011.2 1 48.52941 1 R.AHPVFYQGTYSQALNDAK.R 150 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008518.00851 2 3.9773 0.5775 2008.65 2011.2 1 73.52941 1 R.AHPVFYQGTYSQALNDAK.R 150 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.017010.0170 2 3.5744 0.4071 2039.09 2038.3 1 58.823532 2 R.VTDPVGDIVSFMHSFEEK.Y 129 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008504.0085 2 4.4269 0.3988 2166.83 2167.4 1 69.44444 1 R.AHPVFYQGTYSQALNDAKR.E 150 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010841.0108 3 3.9247 0.3122 3001.22 3000.3 1 29.807693 2 R.LNEQEGVPSVFNPPPSRPLQVNTADHR.I 51 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsSD-NE_NT_lymphocytes_Ti_103.013822.013822.2 2 4.1958 0.4426 2055.47 2055.3 1 50 1 K.LLQFQDLTGIESMDQCR.H 17 2 *
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NP_055428.1| gi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo sapiens] 17 53 47.2 445 52624 5.6 HsSD-NE_NT_lymphocytes_Ti_109.010765.010765.3 3 3.0763 0.2444 2998.88 3000.3 1 26.923079 1 R.LNEQEGVPSVFNPPPSRPLQVNTADHR.I 51 2 *
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_108.012975.012975 2 4.4853 0.4041 2394.13 2391.5 1 52.77778 2 K.CHDYYTTEFLYNLYSSEGK.G 630 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_108.014963.014963 2 2.8126 0.1816 1415.25 1413.7 1 73.07692 2 S.NIIQLGGTIIGSAR.C 75 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_101.015016.015016 2 2.8615 0.1082 3104.21 3104.5 1 32.75862 2 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.020223.020223 2 4.7885 0.3576 2302.59 2299.6 1 52.380955 1 K.QANWLSVSNIIQLGGTIIGSAR.C 67 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_108.017016.017016 2 3.1278 0.1755 1324.41 1322.5 2 75 2 A.NIFRSEWGSLL.E 126 0
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.008984.008984 2 5.4325 0.5477 2224.47 2225.5 1 62.5 5 R.TGISHGHTVYVVHDGFEGLAK.G 424 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.011474.011474 2 3.6693 0.0901 1917.49 1915.2 1 65.625 2 R.IMEVIDAITTTAQSHQR.T 185 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_110.018604.018604 2 4.0758 0.4081 1973.99 1974.3 1 71.875 4 R.TLPKGQLESIVENIRIY.G 471 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_111.019876.019876 2 3.604 0.3398 1413.69 1411.7 1 83.33333 27 R.LNIIIIAEGAIDR.N 257 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.015686.015686 3 4.1618 0.31 3106.52 3104.5 2 22.413794 3 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010700.01070 2 5.2335 0.4562 1909.47 1909.1 1 73.52941 2 R.TNVLGHLQQGGAPTPFDR.N 655 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013804.01380 2 3.2351 0.1298 2147.15 2145.5 3 45.238094 1 K.SNFSLAILNVGAPAAGMNAAVR.S 398 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006881.0068 2 3.1169 0.1642 1135.75 1136.3 2 87.5 2 K.RFDEATQLR.G 366 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.013713.0137 2 4.3238 0.4804 2145.25 2145.5 1 61.904762 1 K.SNFSLAILNVGAPAAGMNAAVR.S 398 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.012940.01294 2 3.1336 0.3267 2391.73 2391.5 1 44.444447 1 K.CHDYYTTEFLYNLYSSEGK.G 630 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.015603.0156 2 3.3852 0.1647 1650.75 1647.8 1 75 1 R.SEWGSLLEELVAEGK.I 130 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.010710.0107 2 2.6107 0.1404 1918.11 1915.2 8 46.875 1 R.IMEVIDAITTTAQSHQR.T 185 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.015225.0152 3 4.3091 0.2043 3555.17 3553.8 1 25.78125 2 R.TYSHLNIAGLVGSIDNDFCGTDMTIGTDSALHR.I 152 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011696.01169 2 5.0519 0.4728 1894.81 1895.1 1 65.625 4 K.GQVQEVGWHDVAGWLGR.G 445 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009239.0092 2 4.7387 0.4517 1909.95 1909.1 1 70.588234 2 R.TNVLGHLQQGGAPTPFDR.N 655 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.013073.01307 2 3.561 0.375 3105.13 3104.5 5 29.310345 2 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.006788.00678 2 2.4814 0.1153 1135.67 1136.3 7 75 1 K.RFDEATQLR.G 366 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3236.323 2 4.7817 0.4723 1894.77 1895.1 1 68.75 1 K.GQVQEVGWHDVAGWLGR.G 445 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_111.012080.012080.2 2 3.6575 0.3209 2225.27 2225.5 1 50 1 R.TGISHGHTVYVVHDGFEGLAK.G 424 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.001434.0014 2 2.0844 0.0921 1414.21 1411.7 3 58.333332 1 R.LNIIIIAEGAIDR.N 257 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_105.017572.017572 2 3.5414 0.2284 1511.27 1509.7 1 72.72727 1 A.YVFEDPFNIHDL.K 593 0
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_102.009285.009285.2 2 4.2162 0.312 1788.69 1789 1 55.555557 1 K.AIGVLTSGGDAQGMNAAVR.A 17 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_110.014209.014209.2 2 3.8763 0.4124 2391.53 2391.5 1 50 1 K.CHDYYTTEFLYNLYSSEGK.G 630 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_108.015343.015343.2 2 4.6421 0.3887 3106.01 3104.5 1 37.931034 4 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010510.0105 3 5.4405 0.445 2224.28 2225.5 1 46.25 1 R.TGISHGHTVYVVHDGFEGLAK.G 424 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_109.010586.010586.2 2 3.7314 0.3774 1909.55 1909.1 1 50 2 R.TNVLGHLQQGGAPTPFDR.N 655 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_105.016867.016867.2 2 4.7189 0.28 1647.51 1647.8 1 82.14286 12 R.SEWGSLLEELVAEGK.I 130 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_105.021153.021153 2 3.7975 0.3409 2766.43 2768 1 47.727272 2 S.GADWLFIPEAPPEDGWENFMCER.L 224 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_102.015274.015274 2 3.6524 0.4104 2531.95 2532.8 1 34 1 C.VIPATISNNVPGTDFSLGSDTAVNAA.M 523 0
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_106.016922.016922 2 4.1536 0.3198 1534.07 1534.8 1 83.33333 5 K.GQLESIVENIRIY.G 475 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_106.021402.021402 2 2.5525 0.1668 1966.71 1965.1 5 46.666668 1 I.PEAPPEDGWENFMCER.L 231 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_106.021298.021298 2 3.6317 0.3118 2525.87 2524.8 1 60.526318 2 D.WLFIPEAPPEDGWENFMCER.L 227 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_114.017299.017299.2 2 2.7432 0.1457 1413.41 1411.7 2 66.66667 1 R.LNIIIIAEGAIDR.N 257 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_106.016926.016926 1 3.5036 0.2937 1535.98 1534.8 1 62.5 2 K.GQLESIVENIRIY.G 475 1
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.014787.0147 2 4.8807 0.5037 3105.13 3104.5 1 43.103447 2 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_109.015765.015765.3 3 3.4811 0.2199 3101.84 3104.5 1 26.724138 1 R.AAAYNLVQHGITNLCVIGGDGSLTGANIFR.S 100 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_NT_lymphocytes_Ti_108.014516.014516.2 2 4.2723 0.3135 2147.13 2145.5 1 50 3 K.SNFSLAILNVGAPAAGMNAAVR.S 398 2
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NP_002617.3| gi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform b [Homo sapiens] 26 116 44.6 780 85018 7.5 HsSD-NE_PHA_lymphocytes_PK_106.010742.010742 2 3.6433 0.1807 1562.99 1562.8 1 71.42857 1 R.VFANAPDSACVIGLK.K 699 2
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.009152.009152 2 2.9734 0.1041 1592.05 1592.7 1 65.625 1 K.GILFVGSGVSGGEEGAR.Y 120 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_Ti_110.013388.013388 3 5.3083 0.3061 3913.46 3916.2 1 25 3 R.DYFGAHTYELLAKPGQFIHTNWTGHGGTVSSSSYNA.- 448 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.021113.021113 2 4.2187 0.3886 2467.17 2464.9 1 38.636364 6 K.WTAISALEYGVPVTLIGEAVFAR.C 266 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.016208.016208 3 4.9901 0.3172 2552.18 2552.9 1 37.5 1 K.IKDAFDRNPELQNLLLDDFFK.S 376 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.017651.0176 2 4.2713 0.3993 2201.57 2199.4 1 52.77778 1 K.DVLGMAQDEMAQAFEDWNK.T 207 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.016278.0162 2 3.0131 0.2971 2813.83 2811.1 9 28 1 R.AVSTGVQAGIPMPCFTTALSFYDGYR.H 409 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.012005.01200 3 4.7111 0.3601 3915.35 3916.2 2 20.714287 2 R.DYFGAHTYELLAKPGQFIHTNWTGHGGTVSSSSYNA.- 448 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_NT_lymphocytes_PK_110.011654.0116 2 2.9597 0.1903 1384.23 1384.4 1 80 4 F.EDWNKTELDSF.L 221 0 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.016224.01622 3 3.5092 0.2437 2467.61 2464.9 4 30.681818 2 K.WTAISALEYGVPVTLIGEAVFAR.C 266 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009088.0090 2 2.6949 0.1987 1593.29 1592.7 1 62.5 2 K.GILFVGSGVSGGEEGAR.Y 120 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.021155.02115 2 3.4608 0.343 2467.43 2464.9 1 34.090908 1 K.WTAISALEYGVPVTLIGEAVFAR.C 266 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_PK_105.011546.011546 1 2.102 0.2306 1383.87 1384.4 5 55 1 F.EDWNKTELDSF.L 221 0 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.016642.0166 3 4.0515 0.087 2467.61 2464.9 1 30.681818 2 K.WTAISALEYGVPVTLIGEAVFAR.C 266 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_NT_lymphocytes_Ti_108.015793.015793.2 2 3.6239 0.1561 2552.55 2552.9 1 57.5 2 K.IKDAFDRNPELQNLLLDDFFK.S 376 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_NT_lymphocytes_Ti_103.014794.014794.2 2 6.2939 0.4588 2160.77 2161.4 1 71.05263 5 K.LVPLLDTGDIIIDGGNSEYR.D 88 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.015984.0159 2 4.0173 0.3089 2467.37 2464.9 1 43.18182 3 K.WTAISALEYGVPVTLIGEAVFAR.C 266 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_NT_lymphocytes_Ti_115.012680.012680.3 3 5.0602 0.3567 3917.06 3916.2 1 24.285715 2 R.DYFGAHTYELLAKPGQFIHTNWTGHGGTVSSSSYNA.- 448 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_PHA_lymphocytes_PK_105.020757.020757 2 3.7416 0.1818 2311.59 2311.6 2 55.555557 3 K.DAFDRNPELQNLLLDDFFK.S 378 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsSD-NE_NT_lymphocytes_Ti_103.010199.010199.2 2 5.2473 0.3577 1593.91 1592.7 1 81.25 3 K.GILFVGSGVSGGEEGAR.Y 120 2 *
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NP_002622.2| gi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenase [Homo sapiens] 12 49 34.8 483 53140 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012294.0122 3 5.699 0.4258 3916.55 3916.2 1 22.142857 4 R.DYFGAHTYELLAKPGQFIHTNWTGHGGTVSSSSYNA.- 448 2 *
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.007528.007528 2 2.1507 0.1611 1513.35 1513.7 5 59.090908 1 K.HKEDVYENLHTK.N 559 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.017049.017049 3 5.147 0.2488 3770.75 3770.2 1 29.032257 2 R.EIWHYQYLSWPDHGVPSEPGGVLSFLDQINQR.Q 408 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_106.016292.016292 2 3.9658 0.4081 2402.35 2400.7 1 45 3 R.YTVGGLETFDSLTDLVEHFKK.T 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_106.003628.003628 2 3.2044 0.3032 1515.89 1513.7 1 73.07692 8 K.TGIEEASGAFVYLR.Q 197 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.007971.007971 2 3.0658 0.2934 2099.97 2100.4 1 47.368423 2 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_108.008332.008332 2 2.9606 0.2015 1025.47 1025.2 8 87.5 1 R.VGDQVTHIR.I 45 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.007976.007976 3 4.3047 0.3081 2102.81 2100.4 1 46.05263 2 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_105.007838.007838 3 3.5787 0.2724 1516.31 1513.7 3 59.090908 1 K.HKEDVYENLHTK.N 559 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_113.013912.013912 2 4.1309 0.2364 2661.01 2661 1 40.909092 2 L.SFLDQINQRQESLPHAGPIIVHC.S 431 0
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_113.013861.01386 2 3.9543 0.2996 2500.21 2500.8 1 40.476192 3 L.SFLDQINQRQESLPHAGPIIVH.C 431 0
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_106.016264.016264 3 3.4796 0.2599 2401.58 2400.7 1 36.25 1 R.YTVGGLETFDSLTDLVEHFKK.T 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.008709.008709 2 3.325 0.3124 2014.01 2015.3 1 55.88235 2 R.WYHGHMSGGQAETLLQAK.G 110 2

90



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_111.014452.01445 3 5.8346 0.3304 3771.74 3770.2 1 27.419355 2 R.EIWHYQYLSWPDHGVPSEPGGVLSFLDQINQR.Q 408 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017621.0176 3 4.2733 0.425 2503.46 2503.8 1 36.25 2 K.FATLTELVEYYTQQQGVLQDR.D 69 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_115.013422.01342 2 2.708 0.2564 1646.93 1645 2 53.846157 1 K.FIYVAIAQFIETTK.K 507 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.017483.01748 3 3.3685 0.2883 2503.34 2503.8 1 32.5 1 K.FATLTELVEYYTQQQGVLQDR.D 69 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010604.01060 2 3.4941 0.2056 1275.01 1275.4 1 86.36364 2 R.DLSGLDAETLLK.G 8 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.017693.01769 2 3.4148 0.2896 2506.39 2503.8 1 40 1 K.FATLTELVEYYTQQQGVLQDR.D 69 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010010.01001 3 4.0731 0.275 2102.75 2100.4 1 43.421055 1 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_Ti_114.009999.00999 2 2.9815 0.3142 2101.69 2100.4 1 52.63158 2 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_108.018584.018584.2 2 3.9522 0.2712 2506.53 2503.8 1 52.499996 3 K.FATLTELVEYYTQQQGVLQDR.D 69 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_106.011235.011235 1 3.3667 0.4642 1534.61 1534.7 1 57.14286 2 L.SWPDHGVPSEPGGVL.S 416 0
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_109.016741.016741.3 3 3.5271 0.2706 2400.26 2400.7 1 40 5 R.YTVGGLETFDSLTDLVEHFKK.T 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_109.018741.018741.3 3 3.5062 0.2198 2272.49 2272.5 9 32.894737 2 R.YTVGGLETFDSLTDLVEHFK.K 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_109.018817.018817.2 2 3.9877 0.4205 2271.71 2272.5 1 50 2 R.YTVGGLETFDSLTDLVEHFK.K 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010266.0102 2 3.0839 0.2829 2102.45 2100.4 7 42.105263 1 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_111.011763.011763.2 2 3.3517 0.3287 2099.93 2100.4 1 47.368423 3 R.QESLPHAGPIIVHCSAGIGR.T 440 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_115.014426.014426.3 3 5.8911 0.3918 3768.5 3770.2 1 29.83871 4 R.EIWHYQYLSWPDHGVPSEPGGVLSFLDQINQR.Q 408 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.013994.0139 3 6.1342 0.2762 3771.29 3770.2 1 29.032257 4 R.EIWHYQYLSWPDHGVPSEPGGVLSFLDQINQR.Q 408 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008532.0085 2 3.1182 0.3308 2013.61 2015.3 1 50 3 R.WYHGHMSGGQAETLLQAK.G 110 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_NT_lymphocytes_Ti_110.017118.017118.2 2 4.8359 0.4472 2400.19 2400.7 1 55 6 R.YTVGGLETFDSLTDLVEHFKK.T 176 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_105.015117.015117 2 3.2583 0.3008 1304.45 1304.4 1 75 2 F.DSLTDLVEHFK.K 185 1
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2782.278 1 2.5549 0.1164 1274.62 1275.4 1 63.636364 2 R.DLSGLDAETLLK.G 8 2
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NP_002822.2| gi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| "protein tyrosine phosphatase, non-receptor type 6 isoform 1 [Hom 22 81 29.1 595 67561 7.8 HsSD-NE_PHA_lymphocytes_PK_105.017379.017379 2 3.9777 0.2843 1176.47 1176.3 1 94.44444 2 F.DSLTDLVEHF.K 185 0
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007112.0071 2 6.5293 0.5799 1977.37 1976 1 69.565216 2 R.AAPGAGDAAAGSGAEFAGGDGAAR.G 180 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010095.0100 2 2.7518 0.2515 2262.57 2263.3 4 34.090908 1 R.ALGWDWGPDGGDSGEGSAGEGER.A 157 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.016780.0167 2 4.1952 0.3822 2904.37 2904.2 1 39.583336 3 K.DVFRPGDVFFNTGDLLVCDDQGFLR.F 562 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009761.00976 2 4.1431 0.5271 2262.95 2263.3 1 52.272724 2 R.ALGWDWGPDGGDSGEGSAGEGER.A 157 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.016656.0166 2 3.1484 0.3478 2843.73 2843.2 1 30.000002 1 R.FGPLQVLETYGLTEGNVATINYTGQR.G 463 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.016672.01667 2 3.322 0.2834 2906.31 2904.2 1 35.416664 2 K.DVFRPGDVFFNTGDLLVCDDQGFLR.F 562 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.000159.0001 3 4.7399 0.3987 3429.59 3427.9 1 25.80645 2 R.MANEGFDPSTLSDPLYVLDQAVGAYLPLTTAR.Y 688 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_NT_lymphocytes_Ti_112.009791.00979 2 2.8829 0.2776 965.43 966.14 1 92.85714 1 R.GPLLHCLR.S 251 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010067.0100 2 2.8191 0.2045 968.55 966.14 2 85.71429 1 R.GPLLHCLR.S 251 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4237.42 2 3.4192 0.1961 2195.08 2194.6 3 44.736843 2 R.ALVLAPEFLESLEPDLPALR.A 264 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.009875.0098 1 2.7344 0.1558 1210.61 1210.4 1 65 3 R.AAHTFLIHGSR.R 126 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsSD-NE_NT_lymphocytes_Ti_104.019755.019755.2 2 5.0764 0.3967 2196.93 2194.6 1 65.789474 2 R.ALVLAPEFLESLEPDLPALR.A 264 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1925.19 2 3.5303 0.4697 1975 1976 1 52.173912 1 R.AAPGAGDAAAGSGAEFAGGDGAAR.G 180 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4935.493 2 3.5643 0.3872 2194.37 2194.6 1 44.736843 1 R.ALVLAPEFLESLEPDLPALR.A 264 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsSD-NE_NT_lymphocytes_Ti_102.007884.007884.2 2 5.8425 0.5356 1978.41 1976 1 67.391304 1 R.AAPGAGDAAAGSGAEFAGGDGAAR.G 180 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsSD-NE_PHA_lymphocytes_PK_107.000802.000802 2 3.5197 0.3 2194.91 2194.6 1 55.263157 2 R.ALVLAPEFLESLEPDLPALR.A 264 2 *
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NP_077306.1| gi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 [Homo sapiens] 9 28 23.2 730 78644 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2719.27 2 3.3563 0.3526 1210.23 1210.4 1 80 1 R.AAHTFLIHGSR.R 126 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.018812.018812 2 2.6495 0.0982 1375.79 1373.7 4 72.72727 1 K.LMLLLEVISGER.L 84 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.008980.008980 3 3.0375 0.1833 2205.23 2204.4 1 39.473686 1 R.ASFNHFDKDHGGALGPEEFK.A 772 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007164.00716 2 3.2003 0.2539 1757.59 1754.9 7 67.85714 1 R.KHEAFESDLAAHQDR.V 455 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012903.01290 2 3.0941 0.2421 1424.41 1422.6 1 80 1 K.GYEEWLLNEIR.R 396 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015712.01571 3 4.8622 0.3913 3327.11 3326.8 1 35.185184 2 R.SIVDYKPNLDLLEQQHQLIQEALIFDNK.H 696 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.014770.01477 2 2.7207 0.1748 1386.51 1387.6 1 68.181816 2 R.VGWEQLLTTIAR.T 734 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.014759.0147 2 3.0813 0.236 1387.99 1387.6 1 77.27273 1 R.VGWEQLLTTIAR.T 734 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.013248.01324 2 3.6884 0.2927 1216.35 1216.4 1 94.44444 2 K.LASDLLEWIR.R 301 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012915.01291 1 2.3521 0.2254 1423.76 1422.6 1 65 1 K.GYEEWLLNEIR.R 396 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.006072.00607 2 3.0093 0.1682 1327.15 1326.5 1 85 1 K.RDHALLEEQSK.Q 633 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1888.188 2 3.0949 0.2877 1378.37 1379.6 1 63.636364 1 R.EAILAIHKEAQR.I 585 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3976.397 2 4.463 0.3387 1386.59 1387.6 1 77.27273 8 R.VGWEQLLTTIAR.T 734 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsSD-NE_NT_lymphocytes_Ti_104.011168.011168.2 2 3.6971 0.25 1610.81 1609.8 3 66.66667 2 K.CQLEINFNTLQTK.L 351 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsSD-NE_PHA_lymphocytes_PK_106.016799.016799 2 3.1838 0.2058 1216.77 1216.4 1 94.44444 1 K.LASDLLEWIR.R 301 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2265.22 2 4.2396 0.2596 1429.64 1430.6 1 81.818184 1 R.TINEVENQILTR.D 746 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4200.420 3 3.6785 0.2264 3328.61 3326.8 7 20.37037 1 R.SIVDYKPNLDLLEQQHQLIQEALIFDNK.H 696 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsSD-NE_NT_lymphocytes_Ti_109.016832.016832.3 3 4.8819 0.3386 3329.54 3326.8 1 30.555555 1 R.SIVDYKPNLDLLEQQHQLIQEALIFDNK.H 696 2 *
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2275.227 2 3.8753 0.3195 1430.07 1430.6 1 81.818184 1 R.TINEVENQILTR.D 746 2
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NP_004915.2| gi|12025678|ref|NP_004915.2| "actinin, alpha 4 [Homo sapiens] " 12 33 17.1 911 104854 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3765.37 2 4.5989 0.2375 1387.17 1387.6 1 81.818184 4 R.VGWEQLLTTIAR.T 734 2
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_PK_108.018771.01877 2 3.6673 0.1934 1429.97 1430.6 1 90 3 R.FKDIFQEIFDK.H 262 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.013132.013132 2 5.6544 0.3418 1924.35 1922.1 1 73.333336 2 K.LNEHFLNTTDFLDTIK.S 427 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.011722.011722 2 2.8164 0.2153 1287.67 1289.6 3 70 3 K.LILPHVDIQLK.Y 70 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_Ti_103.009041.009041 2 4.8094 0.3814 1848.55 1849.9 1 62.5 3 R.DQTDDQVTIDSALATQK.Y 90 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.005226.005226 2 3.6389 0.2967 1410.63 1411.6 1 75 2 K.VCVETVESGAMTK.D 401 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.002542.002542 2 3.1761 0.3966 1357.87 1356.5 1 70.83333 3 K.TIEAEAAHGTVTR.H 341 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013920.01392 2 2.9358 0.0976 1155.21 1155.3 2 81.25 2 K.DIFQEIFDK.H 264 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007413.0074 2 2.8832 0.2726 1411.71 1411.6 1 83.33333 2 K.VCVETVESGAMTK.D 401 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008357.00835 2 3.416 0.2721 1386.25 1384.5 1 75 2 K.DLAGCIHGLSNVK.L 414 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.013512.0135 2 2.8009 0.1625 1430.47 1430.6 1 75 1 R.FKDIFQEIFDK.H 262 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_113.012946.01294 3 3.5054 0.2631 1875.56 1876.1 1 39.0625 2 K.GRPTSTNPIASIFAWTR.G 361 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014190.01419 2 2.6769 0.2127 1430.43 1430.6 1 85 1 R.FKDIFQEIFDK.H 262 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008330.0083 2 5.7088 0.4976 1848.61 1849.9 1 78.125 2 R.DQTDDQVTIDSALATQK.Y 90 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011722.01172 2 3.1432 0.2413 1245.03 1245.5 1 85 2 R.LIDDMVAQVLK.S 289 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012088.01208 2 5.0465 0.3612 1922.61 1922.1 1 73.333336 4 K.LNEHFLNTTDFLDTIK.S 427 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013853.01385 1 2.3674 0.1902 1430.51 1430.6 1 70 1 R.FKDIFQEIFDK.H 262 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010407.0104 2 2.7323 0.1551 1721.01 1718 3 53.571426 1 R.NILGGTVFREPIICK.N 141 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.013010.01301 2 4.1523 0.4715 1875.09 1876.1 1 65.625 4 K.GRPTSTNPIASIFAWTR.G 361 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008212.00821 2 4.9988 0.4004 1852.79 1849.9 1 65.625 2 R.DQTDDQVTIDSALATQK.Y 90 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_109.012491.012491.2 2 2.7624 0.1179 1292.01 1289.6 8 70 3 K.LILPHVDIQLK.Y 70 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_103.008341.008341.2 2 4.0312 0.3189 1413.93 1411.6 1 87.5 3 K.VCVETVESGAMTK.D 401 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_108.011384.011384.2 2 3.3477 0.2019 1718.89 1718 1 60.714287 2 R.NILGGTVFREPIICK.N 141 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_101.010491.010491.2 2 2.9622 0.2119 1849.81 1849.9 5 43.75 1 R.DQTDDQVTIDSALATQK.Y 90 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_104.012634.012634.2 2 3.1994 0.3013 2927.61 2926.2 1 36 2 K.YFDLGLPNRDQTDDQVTIDSALATQK.Y 81 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_106.012988.012988.2 2 3.0561 0.142 1430.91 1430.6 8 75 1 R.FKDIFQEIFDK.H 262 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2772.277 2 3.8624 0.3474 1717.55 1718 1 71.42857 1 R.NILGGTVFREPIICK.N 141 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012950.0129 2 4.0255 0.1637 1878.13 1876.1 1 59.375 3 K.GRPTSTNPIASIFAWTR.G 361 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_111.014511.014511.2 2 4.0325 0.4171 1875.47 1876.1 1 62.5 2 K.GRPTSTNPIASIFAWTR.G 361 2 *
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NP_002159.2| gi|28178832|ref|NP_002159.2| "isocitrate dehydrogenase 2 (NADP+), mitochondrial precursor [Ho 14 64 32.3 452 50909 8.7 HsSD-NE_NT_lymphocytes_Ti_105.016210.016210.2 2 4.9946 0.3797 1921.75 1922.1 1 76.666664 4 K.LNEHFLNTTDFLDTIK.S 427 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.016096.01609 3 3.8219 0.2213 3898.55 3898.1 1 22.794117 1 K.GTISVGVDATDLFDRYDEEYEDVSGSSFPQIEINK.M 127 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008484.0084 2 2.284 0.0922 1256.43 1254.5 1 72.72727 1 R.GIRPGLTTVLAR.N 249 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.016614.0166 2 4.5946 0.391 2095.35 2092.4 1 57.894737 2 K.GWGELEFGAGDLQGPLFGLK.L 207 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.009051.0090 2 2.4663 0.2014 1692.29 1691.8 1 73.07692 1 R.CFVTTNCALQFSSR.G 235 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014560.01456 2 5.1157 0.4018 2132.11 2131.4 1 64.70589 7 R.LFNLVHQAYEVLSDPQTR.A 58 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010563.0105 2 2.5254 0.0827 1505.37 1503.7 1 61.538464 1 K.AGFFGTVVEYGAER.K 328 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014022.0140 2 3.3389 0.3347 2129.93 2131.4 1 50 1 R.LFNLVHQAYEVLSDPQTR.A 58 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.007862.0078 2 3.0494 0.2566 1533.59 1533.7 5 59.090908 1 R.RTPAEIREEFER.L 98 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsSD-NE_PHA_lymphocytes_PK_106.020574.020574 2 4.7116 0.4339 2091.95 2092.4 1 55.263157 5 K.GWGELEFGAGDLQGPLFGLK.L 207 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3590.35 2 4.7477 0.4576 2130.58 2131.4 1 61.764706 2 R.LFNLVHQAYEVLSDPQTR.A 58 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsSD-NE_NT_lymphocytes_Ti_108.014614.014614.2 2 2.8919 0.2422 2132.45 2131.4 1 50 1 R.LFNLVHQAYEVLSDPQTR.A 58 2 *
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_060668.1| gi|8922629|ref|NP_060668.1| "DnaJ (Hsp40) homolog, subfamily C, member 11 [Homo sapiens] " 7 25 22.4 559 63336 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3950.395 2 5.2605 0.4255 2130.59 2131.4 1 58.823532 2 R.LFNLVHQAYEVLSDPQTR.A 58 2 *
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.007521.007521 2 2.8735 0.277 1496.31 1494.6 1 70.83333 4 R.HNYGVGESFTVQR.R 122 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_PK_105.009017.0090 2 2.751 0.2968 1086.65 1088.1 1 93.75 1 R.FDSDVGEYR.A 81 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007965.0079 2 3.9031 0.4067 1497.37 1494.6 1 91.66667 8 R.HNYGVGESFTVQR.R 122 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011396.01139 3 4.5967 0.4044 2866.19 2867.2 1 31.25 3 K.TQPLQHHNLLVCSVNGFYPGSIEVR.W 147 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007797.00779 2 3.7998 0.3387 1495.39 1494.6 1 83.33333 5 R.HNYGVGESFTVQR.R 122 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011255.01125 2 4.0272 0.4473 2866.99 2867.2 1 43.75 4 K.TQPLQHHNLLVCSVNGFYPGSIEVR.W 147 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007946.00794 2 4.1289 0.332 1963.81 1965.1 1 59.375 2 R.AVTELGRPDAEYWNSQK.D 90 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_PK_110.011207.0112 2 3.2635 0.3382 1339.29 1337.4 1 80 2 V.TELGRPDAEYW.N 92 0
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008081.0080 2 3.5227 0.2049 1966.63 1965.1 1 50 2 R.AVTELGRPDAEYWNSQK.D 90 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011531.0115 2 3.8093 0.4441 2866.23 2867.2 1 41.666664 5 K.TQPLQHHNLLVCSVNGFYPGSIEVR.W 147 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011576.0115 3 5.5966 0.201 2869.37 2867.2 1 31.25 2 K.TQPLQHHNLLVCSVNGFYPGSIEVR.W 147 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsSD-NE_PHA_lymphocytes_PK_103.014591.01459 2 3.4749 0.268 1279.77 1279.4 1 75 1 T.GLIQNGDWTFQ.T 187 0
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2032.203 2 3.5386 0.3195 1494.27 1494.6 1 79.16667 1 R.HNYGVGESFTVQR.R 122 2
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|XP_001718806.1| gi|169217452|ref|XP_001718806.1| "PREDICTED: similar to hCG1992647, partial [Homo sapiens] " 7 42 33.6 223 25700 6.9 HsSD-NE_NT_lymphocytes_Ti_113.011813.011813.2 2 3.6582 0.26 2869.57 2867.2 1 39.583336 2 K.TQPLQHHNLLVCSVNGFYPGSIEVR.W 147 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsSD-NE_PHA_lymphocytes_Ti_111.013689.013689 3 3.384 0.2617 2293.49 2293.6 1 37.5 1 R.SLLHGDFHAFSAGPGLFSYIR.H 566 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_110.009414.00941 2 5.6141 0.4401 1866.87 1868.1 1 69.44444 2 R.IGDLQAFQGHGAGNLAGLK.G 258 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_111.010682.01068 2 3.5286 0.1865 1418.61 1418.7 1 86.36364 4 R.LKLEPHEGLLLR.F 645 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_111.010625.01062 1 2.076 0.2314 1189.61 1190.3 5 68.75 2 K.WWHTGALYR.I 249 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_105.013198.01319 2 4.567 0.4628 1505.99 1506.7 1 73.07692 2 K.GQSEDPGSLLSLFR.R 542 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_106.007794.00779 2 2.0826 0.2846 1177.49 1177.4 3 83.33333 1 K.LEPHEGLLLR.F 647 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_104.009276.00927 2 4.5789 0.4283 1773.43 1770.9 1 80 1 R.GENSWFSTQVDTVATK.V 345 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_105.009726.00972 2 4.0381 0.3255 2349.15 2347.5 1 52.499996 2 K.NQKDDVAQTDLLQIDPNFGSK.E 298 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_110.014705.01470 2 4.4548 0.2716 1374.83 1372.7 1 86.36364 2 R.LLTSFLPAQLLR.L 471 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.014573.0145 2 3.8386 0.2382 1373.57 1372.7 1 77.27273 2 R.LLTSFLPAQLLR.L 471 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_Ti_104.014900.01490 3 4.3083 0.2826 3210.8 3211.5 1 29.464287 2 K.DDVAQTDLLQIDPNFGSKEDFDSLLQSAK.K 301 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.009632.0096 2 4.9165 0.3927 1867.57 1868.1 1 69.44444 5 R.IGDLQAFQGHGAGNLAGLK.G 258 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010780.0107 3 3.2675 0.1691 1419.5 1418.7 2 63.636364 1 R.LKLEPHEGLLLR.F 645 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.012652.0126 2 5.2697 0.5544 2293.95 2293.6 1 72.5 3 R.SLLHGDFHAFSAGPGLFSYIR.H 566 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3698.36 2 3.4294 0.2265 1372.22 1372.7 2 63.636364 2 R.LLTSFLPAQLLR.L 471 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010791.0107 1 2.4067 0.1483 1419.98 1418.7 1 59.090908 1 R.LKLEPHEGLLLR.F 645 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3978.397 2 3.7028 0.2692 1372.51 1372.7 1 77.27273 2 R.LLTSFLPAQLLR.L 471 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010768.0107 2 3.4927 0.2284 1418.07 1418.7 1 81.818184 2 R.LKLEPHEGLLLR.F 645 2
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NP_001012679.1| gi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_00101 "solute carrier family 3 (activators of dibasic and neutral amino acid 13 38 20.4 661 71123 5 HsSD-NE_NT_lymphocytes_Ti_109.010178.010178.2 2 3.4178 0.1634 1419.97 1418.7 2 72.72727 1 R.LKLEPHEGLLLR.F 645 2
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.021504.021504 3 4.7524 0.3118 3702.86 3704.1 1 28.448275 2 R.CTEDMTEDELREFFSQYGDVMDVFIPKPFR.A 198 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_PHA_lymphocytes_Ti_114.014573.014573 2 5.2928 0.5201 2674.31 2674 1 52.173912 9 R.AFAFVTFADDQIAQSLCGEDLIIK.G 228 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.021100.02110 3 3.3163 0.1361 3706.64 3704.1 1 23.275862 1 R.CTEDMTEDELREFFSQYGDVMDVFIPKPFR.A 198 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.019066.01906 3 3.8645 0.2608 2674.88 2674 1 31.52174 1 R.AFAFVTFADDQIAQSLCGEDLIIK.G 228 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013707.01370 2 3.7152 0.2748 1344.41 1342.6 2 81.818184 2 K.TSDLIVLGLPWK.T 103 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.016101.0161 3 4.6359 0.4354 3880.01 3877.1 1 25 2 R.VTEDENDEPIEIPSEDDGTVLLSTVTAQFPGACGLR.Y 7 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.014715.01471 2 2.944 0.1743 2676.85 2674 1 34.782608 1 R.AFAFVTFADDQIAQSLCGEDLIIK.G 228 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_PHA_lymphocytes_PK_105.018358.018358 2 2.8929 0.1626 2261.09 2258.3 1 41.17647 1 R.CTEDMTEDELREFFSQYG.D 198 1 *
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283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.017572.0175 2 3.0272 0.3338 2324.23 2323.7 1 41.666664 1 R.EFFSQYGDVMDVFIPKPFR.A 209 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_NT_lymphocytes_Ti_108.018227.018227.2 2 2.9201 0.2741 2321.97 2323.7 2 41.666664 1 R.EFFSQYGDVMDVFIPKPFR.A 209 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_NT_lymphocytes_Ti_111.017180.017180.3 3 4.2649 0.2581 3704.72 3704.1 1 25.862068 3 R.CTEDMTEDELREFFSQYGDVMDVFIPKPFR.A 198 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_PHA_lymphocytes_PK_105.018482.018482 2 4.0591 0.4062 2201.25 2201.3 1 53.125 2 R.CTEDMTEDELREFFSQY.G 198 1 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_NT_lymphocytes_Ti_110.016270.016270.2 2 4.7362 0.3779 2627.21 2626 1 58.69565 5 R.LVEGILHAPDAGWGNLVYVVNYPK.D 56 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2143.21 2 2.4551 0.2772 1728.55 1727.8 8 44.11765 1 R.FGGNPGGFGNQGGFGNSR.G 276 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_NT_lymphocytes_Ti_110.016282.016282.3 3 5.5756 0.4034 2625.08 2626 1 39.130436 6 R.LVEGILHAPDAGWGNLVYVVNYPK.D 56 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.015039.0150 3 4.5617 0.3694 2628.65 2626 1 29.347824 2 R.LVEGILHAPDAGWGNLVYVVNYPK.D 56 2 *
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_031401.1| gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo sapiens] 12 41 34.8 414 44740 6.2 HsSD-NE_PHA_lymphocytes_PK_105.016481.01648 2 3.6523 0.4074 2038.77 2038.1 1 56.666668 1 R.CTEDMTEDELREFFSQ.Y 198 1 *
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_PHA_lymphocytes_PK_109.014412.014412 2 3.807 0.1534 1444.39 1443.8 1 77.27273 2 T.EVEVLLPKFKLQ.E 264 0 *
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_PHA_lymphocytes_PK_107.018893.018893 1 1.994 0.2621 1300.62 1301.5 1 66.66667 2 R.FCADHPFLFF.I 349 1
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008993.00899 2 3.8375 0.3512 1315.85 1313.5 2 81.818184 3 R.HLGIVDAFQQGK.A 286 2 *
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014118.0141 2 3.5018 0.3164 1572.75 1570.8 1 81.818184 3 R.FCADHPFLFFIR.H 349 2
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_PHA_lymphocytes_PK_106.014391.01439 2 3.0444 0.2936 1155.53 1154.3 1 93.75 2 R.FCADHPFLF.F 349 1
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_NT_lymphocytes_Ti_109.014883.014883.1 1 2.1888 0.198 1571.49 1570.8 3 50 1 R.FCADHPFLFFIR.H 349 2
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3069.306 2 4.0421 0.3503 1570.63 1570.8 1 86.36364 2 R.FCADHPFLFFIR.H 349 2
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_NT_lymphocytes_Ti_112.014154.014154.2 2 3.9085 0.3913 1570.69 1570.8 1 81.818184 6 R.FCADHPFLFFIR.H 349 2
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_004146.1| gi|4758906|ref|NP_004146.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 7 22 12.2 376 42404 5.9 HsSD-NE_NT_lymphocytes_PK_106.011153.011153. 2 2.8978 0.1875 1174.09 1174.4 1 83.33333 1 R.AQLLELPYAR.K 214 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.019151.01915 2 3.2804 0.18 2273.41 2273.7 1 42.105263 1 L.ILPEKYPPPTELLDLQPLPV.S 1290 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_114.020375.020375 2 3.6382 0.1707 2393.61 2392.7 1 42.857143 4 F.VVDEVHLIGGENGPVLEVICSR.M 1452 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_109.014560.014560 2 3.7712 0.3362 2182.65 2180.4 1 47.058823 1 R.VVSDRWLSCETQLPVSFR.H 1270 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.007898.007898 2 2.561 0.097 1199.47 1199.4 1 83.33333 3 K.NQVLVFVHSR.K 719 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.009353.009353 2 3.3971 0.338 1937.01 1935.2 1 64.28571 3 K.FLYQLHETEKEDLIR.E 359 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.010670.010670 1 2.6207 0.1749 1436.69 1436.6 6 54.545456 2 K.AKYAQDEHLITF.F 1243 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_109.013440.013440 2 3.1381 0.3741 1707.45 1708 1 60.714287 3 N.SFRPVPLEQTYVGIT.E 679 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.013909.013909 3 4.2409 0.2551 2380.52 2380.7 1 41.25 1 L.VQLEREEEVTGPVIAPLFPQK.R 2039 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_109.013366.013366 2 3.5022 0.2491 1875.03 1873.2 3 57.14286 1 T.QIIVCTPEKWDIITR.K 584 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_109.017703.017703 2 2.6561 0.2357 1792.93 1792 2 50 1 K.QDAVDYLTWTFLYR.R 1749 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_115.017171.01717 3 4.3677 0.357 2953.7 2951.5 1 30.000002 2 R.HLILPEKYPPPTELLDLQPLPVSALR.N 1288 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.021701.021701 2 4.3971 0.419 2152.01 2151.4 1 61.11111 8 R.ETYEVLLSFIQAALGDQPR.D 111 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.017808.017808 2 3.2273 0.3093 1715.93 1717 1 57.14286 1 R.WTELGALDILQMLGR.A 841 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.007834.007834 2 2.2767 0.1188 1265.45 1266.5 9 65 1 K.TNLLLQAHLSR.M 1891 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.017968.017968 3 4.1857 0.146 2407.64 2409.6 1 45 2 R.HLSDHLSELVEQTLSDLEQSK.C 1780 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.017572.017572 2 3.8197 0.1976 1647.57 1645.9 1 73.07692 2 Y.NQLLKPTLSEIELF.R 1002 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_115.013788.013788 2 3.4589 0.2079 1913.15 1911.2 1 63.333332 1 F.NFHPNVRPVPLELHIQ.G 1513 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.010660.010660 1 1.9484 0.2414 1406.57 1407.5 1 63.636364 1 R.HLSDHLSELVEQ.T 1780 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_110.019139.019139 2 2.8557 0.2301 1605.27 1603.9 1 62.5 1 V.PVFEPLPPQYFIR.V 1257 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_108.022143.022143 3 3.5103 0.2217 2152.25 2151.4 3 34.72222 2 R.ETYEVLLSFIQAALGDQPR.D 111 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.012417.012417 2 3.5519 0.3722 1596.19 1596.9 1 73.07692 5 R.RLDLVHTAALMLDK.N 953 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_112.013955.013955 2 2.1319 0.2267 2719.77 2722.2 3 28.260868 1 R.LIILDEIHLLHDDRGPVLEALVAR.A 611 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_115.001312.001312 3 3.8423 0.1838 2395.16 2392.7 1 34.523808 2 F.VVDEVHLIGGENGPVLEVICSR.M 1452 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_108.014440.014440 2 3.5597 0.2425 2079.35 2079.3 6 47.22222 1 D.EVHLIGGENGPVLEVICSR.M 1455 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_109.009976.009976 2 3.785 0.4014 1853.63 1851.2 1 59.375 4 R.VPIPVKESIEEPSAKIN.V 1044 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_107.018641.01864 2 2.8425 0.1537 2120.85 2120.5 1 41.666664 1 K.YPPPTELLDLQPLPVSALR.N 1295 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_110.019120.019120 2 3.7888 0.2929 1850.39 1850.2 1 75 4 F.FVPVFEPLPPQYFIR.V 1255 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.015997.015997 3 4.1036 0.2572 2722.73 2722.2 1 33.695652 2 R.LIILDEIHLLHDDRGPVLEALVAR.A 611 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.011534.011534 2 2.844 0.133 1547.35 1545.7 1 70.83333 1 K.REEGWWVVIGDAK.S 2060 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_111.017335.017335 2 4.2094 0.4817 1996.55 1997.4 1 70 5 T.FFVPVFEPLPPQYFIR.V 1254 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009608.00960 2 2.7132 0.2761 1405.63 1406.7 1 72.72727 1 K.LELSVHLQPITR.S 1184 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.009772.00977 2 2.4427 0.1587 1913.03 1911.2 2 43.75 1 R.EEEVTGPVIAPLFPQKR.E 2044 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.017201.0172 2 3.6382 0.261 1590.29 1587.8 1 67.85714 2 R.DILCGAADEVLAVLK.N 130 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.018710.01871 2 4.4048 0.3353 1716.59 1717 1 78.57143 6 R.WTELGALDILQMLGR.A 841 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012099.0120 2 2.8543 0.1128 1722.57 1721.9 9 50 1 K.VELTITPDFQWDEK.V 1200 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009026.00902 2 4.0728 0.3489 1935.93 1935.2 1 64.28571 1 K.FLYQLHETEKEDLIR.E 359 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007553.00755 2 2.5955 0.377 1622.85 1623.9 9 50 1 R.VPIPVKESIEEPSAK.I 1044 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.018599.0185 3 5.431 0.3867 4794.59 4793.2 1 23.214285 1 R.NSAFESLYQDKFPFFNPIQTQVFNTVYNSDDNVFVGAPTGSGK.T 1314 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.015112.0151 2 2.487 0.2932 2821.97 2822.2 4 39.130436 1 K.GLFYFDNSFRPVPLEQTYVGITEK.K 672 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.014104.0141 2 3.4664 0.3797 1777.71 1776 1 53.333336 1 R.LTAIDILTTCAADIQR.Q 1571 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.016983.01698 2 4.8842 0.2957 1588.27 1587.8 1 89.28571 4 R.DILCGAADEVLAVLK.N 130 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011060.01106 2 3.5616 0.1557 1354.35 1353.6 3 70.83333 3 R.SGGPVVVLVQLER.E 2031 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009023.0090 2 3.0935 0.2891 1934.71 1935.2 1 50 1 K.FLYQLHETEKEDLIR.E 359 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.018114.01811 2 2.8727 0.389 2409.11 2409.6 1 45 1 R.HLSDHLSELVEQTLSDLEQSK.C 1780 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010894.01089 2 3.5799 0.2493 1151.11 1151.3 1 88.88889 2 R.TLVEDLFADK.H 795 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_113.011020.01102 3 3.2728 0.1247 3050.57 3050.5 1 29.807693 1 R.KGYEEVHVPALKPKPFGSEEQLLPVEK.L 440 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009917.0099 2 4.5075 0.3812 1489.59 1489.6 1 87.5 2 K.EIDLLLGQTDDTR.Y 156 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.003446.0034 2 3.5443 0.1289 1947.47 1945.1 1 44.444447 6 R.AALETDENLLLCAPTGAGK.T 491 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.018456.0184 2 3.5031 0.3584 1717.85 1717 1 64.28571 1 R.WTELGALDILQMLGR.A 841 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008840.0088 3 3.2724 0.1417 2350.46 2349.6 3 30.882353 1 K.FLYQLHETEKEDLIREER.S 359 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011964.01196 2 3.4766 0.2174 1723.63 1721.9 1 57.692307 1 K.VELTITPDFQWDEK.V 1200 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009610.00961 2 3.2873 0.3787 1944.13 1945.1 1 52.77778 1 R.AALETDENLLLCAPTGAGK.T 491 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.012980.0129 2 2.4235 0.0903 1717.75 1716 5 50 1 R.LIILDEIHLLHDDR.G 611 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.011325.01132 2 4.4874 0.5017 1799.59 1800.1 1 66.66667 2 K.DLLPYGFAIHHAGMTR.V 776 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.011468.011468.2 2 3.4696 0.1607 1946.25 1945.1 1 50 2 R.AALETDENLLLCAPTGAGK.T 491 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_105.009470.009470 2 3.3613 0.323 1391.75 1392.5 1 86.36364 2 L.VEDVDSEVILHH.E 1225 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_108.012089.012089.2 2 3.5287 0.2673 1354.69 1353.6 1 70.83333 2 R.SGGPVVVLVQLER.E 2031 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_105.013384.013384 2 3.1317 0.3914 1697.45 1696.9 1 61.538464 3 K.TIENKQDAVDYLTW.T 1744 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.010617.0106 3 3.4576 0.1246 2921.15 2922.4 1 29 1 K.GYEEVHVPALKPKPFGSEEQLLPVEK.L 441 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_114.015319.015319.2 2 4.5974 0.3458 3071.19 3068.5 1 43.75 5 K.YAQDEHLITFFVPVFEPLPPQYFIR.V 1245 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_102.011655.011655.2 2 4.7177 0.4563 2178.55 2179.4 1 60.526318 4 R.MDTDLETMDLDQGGEALAPR.Q 387 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.017388.017388.2 2 5.3435 0.4547 2096.89 2094.4 1 63.88889 3 R.LIGLSATLPNYEDVATFLR.V 648 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.012917.0129 2 2.8278 0.2323 2951.99 2951.5 1 38 1 R.HLILPEKYPPPTELLDLQPLPVSALR.N 1288 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_106.018411.018411.2 2 4.9446 0.2915 1719.23 1717 1 82.14286 3 R.WTELGALDILQMLGR.A 841 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.016334.0163 2 2.3822 0.0896 2385.97 2386.7 2 34.210526 1 R.IASHYYITNDTVQTYNQLLK.P 987 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_111.017733.017733.2 2 3.1814 0.3065 2150.13 2151.4 3 38.88889 1 R.ETYEVLLSFIQAALGDQPR.D 111 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_113.011227.011227.3 3 5.04 0.3907 3050.06 3050.5 1 37.5 2 R.KGYEEVHVPALKPKPFGSEEQLLPVEK.L 440 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.014955.0149 2 2.7422 0.4392 3068.17 3068.5 1 37.5 1 K.YAQDEHLITFFVPVFEPLPPQYFIR.V 1245 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_106.018369.018369.3 3 5.4332 0.4174 4792.7 4793.2 1 20.833332 9 R.NSAFESLYQDKFPFFNPIQTQVFNTVYNSDDNVFVGAPTGSGK.T 1314 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_110.010886.010886.2 2 2.6691 0.137 1268.77 1266.5 3 70 1 K.TNLLLQAHLSR.M 1891 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_106.019713.019713 2 4.2053 0.2827 2521.97 2522.8 1 47.5 2 R.NSAFESLYQDKFPFFNPIQTQ.V 1314 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_106.019758.019758 2 3.1577 0.2373 1423.53 1422.7 2 77.27273 1 K.NLELKDLLPYGF.A 771 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_115.014183.014183.3 3 3.52 0.1624 3244.61 3245.8 1 24.13793 1 R.SGGPVVVLVQLEREEEVTGPVIAPLFPQKR.E 2031 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_106.009106.009106 2 3.0352 0.2503 1522.19 1522.7 1 79.16667 3 S.HDDLKGDPLLDQR.R 940 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_104.014129.014129.2 2 5.8765 0.4385 1942.35 1940.3 1 70.588234 2 K.LPDMLNAEIVLGNVQNAK.D 897 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_106.015712.015712 2 4.1825 0.3209 1776.79 1774 1 80.769226 5 L.YQDKFPFFNPIQTQ.V 1321 0
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.012660.012660.2 2 3.183 0.4115 1281.23 1282.5 1 81.818184 1 R.SLVQEMVGSFGK.R 546 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_108.017599.017599.3 3 5.0672 0.2539 2409.05 2409.6 1 43.75 3 R.HLSDHLSELVEQTLSDLEQSK.C 1780 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_107.015323.015323.2 2 3.7036 0.2958 2823.19 2822.2 1 39.130436 2 K.GLFYFDNSFRPVPLEQTYVGITEK.K 672 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013617.0136 3 4.0341 0.2863 2722.28 2722.2 1 30.434782 2 R.LIILDEIHLLHDDRGPVLEALVAR.A 611 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.018487.018487.1 1 3.2899 0.1517 1588.92 1587.8 5 57.14286 2 R.DILCGAADEVLAVLK.N 130 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_104.012531.012531.2 2 4.3136 0.434 1729.89 1728.9 1 73.333336 4 R.NALLQLTDSQIADVAR.F 1994 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_108.011345.011345.2 2 3.0705 0.2943 2923.03 2922.4 1 36 3 K.GYEEVHVPALKPKPFGSEEQLLPVEK.L 441 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_110.000099.000099.2 2 2.7332 0.2986 2643.39 2641 2 37.5 1 R.CVYITPMEALAEQVYMDWYEK.F 1376 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_112.012385.012385.2 2 3.9609 0.2614 3053.07 3050.5 1 40.384613 2 R.KGYEEVHVPALKPKPFGSEEQLLPVEK.L 440 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009386.009386.2 2 4.1278 0.3642 1378.31 1376.6 1 91.66667 4 K.VVLLTGETSTDLK.L 1405 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_112.012676.012676.2 2 4.2032 0.5099 1798.67 1800.1 1 66.66667 1 K.DLLPYGFAIHHAGMTR.V 776 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_112.014530.014530.3 3 6.6186 0.6067 3574.01 3573 1 36.206894 2 R.IASHYYITNDTVQTYNQLLKPTLSEIELFR.V 987 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_102.013232.013232.2 2 3.5961 0.2582 1721.57 1721.9 3 57.692307 2 K.VELTITPDFQWDEK.V 1200 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.018461.018461.2 2 4.9985 0.3301 1586.87 1587.8 1 89.28571 11 R.DILCGAADEVLAVLK.N 130 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_114.013313.013313.2 2 3.7387 0.4133 2950.33 2951.5 1 38 2 R.HLILPEKYPPPTELLDLQPLPVSALR.N 1288 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_109.014125.014125.2 2 3.0297 0.2592 1716.19 1716 1 69.230774 2 R.LIILDEIHLLHDDR.G 611 2 *
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_PHA_lymphocytes_PK_106.012191.01219 2 2.5008 0.1922 1857.21 1857 1 64.28571 1 K.FLYEPLPVESHLDHC.M 1717 1
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_108.014991.014991.2 2 3.2954 0.3107 1775.03 1776 2 53.333336 4 R.LTAIDILTTCAADIQR.Q 1571 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_PK_107.012384.012384. 2 2.9876 0.2342 1351.97 1353.6 2 58.333332 3 R.SGGPVVVLVQLER.E 2031 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_108.010971.010971.2 2 3.6713 0.2282 1908.53 1907.2 4 57.14286 1 R.FLHCTEKDLIPYLEK.L 1589 2
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NP_054733.2| gi|40217847|ref|NP_054733.2| activating signal cointegrator 1 complex subunit 3-like 1 [Homo sap 71 219 35.2 2136 244505 6.1 HsSD-NE_NT_lymphocytes_Ti_111.013746.013746.2 2 3.4509 0.2552 1598.67 1596.9 1 69.230774 1 R.RLDLVHTAALMLDK.N 953 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.006530.0065 2 3.1621 0.2344 1619.97 1620.7 1 67.85714 1 K.VDNSSLTGESEPQTR.S 213 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010326.0103 2 4.7728 0.4208 2320.83 2318.4 1 67.64706 3 R.WINDVEDSYGQQWTYEQR.K 894 2 *
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.018195.01819 3 3.4393 0.1339 2467.52 2465.7 4 28.40909 1 K.QAADMILLDDNFASIVTGVEEGR.L 744 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008636.00863 2 2.4746 0.2137 1108.65 1106.3 1 83.33333 1 K.TSATWLALSR.I 414 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.008253.0082 2 3.8991 0.2756 1620.13 1620.7 1 71.42857 2 K.VDNSSLTGESEPQTR.S 213 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.005840.0058 2 2.5218 0.1604 1664.55 1665.8 1 60.714287 1 R.DKYEPAAVSEQGDKK.G 8 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009968.0099 2 4.5734 0.4196 1830.49 1831 1 70.588234 3 K.GVGIISEGNETVEDIAAR.L 630 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_PK_115.013025.0130 2 3.8512 0.3601 1676.49 1676.8 1 69.230774 2 K.EQPLDEELKDAFQN.A 527 1
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.009161.0091 2 3.0052 0.2445 1287.57 1285.4 1 75 1 L.AYEQAESDIMK.R 823 1 *
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009909.00990 2 4.7799 0.4898 2321.35 2318.4 1 70.588234 2 R.WINDVEDSYGQQWTYEQR.K 894 2 *
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_103.010079.01007 2 2.9483 0.2592 1925.61 1926.1 6 47.058823 3 K.NLEAVETLGSTSTICSDK.T 360 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012658.01265 2 4.7322 0.3095 1753.23 1753.9 1 73.333336 2 K.DAFQNAYLELGGLGER.V 536 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017680.01768 2 4.2645 0.3848 2468.71 2465.7 2 38.636364 2 K.QAADMILLDDNFASIVTGVEEGR.L 744 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008283.00828 2 3.5389 0.3626 1813.41 1813 1 52.77778 2 R.QGAIVAVTGDGVNDSPALK.K 708 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.006309.00630 2 4.5488 0.2913 1621.31 1620.7 1 67.85714 1 K.VDNSSLTGESEPQTR.S 213 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.018466.01846 2 3.6585 0.449 2836.91 2836.1 1 39.583336 2 K.EQPLDEELKDAFQNAYLELGGLGER.V 527 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_PK_110.010236.0102 2 3.7804 0.3152 1522.91 1520.6 1 70.83333 4 R.SPDFTNENPLETR.N 228 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.005583.00558 2 3.2399 0.2025 1664.27 1665.8 1 64.28571 1 R.DKYEPAAVSEQGDKK.G 8 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007568.0075 2 4.2115 0.2891 1232.49 1232.4 1 83.33333 2 R.AVAGDASESALLK.C 446 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008950.0089 2 5.7822 0.4584 1928.73 1926.1 1 76.47059 4 K.NLEAVETLGSTSTICSDK.T 360 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009557.00955 2 5.4181 0.4764 1833.87 1831 1 73.52941 1 K.GVGIISEGNETVEDIAAR.L 630 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007100.00710 2 3.5813 0.2796 1387.95 1388.6 1 76.92308 4 K.RAVAGDASESALLK.C 445 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007448.00744 2 2.8503 0.3319 1232.47 1232.4 1 70.83333 1 R.AVAGDASESALLK.C 446 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.018291.0182 2 3.9203 0.3558 2837.97 2836.1 1 41.666664 2 K.EQPLDEELKDAFQNAYLELGGLGER.V 527 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsSD-NE_NT_lymphocytes_Ti_105.015622.015622.2 2 3.3862 0.2588 1665.25 1665.8 1 75 1 R.DKYEPAAVSEQGDKK.G 8 2
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286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsSD-NE_PHA_lymphocytes_PK_106.018753.018753 2 2.9141 0.2316 2012.83 2012.2 1 50 1 F.CHLFLPDEQFPEGFQF.D 556 0
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsSD-NE_NT_lymphocytes_Ti_103.011120.011120.2 2 4.2426 0.4429 1829.25 1831 1 64.70589 3 K.GVGIISEGNETVEDIAAR.L 630 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2098.209 2 3.3026 0.3719 1236.62 1237.4 1 85 2 R.LNIPVSQVNPR.D 648 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.009327.0093 1 1.8213 0.1112 1084.56 1085.3 1 81.25 1 R.RRPGGWVEK.E 1011 2 *
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2544.254 2 5.5535 0.51 1831.21 1831 1 67.64706 2 K.GVGIISEGNETVEDIAAR.L 630 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsSD-NE_NT_lymphocytes_Ti_103.009962.009962.2 2 3.8454 0.3198 1925.45 1926.1 1 64.70589 2 K.NLEAVETLGSTSTICSDK.T 360 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsSD-NE_NT_lymphocytes_Ti_104.010882.010882.2 2 3.594 0.4077 1688.93 1687.8 1 60.714287 2 R.NIAFFSTNCVEGTAR.G 241 2
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NP_000692.2| gi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit isoform a proprotein [Homo sapie 21 63 25.3 1023 112896 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1699.169 1 1.9233 0.1707 827.45 827.96 7 68.75 1 R.AAVPDAVGK.C 597 2
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_Ti_114.013139.013139 2 3.9998 0.1367 2180.49 2178.5 1 40 1 R.QVTITGSAASISLAQYLINAR.L 326 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.016842.016842 3 4.0525 0.2529 3380.42 3380.9 1 28.333334 6 K.AFAMIIDKLEEDINSSMTNSTAASRPPVTLR.L 71 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.014492.014492 3 3.4405 0.2772 2181.23 2178.5 7 32.5 1 R.QVTITGSAASISLAQYLINAR.L 326 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.008694.008694 2 3.1422 0.24 2092.73 2091.3 5 39.473686 3 R.ESTGAQVQVAGDMLPNSTER.A 125 2
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.008506.008506 2 3.7934 0.2704 2608.07 2607.9 1 50 1 R.QQSHFAMMHGGTGFAGIDSSSPEVK.G 244 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_PK_111.018701.01870 2 3.0251 0.3085 2021.41 2023.3 1 55.88235 1 Q.TTHELTIPNNLIGCIIGR.Q 280 1 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009244.0092 2 5.2794 0.3855 2093.81 2091.3 1 52.63158 7 R.ESTGAQVQVAGDMLPNSTER.A 125 2
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.003309.00330 2 2.6432 0.2242 1675.75 1673.9 1 60.000004 1 R.AITIAGVPQSVTECVK.Q 145 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010022.01002 2 2.925 0.2792 2475.55 2476.8 1 43.18182 1 R.VMTIPYQPMPASSPVICAGGQDR.C 178 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2828.282 2 3.5273 0.1829 1389.36 1389.7 1 70.83333 2 R.IITLTGPTNAIFK.A 58 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.016827.0168 3 3.4207 0.2009 3378.26 3380.9 1 25 2 K.AFAMIIDKLEEDINSSMTNSTAASRPPVTLR.L 71 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_NT_lymphocytes_Ti_111.014102.014102.2 2 2.8543 0.0961 1963.55 1961.3 3 43.75 1 K.QICLVMLETLSQSPQGR.V 161 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_PHA_lymphocytes_PK_106.012083.012083 1 2.4391 0.401 1583.14 1583.7 1 50 2 Q.TTHELTIPNNLIGC.I 280 0 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_NT_lymphocytes_Ti_103.009490.009490.2 2 3.283 0.2692 1443.51 1443.7 2 69.230774 1 R.LVVPATQCGSLIGK.G 102 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2830.283 1 2.8874 0.285 1388.54 1389.7 8 54.166668 1 R.IITLTGPTNAIFK.A 58 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_NT_lymphocytes_Ti_104.011889.011889.2 2 2.9755 0.2747 1388.73 1389.7 1 66.66667 1 R.IITLTGPTNAIFK.A 58 2 *
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_006187.1| gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo sapiens] 13 38 55.6 356 37526 7.1 HsSD-NE_NT_lymphocytes_Ti_102.009705.009705.2 2 5.6243 0.4224 2092.37 2091.3 1 60.526318 6 R.ESTGAQVQVAGDMLPNSTER.A 125 2
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.021695.021695 2 4.6844 0.432 2938.65 2937.3 1 39.655174 2 R.TGPAATTLPDGAAAESLVESSEVAVIGFFK.D 133 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_PHA_lymphocytes_PK_109.016677.016677 2 3.5008 0.3256 1570.61 1568.8 1 70.83333 2 K.HNQLPLVIEFTEQ.T 231 1 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_PHA_lymphocytes_Ti_110.012586.012586 2 3.6667 0.3459 1835.85 1835 1 60.714287 9 K.ILFIFIDSDHTDNQR.I 286 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.011118.011118 2 3.2504 0.3024 1965.97 1966.2 4 50 1 K.HNQLPLVIEFTEQTAPK.I 231 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.009344.009344 2 4.6846 0.3354 2419.05 2419.8 1 57.894737 6 K.IKPHLMSQELPEDWDKQPVK.V 351 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.016202.01620 2 5.3605 0.3679 2716.51 2715 1 47.916664 5 K.QFLQAAEAIDDIPFGITSNSDVFSK.Y 171 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.012398.0123 2 3.3755 0.2893 1835.61 1835 1 53.571426 2 K.ILFIFIDSDHTDNQR.I 286 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008154.00815 2 4.7917 0.3813 1782.73 1781.9 1 80 3 K.VDATEESDLAQQYGVR.G 82 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008444.0084 2 5.0365 0.3843 1783.41 1781.9 1 76.666664 2 K.VDATEESDLAQQYGVR.G 82 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.016190.0161 3 4.8041 0.4569 2714.78 2715 1 34.375 1 K.QFLQAAEAIDDIPFGITSNSDVFSK.Y 171 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011525.01152 2 2.9517 0.1828 1083.03 1082.4 1 87.5 3 K.THILLFLPK.S 255 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010901.01090 2 2.4967 0.2756 1203.03 1203.3 1 83.33333 1 R.EADDIVNWLK.K 121 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.020259.02025 2 3.7048 0.3187 2939.71 2937.3 1 37.931034 1 R.TGPAATTLPDGAAAESLVESSEVAVIGFFK.D 133 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011849.01184 2 3.0341 0.2961 1966.61 1966.2 1 56.25 2 K.HNQLPLVIEFTEQTAPK.I 231 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012670.01267 2 4.2244 0.3228 1834.87 1835 1 78.57143 1 K.ILFIFIDSDHTDNQR.I 286 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_111.000675.000675.2 2 3.9717 0.4348 2937.31 2937.3 1 34.482758 6 R.TGPAATTLPDGAAAESLVESSEVAVIGFFK.D 133 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_102.009459.009459.2 2 4.0862 0.3647 1781.53 1781.9 1 60.000004 2 K.VDATEESDLAQQYGVR.G 82 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_115.016100.016100.3 3 3.4579 0.2574 2940.17 2937.3 1 24.13793 1 R.TGPAATTLPDGAAAESLVESSEVAVIGFFK.D 133 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012155.012155.2 2 4.2848 0.4859 2417.89 2419.8 1 63.15789 1 K.IKPHLMSQELPEDWDKQPVK.V 351 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012119.012119.3 3 3.8805 0.1133 2419.94 2419.8 1 42.105263 1 K.IKPHLMSQELPEDWDKQPVK.V 351 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_109.013171.013171.2 2 3.9094 0.305 1969.07 1966.2 2 50 3 K.HNQLPLVIEFTEQTAPK.I 231 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009218.0092 2 3.6178 0.2084 1966.75 1967.2 2 60.000004 2 K.IKPHLMSQELPEDWDK.Q 351 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_108.012490.012490.3 3 3.6854 0.1077 1967.27 1966.2 1 42.1875 2 K.HNQLPLVIEFTEQTAPK.I 231 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2183.218 2 4.117 0.3759 1780.74 1781.9 1 63.333332 1 K.VDATEESDLAQQYGVR.G 82 2 *
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NP_000909.2| gi|20070125|ref|NP_000909.2| "prolyl 4-hydroxylase, beta subunit precursor [Homo sapiens] " 14 65 28 508 57116 4.9 HsSD-NE_NT_lymphocytes_Ti_112.014035.014035.2 2 3.0942 0.2749 1836.71 1835 1 53.571426 5 K.ILFIFIDSDHTDNQR.I 286 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsSD-NE_PHA_lymphocytes_Ti_111.012232.012232 2 3.2369 0.178 1401.13 1400.7 3 68.181816 1 R.KQVVNIPSFIVR.L 139 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsSD-NE_PHA_lymphocytes_PK_110.018568.018568 2 3.4792 0.3404 1257.03 1257.6 1 85 2 Q.VVNIPSFIVRL.D 141 0 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007058.0070 2 2.6366 0.1435 831.53 830.96 3 85.71429 1 R.IGVLDEGK.M 84 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.008650.0086 2 2.6951 0.1922 1189.53 1189.4 1 77.77778 1 R.RLFEGNALLR.R 70 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsNaOH-NE_NT_lymphocytes_Ti_111.008391.00839 2 2.1008 0.0843 1004.09 1004.1 3 72.22222 1 R.SPYGGGRPGR.V 163 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008344.0083 2 2.1415 0.0937 888.17 888.01 5 100 1 K.HIDFSLR.S 156 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsSD-NE_NT_lymphocytes_Ti_110.010481.010481.2 2 3.4087 0.1752 1191.43 1189.4 1 88.88889 2 R.RLFEGNALLR.R 70 2 *
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NP_001004.2| gi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapiens] 6 10 24.7 194 22591 10.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2417.24 2 2.3403 0.136 1004.61 1004.1 1 72.22222 1 R.SPYGGGRPGR.V 163 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.008499.0084 2 3.186 0.1971 1479.89 1480.7 1 72.72727 4 R.DRDLLHNSLLQR.K 528 2
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009988.00998 2 4.5979 0.4994 2227.95 2228.5 1 57.5 1 K.LKDSGHLLTQSSPGEPTGFQK.T 889 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014338.01433 2 3.761 0.1168 1286.43 1286.6 3 75 3 R.LLEESLLSLIR.N 742 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007944.0079 2 3.3528 0.4312 2226.53 2228.5 1 55 1 K.LKDSGHLLTQSSPGEPTGFQK.T 889 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007920.0079 2 3.1233 0.1655 1472.65 1472.6 1 65.38461 1 K.SSPEGAAVVQEELR.E 718 2
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010301.01030 2 3.5788 0.1877 1263.53 1263.4 3 75 2 R.LLEEAASLFNR.I 173 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_PK_105.008025.0080 2 3.8731 0.3329 1276.29 1274.3 1 81.818184 2 R.IGDPSVDEDAQK.R 184 2
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007697.0076 2 3.2238 0.1695 1135.23 1135.2 9 77.77778 1 R.GTSDELEDLR.Y 870 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009240.0092 2 3.0293 0.2777 2172.31 2172.5 1 42.105263 1 R.MAEALLACCPGDQKPGILAR.L 67 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011181.01118 2 4.088 0.2045 2364.17 2363.5 1 50 2 K.DFPRGEESLETLEEQSAGVIR.N 268 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007343.0073 2 4.9616 0.457 1780.51 1779.8 1 75 2 R.GEAGPGDAESQEAEFER.L 676 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.013448.01344 3 5.9497 0.389 2693.96 2693.1 1 38.095238 3 R.NAAAVELWQHFQRPLQDLQLWK.A 435 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011972.01197 2 2.8952 0.2149 1457.91 1457.7 1 66.66667 2 K.SGFLINPMDPIPR.H 776 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009561.00956 2 3.9036 0.1986 1453.27 1450.6 1 86.36364 2 R.NFGQWLQVENSK.L 812 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2866.286 2 3.6363 0.3561 1551.95 1552.8 1 75 2 R.VPEGQHLFENLLR.L 852 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2770.27 2 3.8295 0.4025 1552.12 1552.8 1 70.83333 2 R.VPEGQHLFENLLR.L 852 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsSD-NE_NT_lymphocytes_Ti_109.012106.012106.3 3 3.985 0.1325 3452.42 3452.8 1 27.5 2 R.LQGLQEEGLDLGAQMEAARPLVQENPNHQHK.M 591 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.013466.0134 3 3.3597 0.2144 2693.45 2693.1 1 32.142857 1 R.NAAAVELWQHFQRPLQDLQLWK.A 435 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsSD-NE_NT_lymphocytes_Ti_104.012614.012614.2 2 2.8461 0.1975 2362.55 2363.5 4 35 1 K.DFPRGEESLETLEEQSAGVIR.N 268 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.020673.0206 3 3.347 0.2126 3280.64 3280.8 1 27.586206 1 R.LLEVTASLPDLPSLHTFLPQIEAALMESSR.L 462 2 *
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|NP_689805.3| gi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 16 40 27.7 975 112216 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011044.0110 3 4.804 0.2449 3452.54 3452.8 1 25.833332 4 R.LQGLQEEGLDLGAQMEAARPLVQENPNHQHK.M 591 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.010617.010617 2 3.3366 0.3222 1617.47 1617.9 1 64.28571 3 K.HKDAAIYLVTSLASK.A 426 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.015858.015858 2 5.4293 0.4299 2865.23 2864.3 1 52.083332 6 K.HGITQANELVNLTEFFVNHILPDLK.S 446 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_PK_110.017236.017236 2 3.4326 0.2206 1168.57 1167.4 5 80 2 R.TGNIPALVRLL.Q 698 1 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_PK_114.016834.016834 2 3.9571 0.3065 1851.57 1851.3 1 64.28571 2 Y.MALFPHLLQPVLWER.T 683 1 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_PK_113.016810.016810 2 2.9048 0.2405 1719.51 1720.1 1 61.538464 2 M.ALFPHLLQPVLWER.T 684 1 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_Ti_113.015777.015777 3 7.4995 0.5105 2861.33 2864.3 1 40.625 8 K.HGITQANELVNLTEFFVNHILPDLK.S 446 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_PK_108.010025.0100 2 4.397 0.4224 1890.13 1888.9 1 73.333336 4 R.AADEEAFEDNSEEYIR.R 356 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014110.01411 2 2.3893 0.1326 2161.21 2159.5 1 38.095238 1 R.GSNTIASAAADKIPGLLGVFQK.L 715 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019433.01943 2 3.6266 0.384 1676.63 1676.1 1 71.42857 1 K.LVLDAFALPLTNLFK.A 175 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.020441.02044 2 2.87 0.2483 2435.77 2434.8 9 37.5 2 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.018245.01824 2 2.945 0.1773 1921.79 1920.3 1 56.25 1 R.FVTAIWNLLVTTGQEVK.Y 293 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.016250.01625 3 5.2725 0.3641 2863.97 2864.3 1 35.416664 2 K.HGITQANELVNLTEFFVNHILPDLK.S 446 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.019862.0198 3 4.3131 0.3149 2434.22 2434.8 4 36.25 1 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.001466.00146 3 4.9314 0.2971 2619.2 2619.1 1 36.363636 2 R.SFSLLQEAIIPYIPTLITQLTQK.L 579 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.019814.01981 2 4.3528 0.4749 2584.95 2585.9 1 54.545456 4 K.FFEGPVTGIFSGYVNSMLQEYAK.N 396 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009411.00941 2 2.2878 0.1722 1048.35 1047.2 2 87.5 1 K.IHLAQSLHK.L 926 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.019940.0199 2 4.5646 0.4137 2434.79 2434.8 1 57.5 5 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009341.00934 2 4.5011 0.4252 1815.11 1812.9 1 78.57143 2 K.NLFEDQNTLTSICEK.V 332 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014403.01440 2 5.761 0.3926 1931.49 1930.2 1 75 4 K.LLQTDDEEEAGLLELLK.S 252 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014434.0144 2 4.8837 0.3531 1932.27 1930.2 1 71.875 2 K.LLQTDDEEEAGLLELLK.S 252 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019587.01958 3 3.3221 0.1504 2433.05 2434.8 1 35 1 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_104.020463.020463.2 2 4.6467 0.4299 1676.61 1676.1 1 75 5 K.LVLDAFALPLTNLFK.A 175 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_105.018833.018833.3 3 5.8323 0.3829 2433.92 2434.8 1 45 4 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_PHA_lymphocytes_PK_106.009180.009180 2 3.9511 0.2978 2099.01 2100.3 1 67.64706 1 R.IVEDEPNKICEADRVAIK.A 76 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_102.010858.010858.2 2 4.6478 0.3334 1813.87 1812.9 1 75 2 K.NLFEDQNTLTSICEK.V 332 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_106.019821.019821.2 2 4.5289 0.4605 2433.73 2434.8 1 60.000004 6 K.FLESVEGNQNYPLLLLTLLEK.S 32 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.020550.0205 2 3.7527 0.342 2808.59 2806.3 1 34 1 R.GPNNATLFTAAEIAPFVEILLTNLFK.A 534 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_111.010986.010986.2 2 2.569 0.1936 1046.59 1047.2 4 75 1 K.IHLAQSLHK.L 926 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.000758.0007 3 4.0409 0.2396 2619.23 2619.1 1 35.227272 3 R.SFSLLQEAIIPYIPTLITQLTQK.L 579 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015855.015855.2 2 5.9392 0.4001 1929.11 1930.2 1 78.125 3 K.LLQTDDEEEAGLLELLK.S 252 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_107.001889.001889.3 3 3.4619 0.1988 2619.08 2619.1 3 29.545454 1 R.SFSLLQEAIIPYIPTLITQLTQK.L 579 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009716.0097 2 2.2346 0.0885 1047.51 1047.2 3 81.25 1 K.IHLAQSLHK.L 926 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_108.011271.011271.2 2 3.1562 0.2186 1810.05 1809.1 2 50 1 K.ANIVHLMLSSPEQIQK.Q 94 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019989.0199 2 3.8935 0.3585 2584.73 2585.9 1 40.909092 2 K.FFEGPVTGIFSGYVNSMLQEYAK.N 396 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_115.016696.016696.3 3 3.8914 0.2681 2863.31 2864.3 1 30.208334 1 K.HGITQANELVNLTEFFVNHILPDLK.S 446 2 *
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NP_001307.2| gi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1-like protein [Homo sapiens] 20 93 31.3 971 110417 5.8 HsSD-NE_NT_lymphocytes_Ti_108.020863.020863.2 2 4.3311 0.3769 2586.95 2585.9 1 50 5 K.FFEGPVTGIFSGYVNSMLQEYAK.N 396 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_105.008324.008324 3 4.3355 0.2895 2002.46 2001 1 46.666668 2 R.CRDDSFFGETSHNYHK.F 230 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_PK_107.015246.015246 2 3.6956 0.2714 1971.05 1970.3 1 55.88235 1 R.IGPYQPNVPVGIDYVIPK.T 781 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.008315.008315 2 3.9366 0.1808 2037.55 2038.3 2 52.77778 1 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_106.007949.007949 2 5.1312 0.4822 2002.01 2001 1 70 1 R.CRDDSFFGETSHNYHK.F 230 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_PK_108.011932.011932 2 3.1691 0.1899 1837.47 1837 1 50 1 R.GAPPSSNIEDFHGLLPKG.Y 271 1 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.014487.014487 3 4.1707 0.3041 4207.64 4206.7 1 18.125 1 R.LASLMNLGMSSSLNQQGAHSALSSASTSSHNLQSIFNIGSR.G 52 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.009152.009152 3 5.1338 0.4466 2926.25 2928 1 32.954548 1 R.CRDDSFFGETSHNYHKFDSEYER.M 230 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_PK_115.012684.012684 2 3.6667 0.4306 1639.77 1640.9 1 62.5 2 L.GPPPPSFHLGGPAVGPR.G 357 1 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.014294.014294 2 2.2088 0.1274 1795.53 1793.9 1 50 1 R.GDADQASNILASFGLSAR.D 103 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_Ti_112.014752.014752 3 3.5542 0.1263 3734.63 3735.2 2 19.69697 1 K.INEAFIEMATTEDAQAAVDYYTTTPALVFGKPVR.V 434 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_PHA_lymphocytes_PK_109.012120.012120 2 3.959 0.4413 1777.83 1780 1 59.375 3 R.GAPPSSNIEDFHGLLPK.G 271 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.000518.0005 2 3.6785 0.3697 1796.33 1793.9 1 52.941177 4 R.GDADQASNILASFGLSAR.D 103 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.019194.0191 3 7.2394 0.4244 2373.71 2372.7 1 42.708336 1 R.DLSAAGIGLLAAATQSLSMPASLGR.M 20 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010480.01048 3 3.5826 0.3224 2040.02 2038.3 1 43.055553 1 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013634.01363 2 4.5012 0.3914 1793.65 1793.9 1 70.588234 2 R.GDADQASNILASFGLSAR.D 103 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.017824.0178 2 3.6733 0.2574 2442.11 2439.9 1 45 3 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010572.01057 2 4.7864 0.3335 1998.95 1998.2 1 68.75 3 K.GYPHLCSICDLPVHSNK.E 288 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008423.00842 2 3.056 0.3125 1144.77 1145.4 1 93.75 2 R.VVHIMDFQR.G 399 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010449.01044 2 5.0282 0.3176 2037.61 2038.3 1 63.88889 2 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.008822.0088 2 5.0068 0.3349 2038.67 2038.3 1 66.66667 6 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.014762.01476 2 5.4745 0.3608 2440.45 2439.9 1 60.000004 5 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009812.00981 2 3.7348 0.3485 1779.05 1780 1 71.875 2 R.GAPPSSNIEDFHGLLPK.G 271 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.014776.01477 3 4.3598 0.3137 2437.04 2439.9 1 36.25 3 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.006756.00675 2 2.249 0.1637 1368.33 1366.5 7 59.090908 1 R.RTEEGPTLSYGR.D 149 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.019138.01913 2 3.4823 0.3669 2375.59 2372.7 2 35.416664 1 R.DLSAAGIGLLAAATQSLSMPASLGR.M 20 2 *
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292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.007672.0076 3 4.7186 0.3761 2000.42 2001 1 43.333332 2 R.CRDDSFFGETSHNYHK.F 230 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_111.010604.010604.2 2 3.3115 0.2058 1472.59 1472.6 1 72.72727 1 K.NTHCSSLPHYQK.L 818 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.008943.0089 2 4.2721 0.3471 2000.31 1998.2 1 65.625 2 K.GYPHLCSICDLPVHSNK.E 288 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_102.015158.015158.3 3 4.365 0.381 1793.93 1793.9 1 51.47059 2 R.GDADQASNILASFGLSAR.D 103 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.017864.0178 3 3.7009 0.1035 2439.56 2439.9 7 31.25 1 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_112.010055.010055.2 2 3.9655 0.4342 1786.89 1787.1 1 67.85714 2 R.IKKPEGKPDQKFDQK.Q 477 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_102.015038.015038.2 2 4.1503 0.3775 1793.51 1793.9 1 61.764706 4 R.GDADQASNILASFGLSAR.D 103 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.012616.0126 3 4.6118 0.3996 4207.13 4206.7 1 24.375 2 R.LASLMNLGMSSSLNQQGAHSALSSASTSSHNLQSIFNIGSR.G 52 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_112.013645.013645.3 3 3.7673 0.3275 2866.31 2867.2 1 26.85185 1 R.GPLPLSSQHRGDADQASNILASFGLSAR.D 93 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_112.015190.015190.2 2 5.4837 0.317 2442.37 2439.9 1 50 3 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_103.020567.020567.2 2 5.2123 0.4449 2373.45 2372.7 1 43.75 6 R.DLSAAGIGLLAAATQSLSMPASLGR.M 20 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_111.012191.012191.2 2 4.8528 0.3374 1997.37 1998.2 1 71.875 5 K.GYPHLCSICDLPVHSNK.E 288 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_111.012006.012006.2 2 5.0049 0.3555 2039.59 2038.3 1 66.66667 3 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.008888.0088 3 3.1375 0.3031 2038.49 2038.3 1 40.27778 1 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_105.016581.016581.2 2 3.716 0.3158 1619.87 1621 1 76.92308 1 K.ITPENLPQILLQLK.R 133 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_111.009615.009615.1 1 2.4861 0.1006 1267.91 1268.5 2 70 1 R.IKKPEGKPDQK.F 477 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsSD-NE_NT_lymphocytes_Ti_108.017279.017279.3 3 3.9554 0.1234 2442.05 2439.9 2 32.5 1 R.YQLLQLVEPFGVISNHLILNK.I 413 2 *
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NP_954659.1| gi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 25 91 38 847 94623 6.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2487.248 2 5.1002 0.4193 2038.71 2038.3 1 66.66667 2 R.VIHLSNLPHSGYSDSAVLK.L 497 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_PHA_lymphocytes_Ti_111.016044.016044 2 3.4742 0.3221 2920.41 2920.5 4 29.62963 1 K.KSGEKPLLGGSLMEYAILSAIAAMNEPK.T 330 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_PHA_lymphocytes_PK_111.015143.015143 2 4.0586 0.465 1913.57 1914.2 1 60.000004 8 F.QLCFPYYPSPGVLFPK.K 410 1 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_PHA_lymphocytes_PK_111.016392.016392 2 4.5186 0.407 2059.91 2061.4 1 68.75 4 T.FQLCFPYYPSPGVLFPK.K 409 1 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.012112.012112 2 3.4919 0.37 1557.61 1559.9 1 67.85714 1 K.ALPLIVGAQLIHADK.L 15 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014578.01457 2 2.6288 0.1763 2513.79 2510.9 5 33.333336 1 K.GFSGTFQLCFPYYPSPGVLFPK.K 404 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010479.01047 2 2.9573 0.1441 2260.81 2259.5 2 47.22222 1 K.YVLENHPGTNSNYQMHLLK.K 367 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011230.01123 2 2.955 0.1569 1275.55 1274.5 4 70 2 K.LEDVLPLAFTR.L 259 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_107.011690.011690.1 1 2.532 0.2788 1559.84 1559.9 6 42.857143 1 K.ALPLIVGAQLIHADK.L 15 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011756.0117 2 4.5238 0.402 1559.69 1559.9 1 85.71429 4 K.ALPLIVGAQLIHADK.L 15 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.014046.0140 2 3.7463 0.3176 2513.43 2510.9 1 38.095238 3 K.GFSGTFQLCFPYYPSPGVLFPK.K 404 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_107.011726.011726.2 2 4.4626 0.4147 1562.21 1559.9 1 64.28571 1 K.ALPLIVGAQLIHADK.L 15 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.016043.0160 2 5.3758 0.4412 2793.83 2792.3 1 51.923077 3 K.SGEKPLLGGSLMEYAILSAIAAMNEPK.T 331 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_110.019019.019019.2 2 4.6974 0.4104 2510.27 2510.9 1 42.857143 16 K.GFSGTFQLCFPYYPSPGVLFPK.K 404 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_111.017234.017234.2 2 4.5282 0.4067 2792.41 2792.3 1 44.230766 2 K.SGEKPLLGGSLMEYAILSAIAAMNEPK.T 331 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_110.019224.019224.3 3 3.3818 0.1755 2511.38 2510.9 1 30.952381 1 K.GFSGTFQLCFPYYPSPGVLFPK.K 404 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsSD-NE_NT_lymphocytes_Ti_109.013180.013180.2 2 5.1646 0.4951 1986.97 1987.4 1 63.88889 4 K.ALPLIVGAQLIHADKLGEK.V 15 2 *
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NP_057371.2| gi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 12 54 19.9 553 61207 9.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3542.354 2 2.6758 0.2563 2411.92 2412.7 1 40.476192 1 R.SSAVDPEPQVKLEDVLPLAFTR.L 248 2 *
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_Ti_115.020375.020375 2 3.6247 0.3039 2099.77 2097.3 1 50 8 R.LDEIFQTGLVAYVDLDER.A 46 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.011379.011379 2 4.2472 0.4153 2635.95 2637 1 48 2 R.KYGGPPPDSVYSGVQPGIGTEVFVGK.I 146 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.009989.009989 2 3.9623 0.3197 1543.39 1540.7 1 81.818184 8 K.LKDYAFVHFEDR.G 373 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.010643.010643 2 2.3438 0.2685 1165.87 1164.3 1 77.77778 1 R.GYAFITFCGK.E 207 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.013292.013292 2 2.6815 0.2659 1461.75 1461.7 2 66.66667 1 R.NLATTVTEEILEK.S 347 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008982.00898 2 3.6945 0.3953 1542.69 1540.7 1 77.27273 2 K.LKDYAFVHFEDR.G 373 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008907.0089 2 2.8664 0.1276 1541.67 1540.7 5 63.636364 1 K.LKDYAFVHFEDR.G 373 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013838.01383 2 3.5076 0.3263 1610.05 1610.8 1 75 2 R.DLYEDELVPLFEK.A 175 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010805.0108 2 2.7906 0.3073 2507.69 2508.8 1 41.666664 2 K.YGGPPPDSVYSGVQPGIGTEVFVGK.I 147 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011472.0114 2 2.8616 0.1068 1944.85 1942.2 8 46.875 1 K.VTEGLVDVILYHQPDDK.K 269 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_103.012007.012007.2 2 5.0919 0.4149 2509.63 2508.8 1 50 5 K.YGGPPPDSVYSGVQPGIGTEVFVGK.I 147 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_102.013682.013682.2 2 4.6532 0.3005 1461.13 1461.7 1 87.5 14 R.NLATTVTEEILEK.S 347 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_102.014916.014916.2 2 3.8952 0.2294 1742.45 1739.9 1 71.42857 3 R.EFNEEGALSVLQQFK.E 70 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_115.019640.019640.2 2 2.9497 0.1902 2100.05 2097.3 1 47.058823 1 R.LDEIFQTGLVAYVDLDER.A 46 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3414.341 2 4.287 0.1615 1461.4 1461.7 1 83.33333 1 R.NLATTVTEEILEK.S 347 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_108.012662.012662.2 2 4.1245 0.2096 1943.35 1942.2 1 56.25 6 K.VTEGLVDVILYHQPDDK.K 269 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_PHA_lymphocytes_PK_105.011672.011672 2 3.1194 0.1501 1123.43 1123.2 2 93.75 1 K.TKENILEEF.S 258 1
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3388.338 2 4.1807 0.213 1611.25 1610.8 1 83.33333 2 R.DLYEDELVPLFEK.A 175 2
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_005817.1| gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleoprotein R isoform 2 [Homo sapie 11 63 24.8 633 70943 8.1 HsSD-NE_NT_lymphocytes_Ti_104.014740.014740.2 2 3.9943 0.3805 2700.45 2698 1 41.304348 2 K.VWGNVVTVEWADPVEEPDPEVMAK.V 316 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_PHA_lymphocytes_Ti_110.018979.018979 2 2.9456 0.2267 1560.49 1558.8 2 70.83333 3 R.DFLDEYIFLAVGR.V 395 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_PHA_lymphocytes_Ti_106.011144.011144 2 4.1224 0.4168 2741.73 2742.9 1 43.47826 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012396.0123 2 4.5168 0.4132 2085.21 2084.3 1 68.75 3 R.HVINFDLPSDIEEYVHR.I 512 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010714.0107 2 3.6916 0.3833 2742.73 2742.9 1 39.130436 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011410.01141 2 3.6498 0.4291 1524.87 1525.7 1 73.07692 2 R.VGNLGLATSFFNER.N 535 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.008487.0084 2 3.9308 0.3199 1169.57 1169.4 1 81.818184 2 K.SPILVATAVAAR.G 492 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.019408.0194 2 5.2844 0.3323 2335.73 2333.7 1 66.66667 2 K.TAAFLLPILSQIYSDGPGEALR.A 231 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.015020.0150 2 3.5341 0.2581 1129.39 1129.3 1 83.33333 3 K.DLLDLLVEAK.Q 555 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.015568.01556 2 3.4474 0.2183 1294.59 1292.5 5 63.636364 2 R.SFLLDLLNATGK.D 429 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.010916.0109 3 6.1542 0.479 2743.82 2742.9 1 43.47826 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.007616.0076 2 2.7731 0.3405 1181.87 1181.3 2 80 2 R.GCHLLVATPGR.L 316 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.012558.0125 3 5.2249 0.34 2084.27 2084.3 1 54.6875 4 R.HVINFDLPSDIEEYVHR.I 512 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007390.00739 1 2.1544 0.3129 1181.69 1181.3 2 55 1 R.GCHLLVATPGR.L 316 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011032.01103 3 4.5661 0.3074 2744.39 2742.9 3 28.260868 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.007913.0079 2 3.8989 0.3348 2350.15 2348.5 1 61.11111 1 R.WCDKSDEDDWSKPLPPSER.L 127 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.012957.01295 2 5.0664 0.4432 2085.49 2084.3 1 71.875 5 R.HVINFDLPSDIEEYVHR.I 512 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015077.01507 2 3.1218 0.1843 1128.89 1129.3 8 77.77778 1 K.DLLDLLVEAK.Q 555 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013011.01301 3 5.3381 0.4029 2082.26 2084.3 1 48.4375 6 K.HVINFDLPSDIEEYVHR.I 512 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_104.011398.011398.2 2 3.043 0.1944 1338.87 1337.6 1 80 1 R.MLDMGFEPQIR.K 352 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_103.016048.016048.2 2 3.7492 0.0907 1129.13 1129.3 3 83.33333 2 K.DLLDLLVEAK.Q 555 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_107.011300.011300.2 2 3.6947 0.3342 2743.15 2742.9 1 41.304348 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_107.011265.011265.3 3 4.9605 0.3935 2741.81 2742.9 1 30.434782 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 452 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_PHA_lymphocytes_PK_106.014403.014403 2 3.6323 0.2865 1974.67 1976.1 1 53.125 1 K.KGADSLEDFLYHEGYAC.T 452 1
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_103.011218.011218.2 2 4.0298 0.3569 1884.69 1884.1 1 62.5 1 R.LEQELFSGGNTGINFEK.Y 146 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_105.018316.018316.3 3 6.2121 0.4348 2333.33 2333.7 1 39.285713 1 K.TAAFLLPILSQIYSDGPGEALR.A 231 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_105.018544.018544.2 2 3.0543 0.2293 2334.11 2333.7 1 40.476192 1 K.TAAFLLPILSQIYSDGPGEALR.A 231 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5186.518 2 5.3572 0.4686 2333.55 2333.7 1 57.14286 2 K.TAAFLLPILSQIYSDGPGEALR.A 231 2 *
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_110.009985.009985.2 2 3.1175 0.1961 1888.47 1889.1 6 50 2 R.VRPCVVYGGADIGQQIR.D 295 2
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NP_001347.3| gi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 [Homo sapiens] 18 62 30.1 662 73244 7.2 HsSD-NE_NT_lymphocytes_Ti_104.015820.015820.2 2 3.6547 0.3011 1292.47 1292.5 1 81.818184 2 R.SFLLDLLNATGK.D 429 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_PHA_lymphocytes_Ti_107.016191.016191 2 2.9119 0.2495 2163.09 2160.4 6 38.235294 1 R.LLLAGYDDFNCNIWDAMK.G 284 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_PHA_lymphocytes_Ti_114.013431.013431 2 2.859 0.2077 2740.91 2742 1 34.782608 1 R.ADQELLMYSHDNIICGITSVAFSR.S 257 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_PHA_lymphocytes_PK_110.010404.010404 1 2.2512 0.1899 1270.97 1271.4 1 60.000004 1 M.HWGTDSRLLVS.A 62 0
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_PHA_lymphocytes_Ti_101.011346.011346 2 4.4284 0.4417 2061.71 2061.3 1 65.789474 2 R.KACGDSTLTQITAGLDPVGR.I 23 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_PHA_lymphocytes_Ti_103.015872.015872 3 3.6363 0.1058 2743.52 2742 4 26.086956 1 R.ADQELLMYSHDNIICGITSVAFSR.S 257 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsNaOH-NE_NT_lymphocytes_Ti_104.010990.01099 2 4.1059 0.4185 1935.45 1933.1 1 63.88889 2 K.ACGDSTLTQITAGLDPVGR.I 24 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsNaOH-NE_NT_lymphocytes_Ti_104.019092.01909 2 2.3926 0.1174 2420.27 2417.7 1 34.090908 1 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.015158.0151 2 3.8877 0.3731 2160.49 2160.4 1 55.88235 2 R.LLLAGYDDFNCNIWDAMK.G 284 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_103.015694.015694.3 3 5.551 0.4564 2417.39 2417.7 1 36.363636 1 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_104.016892.016892.2 2 3.4467 0.3111 2162.55 2160.4 1 52.941177 2 R.LLLAGYDDFNCNIWDAMK.G 284 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_109.016907.016907.2 2 2.8161 0.2769 2743.93 2742 1 34.782608 2 R.ADQELLMYSHDNIICGITSVAFSR.S 257 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2663.266 2 5.038 0.4913 2060.66 2061.3 1 63.15789 2 R.KACGDSTLTQITAGLDPVGR.I 23 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_102.012562.012562.2 2 5.1366 0.4867 1933.93 1933.1 1 69.44444 2 K.ACGDSTLTQITAGLDPVGR.I 24 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_102.008066.008066.1 1 2.638 0.1938 1255.59 1256.4 1 68.181816 2 R.TFVSGACDASIK.L 198 2 *
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_108.011222.011222.1 1 2.3105 0.2244 1355.34 1354.5 1 65 1 K.LIIWDSYTTNK.V 79 2
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_108.011273.011273.2 2 2.1055 0.136 1357.09 1354.5 2 75 1 K.LIIWDSYTTNK.V 79 2
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NP_005264.2| gi|20357529|ref|NP_005264.2| "guanine nucleotide-binding protein, beta-2 subunit [Homo sapiens 11 39 35 340 37331 6 HsSD-NE_NT_lymphocytes_Ti_102.016124.016124.2 2 5.638 0.5017 2416.45 2417.7 1 59.090908 15 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_PHA_lymphocytes_PK_111.017185.017185 2 3.2283 0.1981 2030.73 2028.3 1 50 1 Q.VLDPAWHLLFDGCNLTR.E 190 1
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_PHA_lymphocytes_Ti_115.011972.011972 2 4.4542 0.267 2721.47 2720.2 1 45.454548 1 K.LQHIQAPLSWELVRPHIYGYAVK.- 222 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_PHA_lymphocytes_PK_115.013840.013840 2 2.8485 0.2987 1923.23 1925.2 1 56.666668 1 K.LQHIQAPLSWELVRPH.I 222 1
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_PHA_lymphocytes_PK_113.013771.01377 3 4.0249 0.2505 1684.01 1684 1 48.076923 1 Q.HIQAPLSWELVRPH.I 224 0
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.010049.01004 2 3.1467 0.1906 1783.41 1781 4 50 1 K.RELFSNLQEFAGPSGK.L 56 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009652.00965 2 4.946 0.348 1566.53 1566.8 1 85.71429 4 K.LSLLEVGCGTGANFK.F 72 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010072.0100 1 2.6074 0.4472 1566.84 1566.8 1 53.571426 2 K.LSLLEVGCGTGANFK.F 72 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2812.281 2 4.0489 0.3637 1624.78 1624.8 1 71.42857 1 R.ELFSNLQEFAGPSGK.L 57 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_PHA_lymphocytes_PK_106.018551.01855 2 3.3452 0.1905 1545.39 1543.7 1 75 1 Q.VLDPAWHLLFDGC.N 190 0
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsSD-NE_NT_lymphocytes_Ti_103.011274.011274.2 2 4.226 0.3423 1566.71 1566.8 1 78.57143 2 K.LSLLEVGCGTGANFK.F 72 2
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NP_054752.3| gi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A precursor [Homo sapiens] 10 16 29.1 244 28319 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.011039.0110 2 2.9808 0.1801 1692.65 1691 4 57.692307 1 K.LQHIQAPLSWELVR.P 222 2
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_114.011898.011898 2 3.2923 0.1497 2045.07 2043.4 1 58.823532 1 R.SPSELFAQHIVTIVHHVK.E 622 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_104.008188.008188 2 2.8897 0.248 1849.49 1850 2 57.692307 1 K.RNREEEWDPEYTPK.S 863 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_110.007725.007725 2 4.0947 0.4575 1625.41 1625.8 1 69.230774 3 K.EHHFGSSGMTLHER.F 640 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_104.007058.007058 2 2.1704 0.0961 1111.93 1110.2 2 78.57143 1 K.KYYLHDDR.E 879 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_113.009344.009344 2 2.5307 0.1721 982.33 982.04 4 83.33333 5 K.YYLHDDR.E 880 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_113.011854.011854 3 5.5954 0.4674 2043.35 2043.4 1 52.941177 2 R.SPSELFAQHIVTIVHHVK.E 622 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_Ti_111.010156.010156 1 2.4298 0.227 1109.74 1110.2 1 64.28571 6 K.KYYLHDDR.E 879 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_PK_106.009650.0096 2 2.915 0.2495 1423.61 1423.5 4 65 2 K.EEEWDPEYTPK.S 866 2
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.006516.00651 2 2.9738 0.2163 1981.77 1983.1 9 50 2 K.MADFHKEEMDDQDKDK.A 422 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006537.0065 2 3.9433 0.2804 1982.63 1983.1 1 60.000004 1 K.MADFHKEEMDDQDKDK.A 422 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_PK_112.011792.0117 2 2.5961 0.231 1742.37 1741.8 1 56.25 1 K.ASESSKPWPDATYGTGS.A 216 1 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.006602.00660 3 4.922 0.3001 3141.71 3142.2 1 31.034481 1 K.DSRPSQAAGDNQGDEVKEQTFSGGTSQDTK.A 186 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.006785.0067 3 4.5935 0.3041 3141.02 3142.2 1 33.62069 2 K.DSRPSQAAGDNQGDEVKEQTFSGGTSQDTK.A 186 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_PK_107.009413.0094 2 2.9997 0.2496 1496.45 1495.5 1 72.72727 1 K.TEELEEESFPER.S 487 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_NT_lymphocytes_PK_108.008687.0086 2 4.4653 0.4265 2180.17 2181.2 1 61.764706 3 E.EYTEETEEREESTTGFDK.S 794 1 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.011558.0115 2 4.9916 0.4244 2043.67 2043.4 1 64.70589 2 R.SPSELFAQHIVTIVHHVK.E 622 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_NT_lymphocytes_Ti_104.007739.007739.3 3 5.6043 0.3773 3141.05 3142.2 1 32.75862 3 K.DSRPSQAAGDNQGDEVKEQTFSGGTSQDTK.A 186 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_NT_lymphocytes_Ti_115.011878.011878.2 2 3.9754 0.372 2041.67 2043.4 1 61.764706 2 R.SPSELFAQHIVTIVHHVK.E 622 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_NT_lymphocytes_Ti_111.011005.011005.2 2 3.9174 0.5585 1624.33 1625.8 1 69.230774 1 K.EHHFGSSGMTLHER.F 640 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.011468.0114 3 5.7806 0.4069 2045.81 2043.4 1 55.88235 2 R.SPSELFAQHIVTIVHHVK.E 622 2 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_PHA_lymphocytes_PK_105.008756.008756 2 4.5961 0.4324 2180.53 2181.2 1 52.941177 2 E.EYTEETEEREESTTGFDK.S 794 1 *
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_005110.1| gi|4827040|ref|NP_005110.1| thyroid hormone receptor associated protein 3 [Homo sapiens] 13 48 15.4 955 108694 10.2 HsSD-NE_NT_lymphocytes_Ti_115.011871.011871.3 3 5.3878 0.484 2043.26 2043.4 1 52.941177 4 R.SPSELFAQHIVTIVHHVK.E 622 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsSD-NE_PHA_lymphocytes_PK_113.012805.012805 1 2.518 0.3473 1351.09 1351.5 1 54.545456 2 A.ALGPHTHSPWFT.S 487 0
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsSD-NE_PHA_lymphocytes_Ti_102.017566.017566 3 5.4512 0.3434 2723.36 2721.1 1 37.5 2 R.RQWVEEFFPSVSLGDPTLETLLR.Q 553 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_Ti_111.012690.01269 2 3.334 0.4144 2036.37 2036.3 1 55.88235 4 R.LFGAVEHLQLANSYGLFR.R 414 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_Ti_107.012381.01238 2 2.9554 0.1367 1855.57 1856 1 69.230774 1 K.YWFSQPGEQGQWWR.R 539 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_Ti_109.018297.01829 3 6.0631 0.333 2723.6 2721.1 1 46.590908 4 R.RQWVEEFFPSVSLGDPTLETLLR.Q 553 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_108.013442.0134 2 5.2504 0.3742 2036.71 2036.3 1 67.64706 4 R.LFGAVEHLQLANSYGLFR.R 414 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_Ti_114.017651.01765 3 6.0221 0.4429 2395.7 2393.9 1 44.31818 6 R.SQLSPLEAPALLWGLLMAVGAVR.F 603 2 *
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299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_103.006333.0063 2 5.6269 0.5618 2051.23 2052 1 65 2 K.DSGAASEQATAAPNPCSSSSR.T 656 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_Ti_109.010078.01007 2 3.5306 0.1251 1378.13 1375.6 1 81.818184 1 R.FVQALLAPCSLR.S 626 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_115.018414.0184 3 3.847 0.3374 2394.95 2393.9 1 35.227272 1 R.SQLSPLEAPALLWGLLMAVGAVR.F 603 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_110.017764.0177 2 3.2259 0.2145 2723.63 2721.1 6 40.909092 2 R.RQWVEEFFPSVSLGDPTLETLLR.Q 553 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsSD-NE_NT_lymphocytes_Ti_109.018943.018943.3 3 5.3499 0.3844 2719.28 2721.1 1 38.636364 1 R.RQWVEEFFPSVSLGDPTLETLLR.Q 553 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.017816.0178 3 6.0688 0.4083 2720.12 2721.1 1 45.454548 2 R.RQWVEEFFPSVSLGDPTLETLLR.Q 553 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2567.256 2 3.0832 0.1057 1375.61 1375.6 4 72.72727 1 R.FVQALLAPCSLR.S 626 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1450.145 2 2.5108 0.1219 901.25 901.05 1 92.85714 3 R.LVQSQVAR.Y 514 2 *
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NP_149977.1| gi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo sapiens] 10 39 19.2 682 76915 10 HsNaOH-NE_PHA_lymphocytes_Ti_115.018820.0188 2 4.9609 0.5374 2396.87 2393.9 1 56.81818 3 R.SQLSPLEAPALLWGLLMAVGAVR.F 603 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.009533.009533 2 4.3165 0.1574 2023.55 2024.3 1 57.894737 1 R.LVANHVASDISLTGGSVVQR.I 320 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013806.0138 2 3.8413 0.4364 2790.33 2788 1 54.545456 1 K.LGDYHFYGFGTDVDYETAFIHYR.L 633 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.006338.0063 2 3.2252 0.2585 1818.55 1819.9 1 59.375 1 K.TTLTSDESVKDHTTAGR.V 37 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008608.00860 2 6.6909 0.4466 2025.89 2024.3 1 73.68421 2 R.LVANHVASDISLTGGSVVQR.I 320 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.001402.00140 3 3.9316 0.1645 3663.77 3661 1 26.5625 1 K.DGDYNAAVIQYLLLAEQGYEVAQSNAAFILDQR.E 568 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012471.01247 2 3.3368 0.356 2213.43 2212.4 1 47.22222 1 R.YWAGIGVLQSCESALTHYR.L 301 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.016863.0168 2 5.5467 0.436 3014.93 3012.2 1 48.076923 6 R.VVAGQIFLDSEESELESSIQEEEDSLK.S 54 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3859.385 2 4.1475 0.3919 2139.65 2140.4 1 58.333332 3 R.VSYALLFGDYLPQNIQAAR.E 225 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsSD-NE_NT_lymphocytes_Ti_107.013992.013992.2 2 3.2729 0.2015 2333.59 2331.6 1 42.857143 1 R.AFDYFNLAANAGNSHAMAFLGK.M 397 2 *
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NP_005056.3| gi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Homo sapiens] 8 19 22.7 794 88755 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3714.37 2 3.5012 0.3391 2139.68 2140.4 1 44.444447 2 R.VSYALLFGDYLPQNIQAAR.E 225 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.015142.015142 2 5.2419 0.5394 2648.61 2650 1 59.090908 6 R.REPLGVCVGIGAWNYPFQIASWK.S 168 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_Ti_109.020981.020981 2 2.4854 0.1916 2513.19 2512.8 2 35.714287 2 K.EEIFGPVMSILSFDTEAEVLER.A 414 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_Ti_108.008288.008288 2 3.0575 0.1253 1433.53 1433.7 1 63.636364 2 R.MGPLINRPHLER.V 351 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_PK_110.008878.008878 2 2.6375 0.1711 1214.73 1215.4 3 72.22222 1 Q.FLCQHPDVAK.V 242 1 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.006232.006232 2 5.2264 0.3707 1910.51 1910 1 73.333336 2 R.EREDEIATMECINNGK.S 110 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_PHA_lymphocytes_PK_107.011900.011900 1 2.3833 0.2831 1343.68 1344.5 2 58.333332 2 S.MAGEHIQLPGGSF.G 151 0 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsNaOH-NE_NT_lymphocytes_PK_106.010155.0101 2 3.2632 0.3136 1129.27 1129.3 1 94.44444 2 K.IGDPLLEDTR.M 341 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsNaOH-NE_NT_lymphocytes_Ti_115.013098.01309 2 3.4385 0.2405 2652.45 2650 1 31.818182 1 R.REPLGVCVGIGAWNYPFQIASWK.S 168 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsNaOH-NE_NT_lymphocytes_Ti_113.013455.01345 3 3.7202 0.2353 2652.47 2650 1 30.681818 2 R.REPLGVCVGIGAWNYPFQIASWK.S 168 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_103.012282.012282.1 1 2.0853 0.3944 1541.59 1541.7 1 57.14286 2 R.ANDTTFGLAAGVFTR.D 436 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_115.013760.013760.2 2 4.6435 0.4703 2652.61 2650 1 56.81818 2 R.REPLGVCVGIGAWNYPFQIASWK.S 168 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013240.0132 2 5.5645 0.5355 2650.01 2650 1 61.363636 5 R.REPLGVCVGIGAWNYPFQIASWK.S 168 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_103.009556.009556.2 2 3.1451 0.1809 1245.41 1244.4 1 83.33333 2 R.VTIEYYSQLK.T 496 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_103.012917.012917.2 2 2.7715 0.0964 1543.91 1541.7 1 71.42857 3 R.ANDTTFGLAAGVFTR.D 436 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_107.017916.017916.2 2 2.4057 0.1288 2496.11 2493.8 1 38.095238 2 R.EPLGVCVGIGAWNYPFQIASWK.S 169 2 *
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|NP_000687.3| gi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Homo sapiens] 12 38 25.3 518 56292 6.6 HsSD-NE_NT_lymphocytes_Ti_115.010149.010149.2 2 3.2548 0.1082 1433.13 1433.7 2 68.181816 2 R.MGPLINRPHLER.V 351 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.019513.019513 2 4.8859 0.2672 1709.81 1709 1 78.57143 57 K.NVQFVFDAVTDVIIK.N 331 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.008912.008912 2 3.6841 0.2621 1380.73 1381.6 1 72.72727 3 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_PK_107.012276.012276 2 3.4979 0.3472 2354.07 2352.5 1 42.105263 1 K.RSPLTICYPEYTGSNTYEEA.A 280 1 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.008895.008895 1 2.5941 0.3116 1381.82 1381.6 1 59.090908 4 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.011535.011535 2 4.7738 0.2211 2323.13 2323.4 1 58.333332 3 R.SREYQLNDSASYYLNDLDR.I 143 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.009309.0093 2 3.3405 0.2778 1383.29 1381.6 1 72.72727 5 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_PK_105.010340.0103 2 3.9565 0.3306 1434.25 1434.6 1 77.27273 4 Y.DLVLAEDEEMNR.M 231 1
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006486.00648 2 3.9032 0.4136 2013.79 2015.1 1 66.66667 1 K.IIHEDGYSEDECKQYK.V 55 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009173.00917 2 3.684 0.3801 1586.63 1586.9 1 60.000004 1 K.LLLLGAGESGKSTIVK.Q 36 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_PK_111.012638.0126 2 3.6597 0.2898 1912.61 1913.1 1 60.000004 1 A.LSDYDLVLAEDEEMNR.M 227 1
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007046.0070 2 3.4512 0.3354 1097.35 1097.1 1 94.44444 2 R.DGGVQACFSR.S 133 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009381.0093 1 2.5826 0.3504 1382.54 1381.6 1 54.545456 2 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.019698.01969 2 3.5515 0.1352 1710.73 1709 1 64.28571 2 K.NVQFVFDAVTDVIIK.N 331 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.006808.00680 2 2.3707 0.2121 1097.79 1097.1 1 83.33333 1 R.DGGVQACFSR.S 133 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008988.00898 2 3.4816 0.2999 1383.29 1381.6 1 81.818184 5 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2319.231 2 3.9177 0.3036 1586.4 1586.9 1 66.66667 1 K.LLLLGAGESGKSTIVK.Q 36 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_NT_lymphocytes_Ti_115.013298.013298.1 1 1.8855 0.1603 1597.44 1595.6 4 45.833336 1 K.IIHEDGYSEDECK.Q 55 2 *
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_PHA_lymphocytes_PK_105.013094.013094 2 4.0635 0.3962 1915.27 1913.1 1 66.66667 1 A.LSDYDLVLAEDEEMNR.M 227 1
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_NT_lymphocytes_Ti_108.004182.004182.2 2 2.8344 0.3455 1381.73 1381.6 1 77.27273 4 K.TTGIVETHFTFK.D 181 2
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_006487.1| gi|5729850|ref|NP_006487.1| "guanine nucleotide binding protein (G protein), alpha inhibiting act 11 131 35 354 40532 5.7 HsSD-NE_NT_lymphocytes_Ti_114.000224.000224.2 2 4.7395 0.26 1709.77 1709 1 71.42857 32 K.NVQFVFDAVTDVIIK.N 331 2
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsSD-NE_PHA_lymphocytes_PK_110.019003.019003 2 3.5605 0.2486 1795.93 1794.2 1 52.77778 2 K.VAVLGASGGIGQPLSLLLK.N 27 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.006662.006662 2 2.4951 0.1519 1456.25 1455.6 2 53.333336 1 K.AGAGSATLSMAYAGAR.F 242 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007926.0079 2 2.0762 0.1583 1456.79 1455.6 2 50 1 K.AGAGSATLSMAYAGAR.F 242 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.015290.01529 2 3.1314 0.3179 1794.17 1794.2 6 44.444447 1 K.VAVLGASGGIGQPLSLLLK.N 27 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010473.01047 2 3.4695 0.1488 1563.73 1561.7 1 69.230774 3 K.VDFPQDQLTALTGR.I 216 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsSD-NE_NT_lymphocytes_Ti_105.016507.016507.2 2 6.9312 0.4415 1796.11 1794.2 1 72.22222 2 K.VAVLGASGGIGQPLSLLLK.N 27 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3450.345 2 4.2351 0.4108 2367.05 2366.7 1 54.761906 2 R.LTLYDIAHTPGVAADLSHIETK.A 53 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsSD-NE_PHA_lymphocytes_PK_106.010440.010440 2 2.7761 0.3903 1339.61 1339.5 2 70.83333 1 K.GCDVVVIPAGVPR.K 92 2 *
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NP_005909.2| gi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogenase precursor [Homo sapiens] 5 16 24.9 338 35503 8.7 HsSD-NE_NT_lymphocytes_Ti_103.008990.008990.2 2 3.7546 0.3989 1458.09 1455.6 2 60.000004 3 K.AGAGSATLSMAYAGAR.F 242 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.009851.009851 2 5.145 0.4943 2054.93 2055.2 1 69.44444 1 R.NALVSHLDGTTPVCEDIGR.S 397 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_PK_109.010786.010786 2 3.691 0.3054 2052.95 2050.2 1 52.63158 1 G.HYDCTYGGGVHLSSPLASGA.V 313 0 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.015335.015335 2 4.5845 0.4341 3133.09 3132.5 1 37.5 2 R.DVVFNYLHATAFQGTPLAQAVEGPSENVR.K 181 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.011337.011337 3 3.6486 0.3153 2093.81 2093.4 1 39.473686 2 R.MVLAAAGGVEHQQLLDLAQK.H 229 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.013007.013007 2 4.8793 0.3924 2362.31 2361.6 1 65 3 K.AVELLGDIVQNCSLEDSQIEK.E 143 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.011332.011332 2 4.3899 0.3355 2091.85 2093.4 1 60.526318 2 R.MVLAAAGGVEHQQLLDLAQK.H 229 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012476.012476 2 4.2637 0.3956 1581.57 1581.8 1 73.07692 2 K.NNGAGYFLEHLAFK.G 86 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.014793.0147 3 3.7926 0.2888 3133.34 3132.5 1 28.57143 2 R.DVVFNYLHATAFQGTPLAQAVEGPSENVR.K 181 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.014962.01496 3 4.2963 0.3541 3131.96 3132.5 7 24.107143 2 R.DVVFNYLHATAFQGTPLAQAVEGPSENVR.K 181 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_109.014060.014060.2 2 3.959 0.3931 2354.87 2355.6 1 50 2 K.HLGGIPWTYAEDAVPTLTPCR.F 249 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_103.013253.013253.3 3 4.1587 0.2815 2361.17 2361.6 1 41.25 1 K.AVELLGDIVQNCSLEDSQIEK.E 143 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_110.013536.013536.2 2 4.1987 0.4196 1581.89 1581.8 1 69.230774 2 K.NNGAGYFLEHLAFK.G 86 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_109.013299.013299.1 1 2.7833 0.1618 1581.68 1581.8 1 50 1 K.NNGAGYFLEHLAFK.G 86 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_105.016486.016486.2 2 5.8325 0.5515 3132.71 3132.5 1 39.285713 15 R.DVVFNYLHATAFQGTPLAQAVEGPSENVR.K 181 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_105.016050.016050.2 2 4.1025 0.3286 2094.79 2093.4 2 50 1 R.MVLAAAGGVEHQQLLDLAQK.H 229 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2348.235 2 3.5978 0.3539 1765.35 1766 1 53.571426 1 R.ADLTEYLSTHYKAPR.M 214 2 *
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NP_003356.2| gi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase core protein I [Homo sapiens] 12 43 33.1 480 52646 6.4 HsSD-NE_NT_lymphocytes_Ti_102.013304.013304.2 2 5.9925 0.4453 2362.63 2361.6 1 65 3 K.AVELLGDIVQNCSLEDSQIEK.E 143 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010647.010647 2 3.8964 0.1907 1449.11 1446.7 2 81.818184 3 K.LISEMHSFIQIK.K 378 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_115.011983.011983 3 5.1979 0.5111 4375.07 4375.9 1 22.5 2 K.EGSHFPGPFMTSIGPAESHPHTPQMPPSTPSSSFLTTLKPR.L 463 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_103.009000.009000 2 3.3925 0.3908 1651.43 1652.9 2 57.692307 3 K.MFHATVATENEVFR.V 543 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_102.008049.008049 2 5.8737 0.4805 2118.65 2119.3 1 80.55556 7 R.LKTEPEEVSIEDSAQSDLK.E 504 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.009544.009544 2 3.1623 0.1983 1667.15 1665.8 1 69.230774 2 R.GEFTYYEIQDNTGK.M 644 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_PK_115.012869.012869 2 3.3509 0.2811 2606.73 2605.9 1 43.75 1 S.IGPAESHPHTPQMPPSTPSSSFLTT.L 475 0 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.009014.009014 3 4.8232 0.2875 2118.8 2119.3 1 48.61111 1 R.LKTEPEEVSIEDSAQSDLK.E 504 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_PK_107.010572.010572 2 3.6135 0.2528 2192.75 2190.5 1 50 3 L.STTKPFEYETPEMEKKIM.F 211 0 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_PK_108.011387.011387 2 3.9632 0.3414 2402.87 2402.8 1 55.263157 2 K.VLSTTKPFEYETPEMEKKIM.F 209 1 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.005214.00521 2 3.1302 0.2259 1836.17 1834 1 52.941177 1 R.KKEVDATSPAPSTSSTVK.T 99 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.006429.0064 2 3.5653 0.336 1576.41 1577.7 1 60.000004 2 K.EVDATSPAPSTSSTVK.T 101 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007956.00795 2 4.3228 0.3822 1880.69 1878 1 75 1 K.TEPEEVSIEDSAQSDLK.E 506 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_NT_lymphocytes_PK_106.009861.0098 2 3.7064 0.3802 1877.01 1878 1 56.25 1 K.TEPEEVSIEDSAQSDLK.E 506 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017529.0175 2 2.8354 0.1706 2142.09 2141.4 1 47.22222 3 R.NGFLEVYPFTLVADVNADR.N 583 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009196.0091 2 2.7208 0.1229 1194.61 1193.4 2 77.77778 1 K.IIAIANYVCR.N 573 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.016572.01657 2 3.6574 0.3505 2142.67 2141.4 1 50 3 R.NGFLEVYPFTLVADVNADR.N 583 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008092.0080 2 4.4989 0.4657 2118.95 2119.3 1 66.66667 2 R.LKTEPEEVSIEDSAQSDLK.E 504 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.006742.0067 2 2.184 0.105 929.49 927.11 1 92.85714 1 K.MEVVVHGR.L 658 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008786.00878 2 3.1207 0.3156 1363.49 1363.5 1 75 2 K.GLEVINDYHFR.I 13 2
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_110.011794.011794.1 1 2.9233 0.2071 1447.29 1446.7 1 63.636364 1 K.LISEMHSFIQIK.K 378 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_104.009309.009309.3 3 4.1168 0.2274 2122.28 2119.3 1 38.88889 2 R.LKTEPEEVSIEDSAQSDLK.E 504 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_104.007978.007978.2 2 3.1973 0.2665 1520.57 1521.7 3 66.66667 1 R.LTTINCEEGDKLK.L 666 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_103.019931.019931.2 2 3.5453 0.2624 2143.99 2141.4 1 63.88889 4 R.NGFLEVYPFTLVADVNADR.N 583 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_PHA_lymphocytes_PK_104.016479.016479 2 3.1519 0.2018 1475.13 1473.6 1 77.27273 1 S.DYLEYDSLLEVN.E 263 0 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_110.012068.012068.3 3 4.4702 0.1968 3299.36 3297.6 1 29.62963 1 R.GKMDVVGTGQCHNIPCEEGDKLQLFCFR.L 341 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_104.016150.016150.2 2 3.9475 0.2613 1975.29 1976.3 1 56.25 1 K.IFEDIPTLEDLAETLKK.E 68 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_104.009116.009116.2 2 5.8775 0.4406 2119.65 2119.3 1 77.77778 6 R.LKTEPEEVSIEDSAQSDLK.E 504 2 *
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|NP_005522.2| gi|112789562|ref|NP_005522.2| "interferon, gamma-inducible protein 16 [Homo sapiens] " 22 59 35.1 729 82096 9.3 HsSD-NE_NT_lymphocytes_Ti_102.018880.018880.3 3 3.7201 0.2632 1848.38 1848.1 3 43.333332 1 K.IFEDIPTLEDLAETLK.K 68 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_108.019217.019217 2 3.1617 0.1959 2469.69 2469.9 4 39.473686 4 L.ENMPMPWEQIRDVPVLYHIT.G 104 0 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_Ti_113.012569.012569 3 4.3911 0.3341 3983.39 3984.3 1 20.3125 4 K.EFYHEVHRPSHFLNFALLQEGEVYSADREDLYA.- 2303 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_108.016731.01673 2 2.9971 0.3279 1670.97 1669.9 1 66.66667 1 N.QIIWFVDDTNVYR.V 1775 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_112.015679.015679 2 2.6399 0.2641 1420.61 1421.7 3 63.636364 1 R.RFSPIPFPPLSY.K 821 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_111.016427.016427 2 2.604 0.214 2193.53 2194.6 2 44.444447 1 R.LFPPWIKPADTEPPPLLVY.K 935 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_Ti_108.021767.021767 2 3.1519 0.3082 2711.29 2710 2 32.608696 1 K.DGPYITAEEAVAVYTTTVHWLESR.R 797 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_115.016787.016787 2 2.6653 0.1908 2187.97 2189.7 4 44.444447 1 A.NIPWKVPGLPTPIENMILR.Y 723 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_110.017111.01711 2 2.7431 0.1808 1364.65 1365.7 1 72.72727 3 R.KGMLDPLEVHLL.D 1866 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_111.014719.014719 1 2.6488 0.2198 1405.34 1404.7 1 65 2 T.WYHTPNVVFIK.T 331 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_112.011703.011703 1 2.5202 0.2946 1458.88 1458.7 1 63.636364 3 Y.LYNNLPHHVHLT.W 319 0 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_108.010019.010019 2 4.5541 0.2817 1660.77 1662.8 1 87.5 2 Q.LRWGDYDSHDIER.Y 1666 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_112.015649.015649 1 2.6837 0.2915 1421.55 1421.7 2 59.090908 3 R.RFSPIPFPPLSY.K 821 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_Ti_110.021499.021499 2 4.1269 0.3896 2535.31 2534.9 1 52.499996 4 R.LANQLLTDLVDDNYFYLFDLK.A 241 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_110.015578.015578 2 3.3388 0.2542 2450.63 2448.7 1 39.473686 2 K.TTITEPHHIWPTLTDEEWIK.V 1959 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_111.013753.013753 1 2.1284 0.1528 1305.98 1306.6 3 55 1 F.IFNPRTGQLFL.K 1809 0 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_111.000177.000177 2 3.1069 0.2585 2696.07 2696.2 1 42.857143 2 K.LLENMPMPWEQIRDVPVLYHIT.G 102 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017543.0175 2 2.4953 0.1655 2824.55 2823.2 8 30.434782 1 K.EVGIEFMDLYSHLVPVYDVEPLEK.I 893 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.020966.0209 3 3.9936 0.271 2173.7 2173.5 1 44.736843 1 R.TDMIQALGGVEGILEHTLFK.G 1472 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017540.0175 2 3.0523 0.1447 2166.63 2164.6 1 52.77778 2 K.GMLDPLEVHLLDFPNIVIK.G 1867 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014348.01434 2 3.2939 0.2184 2226.87 2224.6 4 45 1 K.ELGGLGMLSMGHVLIPQSDLR.W 1321 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.017322.0173 2 3.9937 0.3355 2753.63 2751 1 45.454548 6 K.SQEPLPDDDEEFELPEFVEPFLK.D 367 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.021375.02137 2 3.3978 0.3194 2536.03 2534.9 1 45 1 R.LANQLLTDLVDDNYFYLFDLK.A 241 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.017381.0173 3 3.9846 0.1081 2751.86 2751 7 30.681818 1 K.SQEPLPDDDEEFELPEFVEPFLK.D 367 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.016158.01615 2 3.1874 0.2247 1686.19 1685 1 64.28571 2 R.EAVVNTQELLDLLVK.C 1276 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.020504.02050 3 5.0402 0.3201 2174.66 2173.5 1 43.421055 2 R.TDMIQALGGVEGILEHTLFK.G 1472 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014763.0147 2 2.884 0.2709 2459.33 2458.7 3 35 1 K.TEDPDLPAFYFDPLINPISHR.H 342 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017546.0175 3 3.6016 0.2937 2164.25 2164.6 1 45.833336 1 K.GMLDPLEVHLLDFPNIVIK.G 1867 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.012671.01267 2 3.7179 0.4147 1773.77 1772.1 1 63.333332 1 R.AAVMHDILDMMPEGIK.Q 687 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012954.01295 2 3.8888 0.3324 1492.59 1492.6 1 81.818184 2 R.LTLEDLEDSWDR.G 1403 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_PK_105.009917.0099 2 2.6501 0.169 1164.31 1165.2 7 75 1 L.EDLEDSWDR.G 1406 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009323.00932 2 4.3478 0.5291 2184.73 2185.4 1 55.555557 1 R.EELGLIEQAYDNPHEALSR.I 862 2 *
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306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_PK_109.010650.0106 2 4.2602 0.284 1538.53 1539.6 1 77.27273 2 Q.DEDWNEFNDINK.I 290 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.017054.01705 2 3.5111 0.471 2750.53 2751 1 52.272724 2 K.SQEPLPDDDEEFELPEFVEPFLK.D 367 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.021038.0210 2 5.4429 0.4589 2535.17 2534.9 1 65 7 R.LANQLLTDLVDDNYFYLFDLK.A 241 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.021610.02161 2 3.6993 0.4465 2709.67 2710 1 45.652176 4 K.DGPYITAEEAVAVYTTTVHWLESR.R 797 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010295.01029 2 3.7518 0.3404 1800.39 1798.9 1 76.92308 2 R.YIQPWESEFIDSQR.V 1371 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013932.01393 2 3.1835 0.2826 1422.01 1421.6 1 80 1 R.FTLWWSPTINR.A 1534 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.017727.01772 2 2.8149 0.1271 2165.89 2164.6 1 44.444447 2 K.GMLDPLEVHLLDFPNIVIK.G 1867 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010731.01073 2 2.3666 0.0861 1194.85 1195.4 3 83.33333 1 R.FPPVVFYTPK.E 1311 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.021268.0212 2 2.5079 0.1803 2710.03 2710 2 30.434782 2 K.DGPYITAEEAVAVYTTTVHWLESR.R 797 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.012026.0120 2 3.0964 0.3622 1548.93 1549.9 1 75 1 R.RFSPIPFPPLSYK.H 821 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_111.013633.013633.2 2 3.3103 0.2485 1549.63 1549.9 1 70.83333 1 R.RFSPIPFPPLSYK.H 821 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_112.014714.014714.3 3 5.4338 0.4001 2293.73 2292.8 1 42.105263 2 R.KGMLDPLEVHLLDFPNIVIK.G 1866 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_103.017038.017038.2 2 4.72 0.3334 1684.93 1685 1 71.42857 3 R.EAVVNTQELLDLLVK.C 1276 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.016175.0161 2 2.5657 0.2063 1676.91 1675 9 50 1 R.WQFTLPMMSTLYR.L 228 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_106.017307.017307.3 3 3.1932 0.0911 2164.43 2164.6 3 40.27778 1 K.GMLDPLEVHLLDFPNIVIK.G 1867 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_106.019005.019005 2 3.9554 0.222 2461.31 2458.7 1 52.499996 1 K.TEDPDLPAFYFDPLINPISHR.H 342 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_106.017334.017334.2 2 3.9631 0.4623 2822.75 2823.2 1 43.47826 6 K.EVGIEFMDLYSHLVPVYDVEPLEK.I 893 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_107.011671.011671.2 2 4.0015 0.3464 2138.13 2135.4 1 44.444447 1 K.TIIITCSFTPGSCTLTAYK.L 2211 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_102.012758.012758.2 2 4.0921 0.3235 2123.71 2123.2 1 59.375 1 R.DINLQDEDWNEFNDINK.I 285 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_102.019094.019094.2 2 5.0478 0.3325 2750.99 2751 1 54.545456 4 K.SQEPLPDDDEEFELPEFVEPFLK.D 367 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_112.016374.016374.2 2 2.8178 0.2851 2709.87 2710 1 36.95652 3 K.DGPYITAEEAVAVYTTTVHWLESR.R 797 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_109.000329.000329.3 3 4.4881 0.2803 2534.96 2534.9 1 38.75 1 R.LANQLLTDLVDDNYFYLFDLK.A 241 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_102.019238.019238.3 3 5.1548 0.2086 2751.29 2751 2 40.909092 2 K.SQEPLPDDDEEFELPEFVEPFLK.D 367 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_106.001520.001520 2 3.4278 0.3771 2948.97 2949.3 1 39.583336 3 R.MRFPPFDDEEPPLDYADNILDVEPL.E 164 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_105.019628.019628 2 3.3901 0.4489 2583.91 2585.8 1 47.5 2 L.ELDPEEDAPVLDWFYDHQPLR.D 194 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_103.004252.004252 2 4.7717 0.3673 1995.79 1994.2 1 76.666664 10 A.NQLLTDLVDDNYFYLF.D 243 0 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_102.014376.014376.2 2 3.4477 0.2674 1494.79 1492.6 1 72.72727 1 R.LTLEDLEDSWDR.G 1403 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_106.000340.000340 2 3.3521 0.2791 2818.55 2818.1 1 41.304348 2 M.RFPPFDDEEPPLDYADNILDVEPL.E 165 0 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_108.019855.019855.2 2 4.0112 0.3968 2085.29 2084.4 1 56.25 3 K.ATEPQMVLFNLYDDWLK.T 1909 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_106.020344.020344.2 2 4.6063 0.4708 2172.03 2173.5 1 63.15789 8 R.TDMIQALGGVEGILEHTLFK.G 1472 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_104.011046.011046.2 2 5.7144 0.489 2184.13 2185.4 1 66.66667 2 R.EELGLIEQAYDNPHEALSR.I 862 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_107.002009.002009 2 2.6149 0.356 3140.07 3140.4 3 26 1 L.EAIQLELDPEEDAPVLDWFYDHQPLR.D 189 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_PHA_lymphocytes_PK_106.013091.01309 2 3.0834 0.2499 1402.21 1399.7 1 72.72727 1 M.HDILDMMPEGIK.Q 691 1 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_108.000098.000098.2 2 4.9977 0.4652 2533.85 2534.9 1 60.000004 14 R.LANQLLTDLVDDNYFYLFDLK.A 241 2 *
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NP_006436.3| gi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo sapiens] 48 158 25.3 2335 273599 8.8 HsSD-NE_NT_lymphocytes_Ti_110.014377.014377.2 2 2.5849 0.2815 2352.05 2351.7 5 32.5 1 K.TFEGNLTTKPINGAIFIFNPR.T 1793 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.016408.016408 2 4.3383 0.3392 2250.13 2249.6 1 52.63158 4 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_PHA_lymphocytes_Ti_109.001748.001748 3 3.1877 0.0856 2250.38 2249.6 1 36.842106 1 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.010350.010350 2 2.6551 0.1598 2354.59 2353.6 2 42.105263 1 R.VQQLQGLLQNQSLQLQEQEK.L 393 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.001336.00133 3 4.8332 0.2919 2248.37 2249.6 3 36.842106 1 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008217.00821 2 2.4897 0.0954 1270.09 1269.5 1 75 1 K.KDQALPVWSPK.S 417 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.007436.00743 2 2.7837 0.085 1088.97 1089.3 2 87.5 1 R.DLQMNQALR.F 337 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.007131.00713 2 2.6523 0.163 1390.63 1391.5 1 62.5 1 K.SFPNEVEPEGTGK.E 428 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012034.01203 2 5.0789 0.5183 2195.67 2194.3 1 64.70589 3 R.ELHSELDNLSDEYLSCLR.K 466 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007773.00777 2 3.5483 0.2063 1575.33 1574.7 8 68.181816 2 K.EKDWDLRDQLQK.K 441 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009500.00950 2 5.6077 0.4348 2353.65 2353.6 1 68.42105 3 R.VQQLQGLLQNQSLQLQEQEK.L 393 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008112.00811 2 3.3346 0.3017 2337.13 2334.5 1 52.63158 1 K.SFPNEVEPEGTGKEKDWDLR.D 428 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008166.00816 2 3.7076 0.2703 2179.79 2177.4 1 50 1 R.DLSDHLSSQAGGLPPQDTPIK.K 117 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_115.016131.01613 2 3.8543 0.3845 2250.19 2249.6 1 47.368423 1 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011877.01187 3 5.0236 0.2966 2195.87 2194.3 1 47.058823 2 R.ELHSELDNLSDEYLSCLR.K 466 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3211.321 2 4.3261 0.4151 2194.87 2194.3 1 58.823532 2 R.ELHSELDNLSDEYLSCLR.K 466 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_NT_lymphocytes_Ti_110.009611.009611.3 3 3.4062 0.1644 2629.64 2628 2 31.25 1 R.DLSDHLSSQAGGLPPQDTPIKKPPK.H 117 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_PHA_lymphocytes_PK_105.015209.015209 2 3.8171 0.3681 2193.59 2194.3 1 55.88235 1 R.ELHSELDNLSDEYLSCLR.K 466 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsSD-NE_NT_lymphocytes_Ti_104.011445.011445.2 2 6.0422 0.4335 2355.45 2353.6 1 63.15789 4 R.VQQLQGLLQNQSLQLQEQEK.L 393 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.001458.0014 3 4.5529 0.2785 2249.66 2249.6 1 36.842106 2 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NP_079504.1| gi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating modulator [Homo sapiens] 12 34 24.1 531 61375 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.001508.0015 2 4.1401 0.4134 2252.27 2249.6 1 52.63158 1 K.MVILQDLLSTLIQASDSSWK.G 195 2 *
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.010034.010034 3 3.0859 0.3262 1387.64 1387.6 1 54.545456 1 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.009297.00929 3 3.6429 0.3049 1389.98 1387.6 1 54.545456 2 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.005272.00527 1 2.0328 0.2059 908.56 907.96 2 71.42857 2 R.TEAADLCK.A 47 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_PK_105.007476.0074 1 1.9428 0.1707 908.35 907.96 3 71.42857 1 R.TEAADLCK.A 47 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010856.01085 2 4.0652 0.3675 1387.65 1387.6 1 86.36364 6 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_PK_106.008229.0082 1 2.3023 0.1599 961.59 962.11 3 78.57143 2 R.NLQNVDMK.I 732 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsSD-NE_NT_lymphocytes_Ti_109.011019.011019.1 1 2.1019 0.2377 1387.32 1387.6 1 54.545456 1 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2395.239 2 4.0845 0.3315 1387.36 1387.6 1 77.27273 2 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009597.0095 3 3.5365 0.3416 1387.88 1387.6 1 56.81818 2 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009674.0096 2 4.1959 0.3767 1386.97 1387.6 1 90.909096 2 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2411.241 1 2.4746 0.2107 1387.98 1387.6 1 54.545456 1 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsSD-NE_NT_lymphocytes_Ti_108.010498.010498.2 2 3.9342 0.287 1387.59 1387.6 1 77.27273 6 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009623.0096 1 2.0681 0.0912 1389.96 1387.6 1 59.090908 1 R.YGFIEGHVVIPR.I 79 2
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NP_000601.3| gi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_00100138 CD44 antigen isoform 1 precursor [Homo sapiens] 6 30 7 742 81538 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1995.199 2 3.5947 0.3295 2571.5 2570.6 1 43.47826 1 R.TNPEDIYPSNPTDDDVSSGSSSER.S 163 2
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.010550.010550 3 4.6214 0.4064 1760.24 1760 3 46.42857 2 R.KLFNESHGIFLGLQR.I 70 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_PHA_lymphocytes_PK_107.011362.011362 2 2.8603 0.2643 1617.87 1618.7 7 50 1 L.GSENPSKHDSFWNL.V 186 0 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.018167.018167 2 3.2418 0.1666 1599.53 1596.9 1 67.85714 2 R.FADAASLLLSLMTSR.I 553 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_NT_lymphocytes_PK_113.012915.0129 2 3.8017 0.3509 1592.23 1591.7 1 58.333332 4 L.GVDYFDYCPELGR.V 420 1 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.019077.0190 2 4.1305 0.3917 1597.35 1596.9 1 82.14286 5 R.FADAASLLLSLMTSR.I 553 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006635.00663 3 5.0744 0.3455 2413.73 2414.5 1 45 2 R.RPVHGESDTEQLQDDDIETTK.V 611 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006624.00662 2 4.0661 0.3493 2413.57 2414.5 1 55 1 R.RPVHGESDTEQLQDDDIETTK.V 611 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012681.01268 2 2.8041 0.3598 1588.83 1591.7 1 58.333332 1 L.GVDYFDYCPELGR.V 420 1 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.002468.0024 2 3.4584 0.1961 2008.75 2007.4 1 50 1 R.SFWMTLLTDALPLLEQK.Q 572 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.013556.0135 2 3.5522 0.2714 1679.91 1678.9 2 58.333332 3 K.ELLSNWYHFLVTR.L 299 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011385.011385.2 2 3.3487 0.1846 1432.39 1431.7 2 75 1 K.IMLGDEAALLEQK.E 286 2 *
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NP_079120.1| gi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 10 24 21.6 656 75019 5.6 HsSD-NE_NT_lymphocytes_Ti_103.018192.018192.2 2 2.7841 0.2442 2342.23 2341.6 6 32.5 1 R.GCFSDLDLIDNLGPAMMLSDR.L 514 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.000436.000436 3 5.623 0.4592 3996.56 3998.3 1 30.714285 8 K.AHFNLDESGVLSLDRVESVFETLVEDSAEEESTLTK.L 541 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.015148.015148 2 3.756 0.3118 2097.97 2096.4 1 47.22222 2 K.VLQLINDNTATALSYGVFR.R 199 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.014476.014476 2 3.1633 0.2152 1658.61 1657.8 1 70.83333 3 R.VEFEELCADLFER.V 346 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.014525.014525 2 3.8749 0.274 2727.95 2728 1 43.18182 2 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_110.002403.002403 2 4.7185 0.5169 3137.23 3137.6 1 39.655174 15 R.VPGPVQQALQSAEMSLDEIEQVILVGGATR.V 359 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.014631.014631 3 3.2348 0.2263 2727.35 2728 4 27.272728 1 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_Ti_110.002636.002636 3 3.6985 0.1235 3139.73 3137.6 5 24.13793 2 R.VPGPVQQALQSAEMSLDEIEQVILVGGATR.V 359 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007478.00747 2 3.1825 0.3334 1295.69 1296.6 1 81.818184 1 K.LPATEKPVLLSK.D 878 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.016174.01617 2 3.9472 0.3881 3037.49 3036.4 1 42.307693 1 R.SLAEDFAEQPIKDAVITVPVFFNQAER.R 159 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.014399.0143 2 4.6129 0.4711 2728.85 2728 1 52.272724 4 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016142.0161 3 4.6348 0.3523 3036.44 3036.4 9 25.961538 1 R.SLAEDFAEQPIKDAVITVPVFFNQAER.R 159 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.013901.0139 3 3.5527 0.2814 2728.88 2728 2 28.40909 1 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013458.0134 2 4.8198 0.4268 2098.79 2096.4 1 72.22222 3 K.VLQLINDNTATALSYGVFR.R 199 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.018856.01885 2 2.7657 0.1974 2270.91 2268.6 1 44.444447 2 R.LIPEMDQIFTEVEMTTLEK.V 841 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014960.01496 2 2.8514 0.283 1523.53 1522.8 1 70.83333 1 R.DAVVYPILVEFTR.E 439 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.016138.01613 2 3.6126 0.3883 2345.81 2343.5 1 47.5 3 R.VESVFETLVEDSAEEESTLTK.L 556 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016137.0161 2 3.493 0.4107 3036.61 3036.4 1 40.384613 1 R.SLAEDFAEQPIKDAVITVPVFFNQAER.R 159 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014624.01462 2 4.716 0.5011 2728.55 2728 1 59.090908 3 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007930.0079 2 4.1123 0.3471 1298.49 1296.6 1 77.27273 1 K.LPATEKPVLLSK.D 878 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.013358.0133 2 3.4428 0.3246 1659.59 1657.8 1 79.16667 1 R.VEFEELCADLFER.V 346 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_114.018094.018094.2 2 4.8595 0.521 3136.99 3137.6 1 41.37931 6 R.VPGPVQQALQSAEMSLDEIEQVILVGGATR.V 359 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016848.016848.2 2 4.2165 0.402 3036.17 3036.4 1 34.615387 3 R.SLAEDFAEQPIKDAVITVPVFFNQAER.R 159 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_110.015851.015851.3 3 4.1312 0.2658 2730.89 2728 1 37.5 2 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4278.427 3 3.7466 0.1257 3193.06 3192.6 1 27.777779 2 R.SLAEDFAEQPIKDAVITVPVFFNQAERR.A 159 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_107.018969.018969.2 2 2.5457 0.1629 2269.31 2268.6 9 41.666664 1 R.LIPEMDQIFTEVEMTTLEK.V 841 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.017880.0178 2 4.214 0.4506 3139.59 3137.6 1 41.37931 1 R.VPGPVQQALQSAEMSLDEIEQVILVGGATR.V 359 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_110.015940.015940.2 2 3.885 0.3153 2728.49 2728 1 47.727272 3 R.YSHDFNFHINYGDLGFLGPEDLR.V 487 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_110.015113.015113.2 2 3.038 0.1579 1656.53 1657.8 1 75 3 R.VEFEELCADLFER.V 346 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_NT_lymphocytes_Ti_103.016196.016196.2 2 2.3982 0.0946 1522.75 1522.8 1 66.66667 1 R.DAVVYPILVEFTR.E 439 2 *
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_006380.1| gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor [Homo sapiens] 15 79 19.3 999 111335 5.2 HsSD-NE_PHA_lymphocytes_PK_105.015561.01556 1 1.8979 0.2481 1394.92 1395.6 2 54.545456 1 L.SLDRVESVFETL.V 552 0 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_107.021463.021463 3 6.549 0.4405 4192.49 4191.6 1 27.777779 6 R.LQADDFLQDYTLLINILHSEDLGKDVEFEVVGDAPEK.V 517 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_112.018099.018099 2 2.8066 0.1216 2654.97 2652.2 1 34.615387 1 K.SMAGNIIPAIATTNAVIAGLIVLEGLK.I 378 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.013974.013974 3 4.0507 0.3196 3472.4 3473.8 1 25 1 R.VHLAEKGDGAELIWDKDDPSAMDFVTSAANLR.M 331 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_PK_110.013168.013168 2 3.1362 0.2324 1380.31 1379.6 1 72.72727 1 R.KPPVPLDWAEVQ.S 277 1 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.011057.011057 3 4.7202 0.3353 3690.5 3691 1 29.6875 2 K.RKPPVPLDWAEVQSQGEETNASDQQNEPQLGLK.D 276 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_115.017827.017827 2 2.3265 0.1096 2798.71 2799.2 4 27.083334 1 K.NLVLTGFSHIDLIDLDTIDVSNLNR.Q 35 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_Ti_111.012152.012152 3 6.1329 0.3475 3821.87 3819.2 1 26.51515 4 R.KRKPPVPLDWAEVQSQGEETNASDQQNEPQLGLK.D 275 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_PK_110.013080.013080 1 1.8598 0.2095 1378.59 1379.6 1 59.090908 1 R.KPPVPLDWAEVQ.S 277 1 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_NT_lymphocytes_Ti_112.011123.01112 3 3.8945 0.2705 3689.57 3691 1 22.65625 1 K.RKPPVPLDWAEVQSQGEETNASDQQNEPQLGLK.D 276 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.006678.0066 2 2.8731 0.1521 1861.87 1863 1 57.14286 1 K.GVTECYECHPKPTQR.T 154 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.006390.00639 2 3.0887 0.1901 1862.01 1863 5 53.571426 2 K.GVTECYECHPKPTQR.T 154 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010840.01084 3 4.8272 0.3147 3536.27 3534.8 1 29.032257 1 R.KPPVPLDWAEVQSQGEETNASDQQNEPQLGLK.D 277 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_NT_lymphocytes_PK_108.010146.0101 2 2.865 0.3066 2261.55 2262.3 3 37.5 1 Q.LFGEEDADQEVSPDRADPEAA.W 196 0 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010666.01066 2 3.7778 0.3762 1485.47 1485.8 1 82.14286 1 R.VLVVGAGGIGCELLK.N 20 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.010816.0108 3 4.1483 0.328 3533.96 3534.8 1 24.193548 2 R.KPPVPLDWAEVQSQGEETNASDQQNEPQLGLK.D 277 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_107.020873.020873.2 2 4.7239 0.3091 2777.79 2776.1 1 43.47826 4 R.LQADDFLQDYTLLINILHSEDLGK.D 517 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_PHA_lymphocytes_PK_106.010528.010528 2 3.9181 0.3155 2202.15 2201.4 1 50 1 L.HSEDLGKDVEFEVVGDAPEK.V 534 1 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.017513.0175 2 3.528 0.2039 2653.37 2652.2 3 34.615387 1 K.SMAGNIIPAIATTNAVIAGLIVLEGLK.I 378 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_104.016120.016120.2 2 2.9916 0.227 2612.11 2610 1 35.416664 1 R.MCLAADVPLIESGTAGYLGQVTTIK.K 128 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014801.014801.2 2 2.9426 0.1621 2795.71 2796 2 36 2 K.GDGAELIWDKDDPSAMDFVTSAANLR.M 337 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_110.000155.000155.3 3 5.173 0.3885 4192.31 4191.6 1 27.083334 2 R.LQADDFLQDYTLLINILHSEDLGKDVEFEVVGDAPEK.V 517 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014808.014808.3 3 5.6028 0.3608 4000.4 3998.2 1 28.676472 2 K.YLFNQLFGEEDADQEVSPDRADPEAAWEPTEAEAR.A 191 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014841.014841.3 3 4.4693 0.3842 2795.63 2796 1 36 1 K.GDGAELIWDKDDPSAMDFVTSAANLR.M 337 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.020357.0203 2 3.0151 0.2345 2775.51 2776.1 4 32.608696 1 R.LQADDFLQDYTLLINILHSEDLGK.D 517 2 *
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_005490.1| gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subunit 2 [Homo sapiens] 19 44 38.3 640 71224 5.3 HsSD-NE_NT_lymphocytes_Ti_102.014458.014458.2 2 3.9441 0.4077 2374.19 2373.5 1 55.263157 3 K.YLFNQLFGEEDADQEVSPDR.A 191 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_Ti_108.022116.022116 3 4.4216 0.2381 4296.86 4294.7 1 22.857143 1 R.LKEDGGCTIWYNEMQLLSEIEEHLNCTISQVEPDIK.V 643 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.006870.006870 2 4.7785 0.4043 1825.55 1824.9 1 88.46153 1 K.HYYEVSCHDQGLCR.V 133 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_Ti_112.012423.012423 3 5.4365 0.3782 3396.05 3394.9 1 32.75862 1 K.IMHFPTWVDLKGEDSVPDTVHHVVVPVNPK.T 422 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_Ti_103.019328.019328 2 3.8664 0.441 2372.35 2373.6 1 50 5 R.FLVLDEADGLLSQGYSDFINR.M 366 2 *
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312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.017984.01798 2 5.5828 0.4786 2374.03 2373.6 1 72.5 4 R.FLVLDEADGLLSQGYSDFINR.M 366 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.018434.0184 2 4.8264 0.5709 2372.63 2373.6 1 65 10 R.FLVLDEADGLLSQGYSDFINR.M 366 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.020320.02032 2 2.7996 0.1709 1882.35 1880.2 5 50 1 K.TGAFSIPVIQIVYETLK.D 53 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.009388.00938 2 2.5951 0.2468 1702.83 1701.8 1 53.846157 1 K.KGHQFSCVCLHGDR.K 536 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.020576.0205 2 2.7262 0.2263 1882.07 1880.2 2 43.75 1 K.TGAFSIPVIQIVYETLK.D 53 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.013044.01304 2 2.5359 0.2256 2136.51 2135.4 1 41.17647 1 K.EAQTSFLHLGYLPNQLFR.T 721 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.009716.0097 2 3.6866 0.2061 1703.07 1701.8 1 65.38461 4 K.KGHQFSCVCLHGDR.K 536 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_PK_105.009468.009468 1 2.0632 0.3031 1431.49 1432.5 6 50 1 L.SEIEEHLNCTIS.Q 660 0 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_NT_lymphocytes_Ti_104.019634.019634.2 2 5.5854 0.5204 2372.47 2373.6 1 70 12 R.FLVLDEADGLLSQGYSDFINR.M 366 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_NT_lymphocytes_Ti_111.000077.000077.2 2 3.6884 0.3984 1880.81 1880.2 1 53.125 2 K.TGAFSIPVIQIVYETLK.D 53 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_PK_105.010030.010030 2 2.979 0.1914 1455.57 1456.6 1 72.72727 1 R.LKEDGGCTIWYN.E 643 1 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_PHA_lymphocytes_PK_105.012586.012586 2 3.0501 0.1656 1632.87 1630.8 3 61.538464 1 S.QVEPDIKVPVDEFD.G 672 0 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsSD-NE_NT_lymphocytes_Ti_104.018969.018969.3 3 3.3882 0.149 2899.58 2898.2 8 25 1 R.DQLSVLENGVDIVVGTPGRLDDLVSTGK.L 331 2 *
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_004930.1| gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 1 [Homo sapiens] 11 49 25 740 82432 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4898.489 2 4.2996 0.4434 2372.92 2373.6 1 47.5 1 R.FLVLDEADGLLSQGYSDFINR.M 366 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsSD-NE_PHA_lymphocytes_Ti_111.002020.002020 2 3.5177 0.2605 3016.95 3015.4 6 30.769232 5 R.DVTFAQEFINLDGISLLTQMVESGTER.Y 113 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsSD-NE_PHA_lymphocytes_PK_108.013136.013136 2 3.0793 0.2029 1694.43 1693.9 2 62.5 1 L.NFIAPDKHEYCIW.T 653 0
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008759.00875 2 4.024 0.1809 1850.85 1849.1 2 60.714287 3 R.MNQEDFQSRPILELK.E 523 2
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.010271.0102 2 2.8117 0.3261 2536.85 2537.7 1 37.5 1 K.VGELPSETCNDFHPMFFTHDR.S 430 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.015822.01582 2 2.2817 0.1655 2848.75 2846.3 3 30.434782 1 R.AINNEMAHQLYVLQVLTFNLLEDR.M 285 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.009539.00953 3 4.7145 0.3322 3330.86 3330.7 1 29.310345 2 K.VLHYGDLEESPQGEVPHDSLQDKLPVADIK.A 585 2
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsSD-NE_NT_lymphocytes_Ti_108.014817.014817.2 2 4.0116 0.3138 2064.41 2062.4 1 61.764706 2 R.SLAILESMVLNSHDLYQK.V 201 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1843.18 2 3.6691 0.3615 1694.12 1694.8 1 53.571426 2 R.LTTSPAQNAQQLHER.I 77 2 *
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsSD-NE_NT_lymphocytes_Ti_102.014145.014145.2 2 2.8796 0.2168 1393.13 1392.6 2 72.72727 2 R.NDLDTLLSMEIK.L 684 2
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NP_055615.8| gi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isoform 1 [Homo sapiens] 9 20 24.1 727 83829 6.3 HsSD-NE_PHA_lymphocytes_PK_106.011900.011900 3 3.9517 0.2386 3331.91 3330.7 1 28.448275 1 K.VLHYGDLEESPQGEVPHDSLQDKLPVADIK.A 585 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_PHA_lymphocytes_Ti_115.010628.010628 3 3.6701 0.3639 3425.45 3426.8 1 26.666668 2 K.HLHAFANSLKPEQASPSAHSHATSPLEEFKR.A 346 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_PHA_lymphocytes_PK_109.000015.000015 2 3.1302 0.2269 1942.73 1943.3 1 53.333336 4 K.VIEDFPAKELHTIFPW.L 74 1
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_PHA_lymphocytes_PK_107.016444.016444 2 3.7365 0.3281 1875.85 1873.2 1 56.666668 3 E.DYKFDFPVSYLPGPVK.A 143 1
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.017646.01764 2 4.8789 0.4694 2688.67 2687.1 1 47.916664 2 R.LFTAPTFTGSFLSPWPPAVTDASFK.V 513 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.013707.0137 2 3.8379 0.3465 2065.83 2067.4 1 58.333332 2 K.QLPDCIVGEDGLILTPLGR.Y 665 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.013436.01343 2 4.463 0.3808 2068.01 2067.4 1 69.44444 4 K.QLPDCIVGEDGLILTPLGR.Y 665 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.013084.01308 2 3.6306 0.378 3096.79 3096.5 1 36.206894 1 R.YLSWFLPTEGSVPPPLSSSPGGTSPSPPPR.T 230 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.010736.01073 2 2.5403 0.1912 966.39 966.17 7 92.85714 1 K.LFVGFLNR.A 454 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.017310.01731 3 6.0396 0.4464 2688.5 2687.1 1 47.916664 2 R.LFTAPTFTGSFLSPWPPAVTDASFK.V 513 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.011511.0115 2 2.6587 0.0999 1778.73 1778.1 2 46.42857 1 K.GEQLFLEPELVIPHR.Q 495 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009652.0096 2 2.9945 0.1139 1993.77 1991.2 6 50 1 R.RFEIEYQGDPELQPIR.S 692 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.019238.0192 2 3.4741 0.2887 2355.49 2354.8 1 50 2 R.VNPVEYSIVMEFLDPGGPMMK.L 114 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.012226.01222 2 3.2219 0.133 1468.19 1466.7 1 79.16667 2 K.FDFPVSYLPGPVK.A 146 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007364.0073 2 2.0262 0.0819 878.81 879.05 3 78.57143 1 R.HLLSPVGR.R 760 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_PHA_lymphocytes_PK_106.009894.009894 2 3.3659 0.2787 1644.83 1643.8 1 61.538464 1 K.ESFTPTEEHVLVVR.L 328 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.011360.0113 2 3.6155 0.3257 1954.75 1954.3 1 70.588234 1 R.TPAIPFASYGLHHTSLLK.R 260 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_PHA_lymphocytes_PK_106.015381.01538 2 4.2133 0.4012 2074.03 2073.4 1 52.941177 2 Q.AEDYKFDFPVSYLPGPVK.A 141 1
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_NT_lymphocytes_Ti_112.012646.012646.2 2 3.7843 0.3082 1953.05 1954.3 1 70.588234 3 R.TPAIPFASYGLHHTSLLK.R 260 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsSD-NE_NT_lymphocytes_Ti_104.018016.018016.2 2 4.5105 0.4436 2688.83 2687.1 1 43.75 2 R.LFTAPTFTGSFLSPWPPAVTDASFK.V 513 2
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|NP_060221.2| gi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isoform 1 [Homo sapiens] 16 39 28.6 837 94585 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4700.470 2 3.5879 0.2951 2685.48 2687.1 1 39.583336 2 R.LFTAPTFTGSFLSPWPPAVTDASFK.V 513 2
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.008304.008304 2 2.5179 0.1775 2035.29 2035.2 2 47.058823 1 K.DKLVGAIVYYDGQHNDAR.M 210 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012314.0123 2 2.9701 0.1702 1643.77 1642.9 1 67.85714 2 R.LAFLNVQAAEEALPR.I 558 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.012452.01245 2 2.8995 0.1542 1644.65 1642.9 1 67.85714 1 R.LAFLNVQAAEEALPR.I 558 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.014538.01453 2 2.6953 0.1607 1178.57 1178.5 1 87.5 2 R.VIFFLPWQK.M 340 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_NT_lymphocytes_Ti_114.013656.01365 3 3.323 0.2289 2400.71 2402 1 32.142857 2 R.ANLLEIAPHLSAPLPIMLPVYK.W 145 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008855.0088 2 3.0813 0.378 1281.31 1279.4 1 75 1 K.DVLTGQEFDVR.A 272 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsSD-NE_NT_lymphocytes_Ti_111.015525.015525.3 3 4.8183 0.3225 2403.35 2402 1 46.42857 2 R.ANLLEIAPHLSAPLPIMLPVYK.W 145 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsSD-NE_NT_lymphocytes_Ti_106.016915.016915.2 2 3.7359 0.2472 2911.53 2911.3 3 31.25 2 R.VLESINVQMDENTLHEILNEVDLNK.N 651 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3231.323 2 4.0801 0.3842 1642.49 1642.9 1 78.57143 2 R.LAFLNVQAAEEALPR.I 558 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2898.29 2 4.862 0.3986 1643.79 1642.9 1 78.57143 1 R.LAFLNVQAAEEALPR.I 558 2 *
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|NP_000399.2| gi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogenase 2 (mitochondrial) [Homo sapi 7 18 15.5 727 80834 7.5 HsSD-NE_NT_lymphocytes_Ti_102.012044.012044.2 2 3.5226 0.3055 1524.51 1524.8 1 83.33333 2 R.LVSEFPYIEAEVK.Y 526 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010956.010956 2 3.7824 0.3714 1644.53 1643.9 1 75 1 R.VYGVSLATHLQELGR.E 273 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.005818.005818 2 2.6587 0.1304 1259.31 1258.4 6 72.22222 2 R.LLEIQADYHR.R 230 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.006904.00690 2 4.0449 0.3864 1622.25 1622.8 1 75 2 R.LQACLQGQSGADMDK.R 53 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010232.0102 2 3.8419 0.4125 1646.85 1643.9 1 71.42857 2 R.VYGVSLATHLQELGR.E 273 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012939.0129 2 4.6928 0.2391 2079.21 2076.3 1 73.52941 1 R.TPETAEFLGEDLLQVEQR.L 21 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010274.01027 2 5.0014 0.4417 1646.35 1643.9 1 82.14286 4 R.VYGVSLATHLQELGR.E 273 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.012130.0121 2 3.1654 0.2475 2415.21 2415.7 1 47.22222 1 R.KVEQCRDEYLADLYHFVTK.E 201 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_NT_lymphocytes_Ti_102.007793.007793.2 2 3.7124 0.3431 1623.29 1622.8 1 71.42857 1 R.LQACLQGQSGADMDK.R 53 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2608.26 2 3.6059 0.3953 1643.2 1643.9 1 64.28571 1 R.VYGVSLATHLQELGR.E 273 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.010022.0100 2 3.1588 0.4117 2165.97 2166.4 1 45.454548 3 R.SSPPAPPLPPGSGSPGTPQALPR.R 585 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_NT_lymphocytes_Ti_110.010337.010337.2 2 2.9722 0.2437 2167.43 2166.4 8 36.363636 1 R.SSPPAPPLPPGSGSPGTPQALPR.R 585 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_NT_lymphocytes_Ti_112.012769.012769.3 3 3.0478 0.1141 3478.91 3478.8 1 22.580645 1 R.SLSSLDTALAELRENHGQADHSPSMTATHFPR.V 241 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2615.261 2 4.515 0.4549 1643.56 1643.9 1 67.85714 1 R.VYGVSLATHLQELGR.E 273 2 *
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NP_061830.3| gi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Homo sapiens] 7 25 18.8 701 75713 6.8 HsSD-NE_NT_lymphocytes_Ti_109.013204.013204.2 2 3.6427 0.2357 2418.45 2415.7 1 50 4 R.KVEQCRDEYLADLYHFVTK.E 201 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_111.015041.015041 3 6.038 0.3415 3512.24 3512 1 25 5 R.DVQIILESCHNQNILGTILHPNGNITELLLK.E 260 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_106.014600.014600 2 3.0953 0.2387 1921.43 1919.2 1 55.555557 1 R.TCATVTIGGINIAEALVSK.G 439 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.009226.009226 3 3.431 0.269 2747.06 2749.1 1 31.25 1 K.KVNVTVDYIRPASPATETVPAFSER.T 414 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.013079.013079 3 4.4654 0.253 4137.83 4136.6 1 22.972973 1 R.DIQNTQCLLNVEHLSAGCPHVTLQFADSKGDVGLGLVK.E 820 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.012928.012928 3 4.3685 0.1893 3299.99 3297.6 1 25.892857 2 R.DIQNTQCLLNVEHLSAGCPHVTLQFADSK.G 820 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_112.010499.010499 2 5.6901 0.5083 2262.47 2264.6 1 75 15 R.HFVDSHHQKPVNAIIEHVR.D 185 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_111.011136.011136 3 5.2021 0.373 2262.98 2264.6 1 48.61111 8 R.HFVDSHHQKPVNAIIEHVR.D 185 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_110.017763.017763 3 3.8124 0.2337 3562.58 3561.9 1 24.166666 1 R.SASYKPVFVTEITDDLHFYVQDVETGTQLEK.L 679 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.006994.006994 2 2.5534 0.1741 1464.01 1462.6 1 70.83333 2 R.SSHYDELLAAEAR.A 473 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011286.01128 1 2.3339 0.3089 1397.66 1397.6 4 55 1 K.IHVFYIDYGNR.E 759 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013701.0137 2 5.9128 0.3966 2308.99 2307.6 1 65 2 R.NLPGLVQEGEPFSEEATLFTK.E 566 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_NT_lymphocytes_PK_111.012784.0127 2 3.655 0.2798 1948.45 1949.2 1 56.666668 1 H.YEEQPVEEVMPVLEEK.E 661 1 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.016616.01661 2 4.1102 0.3242 2010.49 2010.5 1 70.588234 3 R.ALLLPDYYLVTVMLSGIK.C 210 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.013728.01372 3 4.2619 0.2596 3513.08 3512 7 20.833332 1 R.DVQIILESCHNQNILGTILHPNGNITELLLK.E 260 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013446.01344 2 4.9466 0.3896 2307.05 2307.6 1 60.000004 2 R.NLPGLVQEGEPFSEEATLFTK.E 566 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_109.011116.011116.3 3 4.0937 0.3901 2746.43 2749.1 1 33.333336 2 K.KVNVTVDYIRPASPATETVPAFSER.T 414 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_103.008896.008896.2 2 2.7593 0.1991 1466.39 1466.6 2 62.5 1 K.VITEYLNAQESAK.S 874 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_105.015835.015835.2 2 2.7484 0.1578 1710.65 1710.8 5 46.666668 1 R.NDIASHPPVEGSYAPR.R 716 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_PHA_lymphocytes_PK_106.013804.013804 2 3.3487 0.3054 2443.45 2442.7 1 50 2 K.VWAHYEEQPVEEVMPVLEEK.E 657 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_102.015401.015401.2 2 3.6216 0.1632 1962.17 1961.1 2 55.555557 1 K.DTNGENIAESLVAEGLATR.R 117 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_102.015278.015278.2 2 5.7893 0.4431 2306.71 2307.6 1 62.5 4 R.NLPGLVQEGEPFSEEATLFTK.E 566 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_114.016265.016265.2 2 2.7065 0.2495 2013.27 2010.5 2 47.058823 1 R.ALLLPDYYLVTVMLSGIK.C 210 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_109.011119.011119.2 2 3.8988 0.4665 2748.23 2749.1 1 41.666664 2 K.KVNVTVDYIRPASPATETVPAFSER.T 414 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_109.014615.014615.2 2 3.203 0.1505 1786.53 1785.1 2 61.538464 1 K.LRPLYDIPYMFEAR.E 390 2 *
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NP_055205.2| gi|77404397|ref|NP_055205.2| staphylococcal nuclease domain containing 1 [Homo sapiens] 19 63 33.8 910 101997 7.2 HsSD-NE_NT_lymphocytes_Ti_108.014180.014180.3 3 4.3444 0.2919 4136.66 4136.6 1 22.297297 2 R.DIQNTQCLLNVEHLSAGCPHVTLQFADSKGDVGLGLVK.E 820 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.008164.008164 2 3.1895 0.1549 1799.03 1797.9 1 79.16667 2 R.RRKEDEVEEWQHR.A 436 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_Ti_105.007926.007926 2 4.396 0.3242 1640.39 1641.7 1 90.909096 1 R.RKEDEVEEWQHR.A 437 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_Ti_105.007841.007841 2 2.469 0.1171 1175.43 1176.3 7 81.25 1 R.IQVWHAEHR.G 172 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_Ti_108.007972.007972 3 3.8099 0.1435 1799.87 1797.9 1 56.25 3 R.RRKEDEVEEWQHR.A 436 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.009303.00930 1 2.8108 0.2677 1312.31 1311.5 1 70 1 K.KAPDFVFYAPR.L 263 2
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.019394.0193 3 4.5085 0.181 2040.77 2039.2 1 48.4375 1 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.019311.0193 2 4.8878 0.2002 2041.65 2039.2 1 75 2 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.015514.01551 2 2.9647 0.2679 2826.59 2825.2 2 30.000002 1 K.EGILSDEIYCPPETAVLLGSYAVQAK.F 108 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.018728.01872 2 5.0016 0.2177 2042.23 2039.2 1 75 1 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_NT_lymphocytes_Ti_103.020602.020602.3 3 4.7337 0.2006 2039.57 2039.2 1 54.6875 3 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_NT_lymphocytes_Ti_102.021278.021278.2 2 5.4919 0.2152 2039.97 2039.2 1 78.125 6 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_NT_lymphocytes_Ti_111.011064.011064.2 2 2.9328 0.2605 1176.35 1176.3 1 87.5 1 R.IQVWHAEHR.G 172 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.009825.0098 2 3.3843 0.1756 1176.53 1176.3 1 87.5 2 R.IQVWHAEHR.G 172 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_PK_106.002018.002018 2 5.444 0.2482 2039.67 2039.2 1 75 4 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_PHA_lymphocytes_PK_106.001889.001889 3 4.1536 0.2546 2039.15 2039.2 2 42.1875 1 K.FYPEDVAEELIQDITQK.L 84 2 *
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3060.306 2 3.0517 0.0852 1104.44 1105.3 2 87.5 1 K.IGFPWSEIR.N 238 2
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NP_003370.2| gi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 9 32 14.5 586 69413 6.3 HsSD-NE_NT_lymphocytes_Ti_111.010653.010653.2 2 3.5752 0.2455 1798.09 1797.9 1 79.16667 1 R.RRKEDEVEEWQHR.A 436 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_108.019833.019833 2 3.2379 0.1801 1068.69 1069.4 1 88.88889 1 A.LGLLDIILAK.N 859 1 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_110.015510.015510 2 3.6279 0.2771 1526.37 1527.8 3 65.38461 1 L.TWVIGTGSPRLQVL.A 1045 0 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_109.003435.003435 2 4.4983 0.3933 2142.67 2141.5 1 70.588234 7 A.IALLLPQLEQGLFDDLWR.I 1813 1 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.009203.009203 2 3.2073 0.3909 1265.73 1267.5 1 77.27273 1 K.ALGTLVSHVTLR.L 915 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_113.015028.015028 2 2.5825 0.1753 1140.63 1140.5 5 72.22222 1 Y.VVHVLPHLLL.C 1457 0 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_Ti_114.017392.017392 2 3.7007 0.3023 2238.95 2238.6 1 50 4 R.LQELDGELEAALGLLDIILAK.N 848 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.004178.004178 2 2.3104 0.1095 1231.87 1232.4 5 70 1 K.GIKEEVQLTSK.Q 819 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013289.0132 2 2.8521 0.2324 1689.95 1688.9 5 44.11765 1 R.SGAAQGLAEVMAGLGVEK.L 1714 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.014530.01453 2 3.3122 0.2702 2651.25 2652.1 1 45.454548 1 K.TFEQLHSTIGHQALEDILPFLLK.Q 2028 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.019802.0198 2 5.6528 0.4989 2120.69 2119.5 1 73.68421 2 R.NPEILAIAPVLLDALTDPSR.K 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010677.01067 1 2.2359 0.1469 1473.53 1471.7 2 53.846157 1 K.DLAPYLPSVTPGLK.A 1650 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.001586.0015 3 3.4703 0.2344 2315 2315.8 3 33.75 1 K.NPSGLTQYIPVLVDSFLPLLK.S 869 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.013109.01310 2 3.196 0.2801 1522.23 1520.8 1 71.42857 1 R.VLAFLSSVAGDALTR.H 2093 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.014226.01422 3 4.695 0.3951 3901.28 3898.5 1 22.142857 1 K.GDVTDTEQLAQEMLIISHHPSLVAVQSGLWPALLAR.M 658 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.015596.01559 2 5.1474 0.4202 1913.83 1913.2 1 63.88889 3 K.VLPLEALVTDAGEVTEAGK.A 617 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012794.01279 2 4.2102 0.404 1806.21 1805.2 1 70 1 R.IKNPFLSLAACVMPSR.L 897 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.002255.00225 2 3.2518 0.2466 2315.55 2315.8 9 37.5 1 K.NPSGLTQYIPVLVDSFLPLLK.S 869 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.019491.01949 2 4.6988 0.3484 2119.77 2117.5 1 60.000004 2 K.GEPGAAPLSAPAFSLVFPFLK.M 966 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.015216.0152 2 4.1086 0.3186 2024.93 2022.4 1 52.77778 2 R.VLPQLISTITASVQNPALR.L 738 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011090.01109 2 2.562 0.1559 1469.69 1467.8 8 58.333332 2 K.LYRPPPVLDALGR.V 1209 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.018833.01883 2 3.69 0.3282 2248.85 2247.6 1 42.5 2 R.NPEILAIAPVLLDALTDPSRK.T 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.014081.01408 2 2.7809 0.1826 2402.75 2401.9 1 41.304348 2 R.VGKGEPGAAPLSAPAFSLVFPFLK.M 963 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011140.01114 2 3.8806 0.2599 1183.43 1183.5 1 90 2 K.KGVTSILPVLR.E 2259 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.010030.01003 2 4.1652 0.323 1793.35 1793.1 1 63.333332 2 K.KLDAGNQLALIEELHK.E 2222 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010749.01074 2 3.5082 0.279 1300.55 1300.5 1 77.27273 3 R.LLTWVIGTGSPR.L 1043 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.012340.01234 2 3.4433 0.2379 2005.39 2003.4 1 61.764706 1 K.VGIALKPFLPQLQTTFTK.A 2337 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.012330.01233 3 4.0771 0.3445 2003.84 2003.4 1 44.11765 1 K.VGIALKPFLPQLQTTFTK.A 2337 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_113.015326.01532 2 3.1252 0.2176 2119.59 2119.5 1 44.736843 2 R.FSSVQLLGDLLFHISGVTGK.M 1833 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.002970.0029 2 4.0772 0.2327 2196.15 2194.6 1 52.63158 3 R.GDTLLQALDLLPLLIQTVEK.A 456 2 *
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319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.002806.00280 2 3.4569 0.2638 2241.49 2238.6 2 45 1 R.LQELDGELEAALGLLDIILAK.N 848 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011145.01114 2 3.4258 0.3641 1494.59 1493.7 1 75 1 R.QAAAIILNIYCSR.S 2169 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.014540.01454 3 5.9138 0.4379 2650.58 2652.1 1 44.31818 1 K.TFEQLHSTIGHQALEDILPFLLK.Q 2028 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.018860.01886 2 4.6768 0.4367 1826.99 1827.1 1 80 2 K.LVLPSLLAALEEESWR.T 1497 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.002408.00240 2 6.6948 0.4591 2194.33 2194.6 1 71.05263 2 R.GDTLLQALDLLPLLIQTVEK.A 456 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_113.013215.01321 2 3.5034 0.2856 1475.41 1475.9 1 76.92308 2 R.HLGVILPAVMLALK.E 2108 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.018777.01877 3 3.9632 0.3192 2247.95 2247.6 2 35 2 R.NPEILAIAPVLLDALTDPSRK.T 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.019864.0198 3 3.6692 0.3546 2120.93 2119.5 5 31.578945 1 R.NPEILAIAPVLLDALTDPSR.K 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.015527.01552 3 3.1414 0.2073 2024.09 2022.4 2 36.11111 1 R.VLPQLISTITASVQNPALR.L 738 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.017160.01716 2 4.314 0.3892 2450.11 2449.7 1 52.380955 2 R.LFNDSSPVVLEESWDALNAITK.K 2200 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010403.01040 2 3.1527 0.2306 1337.29 1335.5 7 72.72727 2 R.AYSDQAIVNLLK.M 2610 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.018011.0180 2 2.7472 0.126 1780.79 1779 6 53.571426 1 K.ENVNSLLPVFEEFLK.N 1290 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.017532.0175 3 4.5844 0.2489 2451.11 2449.7 7 36.904762 1 R.LFNDSSPVVLEESWDALNAITK.K 2200 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009816.0098 2 3.4769 0.1625 1131.41 1131.4 1 88.88889 1 R.LMDEAVLALR.N 314 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.017506.0175 2 4.6086 0.3813 2450.37 2449.7 1 54.761906 5 R.LFNDSSPVVLEESWDALNAITK.K 2200 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.001526.0015 2 4.6374 0.3424 2314.93 2315.8 1 62.5 8 K.NPSGLTQYIPVLVDSFLPLLK.S 869 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.018873.0188 2 3.5827 0.251 2117.49 2117.5 3 47.5 1 K.GEPGAAPLSAPAFSLVFPFLK.M 966 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.018641.0186 3 5.1098 0.2883 1827.29 1827.1 1 55 2 K.LVLPSLLAALEEESWR.T 1497 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011400.0114 2 2.777 0.2209 2070.27 2067.4 1 39.473686 1 R.LTSADALRPSVVSITGPLIR.I 2293 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.018884.01888 2 5.762 0.4778 2120.95 2119.5 1 73.68421 2 R.NPEILAIAPVLLDALTDPSR.K 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_105.017163.017163.2 2 3.2368 0.2131 1604.91 1606 1 84.61539 1 K.ILPEIIPILEEGLR.S 1960 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_112.014278.014278.2 2 3.8569 0.2773 1476.29 1475.9 1 76.92308 2 R.HLGVILPAVMLALK.E 2108 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1960.19 2 3.244 0.1941 1272.94 1272.4 1 75 1 R.QAGAEALSQAVAR.Y 1177 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_107.002278.002278.2 2 4.1977 0.2922 2196.81 2194.6 1 60.526318 1 R.GDTLLQALDLLPLLIQTVEK.A 456 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_106.021584.021584 2 5.1911 0.4595 1843.57 1844.1 1 78.57143 2 L.LLPQLEQGLFDDLWR.I 1816 1 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_104.021176.021176.3 3 4.7986 0.2874 2119.64 2119.5 2 40.789474 1 R.NPEILAIAPVLLDALTDPSR.K 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.016991.0169 2 3.3386 0.1069 2653.91 2652.1 1 50 2 K.TFEQLHSTIGHQALEDILPFLLK.Q 2028 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_106.021411.02141 3 4.8948 0.3694 1843.55 1844.1 1 55.35714 2 L.LLPQLEQGLFDDLWR.I 1816 1 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_104.021278.021278.2 2 7.1118 0.4661 2121.33 2119.5 1 73.68421 4 R.NPEILAIAPVLLDALTDPSR.K 1571 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_110.011546.011546.2 2 2.3539 0.1254 1184.01 1183.5 2 75 1 K.KGVTSILPVLR.E 2259 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.014753.0147 3 3.2917 0.1185 3900.35 3898.5 1 21.428572 1 K.GDVTDTEQLAQEMLIISHHPSLVAVQSGLWPALLAR.M 658 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_110.021545.021545.2 2 5.1758 0.4386 2030.05 2028.3 1 70.588234 3 K.NIVSLLLSMLGHDEDNTR.I 2426 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_107.002696.002696.2 2 4.7009 0.3045 2316.99 2315.8 1 57.5 2 K.NPSGLTQYIPVLVDSFLPLLK.S 869 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.020456.0204 2 3.3017 0.3171 2030.61 2028.3 2 47.058823 1 K.NIVSLLLSMLGHDEDNTR.I 2426 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011134.0111 2 2.0943 0.1247 1470.67 1467.8 1 62.5 1 K.LYRPPPVLDALGR.V 1209 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_PHA_lymphocytes_PK_107.002796.002796 2 3.1723 0.2484 1959.81 1957.3 1 60.000004 2 A.LLLPQLEQGLFDDLWR.I 1815 1 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_103.018870.018870.2 2 4.3787 0.3634 2451.33 2449.7 1 45.238094 2 R.LFNDSSPVVLEESWDALNAITK.K 2200 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_102.017003.017003.3 3 3.4697 0.3651 1913.45 1913.2 1 38.88889 1 K.VLPLEALVTDAGEVTEAGK.A 617 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_104.016361.016361.2 2 3.6783 0.1905 1487.79 1487.7 1 83.33333 2 K.VDPLFTELLNGIR.A 2381 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_107.019122.019122.2 2 4.1128 0.3593 1828.53 1827.1 1 63.333332 1 K.LVLPSLLAALEEESWR.T 1497 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013097.0130 2 2.1322 0.1 1474.81 1475.9 3 61.538464 1 R.HLGVILPAVMLALK.E 2108 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.017644.0176 2 3.5838 0.3124 2240.31 2238.6 1 45 6 R.LQELDGELEAALGLLDIILAK.N 848 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.014106.0141 3 4.4604 0.3014 2654.81 2652.1 1 36.363636 2 K.TFEQLHSTIGHQALEDILPFLLK.Q 2028 2 *
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NP_006827.1| gi|54607053|ref|NP_006827.1| GCN1 general control of amino-acid synthesis 1-like 1 [Homo sapie 51 135 22.2 2671 292708 7.4 HsSD-NE_NT_lymphocytes_Ti_104.013817.013817.2 2 4.4991 0.2605 1519.89 1520.8 1 71.42857 1 R.VLAFLSSVAGDALTR.H 2093 2 *
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.007209.007209 2 3.3195 0.2426 1725.35 1724.9 1 60.000004 1 R.HLLVSNVGGDGEEIER.F 522 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_114.013536.013536 2 2.7336 0.2405 1484.49 1481.7 3 57.692307 1 L.TLVHVRLPPGFSAS.S 386 0
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_107.010871.01087 2 3.1744 0.319 1228.63 1227.5 1 80 1 Q.TMNEIGVPLPR.L 1288 1
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_110.016164.016164 2 2.9223 0.3562 1425.25 1424.7 3 68.181816 2 R.RVPLPPELVEQF.G 86 1
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_107.010918.010918 1 2.082 0.2692 1226.81 1227.5 4 55 1 Q.TMNEIGVPLPR.L 1288 1
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_112.014735.014735 2 2.9696 0.3005 1469.07 1467.8 3 58.333332 1 L.GKIYAGTPRFFPL.D 1252 0
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.018431.01843 2 4.8217 0.4921 2052.05 2051.4 1 73.52941 2 R.DKELTGALIASLINCYIR.D 830 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009040.00904 2 4.1276 0.3545 1955.95 1955.1 1 59.375 2 K.HGEPEEDIVGLQAFQER.L 952 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007941.0079 2 2.2019 0.1586 1607.59 1608.7 7 58.333332 1 R.YVENPSQVLNCER.R 1334 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011872.01187 2 3.376 0.1745 1270.23 1268.5 1 88.88889 2 R.LLEVYDQLFK.S 1299 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007593.0075 2 3.3003 0.2653 1635.77 1632.9 1 63.333332 1 R.LPPGFSASSTVEKPSK.V 392 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.008492.0084 2 2.6193 0.3101 1405.71 1403.6 1 72.72727 1 K.KDPQGLGLHFYK.H 940 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007632.00763 2 4.7185 0.4336 1726.39 1724.9 1 73.333336 2 R.HLLVSNVGGDGEEIER.F 522 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.018440.01844 3 3.9132 0.2209 2051.39 2051.4 1 44.11765 2 R.DKELTGALIASLINCYIR.D 830 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.020816.0208 3 4.8841 0.2286 2489.66 2487.8 1 41.666664 1 R.EITAIESSVPCQLLESVLQELK.G 694 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.020144.02014 2 3.9148 0.4813 2486.19 2487.8 1 57.14286 2 R.EITAIESSVPCQLLESVLQELK.G 694 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.018020.0180 3 4.2535 0.129 2051.54 2051.4 1 47.058823 2 R.DKELTGALIASLINCYIR.D 830 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007341.00734 2 2.9828 0.2792 1632.65 1632.9 7 56.666668 1 R.LPPGFSASSTVEKPSK.V 392 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008765.00876 2 3.0554 0.3489 2664.67 2665.8 7 34.090908 1 K.LHQEDQACATCLILACSTAACDR.E 541 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.015568.01556 2 3.2109 0.3591 2253.09 2251.4 1 47.22222 3 K.DGCLYEVAYQAEAGWFSQR.C 232 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.007493.0074 2 3.316 0.3777 1677.41 1674.8 1 65.625 1 R.NSQFAGGPLGNPNTTAK.V 724 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_114.010500.010500.2 2 2.1642 0.1548 1716.91 1716 7 50 1 R.QPLARPNTLTLVHVR.L 377 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.017974.0179 2 5.7761 0.4978 2051.79 2051.4 1 79.411766 5 R.DKELTGALIASLINCYIR.D 830 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_104.016688.016688.3 3 6.3313 0.4169 3206.69 3206.5 1 37.5 4 R.DNAAVDGISLHLQDICPLLYSTDDAICSK.A 848 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5824.582 2 3.3614 0.2452 2487.54 2487.8 1 38.095238 2 R.EITAIESSVPCQLLESVLQELK.G 694 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.014676.0146 2 4.553 0.4432 2898.13 2898.3 1 43.75 3 K.LAIIHCAGYSDPILVQTLWQDIIEK.E 1203 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_103.010364.010364.2 2 4.6157 0.3282 1729.91 1728.9 1 67.64706 1 R.VASVSQNAIVSAAGNIAR.T 315 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_106.000014.000014 2 4.1702 0.3783 2077.59 2078.3 1 52.941177 2 Q.TLWQDIIEKELSDSVTLS.S 1219 0
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.018422.0184 3 5.316 0.3158 2899.01 2898.3 1 37.5 6 K.LAIIHCAGYSDPILVQTLWQDIIEK.E 1203 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_104.000310.000310.2 2 3.8445 0.4761 2485.03 2487.8 1 57.14286 3 R.EITAIESSVPCQLLESVLQELK.G 694 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001252.001252 2 3.4786 0.2715 1832.69 1831.1 1 56.666668 2 E.SSVPCQLLESVLQELK.G 700 1
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_109.019142.019142.2 2 3.9732 0.3328 2053.35 2051.4 1 55.88235 6 R.DKELTGALIASLINCYIR.D 830 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_106.002506.002506 2 2.8242 0.201 2146.63 2144.4 1 44.444447 1 T.AIESSVPCQLLESVLQELK.G 697 1
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_NT_lymphocytes_Ti_104.000320.000320.3 3 5.0648 0.2871 2488.91 2487.8 1 39.285713 2 R.EITAIESSVPCQLLESVLQELK.G 694 2
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NP_705618.1| gi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1| nucleoporin 155kDa isoform 1 [Homo sapiens] 27 70 22.6 1391 155199 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001028.001028 2 2.6521 0.1901 1992.47 1991.2 1 46.875 1 Q.TLWQDIIEKELSDSVTL.S 1219 0
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.012174.012174 2 2.9017 0.2443 1971.87 1969.3 1 39.473686 1 R.KGLPLGSAVSSPVLFSPVGR.R 35 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.000053.000053 2 4.2703 0.3148 2532.69 2532.9 1 52.272724 1 K.RSDLLSPLLSLGQYLWAASLAEK.Y 843 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_PHA_lymphocytes_Ti_110.020226.020226 3 4.856 0.2914 3137.39 3135.5 1 31 3 K.ALDLLEYIDEEEDININDLKLEILCK.A 1051 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010991.0109 2 4.5033 0.3738 1910.01 1910.2 1 80 1 R.FLLHQETLPEQLLAEK.Q 1001 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012536.01253 2 3.3435 0.43 2408.21 2409.5 1 45.238094 1 R.YWPSLAGEDTYTEAFVDSGGDK.T 186 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.002531.00253 2 6.3369 0.5225 2377.87 2376.8 1 64.28571 3 R.SDLLSPLLSLGQYLWAASLAEK.Y 844 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.011350.01135 2 4.6885 0.3721 1909.57 1910.2 1 76.666664 3 R.FLLHQETLPEQLLAEK.Q 1001 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.012702.0127 2 6.2407 0.4917 2411.59 2409.5 1 64.28571 3 R.YWPSLAGEDTYTEAFVDSGGDK.T 186 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.011588.01158 2 5.1192 0.4638 1971.19 1969.3 1 68.42105 2 R.KGLPLGSAVSSPVLFSPVGR.R 35 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008891.00889 3 3.9396 0.1341 2692.19 2689.9 1 36.95652 2 R.REESLEKEPEYVPWTATSGPGGIR.T 752 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_114.018089.01808 3 3.2943 0.2336 2640.53 2640 1 30.681818 1 R.NIVTEQLVALIDCFLDGYVSQLK.S 799 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010996.01099 2 3.7337 0.3477 1768.71 1769 1 56.666668 1 K.LAALASDFSEDMLQEK.I 976 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010923.0109 2 2.8416 0.1282 2097.07 2094.3 1 47.22222 1 R.AVTQISVDLMDDYPASDPR.W 560 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.019295.0192 2 5.1505 0.4797 2483.57 2480.8 1 56.81818 5 K.VSSLFGILSPSSDLTLSSVLWDR.E 259 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.002552.0025 2 6.3557 0.5202 2378.63 2376.8 1 61.904762 8 R.SDLLSPLLSLGQYLWAASLAEK.Y 844 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.014807.0148 2 3.2987 0.3476 2033.13 2031.2 1 53.333336 2 R.YMTQFADQNFSDFLFR.W 888 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2926.292 2 4.7579 0.3458 1909.89 1910.2 1 76.666664 1 R.FLLHQETLPEQLLAEK.Q 1001 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_NT_lymphocytes_Ti_106.004044.004044.2 2 3.9259 0.2959 2379.07 2376.8 2 38.095238 1 R.SDLLSPLLSLGQYLWAASLAEK.Y 844 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_NT_lymphocytes_Ti_115.018994.018994.3 3 3.494 0.162 2639.36 2640 3 28.40909 2 R.NIVTEQLVALIDCFLDGYVSQLK.S 799 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_PHA_lymphocytes_PK_106.016084.016084 2 3.1055 0.2182 2358.79 2359.5 1 50 1 V.SQVDTICECLLEHEEQVLR.D 694 1 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011694.0116 2 3.7233 0.4532 1967.99 1969.3 1 47.368423 2 R.KGLPLGSAVSSPVLFSPVGR.R 35 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_NT_lymphocytes_Ti_107.020276.020276.2 2 3.6792 0.3385 2483.29 2480.8 6 38.636364 3 K.VSSLFGILSPSSDLTLSSVLWDR.E 259 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.016206.0162 2 4.3401 0.4509 2533.35 2532.9 1 47.727272 5 K.RSDLLSPLLSLGQYLWAASLAEK.Y 843 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_NT_lymphocytes_Ti_114.019018.019018.2 2 3.2042 0.3435 2638.11 2640 2 38.636364 1 R.NIVTEQLVALIDCFLDGYVSQLK.S 799 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.001894.0018 2 5.0704 0.4441 2641.09 2640 1 47.727272 8 R.NIVTEQLVALIDCFLDGYVSQLK.S 799 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsSD-NE_NT_lymphocytes_Ti_114.016636.016636.3 3 4.8462 0.3919 2532.8 2532.9 1 38.636364 3 K.RSDLLSPLLSLGQYLWAASLAEK.Y 843 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.014334.0143 2 2.7751 0.1775 2609.05 2609 3 32.608696 1 R.KVSSLFGILSPSSDLTLSSVLWDR.E 258 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.009927.0099 2 3.6278 0.3396 1336.53 1336.5 1 69.230774 1 R.RGPLAGLGPGSTPR.T 17 2 *
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NP_060700.2| gi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapiens] 18 68 24 1156 128979 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013319.0133 2 3.4389 0.3185 1757.73 1755.1 1 50 1 R.LSDLVNTAILIALNKR.E 660 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.010120.010120 3 3.4365 0.2357 3047.36 3049.3 1 27.000002 1 K.GAPETLHSMFSQCPPDYHHIHTEISR.E 537 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsSD-NE_PHA_lymphocytes_PK_109.015435.015435 2 3.0568 0.2946 2081.03 2081.4 8 44.444447 1 K.WRPIASDEIVPGDIVSIGR.S 191 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.007868.00786 2 2.8123 0.2258 1334.27 1334.6 2 68.181816 1 K.AHTLILQPPSEK.G 649 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015192.01519 2 3.0713 0.2224 1513.79 1512.8 1 79.16667 2 K.AEMVVPDFSELFK.E 109 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.000729.0007 3 3.4415 0.2242 4644.65 4645.3 7 16.27907 1 R.SIDGSIVLPLARGSPKALALEYALCLTGDGLAHLQATDPQQLLR.L 668 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009068.0090 2 3.1634 0.2149 1907.97 1908.2 1 58.823532 1 K.ATTGLKPVDSGCVAYVLR.T 281 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008657.00865 1 2.3875 0.3891 1534.25 1533.7 3 46.42857 1 K.HADVGVALLANAPER.V 756 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011956.01195 2 4.8218 0.358 2083.83 2081.4 1 75 2 K.WRPIASDEIVPGDIVSIGR.S 191 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012536.01253 3 7.2092 0.4567 2437.04 2434.8 1 45 2 K.KQFLPVAFPVGNAFSYYQSNR.G 69 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010295.0102 2 3.1663 0.195 1241.87 1241.5 3 72.72727 1 R.SIDGSIVLPLAR.G 668 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.019208.01920 3 4.0322 0.3447 3055.13 3053.5 1 26.85185 2 K.ALALEYALCLTGDGLAHLQATDPQQLLR.L 684 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.006440.0064 2 2.029 0.1992 1288.61 1290.4 1 75 1 K.ELGHLTHQQAR.E 574 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008693.00869 2 4.0223 0.3485 1909.93 1908.2 1 61.764706 2 K.ATTGLKPVDSGCVAYVLR.T 281 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008338.00833 2 4.6963 0.4568 1533.11 1533.7 1 78.57143 2 K.HADVGVALLANAPER.V 756 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013259.01325 2 3.7023 0.3694 2723.51 2724.1 1 39.130436 1 R.VVMITGDNPLTACHVAQELHFIEK.A 625 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.015524.01552 2 4.2432 0.2594 2306.37 2306.6 1 63.15789 2 K.QFLPVAFPVGNAFSYYQSNR.G 70 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013233.01323 2 3.4115 0.3025 1843.73 1842 1 56.666668 4 R.NEGEDGLEVLSFEFQK.I 43 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007960.00796 2 2.0491 0.0876 972.01 972.18 9 75 1 R.LHVIFGGTK.V 263 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.012756.0127 2 4.8684 0.4187 1844.83 1842 1 76.666664 2 R.NEGEDGLEVLSFEFQK.I 43 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008357.00835 3 4.28 0.2406 1534.19 1533.7 1 50 1 K.HADVGVALLANAPER.V 756 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008715.0087 2 3.659 0.3825 1533.67 1533.7 1 75 5 K.HADVGVALLANAPER.V 756 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_Ti_112.010451.01045 1 2.0044 0.2599 1179.62 1180.4 6 66.66667 1 R.LIPHVQVFAR.V 712 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.012670.0126 2 3.6627 0.3178 2726.41 2724.1 1 45.652176 3 R.VVMITGDNPLTACHVAQELHFIEK.A 625 2 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsNaOH-NE_NT_lymphocytes_PK_105.010124.0101 2 3.4498 0.1716 1260.83 1259.4 1 86.36364 3 L.DDGTLVGDPLEK.A 463 1 *
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_065143.1| gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapiens] 19 45 23 1086 121110 7.8 HsSD-NE_NT_lymphocytes_Ti_108.013461.013461.2 2 3.7856 0.3905 2724.33 2724.1 1 45.652176 2 R.VVMITGDNPLTACHVAQELHFIEK.A 625 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsSD-NE_PHA_lymphocytes_PK_109.017770.017770 2 3.0306 0.1965 1678.03 1676 1 61.538464 1 K.KCPALLQEMVNVIC.Q 328 1 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_PK_112.012010.0120 2 3.0402 0.3109 1689.83 1690.8 1 60.714287 1 R.KNWEEFGNPDGPQAT.S 159 1 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.006804.0068 2 5.0564 0.4815 2291.77 2292.3 1 57.5 2 K.EQSICAAEEQPAEDGQGETNK.N 486 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008952.00895 2 2.7428 0.1081 1335.11 1335.5 2 72.72727 1 R.APTLASLENCMK.L 357 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009801.00980 2 4.1804 0.4472 1725.35 1724 1 73.07692 2 K.ITHPVYSLYFPEEK.Q 634 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.008867.0088 2 2.7324 0.127 1024.51 1022.3 4 75 2 R.VLLLSHLAR.M 303 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_Ti_112.013860.01386 2 2.9066 0.3349 1566.35 1566.8 1 75 1 K.QEWWWLYIADR.K 648 2 *
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323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007977.0079 2 2.5342 0.1396 1682.23 1682.9 8 53.846157 1 K.YHPDKGGDEVMFMR.I 131 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007065.0070 2 2.7512 0.1088 1226.23 1226.3 8 80 1 K.AYAALTDEESR.K 148 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010802.01080 3 3.7044 0.1797 1775.45 1775 1 44.642857 2 K.SPLLQLPHIEEDNLR.R 382 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010834.01083 2 4.1791 0.4143 1773.03 1775 1 67.85714 2 K.SPLLQLPHIEEDNLR.R 382 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008858.0088 2 3.4415 0.2214 1480.23 1478.7 1 66.66667 2 K.LSQMAVQGLQQFK.S 369 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2726.272 2 4.2332 0.3266 1774.81 1775 1 71.42857 2 K.SPLLQLPHIEEDNLR.R 382 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsSD-NE_NT_lymphocytes_Ti_112.010916.010916.2 2 2.886 0.2752 1338.45 1336.7 7 63.636364 2 K.KKPTPVLLPQSK.Q 534 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.013572.0135 2 2.6876 0.3097 1567.77 1566.8 2 70 3 K.QEWWWLYIADR.K 648 2 *
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_009145.1| gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapiens] 14 26 21.2 760 87997 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.009910.0099 1 2.2047 0.0825 1209.58 1208.5 4 60.000004 1 K.KPTPVLLPQSK.Q 535 2 *
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.017608.017608 2 3.4228 0.3009 2426.99 2426.8 1 37.5 1 K.HSEQVPDILQLNAIFNMLNTK.N 248 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsSD-NE_PHA_lymphocytes_Ti_109.011987.011987 2 2.9276 0.209 2431.51 2430.6 1 47.22222 2 R.LIEHMQEYACSCDVEEIFR.K 353 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.017457.0174 2 4.3673 0.2251 1950.69 1948.2 1 64.70589 1 R.SMGEGTINGLLDELLQTR.V 16 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.018310.01831 2 3.6929 0.2975 2429.19 2426.8 1 50 2 K.HSEQVPDILQLNAIFNMLNTK.N 248 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011376.0113 2 3.4425 0.3634 2399.55 2399.6 1 55 1 K.NLTASDMTTELEAFAHRPEHK.T 205 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsSD-NE_NT_lymphocytes_Ti_104.018746.018746.2 2 5.2888 0.3708 1947.79 1948.2 1 73.52941 4 R.SMGEGTINGLLDELLQTR.V 16 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsSD-NE_NT_lymphocytes_Ti_103.012797.012797.2 2 4.0973 0.3502 1902.27 1903 1 70 1 K.DFIAFCSSTPDNVSWR.H 326 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsSD-NE_PHA_lymphocytes_PK_105.016896.016896 2 3.6671 0.1787 1157.91 1158.3 1 88.88889 2 N.GLLDELLQTR.V 24 1
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.017884.0178 2 3.8352 0.3063 2428.65 2426.8 1 45 3 K.HSEQVPDILQLNAIFNMLNTK.N 248 2
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NP_150634.1| gi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1| caspase 1 isoform alpha precursor [Homo sapiens] 7 18 26.2 404 45159 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_102.2153.215 1 1.8597 0.1084 1201.39 1202.4 1 60.000004 1 R.HPTMGSVFIGR.L 342 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.012579.012579 2 4.3743 0.2957 1820.11 1820.2 1 71.42857 2 K.LIQLMEEIMAEKENK.T 406 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_PHA_lymphocytes_PK_113.012253.012253 2 3.5537 0.273 2721.01 2722.1 5 30.769232 1 A.AAPTAEAPPPSVVTRPEPQALPSPAIR.A 42 1
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_PHA_lymphocytes_PK_110.018421.01842 2 2.5929 0.4319 1437.41 1438.8 1 66.66667 1 K.TLAYLLPAIVHIN.H 222 1
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008726.00872 2 3.921 0.3839 1692.73 1692.8 1 67.85714 2 R.ELAQQVQQVADDYGK.C 255 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008669.00866 2 3.3476 0.3037 2122.17 2119.3 3 46.875 1 K.FVINYDYPNSSEDYVHR.I 489 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010161.0101 2 3.2074 0.1938 1370.23 1369.6 8 70.83333 1 R.GDGPICLVLAPTR.E 242 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2242.22 2 3.332 0.2155 1499.43 1499.8 1 64.28571 1 R.SGKAPILIATDVASR.G 466 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_PHA_lymphocytes_PK_106.012400.012400 2 4.0411 0.242 1371.55 1369.6 1 79.16667 1 R.GDGPICLVLAPTR.E 242 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.012356.0123 2 4.246 0.3462 2363.81 2362.8 1 60.526318 5 K.TLAYLLPAIVHINHQPYLER.G 222 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_NT_lymphocytes_Ti_115.012684.012684.3 3 3.4389 0.1988 2362.31 2362.8 1 36.842106 5 K.TLAYLLPAIVHINHQPYLER.G 222 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_PHA_lymphocytes_PK_105.011709.011709 2 2.9913 0.1611 1022.13 1022.2 4 81.25 1 R.LIDFLESGK.T 305 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_NT_lymphocytes_Ti_104.011398.011398.2 2 3.043 0.1944 1338.87 1337.6 1 80 1 R.MLDMGFEPQIR.K 330 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_NT_lymphocytes_Ti_114.012557.012557.2 2 4.7442 0.3565 2365.29 2362.8 1 57.894737 4 K.TLAYLLPAIVHINHQPYLER.G 222 2
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|NP_001091974.1| gi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_0063 DEAD box polypeptide 17 isoform 3 [Homo sapiens] 12 27 20.9 731 80458 8.4 HsSD-NE_NT_lymphocytes_Ti_105.015887.015887.2 2 3.339 0.3466 1361.75 1361.5 1 70 1 K.NFYVEHPEVAR.L 133 2
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.014328.014328 2 4.1843 0.401 1940.13 1940.2 1 73.333336 4 R.LLQQVSQIYQSIEFSR.L 439 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_PHA_lymphocytes_Ti_105.008254.008254 2 4.1523 0.2384 2508.65 2509.7 1 42.5 2 R.RLGDDEDREPSLRPDDDRVPR.R 939 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010654.010654 2 2.5669 0.3493 1128.41 1129.3 1 83.33333 1 F.KAVEDIHGLF.S 251 0 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010978.010978 2 2.6975 0.2272 1419.47 1416.6 1 75 2 K.AVEDIHGLFSLSK.K 252 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007378.0073 2 3.9796 0.299 2510.05 2509.7 1 40 2 R.RLGDDEDREPSLRPDDDRVPR.R 939 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.019251.01925 2 3.1952 0.1778 1782.51 1781 3 61.538464 1 K.DLYNWLEVEFNPLK.L 389 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008081.00808 2 3.5517 0.3308 2007.43 2006.2 1 50 1 R.EDAPIGPHLQSMPSEQIR.N 503 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.016227.0162 2 3.3676 0.3997 2121.85 2122.3 1 41.17647 1 K.DIDIEDLEELDPDFIMAK.Q 655 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018866.0188 2 2.9269 0.2903 1780.55 1781 1 61.538464 2 K.DLYNWLEVEFNPLK.L 389 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.004436.00443 2 2.5308 0.1474 1158.13 1157.2 4 72.22222 1 R.RGLDDDRGPR.R 1071 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2591.25 2 3.4984 0.1804 1351.39 1351.6 1 70.83333 2 R.LATLLGLQAPPTR.I 355 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013732.0137 2 2.6209 0.2758 1941.87 1940.2 7 56.666668 1 R.LLQQVSQIYQSIEFSR.L 439 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_105.015841.015841.2 2 3.8193 0.1874 2509.75 2509.7 1 45 2 R.RLGDDEDREPSLRPDDDRVPR.R 939 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_111.011592.011592.2 2 4.4003 0.3249 2658.45 2659.9 1 54.545456 2 R.HHNQSTAINLNNPESQSMHLETR.L 211 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_102.010300.010300.1 1 2.2226 0.2134 1445.76 1445.6 1 50 3 R.TLSFGSDLNYATR.E 490 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_109.014817.014817.2 2 4.1116 0.4462 1939.51 1940.2 1 73.333336 4 R.LLQQVSQIYQSIEFSR.L 439 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011289.0112 3 4.0861 0.2901 3100.64 3101.6 3 25 2 K.ALEVIKPAHILQEKEEQHQLAVTAYLK.N 533 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_104.013232.013232.2 2 3.4018 0.1726 1524.47 1523.9 4 61.538464 2 R.VLLATLSIPITPER.T 322 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsSD-NE_NT_lymphocytes_Ti_104.016282.016282.2 2 4.4259 0.3592 1738.23 1736 1 71.42857 1 R.LTSLVPFVDAFQLER.A 455 2 *
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_003741.1| gi|4503509|ref|NP_003741.1| "eukaryotic translation initiation factor 3, subunit 10 theta, 150/170k 15 37 15.6 1382 166569 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2802.28 1 1.9171 0.0938 1156.74 1157.2 1 72.22222 1 R.RGLDDDRGPR.R 1071 2 *
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.015804.015804 3 4.3269 0.1445 1639.94 1638.9 7 51.923077 1 K.LHDAIVEVVTCLLR.K 460 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.015838.015838 2 3.9679 0.3858 1639.43 1638.9 1 76.92308 4 K.LHDAIVEVVTCLLR.K 460 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017427.0174 3 5.16 0.2989 2212.88 2212.5 1 41.25 1 R.TLESVDPLGGLNTIDILTAIR.N 377 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016686.01668 2 5.0383 0.466 1926.91 1924.1 1 71.875 1 K.SSLLDDLLTESEDMAQR.R 656 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011404.0114 2 2.5509 0.256 1493.61 1494.7 1 75 1 K.DTLQSELVGQLYK.S 643 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.017627.01762 2 2.6384 0.1055 2214.71 2212.5 2 37.5 1 R.TLESVDPLGGLNTIDILTAIR.N 377 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_PK_105.020636.020636 2 4.8587 0.4566 1925.85 1924.1 1 71.875 3 K.SSLLDDLLTESEDMAQR.R 656 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_PK_105.020565.020565 2 3.4599 0.3673 1839.15 1837 1 70 1 S.SLLDDLLTESEDMAQR.R 657 1
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_NT_lymphocytes_Ti_104.018599.018599.2 2 5.6224 0.3264 2213.45 2212.5 1 72.5 2 R.TLESVDPLGGLNTIDILTAIR.N 377 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_NT_lymphocytes_Ti_102.012573.012573.2 2 3.6697 0.3771 1494.39 1494.7 1 79.16667 2 K.DTLQSELVGQLYK.S 643 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_NT_lymphocytes_Ti_103.008670.008670.2 2 3.1615 0.2961 1606.63 1605.7 1 69.230774 1 K.FATEYCNTIEGTAK.Y 340 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4763.476 2 5.2094 0.4034 2211.96 2212.5 1 55 2 R.TLESVDPLGGLNTIDILTAIR.N 377 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_PK_106.009820.009820 2 2.5584 0.3414 1707.01 1708 3 50 1 K.VPVGDQPKDIELQIR.E 153 2
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_PHA_lymphocytes_PK_103.017780.017780 2 2.9487 0.2416 1653.31 1651.9 1 53.333336 1 V.GADIIQLPQIVVVGTQ.S 19 0
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_005681.1| gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi dynamin 1-like protein isoform 3 [Homo sapiens] 11 25 17.5 699 78061 6.7 HsSD-NE_NT_lymphocytes_Ti_104.019433.019433.2 2 4.1135 0.3245 2930.23 2928.4 1 33.333336 3 K.LQDVFNTVGADIIQLPQIVVVGTQSSGK.S 11 2
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.010947.010947 3 4.5976 0.2854 1699.97 1699.9 1 57.692307 1 K.SKRDPTEEIEILLR.Y 456 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_PK_107.012624.012624 2 2.515 0.1671 1299.39 1297.5 1 70 1 L.DFLRGGDLFTR.L 148 1
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_PK_107.012648.012648 1 2.2264 0.164 1297.64 1297.5 2 70 1 L.DFLRGGDLFTR.L 148 1
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_Ti_106.011243.011243 2 2.4838 0.1773 3040.39 3039.4 1 32 1 R.EIHPPFKPATGRPEDTFYFDPEFTAK.T 339 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.007084.007084 2 3.2396 0.3265 1510.33 1509.7 1 79.16667 2 K.TVEYLHAQGVVHR.D 526 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_PK_108.015972.015972 2 3.215 0.1953 1409.81 1410.6 7 72.72727 1 L.DFLRGGDLFTRL.S 148 0
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_Ti_114.012095.012095 3 4.1784 0.3026 2233.64 2231.5 1 45.3125 3 R.HPWIVHWDQLPQYQLNR.Q 676 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_PK_108.013786.013786 2 3.0796 0.2255 1523.03 1523.8 1 70.83333 2 R.DILVEVNHPFIVK.L 120 2
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_PHA_lymphocytes_PK_109.011834.011834 2 3.2733 0.3291 2021.27 2020.3 2 56.25 1 Y.RDLKPENILLDEEGHIK.L 192 1
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.012189.0121 2 2.5202 0.092 1487.31 1484.7 1 77.27273 2 K.RDPTEEIEILLR.Y 458 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009729.0097 2 3.1262 0.3231 2247.35 2247.5 3 39.473686 1 R.DLKPSNILYVDESGNPESIR.I 539 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008061.00806 2 2.6233 0.299 1400.41 1401.5 4 59.090908 1 R.NSIQFTDGYEVK.E 414 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010583.01058 1 2.5912 0.3776 1382.69 1382.5 1 70 1 R.HSFFSTIDWNK.L 324 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_NT_lymphocytes_PK_107.010214.0102 2 3.5842 0.2498 1498.49 1498.6 2 69.230774 2 F.ANGPDDTPEEILAR.I 619 1
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011655.0116 3 3.789 0.2456 2232.29 2231.5 2 42.1875 1 R.HPWIVHWDQLPQYQLNR.Q 676 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_NT_lymphocytes_Ti_102.009171.009171.2 2 3.0374 0.1399 1401.21 1401.5 1 63.636364 1 R.NSIQFTDGYEVK.E 414 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_NT_lymphocytes_Ti_109.011686.011686.1 1 2.464 0.1599 1383.24 1382.5 2 65 1 R.HSFFSTIDWNK.L 324 2 *
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_004577.1| gi|4759050|ref|NP_004577.1| "ribosomal protein S6 kinase, 90kDa, polypeptide 3 [Homo sapiens 14 24 22.8 740 83736 6.9 HsSD-NE_NT_lymphocytes_Ti_104.011004.011004.2 2 3.5182 0.2852 2246.99 2247.5 1 44.736843 1 R.DLKPSNILYVDESGNPESIR.I 539 2 *
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_PHA_lymphocytes_PK_112.013717.013717 2 3.7176 0.3074 1382.31 1381.7 1 66.66667 3 R.VLALPGKPPFLTQ.L 393 1
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_PHA_lymphocytes_PK_111.011795.011795 2 2.7493 0.3178 1138.35 1138.3 1 87.5 2 R.FKEPHAVFY.A 438 1
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_PHA_lymphocytes_Ti_101.014792.014792 2 4.1583 0.4205 2692.29 2692 1 45.454548 2 R.NIDQSEFEGFSFVNSEFLKPEVK.S 650 2 *
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_PHA_lymphocytes_PK_108.009572.009572 2 4.0606 0.3384 1598.69 1599.8 1 76.92308 1 L.KLDNVMLDSEGHIK.I 468 1
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011901.01190 2 3.3809 0.3309 2407.97 2405.7 1 50 4 R.TFCGTPDYIAPEIIAYQPYGK.S 500 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_NT_lymphocytes_Ti_104.011019.01101 2 4.7117 0.486 2936.71 2934.1 1 42 2 K.LLSQEEGEYFNVPVPPEGSEANEELR.Q 277 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_NT_lymphocytes_Ti_107.014848.01484 2 3.4039 0.1883 1622.97 1620.8 2 62.5 1 R.LSVEIWDWDLTSR.N 240 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3203.320 2 4.0192 0.3427 2405.1 2405.7 1 47.5 1 K.TFCGTPDYIAPEIIAYQPYGK.S 500 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010364.0103 2 2.7258 0.1436 1598.53 1598.8 1 65.38461 1 R.HPPVLTPPDQEVIR.N 636 2 *
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.014949.0149 2 4.2502 0.4106 1623.71 1620.8 1 79.16667 4 R.LSVEIWDWDLTSR.N 240 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_NT_lymphocytes_Ti_115.012312.012312.2 2 3.5482 0.3973 3023.77 3024.4 1 34 1 K.IHTYSSPTFCDHCGSLLYGLIHQGMK.C 106 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010378.0103 2 3.5195 0.3232 1811.33 1811.9 1 67.85714 1 K.RCHEFVTFSCPGADK.G 77 2
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NP_002729.2| gi|20127450|ref|NP_002729.2| "protein kinase C, beta isoform 2 [Homo sapiens] " 10 24 25.9 673 77012 7 HsSD-NE_NT_lymphocytes_Ti_110.009736.009736.2 2 2.4578 0.1431 1598.41 1598.8 1 61.538464 1 R.HPPVLTPPDQEVIR.N 636 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.000060.000060 3 5.3065 0.3948 3497.9 3498 1 28.125 2 R.LKLWPELQDNGGDYVSAALGPLTTLLEQGLGAR.L 489 2
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.010100.0101 2 2.0618 0.1259 1446.93 1445.7 3 63.636364 1 R.ETEILFHSSLLR.L 74 2
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.017706.01770 2 2.6402 0.2363 3045.31 3042.6 6 27.777779 1 R.GLLSQPGPSSLMPVLGYDPPQLYLTQLR.E 1036 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.013520.01352 3 4.0854 0.3106 2429.42 2427.9 1 35.227272 1 R.LLWGLEGLPLTVSAVQGAHPVLR.Y 672 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013672.01367 2 2.952 0.2827 1817.93 1818.2 1 50 3 R.TVFRPPLDIYDVLIR.L 999 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013664.01366 2 3.3537 0.3114 2429.65 2427.9 1 47.727272 1 R.LLWGLEGLPLTVSAVQGAHPVLR.Y 672 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.015052.0150 2 3.135 0.1183 1820.87 1818.2 1 53.571426 2 R.TVFRPPLDIYDVLIR.L 999 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsSD-NE_NT_lymphocytes_Ti_108.002132.002132.3 3 3.8505 0.2103 3500.42 3498 1 26.5625 1 R.LKLWPELQDNGGDYVSAALGPLTTLLEQGLGAR.L 489 2
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsSD-NE_PHA_lymphocytes_PK_103.003718.003718 2 3.3842 0.2582 1834.01 1833.1 2 46.875 1 R.GGELVMVPNVEAILEDF.A 1110 1
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3862.38 2 3.1742 0.298 1818.67 1818.2 1 50 1 R.TVFRPPLDIYDVLIR.L 999 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsSD-NE_NT_lymphocytes_Ti_109.015920.015920.2 2 3.3956 0.2539 1818.63 1818.2 1 60.714287 5 R.TVFRPPLDIYDVLIR.L 999 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.013566.0135 2 3.9581 0.4266 2428.53 2427.9 1 47.727272 3 R.LLWGLEGLPLTVSAVQGAHPVLR.Y 672 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsSD-NE_NT_lymphocytes_Ti_112.014572.014572.2 2 5.865 0.3555 2427.93 2427.9 1 56.81818 2 R.LLWGLEGLPLTVSAVQGAHPVLR.Y 672 2 *
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NP_075068.2| gi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha isoform [Homo sapiens] 8 25 12.4 1146 127593 7.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2211.22 2 3.1618 0.3115 1667.83 1667.9 1 65.38461 1 R.LAELLTQQHGLQCR.A 765 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsSD-NE_PHA_lymphocytes_PK_110.019438.019438 2 2.9061 0.1922 1887.49 1887.4 7 47.058823 1 L.IVGVDLVPIKPLPNVVTL.Q 72 0 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsSD-NE_PHA_lymphocytes_Ti_103.007811.007811 2 3.3391 0.3474 1662.35 1659.9 1 67.85714 2 R.KKAEAVVNTVDISER.E 762 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006962.0069 2 4.0828 0.3434 1824.07 1824.8 2 52.77778 1 K.GTEASSGTEAATGLEGEEK.D 594 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013580.0135 2 4.8126 0.4988 1654.55 1654.9 1 78.125 2 R.ILDPEGLALGAVIASSK.K 662 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_NT_lymphocytes_PK_111.012724.0127 2 3.4407 0.169 1748.59 1747.9 1 60.000004 3 K.SDDDGFEIVPIEDPAK.H 644 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.016638.01663 2 2.4908 0.1452 2841.79 2840 1 36 1 K.GSFAGIEDDADEALEISQAQLLFENR.R 533 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.017210.01721 2 5.0424 0.3967 1868.89 1868.2 1 84.61539 2 R.DYQPLLWIFQQLFR.R 163 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_NT_lymphocytes_Ti_112.008160.00816 2 2.3881 0.2785 1239.83 1242.4 2 70 1 R.RVQATKPQASR.H 177 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsSD-NE_NT_lymphocytes_Ti_103.011467.011467.3 3 3.3753 0.1318 2858.81 2856.1 1 28.260868 1 R.LTEVQDDKEEEEEENPLLVPLEEK.A 495 2 *
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NP_060117.2| gi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 9 19 18.9 847 96576 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.017386.0173 2 4.3788 0.332 1870.01 1868.2 1 69.230774 5 R.DYQPLLWIFQQLFR.R 163 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.008794.008794 3 3.1065 0.2294 1708.91 1708.9 1 44.642857 1 R.RLLHVAVSDVNDDVR.R 601 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011292.01129 3 4.4032 0.2298 2403.41 2400.6 1 35 1 R.TPEQCPSVVSLLSESYNPHVR.Y 629 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.007876.0078 2 3.0254 0.2298 1710.75 1708.9 1 60.714287 1 R.LLHVAVSDVNDDVRR.A 602 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsNaOH-NE_NT_lymphocytes_PK_110.010762.0107 2 4.3914 0.294 1382.63 1382.5 1 86.36364 2 N.DNSEYVETIIAK.C 92 1 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsNaOH-NE_NT_lymphocytes_PK_109.011346.0113 2 2.9389 0.225 1445.67 1443.6 1 62.5 1 F.LDDPQAVSDILEK.L 223 1 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_PK_107.002351.00235 2 4.9487 0.4004 2221.23 2218.5 1 75 4 C.QCLIFLDDPQAVSDILEKL.V 218 0 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_PK_105.013840.013840 2 2.6983 0.2203 2038.59 2037.2 2 44.444447 1 K.DTSEDIEELVEPVAAHGPK.I 916 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_PK_106.000473.000473 2 3.8829 0.3207 1817.45 1817.1 1 70 1 L.IFLDDPQAVSDILEKL.V 221 0 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009629.009629.2 2 2.9774 0.2324 1715.07 1715.9 1 56.25 1 R.YGAAMALGICCAGTGNK.E 650 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_NT_lymphocytes_Ti_103.016918.016918.2 2 3.088 0.115 2148.09 2145.5 1 50 1 -.MITSAAGIISLLDEDEPQLK.E 1 2 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_PK_102.014848.014848 2 3.0929 0.2428 1215.63 1214.3 1 80 1 L.GAFEESLNYAL.G 72 0 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_PHA_lymphocytes_PK_103.013000.013000 2 3.5405 0.2628 1443.31 1443.6 1 79.16667 2 F.LDDPQAVSDILEK.L 223 1 *
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NP_002798.2| gi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase subunit 1 [Homo sapiens] 12 18 15.5 953 105836 5.4 HsSD-NE_NT_lymphocytes_Ti_102.012670.012670.1 1 1.8703 0.1386 1539.07 1537.7 2 50 1 R.MEEADALIESLCR.D 560 2 *
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsSD-NE_PHA_lymphocytes_PK_109.013311.01331 2 3.474 0.2358 2225.87 2226.5 2 44.736843 2 M.AELLTGRTLFPGTDHIDQLK.L 214 1
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsSD-NE_PHA_lymphocytes_Ti_113.013649.013649 2 3.1643 0.1433 1876.61 1875.2 1 53.571426 1 K.LTDDHVQFLIYQILR.G 122 2
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.016334.01633 2 2.9329 0.254 1877.95 1875.2 1 53.571426 2 K.LTDDHVQFLIYQILR.G 122 2
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsSD-NE_NT_lymphocytes_Ti_115.014001.014001.2 2 2.994 0.2719 1877.03 1875.2 1 60.714287 1 K.LTDDHVQFLIYQILR.G 122 2
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333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsSD-NE_NT_lymphocytes_Ti_105.017483.017483.2 2 2.6492 0.1117 2176.79 2177.6 1 39.473686 1 K.MNFANVFIGANPLAVDLLEK.M 268 2
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015905.0159 2 3.4904 0.2382 1877.65 1875.2 1 60.714287 1 K.LTDDHVQFLIYQILR.G 122 2
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NP_620581.1| gi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 14 isoform 2 [Homo sapiens] 4 9 24.7 360 41293 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3442.344 3 4.4766 0.2325 3842.33 3841.1 1 22.727274 1 R.ITAAQALAHAYFAQYHDPDDEPVADPYDQSFESR.D 297 2
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_PHA_lymphocytes_PK_109.018636.018636 2 2.9625 0.3468 1459.89 1458.7 1 70.83333 1 R.TFFSFPAVVAPFK.C 603 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_PHA_lymphocytes_Ti_103.021453.021453 3 4.9126 0.3468 3347.15 3347.7 1 28.57143 6 K.KSEMESVLAQLDNYGQQELADLFVNYNVK.S 236 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_PHA_lymphocytes_Ti_107.007921.007921 2 3.0762 0.1897 1749.51 1749.1 1 63.333332 1 R.ATKVPLVAEKPLKEPK.T 475 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.016334.0163 3 4.673 0.2865 2815.76 2813.1 1 40 2 R.AEISELPSIVQDLANGNITWADVEAR.Y 697 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_NT_lymphocytes_Ti_108.015465.01546 2 3.587 0.4112 1459.47 1458.7 1 70.83333 1 R.TFFSFPAVVAPFK.C 603 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010635.0106 2 3.6842 0.3336 1392.43 1392.6 1 79.16667 1 K.LPFAAAQIGNSFR.N 319 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_NT_lymphocytes_Ti_104.016486.01648 2 3.1648 0.3048 2814.11 2813.1 1 42 2 R.AEISELPSIVQDLANGNITWADVEAR.Y 697 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_NT_lymphocytes_Ti_115.012556.01255 3 3.8832 0.3507 2830.25 2827.3 3 28 1 K.TFIGPGGNMPGYLRPETAQGIFLNFK.R 284 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4224.422 2 3.533 0.3901 1460.41 1458.7 1 62.5 1 R.TFFSFPAVVAPFK.C 603 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_109.000182.000182.3 3 3.7787 0.2346 3347.9 3347.7 1 27.67857 1 K.KSEMESVLAQLDNYGQQELADLFVNYNVK.S 236 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009945.0099 2 3.1926 0.3505 1447.15 1448.8 1 75 2 K.VPLVAEKPLKEPK.T 478 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_103.019482.019482.2 2 4.5439 0.4651 2815.29 2813.1 1 50 3 R.AEISELPSIVQDLANGNITWADVEAR.Y 697 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_110.013088.013088.2 2 3.0709 0.1358 1783.15 1783 3 46.42857 1 K.FQNVADLHLYLYSAK.A 365 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_105.016577.016577.2 2 2.9127 0.1898 2218.85 2219.5 2 42.105263 1 K.TLYVEEVVPNVIEPSFGLGR.I 564 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_108.017997.017997.2 2 4.2879 0.295 2236.55 2236.5 1 52.499996 4 R.LGDAVEQGVINNTVLGYFIGR.I 392 2 *
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|NP_002038.2| gi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sapiens] 11 30 24.2 739 83166 7 HsSD-NE_NT_lymphocytes_Ti_103.019570.019570.3 3 6.3084 0.4334 2815.01 2813.1 1 41 2 R.AEISELPSIVQDLANGNITWADVEAR.Y 697 2 *
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_112.015286.015286 3 4.3958 0.419 3587.57 3589.1 1 23.275862 2 K.MTLLHFLAELCENDYPDVLKFPDELAHVEK.A 1017 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_111.014030.014030 3 3.3301 0.2438 1913.66 1913.2 1 48.214287 1 K.KLSVEEFFMDLHNFR.N 1128 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_113.014903.014903 2 3.643 0.3042 2373.15 2371.8 1 42.5 6 K.NVILEVNEAVLTESMIQNLIK.Q 876 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.007552.007552 2 2.5659 0.1273 1896.13 1894 2 53.333336 1 K.RLHDEKEETAGSYDSR.N 197 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.011142.011142 2 4.0403 0.4046 2130.15 2129.2 1 61.764706 1 R.VQLNVFDEQGEEDSYDLK.G 360 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.000914.000914 2 4.5483 0.5321 2885.43 2887.3 1 36.53846 5 R.VSLNNNPVSWVQTFGAEGLASLLDILK.R 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.018804.018804 2 3.9717 0.3212 2423.39 2422.8 2 36.842106 2 K.MTLLHFLAELCENDYPDVLK.F 1017 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_PK_107.013354.013354 2 3.6325 0.1807 1614.57 1611.8 1 69.230774 1 N.ALITPAEELDFRVH.I 320 0
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.000903.000903 3 3.5092 0.1289 2889.23 2887.3 2 25 1 R.VSLNNNPVSWVQTFGAEGLASLLDILK.R 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsNaOH-NE_NT_lymphocytes_Ti_115.017727.01772 2 4.5659 0.4786 2888.57 2887.3 1 38.46154 5 R.VSLNNNPVSWVQTFGAEGLASLLDILK.R 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_104.013258.013258.2 2 2.9266 0.164 1358.57 1358.5 1 75 2 K.ELGEYFLFDPK.K 1117 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.018910.0189 2 3.953 0.5458 2886.87 2887.3 1 38.46154 4 R.VSLNNNPVSWVQTFGAEGLASLLDILK.R 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4787.478 2 4.8265 0.3777 2272.32 2273.6 1 55.263157 2 K.VGCLQLINALITPAEELDFR.V 312 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.000477.0004 2 3.7688 0.3135 2187.05 2187.5 3 41.17647 1 R.MEMDDFNEVFQILLNTVK.D 385 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_PHA_lymphocytes_PK_106.015275.015275 2 3.2542 0.4078 2732.47 2733 1 34.090908 1 L.AELCENDYPDVLKFPDELAHVEK.A 1024 1
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_108.013829.013829.2 2 3.247 0.338 1457.29 1454.7 1 75 2 K.TAQNLSIFLGSFR.M 856 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_114.018996.018996.2 2 3.7518 0.4589 2885.81 2887.3 1 34.615387 5 R.VSLNNNPVSWVQTFGAEGLASLLDILK.R 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_110.002192.002192.2 2 4.3342 0.258 2185.81 2187.5 1 52.941177 4 R.MEMDDFNEVFQILLNTVK.D 385 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_110.018126.018126.2 2 3.6441 0.3536 1785.97 1785 1 65.38461 2 K.LSVEEFFMDLHNFR.N 1129 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_114.018226.018226.3 3 3.991 0.2668 3044.63 3043.5 1 25.925926 1 R.VSLNNNPVSWVQTFGAEGLASLLDILKR.L 170 2
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|NP_005210.3| gi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073 diaphanous 1 isoform 1 [Homo sapiens] 17 50 15.9 1272 141347 5.4 HsSD-NE_NT_lymphocytes_Ti_110.011839.011839.2 2 2.3183 0.1714 1294.69 1292.5 7 70 1 R.LGLHQVLQDLR.E 341 2
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsSD-NE_PHA_lymphocytes_Ti_109.002656.002656 3 3.2756 0.137 2962.94 2963.4 4 22.321428 1 K.PPSNVVSPLEQALSQHGAHGNNLIAVLAK.Y 829 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.016504.01650 2 2.9488 0.3045 2012.35 2010.3 3 44.11765 1 R.MKQELSSELSTLLSSLSR.Y 1683 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016712.0167 2 4.6118 0.3833 1753.47 1750.9 1 73.333336 3 K.QELSSELSTLLSSLSR.Y 1685 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.011158.01115 2 3.4512 0.3565 1405.75 1405.6 1 72.72727 4 R.RQLFLDVLDGTK.A 1130 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011853.01185 3 3.2848 0.2358 1669.55 1668.9 1 46.153847 3 R.AAIAFLHALWQDRR.D 983 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014006.0140 2 2.5981 0.2581 2034.69 2035.3 3 43.75 1 R.YNFLPEALDFVGVHQER.T 1413 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.018832.01883 2 3.7328 0.2264 2015.39 2013.3 1 58.823532 1 K.ASPESQEPLIQLVQAFVR.H 1728 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010479.0104 2 3.079 0.2948 2050.75 2052.1 2 46.875 1 K.ELCEVDEDGDSWLQVTR.R 1292 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.013798.0137 2 3.5516 0.3678 2750.37 2748 1 42.857143 4 K.FLGLDEEQSVQLLQCYLQEDYR.G 81 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.009126.0091 2 3.0659 0.1365 2124.35 2123.4 9 44.444447 1 R.RLLEGLSYYKPPSPSSAEK.V 42 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5098.509 2 3.8356 0.3441 2014.91 2013.3 1 52.941177 1 K.ASPESQEPLIQLVQAFVR.H 1728 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsSD-NE_NT_lymphocytes_Ti_105.018143.018143.2 2 4.2019 0.4169 2014.51 2013.3 1 61.764706 2 K.ASPESQEPLIQLVQAFVR.H 1728 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3609.36 2 3.4714 0.4476 2034.49 2035.3 1 50 1 R.YNFLPEALDFVGVHQER.T 1413 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.011985.0119 3 3.2632 0.1922 1669.76 1668.9 1 42.307693 1 R.AAIAFLHALWQDRR.D 983 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4299.42 2 3.3007 0.3612 2011.49 2013.3 1 50 1 K.ASPESQEPLIQLVQAFVR.H 1728 2 *
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NP_056169.1| gi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapiens] 11 28 10.4 1749 196041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013419.0134 2 3.4333 0.3442 1798.07 1795.1 1 60.000004 2 K.IGGTAIQLNVFQYLTR.L 345 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.011088.011088 2 4.5091 0.3768 2668.15 2669 1 54.545456 2 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_108.016904.016904 2 2.7306 0.2223 1750.93 1751.1 4 50 2 R.VLEALLPLKGLEERVA.A 2383 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.018446.018446 2 3.8029 0.3371 1406.27 1406.7 1 83.33333 3 R.DLVEAVAHILGIR.D 2126 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_113.015859.015859 1 3.2113 0.2288 1400 1398.7 1 58.333332 4 R.IPGLLSPHPLLQL.S 1256 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.011102.011102 3 5.0233 0.4233 2671.94 2669 1 35.227272 1 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.012979.012979 3 6.7231 0.5436 3342.74 3344.8 1 32.75862 6 K.VLLSLEHGLWAPNLHFHSPNPEIPALLDGR.L 344 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_109.010486.010486 2 3.1223 0.3074 2064.39 2065.3 1 46.875 1 Y.YIDCIRQVQPEGPYRVA.G 2289 0 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_113.015877.015877 2 4.0164 0.3629 1399.67 1398.7 1 83.33333 2 R.IPGLLSPHPLLQL.S 1256 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_108.012342.012342 3 4.4234 0.3946 2424.77 2422.7 1 32.894737 1 L.RDGLLENQTPEFFQDVCKPK.Y 1976 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_112.013669.013669 2 3.6826 0.3531 1286.37 1285.6 1 72.72727 2 R.IPGLLSPHPLLQ.L 1256 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_108.018159.018159 2 3.4387 0.2672 2291.55 2292.6 9 40 1 Q.QSPAPTHNSLFLFDGSPTYVL.A 2325 0 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_112.014153.014153 1 2.2436 0.2231 1295.71 1295.5 5 54.545456 1 L.LRGHPLGDIVAF.L 1348 0 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.014912.01491 2 4.8655 0.4512 1779.73 1779.1 1 71.875 3 K.LPEDPLLSGLLDSPALK.A 1209 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.020036.02003 3 4.5473 0.2932 3165.2 3165.4 1 32.692307 1 K.LPESENLQEFWDNLIGGVDMVTDDDRR.W 13 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010965.01096 2 2.983 0.2483 2669.63 2669 6 38.636364 1 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006988.0069 2 2.5712 0.1427 1389.53 1389.5 2 66.66667 1 K.ADEASELACPTPK.E 2194 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010876.01087 3 4.6064 0.3412 2670.11 2669 1 37.5 1 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010826.0108 2 3.6261 0.2509 1623.71 1623.9 1 64.28571 1 K.VVVQVLAEEPEAVLK.G 1852 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012792.01279 3 5.0231 0.2957 2844.26 2842.2 1 37.5 1 R.LFDHPESPTPNPTEPLFLAQAEVYK.E 968 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.015166.0151 2 4.4977 0.3797 1780.49 1779.1 1 68.75 2 K.LPEDPLLSGLLDSPALK.A 1209 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012843.01284 2 4.308 0.3643 2475.53 2473.8 1 43.18182 1 R.LHLSGIDANPNALFPPVEFPAPR.G 803 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.019775.0197 2 2.5285 0.1511 2424.51 2423.8 1 34.090908 1 R.TLLEGSGLESIISIIHSSLAEPR.V 2483 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008799.00879 2 4.2613 0.4047 2292.07 2291.4 1 52.380955 2 K.TGGAYGEDLGADYNLSQVCDGK.V 2450 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.020812.02081 3 4.7308 0.3169 2789.54 2787.3 1 31 1 R.ALGLGVEQLPVVFEDVVLHQATILPK.T 902 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.020537.02053 2 4.4395 0.4121 1406.73 1406.7 1 83.33333 3 R.DLVEAVAHILGIR.D 2126 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010668.0106 3 4.6046 0.3241 2668.94 2669 1 37.5 2 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010696.0106 2 4.3084 0.439 2668.59 2669 1 56.81818 3 R.HFLLEEDKPEEPTAHAFVSTLTR.G 1516 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012642.01264 3 4.5532 0.2794 3741.77 3741.2 2 23.484848 1 R.RVYATILNAGTNTDGFKEQGVTFPSGDIQEQLIR.S 241 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.020128.0201 2 3.1703 0.2644 2787.45 2787.3 4 32 1 R.ALGLGVEQLPVVFEDVVLHQATILPK.T 902 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009209.0092 2 5.067 0.4681 2290.65 2291.4 1 59.523808 2 K.TGGAYGEDLGADYNLSQVCDGK.V 2450 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_102.010306.010306.2 2 4.6446 0.3936 2291.93 2291.4 1 52.380955 2 K.TGGAYGEDLGADYNLSQVCDGK.V 2450 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.019511.0195 2 3.519 0.2551 2721.03 2718.2 1 39.583336 1 R.HSQDLAFLSMLNDIAAVPATAMPFR.G 444 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_109.014987.014987.2 2 4.3694 0.4224 2472.67 2473.8 1 54.545456 3 R.LHLSGIDANPNALFPPVEFPAPR.G 803 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_107.020357.020357.3 3 3.9839 0.2799 2785.58 2787.3 1 33 3 R.ALGLGVEQLPVVFEDVVLHQATILPK.T 902 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_106.020110.020110.3 3 3.9117 0.2691 3168.32 3165.4 1 30.769232 1 K.LPESENLQEFWDNLIGGVDMVTDDDRR.W 13 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4428.442 2 3.7591 0.3517 2152.7 2150.4 1 47.22222 1 R.AAPLDSIHSLAAYYIDCIR.Q 2276 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013959.0139 2 4.697 0.4562 2473.09 2473.8 1 56.81818 7 R.LHLSGIDANPNALFPPVEFPAPR.G 803 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_107.000776.000776 2 4.7142 0.4523 2033.97 2035.4 1 61.11111 1 R.ALGLGVEQLPVVFEDVVLH.Q 902 1 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_108.016957.016957.2 2 3.6424 0.3083 2151.47 2150.4 1 50 6 R.AAPLDSIHSLAAYYIDCIR.Q 2276 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.012152.0121 2 3.6924 0.355 2194.53 2193.6 1 42.105263 1 R.IPGLLSPHPLLQLSYTATDR.H 1256 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_108.020756.020756.2 2 4.1317 0.3556 1406.85 1406.7 1 83.33333 2 R.DLVEAVAHILGIR.D 2126 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.020100.0201 2 4.3667 0.3953 1406.69 1406.7 1 83.33333 2 R.DLVEAVAHILGIR.D 2126 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_111.016571.016571.2 2 2.9651 0.2195 2718.43 2718.2 1 39.583336 1 R.HSQDLAFLSMLNDIAAVPATAMPFR.G 444 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_103.009968.009968.2 2 3.2698 0.271 1962.85 1961.1 4 38.88889 1 R.QGVQVQVSTSNISSLEGAR.G 1935 2 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_105.016230.016230 2 3.7341 0.4306 1599.93 1600.6 1 73.07692 1 L.STDESTFDDIVHSF.V 540 0 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_PHA_lymphocytes_PK_107.000202.000202 2 4.6273 0.307 2053.01 2050.4 1 50 1 L.GLGVEQLPVVFEDVVLHQA.T 904 0 *
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NP_004095.4| gi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapiens] 31 90 19.8 2511 273424 6.4 HsSD-NE_NT_lymphocytes_Ti_114.012136.012136.3 3 5.8124 0.4448 3309.68 3310.7 1 31.034481 2 R.LNSVQSSERPLFLVHPIEGSTTVFHSLASR.L 2234 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.009725.009725 2 5.1952 0.4103 2120.93 2118.3 1 69.44444 1 K.GLAYVEYENESQASQAVMK.M 842 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_Ti_111.016016.016016 3 3.5071 0.1653 2282 2282.6 1 35.526314 1 K.GLALWEAYREFESAIVEAAR.L 224 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.012627.012627 3 4.9925 0.3313 2502.05 2502.9 1 36.25 8 K.LRPLFEACGEVVQIRPIFSNR.G 722 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_PK_107.015757.015757 2 3.6283 0.3229 1529.95 1531.7 1 77.27273 1 Y.DYNCHVDLIRLL.R 111 0 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008078.008078 3 5.59 0.3836 2522.6 2522.8 1 36.458336 3 R.RRVENSIPAAGETQNVEVAAGPAGK.C 645 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_PK_107.016613.016613 2 3.0991 0.2728 1794.33 1794 2 57.692307 3 N.VYDYNCHVDLIRLL.R 109 0 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007628.00762 3 4.5224 0.2054 2967.08 2967.3 1 35.48387 2 R.ALQRPSAAAPQAENGPAAAPAVAAPAATEAPK.M 919 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007623.00762 2 2.1522 0.2187 2967.47 2967.3 1 32.258064 1 R.ALQRPSAAAPQAENGPAAAPAVAAPAATEAPK.M 919 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009989.0099 2 4.1835 0.1622 1594.65 1591.7 2 80.769226 1 R.TEGSLEDWDIAVQK.T 555 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_NT_lymphocytes_PK_115.012719.0127 2 3.613 0.3261 1592.49 1591.7 1 69.230774 1 R.TEGSLEDWDIAVQK.T 555 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011793.01179 2 2.3543 0.1375 2540.09 2538.8 1 42.5 1 R.AVQCTSDYPEHVCEVLLTMER.T 534 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007575.00757 2 4.3346 0.4514 2209.97 2210.4 1 56.81818 1 R.VENSIPAAGETQNVEVAAGPAGK.C 647 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_NT_lymphocytes_Ti_104.014523.014523.2 2 3.9239 0.2193 1700.25 1699 1 69.230774 2 R.ALVENCLVPDLWIR.Y 336 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_PK_106.011824.011824 2 3.6532 0.2687 1943.23 1941.1 1 63.333332 1 S.GLPFSCTKEELEEICK.A 807 1 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_NT_lymphocytes_Ti_102.008633.008633.2 2 4.8347 0.4729 2209.61 2210.4 1 59.090908 1 R.VENSIPAAGETQNVEVAAGPAGK.C 647 2 *
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_055521.1| gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen recognized by T cells 3 [Homo sa 14 29 22.1 963 109935 5.6 HsSD-NE_PHA_lymphocytes_PK_106.017568.017568 2 3.1477 0.2324 2134.17 2133.4 1 56.25 1 K.AVKDYICPNIWLEYGQY.S 176 1 *
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.006291.006291 1 2.9833 0.2529 1413.2 1412.6 2 59.090908 1 R.TLHEVSLQESIR.Y 459 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_PHA_lymphocytes_PK_110.016481.01648 2 2.6656 0.2208 1587.79 1588.9 1 63.636364 2 L.FLPYDLKRLEMY.S 817 0
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_PHA_lymphocytes_Ti_107.020909.020909 2 2.9814 0.3483 2878.95 2878.2 1 28 1 K.VLETPQEIHTVSSEAVSLLEEVITPR.K 663 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_PHA_lymphocytes_Ti_115.017120.017120 2 3.5292 0.2332 2969.67 2969.5 1 35.185184 2 R.IYFLNQLGDLALSAAQSALLLGIGLQHK.S 848 2 *
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_PHA_lymphocytes_Ti_102.000664.000664 3 4.7723 0.3544 2967.47 2969.5 1 35.185184 3 R.IYFLNQLGDLALSAAQSALLLGIGLQHK.S 848 2 *
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.015838.01583 2 2.7684 0.1298 1922.65 1920.1 5 53.571426 1 K.WLNDLLCLDCLNITR.I 480 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011946.01194 2 2.5859 0.13 1487.93 1485.7 5 68.181816 1 R.ALQLLQMYYEGR.F 644 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.017282.0172 2 2.6015 0.1732 2162.99 2160.6 3 42.5 2 K.LGQAELVVIDEAAAIPLPLVK.S 379 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.015778.0157 2 3.3191 0.2514 1920.65 1920.1 2 53.571426 1 K.WLNDLLCLDCLNITR.I 480 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.014540.0145 2 3.9512 0.1068 1583.19 1580.8 1 83.33333 1 R.EELEALFLPYDLK.R 811 2 *
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009759.00975 2 2.9263 0.2167 2141.57 2141.4 4 41.17647 1 R.IVSGCPLPEACELYYVNR.D 495 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsSD-NE_NT_lymphocytes_Ti_109.017599.017599.2 2 4.3941 0.4572 1920.41 1920.1 1 75 3 K.WLNDLLCLDCLNITR.I 480 2
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NP_078938.1| gi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sapiens] 11 20 15.8 1025 115748 8.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1814.18 2 2.661 0.1213 1430.54 1431.6 4 63.636364 1 R.YRTEAHQDVVGR.F 171 2
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.011457.011457 3 4.0547 0.3045 2919.53 2921.2 1 32.954548 1 R.CLHEWKPHDGRPLSCLLFCDNHK.K 336 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_PHA_lymphocytes_PK_110.015961.01596 3 4.2883 0.1668 4151.18 4150.5 2 21.052631 1 R.FQPQLNPDVVAPLPTHTAHEDFTFGESRPELGSEGLGSA.A 523 1 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_PHA_lymphocytes_PK_107.016024.016024 2 2.8946 0.2516 1369.47 1369.6 1 77.27273 2 Q.TIRFSPDIFSSV.S 393 0 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_PHA_lymphocytes_PK_107.019984.019984 2 3.2178 0.3103 1589.81 1590.9 1 73.07692 2 S.SISEFLLTHPVLSF.G 449 0 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011394.01139 2 3.5232 0.1069 1732.83 1730 1 60.714287 1 K.LFQFLQAEPHNSLGK.A 1369 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008835.00883 2 3.5504 0.4086 2028.21 2029.2 1 52.941177 1 R.LCTQLEGLQSTVTGHVER.A 975 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010510.01051 2 3.9605 0.2995 1808.67 1806 1 67.85714 1 R.LGTQEYLQQLESHMK.S 1143 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012233.01223 2 3.2844 0.4486 2641.45 2642 1 36.95652 2 R.AEVQHQLHVAVGSLQESILAQVQR.I 1198 2 *
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340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.012930.01293 2 4.8045 0.4421 2673.73 2673 1 52.380955 2 R.LTEHQVAEPPEDWPALIWQQQR.E 938 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.013184.01318 2 2.6608 0.2741 2143.73 2143.5 1 36.842106 2 R.IVELPAPADFLSLSSETKPK.L 572 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009394.00939 2 2.7624 0.1871 1735.55 1732.9 1 65.38461 1 K.SCQAMFQQINDSFR.L 1129 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_NT_lymphocytes_Ti_104.018561.018561.2 2 2.9704 0.1913 2178.77 2178.5 1 42.857143 1 R.GLVSTLQSATEQMAATVAGSVR.A 1176 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_PHA_lymphocytes_PK_106.017018.017018 2 3.0484 0.2322 1303.01 1303.5 1 70 1 S.EFLLTHPVLSF.G 452 0 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_108.4178.41 3 4.9253 0.2899 2770.43 2770.1 2 31 1 R.GGQLQEQLTQQLSQALSSAVAGRLER.S 1016 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.012521.0125 3 4.5119 0.2994 2644.19 2642 1 38.04348 2 R.AEVQHQLHVAVGSLQESILAQVQR.I 1198 2 *
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NP_055144.3| gi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens] 16 23 18.8 1401 151661 5.9 HsSD-NE_NT_lymphocytes_Ti_104.016454.016454.3 3 5.8864 0.408 2371.4 2371.6 1 40.909092 2 R.GGQLQEQLTQQLSQALSSAVAGR.L 1016 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_PHA_lymphocytes_PK_114.018383.018383 2 3.43 0.2987 2293.75 2293.5 6 42.5 4 L.EHQDAIAPEKNDLLSELLGSL.G 1224 0 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.000004.000004 3 6.1799 0.4466 2931.8 2932.3 1 32.142857 6 K.IGGILANELSVDEAALHAAVIAINEAVEK.G 199 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.001707.001707 2 2.5369 0.1847 1929.37 1930.2 3 41.17647 2 R.VVAVGYINEAIDEGNPLR.T 454 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.016875.0168 2 3.3934 0.2873 1875.37 1874.2 5 46.875 1 K.VLNSIISSLDLLPYGLR.Y 1058 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011590.0115 2 3.293 0.1453 2052.17 2050.2 2 47.058823 2 R.DAYEELLTQAEIQGNINK.V 283 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.000122.0001 3 4.8679 0.3496 2932.91 2932.3 1 28.57143 1 K.IGGILANELSVDEAALHAAVIAINEAVEK.G 199 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012086.0120 2 2.8332 0.1436 1722.59 1719.9 1 60.714287 1 K.GVLLDIDDLQTNQFK.N 1490 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012333.01233 2 2.8278 0.228 1366.89 1366.6 1 75 2 K.LGIAPQIQDLLGK.V 159 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_NT_lymphocytes_PK_115.012754.0127 2 4.6684 0.3298 1796.53 1794.9 1 67.85714 2 L.DQSDLDFQEELEVAR.L 792 1 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012002.01200 2 2.9258 0.1332 1933.11 1930.2 2 58.823532 1 R.VVAVGYINEAIDEGNPLR.T 454 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_103.017920.017920.2 2 2.4678 0.1678 2345.59 2344.5 7 39.473686 1 K.VLWLDEIQQAVDDANVDEDR.A 515 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_111.012753.012753.2 2 2.8331 0.0821 2193.69 2194.4 3 50 1 R.RQNIAYEYLCHLEEAKR.W 33 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_PHA_lymphocytes_PK_106.001826.001826 2 3.4928 0.2256 1898.45 1899.1 5 55.88235 1 Q.DAIAPEKNDLLSELLGSL.G 1227 0 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_110.001211.001211.3 3 5.9993 0.4691 2933.72 2932.3 1 35.714287 2 K.IGGILANELSVDEAALHAAVIAINEAVEK.G 199 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_104.002636.002636.3 3 3.6598 0.2679 3428.09 3427.7 1 22.65625 1 K.NDLLSELLGSLGEVPTVESFLGEGAVDPNDPNK.A 1234 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_111.015141.015141.2 2 2.6342 0.1509 2983.97 2983.5 3 28 1 K.KPEAQLPAVYPFAAAMYQNELFNLQK.Q 328 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_111.001416.001416.2 2 3.3408 0.3431 2934.47 2932.3 2 32.142857 1 K.IGGILANELSVDEAALHAAVIAINEAVEK.G 199 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011182.011182.2 2 3.9613 0.3355 1967.69 1968.2 1 71.875 2 K.LPYDVTTEQALTYPEVK.N 1025 2 *
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|NP_006624.2| gi|116089337|ref|NP_006624.2| IQ motif containing GTPase activating protein 2 [Homo sapiens] 16 33 15.7 1575 180578 5.6 HsSD-NE_PHA_lymphocytes_PK_104.015354.015354 2 3.1991 0.1678 2272.07 2272.4 1 50 1 L.GEVPTVESFLGEGAVDPNDPNK.A 1245 1 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.016912.016912 2 3.3037 0.1769 1699.15 1700 3 61.538464 1 R.LCCGLSMFEVILTR.I 1085 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_PK_111.014495.014495 2 2.6739 0.2103 1421.01 1421.7 1 72.72727 1 K.YAPLHLVPLIER.L 1053 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_Ti_113.013059.013059 2 3.5988 0.3808 1775.49 1775 2 62.5 2 R.RFDLFDFCYHLLK.V 1172 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_PK_108.019532.019532 2 3.4974 0.3604 2450.89 2451.8 1 37.5 1 A.LSQEEVCDLLHAAPFQNILPR.V 1013 1 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015362.01536 2 3.276 0.2629 1226.61 1226.5 1 80 1 K.NVLISVLQAIR.K 504 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017883.0178 2 3.9242 0.2176 1441.07 1440.7 1 81.818184 2 K.FINMFAVLDELK.N 164 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007227.0072 2 4.1427 0.4127 1672.17 1671.8 1 70 2 R.YSNSEVVTGSGLDSQK.S 366 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017889.01788 2 2.9775 0.1668 1440.41 1440.7 1 81.818184 2 K.FINMFAVLDELK.N 164 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2777.277 2 2.8851 0.0937 1421.79 1421.7 1 68.181816 1 K.YAPLHLVPLIER.L 1053 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_NT_lymphocytes_Ti_109.016493.016493.2 2 3.1164 0.2385 1620.85 1618.8 3 59.090908 1 R.FDLFDFCYHLLK.V 1173 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011903.0119 2 3.9378 0.474 2039.71 2040.3 1 56.25 2 R.HEYGSPGILEFFHHQLK.D 964 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_PK_106.019546.019546 2 5.0888 0.4045 2411.71 2411.6 1 63.88889 3 F.WELNFDFLPNYCYNGSTNR.F 844 1 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_PHA_lymphocytes_PK_105.011440.011440 2 3.3016 0.2889 1343.17 1343.4 1 85 2 A.LSQEEVCDLLH.A 1013 0 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_NT_lymphocytes_Ti_108.018825.018825.2 2 3.1206 0.2021 1440.53 1440.7 1 77.27273 1 K.FINMFAVLDELK.N 164 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011711.0117 3 5.1833 0.3682 3409.91 3409.8 1 33.035713 2 R.DKPANVQPYYLYGSKPLNIAYSHIYSSYR.N 877 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_NT_lymphocytes_Ti_113.012151.012151.2 2 4.3465 0.5192 2039.01 2040.3 1 62.5 1 R.HEYGSPGILEFFHHQLK.D 964 2
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsSD-NE_NT_lymphocytes_Ti_104.021364.021364.2 2 3.0363 0.2132 2992.19 2991.4 1 33.333336 1 K.EPSMMEYVLYPLDLYNDSAYYALTK.F 656 2 *
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|NP_001032409.2| gi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting protein 2 [Homo sapiens] 14 28 16.8 1253 145673 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.019257.0192 2 3.7208 0.214 2546.15 2544 1 42.5 2 R.IQFPIEMSMPWILTDHILETK.E 635 2
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.005638.005638 2 3.0064 0.2372 1618.35 1617.8 1 65.38461 3 R.MVQVHELSCEGISK.S 172 2 *
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsSD-NE_PHA_lymphocytes_PK_107.015922.015922 2 2.659 0.1829 1145.11 1145.4 2 83.33333 1 S.SILADRILLM.D 643 0
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.009052.0090 3 5.1911 0.3161 2542.97 2542.8 1 37.5 2 K.ERPDLPPVQYEPVLCSRPTCK.A 47 2 *
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.016250.0162 2 4.022 0.1566 1633.55 1631.9 1 76.92308 2 K.IDMNLTDLLGELQR.D 238 2
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.015944.01594 2 2.8843 0.0929 1457.39 1455.8 5 66.66667 1 R.MVVPLACLLTPLK.E 34 2 *
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.016216.01621 2 3.152 0.1503 1631.75 1631.9 1 61.538464 1 K.IDMNLTDLLGELQR.D 238 2
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3271.327 2 3.5169 0.2372 1933.32 1932.2 1 59.375 1 K.HLLQAPLDDAQEILQAR.F 685 2 *
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NP_006354.2| gi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens] 7 12 13.7 767 86479 6.9 HsSD-NE_NT_lymphocytes_Ti_112.014292.014292.2 2 2.8555 0.1917 1987.41 1989.3 1 50 1 R.LSDSFSLYPQFMFHLR.R 572 2 *
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_PK_110.003178.003178 2 3.5831 0.1905 1349.69 1348.6 1 88.88889 4 R.LWEYLLELLR.A 509 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.000371.000371 2 2.7648 0.0875 1944.77 1945.1 6 50 1 K.DGLNEAWADLLELIDTR.T 1781 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.008686.008686 2 5.2771 0.4365 1775.47 1775.9 1 82.14286 4 K.KHEAIETDIAAYEER.V 463 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.010676.010676 3 5.285 0.3493 4070.54 4069.4 1 28.57143 3 K.HKDVAEEIANYRPTLDTLHEQASALPQEHAESPDVR.G 786 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_PK_109.013394.013394 2 3.1983 0.2102 1731.89 1729 1 64.28571 2 Q.DYGKHLLGVEDLLQK.H 555 1
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.010601.010601 2 3.2723 0.1886 2576.87 2576.9 1 38.095238 1 R.KKDALLSALSIQNYHLECNETK.S 947 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.008885.008885 3 3.7169 0.1647 1256.27 1256.4 1 75 2 K.HRPDLIDFDK.L 215 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.009370.009370 2 4.6832 0.4582 1780.07 1778.9 1 81.25 2 R.SQNIVTDSSSLSAEAIR.Q 1548 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.012556.012556 2 2.5111 0.2571 1616.85 1615.9 1 62.5 1 K.QLWGLLIEETEKR.H 1572 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.014169.014169 3 4.1323 0.2999 2807.21 2808 1 29 1 R.VDTVNHLADELINSGHSDAATIAEWK.D 1755 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008649.00864 2 2.7342 0.2103 1877.67 1877 1 56.666668 1 K.WLHGLESQIQSDDYGK.D 1395 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007558.00755 3 3.8891 0.2187 3489.41 3488.6 1 23.387096 1 K.VSEEAESQQQWDTSKGEQVSQNGLPAEQGSPR.M 2109 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013928.01392 2 4.0156 0.3225 2095.45 2093.3 1 61.11111 1 R.DASVAEAWLLGQEPYLSSR.E 2025 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013245.01324 2 4.7709 0.4365 2186.95 2185.4 1 66.66667 2 K.FANSLVGVQQQLQAFNTYR.T 330 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.021906.0219 2 4.1523 0.2509 1947.81 1945.1 1 56.25 2 K.DGLNEAWADLLELIDTR.T 1781 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007828.00782 2 3.1383 0.2375 1776.87 1775.9 1 57.14286 1 K.KHEAIETDIAAYEER.V 463 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_107.003192.003192.2 2 4.1776 0.4256 3001.97 3002.4 1 42 2 R.LEEASLLHQFQADADDIDAWMLDILK.I 740 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_110.020840.020840.2 2 3.5494 0.2028 1349.41 1348.6 1 88.88889 1 R.LWEYLLELLR.A 509 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009616.009616.2 2 5.0225 0.5078 1778.23 1778.9 1 81.25 1 R.SQNIVTDSSSLSAEAIR.Q 1548 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2283.228 2 2.0966 0.0855 1781.65 1778.9 1 46.875 1 R.SQNIVTDSSSLSAEAIR.Q 1548 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_103.008632.008632.3 3 4.1623 0.2691 3487.82 3488.6 1 25 2 K.VSEEAESQQQWDTSKGEQVSQNGLPAEQGSPR.M 2109 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_104.009746.009746.2 2 3.3385 0.1784 1924.23 1924.1 1 50 1 R.FQIQDISVETEDNKEK.K 157 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_108.011330.011330.3 3 5.4556 0.4727 4067.9 4069.4 1 27.857143 3 K.HKDVAEEIANYRPTLDTLHEQASALPQEHAESPDVR.G 786 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_111.013475.013475.2 2 2.5052 0.1206 2316.21 2313.6 1 44.736843 1 R.KFANSLVGVQQQLQAFNTYR.T 329 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_111.012325.012325.2 2 2.9135 0.1955 1496.87 1497.7 1 72.72727 1 K.HRPDLIDFDKLK.D 215 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_102.013730.013730.2 2 4.4476 0.404 2022.93 2023.3 1 61.11111 2 R.LVSQDNFGFDLPAVEAATK.K 444 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_102.014156.014156.2 2 4.4569 0.276 2133.51 2131.4 1 60.526318 2 K.VIESTQDLGNDLAGVMALQR.K 977 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_110.001731.001731.2 2 4.2551 0.1838 1946.77 1945.1 1 68.75 1 K.DGLNEAWADLLELIDTR.T 1781 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_111.013843.013843.3 3 5.1193 0.4175 2485.97 2484.7 1 30.952381 2 K.SNAHYNLQNAFNLAEQHLGLTK.L 228 2
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|NP_003119.2| gi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565 "spectrin, beta, non-erythrocytic 1 isoform 1 [Homo sapiens] " 22 50 16.7 2364 274608 5.6 HsSD-NE_NT_lymphocytes_Ti_111.012759.012759.2 2 3.4146 0.1229 2319.47 2318.7 1 40 1 R.MPLATSTDHGHNLQTVQLLIK.K 1505 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_108.016296.016296 2 4.7608 0.4295 2309.73 2308.6 1 55 2 L.LMPAGAPLADDSSDFQFHFLK.S 1099 1
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_Ti_112.016789.016789 3 3.5251 0.1453 3489.38 3486.9 9 20.689655 1 R.LWGEPVNLREQHDALEFFNSLVDSLDEALK.A 1673 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_109.018980.018980 2 3.311 0.2798 1718.99 1717 1 60.714287 1 R.AIDLLKEIYTNLGPR.L 789 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_110.014183.014183 2 2.9772 0.1909 2080.55 2080.4 5 41.17647 2 C.EALTEWEYLPPVGPRPPK.G 1537 1
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.000146.000146 2 5.4419 0.4309 2421.73 2421.6 1 60.000004 3 R.EQHDALEFFNSLVDSLDEALK.A 1682 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_NT_lymphocytes_Ti_115.012269.01226 2 3.1573 0.4478 1754.29 1752 1 57.692307 1 R.FWFAHNVLFNVSNR.F 2086 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.000203.0002 2 4.6331 0.3547 2422.19 2421.6 1 50 3 R.EQHDALEFFNSLVDSLDEALK.A 1682 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.017710.01771 2 3.4773 0.2193 2338.25 2335.7 2 44.444447 2 K.ELIDDFIFPASNVYLQYMR.N 1461 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_105.017157.017157 2 2.6729 0.1652 2069.23 2067.3 4 41.666664 2 L.LMPAGAPLADDSSDFQFHF.L 1099 0
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_105.021328.021328 2 2.8056 0.2717 1938.39 1939.1 1 46.666668 1 M.DTIDQDDELIRYISEL.A 1957 0
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.010871.0108 3 4.6792 0.3271 2507.96 2505.8 1 39.772728 3 R.LVGVLVHSGQASGGHYYSYIIQR.N 1865 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_106.013978.013978 2 4.1936 0.3619 1896.63 1896.1 1 62.5 2 A.GAPLADDSSDFQFHFLK.S 1103 1
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_NT_lymphocytes_Ti_104.017987.017987.3 3 4.0015 0.229 3950 3952.4 1 22.058825 1 K.LMGDEPDLDPDINKDFFESNVLQLDPSLLTENGMK.C 704 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_106.001344.001344 2 3.5822 0.2666 2029.25 2028.2 1 60.000004 1 L.AWDFSPEQLDHLFDCF.K 457 0
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4144.414 2 2.961 0.1261 1717.49 1717 1 50 1 R.AIDLLKEIYTNLGPR.L 789 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_107.002290.002290 2 3.0201 0.233 2143.83 2141.3 1 43.75 1 K.LAWDFSPEQLDHLFDCF.K 456 1
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_PHA_lymphocytes_PK_106.001224.001224 2 4.1136 0.4025 1957.49 1957.1 1 67.85714 6 A.WDFSPEQLDHLFDCF.K 458 0
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_NT_lymphocytes_Ti_106.002285.002285.2 2 4.2641 0.3963 2420.67 2421.6 1 50 5 R.EQHDALEFFNSLVDSLDEALK.A 1682 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010812.0108 2 3.0766 0.2579 1450.91 1449.7 1 83.33333 1 R.HLQVIFGHLAASR.L 1646 2
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|NP_001034679.2| gi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001 "ubiquitin specific protease 9, X-linked isoform 3 [Homo sapiens] " 17 40 9.3 2570 292278 5.8 HsSD-NE_NT_lymphocytes_Ti_102.007530.007530.2 2 4.2137 0.3877 1896.01 1894 1 65.625 1 R.AQENYEGSEEVSPPQTK.D 2552 2
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_PHA_lymphocytes_PK_109.016452.016452 2 2.9072 0.1791 1681.59 1679 3 57.692307 1 F.LEGFYEIIPKRLIS.I 4227 0 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.013227.0132 3 6.3122 0.3545 3547.1 3545 1 30.46875 4 R.ESQLAHIKDEPPPLSPAPLTPATPSSLDPFFSR.E 3905 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.021072.02107 2 3.9596 0.4067 1664.01 1661.1 1 80.769226 2 R.IPIPLMDYILNVMK.F 762 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.017739.0177 3 3.7634 0.3684 4335.11 4334.8 1 19.375 1 R.GILEEPLPSTSSEEEDPLAGISLPEGVDPSFLAALPDDIRR.E 2942 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.020966.02096 3 3.7027 0.2133 3613.7 3613.1 1 25.735294 1 K.SVPVSAGGEGETSPYSLEASPLGQLMNMLSHPVIR.R 3410 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_112.016296.01629 2 2.577 0.1323 1750.53 1751.1 5 46.153847 1 K.WITPVLLLIDFYEK.T 1582 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015543.01554 3 3.7187 0.1947 3442.85 3441.6 1 23.387096 1 R.SDDELLDDFFHDQSTATSQAGTLSSIPTALTR.W 2619 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012489.01248 3 4.0255 0.2731 3545.48 3545 7 20.3125 1 R.ESQLAHIKDEPPPLSPAPLTPATPSSLDPFFSR.E 3905 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.008840.00884 2 4.3632 0.5571 1576.63 1577.7 1 66.66667 2 R.SHHAASTTTAPTPAAR.S 1084 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_NT_lymphocytes_Ti_108.014176.014176.2 2 3.8663 0.3218 2406.85 2407.7 1 45.238094 1 K.LSSIIDCTGTASYHGFLPVLVR.N 343 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_NT_lymphocytes_Ti_102.007979.007979.2 2 5.3278 0.4978 1897.95 1898 1 52.380955 2 R.SAATSGAGSTTSGVVSGSLGSR.E 1844 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_PHA_lymphocytes_PK_106.021850.021850 2 3.3563 0.2027 1603.23 1602.9 2 62.5 1 T.EERIPIPLMDYIL.N 759 0 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_NT_lymphocytes_Ti_104.016443.016443.3 3 4.4045 0.3294 3443.18 3441.6 1 24.193548 2 R.SDDELLDDFFHDQSTATSQAGTLSSIPTALTR.W 2619 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016878.016878.2 2 5.7898 0.4618 2240.47 2238.6 1 57.14286 1 R.LLGPSAAADILQLSSSLPLQSR.G 2580 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_PHA_lymphocytes_PK_106.009568.009568 2 2.9482 0.3471 1994.33 1995.1 1 46.875 1 L.GECLKELEESHDQHAVL.V 3861 0 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.015780.0157 2 3.3376 0.2981 2538.37 2537 6 31.818182 1 R.MILNLTQSSGFNGFTPLVTLLLR.H 1803 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_NT_lymphocytes_Ti_103.009204.009204.2 2 2.5491 0.149 1561.93 1561.7 9 53.125 1 R.LGSSGLGSASSIQAAVR.Q 3750 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4427.442 2 4.8155 0.408 2238.49 2238.6 1 47.61905 2 R.LLGPSAAADILQLSSSLPLQSR.G 2580 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4091.40 2 3.4389 0.3222 2237.98 2238.6 1 42.857143 1 R.LLGPSAAADILQLSSSLPLQSR.G 2580 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.016347.0163 2 2.9535 0.1296 1754.11 1751.1 6 53.846157 1 K.WITPVLLLIDFYEK.T 1582 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009030.0090 2 4.0223 0.5025 1576.95 1577.7 1 63.333332 1 R.SHHAASTTTAPTPAAR.S 1084 2 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_PHA_lymphocytes_PK_105.017408.017408 2 3.5808 0.264 2471.85 2471.6 1 40.909092 2 K.VPVSEGLEHSDLPDGTGEFLDAW.L 1180 1 *
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NP_113584.3| gi|61676188|ref|NP_113584.3| "HECT, UBA and WWE domain containing 1 [Homo sapiens] " 17 34 8.4 4374 481896 5.2 HsSD-NE_PHA_lymphocytes_PK_106.002601.00260 2 4.4274 0.2626 2296.09 2293.6 1 55 3 W.VDLLDRFDGILADAGQTVENM.S 55 0 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.006923.006923 2 3.8975 0.3481 1536.49 1536.7 1 79.16667 4 R.LKDAVAHCHEAER.N 181 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.012762.012762 2 3.3164 0.2091 2002.15 2001.3 3 53.125 1 K.HGLQPALLVHWAECLQK.T 568 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.005382.005382 2 2.2315 0.1975 1112.75 1112.3 1 65 1 K.GHVSLAAELSK.E 3050 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_111.013287.013287 3 5.9455 0.2624 2001.83 2001.3 1 54.6875 1 K.HGLQPALLVHWAECLQK.T 568 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.008732.008732 2 2.5808 0.2118 1457.15 1456.7 1 62.5 2 R.LSQSGHMLLNLSR.G 351 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_PK_112.011869.011869 3 4.7487 0.3063 3075.17 3075.2 1 34.375 1 F.HRKAEDIENDALSPEEQEECKNYLR.K 688 1
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.008785.008785 2 3.2203 0.2665 1663.39 1660.8 3 58.333332 1 K.KEGHWDCSICLVR.N 1415 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.010565.010565 3 4.3142 0.3395 3540.8 3540.7 1 25.78125 1 K.NHETDGGSAHGDDDDDGPHFEPVVPLPDKIEVK.T 1153 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008032.0080 2 3.8636 0.398 2156.29 2157.2 1 52.77778 1 K.EGQWDCSACLVQNEGSSTK.C 1480 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009816.00981 2 2.8222 0.1474 1501.41 1498.8 1 66.66667 1 K.KNSIPEPIDPLFK.H 619 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013072.0130 2 3.825 0.3554 2124.67 2123.3 1 58.333332 2 K.ETNPVVFFDVCADGEPLGR.I 3061 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_NT_lymphocytes_Ti_115.012132.01213 2 3.0685 0.2705 2000.81 2001.3 2 46.875 1 K.HGLQPALLVHWAECLQK.T 568 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_NT_lymphocytes_PK_109.010726.0107 2 3.3331 0.352 1606.27 1606.7 1 61.538464 1 Q.ASEIVEYEEDAHIT.F 640 0
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.015647.0156 2 2.363 0.1878 1544.85 1544.7 2 59.090908 1 K.SWWDAVCTLIHR.K 530 2
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347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.014099.01409 3 4.9092 0.409 2602.79 2599.9 1 39.285713 1 R.SFVWHALDYADELPKPEQLAIR.F 1263 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.013493.0134 3 4.2907 0.3879 2601.2 2599.9 1 35.714287 3 R.SFVWHALDYADELPKPEQLAIR.F 1263 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.013449.0134 2 3.4877 0.3538 2599.17 2599.9 1 42.857143 3 R.SFVWHALDYADELPKPEQLAIR.F 1263 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014171.014171.2 2 3.201 0.2162 2121.89 2123.3 1 50 1 K.ETNPVVFFDVCADGEPLGR.I 3061 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012327.0123 3 6.2747 0.2415 2001.89 2001.3 1 56.25 4 K.HGLQPALLVHWAECLQK.T 568 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014466.014466.3 3 3.3508 0.1973 2807.93 2808 1 31.25 1 K.DTSFLGSDDIGNIDVREPELEDLTR.Y 397 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_PK_105.009544.009544 2 2.7856 0.3132 1546.49 1543.7 4 62.5 1 Q.SELYVRPDDVHVN.I 156 0
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012334.0123 2 3.5354 0.2074 2002.03 2001.3 1 65.625 2 K.HGLQPALLVHWAECLQK.T 568 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_PK_105.010162.010162 2 4.0062 0.4374 2032.59 2033.2 1 63.333332 1 L.LYELEENTDKAVECYR.R 69 1
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014024.014024.2 2 4.1049 0.3313 2097.07 2096.3 1 52.941177 1 K.NLFASFPTEESSINYTFK.T 2595 2 *
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_PK_106.021434.021434 2 3.229 0.2483 2664.15 2664.9 1 40.476192 1 K.LKEQLLDCEGEDGWNKLFDLIQ.S 134 1
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.008848.0088 2 3.6915 0.3323 1537.59 1536.7 1 75 2 R.LKDAVAHCHEAER.N 181 2
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_PHA_lymphocytes_PK_105.021164.021164 2 5.2999 0.2697 2425.79 2423.6 1 52.63158 2 K.EQLLDCEGEDGWNKLFDLIQ.S 136 1
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|NP_006258.3| gi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sapiens] 21 44 9.9 3224 358201 6.2 HsSD-NE_NT_lymphocytes_Ti_108.014461.014461.3 3 4.705 0.3689 2600.03 2599.9 1 40.476192 2 R.SFVWHALDYADELPKPEQLAIR.F 1263 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.010919.010919 2 2.7297 0.1874 2185.27 2183.4 4 39.473686 1 R.SIVSESDVSSFEIQHSGFVK.Q 1146 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_PHA_lymphocytes_Ti_114.012215.012215 3 3.9549 0.251 2187.83 2186.5 2 40.27778 1 K.RFLHVFFSSPLPGEEPIGR.V 1188 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_PHA_lymphocytes_PK_109.018975.018975 2 2.8797 0.1815 2483.91 2482.7 2 40 1 K.KHDELWHDGVCPSVSNPLEVY.L 1433 1 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.016288.0162 2 3.1083 0.2274 1739.57 1738 8 57.14286 2 K.YIQNLQGLFALPFGR.T 1669 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011854.01185 2 2.8749 0.1864 1264.67 1265.5 1 85 1 R.LFLQFVTGSPR.L 1913 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.020280.0202 3 4.4404 0.2872 3319.13 3320.6 1 31.48148 3 R.DGFESVFPLSHLQYFYPEELDQLLCGSK.A 1843 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_NT_lymphocytes_Ti_105.019024.019024.3 3 4.857 0.3193 3318.92 3320.6 1 32.407406 3 R.DGFESVFPLSHLQYFYPEELDQLLCGSK.A 1843 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_NT_lymphocytes_Ti_107.016537.016537.2 2 3.4191 0.105 1740.49 1738 1 64.28571 1 K.YIQNLQGLFALPFGR.T 1669 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_NT_lymphocytes_Ti_105.018991.018991.2 2 3.5928 0.2673 2470.89 2468.9 1 47.61905 1 R.QLQDPLVIMTGNIPTWLTELGK.T 1515 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_NT_lymphocytes_Ti_103.016063.016063.2 2 3.9204 0.3095 1340.41 1338.6 1 90.909096 1 K.IDPLALVQAIER.Y 1289 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1071.10 2 2.2592 0.1419 2604.16 2606.9 4 29.545454 1 R.HLDQEQQLKSAQSPSTSKAHTRK.S 115 2 *
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NP_004229.1| gi|10863903|ref|NP_004229.1| thyroid hormone receptor interactor 12 [Homo sapiens] 10 17 9.7 1992 220432 8.5 HsSD-NE_NT_lymphocytes_Ti_102.016781.016781.2 2 2.8743 0.1737 2709.79 2709 1 38.636364 1 K.TFESTENPDDFLPSVMTCVNYLK.L 1942 2 *
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_PHA_lymphocytes_PK_107.016210.016210 2 2.6542 0.1809 1366.69 1364.6 1 90 1 A.WYVQIPGMEIK.G 1807 1
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_PHA_lymphocytes_PK_108.016164.016164 2 3.6721 0.3018 2125.23 2123.5 3 47.368423 2 S.INIDLKAPVIVIPQSSISTN.A 1198 0
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.011214.011214 2 3.1884 0.3104 1995.03 1993.3 1 50 1 K.LFTAIGYSESTHNLTLPK.Q 465 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017416.0174 2 3.0866 0.3095 2444.51 2444.9 1 41.304348 1 K.APVIIIPQSSVSPNAVIADLGLIR.V 1719 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.017202.01720 2 4.06 0.2893 1700.99 1698.1 1 80.769226 1 R.MVLSVFSPYWLINK.T 2721 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010036.01003 2 3.9725 0.3586 2130.29 2129.4 1 50 2 R.IGIARPEEEFHVPLDSYR.C 2527 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.017841.01784 2 5.7735 0.4565 1998.67 1996.5 1 75 2 K.ISPIILNTVLTIMAALSPK.T 2161 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010422.01042 1 2.4174 0.3046 1516.99 1515.7 1 50 1 R.SLFGHTVGGAAGVVSR.I 3422 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_PHA_lymphocytes_PK_105.010066.010066 1 1.8477 0.1514 934.45 934.04 1 64.28571 1 A.EHSTVITF.L 2917 0
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_NT_lymphocytes_PK_104.015148.015148. 2 2.8157 0.2264 1815.77 1815.2 2 46.666668 1 E.FLMTVADFFIKAVPQS.P 2013 0
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_NT_lymphocytes_Ti_102.013377.013377.2 2 4.0856 0.2605 3138.07 3135.4 1 35.185184 1 K.FETNPEDSPADQTLIVQSQPVEVIYDAK.T 569 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_NT_lymphocytes_Ti_102.014764.014764.2 2 3.6268 0.1965 2308.57 2309.5 1 44.736843 1 R.FNLDLYPDATEGDLYTDMSK.V 1114 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.019724.0197 2 3.6494 0.3436 1999.33 1996.5 1 47.22222 2 K.ISPIILNTVLTIMAALSPK.T 2161 2
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NP_060154.3| gi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1| vacuolar protein sorting 13C protein isoform 1A [Homo sapiens] 13 18 6.2 3710 417279 6.6 HsSD-NE_NT_lymphocytes_Ti_114.010909.010909.2 2 3.2796 0.3451 2207.01 2208.6 1 44.444447 1 R.INLKPSYLVVPQTGFHHEK.S 649 2
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.013290.013290 2 4.504 0.2935 2184.37 2184.5 1 61.764706 6 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_115.017111.01711 2 4.0284 0.2898 2345.83 2344.8 1 55 27 E.LANTIKNIKDKAVIDEIFQGL.D 41 0 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_115.016639.016639 2 3.7615 0.3519 2473.15 2473.9 1 40.476192 13 K.ELANTIKNIKDKAVIDEIFQGL.D 40 1 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.007436.007436 1 2.5863 0.1947 1032.62 1033.2 1 75 2 R.KGHFDTLSK.G 22 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_115.016006.016006 3 3.9268 0.3699 2476.37 2473.9 1 28.57143 1 K.ELANTIKNIKDKAVIDEIFQGL.D 40 1 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.013196.013196 3 5.2684 0.4163 2184.68 2184.5 1 48.52941 7 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_112.019639.019639 2 4.2135 0.3493 1704.63 1704 1 71.42857 42 K.NIKDKAVIDEIFQGL.D 47 1 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.014434.01443 2 3.5558 0.2812 2187.05 2184.5 1 47.058823 2 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012840.0128 3 5.0099 0.3362 2185.4 2184.5 1 54.411762 1 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009224.00922 1 2.283 0.2191 1032.51 1033.2 1 75 2 R.KGHFDTLSK.G 22 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.013287.0132 2 4.9625 0.4091 2184.35 2184.5 1 64.70589 7 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.015702.01570 3 4.1796 0.2565 2187.29 2184.5 1 42.647057 2 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_106.018560.018560 2 4.3539 0.2276 1348.71 1348.5 1 81.818184 3 K.DKAVIDEIFQGL.D 50 1 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_NT_lymphocytes_Ti_112.013775.013775.2 2 5.7251 0.373 2185.91 2184.5 1 70.588234 94 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_106.009677.009677 1 2.4453 0.1717 1382.72 1382.6 5 54.545456 3 M.TKLEEHLEGIVN.I 2 0 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_NT_lymphocytes_Ti_111.009357.009357.1 1 2.6821 0.0905 1096.58 1094.2 1 62.5 1 K.AAHYHTHKE.- 84 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_104.019430.019430 2 4.8285 0.3405 1901.25 1899 1 73.333336 39 L.DANQDEQVDFQEFISL.V 62 0 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_NT_lymphocytes_Ti_111.015134.015134.3 3 5.8687 0.4032 2184.8 2184.5 1 47.058823 13 K.LEEHLEGIVNIFHQYSVR.K 4 2 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_106.021093.021093 2 3.6386 0.27 1382.97 1382.6 2 77.27273 27 M.TKLEEHLEGIVN.I 2 0 *
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_005612.1| gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 [Homo sapiens] 13 294 82.6 92 10575 6.2 HsSD-NE_PHA_lymphocytes_PK_102.000033.000033 2 2.9411 0.1742 1105.15 1105.3 1 83.33333 2 K.AVIDEIFQGL.D 52 1 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_112.005330.005330 2 3.8435 0.393 1447.11 1447.6 1 81.818184 1 A.AHKKSHEESHKE.- 82 1 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_114.003971.00397 2 4.1956 0.3423 2341.09 2341.6 1 58.823532 7 V.YRDDLKKLLETECPQYIR.K 30 1 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_110.008939.008939 2 3.3115 0.2043 1565.67 1565.8 1 68.181816 1 L.LETECPQYIRKK.G 38 1 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_Ti_112.011991.011991 3 5.0938 0.2911 2968.13 2967.3 1 38.04348 1 K.GNFHAVYRDDLKKLLETECPQYIR.K 24 2 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_Ti_105.009035.009035 2 2.6467 0.3048 1421.85 1422.6 5 60.000004 1 K.LLETECPQYIR.K 37 2 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_110.008935.008935 2 2.8632 0.1798 1623.85 1622.8 8 58.333332 2 L.LETECPQYIRKKG.A 38 0 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_Ti_111.011073.011073 1 1.9206 0.3121 1421.83 1422.6 2 60.000004 1 K.LLETECPQYIR.K 37 2 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_108.010848.010848 1 2.119 0.3115 1364.78 1365.6 2 60.000004 2 A.LNSIIDVYHKY.S 9 0 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2074.207 2 3.6799 0.2772 1422.53 1422.6 1 80 2 K.LLETECPQYIR.K 37 2 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_NT_lymphocytes_PK_105.013733.013733. 2 3.0194 0.196 1407.07 1407.6 1 68.181816 1 K.GADVWFKELDIN.T 50 1 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_105.015269.015269 2 4.3226 0.2268 1713.51 1711.9 1 78.57143 14 W.FKELDINTDGAVNFQ.E 55 0 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_105.015671.01567 2 4.0128 0.3388 1583.37 1583.7 1 73.07692 21 W.FKELDINTDGAVNF.Q 55 0 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_105.016023.016023 1 2.9774 0.2494 1585.02 1583.7 1 46.153847 5 W.FKELDINTDGAVNF.Q 55 0 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_NT_lymphocytes_Ti_112.011395.011395.1 1 2.0176 0.3631 1421.78 1422.6 4 55 1 K.LLETECPQYIR.K 37 2 *
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NP_002955.2| gi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 [Homo sapiens] 13 61 74.2 93 10834 7 HsSD-NE_PHA_lymphocytes_PK_102.016967.016967 2 2.7937 0.2255 1308.35 1308.4 2 68.181816 1 K.ELDINTDGAVNF.Q 57 1 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_109.013066.013066 2 2.6635 0.2668 1091.05 1091.3 3 72.22222 1 K.GAWSNVLRGM.G 273 1
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_108.011884.011884 2 2.725 0.2288 1035.17 1034.2 3 81.25 1 G.AWSNVLRGM.G 274 0
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_109.015128.015128 1 2.0505 0.2713 1364.69 1365.6 1 54.545456 1 R.GNLANVIRYFPT.Q 73 1
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.004460.004460 2 2.8038 0.186 1137.35 1137.4 7 77.77778 1 K.LLLQVQHASK.Q 34 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_111.016476.016476 2 2.8317 0.2041 1425.75 1423.8 8 66.66667 1 K.TAVAPIERVKLLL.Q 24 1
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_Ti_103.010306.010306 2 3.1259 0.3468 1645.05 1645.8 1 61.538464 2 K.GADIMYTGTVDCWR.K 246 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_107.017206.017206 2 3.7317 0.3395 1490.39 1488.7 1 72.72727 2 T.SLCFVYPLDFAR.T 127 1
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_Ti_104.017062.017062 2 3.0548 0.1822 1234.63 1234.4 1 66.66667 4 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_Ti_104.017060.017060 2 4.8336 0.5065 2797.97 2798.1 1 48.076923 45 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_PHA_lymphocytes_PK_110.013242.013242 1 2.3494 0.2429 1321.74 1322.5 1 65 2 A.NVIRYFPTQAL.N 77 0
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010197.01019 2 2.5697 0.2417 1123.73 1122.3 2 87.5 3 K.EQGVLSFWR.G 64 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010164.01016 1 2.5265 0.1644 1122.69 1122.3 5 68.75 1 K.EQGVLSFWR.G 64 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.012806.01280 2 3.9746 0.3479 1446.97 1447.7 1 86.36364 3 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010875.0108 2 2.5879 0.2228 1122.15 1122.3 1 81.25 4 K.EQGVLSFWR.G 64 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_PK_110.013376.013 2 3.1783 0.3035 2097.05 2095.4 1 47.368423 1 M.IAQTVTAVAGVVSYPFDTVR.R 216 1 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.012579.0125 2 3.6262 0.4034 1447.47 1447.7 1 86.36364 7 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011612.0116 1 3.1352 0.2722 1234.71 1234.4 1 66.66667 4 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011790.01179 2 4.6061 0.2986 1233.85 1234.4 1 87.5 3 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007658.0076 2 3.0745 0.1622 1137.21 1137.4 3 83.33333 2 K.LLLQVQHASK.Q 34 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.015878.0158 3 5.0417 0.4635 2799.14 2798.1 1 35.576923 3 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.009052.0090 2 3.8472 0.3768 1773.43 1774 1 78.57143 6 R.KGADIMYTGTVDCWR.K 245 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_110.013300.01330 1 2.4159 0.1067 1450.03 1447.7 2 54.545456 2 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.012807.0128 1 3.0093 0.1581 1449.87 1447.7 1 63.636364 2 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.001745.00174 3 3.6706 0.2923 2799.05 2798.1 1 33.653847 1 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007296.0072 2 2.8748 0.098 859.39 857 4 85.71429 1 R.GNLANVIR.Y 73 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007635.0076 1 2.0027 0.2201 1136.56 1137.4 9 66.66667 1 K.LLLQVQHASK.Q 34 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.013214.0132 2 4.6878 0.238 1233.75 1234.4 1 87.5 12 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008292.0082 2 2.294 0.1656 1207.33 1206.3 1 70 1 R.AAYFGVYDTAK.G 189 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009052.00905 2 3.4726 0.3942 1773.85 1774 1 67.85714 1 R.KGADIMYTGTVDCWR.K 245 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_106.016601.01660 2 5.2253 0.4352 2800.75 2798.1 1 48.076923 93 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010042.0100 2 2.575 0.1796 1648.31 1645.8 3 57.692307 1 K.GADIMYTGTVDCWR.K 246 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011468.01146 1 2.1483 0.1366 1233.72 1234.4 7 54.166668 1 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.016059.0160 2 5.669 0.461 2799.43 2798.1 1 48.076923 155 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_103.010644.010644.2 2 3.9328 0.4442 1645.09 1645.8 1 69.230774 3 K.GADIMYTGTVDCWR.K 246 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_105.016282.016282.2 2 3.5846 0.3355 1446.87 1447.7 1 86.36364 1 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_105.016264.016264.1 1 3.0502 0.2025 1447.76 1447.7 1 59.090908 3 R.YFPTQALNFAFK.D 81 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_106.016531.016531.2 2 4.9973 0.3961 2799.89 2798.1 1 46.153847 133 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_102.012887.012887.1 1 2.8054 0.1828 1233.99 1234.4 3 58.333332 1 K.DFLAGGIAAAISK.T 11 2 *
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|NP_001627.2| gi|156071462|ref|NP_001627.2| "solute carrier family 25, member A6 [Homo sapiens] " 21 517 48.7 298 32866 9.7 HsSD-NE_NT_lymphocytes_Ti_103.012754.012754.2 2 4.6755 0.2854 1234.33 1234.4 1 87.5 8 K.DFLAGGIAAAISK.T 11 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_108.018944.018944 2 3.4174 0.2364 1964.97 1966.3 1 64.70589 4 L.LIHEVLAPGCLDAFPLLS.A 161 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_108.001562.001562 2 3.0856 0.2746 1227.81 1227.5 2 77.77778 1 D.YNLLDLLLIH.E 154 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_108.017523.017523 2 3.5406 0.3002 1766.23 1766.1 1 63.333332 2 L.LIHEVLAPGCLDAFPL.L 161 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.014705.014705 2 4.2563 0.4014 2992.73 2993.4 1 42 3 R.MLLADQGQSWKEEVVTVETWQEGSLK.A 20 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011146.011146 2 5.4947 0.491 2156.07 2156.4 1 67.64706 8 K.YISLIYTNYEAGKDDYVK.A 104 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_113.020372.020372 2 3.162 0.2171 2158.91 2158.5 1 50 1 K.TFIVGDQISFADYNLLDLL.L 142 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.011829.011829 2 5.0483 0.4353 1887.13 1885.1 1 80 12 K.FQDGDLTLYQSNTILR.H 56 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_108.014994.014994 2 2.7569 0.1725 2483.89 2483.8 1 42.857143 1 N.YEAGKDDYVKALPGQLKPFETL.L 112 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_108.013673.013673 1 2.2528 0.219 1314.54 1314.6 1 59.090908 1 K.ALPGQLKPFETL.L 122 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_109.020540.020540 2 3.6277 0.3125 2203.05 2200.5 1 47.368423 1 L.LIHEVLAPGCLDAFPLLSAY.V 161 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.014978.014978 3 4.3645 0.2326 2995.16 2993.4 1 31 5 R.MLLADQGQSWKEEVVTVETWQEGSLK.A 20 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_113.019625.019625 2 3.2378 0.2719 2273.15 2273.6 1 47.368423 2 F.IVGDQISFADYNLLDLLLIH.E 144 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_107.016780.016780 2 2.9815 0.1571 949.75 950.21 7 92.85714 1 N.LLDLLLIH.E 156 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_109.019413.019413 2 2.9488 0.2628 2037.45 2037.4 1 44.444447 1 L.LIHEVLAPGCLDAFPLLSA.Y 161 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009796.00979 2 2.6783 0.0843 2157.01 2156.4 6 38.235294 1 K.YISLIYTNYEAGKDDYVK.A 104 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010179.01017 2 4.1419 0.3382 1884.41 1885.1 1 50 1 K.FQDGDLTLYQSNTILR.H 56 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_102.018974.018974 2 3.5614 0.4276 1591.71 1590.7 1 69.230774 13 K.TFIVGDQISFADYN.L 142 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_Ti_102.015956.015956.2 2 6.2106 0.44 2117.09 2118.3 1 80.55556 3 K.DQQEAALVDMVNDGVEDLR.C 83 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011159.011159 2 3.3824 0.1673 1474.73 1475.7 1 83.33333 1 A.LVDMVNDGVEDLR.C 89 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_104.003566.003566 2 3.4156 0.2827 1910.45 1910.2 1 62.5 1 F.IVGDQISFADYNLLDLL.L 144 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_Ti_110.011885.011885.2 2 5.2496 0.4674 2156.37 2156.4 1 64.70589 3 K.YISLIYTNYEAGKDDYVK.A 104 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_102.016746.016746 1 1.9094 0.2904 1126.57 1127.3 4 61.11111 1 K.TFIVGDQISF.A 142 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_102.003990.003990 1 2.381 0.29 1591.39 1590.7 2 46.153847 1 K.TFIVGDQISFADYN.L 142 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_104.016292.016292 2 3.4402 0.1645 1127.19 1127.3 1 83.33333 5 K.TFIVGDQISF.A 142 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_PK_105.014307.014307. 2 4.8488 0.5193 1422.73 1422.7 1 87.5 10 C.LDAFPLLSAYVGR.L 171 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_Ti_102.015957.015957.3 3 3.746 0.289 2118.89 2118.3 2 36.11111 1 K.DQQEAALVDMVNDGVEDLR.C 83 2 *
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353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_106.018621.01862 2 3.9169 0.3249 1924.13 1924.2 1 67.64706 4 L.IHEVLAPGCLDAFPLLSA.Y 162 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_Ti_104.011768.011768.2 2 5.3942 0.3701 1886.43 1885.1 1 73.333336 6 K.FQDGDLTLYQSNTILR.H 56 2 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_PK_108.012575.012575. 2 2.5309 0.1817 1195.41 1194.4 1 85 1 D.AFPLLSAYVGR.L 173 1 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_PHA_lymphocytes_PK_106.000976.000976 2 3.8312 0.3054 1413.31 1413.7 1 77.27273 4 F.ADYNLLDLLLIH.E 152 0 *
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_000843.1| gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sapiens] 26 105 63.3 210 23356 5.6 HsSD-NE_NT_lymphocytes_Ti_109.015448.015448.2 2 4.1033 0.4186 2994.41 2993.4 1 34 6 R.MLLADQGQSWKEEVVTVETWQEGSLK.A 20 2 *
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_PHA_lymphocytes_Ti_102.001226.001226 2 5.6939 0.4612 2920.03 2917.4 1 44.642857 7 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_PHA_lymphocytes_Ti_102.001778.001778 3 3.6451 0.1276 2919.83 2917.4 9 22.321428 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_PHA_lymphocytes_Ti_101.000748.000748 2 3.1201 0.214 2273.09 2272.8 3 36.363636 1 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_PHA_lymphocytes_Ti_103.008333.008333 2 4.8207 0.4161 1691.67 1693.9 1 84.61539 16 R.HLQLAIRNDEELNK.L 83 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.016414.0164 2 4.9368 0.3922 2272.67 2272.8 1 50 10 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_111.002817.002 2 3.4217 0.1536 1677.83 1676.9 3 56.666668 1 L.AAVLEYLTAEILELAG.N 53 0
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 22 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008062.0080 2 4.452 0.349 1692.71 1693.9 2 73.07692 8 R.HLQLAIRNDEELNK.L 83 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010166.01016 2 3.9931 0.285 1695.15 1693.9 1 73.07692 1 R.HLQLAIRNDEELNK.L 83 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007936.00793 2 2.8037 0.1287 1275.91 1275.5 1 72.72727 1 R.SSRAGLQFPVGR.V 19 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 22 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008115.0081 3 3.1961 0.1063 1694.69 1693.9 5 44.230766 2 R.HLQLAIRNDEELNK.L 83 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_NT_lymphocytes_Ti_115.018842.01884 2 2.8089 0.2936 2917.65 2917.4 1 39.285713 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_110.020631.020 2 4.2679 0.3239 2089.29 2089.4 1 52.63158 2 L.AAVLEYLTAEILELAGNAAR.D 53 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019978.019 2 3.8353 0.3565 2621.49 2619 1 38 2 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.018945.018 2 3.9704 0.1907 2634.93 2633.1 1 50 3 G.APVYLAAVLEYLTAEILELAGNAAR.D 48 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019128.019 3 5.2119 0.4153 2819.69 2818.2 1 34.25926 2 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.010779.010 2 2.8514 0.1647 1190.59 1188.4 1 80 1 S.SRAGLQFPVGR.V 20 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019292.019 3 6.998 0.4454 2918.39 2917.4 1 35.714287 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_111.019992.019 2 4.1118 0.1584 2821.05 2818.2 1 40.74074 4 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014048.01404 2 4.9596 0.4084 2272.55 2272.8 1 54.545456 3 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019883.019 2 2.7939 0.1971 2280.21 2277.7 1 40.476192 1 A.GAPVYLAAVLEYLTAEILELAG.N 47 0
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.018784.018 2 3.4401 0.2581 2764.05 2761.2 1 38.46154 2 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019961.019 2 3.2775 0.2996 2763.53 2761.2 9 25.925926 2 R.VGAGAPVYLAAVLEYLTAEILELAGNAA.R 44 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.019491.019 2 4.4793 0.3816 2691.43 2690.1 1 48 3 A.GAPVYLAAVLEYLTAEILELAGNAAR.D 47 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_111.019790.019 2 6.092 0.4904 2918.63 2917.4 1 46.42857 16 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_112.020391.020 2 3.8193 0.4196 2506.53 2504.9 1 41.666664 1 R.VGAGAPVYLAAVLEYLTAEILELAG.N 44 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_PK_111.013826.013 2 4.4419 0.3008 1933.93 1932.4 1 58.333332 3 K.VTIAQGGVLPNIQAVLLPK.K 101 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_105.009818.009818. 2 3.4777 0.2086 1330.65 1329.5 2 83.33333 3 L.TAEILELAGNAAR.D 60 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_110.015507.015507. 2 3.6689 0.3139 1988.25 1989.4 2 42.105263 2 G.GVTIAQGGVLPNIQAVLLPK.K 100 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_106.017795.017795.2 2 3.1379 0.3016 3118.39 3115.6 3 27.586206 2 R.NDEELNKLLGGVTIAQGGVLPNIQAVLLPK.K 90 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_111.020044.020044. 2 3.7364 0.3476 2621.47 2619 1 36 1 R.VGAGAPVYLAAVLEYLTAEILELAGN.A 44 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_111.013202.013202. 2 4.2142 0.2794 1931.45 1932.4 1 63.88889 6 G.VTIAQGGVLPNIQAVLLPK.K 101 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_107.017471.017471.2 2 5.4378 0.3903 2271.53 2272.8 1 56.81818 14 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.000072.000072. 2 3.3709 0.1786 1607.05 1605.8 2 71.42857 2 E.YLTAEILELAGNAAR.D 58 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_105.016307.016307. 2 3.0879 0.2036 1847.39 1848.1 1 68.75 1 V.LEYLTAEILELAGNAAR.D 56 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_105.018598.018598. 2 4.4903 0.2324 1947.61 1947.2 1 67.64706 5 A.VLEYLTAEILELAGNAAR.D 55 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 22 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.000578.000578. 1 3.5386 0.2049 1330.09 1329.5 1 66.66667 2 L.TAEILELAGNAAR.D 60 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.000797.000797. 2 5.0983 0.2825 2819.79 2818.2 1 44.444447 5 V.GAGAPVYLAAVLEYLTAEILELAGNAAR.D 45 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_115.020693.020693.3 3 4.7985 0.3535 2918.78 2917.4 1 29.464287 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_115.020714.020714.2 2 5.4138 0.46 2918.49 2917.4 1 44.642857 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 22 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.020638.0206 2 4.0767 0.335 2919.41 2917.4 1 37.5 1 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.020118.020118. 2 4.6925 0.3528 2919.35 2917.4 1 41.07143 4 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_105.018530.018530. 2 3.6199 0.1907 2019.45 2018.3 1 50 1 A.AVLEYLTAEILELAGNAAR.D 54 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_PHA_lymphocytes_PK_107.001538.001538 2 3.7876 0.2582 1945.89 1947.2 1 52.941177 3 A.VLEYLTAEILELAGNAAR.D 55 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.016682.0166 3 4.173 0.344 2271.08 2272.8 1 35.227272 2 K.LLGGVTIAQGGVLPNIQAVLLPK.K 97 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_107.002679.002679. 2 2.8662 0.248 2367.41 2365.7 1 40.476192 1 V.YLAAVLEYLTAEILELAGNAAR.D 51 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.019341.019341. 3 4.3418 0.3726 2920.19 2917.4 1 30.357143 3 R.VGAGAPVYLAAVLEYLTAEILELAGNAAR.D 44 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.000864.000864. 1 2.8114 0.1986 1442.71 1442.7 1 53.846157 1 Y.LTAEILELAGNAAR.D 59 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_112.019593.019593. 2 3.6556 0.2009 2764.13 2761.2 1 40.384613 1 G.AGAPVYLAAVLEYLTAEILELAGNAAR.D 46 1
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_Ti_109.009851.009851.2 2 4.0521 0.3308 1693.85 1693.9 1 80.769226 2 R.HLQLAIRNDEELNK.L 83 2
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_002096.1| gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1| "H2A histone family, member X [Homo sapiens] " 33 316 54.5 143 15145 10.7 HsSD-NE_NT_lymphocytes_PK_105.016270.016270. 2 3.2005 0.1647 1735.41 1734.9 1 60.000004 1 L.EYLTAEILELAGNAAR.D 57 1
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_PHA_lymphocytes_Ti_113.017647.017647 2 5.7167 0.4749 2898.05 2897.3 1 42.857143 19 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_PHA_lymphocytes_Ti_102.007454.007454 2 3.7701 0.2744 1370.81 1371.6 1 69.230774 3 K.ATIAGGGVIPHIHK.S 103 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_PHA_lymphocytes_Ti_106.003428.003428 3 6.57 0.505 2897.06 2897.3 1 34.82143 16 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_PHA_lymphocytes_Ti_103.013461.013461 3 3.6779 0.3672 1952.69 1951.2 1 39.0625 10 R.HLQLAIRGDEELDSLIK.A 86 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_NT_lymphocytes_Ti_111.018848.01884 2 4.4653 0.4766 2897.59 2897.3 1 41.07143 4 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_NT_lymphocytes_PK_107.010811.0108 2 2.7992 0.1759 1118.75 1119.2 8 83.33333 1 R.GDEELDSLIK.A 93 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008498.0084 2 2.902 0.0834 945.03 945.11 4 87.5 2 R.AGLQFPVGR.V 24 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_NT_lymphocytes_PK_113.012146.0121 2 3.2375 0.1627 946.63 945.11 3 87.5 2 R.AGLQFPVGR.I 24 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_NT_lymphocytes_Ti_112.018176.01817 3 5.9869 0.4877 2896.7 2897.3 1 36.607143 4 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_NT_lymphocytes_Ti_114.009804.00980 2 2.7655 0.1195 1372.17 1371.6 2 61.538464 2 K.ATIAGGGVIPHIHK.S 103 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_114.002543.002543.2 2 4.9272 0.3891 2899.51 2897.3 1 39.285713 14 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_111.011487.011487.2 2 4.247 0.3669 1370.99 1371.6 1 73.07692 2 K.ATIAGGGVIPHIHK.S 103 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_111.011508.011508.1 1 3.0801 0.2284 1371.97 1371.6 1 57.692307 3 K.ATIAGGGVIPHIHK.S 103 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_111.019551.019551.3 3 6.944 0.472 2899.58 2897.3 1 35.714287 8 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_PK_108.009362.009362. 2 3.204 0.1782 945.19 945.11 3 87.5 2 R.AGLQFPVGR.V 24 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_104.009438.009438.2 2 3.2592 0.1329 946.11 945.11 2 87.5 4 R.AGLQFPVGR.V 24 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.018212.0182 3 6.3019 0.4615 2898.29 2897.3 1 36.607143 13 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.019680.0196 2 4.8396 0.443 2899.53 2897.3 1 42.857143 11 R.VGATAAVYSAAILEYLTAEVLELAGNASK.D 47 2
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_002097.1| gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| "H2A histone family, member Z [Homo sapiens] " 8 124 53.9 128 13553 10.6 HsSD-NE_NT_lymphocytes_Ti_108.016913.016913.2 2 3.9153 0.2825 1952.77 1951.2 3 53.125 4 R.HLQLAIRGDEELDSLIK.A 86 2
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_111.011604.011604 2 4.4243 0.364 2080.99 2082.4 1 61.764706 2 K.LGHPDTLNQGEFKELVRK.D 26 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_113.013124.013124 2 3.7438 0.3625 2394.71 2396.8 1 57.5 2 Y.SVKLGHPDTLNQGEFKELVRK.D 23 1 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_109.012846.012846 2 3.732 0.3293 1666.45 1666.9 1 62.5 1 G.EFKELVRKDLQNF.L 36 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_111.010607.010607 2 3.8332 0.3913 2045.27 2046.1 1 50 2 M.HEGDEGPGHHHKPGLGEGTP.- 95 1 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_111.012007.012007 3 5.3999 0.3044 2014.67 2013.3 1 51.47059 2 Y.SVKLGHPDTLNQGEFKEL.V 23 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_111.012017.012017 2 4.7378 0.3468 2012.85 2013.3 1 64.70589 10 Y.SVKLGHPDTLNQGEFKEL.V 23 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_113.015545.015545 3 3.5318 0.2541 2751.17 2753.1 3 28.260868 1 Y.SVKLGHPDTLNQGEFKELVRKDLQ.N 23 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_108.010338.010338 2 2.8601 0.2832 1697.99 1698.9 1 57.14286 1 K.LGHPDTLNQGEFKEL.V 26 1 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007149.00714 2 3.1681 0.2461 1458.27 1456.6 1 66.66667 3 K.LGHPDTLNQGEFK.E 26 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.014997.01499 2 3.346 0.1648 1618.87 1615.9 1 70.83333 1 K.QLSFEEFIMLMAR.L 73 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008486.00848 2 4.6208 0.3486 1745.77 1743.9 1 78.57143 1 K.VIEHIMEDLDTNADK.Q 58 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.012744.0127 2 3.55 0.1971 1806.95 1808 2 64.28571 2 R.NIETIINTFHQYSVK.L 11 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.012768.01276 2 4.2606 0.4235 1807.11 1808 1 71.42857 5 R.NIETIINTFHQYSVK.L 11 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_106.009634.009634 2 3.3059 0.2443 1587.31 1585.7 2 57.692307 4 L.GHPDTLNQGEFKEL.V 27 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_NT_lymphocytes_Ti_108.013029.013029.2 2 4.4611 0.3261 1809.27 1808 1 67.85714 6 R.NIETIINTFHQYSVK.L 11 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_PHA_lymphocytes_PK_106.012950.012950 1 2.2156 0.3018 1531.03 1531.7 5 45.833336 1 M.SQLERNIETIINT.F 6 0 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3491.349 2 4.5186 0.3038 1810.25 1808 1 67.85714 5 R.NIETIINTFHQYSVK.L 11 2 *
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_002956.1| gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 [Homo sapiens] 14 51 79.8 114 13242 6.1 HsSD-NE_NT_lymphocytes_Ti_104.009891.009891.2 2 5.1821 0.3544 1744.89 1743.9 1 82.14286 2 K.VIEHIMEDLDTNADK.Q 58 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_110.014308.014308 2 3.1323 0.2041 1355.15 1353.6 1 85 4 K.LHVDPENFRLL.G 97 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_109.011748.011748 2 3.0135 0.2454 1239.95 1240.4 9 66.66667 2 L.HVDPENFRLL.G 98 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_Ti_107.010754.010754 2 3.5221 0.2996 1799.57 1799.1 1 62.5 1 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_110.009844.009844 3 4.4926 0.3196 1997.69 1997.1 1 51.666664 3 L.SELHCDKLHVDPENFR.L 90 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_109.009567.009567 2 4.5442 0.3949 1910.27 1910.1 1 64.28571 4 S.ELHCDKLHVDPENFR.L 91 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_109.009565.009565 2 5.2182 0.4805 1996.01 1997.1 1 73.333336 9 L.SELHCDKLHVDPENFR.L 90 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_Ti_111.012724.012724 2 4.3169 0.3493 1672.05 1670.9 1 76.666664 4 K.VLGAFSDGLAHLDNLK.G 68 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_109.008916.008916 2 3.2379 0.3277 1355.49 1353.4 1 75 2 L.SELHCDKLHVD.P 90 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_108.014042.014042 2 2.8615 0.2766 1275.59 1275.5 1 83.33333 2 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_Ti_114.010263.010263 2 4.2081 0.4224 1453.37 1450.7 1 73.07692 9 K.VVAGVANALAHKYH.- 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_113.014408.014408 2 4.7389 0.3292 2223.53 2223.5 1 58.823532 45 L.SELHCDKLHVDPENFRLL.G 90 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_114.018172.018172 3 3.8409 0.1896 2222.48 2223.5 8 39.705883 1 L.SELHCDKLHVDPENFRLL.G 90 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_107.010156.010156 2 2.5113 0.2398 1752.51 1753.9 5 53.846157 1 S.ELHCDKLHVDPENF.R 91 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_107.010110.010110 2 2.9885 0.296 1839.95 1841 1 60.714287 1 L.SELHCDKLHVDPENF.K 90 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_Ti_105.010808.010808 3 3.1863 0.1972 2632.37 2630.8 1 33.333336 1 K.GTFSQLSELHCDKLHVDPENFR.L 84 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_115.016254.016254 2 3.596 0.2629 2139.27 2136.4 1 53.125 3 S.ELHCDKLHVDPENFRLL.G 91 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_114.015983.015983 2 3.454 0.2854 2338.39 2336.6 8 41.666664 2 T.LSELHCDKLHVDPENFRLL.G 89 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_Ti_101.004310.004310 2 3.5515 0.2162 1152.49 1150.4 1 86.36364 7 K.VVAGVANALAHK.Y 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_110.010256.010256 2 3.6656 0.3437 2108.57 2110.3 1 62.5 2 T.LSELHCDKLHVDPENFR.L 89 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_107.011180.01118 3 3.9792 0.1694 2631.56 2630.8 1 33.333336 1 K.GTFSQLSELHCDKLHVDPENFR.L 84 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_109.011300.01130 2 3.0477 0.2992 1274.81 1275.5 1 88.88889 7 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007604.0076 2 2.4269 0.1718 1126.59 1127.2 8 81.25 1 K.LHVDPENFR.L 97 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_104.007660.00766 2 3.7055 0.304 1257.91 1257.4 1 79.16667 2 K.VNVDAVGGEALGR.L 19 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_111.011240.01124 2 5.2478 0.336 1799.47 1799.1 1 75 1 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_111.011408.01140 3 5.5631 0.3837 1799.45 1799.1 1 54.6875 2 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_PK_114.013629.0136 2 2.7355 0.2428 1275.47 1275.5 1 77.77778 6 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010972.0109 2 3.6318 0.136 2632.19 2630.8 1 42.857143 2 K.GTFSQLSELHCDKLHVDPENFR.L 84 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_108.011048.01104 1 2.0951 0.1485 1276.75 1275.5 1 66.66667 3 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010916.0109 2 2.876 0.2471 1274.89 1275.5 1 77.77778 5 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010044.0100 2 5.4059 0.4813 1797.91 1799.1 1 78.125 10 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_PK_105.008811.0088 2 3.011 0.1633 829.15 827.87 1 92.85714 2 F.SDGLAHLD.N 73 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007271.0072 2 3.6307 0.3903 1149.19 1150.4 1 90.909096 5 K.VVAGVANALAHK.Y 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010000.0100 2 4.8818 0.3756 1671.79 1670.9 1 73.333336 2 K.VLGAFSDGLAHLDNLK.G 68 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_107.010964.01096 2 5.3136 0.3258 1670.23 1670.9 1 76.666664 7 K.VLGAFSDGLAHLDNLK.G 68 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_PK_111.010610.010 2 3.3285 0.3184 1149.79 1150.4 1 81.818184 3 K.VVAGVANALAHK.Y 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010766.0107 3 6.0985 0.371 1797.83 1799.1 1 54.6875 16 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_110.007322.00732 2 3.892 0.3171 1152.43 1150.4 1 86.36364 9 K.VVAGVANALAHK.Y 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_Ti_110.014024.01402 2 2.565 0.1841 1327.63 1327.6 7 59.090908 1 R.LLGNVLVCVLAR.N 106 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_105.016113.016113.2 2 4.9501 0.3386 1670.67 1670.9 1 70 3 K.VLGAFSDGLAHLDNLK.G 68 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_103.011814.011814.2 2 2.7899 0.1192 1277.45 1275.5 1 83.33333 3 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_PK_108.013061.013061. 2 2.5576 0.2036 1726.63 1728 4 50 1 K.VLGAFSDGLAHLDNLKG.T 68 1
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_106.010976.010976 2 3.8442 0.341 1488.81 1488.6 1 76.92308 2 F.SDGLAHLDNLKGTF.A 73 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_102.008655.008655.2 2 2.6492 0.0903 1258.29 1257.4 2 70.83333 1 K.VNVDAVGGEALGR.L 19 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_107.016703.016703.3 3 4.296 0.2833 3174.2 3174.5 8 25 3 K.VLGAFSDGLAHLDNLKGTFSQLSELHCDK.L 68 2 *
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357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_102.013284.013284.2 2 2.9414 0.1701 2046.31 2046.3 4 50 1 R.FFESFGDLSSPDAVMGNPK.V 42 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5498.549 2 2.991 0.133 1275.01 1275.5 1 77.77778 15 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_110.015136.015136.2 2 3.613 0.3251 1327.47 1327.6 1 81.818184 3 R.LLGNVLVCVLAR.N 106 2 *
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2922.292 2 5.2592 0.4068 1671.62 1670.9 1 83.33333 3 K.VLGAFSDGLAHLDNLK.G 68 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010112.0101 2 3.5638 0.4247 1449.67 1450.7 1 76.92308 3 K.VVAGVANALAHKYH.- 134 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_109.011633.011633.3 3 4.1068 0.2647 1799.21 1799.1 1 46.875 2 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_PHA_lymphocytes_PK_106.011020.011020 1 3.7746 0.3429 1489.93 1488.6 1 61.538464 4 F.SDGLAHLDNLKGTF.A 73 0
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_PK_109.012320.012320. 2 3.0156 0.2623 1274.61 1275.5 1 88.88889 2 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsSD-NE_NT_lymphocytes_Ti_109.011623.011623.2 2 4.0074 0.3633 1798.65 1799.1 1 71.875 3 K.KVLGAFSDGLAHLDNLK.G 67 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2854.285 1 1.9439 0.0958 1274.57 1275.5 2 61.11111 2 R.LLVVYPWTQR.F 32 2
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_000510.1| gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 32 241 72.8 147 16055 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2862.28 2 2.908 0.1232 1276.11 1275.5 1 72.22222 1 R.LLVVYPWTQR.F 32 2
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsSD-NE_PHA_lymphocytes_PK_112.011701.01170 1 2.6498 0.2344 1379.64 1379.6 2 59.090908 3 Q.HISLNPPRCTIA.M 42 0 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsSD-NE_PHA_lymphocytes_PK_113.014858.014858 2 3.4829 0.3234 1650.95 1651.9 1 69.230774 2 R.FRVPLLHCDLINPG.A 103 1 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_NT_lymphocytes_Ti_106.008566.00856 2 3.5623 0.3105 1781.55 1780.9 1 60.000004 1 R.TTFANVVNVCGNQSIR.C 73 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_NT_lymphocytes_Ti_114.011421.01142 2 3.6137 0.3564 1780.75 1779.1 1 64.28571 11 R.AQWFAIQHISLNPPR.C 35 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_NT_lymphocytes_Ti_106.010490.01049 2 3.7089 0.081 1357.53 1354.6 1 86.36364 1 R.YPVVPVHLDTTI.- 149 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2050.20 2 4.5528 0.4551 1781.4 1780.9 1 66.66667 1 R.TTFANVVNVCGNQSIR.C 73 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_PHA_lymphocytes_Ti_115.011596.0115 2 4.0797 0.461 1778.97 1779.1 1 71.42857 11 R.AQWFAIQHISLNPPR.C 35 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_PHA_lymphocytes_Ti_113.011442.0114 2 3.3952 0.0902 1355.25 1354.6 1 81.818184 1 R.YPVVPVHLDTTI.- 149 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2776.277 2 5.0093 0.46 1778.39 1779.1 1 78.57143 2 R.AQWFAIQHISLNPPR.C 35 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_PHA_lymphocytes_Ti_114.011704.0117 3 4.1463 0.3533 1779.14 1779.1 1 42.857143 2 R.AQWFAIQHISLNPPR.C 35 2 *
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NP_002926.2| gi|45243507|ref|NP_002926.2| "ribonuclease, RNase A family, 3 (eosinophil cationic protein) [Hom 7 48 40.6 160 18385 10 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3083.30 2 4.8651 0.3759 1778.83 1779.1 1 71.42857 2 R.AQWFAIQHISLNPPR.C 35 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.017039.017039 2 5.0676 0.4303 2099.89 2101.3 1 73.52941 25 R.YGINTTDIFQTVDLWEGK.N 103 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_PHA_lymphocytes_Ti_114.015030.015030 2 4.7039 0.3002 2397.61 2395.6 1 58.333332 13 K.QYDADLEQILIQWITTQCR.K 21 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.020583.020583 3 4.763 0.2607 2397.47 2395.6 1 38.88889 7 K.QYDADLEQILIQWITTQCR.K 21 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.020117.02011 3 3.2129 0.1708 2395.19 2395.6 7 29.166666 1 K.QYDADLEQILIQWITTQCR.K 21 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.016322.0163 2 4.8875 0.3608 2104.11 2101.3 1 76.47059 3 R.YGINTTDIFQTVDLWEGK.N 103 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.013018.0130 2 4.3944 0.3061 1596.35 1595.7 1 65.38461 1 R.DDGLFSGDPNWFPK.K 140 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_NT_lymphocytes_PK_114.014109.0141 2 4.068 0.3527 1595.15 1595.7 1 84.61539 5 R.DDGLFSGDPNWFPK.K 140 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.018422.0184 2 4.7208 0.3797 2289.73 2288.6 1 47.5 3 K.DGTVLCELINALYPEGQAPVK.K 58 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.016509.01650 2 4.2301 0.3058 2102.91 2101.3 1 73.52941 3 R.YGINTTDIFQTVDLWEGK.N 103 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010178.0101 2 3.9434 0.31 1216.61 1216.5 1 90.909096 2 R.TLMNLGGLAVAR.D 128 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009860.00986 2 4.2741 0.2661 1216.33 1216.5 1 90.909096 1 R.TLMNLGGLAVAR.D 128 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_NT_lymphocytes_Ti_105.017155.017155.3 3 3.9883 0.3627 2417.03 2416.7 1 34.523808 4 K.DGTVLCELINALYPEGQAPVKK.I 58 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_NT_lymphocytes_Ti_101.014283.014283.2 2 3.6447 0.1758 1679.49 1679.9 1 69.230774 2 K.QMEQISQFLQAAER.Y 89 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_NT_lymphocytes_Ti_110.017920.017920.2 2 5.6605 0.3968 2101.39 2101.3 1 76.47059 26 R.YGINTTDIFQTVDLWEGK.N 103 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_NT_lymphocytes_Ti_105.017212.017212.2 2 5.0043 0.2926 2418.91 2416.7 1 47.61905 4 K.DGTVLCELINALYPEGQAPVKK.I 58 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.015356.0153 3 3.6139 0.2558 2395.73 2395.6 1 36.11111 1 K.QYDADLEQILIQWITTQCR.K 21 2 *
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_003555.1| gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 9 106 49.7 199 22391 8.2 HsSD-NE_NT_lymphocytes_Ti_102.020264.020264.2 2 4.9353 0.2991 2291.29 2288.6 1 57.5 5 K.DGTVLCELINALYPEGQAPVK.K 58 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsSD-NE_PHA_lymphocytes_PK_107.011123.011123 2 3.0343 0.2386 1096.33 1096.3 1 83.33333 1 R.GLIENPALLR.W 58 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010346.01034 2 3.2056 0.1761 1548.67 1547.8 5 62.5 1 R.TINVYPNFRPTPK.N 73 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsNaOH-NE_NT_lymphocytes_PK_114.012694.0126 2 3.428 0.2876 2048.47 2047.2 1 52.941177 1 R.TLPETLDPAEYNISPETR.R 13 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009770.00977 2 4.7454 0.3728 2047.41 2047.2 1 67.64706 2 R.TLPETLDPAEYNISPETR.R 13 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2547.25 2 3.4681 0.3709 2046.5 2047.2 1 58.823532 2 R.TLPETLDPAEYNISPETR.R 13 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsSD-NE_PHA_lymphocytes_PK_105.012632.012632 2 2.5146 0.2602 2045.81 2047.2 4 41.17647 1 R.TLPETLDPAEYNISPETR.R 13 2 *
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|XP_001125915.1| gi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ubiquinone oxidoreductase B15 sub 3 10 31.8 129 15209 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2598.259 2 4.095 0.4474 2046.94 2047.2 1 67.64706 2 R.TLPETLDPAEYNISPETR.R 13 2 *
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_102.010668.010668 1 3.3098 0.4274 1298.7 1299.6 1 63.636364 2 K.VHLVGIDIFTGK.K 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_104.017900.017900 2 5.3514 0.4021 2583.77 2581.8 1 54.545456 18 R.NDFQLIGIQDGYLSLLQDSGEVR.E 117 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_107.010411.010411 2 4.0593 0.3523 1427.53 1427.7 1 83.33333 2 K.VHLVGIDIFTGKK.Y 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_PK_114.020359.020359 2 2.6821 0.1902 1969.09 1966.2 1 56.25 1 K.RNDFQLIGIQDGYLSLL.Q 116 1
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_105.008708.008708 3 5.1143 0.3197 2319.44 2318.6 1 47.22222 1 K.KYEDICPSTHNMDVPNIKR.N 98 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_112.017920.017920 3 3.4909 0.2254 4578.83 4579.1 4 16.875 1 R.EDLRLPEGDLGKEIEQKYDCGEEILITVLSAMTEEAAVAIK.A 140 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_115.017023.017023 2 4.2963 0.4502 2626.79 2628 1 43.47826 4 K.YDCGEEILITVLSAMTEEAAVAIK.A 157 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_105.016898.016898 3 5.4791 0.3644 2737.58 2738 1 38.04348 6 K.RNDFQLIGIQDGYLSLLQDSGEVR.E 116 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_106.010429.010429 3 4.3496 0.3436 1427.84 1427.7 1 64.58333 6 K.VHLVGIDIFTGKK.Y 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_114.001418.001418 3 4.3563 0.4301 2627.81 2628 1 29.347824 5 K.YDCGEEILITVLSAMTEEAAVAIK.A 157 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_PK_108.009767.009767 2 4.0828 0.3721 2163.57 2162.4 1 58.823532 2 K.KYEDICPSTHNMDVPNIK.R 98 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_103.015965.015965 2 4.9924 0.3743 2739.01 2738 1 50 9 K.RNDFQLIGIQDGYLSLLQDSGEVR.E 116 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_PHA_lymphocytes_Ti_107.011505.011505 2 3.3802 0.2847 1300.69 1299.6 1 86.36364 6 K.VHLVGIDIFTGK.K 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.017188.0171 2 4.1101 0.1937 2584.83 2581.8 1 61.363636 6 R.NDFQLIGIQDGYLSLLQDSGEVR.E 117 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsNaOH-NE_NT_lymphocytes_Ti_111.012071.01207 1 3.4882 0.3573 1299.91 1299.6 1 72.72727 2 K.VHLVGIDIFTGK.K 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008072.0080 3 4.0717 0.29 2317.85 2318.6 1 37.5 1 K.KYEDICPSTHNMDVPNIKR.N 98 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsNaOH-NE_NT_lymphocytes_Ti_109.017057.01705 2 3.1806 0.2374 2582.11 2581.8 5 36.363636 1 R.NDFQLIGIQDGYLSLLQDSGEVR.E 117 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_NT_lymphocytes_Ti_112.013290.013290.2 2 2.4261 0.1979 1299.61 1299.6 2 72.72727 1 K.VHLVGIDIFTGK.K 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_NT_lymphocytes_Ti_104.019725.019725.2 2 4.2337 0.3602 2583.83 2581.8 1 54.545456 52 R.NDFQLIGIQDGYLSLLQDSGEVR.E 117 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_NT_lymphocytes_Ti_112.012860.012860.2 2 3.3762 0.1488 1427.75 1427.7 1 83.33333 1 K.VHLVGIDIFTGKK.Y 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011631.0116 1 3.1688 0.3928 1299.87 1299.6 1 72.72727 1 K.VHLVGIDIFTGK.K 86 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_NT_lymphocytes_Ti_113.020261.020261.3 3 3.4605 0.2153 2630.93 2628 1 28.260868 1 K.YDCGEEILITVLSAMTEEAAVAIK.A 157 2
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|XP_001724624.1| gi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_00196 PREDICTED: similar to eukaryotic initiation factor 5A [Homo sapien 13 131 51.6 184 20170 7 HsSD-NE_NT_lymphocytes_Ti_111.013675.013675.1 1 3.5484 0.3768 1298.96 1299.6 1 72.72727 2 K.VHLVGIDIFTGK.K 86 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_109.012427.012427 2 3.7489 0.4643 1391.65 1393.5 1 85 4 K.HLWDYTFGPEK.L 87 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_108.012202.012202 2 3.3676 0.1659 1787.83 1785 1 63.333332 1 K.VGGERFEAPEALFQPH.L 254 1
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.004592.004592 2 2.8302 0.268 1423.77 1423.6 6 62.5 1 R.KVVVCDNGTGFVK.C 7 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_109.012370.012370 1 3.6036 0.258 1394.9 1393.5 1 70 4 K.HLWDYTFGPEK.L 87 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010047.010047 2 3.5163 0.1527 1772.05 1773.1 4 43.75 1 K.HIVLSGGSTMYPGLPSR.L 300 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.014854.014854 2 3.7135 0.4522 1605.77 1603 1 75 16 K.HMVFLGGAVLADIMK.D 352 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.007918.007918 2 3.3677 0.3023 1614.15 1614.7 1 69.230774 2 R.GYAFNHSADFETVR.M 201 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.001442.001442 3 7.5925 0.4894 3940.4 3940.4 1 31.428572 108 R.FEAPEALFQPHLINVEGVGVAELLFNTIQAADIDTR.S 259 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.016322.01632 3 7.0913 0.4807 3943.1 3940.4 1 28.57143 3 R.FEAPEALFQPHLINVEGVGVAELLFNTIQAADIDTR.S 259 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010055.0100 2 2.4883 0.1147 1392.79 1393.5 1 80 1 K.HLWDYTFGPEK.L 87 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.012446.0124 3 3.3989 0.2163 2572.31 2572.9 2 30.681818 2 K.CGYAGSNFPEHIFPALVGRPIIR.S 20 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_NT_lymphocytes_Ti_114.013081.013081.2 2 2.5141 0.0917 2572.29 2572.9 6 34.090908 1 K.CGYAGSNFPEHIFPALVGRPIIR.S 20 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_106.018804.018804 2 3.8004 0.214 2694.41 2692 1 34 5 Y.AQGLLTGVVVDSGDGVTHICPVYEGF.S 148 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.013773.013773 2 3.4381 0.3437 2107.55 2108.3 1 60.526318 1 T.GVVVDSGDGVTHICPVYEGF.S 154 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014974.014974 2 3.4323 0.2462 1997.71 1996.2 1 50 1 Q.GLLTGVVVDSGDGVTHICPV.Y 150 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.018614.018614 2 5.2582 0.4763 2492.55 2492.8 1 54.347824 35 Q.GLLTGVVVDSGDGVTHICPVYEGF.S 150 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.016029.016029 2 3.7055 0.4304 2325.33 2322.5 1 42.857143 1 L.LTGVVVDSGDGVTHICPVYEGF.S 152 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_106.012452.012452 2 2.8704 0.2371 1288.57 1286.4 1 70 1 R.FEAPEALFQPH.L 259 1
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_NT_lymphocytes_Ti_114.002358.002358.2 2 2.838 0.1337 1605.03 1603 2 50 1 K.HMVFLGGAVLADIMK.D 352 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_NT_lymphocytes_Ti_113.017860.017860.3 3 5.7214 0.3983 3939.59 3940.4 1 25.714287 41 R.FEAPEALFQPHLINVEGVGVAELLFNTIQAADIDTR.S 259 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_NT_lymphocytes_Ti_111.012282.012282.2 2 4.6934 0.4561 1772.91 1773.1 1 84.375 3 K.HIVLSGGSTMYPGLPSR.L 300 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_106.018297.018297 2 4.3868 0.3405 2368.09 2367.7 1 52.380955 2 R.FEAPEALFQPHLINVEGVGVAE.L 259 1
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.001772.0017 3 5.0974 0.3747 3942.44 3940.4 1 22.857143 13 R.FEAPEALFQPHLINVEGVGVAELLFNTIQAADIDTR.S 259 2
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011754.011754 1 3.0962 0.4099 1552.29 1551.7 1 46.153847 1 S.GDGVTHICPVYEGF.S 160 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_104.014400.014400 2 2.7408 0.2288 1952.03 1952.1 6 44.11765 1 V.VVDSGDGVTHICPVYEGF.S 156 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 158 0
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_005713.1| gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386 actin-related protein 2 isoform b [Homo sapiens] 21 252 43.9 394 44761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.009750.009750 1 2.2948 0.3704 1516.52 1517.7 6 50 1 Y.NIEQEQKLALETT.V 226 0
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.006964.006964 2 2.4155 0.2501 1630.35 1631.8 6 50 1 R.HYGGLTGLNKAETAAK.H 91 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_PK_107.014389.014389 1 2.6223 0.2367 1309.52 1309.4 1 61.11111 3 A.WNLENRFSGW.Y 16 0 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_106.018968.018968 3 4.2836 0.1962 3024.68 3025.5 1 31.730768 4 K.HLEGLSEEAIMELNLPTGIPIVYELDK.N 196 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_108.009590.009590 3 4.3475 0.4382 2245.55 2244.7 1 38.88889 2 K.NLKPIKPMQFLGDEETVRK.A 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.019466.019466 2 4.1901 0.459 3025.85 3025.5 1 38.46154 17 K.HLEGLSEEAIMELNLPTGIPIVYELDK.N 196 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.010119.010119 2 4.6139 0.4252 1980.95 1981.1 1 64.70589 1 R.FSGWYDADLSPAGHEEAK.R 22 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_109.009804.009804 2 4.4474 0.3856 2243.19 2244.7 1 58.333332 4 K.NLKPIKPMQFLGDEETVRK.A 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.001472.001472 2 3.4059 0.2531 2156.97 2157.6 1 50 4 R.TLWTVLDAIDQMWLPVVR.T 66 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.003506.003506 2 3.5541 0.332 1782.09 1780.9 1 53.571426 59 R.DAGYEFDICFTSVQK.R 47 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_PK_107.014399.014399 2 3.4859 0.2022 1311.53 1309.4 1 88.88889 2 A.WNLENRFSGW.Y 16 0 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008526.00852 2 4.5574 0.4114 2137.37 2137.3 1 72.22222 2 R.FSGWYDADLSPAGHEEAKR.G 22 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009250.00925 2 2.1984 0.1493 2425.93 2426.6 7 37.5 1 R.YADLTEDQLPSCESLKDTIAR.A 142 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.007091.00709 2 2.7645 0.2596 1150.81 1151.4 1 80 2 R.VLIAAHGNSLR.G 181 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007190.00719 2 3.2205 0.3509 1315.49 1313.4 1 80 3 R.HGESAWNLENR.F 11 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.010588.01058 2 3.4925 0.2355 2244.11 2244.7 1 52.77778 2 K.NLKPIKPMQFLGDEETVRK.A 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013556.01355 2 3.6529 0.2373 1684.99 1685 4 73.07692 2 R.ALPFWNEEIVPQIK.E 163 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007308.0073 1 2.9362 0.3234 1060.7 1060.2 1 72.22222 1 R.HYGGLTGLNK.A 91 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.009350.00935 3 4.0574 0.3363 1307.3 1307.5 1 61.363636 3 K.RVLIAAHGNSLR.G 180 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009150.00915 2 3.3185 0.2657 2419.25 2418.7 1 47.5 2 R.SYDVPPPPMEPDHPFYSNISK.D 118 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.008987.0089 2 5.2096 0.5181 1980.45 1981.1 1 73.52941 2 R.FSGWYDADLSPAGHEEAK.R 22 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.009437.00943 2 2.8009 0.4086 1305.63 1307.5 1 68.181816 1 K.RVLIAAHGNSLR.G 180 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008610.00861 2 5.2093 0.4681 1981.97 1981.1 1 70.588234 3 R.FSGWYDADLSPAGHEEAK.R 22 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009824.0098 2 4.9046 0.3765 2426.37 2426.6 1 50 2 R.YADLTEDQLPSCESLKDTIAR.A 142 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.015779.0157 2 2.679 0.1976 1783.69 1780.9 1 53.571426 3 R.DAGYEFDICFTSVQK.R 47 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_108.010677.010677.2 2 4.2644 0.4138 2116.75 2116.5 1 61.764706 4 K.NLKPIKPMQFLGDEETVR.K 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_PK_106.001277.001277 2 4.7241 0.325 2476.61 2475.9 1 52.380955 7 L.SEEAIMELNLPTGIPIVYELDK.N 201 1
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_112.012106.012106.2 2 4.8797 0.3189 2243.75 2244.7 1 55.555557 3 K.NLKPIKPMQFLGDEETVRK.A 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.009662.0096 3 3.6832 0.3158 1308.68 1307.5 1 59.090908 4 K.RVLIAAHGNSLR.G 180 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009856.0098 2 2.7237 0.1672 1152.55 1151.4 1 85 4 R.VLIAAHGNSLR.G 181 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.010798.0107 2 4.1311 0.2651 2243.71 2244.7 1 58.333332 3 K.NLKPIKPMQFLGDEETVRK.A 223 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_108.020707.020707.2 2 3.0121 0.2601 3027.43 3025.5 1 30.769232 5 K.HLEGLSEEAIMELNLPTGIPIVYELDK.N 196 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_110.003305.003305.3 3 4.8703 0.2996 2158.01 2157.6 1 54.411762 1 R.TLWTVLDAIDQMWLPVVR.T 66 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_PK_106.014762.014762 2 2.8539 0.155 1654.79 1653.8 1 46.153847 1 H.GESAWNLENRFSGW.Y 12 0 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_PHA_lymphocytes_PK_105.012033.012033 2 4.7341 0.3375 2426.01 2426.6 1 50 2 R.YADLTEDQLPSCESLKDTIAR.A 142 2 *
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_110.003251.003251.2 2 3.7412 0.2004 2159.87 2157.6 1 55.88235 4 R.TLWTVLDAIDQMWLPVVR.T 66 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsSD-NE_NT_lymphocytes_Ti_109.010607.010607.2 2 2.7744 0.2082 2575.49 2574.9 3 30.952381 1 R.RSYDVPPPPMEPDHPFYSNISK.D 117 2
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_002620.1| gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain) [Homo sapiens] 24 170 76.4 254 28804 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.017415.0174 2 3.1693 0.2193 2160.55 2157.6 1 52.941177 5 R.TLWTVLDAIDQMWLPVVR.T 66 2
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.012183.012183 2 4.9581 0.2943 2396.09 2395.7 1 57.894737 3 K.WHPEVCHHCPDVPILLVGTK.K 97 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_Ti_110.010416.010416 3 3.1297 0.1063 2395.37 2395.7 3 36.842106 1 K.WHPEVCHHCPDVPILLVGTK.K 97 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.017207.017207 2 2.9691 0.2131 2992.35 2991.3 1 30.000002 1 R.TLSYPQTNVFVICFSIASPPSYENVR.H 69 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_Ti_113.011187.011187 3 3.5975 0.2274 2526.62 2523.9 2 33.75 2 K.WHPEVCHHCPDVPILLVGTKK.D 97 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_Ti_114.011244.011244 2 4.6605 0.3587 2524.79 2523.9 1 50 3 K.WHPEVCHHCPDVPILLVGTKK.D 97 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_106.008130.0081 1 1.9552 0.2268 1001.5 1002.2 1 55 1 C.VVVGDGAVGKT.C 7 0
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010316.01031 2 5.3001 0.4311 2135.55 2133.3 1 72.22222 2 K.EYIPTVFDNYSAQSAVDGR.T 31 2 *
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364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_108.009376.0093 2 3.017 0.1997 1483.31 1483.5 1 77.27273 2 N.LWDTAGQEEYDR.L 55 1 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.006666.0066 1 2.6402 0.2136 1060.29 1061.2 1 75 1 K.CVVVGDGAVGK.T 6 2
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_113.011469.0114 2 2.8343 0.2246 1808.39 1808 1 50 2 R.LKEQGQAPITPQQGQAL.A 129 1 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_107.008529.0085 2 2.6062 0.3171 1323.51 1322.4 7 62.5 1 K.CVVVGDGAVGKTC.L 6 1
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_106.007875.0078 1 2.0292 0.2029 901.47 901.05 7 61.11111 1 C.VVVGDGAVGK.T 7 1
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007406.0074 3 4.2618 0.3442 2005.37 2007.3 1 44.444447 1 R.LKEQGQAPITPQQGQALAK.Q 129 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007187.0071 2 4.9201 0.4186 2007.03 2007.3 1 47.22222 2 R.LKEQGQAPITPQQGQALAK.Q 129 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010719.0107 2 5.8419 0.4639 2025.65 2025.1 1 81.25 5 R.TVNLNLWDTAGQEEYDR.L 50 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010394.01039 2 5.9803 0.3669 2026.43 2025.1 1 78.125 4 R.TVNLNLWDTAGQEEYDR.L 50 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_PK_109.008104.0081 2 3.9062 0.3128 1622.53 1623.8 1 67.85714 2 R.LKEQGQAPITPQQGQ.A 129 1 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007128.00712 2 4.7039 0.4517 2005.55 2007.3 1 55.555557 2 R.LKEQGQAPITPQQGQALAK.Q 129 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011608.0116 2 3.0543 0.2878 1703.55 1702.9 5 61.538464 2 K.TCLLICYTTNAFPK.E 17 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007120.0071 2 2.9067 0.3283 1764.61 1766 1 59.375 1 K.EQGQAPITPQQGQALAK.Q 131 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011051.0110 2 2.9403 0.1622 2414.95 2413.7 1 35 1 R.YLECSALQQDGVKEVFAEAVR.A 154 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_PK_105.008081.00808 1 2.3202 0.3 900.51 901.05 3 66.66667 2 C.VVVGDGAVGK.T 7 1
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_NT_lymphocytes_Ti_102.011996.011996.2 2 4.5688 0.3843 2132.03 2133.3 1 61.11111 2 K.EYIPTVFDNYSAQSAVDGR.T 31 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_NT_lymphocytes_Ti_108.012769.012769.2 2 3.9425 0.3189 1703.23 1702.9 1 76.92308 2 K.TCLLICYTTNAFPK.E 17 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_NT_lymphocytes_Ti_102.011894.011894.2 2 5.2756 0.5208 2023.87 2025.1 1 78.125 2 R.TVNLNLWDTAGQEEYDR.L 50 2 *
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsSD-NE_PHA_lymphocytes_PK_105.008258.008258 2 3.2371 0.2811 1162.03 1162.3 1 86.36364 2 C.VVVGDGAVGKTC.L 7 0
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NP_001656.2| gi|46249393|ref|NP_001656.2| "ras homolog gene family, member G [Homo sapiens] " 21 52 82.7 191 21308 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007310.0073 2 2.5205 0.1201 1110.59 1109.4 4 83.33333 2 R.AVLNPTPIKR.G 175 2 *
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_Ti_103.009994.009994 2 3.4016 0.3599 1846.33 1846.1 1 60.000004 1 K.KLLMMAGIDDCYTSAR.G 212 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_Ti_106.020955.020955 2 2.9035 0.1554 1572.47 1569.8 2 61.538464 8 K.ESEIIDFFLGASLK.D 90 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_PK_110.001772.001772 2 4.0611 0.2463 1779.39 1780.1 1 63.333332 18 F.SLPIKESEIIDFFLGA.S 85 0
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_PK_109.010008.010008 2 3.6686 0.2865 1499.61 1499.7 1 71.42857 2 F.VAIGDYNGHVGLGVK.C 128 1
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_PK_109.010036.010036 1 2.9795 0.3109 1498.77 1499.7 1 57.14286 2 F.VAIGDYNGHVGLGVK.C 128 1
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_Ti_115.019099.019099 2 4.6773 0.2826 2156.97 2154.5 1 55.555557 129 K.ESEIIDFFLGASLKDEVLK.I 90 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010517.01051 1 2.4687 0.158 1389.88 1387.6 1 60.000004 2 K.TYSYLTPDLWK.E 247 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010114.01011 2 3.2608 0.2099 1717.47 1718 1 53.125 1 K.AFVAIGDYNGHVGLGVK.C 126 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010089.0100 2 2.8448 0.3257 1848.85 1846.1 1 60.000004 1 K.KLLMMAGIDDCYTSAR.G 212 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_113.008768.00876 2 2.6238 0.1255 1138.55 1137.3 1 83.33333 2 K.IGKPHTVPCK.V 174 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010191.0101 2 3.5487 0.3833 1719.77 1718 4 56.25 1 K.AFVAIGDYNGHVGLGVK.C 126 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008572.00857 3 4.0448 0.4041 1465.31 1464.6 1 59.090908 1 K.SPYQEFTDHLVK.T 264 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_106.015272.01527 2 3.6584 0.3062 1552.51 1552.9 1 83.33333 4 K.SLEEIYLFSLPIK.E 77 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008553.00855 2 3.2606 0.2724 1464.61 1464.6 1 81.818184 2 K.SPYQEFTDHLVK.T 264 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_NT_lymphocytes_Ti_107.015869.015869.2 2 3.3699 0.1894 1553.15 1552.9 1 70.83333 2 K.SLEEIYLFSLPIK.E 77 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_NT_lymphocytes_Ti_107.015873.015873.1 1 2.7099 0.2854 1552.73 1552.9 1 62.5 6 K.SLEEIYLFSLPIK.E 77 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_NT_lymphocytes_Ti_104.011498.011498.2 2 3.4107 0.1567 1719.61 1718 1 64.28571 2 K.LLMMAGIDDCYTSAR.G 213 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_PK_105.013700.013700 1 2.1063 0.1812 1386.55 1387.6 1 60.000004 1 K.TYSYLTPDLWK.E 247 2
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_PHA_lymphocytes_PK_106.014134.014134 2 3.1201 0.1627 1393.37 1391.6 6 72.72727 1 F.SLPIKESEIIDF.F 85 0
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NP_002943.2| gi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_0017237 ribosomal protein S2 [Homo sapiens] 15 189 33.4 293 31324 10.2 HsSD-NE_NT_lymphocytes_Ti_111.000095.000095.2 2 3.0722 0.2853 2155.81 2154.5 2 41.666664 3 K.ESEIIDFFLGASLKDEVLK.I 90 2
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsSD-NE_PHA_lymphocytes_PK_113.003782.003782 3 3.8145 0.1628 3146.84 3148.4 1 25 1 T.FHQWREGTTKSEVFYPGETVVHGPGEAT.A 133 0 *
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_PHA_lymphocytes_Ti_101.014226.0142 1 2.2855 0.1076 1397.51 1397.6 2 59.090908 1 R.LELTTYLFGQDP.- 212 2
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_PHA_lymphocytes_Ti_102.014103.0141 2 3.3217 0.2785 1397.95 1397.6 1 86.36364 3 R.LELTTYLFGQDP.- 212 2
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_NT_lymphocytes_Ti_106.013940.01394 3 6.5228 0.4941 3654.02 3654 1 31.25 3 K.SEVFYPGETVVHGPGEATAVEWGPNTWMVEYGR.G 143 2 *
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_NT_lymphocytes_PK_114.012236.0122 2 4.337 0.4841 1876.35 1877 1 61.764706 14 K.SEVFYPGETVVHGPGEAT.A 143 1 *
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_NT_lymphocytes_Ti_102.013886.01388 2 2.9391 0.3413 1397.65 1397.6 1 77.27273 2 R.LELTTYLFGQDP.- 212 2
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsNaOH-NE_NT_lymphocytes_Ti_115.012906.01290 2 3.7691 0.3744 2213.87 2211.4 1 67.64706 2 R.YWAEISDTIISGTFHQWR.E 120 2 *
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_005857.1| gi|5032117|ref|NP_005857.1| "opioid receptor, sigma 1 isoform 1 [Homo sapiens] " 6 27 30.5 223 25128 6 HsSD-NE_NT_lymphocytes_Ti_107.014642.014642.3 3 5.11 0.334 3653.51 3654 1 25 1 K.SEVFYPGETVVHGPGEATAVEWGPNTWMVEYGR.G 143 2 *
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013299.01329 2 5.098 0.4066 2990.77 2989.4 1 44.230766 3 K.IVDAVIQEHQPSVLLELGAYCGYSAVR.M 99 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.012635.0126 3 4.4873 0.3814 2463.14 2464.8 1 35.227272 1 R.KGTVLLADNVICPGAPDFLAHVR.G 212 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011966.01196 3 7.3251 0.4376 3182.03 3179.5 1 36.11111 3 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQK.E 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.014190.01419 2 4.152 0.3982 2028.65 2026.3 1 76.666664 3 K.KYDVDTLDMVFLDHWK.D 179 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.013580.0135 3 4.5965 0.3349 2990.93 2989.4 1 30.769232 2 K.IVDAVIQEHQPSVLLELGAYCGYSAVR.M 99 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009952.0099 2 4.4268 0.4535 2170.47 2172.2 1 62.5 4 R.GSSCFECTHYQSFLEYR.E 235 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.010788.0107 2 2.6694 0.1148 1829.29 1829.1 7 46.666668 2 R.LITIEINPDCAAITQR.M 136 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.015312.0153 2 3.9543 0.4587 1898.65 1898.1 1 71.42857 4 K.YDVDTLDMVFLDHWK.D 180 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.011997.0119 3 3.2535 0.3137 3176.51 3179.5 1 29.62963 1 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQK.E 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013562.01356 3 4.0542 0.2478 2989.64 2989.4 1 27.884615 2 K.IVDAVIQEHQPSVLLELGAYCGYSAVR.M 99 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.013101.0131 3 4.6579 0.3522 2335.82 2336.7 1 38.095238 2 K.GTVLLADNVICPGAPDFLAHVR.G 213 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_PK_112.013122.0131 2 3.6091 0.2745 1712.27 1710.9 1 56.666668 1 L.LADNVICPGAPDFLAH.V 217 0
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.010533.0105 2 3.6315 0.1962 1812.91 1810.2 1 56.25 1 K.VTLVVGASQDIIPQLKK.K 162 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.009335.00933 2 5.1004 0.418 2174.65 2172.2 1 65.625 7 R.GSSCFECTHYQSFLEYR.E 235 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.014248.01424 3 4.3586 0.3694 2027.18 2026.3 1 50 2 K.KYDVDTLDMVFLDHWK.D 179 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010882.01088 2 3.1487 0.1641 1831.49 1829.1 1 56.666668 2 R.LITIEINPDCAAITQR.M 136 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.014522.0145 2 4.23 0.2526 1806.93 1806.1 1 71.42857 5 R.YLPDTLLLEECGLLR.K 197 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.013871.01387 3 5.6054 0.248 1806.11 1806.1 1 60.714287 2 R.YLPDTLLLEECGLLR.K 197 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_114.011747.01174 2 4.4486 0.4626 2464.87 2464.8 1 52.272724 2 R.KGTVLLADNVICPGAPDFLAHVR.G 212 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.013774.01377 2 5.3364 0.3764 1808.39 1806.1 1 78.57143 4 R.YLPDTLLLEECGLLR.K 197 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.013409.01340 2 2.8271 0.3455 1898.73 1898.1 2 46.42857 1 K.YDVDTLDMVFLDHWK.D 180 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.013630.0136 2 3.4825 0.3147 2989.19 2989.4 1 42.307693 1 K.IVDAVIQEHQPSVLLELGAYCGYSAVR.M 99 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_105.016481.016481.2 2 4.5605 0.3567 1806.65 1806.1 1 75 3 R.YLPDTLLLEECGLLR.K 197 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_104.012123.012123.2 2 3.2527 0.2544 1829.09 1829.1 1 50 1 R.LITIEINPDCAAITQR.M 136 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012015.0120 2 6.2758 0.4154 2467.29 2464.8 1 63.636364 3 R.KGTVLLADNVICPGAPDFLAHVR.G 212 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_111.013626.013626.2 2 5.9981 0.424 2466.29 2464.8 1 63.636364 2 R.KGTVLLADNVICPGAPDFLAHVR.G 212 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013300.013300.3 3 4.0508 0.1697 4337.21 4338.8 1 20.945946 1 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQKEWAMNVGDKK.G 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012404.0124 3 5.7339 0.4805 4210.13 4210.6 1 24.305555 1 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQKEWAMNVGDK.K 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_106.012669.012669.2 2 3.9496 0.4068 2335.17 2336.7 1 54.761906 1 K.GTVLLADNVICPGAPDFLAHVR.G 213 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3623.362 2 4.3962 0.3309 2336.02 2336.7 1 45.238094 1 K.GTVLLADNVICPGAPDFLAHVR.G 213 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3616.361 2 4.6811 0.4181 1806.48 1806.1 1 75 2 R.YLPDTLLLEECGLLR.K 197 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3630.363 3 4.851 0.3227 2335.9 2336.7 1 44.04762 2 K.GTVLLADNVICPGAPDFLAHVR.G 213 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_108.014831.014831.2 2 2.5861 0.0988 2987.95 2989.4 4 28.846153 1 K.IVDAVIQEHQPSVLLELGAYCGYSAVR.M 99 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012399.0123 2 3.9939 0.376 2154.85 2154.5 1 65.625 2 K.KKYDVDTLDMVFLDHWK.D 178 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012160.0121 3 5.8101 0.3392 4338.89 4338.8 1 23.648647 2 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQKEWAMNVGDKK.G 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_108.012655.012655.2 2 2.3316 0.4026 3177.65 3179.5 1 46.296295 1 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQK.E 59 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_110.016621.016621.2 2 3.3981 0.3016 1897.41 1898.1 1 53.571426 2 K.YDVDTLDMVFLDHWK.D 180 2
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_000745.1| gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isoform MB-COMT [Homo sapiens] 20 83 62.4 271 30037 5.5 HsSD-NE_NT_lymphocytes_Ti_108.012637.012637.3 3 6.0321 0.4101 3177.5 3179.5 1 36.11111 3 R.ILNHVLQHAEPGNAQSVLEAIDTYCEQK.E 59 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.007521.007521 2 2.8735 0.277 1496.31 1494.6 1 70.83333 4 R.HNYGVGESFTVQR.R 110 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_PK_109.011869.011869 2 3.5913 0.3152 2128.47 2127.3 1 55.88235 1 Y.TCQVEHPSVTSPLTVEWR.A 201 1
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.012082.012082 2 3.4757 0.3657 2840.13 2840.2 1 41.666664 1 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_PK_114.012399.0123 2 2.5835 0.1858 1398.07 1398.6 2 66.66667 1 C.SVSGFYPGSIEVR.W 147 1
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007946.00794 2 4.1289 0.332 1963.81 1965.1 1 59.375 2 R.AVTELGRPDAEYWNSQK.D 78 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008081.0080 2 3.5227 0.2049 1966.63 1965.1 1 50 2 R.AVTELGRPDAEYWNSQK.D 78 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011456.01145 2 5.1845 0.4638 2839.83 2840.2 1 52.083332 6 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007797.00779 2 3.7998 0.3387 1495.39 1494.6 1 83.33333 5 R.HNYGVGESFTVQR.R 110 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007965.0079 2 3.9031 0.4067 1497.37 1494.6 1 91.66667 8 R.HNYGVGESFTVQR.R 110 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_PK_108.010017.0100 2 3.1806 0.394 1774.01 1774.8 1 57.14286 3 Y.NQEESVRFDSDVGEY.R 62 0 *
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_PK_110.011207.0112 2 3.2635 0.3382 1339.29 1337.4 1 80 2 V.TELGRPDAEYW.N 80 0
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009945.00994 3 5.0814 0.1341 2664.53 2662.9 1 36.363636 1 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_115.012656.01265 3 4.6492 0.3188 2839.82 2840.2 1 32.291664 10 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010091.0100 2 5.3393 0.2148 2665.51 2662.9 1 52.272724 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_PK_105.009017.0090 2 2.751 0.2968 1086.65 1088.1 1 93.75 1 R.FDSDVGEYR.A 69 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010016.01001 2 5.6168 0.2726 2664.83 2662.9 1 50 3 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_PK_113.011632.0116 2 2.8084 0.1639 1193.79 1194.3 1 75 1 C.QVEHPSVTSPL.T 203 0
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011768.0117 3 5.3343 0.3387 2841.08 2840.2 1 36.458336 10 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_PK_106.010658.010658 1 2.4158 0.1585 1398.64 1398.6 3 50 1 C.SVSGFYPGSIEVR.W 147 1
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2032.203 2 3.5386 0.3195 1494.27 1494.6 1 79.16667 1 R.HNYGVGESFTVQR.R 110 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_NT_lymphocytes_Ti_113.011998.011998.2 2 5.0388 0.4297 2840.85 2840.2 1 50 3 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_PK_103.014591.01459 2 3.4749 0.268 1279.77 1279.4 1 75 1 T.GLIQNGDWTFQ.T 175 0
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2361.23 2 3.8109 0.1851 2662.57 2662.9 1 40.909092 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_PHA_lymphocytes_PK_106.010659.010659 2 3.3989 0.2936 1398.03 1398.6 1 79.16667 3 C.SVSGFYPGSIEVR.W 147 1
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.011726.0117 2 5.3149 0.516 2840.03 2840.2 1 52.083332 13 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsSD-NE_NT_lymphocytes_Ti_112.013001.013001.3 3 5.0565 0.4198 2839.37 2840.2 1 34.375 2 K.TQPLQHHNLLVCSVSGFYPGSIEVR.W 135 2
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_002115.1| gi|4504411|ref|NP_002115.1| "major histocompatibility complex, class II, DR beta 1 precursor [Ho 14 91 39.5 266 29914 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2587.258 2 3.2929 0.3205 2662.31 2662.9 1 34.090908 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsSD-NE_PHA_lymphocytes_Ti_110.012879.012879 2 3.0974 0.3077 1433.51 1432.7 1 70.83333 1 K.TGALLLQGFIQDR.A 22 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012267.0122 2 3.6934 0.2745 1434.93 1432.7 1 75 1 K.TGALLLQGFIQDR.A 22 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012705.01270 2 4.025 0.4184 1431.75 1432.7 1 79.16667 9 K.TGALLLQGFIQDR.A 22 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008783.0087 2 3.697 0.2453 1520.25 1520.7 1 75 4 R.IGDELDSNMELQR.M 66 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsNaOH-NE_NT_lymphocytes_PK_110.011376.0113 2 3.5698 0.4598 2026.17 2027.3 1 52.63158 6 R.MGGEAPELALDPVPQDASTK.K 38 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009474.0094 2 3.4679 0.3939 2027.93 2027.3 1 50 1 R.MGGEAPELALDPVPQDASTK.K 38 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsSD-NE_PHA_lymphocytes_PK_104.012902.012902 2 5.1275 0.4846 2026.19 2027.3 1 55.263157 4 R.MGGEAPELALDPVPQDASTK.K 38 2
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NP_620116.1| gi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1| BCL2-associated X protein isoform alpha [Homo sapiens] 4 28 27.1 192 21184 5.2 HsSD-NE_PHA_lymphocytes_PK_106.011943.011943 2 3.1273 0.2916 2139.33 2138.3 1 50 2 L.SECLKRIGDELDSNMELQ.R 60 0
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.017177.017177 2 3.6053 0.3594 2115.95 2113.4 1 56.25 1 R.CWALGFYPAEITLTWQR.D 224 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.009271.009271 3 3.4419 0.2696 2393.87 2395.5 3 34.210526 1 R.GYHQHAYDGKDYISLNEDLR.S 133 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.007825.007825 2 3.4358 0.3349 1792.09 1792 4 50 2 K.AHVAHHPISDHEATLR.C 208 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.012756.0127 2 4.1194 0.3775 2485.61 2485.7 1 55.263157 2 R.EPWVEQEGPQYWEWTTGYAK.A 70 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010575.01057 3 3.7986 0.1509 2060 2062.3 1 50 2 R.YTCHVQHEGLPQPLILR.W 278 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010515.01051 2 5.4651 0.4016 2061.71 2062.3 1 68.75 4 R.YTCHVQHEGLPQPLILR.W 278 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_PK_112.011600.0116 2 4.6976 0.4236 1864.69 1865 1 65.625 6 Q.DTELVETRPAGDGTFQK.W 248 1
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.014558.01455 2 6.5541 0.4936 2113.35 2113.4 1 78.125 58 R.CWALGFYPAEITLTWQR.D 224 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009062.0090 2 3.1589 0.2439 1238.73 1238.3 2 83.33333 1 K.DYISLNEDLR.S 143 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009286.00928 2 3.9651 0.4601 1585.01 1583.7 1 90.909096 2 R.FYEAEEYAEEFR.T 167 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009659.0096 2 3.8961 0.495 1581.65 1583.7 1 86.36364 6 R.FYEAEEYAEEFR.T 167 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008638.0086 2 4.35 0.5101 2394.03 2395.5 1 68.42105 3 R.GYHQHAYDGKDYISLNEDLR.S 133 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007792.0077 2 5.4307 0.5098 2652.35 2652.7 1 47.826088 2 R.DGEEQTQDTELVETRPAGDGTFQK.W 241 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_PK_112.011682.0116 2 3.4306 0.5028 2651.71 2652.7 1 45.652176 1 R.DGEEQTQDTELVETRPAGDGTFQK.W 241 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010379.01037 2 3.6003 0.3771 2397.05 2395.5 1 63.15789 1 R.GYHQHAYDGKDYISLNEDLR.S 133 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011847.01184 2 3.7712 0.3953 1734.83 1732.9 1 80.769226 3 R.YIAVEYVDDTQFLR.F 43 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_PK_114.013176.0131 2 2.5957 0.2254 1496.37 1496.7 3 59.090908 1 R.TYLEGECLELLR.R 179 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007589.00758 2 4.7309 0.4356 2654.57 2652.7 1 41.304348 3 R.DGEEQTQDTELVETRPAGDGTFQK.W 241 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009112.0091 3 3.6157 0.2288 2394.74 2395.5 1 35.526314 1 R.GYHQHAYDGKDYISLNEDLR.S 133 2
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370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.006627.00662 3 3.4753 0.1435 1509.38 1507.7 1 54.545456 1 R.RYLENGKETLQR.T 191 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_110.011178.011178.2 2 3.6315 0.398 2395.19 2395.5 1 39.473686 2 R.GYHQHAYDGKDYISLNEDLR.S 133 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.012152.0121 2 2.9744 0.2863 1735.13 1732.9 1 57.692307 2 R.YIAVEYVDDTQFLR.F 43 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_115.009506.009506.3 3 5.0216 0.3274 1792.31 1792 1 50 2 K.AHVAHHPISDHEATLR.C 208 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.009443.0094 3 3.6397 0.3243 1793.3 1792 1 41.666664 1 K.AHVAHHPISDHEATLR.C 208 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.009214.0092 2 3.9051 0.4657 1791.53 1792 1 63.333332 1 K.AHVAHHPISDHEATLR.C 208 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011635.011635.2 2 3.6359 0.317 1495.69 1496.7 1 77.27273 2 R.TYLEGECLELLR.R 179 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013964.0139 2 6.2009 0.5145 2114.07 2113.4 1 78.125 84 R.CWALGFYPAEITLTWQR.D 224 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010898.0108 2 3.376 0.099 2064.81 2062.3 1 65.625 2 R.YTCHVQHEGLPQPLILR.W 278 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_114.009476.009476.2 2 4.0944 0.36 1791.81 1792 1 56.666668 1 K.AHVAHHPISDHEATLR.C 208 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_104.010880.010880.2 2 4.2144 0.4366 1582.97 1583.7 1 86.36364 6 R.FYEAEEYAEEFR.T 167 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_112.011963.011963.3 3 3.7623 0.2276 2062.88 2062.3 2 42.1875 1 R.YTCHVQHEGLPQPLILR.W 278 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsSD-NE_NT_lymphocytes_Ti_112.015317.015317.2 2 5.4913 0.46 2114.15 2113.4 1 78.125 12 R.CWALGFYPAEITLTWQR.D 224 2
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|NP_061823.2| gi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091 "major histocompatibility complex, class I, F isoform 2 precursor [H 15 219 47.4 346 39062 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3244.324 2 4.6021 0.4593 2113.66 2113.4 1 75 2 R.CWALGFYPAEITLTWQR.D 224 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_110.007268.007268 2 3.41 0.3342 1705.77 1706.9 1 60.000004 1 K.GATYGKPVHHGVNQLK.F 78 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_113.013455.013455 1 3.812 0.2874 1507.19 1505.8 1 72.72727 5 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_111.009934.009934 1 2.8702 0.1918 1013.63 1012.1 1 81.25 7 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_PK_112.011479.011479 2 2.8832 0.295 1720.23 1721 2 53.846157 1 R.RNPDTQWITKPVHK.H 144 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_115.013359.013359 2 4.2959 0.2936 1506.03 1505.8 1 77.27273 11 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_104.015740.015740 3 3.9798 0.2033 1506.11 1505.8 1 59.090908 8 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_PK_108.013029.013029 2 3.0148 0.1568 1212.47 1211.4 9 83.33333 1 F.EVILIDPFHK.A 131 1
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_PHA_lymphocytes_Ti_106.007844.007844 2 3.5215 0.3023 1720.41 1721 1 73.07692 2 R.RNPDTQWITKPVHK.H 144 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008890.00889 2 2.3989 0.2126 1010.95 1012.1 1 81.25 1 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008984.00898 2 4.3407 0.3585 1706.17 1706.9 1 63.333332 4 K.GATYGKPVHHGVNQLK.F 78 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_113.009753.00975 3 4.237 0.2799 1723.19 1721 1 51.923077 1 R.RNPDTQWITKPVHK.H 144 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_112.009194.00919 2 2.8361 0.1121 1037.79 1038.2 4 92.85714 1 R.RNTLQLHR.Y 195 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008704.00870 1 1.9347 0.3349 1128.54 1129.3 2 66.66667 1 K.PVHHGVNQLK.F 84 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_113.013409.01340 2 4.4007 0.2803 1508.53 1505.8 1 81.818184 1 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013817.01381 1 2.9393 0.2523 1506.5 1505.8 1 68.181816 1 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006728.0067 1 2.0414 0.1218 1018.52 1019.1 7 68.75 1 R.SLQSVAEER.A 97 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_113.008949.00894 1 3.0531 0.2931 1012.61 1012.1 1 75 3 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_NT_lymphocytes_Ti_115.008744.00874 2 2.6534 0.3129 1128.95 1129.3 1 83.33333 1 K.PVHHGVNQLK.F 84 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_NT_lymphocytes_Ti_111.010647.010647.2 2 4.4018 0.2439 1709.87 1706.9 1 63.333332 2 K.GATYGKPVHHGVNQLK.F 78 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_NT_lymphocytes_Ti_111.011243.011243.2 2 3.7689 0.3299 1720.47 1721 1 69.230774 2 R.RNPDTQWITKPVHK.H 144 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009135.0091 1 2.849 0.0874 1014.61 1012.1 1 81.25 9 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009422.0094 2 2.828 0.0916 1038.37 1038.2 3 92.85714 1 R.RNTLQLHR.Y 195 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013335.0133 2 4.376 0.296 1507.75 1505.8 1 81.818184 7 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_NT_lymphocytes_Ti_114.013734.013734.2 2 3.9199 0.3026 1505.19 1505.8 1 77.27273 4 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013394.0133 3 3.7718 0.1344 1506.38 1505.8 1 63.636364 1 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.013449.0134 1 3.7772 0.2301 1506.77 1505.8 1 68.181816 4 K.FFEVILIDPFHK.A 129 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009330.0093 3 3.0319 0.2046 1705.4 1706.9 1 43.333332 1 K.GATYGKPVHHGVNQLK.F 78 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_NT_lymphocytes_Ti_112.010198.010198.1 1 2.7603 0.3006 1011.53 1012.1 1 75 2 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009290.0092 2 4.5509 0.3568 1706.51 1706.9 1 63.333332 6 K.GATYGKPVHHGVNQLK.F 78 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsSD-NE_NT_lymphocytes_Ti_112.010241.010241.2 2 2.6375 0.2624 1011.09 1012.1 1 81.25 2 K.FHHTIGGSR.R 180 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.008992.0089 1 2.3138 0.2989 1128.6 1129.3 4 61.11111 2 K.PVHHGVNQLK.F 84 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.008978.0089 2 2.7859 0.2856 1128.83 1129.3 1 77.77778 3 K.PVHHGVNQLK.F 84 2
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NP_002939.2| gi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_0017251 ribosomal protein L15 [Homo sapiens] 14 98 33.3 204 24146 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009164.0091 2 2.3036 0.12 1013.37 1012.1 5 81.25 1 K.FHHTIGGSR.R 180 2
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_PK_109.016656.016656 2 3.5423 0.1845 2093.97 2093.3 2 46.875 2 K.DLEKWQNNLLPSRQFGF.I 85 1
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_PK_108.013785.013785 2 3.4638 0.2399 1888.63 1889.1 1 64.28571 2 K.DLEKWQNNLLPSRQF.G 85 1
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_Ti_104.009926.009926 2 5.2098 0.4638 1700.85 1701.8 1 88.46153 14 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_PK_110.012192.012192 2 3.6348 0.1877 1404.89 1403.6 1 80 1 K.WQNNLLPSRQF.G 89 1
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_PK_110.012236.012236 1 2.4174 0.2542 1404.02 1403.6 8 55 1 K.WQNNLLPSRQF.G 89 1
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_Ti_107.009814.009814 3 5.428 0.3066 1701.32 1701.8 1 61.538464 18 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_PHA_lymphocytes_Ti_103.014202.014202 2 3.4051 0.3066 2226.19 2223.5 1 36.842106 2 R.QFGFIVLTTSAGIMDHEEAR.R 98 2
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.009250.0092 3 5.0777 0.3012 1703.09 1701.8 1 65.38461 4 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009449.00944 3 4.8309 0.3432 1701.89 1701.8 1 63.461536 2 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014086.01408 2 3.9173 0.4054 2224.19 2223.5 1 36.842106 2 R.QFGFIVLTTSAGIMDHEEAR.R 98 2
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009390.0093 2 4.2003 0.3384 1704.47 1701.8 1 73.07692 8 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009514.00951 2 4.1163 0.3276 1704.75 1701.8 1 84.61539 2 K.HGYIGEFEIIDDHR.A 44 2 *
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NP_001025180.1| gi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sapiens] 7 61 36.2 130 14839 10.1 HsSD-NE_NT_lymphocytes_Ti_108.010695.010695.2 2 4.2418 0.3652 1702.43 1701.8 1 84.61539 3 K.HGYIGEFEIIDDHR.A 44 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.008859.008859 2 2.4966 0.1581 1737.15 1737 1 69.230774 1 R.KELEEDFIKSELKK.A 118 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.016470.016470 3 3.7745 0.2606 1804.55 1805.1 1 45 1 K.FALITWIGENVSGLQR.A 76 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.014558.014558 2 3.5896 0.4234 1340.69 1338.5 1 86.36364 24 R.DDGSAVIWVTFK.Y 19 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.013852.013852 2 4.3176 0.3725 1805.75 1805.1 1 73.333336 17 K.FALITWIGENVSGLQR.A 76 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_PK_107.013000.013000 2 4.083 0.3271 2514.69 2515.7 1 52.380955 2 T.FKYDGSTIVPGEQGAEYQHFIQ.Q 29 0 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017098.01709 2 4.5693 0.3746 1806.23 1805.1 1 76.666664 7 K.FALITWIGENVSGLQR.A 76 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010673.0106 3 3.7464 0.281 3117.23 3115.3 3 26.923079 1 K.YDGSTIVPGEQGAEYQHFIQQCTDDVR.L 31 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_102.018539.0185 1 2.289 0.1563 1482.04 1480.7 1 54.545456 1 K.ELEEDFIKSELK.K 119 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013896.0138 2 4.5687 0.3338 1805.95 1805.1 1 73.333336 8 K.FALITWIGENVSGLQR.A 76 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_NT_lymphocytes_Ti_104.011772.011772.2 2 3.1818 0.345 3116.49 3115.3 1 28.846153 2 K.YDGSTIVPGEQGAEYQHFIQQCTDDVR.L 31 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_PK_106.012294.012294 2 2.7082 0.23 2472.55 2474.7 1 38.095238 1 W.VTFKYDGSTIVPGEQGAEYQHF.I 27 0 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_NT_lymphocytes_Ti_111.015705.015705.2 2 3.4938 0.2954 1804.91 1805.1 6 53.333336 2 K.FALITWIGENVSGLQR.A 76 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_NT_lymphocytes_Ti_104.011763.011763.3 3 3.3593 0.1404 3116.54 3115.3 1 27.884615 1 K.YDGSTIVPGEQGAEYQHFIQQCTDDVR.L 31 2 *
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NP_066972.1| gi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 10 69 48.6 142 15945 5.7 HsSD-NE_PHA_lymphocytes_PK_106.011192.011192 2 4.9791 0.5485 2272.83 2274.5 1 68.42105 1 T.FKYDGSTIVPGEQGAEYQHF.I 29 0 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_112.011529.011529 3 5.5476 0.3763 2184.02 2181.5 1 51.38889 7 K.KYVATLGVEVHPLVFHTNR.G 38 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_112.012037.012037 2 4.4956 0.4536 2183.33 2181.5 1 61.11111 12 K.KYVATLGVEVHPLVFHTNR.G 38 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_107.007387.007387 2 2.7058 0.1764 1117.39 1117.2 1 87.5 4 K.RHLTGEFEK.K 29 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.009572.009572 2 5.7174 0.4215 2051.95 2053.4 1 67.64706 15 K.YVATLGVEVHPLVFHTNR.G 39 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_112.000027.000027 2 4.4755 0.3239 1785.67 1786 1 73.07692 6 K.SNYNFEKPFLWLAR.K 153 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_101.013250.013250 3 3.3963 0.239 1786.37 1786 1 40.384613 1 K.SNYNFEKPFLWLAR.K 153 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_107.015856.015856 1 2.2547 0.2178 1444.5 1445.6 1 65 1 K.SNYNFEKPFLW.L 153 1 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_112.001006.001006 3 3.9345 0.2473 1786.1 1786 1 50 4 K.SNYNFEKPFLWLAR.K 153 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_114.015791.01579 2 2.9076 0.2356 1984.29 1985.3 1 53.333336 1 S.AKSNYNFEKPFLWLAR.K 151 1 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.011968.011968 3 3.8191 0.2968 2053.58 2053.4 1 36.764706 7 K.YVATLGVEVHPLVFHTNR.G 39 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_112.001840.001840 2 2.9899 0.2063 1587.73 1584.9 6 63.636364 1 N.YNFEKPFLWLAR.K 155 1 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011333.01133 2 4.5261 0.3612 2056.27 2053.4 1 61.764706 3 K.YVATLGVEVHPLVFHTNR.G 39 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_NT_lymphocytes_Ti_102.008070.008070.1 1 2.4408 0.3009 1015.5 1016.2 1 75 2 K.LVLVGDGGTGK.T 13 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_NT_lymphocytes_Ti_111.010640.010640.2 2 2.8924 0.1869 1118.49 1117.2 1 87.5 1 K.RHLTGEFEK.K 29 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.010985.0109 3 4.2873 0.3487 2179.94 2181.5 1 51.38889 2 K.KYVATLGVEVHPLVFHTNR.G 38 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.011030.0110 2 4.8839 0.4863 2180.55 2181.5 1 58.333332 8 K.KYVATLGVEVHPLVFHTNR.G 38 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011327.0113 2 4.4523 0.4807 2052.95 2053.4 1 70.588234 3 K.YVATLGVEVHPLVFHTNR.G 39 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_NT_lymphocytes_Ti_115.012016.012016.2 2 4.3394 0.4104 2182.13 2181.5 1 55.555557 9 K.KYVATLGVEVHPLVFHTNR.G 38 2 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_PHA_lymphocytes_PK_106.010414.010414 1 1.9627 0.2966 1288.72 1289.4 1 55 1 K.FGGLRDGYYIQ.A 72 1 *
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_006316.1| gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo sapiens] 12 96 30.6 216 24423 7.5 HsSD-NE_NT_lymphocytes_Ti_112.012622.012622.2 2 5.1234 0.4493 2052.19 2053.4 1 61.764706 8 K.YVATLGVEVHPLVFHTNR.G 39 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_PK_113.012118.012118 2 2.5581 0.1805 1843.01 1843.2 7 40 1 K.HPELADKNVPNLHVMK.A 32 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_PK_111.014726.014726 1 3.0061 0.2706 1521.58 1520.8 2 62.5 4 L.RDYLHLPPEIVPA.T 80 0 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_Ti_109.008586.008586 2 3.3695 0.3487 1842.59 1843.2 1 56.666668 2 K.HPELADKNVPNLHVMK.A 32 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_PK_109.019896.019896 2 2.9665 0.2208 2337.73 2338.7 6 39.473686 1 T.NEGIQYLRDYLHLPPEIVPA.T 73 0 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_Ti_101.006089.006089 2 4.1732 0.338 1570.53 1570.7 1 67.85714 4 K.KAEAGAGSATEFQFR.G 139 2
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_Ti_110.013280.013280 2 4.5425 0.4682 2005.29 2004.3 1 78.57143 29 R.HFYWYLTNEGIQYLR.D 66 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_PHA_lymphocytes_Ti_104.013751.013751 3 5.0163 0.2681 2007.08 2004.3 1 51.785713 1 R.HFYWYLTNEGIQYLR.D 66 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsNaOH-NE_NT_lymphocytes_Ti_113.012362.01236 2 4.6638 0.471 2004.99 2004.3 1 82.14286 5 R.HFYWYLTNEGIQYLR.D 66 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.014733.0147 2 2.9521 0.2363 1109.93 1110.4 2 87.5 1 R.IAIYELLFK.E 9 2
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.012389.0123 2 2.1636 0.0949 1736.57 1735 4 57.14286 1 R.DYLHLPPEIVPATLR.R 81 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsNaOH-NE_NT_lymphocytes_Ti_108.014927.01492 2 3.2358 0.1376 1110.47 1110.4 1 87.5 4 R.IAIYELLFK.E 9 2
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_NT_lymphocytes_Ti_107.014831.014831.2 2 3.3471 0.1492 1110.45 1110.4 1 87.5 1 R.IAIYELLFK.E 9 2
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_NT_lymphocytes_Ti_112.011314.011314.2 2 3.4082 0.3899 1842.49 1843.2 1 56.666668 2 K.HPELADKNVPNLHVMK.A 32 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsSD-NE_NT_lymphocytes_Ti_115.012702.012702.2 2 5.0006 0.4931 2003.05 2004.3 1 85.71429 10 R.HFYWYLTNEGIQYLR.D 66 2 *
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_001005.1| gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sapiens] 8 70 42.4 165 18898 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.012549.0125 2 3.5065 0.3518 2006.69 2004.3 1 78.57143 4 R.HFYWYLTNEGIQYLR.D 66 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.007966.007966 2 3.0411 0.2444 1765.03 1764 4 50 1 R.VGHSTAHDEIIPMSIR.K 159 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.008506.008506 3 4.7018 0.3293 3085.88 3087.2 1 32 1 K.LQPHPGLEKKEEEEEEEEYDEGSNLK.K 221 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006753.00675 2 6.0102 0.2527 2087.53 2087.1 1 78.125 2 K.KEEEEEEEEYDEGSNLK.K 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009332.0093 2 3.7117 0.3324 1353.59 1353.5 2 70.83333 2 K.LSVQGEVSTFTGK.L 178 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.007680.0076 3 4.5168 0.3425 3215.3 3215.4 1 26.923079 3 K.LQPHPGLEKKEEEEEEEEYDEGSNLKK.Q 221 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008692.00869 1 2.7033 0.294 1354.67 1353.5 1 66.66667 2 K.LSVQGEVSTFTGK.L 178 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012322.01232 2 3.2317 0.4212 2735.81 2736 4 38.636364 2 R.YNEETFGYEVPIKEEGDYVLVLK.F 104 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_PK_106.004641.0046 2 6.3582 0.3572 2086.21 2087.1 1 84.375 8 K.KEEEEEEEEYDEGSNLK.K 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.007108.0071 2 5.4014 0.3457 1957.47 1958.9 1 80 2 K.EEEEEEEEYDEGSNLK.K 231 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_PK_105.010017.0100 2 4.3962 0.3352 1958.21 1958.9 1 76.666664 2 K.KEEEEEEEEYDEGSNL.K 230 1 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.006628.0066 2 4.2977 0.2992 2214.29 2215.2 1 61.764706 1 K.KEEEEEEEEYDEGSNLKK.Q 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.007683.0076 3 4.3334 0.4247 3084.8 3087.2 1 34 1 K.LQPHPGLEKKEEEEEEEEYDEGSNLK.K 221 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008300.0083 2 2.9807 0.2419 1446.65 1446.6 1 81.818184 2 K.FAEVYFAQSQQK.V 127 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.006669.0066 3 3.8388 0.1475 2216.54 2215.2 5 38.235294 1 K.KEEEEEEEEYDEGSNLKK.Q 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.012650.0126 2 3.4776 0.36 2738.27 2736 1 38.636364 3 R.YNEETFGYEVPIKEEGDYVLVLK.F 104 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012369.01236 3 3.8892 0.3034 2738.99 2736 1 31.818182 1 R.YNEETFGYEVPIKEEGDYVLVLK.F 104 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010384.01038 2 4.9355 0.455 1766.75 1764 1 76.666664 1 R.VGHSTAHDEIIPMSIR.K 159 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.006830.0068 2 6.1931 0.2502 2086.87 2087.1 1 81.25 2 K.KEEEEEEEEYDEGSNLK.K 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.006147.00614 2 4.8659 0.2882 2214.61 2215.2 1 73.52941 1 K.KEEEEEEEEYDEGSNLKK.Q 230 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008558.0085 2 5.0517 0.4833 1762.85 1764 1 76.666664 2 R.VGHSTAHDEIIPMSIR.K 159 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010258.0102 2 4.6489 0.4903 1892.85 1892.2 1 62.5 1 R.VGHSTAHDEIIPMSIRK.G 159 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010400.010400.2 2 2.906 0.2244 1352.89 1353.5 1 66.66667 1 K.LSVQGEVSTFTGK.L 178 2 *
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_055545.1| gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical protein LOC9761 [Homo sapiens] 14 43 31.5 292 32234 5.4 HsSD-NE_NT_lymphocytes_Ti_111.011594.011594.2 2 2.7801 0.0997 1891.75 1892.2 1 50 1 R.VGHSTAHDEIIPMSIRK.G 159 2 *
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_PHA_lymphocytes_Ti_103.006842.0068 2 3.3646 0.3023 1248.25 1248.3 1 85 2 R.AGELTEDEVER.V 56 2 *
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_PK_107.004604.0046 2 3.5754 0.2801 1405.37 1404.5 2 72.72727 3 K.RAGELTEDEVER.V 55 2 *
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_Ti_108.006386.00638 2 3.1218 0.0948 1059.95 1060.2 1 93.75 2 R.KADIDLTKR.A 47 2
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_PHA_lymphocytes_Ti_105.007649.0076 2 2.4946 0.1446 1073.19 1072.3 6 81.25 2 R.VITIMQNPR.Q 67 2
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_Ti_107.010574.01057 2 3.1714 0.0855 1061.27 1061.2 1 92.85714 3 K.IPDWFLNR.Q 79 2
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_PHA_lymphocytes_Ti_105.006233.0062 1 2.2988 0.1122 904.29 904.05 1 71.42857 2 R.KADIDLTK.R 47 2
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_Ti_107.010682.01068 1 2.0484 0.0803 1060.14 1061.2 3 71.42857 1 K.IPDWFLNR.Q 79 2
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_PK_105.008535.0085 2 3.4076 0.2186 1250.21 1248.3 1 80 2 R.AGELTEDEVER.V 56 2 *
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377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1782.178 2 3.6581 0.2534 1248.37 1248.3 1 80 2 R.AGELTEDEVER.V 56 2 *
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|XP_001713710.1| gi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein [Homo sapiens] 7 20 24.3 152 17719 11 HsSD-NE_NT_lymphocytes_Ti_104.008691.008691.2 2 2.1932 0.2387 1071.35 1072.3 2 87.5 1 R.VITIMQNPR.Q 67 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.019552.0195 3 5.1057 0.2981 1703.27 1702.9 1 57.14286 2 R.DLATALEQLLQAYPR.D 172 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.018840.01884 3 5.0261 0.4367 1703.63 1702.9 1 64.28571 2 R.DLATALEQLLQAYPR.D 172 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.014324.01432 2 2.625 0.2029 1817.43 1819 1 60.714287 1 R.DVFHTTVNFINQNLR.T 215 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsSD-NE_NT_lymphocytes_Ti_104.020853.020853.3 3 4.9609 0.327 1702.88 1702.9 1 60.714287 4 R.DLATALEQLLQAYPR.D 172 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsSD-NE_NT_lymphocytes_Ti_104.014636.014636.2 2 3.7462 0.3238 3167.93 3167.4 1 35.185184 1 R.ELDALGHELPVLAPQWEGYDELQTDGNR.S 82 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsSD-NE_NT_lymphocytes_Ti_104.020966.020966.2 2 3.894 0.263 1702.07 1702.9 1 75 4 R.DLATALEQLLQAYPR.D 172 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5238.523 2 3.731 0.2641 1702.57 1702.9 1 60.714287 2 R.DLATALEQLLQAYPR.D 172 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3872.387 2 3.5555 0.3562 1818.63 1819 1 60.714287 2 R.DVFHTTVNFINQNLR.T 215 2
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NP_932070.1| gi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1| BH3 interacting domain death agonist isoform 1 [Homo sapiens] 4 20 24.1 241 26836 7.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4765.47 2 3.8112 0.292 1702.57 1702.9 1 64.28571 2 R.DLATALEQLLQAYPR.D 172 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008934.0089 2 3.3814 0.3704 2383.11 2382.6 1 42.857143 2 K.LLAVAATAPPDAPNREEVFDER.A 608 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.006401.00640 2 3.2729 0.2591 1476.45 1474.6 3 77.27273 1 R.KIAELCDDPKER.D 417 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011426.01142 2 3.2177 0.3895 1916.81 1917.1 1 65.625 2 K.CDRVDQLTAQLADLAAR.G 545 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.018466.01846 2 4.8946 0.5011 2078.95 2077.4 1 67.5 1 K.AIPDLTAPVAAVQAAVSNLVR.V 36 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008686.00868 2 4.522 0.3835 2382.63 2382.6 1 54.761906 1 K.LLAVAATAPPDAPNREEVFDER.A 608 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.010332.01033 3 3.9712 0.2744 4029.08 4028.5 1 23.571428 3 R.LTDELAPPKPPLPEGEVPPPRPPPPEEKDEEFPEQK.A 854 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008514.0085 2 4.1938 0.4055 1295.53 1293.5 1 90.909096 2 K.MTGLVDEAIDTK.S 709 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsSD-NE_NT_lymphocytes_Ti_106.017982.017982.3 3 3.511 0.2326 3103.31 3103.5 1 25.925926 2 R.TIESILEPVAQQISHLVIMHEEGEVDGK.A 8 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010686.0106 3 4.5877 0.4417 4028.84 4028.5 1 25 6 R.LTDELAPPKPPLPEGEVPPPRPPPPEEKDEEFPEQK.A 854 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2083.208 1 2.5381 0.1315 1173.46 1174.3 8 55 1 R.ALASQLQDSLK.D 571 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2280.228 3 3.3795 0.2617 2382.78 2382.6 2 33.333336 1 K.LLAVAATAPPDAPNREEVFDER.A 608 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5162.516 3 3.8613 0.3317 2076.82 2077.4 1 37.5 3 K.AIPDLTAPVAAVQAAVSNLVR.V 36 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2146.214 1 2.8443 0.1835 1105.39 1106.3 1 70 1 R.SLGEISALTSK.L 434 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2278.227 2 2.7072 0.0986 2381.29 2382.6 5 35.714287 1 K.LLAVAATAPPDAPNREEVFDER.A 608 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5130.513 2 4.7916 0.4658 2076.12 2077.4 1 65 7 K.AIPDLTAPVAAVQAAVSNLVR.V 36 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsSD-NE_NT_lymphocytes_Ti_102.007361.007361.2 2 3.0975 0.2349 1471.63 1471.5 1 71.42857 1 R.DPSASPGDAGEQAIR.Q 286 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsSD-NE_NT_lymphocytes_Ti_103.012665.012665.2 2 3.634 0.3791 1749.77 1749.9 1 57.14286 1 R.VLQLTSWDEDAWASK.D 247 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1759.175 2 3.5847 0.3223 1745.19 1745.9 1 46.875 1 R.AANFENHSGKLGATAEK.A 630 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2383.238 2 3.8862 0.1289 1530.68 1530.8 2 69.230774 4 R.ALASQLQDSLKDLK.A 571 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2894.289 2 4.3329 0.3145 2115.82 2115.4 1 55.88235 2 R.TNLLQVCERIPTISTQLK.I 979 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1972.19 2 2.8174 0.3012 1171.36 1171.3 1 85 2 R.ELTPQVVSAAR.I 670 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4389.43 2 4.4279 0.4955 2076.83 2077.4 1 62.5 2 K.AIPDLTAPVAAVQAAVSNLVR.V 36 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsSD-NE_NT_lymphocytes_Ti_103.020692.020692.2 2 6.0118 0.581 2075.77 2077.4 1 70 2 K.AIPDLTAPVAAVQAAVSNLVR.V 36 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2063.206 2 5.2423 0.3163 1845.53 1846.1 1 73.333336 2 R.VGKETVQTTEDQILKR.D 57 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1968.196 2 5.2493 0.525 1902.16 1903.1 1 60.526318 2 K.AAAVGTANKSTVEGIQASVK.T 647 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4399.439 2 4.7872 0.4368 2036.64 2037.3 1 52.77778 10 R.GILSGTSDLLLTFDEAEVR.K 114 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1931.193 2 3.8475 0.3063 1270.08 1270.4 1 79.16667 2 K.AVAGNISDPGLQK.S 803 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1727.172 2 3.0002 0.2393 1471.69 1471.5 3 57.14286 2 R.DPSASPGDAGEQAIR.Q 286 2
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_003364.1| gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapiens] 22 69 29.7 1066 116722 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1764.176 2 3.9531 0.2665 1472.81 1473.7 1 56.666668 2 K.LGATAEKAAAVGTANK.S 640 2
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.011110.011110 2 2.5424 0.1866 2432.21 2432.7 1 41.304348 1 K.QHNSGPNSKPVVSFIAGLTAPPGR.R 272 2 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_115.017791.01779 2 5.2869 0.4558 2892.45 2890.2 1 48.148148 44 F.LNDSATEGIILIGEIGGNAEENAAEFLK.Q 244 1 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsNaOH-NE_NT_lymphocytes_PK_108.009526.0095 2 2.9535 0.2074 1123.33 1122.2 1 83.33333 2 N.AEENAAEFLK.Q 262 1 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.008039.0080 2 2.9123 0.1654 1725.67 1725.9 3 46.666668 1 R.LIGPNCPGVINPGECK.I 167 2 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_103.017159.017159 2 2.8549 0.2056 1642.05 1641.9 2 57.14286 2 A.AINEAIEAEIPLVVC.I 128 0 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_NT_lymphocytes_Ti_109.011188.011188.1 1 3.112 0.221 1569.1 1568.8 3 50 2 K.GGQTHLGLPVFNTVK.E 91 2 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.009622.009622 2 2.721 0.2564 1121.81 1122.2 1 88.88889 2 N.AEENAAEFLK.Q 262 1 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.003384.003384 2 2.9685 0.2074 2548.89 2547.8 2 38.636364 2 Q.SLCVGIGGDPFNGTDFIDCLEIF.L 221 0 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.002069.002069 2 3.6114 0.2801 2347.93 2347.5 1 40 2 L.CVGIGGDPFNGTDFIDCLEIF.L 223 0 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.011276.011276 1 3.899 0.4375 1592.87 1592.7 1 60.714287 3 G.EIGGNAEENAAEFLK.Q 257 1 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.012447.012447 2 5.0395 0.3422 1765.85 1762.9 1 81.25 8 L.IGEIGGNAEENAAEFLK.Q 255 1 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_NT_lymphocytes_Ti_104.014258.014258.2 2 4.0911 0.3589 2423.77 2422.8 1 45.652176 1 K.ISALQSAGVVVSMSPAQLGTTIYK.E 315 2 *
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|NP_003840.2| gi|109452591|ref|NP_003840.2| "succinate-CoA ligase, GDP-forming, alpha subunit [Homo sapiens 12 74 41.9 346 36250 8.8 HsSD-NE_PHA_lymphocytes_PK_105.011238.011238 2 4.0421 0.3357 1592.47 1592.7 1 71.42857 4 G.EIGGNAEENAAEFLK.Q 257 1 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_103.018807.018807 3 3.669 0.2493 3269.51 3270.5 1 25 2 K.SGTIFDNFLITNDEAYAEEFGNETWGVTK.A 323 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_104.008733.008733 2 3.8839 0.167 2961.95 2961.2 1 40 4 R.AKIDDPTDSKPEDWDKPEHIPDPDAK.K 223 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_101.012474.012474 2 3.1071 0.3284 2522.37 2520.7 2 40.476192 2 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_103.010508.010508 2 2.8349 0.28 1222.59 1220.5 2 70 2 K.GQTLVVQFTVK.H 88 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_103.008640.008640 3 3.8927 0.0823 2960.42 2961.2 1 34 2 R.AKIDDPTDSKPEDWDKPEHIPDPDAK.K 223 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_105.012126.012126 3 4.6553 0.2335 3715.79 3716 1 31.034481 2 K.KPEDWDEEMDGEWEPPVIQNPEYKGEWKPR.Q 249 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_101.012813.012813 2 4.6917 0.4472 2962.11 2962.2 1 45.652176 4 K.KPEDWDEEMDGEWEPPVIQNPEYK.G 249 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_104.005708.005708 2 3.1783 0.0883 1304.21 1304.4 5 77.77778 3 R.LKEEEEDKKR.K 367 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_106.012447.012447 2 4.0498 0.3987 2857.21 2858.1 1 40.909092 8 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_Ti_113.014582.014582 3 6.0954 0.443 4152.08 4151.6 1 26.428572 33 K.GTWIHPEIDNPEYSPDPSIYAYDNFGVLGLDLWQVK.S 287 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007827.00782 3 3.8242 0.2881 2961.11 2961.2 1 28 1 R.AKIDDPTDSKPEDWDKPEHIPDPDAK.K 223 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010608.01060 2 3.9095 0.4247 2520.43 2520.7 1 42.857143 1 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012213.0122 3 5.6959 0.3761 2860.67 2858.1 1 31.818182 2 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_109.019136.01913 3 5.8995 0.387 4154.15 4151.6 1 27.857143 6 K.GTWIHPEIDNPEYSPDPSIYAYDNFGVLGLDLWQVK.S 287 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008166.0081 2 3.568 0.2778 2762.21 2761.9 1 39.130436 2 K.IDDPTDSKPEDWDKPEHIPDPDAK.K 225 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012705.01270 2 2.2555 0.4395 2856.99 2858.1 2 34.090908 1 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_105.006892.00689 2 3.9747 0.401 1802.75 1801.9 1 75 2 K.IKDPDASKPEDWDER.A 208 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.004714.0047 2 2.2131 0.1422 1304.45 1304.4 4 72.22222 1 R.LKEEEEDKKR.K 367 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.013253.0132 2 2.8144 0.2866 2392.89 2392.5 1 40 3 K.IDNSQVESGSLEDDWDFLPPK.K 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007888.00788 2 3.2482 0.1427 2762.35 2761.9 2 36.95652 1 K.IDDPTDSKPEDWDKPEHIPDPDAK.K 225 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010880.0108 2 3.482 0.3678 2520.31 2520.7 1 42.857143 3 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011799.01179 2 3.77 0.2874 1611.21 1608.8 1 69.230774 2 R.FYALSASFEPFSNK.G 74 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.012009.0120 2 3.9791 0.386 2859.25 2858.1 1 40.909092 6 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.018742.0187 3 5.3954 0.4897 4150.88 4151.6 1 27.857143 11 K.GTWIHPEIDNPEYSPDPSIYAYDNFGVLGLDLWQVK.S 287 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_PK_105.011270.011270 2 4.2427 0.3958 1988.41 1987.1 1 59.375 2 W.IHPEIDNPEYSPDPSIY.A 290 0 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_PK_105.013802.013802 2 4.0805 0.3686 2523.31 2520.7 1 50 2 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_107.012169.012169.3 3 4.3549 0.2656 2858.96 2858.1 1 34.090908 2 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_PK_105.013748.013748 2 3.3777 0.2662 2174.53 2173.3 1 55.88235 2 T.WIHPEIDNPEYSPDPSIY.A 289 0 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_102.013686.013686.2 2 5.6888 0.4128 2394.45 2392.5 1 65 4 K.IDNSQVESGSLEDDWDFLPPK.K 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_109.020021.020021.3 3 4.8322 0.3465 4154.15 4151.6 1 22.857143 8 K.GTWIHPEIDNPEYSPDPSIYAYDNFGVLGLDLWQVK.S 287 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_104.009077.009077.3 3 4.7052 0.2989 2962.04 2961.2 1 31 2 R.AKIDDPTDSKPEDWDKPEHIPDPDAK.K 223 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_104.012057.012057.2 2 4.9582 0.4761 2519.17 2520.7 1 54.761906 7 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_104.011974.011974.3 3 3.5344 0.1635 2517.98 2520.7 5 32.142857 1 K.IDNSQVESGSLEDDWDFLPPKK.I 186 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_108.012956.012956.2 2 4.0917 0.282 2857.89 2858.1 1 40.909092 3 R.CKDDEFTHLYTLIVRPDNTYEVK.I 163 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_104.009111.009111.2 2 3.4971 0.3328 2760.93 2761.9 1 39.130436 2 K.IDDPTDSKPEDWDKPEHIPDPDAK.K 225 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_PK_105.014061.01406 2 3.8706 0.3774 2330.33 2331.5 1 55.263157 10 K.GTWIHPEIDNPEYSPDPSIY.A 287 1 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_104.008012.008012.2 2 3.25 0.3868 1801.71 1801.9 1 75 2 K.IKDPDASKPEDWDER.A 208 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_103.012916.012916.2 2 4.2789 0.4166 1608.63 1608.8 1 92.30769 5 R.FYALSASFEPFSNK.G 74 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_105.015781.015781.2 2 3.4844 0.3152 1931.93 1930.1 1 53.333336 1 K.KIKDPDASKPEDWDER.A 207 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_PHA_lymphocytes_PK_106.008330.008330 2 2.9417 0.1511 1476.55 1477.5 1 66.66667 1 K.HEQNIDCGGGYVK.L 99 2 *
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_004334.1| gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapiens] 21 161 54.9 417 48142 4.4 HsSD-NE_NT_lymphocytes_Ti_105.015910.015910.2 2 3.8533 0.3181 2960.27 2961.2 1 40 3 R.AKIDDPTDSKPEDWDKPEHIPDPDAK.K 223 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_108.019545.019545 2 3.4203 0.2337 1772.73 1769.9 3 61.538464 1 T.NLEDYRESIFELLQ.Q 127 0 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_111.020352.020352 2 2.8757 0.243 2834.79 2835.1 1 29.545454 2 K.SLDLFNCEITNLEDYRESIFELL.Q 117 1 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_Ti_104.015056.015056 3 5.7418 0.2309 2029.28 2029.3 1 47.22222 2 R.KLELSDNIISGGLEVLAEK.C 68 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_Ti_104.018440.018440 2 3.9673 0.3427 1911.99 1910.2 1 56.25 4 K.ELEFLSMANVELSSLAR.L 43 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_Ti_103.016168.016168 2 4.6012 0.3634 1902.11 1901.2 1 70.588234 10 K.LELSDNIISGGLEVLAEK.C 69 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_109.020185.020185 2 3.0944 0.1685 1641.89 1641.8 2 66.66667 1 T.NLEDYRESIFELL.Q 127 0 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_Ti_103.014470.014470 2 5.8538 0.3741 2031.17 2029.3 1 75 15 R.KLELSDNIISGGLEVLAEK.C 68 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015354.01535 2 4.585 0.286 1904.01 1901.2 1 70.588234 1 K.LELSDNIISGGLEVLAEK.C 69 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013995.0139 2 4.8376 0.3696 2028.63 2029.3 1 77.77778 1 R.KLELSDNIISGGLEVLAEK.C 68 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014141.01414 2 5.0404 0.4807 2004.41 2003.1 1 63.333332 6 K.SLDLFNCEITNLEDYR.E 117 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.015400.0154 2 5.0868 0.3866 1901.49 1901.2 1 70.588234 2 K.LELSDNIISGGLEVLAEK.C 69 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_NT_lymphocytes_Ti_102.016853.016853.2 2 4.1947 0.3492 1900.73 1901.2 1 61.764706 5 K.LELSDNIISGGLEVLAEK.C 69 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_106.021291.02129 2 4.4646 0.3777 1984.79 1985.2 1 70 11 C.EITNLEDYRESIFELL.Q 124 0 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_105.020477.020477 2 4.0574 0.2925 2111.07 2113.3 1 65.625 2 C.EITNLEDYRESIFELLQ.Q 124 0 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_105.012466.012466 2 4.3697 0.3255 1777.45 1775.9 1 82.14286 4 R.NRSPEEVTELVLDNC.L 13 1 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_102.014138.014138 2 3.8572 0.2345 1508.29 1505.6 1 75 3 R.SPEEVTELVLDNC.L 15 1 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_NT_lymphocytes_Ti_103.015232.015232.2 2 5.128 0.3296 2004.55 2003.1 1 66.66667 4 K.SLDLFNCEITNLEDYR.E 117 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_NT_lymphocytes_Ti_103.010390.010390.3 3 5.164 0.4152 3658.82 3660.5 1 29.166666 2 K.EEIQDEEDDDDYVEEGEEEEEEEEGGLRGEK.R 224 2 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_105.010577.010577 3 6.9188 0.4406 3786.86 3788.7 1 31.451612 2 M.KEEIQDEEDDDDYVEEGEEEEEEEEGGLRGEK.R 223 1 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_PHA_lymphocytes_PK_105.021544.021544 2 3.7942 0.2012 2261.41 2259.4 1 50 1 F.NCEITNLEDYRESIFELL.Q 122 0 *
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NP_112182.1| gi|13569879|ref|NP_112182.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 15 90 39.9 268 30692 3.8 HsSD-NE_NT_lymphocytes_Ti_106.013438.013438.2 2 5.6958 0.4108 2028.31 2029.3 1 80.55556 11 R.KLELSDNIISGGLEVLAEK.C 68 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.006480.0064 2 2.8945 0.3046 1360.25 1362.4 3 68.181816 1 K.IETNENNLESAK.G 567 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008151.00815 2 5.0978 0.4473 1906.47 1906 1 63.88889 2 R.LEGLGSSEADQDGLASTVR.S 455 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008930.0089 2 2.3163 0.1425 1252.97 1253.4 3 63.636364 1 R.TAVDSLVAYSVK.I 555 2
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011147.01114 2 5.0746 0.4098 1775.09 1774 1 78.57143 1 R.STLQTMESDIYTEVR.E 312 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.015641.0156 2 4.9961 0.4542 1799.29 1798 1 83.33333 5 K.VQSLQATFGTFESILR.S 162 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.007631.0076 2 5.3384 0.4981 2023.53 2023.2 1 70.588234 2 K.VQEQVHTLLSQDQAQAAR.L 506 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008700.00870 1 2.2269 0.2758 1253.68 1253.4 5 54.545456 1 R.TAVDSLVAYSVK.I 555 2
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013856.01385 2 4.4621 0.4045 1799.37 1798 1 66.66667 5 K.VQSLQATFGTFESILR.S 162 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsSD-NE_NT_lymphocytes_Ti_107.016117.016117.2 2 4.051 0.3997 1798.65 1798 1 60.000004 1 K.VQSLQATFGTFESILR.S 162 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2395.239 2 4.088 0.314 1439.61 1440.5 1 86.36364 1 R.DFTSLENTVEER.L 229 2
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2458.245 3 4.7295 0.4587 2616.44 2615.9 1 36 1 R.LAALQGRLEGLGSSEADQDGLASTVR.S 448 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3926.392 2 4.3241 0.3807 1971.72 1972.2 1 59.375 4 R.LPPQDFLDRLSSLDNLK.A 524 2
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1938.193 2 4.5405 0.3439 1516.51 1516.8 1 73.07692 2 K.ALKEAVKEIQTSAK.S 288 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2139.213 2 3.2887 0.1955 1914.17 1914.2 1 70 2 K.LLRSEESVSRLPEEIR.R 356 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2220.222 2 2.6416 0.1938 2129.48 2130.3 5 38.235294 1 R.QTESLESLLSKSQEHEQR.L 430 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1827.18 2 3.2311 0.351 2023.32 2023.2 1 44.11765 1 K.VQEQVHTLLSQDQAQAAR.L 506 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4146.414 2 3.6951 0.4435 1797.27 1798 1 63.333332 2 K.VQSLQATFGTFESILR.S 162 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2245.22 2 3.4644 0.2352 2614.96 2615.9 1 36 1 R.LAALQGRLEGLGSSEADQDGLASTVR.S 448 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4030.403 3 5.4782 0.4554 3477.95 3478.8 1 30.645163 2 R.SVGELPSTVESLQKVQEQVHTLLSQDQAQAAR.L 492 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2039.203 2 5.1974 0.4848 2022.35 2023.2 1 61.764706 2 K.VQEQVHTLLSQDQAQAAR.L 506 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2207.220 1 2.348 0.2695 1473.43 1474.7 2 50 1 R.SVGELPSTVESLQK.V 492 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2194.219 2 5.0254 0.4515 1905.23 1906 1 63.88889 2 R.LEGLGSSEADQDGLASTVR.S 455 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2550.255 2 3.3455 0.22 2614.35 2615.9 1 36 1 R.LAALQGRLEGLGSSEADQDGLASTVR.S 448 2 *
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NP_006816.2| gi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 [Homo sapiens] 17 43 35.5 602 66023 5.9 HsSD-NE_NT_lymphocytes_Ti_102.007926.007926.2 2 5.2708 0.4295 2091.29 2091.1 1 58.69565 1 K.SSSSSSASAAAAAAAASSSASCSR.R 79 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_Ti_109.008655.008655 2 5.3157 0.4283 2050.11 2050.3 1 71.875 4 R.YTCHVQHEGLPKPLTLR.W 281 2
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384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.008576.008576 3 3.762 0.1023 2053.1 2050.3 7 43.75 1 R.YTCHVQHEGLPKPLTLR.W 281 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.011946.011946 2 4.468 0.3987 1632.75 1630.8 1 84.61539 24 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_PK_111.011989.011989 1 2.5192 0.209 1104.82 1105.3 1 66.66667 1 Q.HEGLPKPLTL.R 287 0
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010852.01085 1 2.6167 0.2623 1498.71 1497.7 6 50 3 R.AYLEGTCVEWLR.R 182 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.005781.0057 2 3.3096 0.2063 998.29 997.01 1 87.5 2 R.FDSDAASQR.M 60 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010580.0105 2 4.336 0.2442 1498.17 1497.7 1 86.36364 5 R.AYLEGTCVEWLR.R 182 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_111.010594.0105 2 3.0718 0.278 1238.53 1236.3 1 95 2 H.HAVSDHEATLR.C 216 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008499.00849 2 3.2142 0.3396 2376.61 2376.5 2 42.105263 1 R.GYRQDAYDGKDYIALNEDLR.S 136 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_111.011336.0113 2 4.5027 0.4064 2638.63 2638.7 1 43.47826 7 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.009089.00908 2 4.7473 0.4783 1842.99 1844 1 76.666664 8 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010814.01081 2 5.3993 0.4585 1632.09 1630.8 1 88.46153 51 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007784.0077 2 4.904 0.4456 2638.73 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008636.00863 3 4.2917 0.237 2000.06 2000.1 1 51.5625 2 R.QDAYDGKDYIALNEDLR.S 139 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_106.009266.0092 2 3.2675 0.1815 1144.25 1143.2 1 93.75 2 G.YVDDTQFVR.F 51 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007268.0072 2 6.4812 0.576 2334.43 2335.4 1 65.21739 2 K.GGSYSQAASSDSAQGSDVSLTACK.V 341 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007272.0072 3 3.1044 0.1142 2337.17 2335.4 5 28.260868 1 K.GGSYSQAASSDSAQGSDVSLTACK.V 341 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_107.008378.0083 2 2.6829 0.1928 1099.21 1099.2 1 72.22222 2 H.AVSDHEATLR.C 217 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008939.0089 2 3.6598 0.1905 2001.29 2000.1 1 65.625 4 R.QDAYDGKDYIALNEDLR.S 139 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.006627.00662 3 3.4753 0.1435 1509.38 1507.7 1 54.545456 1 R.RYLENGKETLQR.T 194 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.003518.00351 3 4.8227 0.4295 1844.3 1844 1 55 5 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_106.009875.0098 2 5.5155 0.4334 2510.81 2510.5 1 52.272724 6 R.DGEDQTQDTELVETRPAGDGTFQ.K 244 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.009974.00997 2 3.5438 0.1443 2052.73 2050.3 1 65.625 8 R.YTCHVQHEGLPKPLTLR.W 281 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011358.01135 2 4.3418 0.1378 2120.05 2119.3 1 65.625 1 R.APWIEQEGPEYWDLQTR.N 73 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011192.0111 2 4.9486 0.4365 1632.53 1630.8 1 88.46153 53 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007644.00764 2 5.3519 0.5238 2434.49 2434.5 1 56.25 2 K.GGSYSQAASSDSAQGSDVSLTACKV.- 341 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007060.00706 2 6.5137 0.4637 2336.15 2335.4 1 58.69565 2 K.GGSYSQAASSDSAQGSDVSLTACK.V 341 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007604.00760 2 4.6766 0.4072 2641.49 2638.7 1 45.652176 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.009084.0090 2 4.5322 0.2667 2234.49 2235.2 2 50 2 R.DGEDQTQDTELVETRPAGDGT.F 244 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.010206.0102 2 3.0324 0.2176 1201.81 1200.3 1 88.88889 5 V.GYVDDTQFVR.F 50 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.007334.00733 2 6.2152 0.4789 2562.49 2562.7 1 68 2 R.KGGSYSQAASSDSAQGSDVSLTACKV.- 340 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_105.007084.0070 2 2.6162 0.1823 996.83 997.01 1 87.5 1 R.FDSDAASQR.M 60 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010682.01068 2 4.2495 0.2291 1499.15 1497.7 1 86.36364 11 R.AYLEGTCVEWLR.R 182 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.014037.01403 2 5.7335 0.455 2146.23 2143.4 1 75 21 R.CWALSFYPAEITLTWQR.D 227 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006779.00677 2 6.1831 0.4824 2463.69 2463.5 1 60.416668 2 R.KGGSYSQAASSDSAQGSDVSLTACK.V 340 2 *
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010361.0103 1 2.9132 0.2979 1498.88 1497.7 1 50 2 R.AYLEGTCVEWLR.R 182 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007593.00759 3 4.7099 0.3464 2636.84 2638.7 1 32.608696 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_112.011600.0116 2 4.6976 0.4236 1864.69 1865 1 65.625 6 Q.DTELVETRPAGDGTFQK.W 251 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_PK_112.011672.0116 3 4.1849 0.282 2639.48 2638.7 3 29.347824 6 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_108.011887.011887.2 2 3.7407 0.2481 1497.95 1497.7 1 81.818184 10 R.AYLEGTCVEWLR.R 182 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.002961.0029 2 4.4813 0.396 1842.49 1844 1 70 15 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2079.207 2 3.9197 0.3145 2638.2 2638.7 1 41.304348 2 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010190.010190.2 2 3.1338 0.2756 1999.37 2000.1 1 75 2 R.QDAYDGKDYIALNEDLR.S 139 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_114.010258.010258.2 2 5.8132 0.4765 2050.17 2050.3 1 71.875 12 R.YTCHVQHEGLPKPLTLR.W 281 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.002882.0028 3 4.7091 0.3785 1844.12 1844 1 50 7 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2499.249 2 2.7305 0.1315 2050.67 2050.3 1 50 1 R.YTCHVQHEGLPKPLTLR.W 281 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2843.28 2 4.4038 0.3996 1631.36 1630.8 1 80.769226 6 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_103.008730.008730.2 2 4.7116 0.3354 2641.25 2638.7 1 41.304348 4 R.DGEDQTQDTELVETRPAGDGTFQK.W 244 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_112.010351.010351.2 2 4.2007 0.4276 1844.39 1844 1 73.333336 5 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_PK_105.012820.012820 1 2.1802 0.1528 1347.48 1347.5 5 60.000004 2 V.GYVDDTQFVRF.D 50 0
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_114.003324.003324.3 3 3.678 0.2875 1844.42 1844 1 45 1 K.THMTHHAVSDHEATLR.C 211 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_NT_lymphocytes_Ti_109.012806.012806.2 2 4.8352 0.3868 1631.49 1630.8 1 84.61539 16 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2864.286 2 3.9085 0.3731 1631.48 1630.8 1 76.92308 4 R.FIAVGYVDDTQFVR.F 46 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.010076.0100 2 5.048 0.3757 2052.83 2050.3 1 71.875 6 R.YTCHVQHEGLPKPLTLR.W 281 2
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsSD-NE_PHA_lymphocytes_PK_105.009665.009665 2 2.5502 0.1837 1200.29 1200.3 4 72.22222 1 V.GYVDDTQFVR.F 50 1
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|XP_001713697.1| gi|169168595|ref|XP_001713697.1| "major histocompatibility complex, class I, A precursor [Homo sapie 30 406 50.4 365 40789 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.014493.0144 2 5.7679 0.4617 2143.51 2143.4 1 81.25 46 R.CWALSFYPAEITLTWQR.D 227 2
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsSD-NE_PHA_lymphocytes_PK_108.011416.011416 2 4.1376 0.3708 1543.01 1540.8 1 80.769226 4 L.IQVGYEPLPPTIGR.N 28 1 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsSD-NE_PHA_lymphocytes_PK_109.014562.014562 2 4.2047 0.448 1753.63 1753.1 1 73.333336 8 K.VLIQVGYEPLPPTIGR.N 26 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011494.0114 2 3.0606 0.3008 1755.09 1753.1 2 50 4 K.VLIQVGYEPLPPTIGR.N 26 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_Ti_108.007136.00713 2 6.2889 0.4309 2356.59 2356.6 1 62.5 11 K.VLQHYQESDKGEELGPGNVQK.E 91 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_Ti_108.011541.01154 2 2.9686 0.2245 1756.05 1753.1 1 56.666668 2 K.VLIQVGYEPLPPTIGR.N 26 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_Ti_112.010545.01054 2 2.5978 0.1371 1119.41 1118.3 1 83.33333 1 R.RGLFTGLTPR.L 68 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018784.0187 2 4.2509 0.3208 1506.79 1505.8 1 76.92308 6 R.EEGILGFFAGLVPR.L 172 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_Ti_115.011205.01120 2 3.8346 0.3688 1779.51 1778.1 1 63.333332 4 R.SAATLITHPFHVITLR.S 132 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_Ti_106.018963.01896 2 4.1982 0.3817 1505.79 1505.8 1 80.769226 4 R.EEGILGFFAGLVPR.L 172 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007053.0070 2 6.2176 0.4433 2355.79 2356.6 1 65 9 K.VLQHYQESDKGEELGPGNVQK.E 91 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3078.307 2 3.6428 0.3554 2363.37 2361.6 1 35 1 R.QVCQLPGLFSYAQHIASIDGR.R 47 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2884.288 2 3.1947 0.3246 1753.48 1753.1 1 50 1 K.VLIQVGYEPLPPTIGR.N 26 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsSD-NE_NT_lymphocytes_Ti_113.011710.011710.2 2 4.086 0.375 1776.99 1778.1 1 63.333332 1 R.SAATLITHPFHVITLR.S 132 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_PHA_lymphocytes_Ti_110.014176.0141 2 3.0824 0.3287 2361.73 2361.6 1 40 1 R.QVCQLPGLFSYAQHIASIDGR.R 47 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2419.241 2 3.0114 0.1483 961.56 962.14 1 81.25 1 R.GLFTGLTPR.L 69 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsSD-NE_NT_lymphocytes_Ti_105.015773.015773.2 2 4.9246 0.3454 2359.05 2356.6 1 52.499996 2 K.VLQHYQESDKGEELGPGNVQK.E 91 2 *
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_055157.1| gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [Homo sapiens] 8 66 32.3 303 33331 8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011486.0114 2 4.5366 0.3402 1777.01 1778.1 1 63.333332 6 R.SAATLITHPFHVITLR.S 132 2 *
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsSD-NE_PHA_lymphocytes_Ti_106.007177.007177 2 2.9767 0.1873 995.81 996.11 1 92.85714 2 R.HLRDEGLR.L 195 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.007131.007131 2 3.7518 0.3546 1777.71 1776.9 1 71.875 2 R.KVAHSDKPGSTSTASFR.D 205 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009010.00901 2 4.0798 0.272 1619.71 1618.9 1 76.92308 4 K.HEQILVLDPPTDLK.F 11 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008660.00866 2 4.1829 0.4019 2298.45 2298.5 1 63.88889 1 R.CVFEMPNENDKLNDMEPSK.A 128 2 *
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011127.01112 1 2.2623 0.341 1568.01 1567.8 1 53.846157 1 K.FKGPFTDVVTTNLK.L 25 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_103.009814.00981 2 2.6274 0.0824 1295.27 1292.5 1 77.27273 1 K.GPFTDVVTTNLK.L 27 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.004400.00440 2 2.5014 0.1815 1093.85 1094.3 4 85.71429 2 R.KLMEECKR.L 174 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.006232.0062 2 3.7378 0.2994 1648.37 1648.8 1 70 9 K.VAHSDKPGSTSTASFR.D 206 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.006252.00625 2 3.2946 0.3331 1356.59 1356.4 2 68.181816 2 K.PHSVSLNDTETR.K 162 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.007042.0070 3 4.4375 0.3153 2240.84 2238.5 5 35.526314 2 K.QDGPMPKPHSVSLNDTETRK.L 155 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.015699.01569 2 2.4757 0.1128 2315.37 2313.7 4 39.473686 1 K.FMVQTIFAPPNTSDMEAVWK.E 95 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007040.0070 2 2.8561 0.1865 2110.61 2110.3 1 55.555557 3 K.QDGPMPKPHSVSLNDTETR.K 155 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.008434.00843 2 2.7846 0.2158 999.05 996.11 2 92.85714 5 R.HLRDEGLR.L 195 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.005864.00586 2 3.0633 0.2328 1648.29 1648.8 4 60.000004 2 K.VAHSDKPGSTSTASFR.D 206 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007368.0073 3 3.647 0.3102 2110.73 2110.3 1 33.333336 2 K.QDGPMPKPHSVSLNDTETR.K 155 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006836.00683 2 2.9622 0.2425 2108.37 2110.3 1 44.444447 10 K.QDGPMPKPHSVSLNDTETR.K 155 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.008898.00889 2 3.9883 0.2847 1776.27 1776.9 2 59.375 1 R.KVAHSDKPGSTSTASFR.D 205 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006318.0063 2 2.5289 0.0909 1483.37 1484.6 1 54.166668 1 K.PHSVSLNDTETRK.L 162 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2726.272 2 4.0397 0.3007 1567.26 1567.8 1 69.230774 1 K.FKGPFTDVVTTNLK.L 25 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsSD-NE_NT_lymphocytes_Ti_111.010373.010373.2 2 4.5127 0.3736 1776.79 1776.9 1 71.875 1 R.KVAHSDKPGSTSTASFR.D 205 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007077.0070 2 2.7068 0.2167 2235.99 2238.5 3 44.736843 1 K.QDGPMPKPHSVSLNDTETRK.L 155 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1716.171 2 2.9837 0.2908 1356.42 1356.4 1 72.72727 2 K.PHSVSLNDTETR.K 162 2
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NP_919415.2| gi|94721252|ref|NP_919415.2| vesicle-associated membrane protein-associated protein A isoform 16 62 47.8 249 27893 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006128.0061 2 2.7231 0.1293 998.55 996.11 2 85.71429 6 R.HLRDEGLR.L 195 2
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_PHA_lymphocytes_Ti_103.010426.010426 2 3.7165 0.3467 1661.19 1658.9 1 73.07692 4 R.RVNQAIWLLCTGAR.E 146 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_PHA_lymphocytes_Ti_104.015070.015070 2 4.7219 0.3429 2323.23 2324.5 1 57.894737 35 K.WSTDDVQINDISLQDYIAVK.E 23 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_PHA_lymphocytes_PK_111.017963.017963 2 2.7094 0.1984 980.25 980.15 9 78.57143 3 K.HAFEIIHL.L 95 1 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_NT_lymphocytes_Ti_109.011181.01118 1 1.9011 0.2958 1502.76 1502.7 4 54.166668 1 R.VNQAIWLLCTGAR.E 147 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.014864.01486 2 5.2314 0.414 1632.99 1632.8 1 78.57143 2 K.TIAECLADELINAAK.G 168 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014240.0142 2 3.7295 0.2524 2324.05 2324.5 1 50 6 K.WSTDDVQINDISLQDYIAVK.E 23 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010935.01093 2 4.727 0.2888 1504.23 1502.7 1 83.33333 3 R.VNQAIWLLCTGAR.E 147 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_NT_lymphocytes_Ti_112.011342.01134 2 4.4887 0.413 1658.53 1658.9 1 80.769226 2 R.RVNQAIWLLCTGAR.E 146 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014948.0149 2 2.8054 0.2127 1632.39 1632.8 1 60.714287 1 K.TIAECLADELINAAK.G 168 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009210.0092 1 2.0053 0.1061 900.43 901.01 1 78.57143 1 K.YLPHSAGR.Y 48 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_NT_lymphocytes_Ti_109.012651.012651.2 2 4.3896 0.3529 1503.61 1502.7 1 83.33333 5 R.VNQAIWLLCTGAR.E 147 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_PHA_lymphocytes_PK_105.018411.01841 2 3.5806 0.3383 1632.51 1632.8 1 67.85714 1 K.TIAECLADELINAAK.G 168 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_NT_lymphocytes_Ti_102.016220.016220.2 2 5.3164 0.3356 1634.51 1632.8 1 75 10 K.TIAECLADELINAAK.G 168 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsSD-NE_NT_lymphocytes_Ti_103.015875.015875.3 3 5.0694 0.1902 1633.19 1632.8 1 64.28571 2 K.TIAECLADELINAAK.G 168 2 *
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NP_001000.2| gi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapiens] 8 77 31.9 204 22876 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010509.0105 2 2.7794 0.2737 1659.95 1658.9 1 53.846157 1 R.RVNQAIWLLCTGAR.E 146 2 *
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsSD-NE_PHA_lymphocytes_Ti_103.014668.014668 2 5.2707 0.3767 2329.83 2330.5 1 57.5 9 K.NNLSFIETSALDSTNVEEAFK.N 146 2 *
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsSD-NE_PHA_lymphocytes_Ti_110.011893.011893 2 2.8822 0.2687 1628.63 1626.9 4 57.14286 3 R.DHADSNIVIMLVGNK.S 111 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.006738.0067 1 2.0468 0.1197 1160.55 1161.3 5 68.75 1 K.HLTYENVER.W 96 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007113.00711 2 2.2947 0.0824 981.05 981.05 8 85.71429 1 R.NEFNLESK.S 34 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.008211.0082 2 3.1207 0.2955 1081.79 1081.2 4 83.33333 2 K.STIGVEFATR.S 42 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_PK_113.011310.0113 2 3.1205 0.231 1290.41 1288.5 1 72.72727 1 R.SIQVDGKTIKAQ.I 52 1
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007191.0071 1 2.4839 0.0867 981.61 981.05 6 71.42857 1 R.NEFNLESK.S 34 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.011498.0114 2 4.08 0.3284 1627.95 1626.9 1 67.85714 1 R.DHADSNIVIMLVGNK.S 111 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.014135.01413 2 5.808 0.5513 2331.71 2330.5 1 62.5 13 K.NNLSFIETSALDSTNVEEAFK.N 146 2 *
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010842.01084 2 4.9065 0.4423 1626.49 1626.9 1 82.14286 9 R.DHADSNIVIMLVGNK.S 111 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.013727.0137 2 5.199 0.4554 2330.61 2330.5 1 60.000004 5 K.NNLSFIETSALDSTNVEEAFK.N 146 2 *
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007944.00794 2 2.5275 0.1977 1081.49 1081.2 4 88.88889 1 K.STIGVEFATR.S 42 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011763.01176 2 4.5039 0.2729 1291.23 1290.5 1 75 5 R.GAVGALLVYDIAK.H 83 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006632.0066 2 2.3005 0.1479 1162.47 1161.3 1 93.75 1 K.HLTYENVER.W 96 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.006453.00645 2 2.5175 0.2297 1160.75 1161.3 1 87.5 1 K.HLTYENVER.W 96 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.011684.0116 2 3.9363 0.2849 1290.55 1290.5 1 70.83333 3 R.GAVGALLVYDIAK.H 83 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014886.014886.2 2 6.1006 0.5266 2329.63 2330.5 1 67.5 5 K.NNLSFIETSALDSTNVEEAFK.N 146 2 *
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsSD-NE_NT_lymphocytes_Ti_103.009318.009318.2 2 2.6124 0.2615 1081.23 1081.2 1 77.77778 2 K.STIGVEFATR.S 42 2
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_004209.1| gi|4758986|ref|NP_004209.1| "RAB11B, member RAS oncogene family [Homo sapiens] " 9 69 40.4 218 24574 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013290.013290.2 2 3.5966 0.3896 1628.49 1626.9 1 67.85714 5 R.DHADSNIVIMLVGNK.S 111 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.011250.011250 2 3.2209 0.3068 1332.95 1331.5 4 75 2 R.GFAYVQFEDVR.D 52 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_PHA_lymphocytes_Ti_102.007727.007727 3 4.8471 0.394 2897.03 2897.9 1 35.869564 1 R.SHSDNDRPNCSWNTQYSSAYYTSR.K 158 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_PHA_lymphocytes_Ti_105.013550.013550 3 4.4069 0.1971 2712.32 2709.9 2 31.818182 2 R.GFAYVQFEDVRDAEDALHNLDRK.W 52 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.014690.0146 2 4.3888 0.4418 1917.83 1918.2 1 70 4 R.YGPIVDVYVPLDFYTR.R 33 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_NT_lymphocytes_PK_105.015797.015797. 2 3.3285 0.3117 1917.71 1918.2 1 50 2 R.YGPIVDVYVPLDFYTR.R 33 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_NT_lymphocytes_Ti_104.015826.015826.2 2 4.8811 0.4478 1917.37 1918.2 1 76.666664 3 R.YGPIVDVYVPLDFYTR.R 33 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_NT_lymphocytes_Ti_108.013353.013353.3 3 3.6554 0.1026 2710.1 2709.9 2 30.681818 1 R.GFAYVQFEDVRDAEDALHNLDRK.W 52 2
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|XP_001714031.1| gi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_0017PREDICTED: hypothetical protein LOC642558 [Homo sapiens] 4 18 34.4 183 22222 10.3 HsSD-NE_PHA_lymphocytes_PK_106.019497.019497 2 3.9468 0.3218 1919.71 1918.2 1 56.666668 3 R.YGPIVDVYVPLDFYTR.R 33 2
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.016061.016061 2 2.6316 0.207 1594.81 1592.7 1 62.5 2 K.DTDIVDEAIYYFK.A 38 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_109.018679.018679 2 3.5506 0.3344 2216.47 2217.6 1 50 2 L.GITNFPIPGEPGFPLNAIYAK.P 99 1 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_108.011594.011594 2 3.1964 0.2331 1908.73 1909.1 1 60.714287 2 K.VFDPQNDKPSKWWTC.F 148 1 *

108



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017796.0177 2 2.3434 0.1908 2855.47 2855.3 7 28 1 K.EMYTLGITNFPIPGEPGFPLNAIYAK.P 94 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.015696.01569 2 2.8784 0.3203 1593.15 1592.7 1 70.83333 1 K.DTDIVDEAIYYFK.A 38 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011928.01192 1 2.2226 0.1768 1211.27 1211.6 8 70 1 K.LIGNMALLPIR.S 15 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018707.018707 1 3.7661 0.3715 1592.77 1592.7 1 70.83333 4 K.DTDIVDEAIYYFK.A 38 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_NT_lymphocytes_Ti_104.016349.016349.1 1 3.4512 0.3369 1593.94 1592.7 1 70.83333 6 K.DTDIVDEAIYYFK.A 38 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_NT_lymphocytes_Ti_105.015647.015647.2 2 2.2801 0.2484 1273.21 1275.4 2 70 1 K.VFDPQNDKPSK.W 148 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018206.018206 2 4.2796 0.3526 1821.85 1823 1 64.28571 6 R.ETKDTDIVDEAIYYF.K 35 1 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_102.019977.019977 2 2.666 0.1851 1465.31 1464.6 1 77.27273 1 K.DTDIVDEAIYYF.K 38 1 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_NT_lymphocytes_Ti_106.018352.018352.2 2 3.1101 0.2813 2856.07 2855.3 1 32 3 K.EMYTLGITNFPIPGEPGFPLNAIYAK.P 94 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_NT_lymphocytes_Ti_108.016515.016515.3 3 4.0241 0.2346 4155.38 4153.8 1 22.222223 1 K.EMYTLGITNFPIPGEPGFPLNAIYAKPANKQEDEVMR.A 94 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_NT_lymphocytes_Ti_110.017275.017275.2 2 3.9447 0.3776 1594.91 1592.7 1 83.33333 12 K.DTDIVDEAIYYFK.A 38 2 *
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_005710.1| gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex subunit 3 [Homo sapiens] 10 47 44.4 178 20547 8.6 HsSD-NE_PHA_lymphocytes_PK_106.018908.018908 2 4.6053 0.3535 1593.21 1592.7 1 83.33333 4 K.DTDIVDEAIYYFK.A 38 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsSD-NE_PHA_lymphocytes_PK_112.011395.011395 2 2.9088 0.1838 1394.53 1394.7 6 66.66667 1 Y.LKGVHPKFPEGGK.M 118 1 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.012680.0126 2 4.7637 0.3972 2139.17 2138.3 1 64.70589 2 K.VPEDPTQCFLLFANQTEK.D 201 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.006729.0067 2 2.0942 0.1162 1181.03 1183.4 1 72.22222 1 K.GHFNIQPNKK.S 159 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017188.01718 2 2.4147 0.1823 2751.11 2749.1 3 29.545454 1 K.VPEDPTQCFLLFANQTEKDIILR.E 201 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.013022.01302 3 4.6209 0.4036 3402.98 3404.9 1 28.333334 2 R.EHLPAPGDDVLVLLCGPPPMVQLACHPNLDK.L 264 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012344.01234 2 4.8885 0.3921 2137.79 2138.3 1 73.52941 6 K.VPEDPTQCFLLFANQTEK.D 201 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.017220.0172 3 3.0519 0.0944 2748.65 2749.1 3 28.40909 1 K.VPEDPTQCFLLFANQTEKDIILR.E 201 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.015584.01558 2 5.1144 0.3862 1845.73 1843.3 1 64.70589 2 K.LGMIAGGTGITPMLQLIR.A 179 2
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_PK_115.012939.0129 2 4.0306 0.3457 2542.67 2540.7 1 43.18182 8 R.IDGSLVIRPYTPVTSDEDQGYVD.L 89 1 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009218.00921 1 1.8089 0.2302 1182.4 1183.4 6 66.66667 1 K.GHFNIQPNKK.S 159 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsSD-NE_NT_lymphocytes_Ti_111.013635.013635.2 2 3.5505 0.3474 2003.91 2005.3 1 56.666668 1 K.LWFTLDHPPKDWAYSK.G 239 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009538.0095 1 2.163 0.236 1182.66 1183.4 5 66.66667 1 K.GHFNIQPNKK.S 159 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012003.0120 2 4.9585 0.4523 2006.67 2005.3 1 73.333336 6 K.LWFTLDHPPKDWAYSK.G 239 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013472.0134 3 4.9018 0.3354 3405.5 3404.9 1 25 3 R.EHLPAPGDDVLVLLCGPPPMVQLACHPNLDK.L 264 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010766.0107 2 4.3526 0.3947 1659.55 1660 1 66.66667 2 R.FALPTAHHTLGLPVGK.H 66 2 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011618.011618 2 2.9125 0.2773 2167.63 2168.4 1 44.444447 1 S.LVIRPYTPVTSDEDQGYVD.L 93 0 *
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NP_057327.2| gi|49574502|ref|NP_057327.2| "NAD(P)H:quinone oxidoreductase type 3, polypeptide A2 [Homo s 13 41 49.2 305 34095 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010802.0108 3 3.0782 0.2039 1661 1660 7 41.666664 2 R.FALPTAHHTLGLPVGK.H 66 2 *
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsSD-NE_PHA_lymphocytes_PK_111.018131.01813 2 3.1701 0.2205 1349.87 1349.7 8 68.181816 1 L.MALLPIFFGALR.S 42 1
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_PHA_lymphocytes_PK_111.014666.014 2 3.2037 0.3682 1218.41 1218.5 1 90 3 M.ALLPIFFGALR.S 43 1
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010623.01062 2 2.5945 0.0951 1202.79 1202.4 1 77.77778 1 K.LVFPQDLLEK.G 242 2
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_NT_lymphocytes_PK_111.011517.0115 2 2.734 0.2044 1731.39 1729.8 1 64.28571 1 L.FTQGSGENKEEIINY.E 142 0
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_NT_lymphocytes_PK_105.008570.0085 2 3.2359 0.3671 1638.33 1637.7 1 64.28571 1 F.SYEESNPKDPAAVTE.S 345 0 *
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_NT_lymphocytes_PK_105.008402.0084 2 2.9941 0.1737 1510.15 1508.6 5 61.538464 1 F.SYEESNPKDPAAVT.E 345 0 *
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009104.0091 3 3.1429 0.2374 2644.61 2646.8 1 32.608696 1 K.GEVTEMFSYEESNPKDPAAVTESK.E 338 2 *
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009099.0090 2 4.0105 0.4014 2646.31 2646.8 1 47.826088 2 K.GEVTEMFSYEESNPKDPAAVTESK.E 338 2 *
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NP_110416.1| gi|23308607|ref|NP_110416.1| minor histocompatibility antigen 13 isoform 1 [Homo sapiens] 8 14 16.2 377 41488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008795.00879 2 4.0339 0.3739 2648.59 2646.8 1 50 3 K.GEVTEMFSYEESNPKDPAAVTESK.E 338 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009754.00975 2 4.318 0.4568 1810.99 1811.1 1 80 3 R.PYMAYLQIQSPAGQSR.C 33 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_108.009227.00922 2 4.59 0.3009 2117.15 2116.3 1 60.000004 2 K.GDSGGPLLCNNVAHGIVSYGK.S 199 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009386.00938 3 3.3645 0.1543 2536.52 2533.8 1 35.416664 1 K.AAFKGDSGGPLLCNNVAHGIVSYGK.S 195 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009262.0092 2 3.2576 0.3713 2115.87 2116.3 1 42.5 1 K.GDSGGPLLCNNVAHGIVSYGK.S 199 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012575.01257 2 3.449 0.2094 1546.55 1545.8 3 70.83333 4 R.TIQNDIMLLQLSR.R 104 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012538.01253 2 2.8454 0.1149 1105.31 1105.3 6 75 2 R.VSSFLPWIR.T 231 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010742.01074 2 4.655 0.4561 1929.57 1930.1 1 55.88235 2 R.AQEGLRPGTLCTVAGWGR.V 132 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2396.23 2 2.3066 0.2205 1929.25 1930.1 2 44.11765 1 R.AQEGLRPGTLCTVAGWGR.V 132 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1392.139 2 2.9657 0.1432 1198.38 1198.3 3 72.22222 2 R.ENTQQHITAR.R 83 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsSD-NE_NT_lymphocytes_Ti_103.008564.008564.2 2 2.2928 0.1323 953.07 955.06 2 85.71429 1 R.IFGSYDPR.R 175 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.009539.0095 2 3.0593 0.319 1928.53 1930.1 1 50 1 R.AQEGLRPGTLCTVAGWGR.V 132 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2068.206 2 3.6632 0.3444 1354.09 1354.5 1 80 2 R.RENTQQHITAR.R 82 2 *
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_001902.1| gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo sapiens] 9 24 39.2 255 28837 11.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3483.348 2 2.7394 0.1217 1104.49 1105.3 1 87.5 2 R.VSSFLPWIR.T 231 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsSD-NE_PHA_lymphocytes_Ti_101.009128.009128 2 3.2489 0.2304 1347.41 1346.5 1 75 6 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008679.00867 2 3.8933 0.3994 1347.45 1346.5 1 79.16667 4 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011337.0113 1 2.1663 0.3252 1461.72 1461.7 3 54.166668 1 K.ILTFDQLALDSPK.G 120 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008642.0086 2 3.8516 0.3434 1346.65 1346.5 1 79.16667 9 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008206.00820 1 3.297 0.3377 1347.89 1346.5 1 66.66667 1 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010874.01087 1 3.4257 0.165 1462.85 1461.7 3 58.333332 2 K.ILTFDQLALDSPK.G 120 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_PHA_lymphocytes_PK_110.009347.009 2 2.93 0.3197 1349.39 1346.5 1 62.5 1 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010893.01089 2 4.7182 0.1519 1460.81 1461.7 1 91.66667 2 K.ILTFDQLALDSPK.G 120 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsSD-NE_NT_lymphocytes_Ti_102.009333.009333.1 1 2.2165 0.2703 1345.61 1346.5 1 58.333332 1 K.TAVVVGTITDDVR.V 79 2 *
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_000970.1| gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sapiens] 4 32 13.8 188 21634 11.7 HsSD-NE_NT_lymphocytes_Ti_102.009372.009372.2 2 4.4471 0.3488 1349.25 1346.5 1 83.33333 5 K.TAVVVGTITDDVR.V 79 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.014022.0140 2 3.3725 0.2522 2159.73 2157.3 6 35 1 K.SASLDNGGCALTTFSVLEGEK.N 84 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012554.01255 2 3.2611 0.2861 1850.43 1851 2 46.666668 1 K.EVGSHFDDFVTNLIEK.S 68 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.010422.01042 2 3.2295 0.1005 1656.93 1655 4 57.692307 1 K.LTAEAEELKPFFMK.E 54 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.015530.01553 2 3.4068 0.4419 2804.97 2805.3 1 36.95652 3 K.SSTVPIPTVNQYLYFLFAPTLIYR.D 286 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011777.01177 2 3.7803 0.1824 2159.55 2157.3 1 45 2 K.SASLDNGGCALTTFSVLEGEK.N 84 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsSD-NE_NT_lymphocytes_Ti_103.012632.012632.2 2 3.3839 0.3118 2158.09 2157.3 6 37.5 1 K.SASLDNGGCALTTFSVLEGEK.N 84 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.015993.0159 2 4.3143 0.3177 2808.21 2805.3 1 36.95652 5 K.SSTVPIPTVNQYLYFLFAPTLIYR.D 286 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3763.37 2 3.1815 0.1671 1710.9 1709 1 61.538464 1 R.RSLLDELLEVDHIR.T 126 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3457.34 2 3.9956 0.1335 1552.19 1552.8 1 79.16667 4 R.SLLDELLEVDHIR.T 127 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3936.393 2 4.1608 0.2387 1552.12 1552.8 1 75 3 R.SLLDELLEVDHIR.T 127 2 *
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NP_003092.4| gi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coenzyme A: cholesterol acyltransfe 6 23 16.2 550 64735 8.9 HsSD-NE_NT_lymphocytes_Ti_115.016635.016635.2 2 2.7935 0.2382 2805.55 2805.3 4 30.434782 1 K.SSTVPIPTVNQYLYFLFAPTLIYR.D 286 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012144.0121 2 3.9176 0.3601 1913.17 1910.2 1 47.368423 2 R.AGAVGAHLPASGLDIFGDLK.K 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012614.01261 2 4.4652 0.4029 1909.05 1910.2 1 60.526318 2 R.AGAVGAHLPASGLDIFGDLK.K 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006638.0066 2 2.2582 0.1325 1523.61 1523.6 2 50 1 K.FLTKGDNNEVDDR.G 123 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsSD-NE_NT_lymphocytes_Ti_109.012601.012601.3 3 5.3888 0.4741 2039.27 2038.4 1 42.5 2 R.AGAVGAHLPASGLDIFGDLKK.M 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3435.343 2 4.1579 0.424 1910.19 1910.2 1 57.894737 2 R.AGAVGAHLPASGLDIFGDLK.K 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3224.32 2 3.8186 0.3852 1910.07 1910.2 1 42.105263 1 R.AGAVGAHLPASGLDIFGDLK.K 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011769.0117 2 3.0092 0.23 2037.97 2038.4 3 45 1 R.AGAVGAHLPASGLDIFGDLKK.M 4 2 *
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NP_150596.1| gi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 4 19 17.7 192 21542 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011522.0115 3 6.4117 0.4545 2039.63 2038.4 1 46.25 8 R.AGAVGAHLPASGLDIFGDLKK.M 4 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsSD-NE_PHA_lymphocytes_Ti_108.007023.007023 2 2.8308 0.2572 1309.41 1309.4 2 65 9 R.YGRPPDSHHSR.R 92 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010412.01041 2 3.6086 0.2923 1750.75 1752.9 1 71.875 3 R.DAEDAMDAMDGAVLDGR.E 67 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007444.00744 2 2.2584 0.0996 919.49 919.07 2 92.85714 1 R.VGDVYIPR.D 40 2
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010575.0105 2 3.8658 0.3594 1751.45 1752.9 1 81.25 2 R.DAEDAMDAMDGAVLDGR.E 67 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_NT_lymphocytes_Ti_114.008193.00819 2 3.0106 0.2574 1308.65 1309.4 1 65 5 R.YGRPPDSHHSR.R 92 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2491.24 2 2.9622 0.2132 1309.21 1309.4 1 65 2 R.YGRPPDSHHSR.R 92 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsSD-NE_NT_lymphocytes_Ti_112.004619.004619.2 2 2.6115 0.2293 1308.83 1309.4 1 70 1 R.YGRPPDSHHSR.R 92 2 *
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NP_003007.2| gi|47271443|ref|NP_003007.2| "splicing factor, arginine/serine-rich 2 [Homo sapiens] " 3 31 16.3 221 25476 11.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.007940.0079 2 2.5804 0.1286 1309.29 1309.4 4 60.000004 8 R.YGRPPDSHHSR.R 92 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_PHA_lymphocytes_PK_107.017752.017752 1 3.6137 0.2427 1391.75 1391.6 2 70 3 Q.FVNWIDSIIQR.S 238 1 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_PHA_lymphocytes_PK_107.017872.017872 2 4.4088 0.2859 1391.33 1391.6 1 85 4 Q.FVNWIDSIIQR.S 238 1 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_NT_lymphocytes_Ti_115.017672.01767 2 4.3414 0.4944 3055.15 3054.4 1 35.185184 4 R.GGCASGLYPDAFAPVAQFVNWIDSIIQR.S 221 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.006752.00675 2 3.1115 0.2337 1066.41 1066.2 1 88.88889 4 R.VVLGAHNLSR.R 82 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.019149.01914 3 4.862 0.4782 3054.32 3054.4 1 34.25926 4 R.GGCASGLYPDAFAPVAQFVNWIDSIIQR.S 221 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015074.01507 2 3.4765 0.2062 1804.81 1803.1 1 65.625 3 R.LGNGVQCLAMGWGLLGR.N 145 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.013469.01346 2 3.218 0.3975 2822.27 2820.1 1 38.46154 2 R.QAGVCFGDSGSPLVCNGLIHGIASFVR.G 194 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_NT_lymphocytes_Ti_108.015073.015073.2 2 3.763 0.2208 1803.11 1803.1 1 59.375 3 R.LGNGVQCLAMGWGLLGR.N 145 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.018940.0189 2 3.6346 0.4909 3054.55 3054.4 1 31.48148 3 R.GGCASGLYPDAFAPVAQFVNWIDSIIQR.S 221 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_NT_lymphocytes_Ti_109.016166.016166.2 2 2.77 0.4514 2818.77 2820.1 1 30.769232 6 R.QAGVCFGDSGSPLVCNGLIHGIASFVR.G 194 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2586.25 2 2.6161 0.1996 1065.65 1066.2 1 77.77778 1 R.VVLGAHNLSR.R 82 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.012382.0123 3 5.9398 0.4089 2971.82 2972.3 1 34.25926 4 R.GGHFCGATLIAPNFVMSAAHCVANVNVR.A 51 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_NT_lymphocytes_Ti_114.018962.018962.3 3 5.2621 0.4852 3055.07 3054.4 1 38.88889 3 R.GGCASGLYPDAFAPVAQFVNWIDSIIQR.S 221 2 *
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_001963.1| gi|4503549|ref|NP_001963.1| "elastase 2, neutrophil preproprotein [Homo sapiens] " 8 50 41.2 267 28518 9.3 HsSD-NE_NT_lymphocytes_Ti_111.019895.019895.2 2 4.5538 0.4401 3056.71 3054.4 1 37.037037 6 R.GGCASGLYPDAFAPVAQFVNWIDSIIQR.S 221 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsSD-NE_PHA_lymphocytes_PK_109.020044.020044 2 3.2573 0.3467 1842.81 1844.1 1 53.571426 8 A.AFQREVKDVAEFLYQ.V 147 0 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsSD-NE_PHA_lymphocytes_PK_108.012730.012730 2 2.7994 0.2478 1591.73 1592.8 7 57.692307 1 L.TLIDLPGHESLRLQ.F 114 0 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.013275.0132 3 3.256 0.3068 2487.83 2487.8 6 30.000002 1 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.013043.0130 2 4.6291 0.3518 2488.17 2487.8 1 50 3 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007462.0074 2 4.0236 0.4038 1619.67 1617.7 1 76.92308 2 R.DTQTSITDSCAVYR.V 91 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_108.013437.01343 3 4.5058 0.383 2488.01 2487.8 1 37.5 2 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_111.018089.01808 2 4.523 0.2704 1944.81 1942.3 1 65.625 4 K.DVAEFLYQVLIDSMGLK.N 154 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_105.009849.00984 2 5.0424 0.4938 1899.01 1896.1 1 72.22222 3 R.VADGGGAGGTFQPYLDTLR.Q 9 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014375.0143 2 4.2335 0.348 2302.35 2302.6 1 47.22222 4 K.EFEFSQLPLKVEFLECSAK.G 231 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_109.013595.01359 2 4.6461 0.4861 2487.53 2487.8 1 52.499996 2 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_111.017990.01799 3 3.3478 0.1668 2298.65 2298.7 2 32.894737 1 R.EVKDVAEFLYQVLIDSMGLK.N 151 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_109.010304.01030 2 2.9811 0.2177 1722.41 1722.9 1 56.666668 2 R.GNSLTLIDLPGHESLR.L 110 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.002604.0026 3 3.7169 0.2497 1941.68 1942.3 1 45.3125 2 K.DVAEFLYQVLIDSMGLK.N 154 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_111.017968.01796 2 4.5097 0.4654 2300.27 2298.7 1 52.63158 1 R.EVKDVAEFLYQVLIDSMGLK.N 151 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_Ti_107.009251.00925 1 2.7445 0.2883 1424.46 1423.7 2 59.090908 1 K.GKEFEFSQLPLK.V 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2728.272 2 4.2666 0.2258 1726.05 1727 2 73.07692 2 K.LIQQQLEKELNTLR.V 192 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsSD-NE_NT_lymphocytes_Ti_109.014423.014423.2 2 4.3705 0.4236 2487.23 2487.8 1 60.000004 2 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsSD-NE_NT_lymphocytes_Ti_108.013874.013874.3 3 4.3066 0.4126 2487.83 2487.8 1 40 2 K.GKEFEFSQLPLKVEFLECSAK.G 229 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsSD-NE_NT_lymphocytes_Ti_105.016461.016461.2 2 3.1435 0.131 2302.85 2302.6 9 36.11111 1 K.EFEFSQLPLKVEFLECSAK.G 231 2 *
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NP_067026.2| gi|14917113|ref|NP_067026.2| "signal recognition particle receptor, beta subunit [Homo sapiens] " 14 51 40.6 271 29651 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.003128.0031 2 4.3403 0.3172 1943.85 1942.3 1 62.5 7 K.DVAEFLYQVLIDSMGLK.N 154 2 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_PK_115.013466.0134 2 3.4544 0.3024 1668.01 1667.8 1 70.83333 4 L.EWLYGCPPPYHTF.E 493 0 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_PK_114.013895.0138 2 3.87 0.467 1747.27 1747.9 1 63.333332 2 T.FFDPAGGGDPILYQHL.F 219 0 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_PK_108.014289.0142 2 2.561 0.1588 1539.13 1538.7 1 68.181816 1 E.WLYGCPPPYHTF.E 494 0 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.016160.01616 3 4.3846 0.225 3789.59 3788.3 1 28.333334 3 K.VLMVEEPSMNLEWLYGCPPPYHTFEEPVYMK.S 482 2 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_PK_109.012423.0124 2 4.2603 0.4057 1635.05 1634.8 1 82.14286 9 T.FFDPAGGGDPILYQH.L 219 0 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015600.0156 3 4.4742 0.2969 3791.33 3788.3 1 29.166666 3 K.VLMVEEPSMNLEWLYGCPPPYHTFEEPVYMK.S 482 2 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsNaOH-NE_NT_lymphocytes_PK_114.012584.0125 2 2.8545 0.2315 1206.13 1206.5 4 75 1 L.MIGAPDMAFPR.M 86 1 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsSD-NE_PHA_lymphocytes_PK_106.011210.011210 2 2.9975 0.2444 1205.99 1206.5 4 80 2 L.MIGAPDMAFPR.M 86 1 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015807.015807.3 3 3.8701 0.1808 3791.09 3788.3 1 28.333334 1 K.VLMVEEPSMNLEWLYGCPPPYHTFEEPVYMK.S 482 2 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011252.011252 2 2.5942 0.1611 1539.85 1538.6 1 77.27273 1 R.RYSDYPDAYTTW.N 439 1 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsSD-NE_PHA_lymphocytes_PK_104.010330.010330 1 2.0026 0.3015 882.35 882.9 5 62.5 1 T.FFDPAGGGD.P 219 0 *
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NP_536845.1| gi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [Homo sapiens] 8 30 13.6 513 57041 6.7 HsSD-NE_PHA_lymphocytes_PK_106.013455.013455 2 3.1941 0.3495 1667.31 1667.8 1 66.66667 2 L.EWLYGCPPPYHTF.E 493 0 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.011588.011588 2 4.0134 0.3968 2154.47 2154.3 1 61.764706 9 R.HYFQNTQGLIFVVDSNDR.E 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_108.020888.020888 2 3.1261 0.1914 1603.05 1603 1 60.714287 2 K.LKLGEIVTTIPTIGF.N 37 1
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_108.001600.001600 2 2.8815 0.2512 1947.59 1945.3 1 55.88235 1 K.LKLGEIVTTIPTIGFNVE.T 37 1
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_107.017218.017218 2 4.3592 0.4834 1831.49 1832.1 1 75 9 L.KLGEIVTTIPTIGFNVE.T 38 0
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.012611.012611 2 2.9351 0.1355 1090.33 1090.3 1 88.88889 1 R.DAVLLVFANK.Q 118 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.010865.010865 2 3.2396 0.2025 2438.33 2439.6 1 50 5 R.HYFQNTQGLIFVVDSNDRER.V 80 2

109



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.016898.016898 2 2.857 0.1089 2104.83 2105.5 3 41.17647 1 K.MLQEDELRDAVLLVFANK.Q 110 2 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.003178.003178 3 3.905 0.397 2439.17 2439.6 1 44.736843 8 R.HYFQNTQGLIFVVDSNDRER.V 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_107.016957.016957 1 1.9841 0.3431 1488.75 1489.8 1 50 2 L.KLGEIVTTIPTIGF.N 38 0
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_107.015821.01582 2 3.2441 0.2846 1605.45 1603.9 1 60.714287 2 L.KLGEIVTTIPTIGFN.V 38 0
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.017505.0175 3 3.8519 0.3555 3203.3 3202.5 1 28.703705 3 R.TWYVQATCATQGTGLYDGLDWLSHELSK.R 152 2 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010356.0103 2 2.7583 0.0922 2442.17 2439.6 1 50 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010578.01057 2 3.0532 0.1015 1091.03 1090.3 4 88.88889 1 R.DAVLLVFANK.Q 118 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014300.0143 2 4.7709 0.3444 2327.19 2324.7 1 50 5 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010408.0104 3 3.8837 0.2272 2440.49 2439.6 1 42.105263 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011784.01178 2 4.3029 0.3471 2155.03 2154.3 1 50 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.017812.01781 3 3.1391 0.2181 3202.55 3202.5 4 24.074074 1 R.TWYVQATCATQGTGLYDGLDWLSHELSK.R 152 2 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_NT_lymphocytes_Ti_115.012204.012204.2 2 4.0042 0.4485 2156.93 2154.3 1 52.941177 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_105.020337.020337 2 3.924 0.3541 2136.47 2137.3 1 50 1 T.CATQGTGLYDGLDWLSHEL.S 159 0 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_NT_lymphocytes_Ti_104.010196.010196.2 2 3.0536 0.2894 1088.33 1088.4 1 85 2 R.ILMVGLDAAGK.T 20 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_NT_lymphocytes_Ti_104.015243.015243.2 2 4.0613 0.3636 2324.93 2324.7 1 50 1 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3791.379 2 3.7076 0.3115 2324.42 2324.7 2 42.5 2 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.016824.0168 2 2.3073 0.1545 2104.75 2105.5 6 35.294117 1 K.MLQEDELRDAVLLVFANK.Q 110 2 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_NT_lymphocytes_Ti_103.009966.009966.1 1 2.3778 0.331 1087.47 1088.4 1 70 3 R.ILMVGLDAAGK.T 20 2
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017744.017744 2 3.9535 0.3572 1348.33 1348.5 1 90 2 L.YDGLDWLSHEL.S 167 0 *
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_001653.1| gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo sapiens] 17 85 55.6 180 20530 6.8 HsSD-NE_PHA_lymphocytes_PK_105.020456.020456 2 3.9919 0.4658 1675.81 1676.8 1 67.85714 3 Q.GTGLYDGLDWLSHEL.S 163 0 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_PK_111.014871.01487 1 2.182 0.1532 1301.92 1301.5 7 55 1 V.YAHFPINVVIQ.E 96 0 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_Ti_106.011071.011071 2 2.8389 0.2321 1755.57 1756 7 50 2 R.RDFNHINVELSLLGK.K 36 2
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_PK_110.015778.015778 2 2.9768 0.1877 1486.73 1487.7 9 62.5 2 R.SVYAHFPINVVIQ.E 94 1 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_Ti_101.009051.009051 2 2.3699 0.0892 1300.99 1299.5 3 75 1 R.KFLDGIYVSEK.G 174 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_Ti_103.014680.014680 2 4.2631 0.2037 2486.13 2485.8 1 57.14286 21 R.SVYAHFPINVVIQENGSLVEIR.N 94 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_Ti_104.014756.014756 3 4.2982 0.3139 2484.65 2485.8 1 36.904762 1 R.SVYAHFPINVVIQENGSLVEIR.N 94 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsNaOH-NE_NT_lymphocytes_Ti_111.009275.00927 2 3.2769 0.2827 1518.73 1519.7 3 57.692307 1 R.MRPGVACSVSQAQK.D 128 2
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsNaOH-NE_PHA_lymphocytes_Ti_107.012143.0121 2 3.5581 0.2979 1602.15 1599.8 1 69.230774 4 R.DFNHINVELSLLGK.K 37 2
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsNaOH-NE_PHA_lymphocytes_Ti_103.016372.0163 2 3.7002 0.2758 2116.23 2114.4 2 44.444447 7 K.TILSNQTVDIPENVDITLK.G 3 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsNaOH-NE_NT_lymphocytes_Ti_111.013391.01339 2 3.3864 0.0962 2488.57 2485.8 2 45.238094 6 R.SVYAHFPINVVIQENGSLVEIR.N 94 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsNaOH-NE_PHA_lymphocytes_Ti_104.017783.0177 2 2.3446 0.1153 2888.37 2886.2 6 32.692307 1 K.DELILEGNDIELVSNSAALIQQATTVK.N 142 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_NT_lymphocytes_Ti_102.012854.012854.2 2 5.2028 0.4656 2112.77 2114.4 1 63.88889 3 K.TILSNQTVDIPENVDITLK.G 3 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_PHA_lymphocytes_PK_105.012069.012069 1 2.3146 0.3055 1456.72 1457.7 1 62.5 1 Q.TVDIPENVDITLK.G 9 1 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_NT_lymphocytes_Ti_103.010156.010156.1 1 2.3492 0.2596 1170.78 1171.3 1 66.66667 1 K.FLDGIYVSEK.G 175 2 *
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_NT_lymphocytes_Ti_106.013237.013237.2 2 3.1692 0.1698 1601.99 1599.8 1 61.538464 1 R.DFNHINVELSLLGK.K 37 2
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NP_001020092.1| gi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapiens] 12 58 56.2 192 21863 10 HsSD-NE_NT_lymphocytes_Ti_112.013843.013843.2 2 3.2927 0.1628 2487.07 2485.8 1 45.238094 5 R.SVYAHFPINVVIQENGSLVEIR.N 94 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_PK_110.019499.019499 2 4.2884 0.3761 2614.25 2614 1 45.833336 15 Y.SLPFLTAPGSQLPGFVPVAPICTDK.I 117 1 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.016377.016377 3 4.0321 0.2309 2982.23 2983.3 8 24 2 K.GAGHPCYLDKPEEWHTGLLDFLQGLQ.- 185 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_PK_109.014612.014612 2 4.4362 0.5084 2168.71 2169.5 1 50 3 F.LTAPGSQLPGFVPVAPICTDK.I 121 1 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_PK_110.011238.011238 1 2.3426 0.2683 1277.46 1278.5 1 70.83333 1 R.AVAIDLPGLGHSK.E 64 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.016329.016329 2 3.6414 0.3328 2983.35 2983.3 1 34 2 K.GAGHPCYLDKPEEWHTGLLDFLQGLQ.- 185 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_PHA_lymphocytes_PK_110.020420.020420 2 3.9046 0.3726 2777.25 2777.2 1 40 8 M.YSLPFLTAPGSQLPGFVPVAPICTDK.I 116 1 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009180.00918 2 2.8834 0.2588 1678.23 1676.8 2 61.538464 3 R.FSSETWQNLGTLHR.L 43 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.011483.01148 2 3.6764 0.2 1155.25 1155.4 1 94.44444 4 R.FSVLLLHGIR.F 33 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsSD-NE_NT_lymphocytes_Ti_112.014795.014795.2 2 3.8091 0.3876 2981.93 2983.3 1 40 4 K.GAGHPCYLDKPEEWHTGLLDFLQGLQ.- 185 2 *
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NP_116139.1| gi|14249382|ref|NP_116139.1| abhydrolase domain containing 14B [Homo sapiens] 8 43 42.4 210 22346 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.016416.0164 2 3.1259 0.2955 2983.97 2983.3 1 38 1 K.GAGHPCYLDKPEEWHTGLLDFLQGLQ.- 185 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsSD-NE_PHA_lymphocytes_Ti_102.007391.007391 2 6.7619 0.4465 2414.85 2415.6 1 72.5 3 K.VLHEAEGHIVTCETNTGEVYR.G 9 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsSD-NE_PHA_lymphocytes_Ti_102.007420.007420 3 4.8252 0.4595 2417.9 2415.6 1 46.25 2 K.VLHEAEGHIVTCETNTGEVYR.G 9 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007644.0076 3 4.3549 0.3316 2417 2415.6 1 41.25 3 K.VLHEAEGHIVTCETNTGEVYR.G 9 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsNaOH-NE_NT_lymphocytes_Ti_107.007371.00737 2 6.9659 0.4869 2417.43 2415.6 1 72.5 3 K.VLHEAEGHIVTCETNTGEVYR.G 9 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007607.0076 2 5.9326 0.4762 2416.61 2415.6 1 75 5 K.VLHEAEGHIVTCETNTGEVYR.G 9 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1946.19 2 3.2099 0.2342 1219.58 1219.4 1 77.77778 1 R.VAQLEQVYIR.G 55 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsSD-NE_NT_lymphocytes_Ti_104.009407.009407.2 2 2.0139 0.156 1218.85 1219.4 3 72.22222 1 R.VAQLEQVYIR.G 55 2 *
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_004166.1| gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein polypeptide D3 [Homo sapiens] 4 19 40.5 126 13916 10.3 HsSD-NE_NT_lymphocytes_Ti_112.002276.002276.2 2 3.3191 0.1079 2285.21 2286.9 2 50 1 R.GSKIRFLILPDMLKNAPMLK.S 65 2 *
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.008334.008334 1 2.8226 0.327 1364.13 1363.6 1 63.636364 1 R.EHGLIFMETSAK.T 140 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008682.0086 2 2.7371 0.1562 1364.93 1363.6 1 72.72727 2 R.EHGLIFMETSAK.T 140 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008886.00888 1 3.3884 0.399 1365.17 1363.6 1 68.181816 2 R.EHGLIFMETSAK.T 140 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010355.01035 1 3.774 0.1562 1322.59 1320.5 1 66.66667 1 R.GAAGALLVYDITR.R 78 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.010810.0108 2 2.8047 0.1027 1321.55 1320.5 2 62.5 1 R.GAAGALLVYDITR.R 78 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.011648.01164 3 3.5541 0.1315 1720.31 1719.9 3 51.923077 2 R.DTFNHLTTWLEDAR.Q 92 2 *
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.010220.01022 2 3.015 0.1026 1228.07 1225.4 1 83.33333 1 K.SCLLLQFTDK.R 20 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.012640.01264 2 3.4105 0.1014 1721.65 1719.9 5 57.692307 1 R.DTFNHLTTWLEDAR.Q 92 2 *
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008487.00848 2 3.0264 0.276 1363.29 1363.6 1 68.181816 2 R.EHGLIFMETSAK.T 140 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.010929.0109 2 2.9037 0.1034 1876.37 1876 2 53.571426 2 R.RDTFNHLTTWLEDAR.Q 91 2 *
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.008854.0088 1 2.4896 0.4456 1363.41 1363.6 1 59.090908 3 R.EHGLIFMETSAK.T 140 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.012098.01209 2 3.3825 0.341 1789.95 1787 1 63.333332 3 R.FQPVHDLTIGVEFGAR.M 31 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009706.0097 2 3.8154 0.3749 1550.79 1551.7 1 87.5 2 K.LQIWDTAGQESFR.S 57 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2699.269 2 2.6196 0.1766 1476.7 1476.7 6 50 2 R.GAAGALLVYDITRR.D 78 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3479.347 2 3.8125 0.2866 2158.03 2158.4 1 44.444447 2 K.TASNVEEAFINTAKEIYEK.I 152 2 *
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011979.0119 2 3.7589 0.4425 1788.69 1787 1 53.333336 7 R.FQPVHDLTIGVEFGAR.M 31 2
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_002856.1| gi|4506365|ref|NP_002856.1| "RAB2A, member RAS oncogene family [Homo sapiens] " 13 35 46.2 212 23546 6.5 HsSD-NE_NT_lymphocytes_Ti_102.009785.009785.2 2 3.8939 0.3087 1497.33 1495.6 1 73.07692 1 K.TASNVEEAFINTAK.E 152 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_Ti_109.010865.010865 2 3.2396 0.2025 2438.33 2439.6 1 50 5 R.HYFQNTQGLIFVVDSNDRER.V 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_108.020888.020888 2 3.1261 0.1914 1603.05 1603 1 60.714287 2 K.LKLGEIVTTIPTIGF.N 37 1
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_108.001600.001600 2 2.8815 0.2512 1947.59 1945.3 1 55.88235 1 K.LKLGEIVTTIPTIGFNVE.T 37 1
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_107.017218.017218 2 4.3592 0.4834 1831.49 1832.1 1 75 9 L.KLGEIVTTIPTIGFNVE.T 38 0
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_107.016957.016957 1 1.9841 0.3431 1488.75 1489.8 1 50 2 L.KLGEIVTTIPTIGF.N 38 0
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_107.015821.01582 2 3.2441 0.2846 1605.45 1603.9 1 60.714287 2 L.KLGEIVTTIPTIGFN.V 38 0
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_Ti_110.011588.011588 2 4.0134 0.3968 2154.47 2154.3 1 61.764706 9 R.HYFQNTQGLIFVVDSNDR.E 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_Ti_114.003178.003178 3 3.905 0.397 2439.17 2439.6 1 44.736843 8 R.HYFQNTQGLIFVVDSNDRER.V 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_Ti_103.019366.019366 2 4.5715 0.5732 3194.01 3193.5 1 42.592594 6 R.TWYVQATCATQGTGLYEGLDWLSNELSK.R 152 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_Ti_115.016747.016747 2 4.9504 0.3692 2073.67 2074.5 1 61.764706 5 K.MLLVDELRDAVLLLFANK.Q 110 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010356.0103 2 2.7583 0.0922 2442.17 2439.6 1 50 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012040.0120 2 2.8419 0.208 1104.49 1104.3 1 83.33333 4 R.DAVLLLFANK.Q 118 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.018567.01856 2 3.4152 0.4679 3195.05 3193.5 1 37.037037 1 R.TWYVQATCATQGTGLYEGLDWLSNELSK.R 152 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.014300.0143 2 4.7709 0.3444 2327.19 2324.7 1 50 5 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.018706.0187 2 3.8527 0.5915 3194.99 3193.5 1 37.037037 3 R.TWYVQATCATQGTGLYEGLDWLSNELSK.R 152 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010408.0104 3 3.8837 0.2272 2440.49 2439.6 1 42.105263 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011368.01136 2 3.7223 0.3635 1668.65 1667.8 1 84.61539 1 K.NICFTVWDVGGQDR.I 60 2 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011784.01178 2 4.3029 0.3471 2155.03 2154.3 1 50 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_NT_lymphocytes_Ti_103.009966.009966.1 1 2.3778 0.331 1087.47 1088.4 1 70 3 R.ILMVGLDAAGK.T 20 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_NT_lymphocytes_Ti_104.010196.010196.2 2 3.0536 0.2894 1088.33 1088.4 1 85 2 R.ILMVGLDAAGK.T 20 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_107.002139.002139 1 2.6078 0.1829 1483.91 1482.8 2 54.166668 1 M.LLVDELRDAVLLL.F 111 0 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3791.379 2 3.7076 0.3115 2324.42 2324.7 2 42.5 2 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_PHA_lymphocytes_PK_107.001965.001965 2 2.6861 0.1764 1482.73 1482.8 7 75 1 M.LLVDELRDAVLLL.F 111 0 *
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_NT_lymphocytes_Ti_115.012204.012204.2 2 4.0042 0.4485 2156.93 2154.3 1 52.941177 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_001651.1| gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo sapiens] 17 93 63.3 180 20511 7.2 HsSD-NE_NT_lymphocytes_Ti_104.015243.015243.2 2 4.0613 0.3636 2324.93 2324.7 1 50 1 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_110.014073.014073 2 5.363 0.4671 2279.11 2277.5 1 65.789474 4 K.HLYTLDGGDIINALCFSPNR.Y 226 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_PK_110.014650.014650 2 3.2604 0.2105 1131.07 1131.4 1 93.75 2 C.GWDKLVKVW.N 169 0 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_106.011485.011485 3 5.1951 0.4768 4201.79 4203.6 1 19.23077 5 K.TNHIGHTGYLNTVTVSPDGSLCASGGKDGQAMLWDLNEGK.H 186 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.010286.010286 2 4.5371 0.4511 1789.59 1790.1 1 76.666664 7 K.IIVDELKQEVISTSSK.A 265 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.015077.015077 2 3.0002 0.2064 2630.31 2629 1 36.95652 2 K.GHNGWVTQIATTPQFPDMILSASR.D 13 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_112.020187.020187 2 3.0667 0.331 2964.91 2963.2 1 29.62963 3 R.GHSHFVSDVVISSDGQFALSGSWDGTLR.L 61 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.008666.008666 2 4.7846 0.3875 1982.65 1983.1 1 70 8 K.YTVQDESHSEWVSCVR.F 140 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_108.009256.009256 3 4.179 0.1253 2986.73 2986.3 1 28.57143 1 K.LKTNHIGHTGYLNTVTVSPDGSLCASGGK.D 184 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.008099.008099 2 4.9175 0.5365 2743.95 2744.9 1 51.923077 2 K.TNHIGHTGYLNTVTVSPDGSLCASGGK.D 186 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.019258.019258 2 2.3905 0.1561 3070.89 3070.3 8 25.925926 1 K.AEPPQCTSLAWSADGQTLFAGYTDNLVR.V 281 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014054.01405 2 6.2578 0.4843 2277.63 2277.5 1 76.31579 8 K.HLYTLDGGDIINALCFSPNR.Y 226 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.008061.0080 2 3.8314 0.4667 1982.35 1983.1 1 60.000004 1 K.YTVQDESHSEWVSCVR.F 140 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.008580.00858 2 3.0214 0.2832 2745.77 2744.9 1 42.307693 2 K.TNHIGHTGYLNTVTVSPDGSLCASGGK.D 186 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012746.01274 2 4.9953 0.4185 2631.65 2629 1 43.47826 4 K.GHNGWVTQIATTPQFPDMILSASR.D 13 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010230.0102 2 4.0991 0.3488 1476.43 1477.6 2 75 2 K.DGQAMLWDLNEGK.H 213 2
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009520.0095 2 2.0686 0.1127 1908.71 1909.1 1 46.875 1 R.FSPNSSNPIIVSCGWDK.L 156 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.014310.0143 2 3.4038 0.1193 2631.35 2629 1 41.304348 1 K.GHNGWVTQIATTPQFPDMILSASR.D 13 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.009609.0096 2 3.9293 0.4226 1309.97 1310.4 1 81.818184 2 K.DVLSVAFSSDNR.Q 107 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010158.0101 2 2.7282 0.2019 1792.85 1790.1 2 60.000004 2 K.IIVDELKQEVISTSSK.A 265 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008981.00898 2 2.7541 0.1989 1909.83 1909.1 1 56.25 2 R.FSPNSSNPIIVSCGWDK.L 156 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_NT_lymphocytes_Ti_110.015046.015046.2 2 5.063 0.3731 2631.05 2629 1 47.826088 11 K.GHNGWVTQIATTPQFPDMILSASR.D 13 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_NT_lymphocytes_Ti_104.016088.016088.2 2 3.4311 0.2641 3069.81 3070.3 3 27.777779 8 K.AEPPQCTSLAWSADGQTLFAGYTDNLVR.V 281 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.013889.0138 2 4.2082 0.2805 2279.97 2277.5 1 52.63158 1 K.HLYTLDGGDIINALCFSPNR.Y 226 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_NT_lymphocytes_Ti_109.014977.014977.2 2 6.1831 0.4659 2279.15 2277.5 1 73.68421 5 K.HLYTLDGGDIINALCFSPNR.Y 226 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_NT_lymphocytes_Ti_105.015951.015951.2 2 4.6069 0.4315 1982.51 1983.1 1 66.66667 1 K.YTVQDESHSEWVSCVR.F 140 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_NT_lymphocytes_Ti_108.011109.011109.2 2 4.2082 0.1951 1792.79 1790.1 1 76.666664 1 K.IIVDELKQEVISTSSK.A 265 2 *
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_006089.1| gi|5174447|ref|NP_006089.1| "guanine nucleotide binding protein (G protein), beta polypeptide 2- 14 89 66.2 317 35077 7.7 HsSD-NE_PHA_lymphocytes_PK_106.011480.011480 2 3.1388 0.2614 1166.29 1166.3 1 93.75 2 G.YTDNLVRVW.Q 302 0 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_PK_107.008672.0086 2 3.8455 0.3142 1258.31 1258.4 1 81.818184 1 K.VDVTEQPGLSGR.F 83 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_108.010569.01056 2 3.7732 0.3034 1671.59 1670.9 1 79.16667 2 K.KDFINFISDKEWK.S 121 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_104.010911.01091 1 2.9833 0.1453 1100.42 1099.2 5 75 2 K.DFINFISDK.E 122 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.010928.0109 2 3.592 0.2699 1577.41 1577.9 9 66.66667 2 R.FIITALPTIYHCK.D 95 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_111.011762.01176 2 4.4746 0.2621 1578.09 1577.9 1 87.5 1 R.FIITALPTIYHCK.D 95 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.006827.0068 2 6.4662 0.3655 2439.21 2439.4 1 62.5 2 K.KVEEEQEADEEDVSEEEAESK.E 234 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007336.0073 2 2.6129 0.1435 1034.37 1033.1 3 92.85714 1 R.VITDENWR.E 33 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_104.006764.00676 2 6.8314 0.5028 2312.23 2311.2 1 71.05263 4 K.VEEEQEADEEDVSEEEAESK.E 235 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_111.011694.01169 1 2.8719 0.3848 1578.77 1577.9 1 66.66667 1 R.FIITALPTIYHCK.D 95 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_114.009092.00909 2 3.0826 0.2462 1360.87 1361.6 1 75 1 R.RPQPYPYPSKK.L 213 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_104.007755.00775 3 3.1644 0.0898 3781.43 3782.8 1 27.34375 1 K.VEEEQEADEEDVSEEEAESKEGTNKDFPQNAIR.Q 235 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_Ti_104.010859.01085 2 3.112 0.1342 1099.31 1099.2 7 81.25 1 K.DFINFISDK.E 122 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011349.0113 2 2.8004 0.0861 1099.29 1099.2 7 87.5 2 K.DFINFISDK.E 122 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012027.0120 1 2.7105 0.2114 1544.69 1542.7 1 63.636364 2 K.DFINFISDKEWK.S 122 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_PK_105.008607.0086 2 6.6269 0.5344 2311.35 2311.2 1 71.05263 4 K.VEEEQEADEEDVSEEEAESK.E 235 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_PHA_lymphocytes_Ti_112.009408.0094 2 2.292 0.2641 1359.79 1361.6 2 70 1 R.RPQPYPYPSKK.L 213 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsSD-NE_NT_lymphocytes_Ti_102.007743.007743.2 2 3.3357 0.3481 1258.29 1258.4 2 68.181816 3 K.VDVTEQPGLSGR.F 83 2 *
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408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsSD-NE_NT_lymphocytes_Ti_102.007734.007734.2 2 4.0105 0.4924 2308.67 2311.2 1 50 1 K.VEEEQEADEEDVSEEEAESK.E 235 2 *
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|NP_110382.3| gi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [Homo sapiens] 13 34 34.3 280 31791 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2787.278 2 4.0348 0.4202 2181.22 2182.5 1 55.88235 2 R.FIITALPTIYHCKDGEFR.R 95 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.015927.01592 3 4.0831 0.2551 2405.27 2405.8 1 37.5 2 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016022.01602 3 4.4776 0.2965 1847.96 1847.2 2 50 2 R.FFLQGIQLNTILPDAR.D 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.015278.0152 3 4.5538 0.2628 2405 2405.8 1 42.5 8 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.016043.01604 2 3.9649 0.2763 2405.53 2405.8 1 50 6 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.015783.0157 2 3.2714 0.2961 1847.81 1847.2 4 56.666668 1 R.FFLQGIQLNTILPDAR.D 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.015664.0156 2 3.5251 0.259 2406.93 2405.8 1 52.499996 5 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsSD-NE_NT_lymphocytes_Ti_108.016142.016142.2 2 3.8995 0.262 2406.01 2405.8 1 55 6 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsSD-NE_NT_lymphocytes_Ti_108.016121.016121.3 3 4.3038 0.2674 2405.33 2405.8 1 38.75 6 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3917.39 2 3.4722 0.3341 1847.04 1847.2 5 50 2 R.FFLQGIQLNTILPDAR.D 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4240.424 2 4.2687 0.2517 2404.61 2405.8 1 47.5 2 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4250.425 3 3.9754 0.2393 2406.4 2405.8 1 38.75 1 R.FFLQGIQLNTILPDARDPAFK.A 299 2 *
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|NP_005552.3| gi|112380628|ref|NP_005552.3| lysosomal-associated membrane protein 1 [Homo sapiens] 4 42 5 417 44882 8.7 HsSD-NE_NT_lymphocytes_Ti_107.016158.016158.2 2 3.9559 0.3062 1849.81 1847.2 1 63.333332 1 R.FFLQGIQLNTILPDAR.D 299 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_Ti_111.010893.010893 2 3.1279 0.1805 2234.75 2236.5 8 42.5 1 K.KREEAPSLRPAPPPISGGGYR.A 52 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.010677.010677 2 5.0677 0.4821 2127.69 2128.3 1 70.588234 2 K.HQLYIDETVNSNIPTNLR.V 179 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_Ti_105.013179.013179 3 3.0127 0.1994 4085.75 4086.5 4 20.833332 1 R.KAPDAGGCLHADPDLGVLCPTGCQLQEALLQQERPIR.N 88 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_PK_107.010342.010342 3 3.6476 0.2894 2653.52 2653.9 4 30.681818 1 L.LQQERPIRNSVDELNNNVEAVSQ.T 117 0 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_PK_107.012157.012157 2 4.0332 0.3503 2752.29 2752 1 44 3 R.KAPDAGGCLHADPDLGVLCPTGCQLQ.E 88 1 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.012714.0127 3 4.3997 0.2175 3960.56 3958.3 1 20 1 K.APDAGGCLHADPDLGVLCPTGCQLQEALLQQERPIR.N 89 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008748.00874 2 3.7072 0.3317 2158.35 2158.3 1 61.764706 2 R.VYCDMNTENGGWTVIQNR.Q 268 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010142.01014 2 4.5793 0.3467 1788.53 1786.9 1 71.42857 3 K.NYCGLPGEYWLGNDK.I 314 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010384.0103 2 2.0435 0.1272 1545.71 1545.7 2 54.166668 1 K.HGTDDGVVWMNWK.G 459 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009053.0090 2 4.3626 0.292 1771.29 1769.8 1 78.57143 1 K.DNENVVNEYSSELEK.H 164 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008007.00800 2 3.0639 0.2401 1954.49 1952.2 1 47.22222 3 R.EEAPSLRPAPPPISGGGYR.A 54 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007180.00718 2 4.2314 0.2998 1536.31 1536.6 1 80.769226 2 K.AHYGGFTVQNEANK.Y 354 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009111.00911 2 5.6067 0.5026 2127.75 2128.3 1 79.411766 11 K.HQLYIDETVNSNIPTNLR.V 179 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008636.00863 3 3.6242 0.2856 2548.28 2549.8 1 34.523808 2 R.TPCTVSCNIPVVSGKECEEIIR.K 225 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013444.0134 2 3.3469 0.331 1993.37 1993.3 1 56.25 2 R.MGPTELLIEMEDWKGDK.V 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.014432.01443 2 3.7802 0.2179 1994.27 1993.3 1 50 2 R.MGPTELLIEMEDWKGDK.V 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008528.00852 2 5.1641 0.4107 2259.45 2258.5 1 52.63158 2 K.GGETSEMYLIQPDSSVKPYR.V 248 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.008174.00817 2 4.0488 0.3286 2127.25 2127.3 1 66.66667 2 R.KWDPYKQGFGNVATNTDGK.N 295 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008006.00800 3 3.6921 0.258 1952.75 1952.2 1 37.5 4 R.EEAPSLRPAPPPISGGGYR.A 54 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.009657.0096 2 3.9626 0.467 2129.55 2128.3 1 64.70589 7 K.HQLYIDETVNSNIPTNLR.V 179 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009654.00965 2 3.4904 0.3413 1545.77 1545.7 1 79.16667 7 K.HGTDDGVVWMNWK.G 459 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.008628.0086 2 5.7485 0.3661 2389.49 2386.7 1 62.5 3 R.KGGETSEMYLIQPDSSVKPYR.V 247 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.016194.01619 2 4.9729 0.3977 1694.69 1693 1 84.61539 9 R.MGPTELLIEMEDWK.G 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007515.00751 2 4.6493 0.3993 1590.55 1588.7 1 83.33333 2 K.LESDVSAQMEYCR.T 212 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.009491.00949 1 3.493 0.406 1546.8 1545.7 1 62.5 1 K.HGTDDGVVWMNWK.G 459 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_114.009747.00974 3 3.2382 0.1256 2110.82 2108.4 2 34.210526 2 K.REEAPSLRPAPPPISGGGYR.A 53 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011398.01139 2 2.8869 0.3036 2485.43 2485.7 1 40 1 K.NYCGLPGEYWLGNDKISQLTR.M 314 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008656.00865 2 4.3595 0.3797 2551.05 2549.8 1 50 1 R.TPCTVSCNIPVVSGKECEEIIR.K 225 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009634.0096 2 2.9069 0.3033 1588.21 1588.7 1 70.83333 1 K.LESDVSAQMEYCR.T 212 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008579.00857 2 5.9453 0.4203 2387.73 2386.7 1 62.5 3 R.KGGETSEMYLIQPDSSVKPYR.V 247 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_NT_lymphocytes_Ti_110.013675.013675.3 3 3.8403 0.3798 4085 4086.5 1 22.222223 1 R.KAPDAGGCLHADPDLGVLCPTGCQLQEALLQQERPIR.N 88 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.012035.0120 3 3.8943 0.2606 4086.98 4086.5 2 22.222223 3 R.KAPDAGGCLHADPDLGVLCPTGCQLQEALLQQERPIR.N 88 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_NT_lymphocytes_Ti_103.010180.010180.2 2 4.6645 0.4295 2157.55 2158.3 1 70.588234 2 R.VYCDMNTENGGWTVIQNR.Q 268 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_NT_lymphocytes_Ti_106.013419.013419.2 2 3.2217 0.3122 1994.77 1993.3 1 50 3 R.MGPTELLIEMEDWKGDK.V 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_PK_106.019485.019485 2 3.1537 0.1564 1693.45 1693 2 57.692307 1 R.MGPTELLIEMEDWK.G 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_PK_105.010820.010820 2 3.6554 0.3116 1408.65 1408.6 1 70.83333 1 C.LHADPDLGVLCPT.G 96 0 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_NT_lymphocytes_Ti_106.015532.015532.2 2 4.2302 0.3549 1695.61 1693 1 73.07692 5 R.MGPTELLIEMEDWK.G 335 2 *
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NP_005132.2| gi|70906435|ref|NP_005132.2| "fibrinogen, beta chain preproprotein [Homo sapiens] " 26 103 53.8 491 55928 8.3 HsSD-NE_PHA_lymphocytes_PK_105.010821.01082 1 2.6691 0.3468 1408.73 1408.6 1 62.5 4 C.LHADPDLGVLCPT.G 96 0 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.015941.015941 2 3.6808 0.4083 1550.29 1550.8 1 73.07692 16 R.LTTDFNVIVEALSK.S 61 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_107.012664.012664 2 3.4219 0.2492 1383.05 1383.7 1 85 6 K.YKETDLLILFK.D 175 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_109.016152.016152 2 4.5985 0.4601 1801.45 1800 1 84.61539 9 C.HQIEYYFGDFNLPR.D 19 1 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.014756.014756 2 3.7491 0.3241 1501.89 1499.7 1 61.538464 16 K.GSIFVVFDSIESAK.K 152 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_114.012669.012669 2 2.6706 0.1889 1627.49 1627.9 1 53.571426 1 K.GSIFVVFDSIESAKK.F 152 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_111.018062.018062 2 4.5997 0.4305 2075.07 2073.3 1 80 10 K.ICHQIEYYFGDFNLPR.D 17 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.011494.011494 2 2.8123 0.0911 2947.69 2948.1 1 31.25 1 K.FSGDLDDQTCREDLHILFSNHGEIK.W 236 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.008358.008358 2 4.6644 0.3651 2204.51 2203.5 1 63.88889 3 R.RSPSKPLPEVTDEYKNDVK.N 91 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.011885.011885 2 5.2428 0.3632 2076.27 2073.3 1 83.33333 4 K.ICHQIEYYFGDFNLPR.D 17 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.011106.011106 3 4.0607 0.2568 2946.44 2948.1 6 25 2 K.FSGDLDDQTCREDLHILFSNHGEIK.W 236 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007704.0077 2 3.529 0.3504 2202.87 2203.5 2 47.22222 1 R.RSPSKPLPEVTDEYKNDVK.N 91 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.012314.01231 2 5.262 0.4695 2072.33 2073.3 1 76.666664 2 K.ICHQIEYYFGDFNLPR.D 17 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.015687.01568 2 4.1723 0.2666 2095.51 2094.3 1 64.70589 2 K.GFPTDATLDDIKEWLEDK.G 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.017639.01763 3 5.4001 0.4281 3135.98 3134.5 1 27.884615 2 K.GFPTDATLDDIKEWLEDKGQVLNIQMR.R 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017442.0174 3 4.6027 0.3091 3137.36 3134.5 1 26.923079 1 K.GFPTDATLDDIKEWLEDKGQVLNIQMR.R 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009846.00984 2 3.7908 0.1891 2204.71 2203.5 1 52.77778 1 R.RSPSKPLPEVTDEYKNDVK.N 91 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007642.0076 2 3.3574 0.4113 2046.93 2047.3 1 52.941177 2 R.SPSKPLPEVTDEYKNDVK.N 92 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.017542.0175 2 2.9767 0.2879 3136.19 3134.5 1 34.615387 1 K.GFPTDATLDDIKEWLEDKGQVLNIQMR.R 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015621.015621.2 2 3.3294 0.1753 2327.57 2327.3 1 52.499996 3 K.FASDDEHDEHDENGATGPVKR.A 364 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.012668.0126 2 4.4694 0.3462 2074.85 2073.3 1 66.66667 5 K.ICHQIEYYFGDFNLPR.D 17 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_105.019558.019558 2 4.966 0.3072 2096.95 2094.3 1 73.52941 2 K.GFPTDATLDDIKEWLEDK.G 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.015562.0155 2 2.9152 0.2814 1550.63 1550.8 1 69.230774 1 R.LTTDFNVIVEALSK.S 61 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.014518.0145 2 2.6232 0.1221 1502.29 1499.7 1 65.38461 1 K.GSIFVVFDSIESAK.K 152 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_105.019550.019550 2 4.2689 0.23 2152.33 2151.3 1 50 2 K.GFPTDATLDDIKEWLEDKG.Q 117 1 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_112.013374.013374.2 2 5.2405 0.4363 2072.33 2073.3 1 83.33333 1 K.ICHQIEYYFGDFNLPR.D 17 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_107.001127.001127 2 4.6623 0.2169 2494.11 2491.8 1 52.380955 4 K.GFPTDATLDDIKEWLEDKGQVL.N 117 1 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_104.016420.016420.2 2 2.3654 0.0923 2095.25 2094.3 1 47.058823 1 K.GFPTDATLDDIKEWLEDK.G 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_104.012249.012249.2 2 3.4728 0.2355 1550.05 1547.7 1 66.66667 1 K.EVTWEVLEGEVEK.E 300 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_109.013097.013097.1 1 2.2167 0.1284 1547.23 1547.7 1 50 1 K.EVTWEVLEGEVEK.E 300 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_107.017838.017838.3 3 5.6536 0.4185 3133.73 3134.5 1 34.615387 2 K.GFPTDATLDDIKEWLEDKGQVLNIQMR.R 117 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015664.015664.3 3 4.3499 0.3153 2557.07 2556.6 1 45.454548 1 K.TKFASDDEHDEHDENGATGPVKR.A 362 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_PHA_lymphocytes_PK_106.011786.011786 2 3.2358 0.2989 1790.79 1790 1 64.28571 1 R.NKEVTWEVLEGEVEK.E 298 2 *
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NP_003133.1| gi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 20 107 40.4 408 46837 7.1 HsSD-NE_NT_lymphocytes_Ti_106.016195.016195.2 2 2.8001 0.2595 1549.97 1550.8 1 61.538464 1 R.LTTDFNVIVEALSK.S 61 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.015464.015464 2 4.597 0.3863 1668.29 1668.9 1 73.333336 12 K.LGFAGLVQEISFGTTK.D 353 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_114.019500.019500 2 2.2624 0.1286 1964.11 1962.3 1 38.235294 1 R.QMAEIAVNAVLTVADMER.R 184 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008081.008081 2 2.9327 0.4338 1432.31 1434.6 1 77.27273 4 K.HKLDVTSVEDYK.A 264 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.003002.003002 3 6.096 0.4487 3116.24 3115.4 1 31.034481 6 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.003446.003446 2 5.6467 0.4675 3117.03 3115.4 1 46.551723 54 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.015380.015380 3 3.9658 0.2745 3380.78 3381.7 1 29.310345 5 K.ETGANLAICQWGFDDEANHLLLQNNLPAVR.W 294 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_112.014254.014254 2 3.5313 0.3725 1739.37 1740 1 53.125 10 R.WVGGPEIELIAIATGGR.I 324 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.012993.012993 3 3.673 0.2317 3446.24 3446.8 1 22.580645 1 R.VVYGGGAAEISCALAVSQEADKCPTLEQYAMR.A 418 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.014571.0145 3 3.7128 0.2077 3381.77 3381.7 4 25 1 K.ETGANLAICQWGFDDEANHLLLQNNLPAVR.W 294 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.015483.01548 2 3.9398 0.2842 1670.89 1668.9 1 63.333332 6 K.LGFAGLVQEISFGTTK.D 353 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.015000.0150 2 3.5155 0.212 1669.99 1668.9 1 63.333332 2 K.LGFAGLVQEISFGTTK.D 353 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.014296.01429 3 3.0239 0.1905 3381.86 3381.7 4 21.551723 1 K.ETGANLAICQWGFDDEANHLLLQNNLPAVR.W 294 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_NT_lymphocytes_Ti_112.018719.01871 2 4.3776 0.4849 3115.17 3115.4 1 46.551723 3 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.016155.0161 2 3.2946 0.3832 1741.19 1740 2 53.125 4 R.WVGGPEIELIAIATGGR.I 324 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.016670.01667 2 4.1853 0.3674 1740.83 1740 1 71.875 2 R.WVGGPEIELIAIATGGR.I 324 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_114.019246.019246.3 3 3.2845 0.1478 3115.1 3115.4 7 22.413794 1 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012494.012494.3 3 4.5267 0.3869 2185.34 2186.5 1 46.05263 1 K.ISDSVLVDIKDTEPLIQTAK.T 151 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017014.017014 1 3.0041 0.174 1400.88 1400.6 1 63.636364 2 G.ALLEEAEQLLDR.G 115 1 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_108.015939.015939.2 2 5.0441 0.3714 1668.87 1668.9 1 73.333336 5 K.LGFAGLVQEISFGTTK.D 353 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017831.01783 1 3.0385 0.2664 1457.42 1457.6 2 58.333332 1 A.GALLEEAEQLLDR.G 114 1 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017822.017822 2 4.7129 0.2575 1457.47 1457.6 2 79.16667 5 A.GALLEEAEQLLDR.G 114 1 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_108.015649.015649.3 3 3.8575 0.2628 3382.52 3381.7 1 25.862068 1 K.ETGANLAICQWGFDDEANHLLLQNNLPAVR.W 294 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.018659.0186 2 4.1139 0.3875 3117.33 3115.4 1 36.206894 2 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_115.019287.019287.2 2 4.8373 0.4435 3116.49 3115.4 1 43.103447 6 K.SQDDEIGDGTTGVVVLAGALLEEAEQLLDR.G 97 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_112.017231.017231.2 2 3.3278 0.2439 1741.85 1740 4 53.125 4 R.WVGGPEIELIAIATGGR.I 324 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_103.020315.020315.2 2 4.609 0.3745 3138.59 3137.6 1 39.285713 6 R.AFADALEVIPMALSENSGMNPIQTMTEVR.A 450 2 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_PK_105.018236.018236 2 3.9037 0.3167 1528.65 1528.7 1 73.07692 2 L.AGALLEEAEQLLDR.G 113 1 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_PHA_lymphocytes_PK_105.016954.016954 2 3.7356 0.2446 1400.09 1400.6 1 81.818184 2 G.ALLEEAEQLLDR.G 115 1 *
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NP_036205.1| gi|24307939|ref|NP_036205.1| "chaperonin containing TCP1, subunit 5 (epsilon) [Homo sapiens] " 16 152 37.7 541 59671 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012440.012440.2 2 5.4322 0.326 2186.23 2186.5 1 63.15789 2 K.ISDSVLVDIKDTEPLIQTAK.T 151 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_PHA_lymphocytes_Ti_106.008593.008593 2 2.5933 0.2106 1477.23 1476.7 1 81.818184 2 -.MKHYEVEILDAK.T 1 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012437.01243 2 3.6925 0.2827 2497.53 2495.9 1 40.476192 3 K.SLKDEDVLQKLPVGTTATLYFR.D 58 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008246.00824 1 2.1277 0.2515 1476.74 1476.7 1 63.636364 1 -.MKHYEVEILDAK.T 1 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008222.00822 2 3.1495 0.2878 1474.41 1476.7 1 81.818184 1 -.MKHYEVEILDAK.T 1 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011913.0119 2 4.1322 0.2923 2496.13 2495.9 1 45.238094 1 K.SLKDEDVLQKLPVGTTATLYFR.D 58 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010364.0103 3 3.4566 0.2429 1985.57 1985.3 5 37.5 1 K.LCFLDKVEPHATIAEIK.N 17 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010012.0100 2 3.1696 0.1963 1128.35 1128.4 3 87.5 5 R.LLETLFVHR.F 142 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011067.01106 2 2.606 0.2779 1284.67 1284.5 1 77.77778 1 K.RLLETLFVHR.F 141 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010046.0100 3 3.8619 0.1867 2243.39 2242.6 2 38.88889 4 R.EKLCFLDKVEPHATIAEIK.N 15 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009867.00986 1 3.2182 0.4131 1340.6 1339.6 1 63.636364 2 K.LPVGTTATLYFR.D 68 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010112.0101 2 3.3338 0.3473 1338.27 1339.6 1 72.72727 4 K.LPVGTTATLYFR.D 68 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.012284.01228 3 5.0616 0.362 2497.04 2495.9 1 42.857143 3 K.SLKDEDVLQKLPVGTTATLYFR.D 58 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010401.01040 2 5.848 0.389 1986.23 1985.3 1 68.75 5 K.LCFLDKVEPHATIAEIK.N 17 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.009658.00965 1 2.1631 0.2303 1046.53 1046.2 1 75 1 R.FSHGTMPLR.N 151 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009972.0099 2 5.4541 0.4471 2240.95 2242.6 1 63.88889 5 R.EKLCFLDKVEPHATIAEIK.N 15 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009941.0099 1 2.9679 0.1408 1342.39 1339.6 1 63.636364 3 K.LPVGTTATLYFR.D 68 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009866.00986 2 3.5641 0.2224 1130.43 1128.4 4 93.75 5 R.LLETLFVHR.F 142 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008397.0083 2 2.5438 0.1871 1475.91 1476.7 1 77.27273 2 -.MKHYEVEILDAK.T 1 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_NT_lymphocytes_Ti_108.010832.010832.3 3 3.2268 0.2872 2242.52 2242.6 3 33.333336 1 R.EKLCFLDKVEPHATIAEIK.N 15 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011126.011126 2 3.4976 0.3103 1815.99 1815.1 1 56.25 1 K.SLKDEDVLQKLPVGTTA.T 58 1 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_NT_lymphocytes_Ti_108.011140.011140.2 2 3.9613 0.3131 1985.85 1985.3 1 65.625 1 K.LCFLDKVEPHATIAEIK.N 17 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010011.0100 2 2.371 0.3743 1157.47 1156.3 7 75 1 K.THPQWYPAR.Q 39 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_NT_lymphocytes_Ti_108.010857.010857.2 2 5.2351 0.4368 2241.63 2242.6 1 55.555557 3 R.EKLCFLDKVEPHATIAEIK.N 15 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011014.011014 2 3.9781 0.3113 1743.37 1744 1 63.333332 1 K.SLKDEDVLQKLPVGTT.A 58 1 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011144.0111 2 3.2396 0.3382 1284.69 1284.5 1 83.33333 1 K.RLLETLFVHR.F 141 2 *
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.010476.0104 2 4.713 0.3864 1983.99 1985.3 1 65.625 3 K.LCFLDKVEPHATIAEIK.N 17 2 *
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413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NP_612510.1| gi|24475816|ref|NP_612510.1| "glycoprotein, synaptic 2 [Homo sapiens] " 16 64 26.3 308 36034 9.4 HsSD-NE_NT_lymphocytes_Ti_108.012953.012953.2 2 4.4545 0.3451 2494.73 2495.9 1 52.380955 3 K.SLKDEDVLQKLPVGTTATLYFR.D 58 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011666.01166 3 4.009 0.1578 1622.96 1622.8 2 48.076923 1 R.NPPGFAFVEFEDPR.D 44 2
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006087.0060 1 1.8362 0.1262 994.32 995.01 1 78.57143 1 R.DSCPLDCK.V 4 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007456.00745 2 3.19 0.205 1877.75 1878.1 1 62.5 1 K.VYVGNLGNNGNKTELER.A 12 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012027.01202 2 3.1946 0.2685 2319.69 2321.5 2 42.5 1 R.NPPGFAFVEFEDPRDAADAVR.E 44 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011837.0118 2 3.4009 0.3662 1623.15 1622.8 1 69.230774 4 R.NPPGFAFVEFEDPR.D 44 2
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.011912.0119 2 3.4561 0.1944 2321.03 2321.5 1 47.5 2 R.NPPGFAFVEFEDPRDAADAVR.E 44 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008799.0087 2 2.6756 0.2868 1043.79 1044.2 1 81.25 2 R.AFGYYGPLR.S 29 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012152.01215 2 3.2227 0.2467 1621.63 1622.8 1 69.230774 2 R.NPPGFAFVEFEDPR.D 44 2
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006987.0069 2 3.0571 0.1553 1124.95 1124.2 7 72.22222 3 R.NRGPPPSWGR.R 89 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsSD-NE_PHA_lymphocytes_PK_106.015044.015044 2 3.3476 0.1642 2322.95 2321.5 5 42.5 2 R.NPPGFAFVEFEDPRDAADAVR.E 44 2 *
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsSD-NE_NT_lymphocytes_Ti_105.016239.016239.2 2 3.719 0.2896 1622.55 1622.8 1 73.07692 2 R.NPPGFAFVEFEDPR.D 44 2
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2759.27 2 2.6413 0.2914 1622.55 1622.8 3 53.846157 2 R.NPPGFAFVEFEDPR.D 44 2
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_003008.1| gi|4506901|ref|NP_003008.1| "splicing factor, arginine/serine-rich 3 [Homo sapiens] " 7 24 39.6 164 19330 11.6 HsSD-NE_NT_lymphocytes_PK_107.013352.013352. 2 3.046 0.1728 1624.69 1622.8 4 53.846157 1 R.NPPGFAFVEFEDPR.D 44 2
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_PK_113.013397.013397 2 3.2233 0.1918 1786.69 1787 1 56.25 1 K.NITLNFGPQHPAAHGVL.R 79 1 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_PK_112.017830.017830 2 3.8477 0.4347 2634.83 2636 1 40.909092 7 A.YIRPGGVHQDLPLGLMDDIYQFS.K 226 0 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_Ti_112.013098.013098 2 3.8576 0.3978 3175.43 3174.7 1 29.62963 1 R.MHAAYIRPGGVHQDLPLGLMDDIYQFSK.N 222 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.009192.009192 2 4.4971 0.4583 1943.03 1943.2 1 55.88235 2 K.NITLNFGPQHPAAHGVLR.L 79 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_Ti_104.019902.019902 2 3.1591 0.2661 2458.93 2456.8 1 43.18182 1 R.TIDIGVVTAEEALNYGFSGVMLR.G 272 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_PK_112.016973.016973 2 3.6718 0.3623 2550.33 2548.9 1 52.380955 6 A.YIRPGGVHQDLPLGLMDDIYQF.S 226 0 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_PHA_lymphocytes_Ti_106.009315.009315 2 2.9667 0.2417 1440.75 1438.7 4 61.538464 1 K.IKAPGFAHLAGLDK.M 424 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008908.0089 2 2.8526 0.2535 1197.43 1197.4 2 72.72727 4 K.APGFAHLAGLDK.M 426 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_NT_lymphocytes_Ti_103.012530.012530.2 2 5.1036 0.4748 2216.41 2215.4 1 61.11111 3 K.TQPYDVYDQVEFDVPVGSR.G 305 2 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_NT_lymphocytes_PK_109.016940.016940. 2 3.1748 0.2658 1373.39 1372.6 1 83.33333 3 M.TPFFWLFEER.E 198 1 *
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_004541.1| gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinone) Fe-S protein 2 [Homo sapiens] 10 34 24.2 463 52546 7.6 HsSD-NE_NT_lymphocytes_Ti_115.010934.010934.2 2 5.8241 0.3756 1946.21 1943.2 1 70.588234 5 K.NITLNFGPQHPAAHGVLR.L 79 2 *
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.009909.009909 2 3.7552 0.2883 1739.95 1737.1 1 75 3 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_115.013814.013814 3 5.5744 0.3109 4209.17 4207.7 1 27.142859 11 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEKWTPEVK.H 69 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.016632.016632 3 5.8938 0.2968 3467.39 3466.9 1 31.034481 10 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEK.W 69 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_PK_111.015523.015523 1 1.9733 0.2468 1365.42 1366.6 6 50 1 K.HFCPNVPIILVG.N 105 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.011735.011735 2 5.4734 0.4358 2009.89 2010.1 1 75 3 K.QVELALWDTAGQEDYDR.L 52 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.011963.011963 2 2.759 0.0927 1082.19 1081.3 1 87.5 3 K.TCLLIVFSK.D 19 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_PK_111.014541.01454 1 2.8697 0.3464 1480.86 1480.7 1 66.66667 4 K.HFCPNVPIILVGN.K 105 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.009578.009578 3 5.0459 0.1735 1738.34 1737.1 1 57.14286 5 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 59 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.009987.0099 2 2.0311 0.0909 1608.41 1608.9 3 57.692307 1 K.HFCPNVPIILVGNK.K 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_PK_106.009482.0094 2 4.0249 0.3009 1470.41 1469.5 1 90.909096 3 A.LWDTAGQEDYDR.L 57 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.018117.0181 2 2.6839 0.2251 2791.93 2789.1 1 39.130436 1 K.DQFPEVYVPTVFENYIADIEVDGK.Q 28 2 *
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.018867.01886 2 3.586 0.3022 2789.61 2789.1 1 43.47826 3 K.DQFPEVYVPTVFENYIADIEVDGK.Q 28 2 *
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010978.01097 2 2.4603 0.0842 1738.47 1737.1 1 71.42857 1 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_PK_106.008918.0089 2 3.4262 0.2436 1231.23 1229.3 2 85 2 D.SPDSLENIPEK.W 88 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008896.00889 2 3.1142 0.2757 1346.95 1346.5 1 72.72727 1 R.ISAFGYLECSAK.T 151 2 *
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_PK_111.011510.0115 2 3.7373 0.1552 1545.43 1544.7 3 73.07692 2 F.SIDSPDSLENIPEK.W 85 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010788.01078 2 5.8605 0.4834 2011.55 2010.1 1 78.125 3 K.QVELALWDTAGQEDYDR.L 52 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011499.01149 2 3.2009 0.2307 1081.19 1081.3 1 87.5 2 K.TCLLIVFSK.D 19 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013974.01397 3 3.5821 0.1464 4207.85 4207.7 1 22.857143 1 R.LRPLSYPDTDVILMCFSIDSPDSLENIPEKWTPEVK.H 69 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010912.0109 3 5.8016 0.205 1736.45 1737.1 1 58.928574 6 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_NT_lymphocytes_Ti_103.010553.010553.2 2 3.645 0.3643 1345.65 1346.5 1 81.818184 2 R.ISAFGYLECSAK.T 151 2 *
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_NT_lymphocytes_Ti_102.012231.012231.2 2 5.2811 0.5116 2010.61 2010.1 1 71.875 6 K.QVELALWDTAGQEDYDR.L 52 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_NT_lymphocytes_Ti_114.011182.011182.2 2 4.8051 0.2727 1736.03 1737.1 1 75 6 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.010952.0109 2 4.6378 0.2447 1737.55 1737.1 1 78.57143 5 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_NT_lymphocytes_Ti_112.012310.012310.3 3 5.5673 0.221 1737.83 1737.1 1 57.14286 6 K.HFCPNVPIILVGNKK.D 105 2
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_PHA_lymphocytes_PK_105.011992.011992 2 3.0989 0.3242 1851.95 1852 1 63.333332 1 M.CFSIDSPDSLENIPEK.W 83 1
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|NP_001036144.1| gi|111494251|ref|NP_001036144.1| "ras homolog gene family, member C precursor [Homo sapiens] " 16 96 58.5 193 22006 6.6 HsSD-NE_NT_lymphocytes_Ti_104.021078.021078.2 2 2.7875 0.1582 2790.35 2789.1 5 28.260868 2 K.DQFPEVYVPTVFENYIADIEVDGK.Q 28 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_110.019067.019067 2 2.7451 0.2718 1882.23 1882.2 2 50 1 L.SIHLPGQSQPSDLLYIL.D 831 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_111.013542.013542 1 2.6767 0.2786 1412.02 1410.7 3 58.333332 1 S.SLPYAVPPLSLPR.G 965 1 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_114.015623.015623 2 2.5349 0.1883 1627.65 1625.7 4 43.333332 1 A.SYFGHSVAVTDVNGDG.R 318 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_111.017978.017978 2 2.9 0.1524 2265.99 2264.7 8 38.235294 1 A.FLWLPSLYQRPLDQFVLQ.S 939 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_111.017010.017010 2 4.0685 0.3334 2118.75 2117.5 1 62.5 2 F.LWLPSLYQRPLDQFVLQ.S 940 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_109.014559.014559 2 3.159 0.2712 1412.59 1410.7 3 70.83333 1 S.SLPYAVPPLSLPR.G 965 1 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_111.018331.01833 2 3.4038 0.3188 2335.01 2335.8 1 50 1 L.AFLWLPSLYQRPLDQFVLQ.S 938 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_PHA_lymphocytes_PK_111.000392.000392 2 3.0288 0.2655 1997.41 1995.3 3 50 1 L.AFLWLPSLYQRPLDQF.V 938 0 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010382.01038 2 2.8602 0.1214 1300.91 1301.5 1 70 1 R.GEAQVWTQLLR.A 978 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010818.01081 1 3.4818 0.3518 1504.57 1503.7 1 61.538464 1 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010394.01039 1 2.7858 0.184 1304.05 1301.5 2 65 1 R.GEAQVWTQLLR.A 978 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010805.01080 2 3.1256 0.1602 1504.53 1503.7 2 61.538464 1 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010463.01046 2 2.8861 0.2547 1734.43 1733.9 1 56.25 1 R.GNSFPASLVVAAEEGER.E 783 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009278.00927 2 3.2123 0.2024 1024.31 1024.3 3 93.75 1 K.IVLLDVPVR.A 766 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010712.0107 2 3.9553 0.3534 1682.63 1683 1 66.66667 2 K.ASVQLLVQDSLNPAVK.S 487 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.013769.01376 2 3.4763 0.3462 2829.03 2827.1 6 30.769232 3 R.GAVDIDDNGYPDLIVGAYGANQVAVYR.A 454 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.017847.0178 2 3.3732 0.3804 2830.07 2827.1 1 36.53846 5 R.GAVDIDDNGYPDLIVGAYGANQVAVYR.A 454 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009256.00925 1 2.0716 0.3392 1332.67 1332.5 1 62.5 1 R.FGSAIAPLGDLDR.D 387 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009636.00963 2 3.3157 0.1528 1601.61 1601.9 1 73.07692 1 R.HDLLVGAPLYMESR.A 335 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.013130.01313 2 4.8224 0.4898 2993.69 2993.3 1 54.000004 2 R.LQDPVLVSCDSAPCTVVQCDLQEMAR.G 903 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012462.01246 3 4.2071 0.216 2355.44 2354.6 1 38.095238 3 R.SRPSQVLDSPFPTGSAFGFSLR.G 432 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010928.0109 2 3.4773 0.2465 1736.01 1733.9 1 50 2 R.GNSFPASLVVAAEEGER.E 783 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.003342.0033 2 3.9905 0.3358 1998.73 1999.3 1 44.736843 4 R.VLLLGSQQAGTTLNLDLGGK.H 552 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.010926.0109 2 4.2549 0.4208 1505.65 1503.7 1 84.61539 1 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011193.01119 2 3.7504 0.376 2034.07 2035.2 1 50 4 R.TLGPSQEETGGVFLCPWR.A 73 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010954.0109 2 3.0888 0.1811 1565.99 1563.7 3 61.538464 1 R.AEGGQCPSLLFDLR.D 91 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011739.0117 2 4.8527 0.4997 2021.91 2023.3 1 68.42105 4 R.GPHALGAPSLLLTGTQLYGR.F 367 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_110.013045.013045.2 2 3.2536 0.2932 1504.49 1503.7 1 69.230774 2 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_103.013876.013876.2 2 4.1056 0.282 2001.63 1999.3 1 52.63158 3 R.VLLLGSQQAGTTLNLDLGGK.H 552 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2882.288 1 3.2612 0.1424 1502.69 1503.7 1 53.846157 3 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_102.014938.014938.2 2 3.5525 0.3897 2991.87 2993.3 1 34 2 R.LQDPVLVSCDSAPCTVVQCDLQEMAR.G 903 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2916.291 2 5.1418 0.4673 1503.36 1503.7 1 84.61539 6 R.GQVLVFLGQSEGLR.S 418 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3016.301 3 6.7856 0.461 2353.95 2354.6 1 42.857143 2 R.SRPSQVLDSPFPTGSAFGFSLR.G 432 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4298.429 3 3.3782 0.1014 3577.96 3579.9 1 20.161291 2 R.TLGPSQEETGGVFLCPWRAEGGQCPSLLFDLR.D 73 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2680.268 2 2.3749 0.1352 1683.26 1683 5 46.666668 1 K.ASVQLLVQDSLNPAVK.S 487 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2924.292 2 4.9421 0.3866 2034.25 2035.2 1 64.70589 2 R.TLGPSQEETGGVFLCPWR.A 73 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_103.012164.012164.2 2 3.7194 0.2989 1734.17 1733.9 2 59.375 1 R.GNSFPASLVVAAEEGER.E 783 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3142.314 3 4.5701 0.2129 3093.55 3094.4 1 32.5 1 R.FGSAIAPLGDLDRDGYNDIAVAAPYGGPSGR.G 387 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_109.014309.014309.3 3 5.3613 0.2732 2355.11 2354.6 1 41.666664 2 R.SRPSQVLDSPFPTGSAFGFSLR.G 432 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3158.315 2 4.3478 0.356 2826.94 2827.1 1 46.153847 3 R.GAVDIDDNGYPDLIVGAYGANQVAVYR.A 454 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010863.010863.1 1 2.6764 0.2166 1417.01 1416.5 1 60.000004 1 R.IYVENDFSWDK.R 185 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2614.261 2 3.2164 0.2323 1035.69 1036.3 1 85.71429 3 R.VYLFLQPR.G 359 2 *
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NP_000410.2| gi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [Homo sapiens] 31 89 35.3 1039 113377 5.4 HsSD-NE_NT_lymphocytes_Ti_104.011988.011988.2 2 2.9533 0.1463 1271.69 1272.4 2 80 2 K.LSLNAELQLDR.Q 533 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsSD-NE_PHA_lymphocytes_PK_109.011788.011788 1 2.238 0.1821 1319.66 1319.6 1 54.545456 1 S.FIPAEPMGGRPF.G 158 0 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsSD-NE_PHA_lymphocytes_Ti_101.015386.015386 2 3.7573 0.3535 1687.89 1686.8 1 75 7 K.GTEDFIVESLDASFR.Y 111 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsNaOH-NE_NT_lymphocytes_Ti_105.014500.01450 2 4.9654 0.3361 1688.39 1686.8 1 78.57143 13 K.GTEDFIVESLDASFR.Y 111 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsNaOH-NE_NT_lymphocytes_Ti_115.013382.01338 3 4.2382 0.4254 3161.6 3161.6 1 25 6 R.QATFEYSFIPAEPMGGRPFGLVINLNYK.D 151 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012615.01261 2 3.8746 0.4291 2967.25 2966.3 1 38 2 K.VEMGTSSQNDVDMSWIPQETLNQINK.A 241 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012735.0127 2 2.7028 0.2538 2966.75 2966.3 2 34 2 K.VEMGTSSQNDVDMSWIPQETLNQINK.A 241 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.014643.0146 2 4.9994 0.3259 1689.03 1686.8 1 82.14286 24 K.GTEDFIVESLDASFR.Y 111 2 *
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_003135.1| gi|4507237|ref|NP_003135.1| "signal sequence receptor, alpha [Homo sapiens] " 4 57 24.1 286 32183 4.5 HsSD-NE_NT_lymphocytes_Ti_104.015483.015483.2 2 4.3969 0.3896 1687.35 1686.8 1 75 2 K.GTEDFIVESLDASFR.Y 111 2 *
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsSD-NE_PHA_lymphocytes_PK_109.011869.011869 2 3.5913 0.3152 2128.47 2127.3 1 55.88235 1 Y.TCQVEHPSVTSPLTVEWR.A 201 1
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.007521.007521 2 2.8735 0.277 1496.31 1494.6 1 70.83333 4 R.HNYGVGESFTVQR.R 110 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007946.00794 2 4.1289 0.332 1963.81 1965.1 1 59.375 2 R.AVTELGRPDAEYWNSQK.D 78 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011457.01145 2 3.0265 0.2983 2869.81 2871.2 1 35.416664 1 R.TQTLQHHNLLVCSVNGFYPGSIEVR.W 135 2 *
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.010016.01001 2 5.6168 0.2726 2664.83 2662.9 1 50 3 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009945.00994 3 5.0814 0.1341 2664.53 2662.9 1 36.363636 1 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007797.00779 2 3.7998 0.3387 1495.39 1494.6 1 83.33333 5 R.HNYGVGESFTVQR.R 110 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009776.00977 3 3.7349 0.273 2743.01 2740.9 1 29.545454 1 R.AVTELGRPDAEYWNSQKDFLEDR.R 78 2 *
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_PK_113.011632.0116 2 2.8084 0.1639 1193.79 1194.3 1 75 1 C.QVEHPSVTSPL.T 203 0
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_PK_110.011207.0112 2 3.2635 0.3382 1339.29 1337.4 1 80 2 V.TELGRPDAEYW.N 80 0
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.010091.0100 2 5.3393 0.2148 2665.51 2662.9 1 52.272724 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_PK_105.009017.0090 2 2.751 0.2968 1086.65 1088.1 1 93.75 1 R.FDSDVGEYR.A 69 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011318.01131 3 4.5857 0.214 2873.03 2871.2 1 32.291664 2 R.TQTLQHHNLLVCSVNGFYPGSIEVR.W 135 2 *
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008081.0080 2 3.5227 0.2049 1966.63 1965.1 1 50 2 R.AVTELGRPDAEYWNSQK.D 78 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007965.0079 2 3.9031 0.4067 1497.37 1494.6 1 91.66667 8 R.HNYGVGESFTVQR.R 110 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsSD-NE_PHA_lymphocytes_PK_103.014591.01459 2 3.4749 0.268 1279.77 1279.4 1 75 1 T.GLIQNGDWTFQ.T 175 0
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2032.203 2 3.5386 0.3195 1494.27 1494.6 1 79.16667 1 R.HNYGVGESFTVQR.R 110 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2587.258 2 3.2929 0.3205 2662.31 2662.9 1 34.090908 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NP_002116.2| gi|18641375|ref|NP_002116.2| "major histocompatibility complex, class II, DR beta 5 precursor [Ho 12 42 39.1 266 30056 6.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2361.23 2 3.8109 0.1851 2662.57 2662.9 1 40.909092 2 R.SGEVYTCQVEHPSVTSPLTVEWR.A 196 2
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_107.011129.011129 2 2.9602 0.2623 1244.39 1242.4 1 83.33333 1 K.STFVLDEFKR.K 286 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_107.015455.015455 1 3.6382 0.2913 1567.66 1567.7 1 63.636364 8 Y.FWEHFDKDGWSL.W 310 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.008686.008686 2 3.188 0.3606 1708.29 1708.9 1 60.714287 1 R.VLSAPPHFHFGQTNR.T 31 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.017248.017248 2 2.4658 0.1488 2689.85 2688.9 4 28.57143 1 R.GQELAFPLSPDWQVDYESYTWR.K 379 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_107.015952.015952 2 3.6748 0.2085 1568.49 1567.7 1 72.72727 6 Y.FWEHFDKDGWSL.W 310 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_107.013200.013200 2 3.1113 0.2647 1369.57 1367.5 1 94.44444 1 Y.FWEHFDKDGW.S 310 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_113.012790.012790 1 2.2202 0.3087 1208.91 1209.4 1 55 2 R.VLSAPPHFHFG.Q 31 1 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_110.002058.002058 2 3.5734 0.3042 2014.81 2012.2 1 56.666668 2 V.ALPYFWEHFDKDGWSL.W 306 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_113.012691.01269 1 2.0403 0.2419 1437.82 1438.6 7 50 1 R.VLSAPPHFHFGQT.N 31 1 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007794.0077 2 3.3572 0.3114 1350.19 1348.5 1 79.16667 2 K.ALIAAQYSGAQVR.V 18 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.016019.01601 2 4.1386 0.326 2690.19 2688.9 1 38.095238 3 R.GQELAFPLSPDWQVDYESYTWR.K 379 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008822.00882 2 3.8357 0.3183 2357.89 2358.5 1 40.476192 1 K.AAAPAPEEEMDECEQALAAEPK.A 254 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015902.0159 2 2.9133 0.266 2689.35 2688.9 1 38.095238 1 R.GQELAFPLSPDWQVDYESYTWR.K 379 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.011103.0111 2 3.017 0.1577 1687.55 1685.8 1 61.538464 2 R.EYFSWEGAFQHVGK.A 415 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013491.01349 2 3.719 0.1561 1119.27 1119.4 3 88.88889 1 R.ILGLLDAYLK.T 138 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015228.0152 2 2.5919 0.1813 2463.13 2462.7 1 34.210526 1 K.YSNEDTLSVALPYFWEHFDK.D 297 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012298.01229 2 3.7665 0.2508 1610.57 1610.8 1 81.818184 2 R.WFLTCINQPQFR.A 190 2 *
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420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.015130.01513 2 3.651 0.3112 2590.99 2590.9 1 50 3 R.KYSNEDTLSVALPYFWEHFDK.D 296 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_103.016908.016908 1 2.3072 0.2531 1461.42 1460.5 1 50 1 K.VPAFEGDDGFCVF.E 58 1 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_105.010688.010688 2 2.9667 0.209 1311.57 1312.4 4 77.77778 1 S.EYRFPEELTQ.T 325 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_106.013023.013023 2 2.9871 0.2895 1460.51 1460.6 1 80 2 T.LYTYPENWRAF.K 6 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_NT_lymphocytes_Ti_104.014247.014247.2 2 3.5927 0.1249 1119.37 1119.4 3 88.88889 2 R.ILGLLDAYLK.T 138 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_106.017061.01706 2 4.2415 0.418 1995.85 1997.2 1 75 2 L.WYSEYRFPEELTQTF.M 322 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_NT_lymphocytes_Ti_109.015661.015661.3 3 3.7917 0.1582 2593.34 2590.9 4 36.25 1 R.KYSNEDTLSVALPYFWEHFDK.D 296 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_NT_lymphocytes_Ti_107.016799.016799.2 2 4.4117 0.4209 2689.93 2688.9 1 52.380955 4 R.GQELAFPLSPDWQVDYESYTWR.K 379 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.015006.0150 3 3.6496 0.2841 4294.22 4293.8 1 18.589745 1 R.GSTPEAAAQVVQWVSFADSDIVPPASTWVFPTLGIMHHNK.Q 86 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_NT_lymphocytes_Ti_114.010486.010486.2 2 4.177 0.4971 1707.89 1708.9 1 71.42857 4 R.VLSAPPHFHFGQTNR.T 31 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014511.01451 1 2.3645 0.3273 1559.79 1560.7 4 50 1 S.EYRFPEELTQTF.M 325 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_NT_lymphocytes_Ti_110.015985.015985.2 2 3.5338 0.2175 2591.53 2590.9 1 52.499996 2 R.KYSNEDTLSVALPYFWEHFDK.D 296 2 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014498.014498 2 3.508 0.2343 1561.45 1560.7 7 63.636364 3 S.EYRFPEELTQTF.M 325 0 *
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_001395.1| gi|4503481|ref|NP_001395.1| eukaryotic translation elongation factor 1 gamma [Homo sapiens] 25 65 51 437 50119 6.7 HsSD-NE_PHA_lymphocytes_PK_105.013568.013568 2 3.4764 0.3708 1746.83 1748.9 1 66.66667 2 L.WYSEYRFPEELTQ.T 322 0 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_Ti_109.012477.012477 2 5.4487 0.4261 2737.11 2736.1 1 47.916664 4 K.KHISQISVAEDDDESLLGHLMIVGK.K 58 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_Ti_101.004805.004805 2 2.0517 0.1084 1417.29 1417.6 4 61.538464 1 K.AQVARPGGDTIFGK.I 8 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_Ti_110.012512.012512 3 5.4145 0.4047 2736.56 2736.1 1 41.666664 2 K.KHISQISVAEDDDESLLGHLMIVGK.K 58 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_Ti_102.011076.011076 2 4.5496 0.3243 2293.83 2292.7 1 44.736843 1 R.CLAFHDISPQAPTHFLVIPK.K 38 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_Ti_112.011349.011349 2 2.8947 0.1153 2550.43 2548.8 2 30.434782 2 R.MVVNEGSDGGQSVYHVHLHVLGGR.Q 96 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsNaOH-NE_NT_lymphocytes_PK_108.012172.0121 2 2.5179 0.2562 1412.39 1413.5 1 62.5 1 S.VAEDDDESLLGHL.M 65 0 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_PHA_lymphocytes_PK_105.012311.01231 2 2.5755 0.2174 1413.87 1413.5 1 66.66667 1 S.VAEDDDESLLGHL.M 65 0 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011727.0117 2 3.216 0.3245 2291.21 2292.7 8 39.473686 1 R.CLAFHDISPQAPTHFLVIPK.K 38 2 *
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_005331.1| gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding protein 1 [Homo sapiens] 7 17 65.9 126 13802 7 HsSD-NE_NT_lymphocytes_Ti_113.012016.012016.3 3 6.1852 0.4333 2292.14 2292.7 1 46.05263 4 R.CLAFHDISPQAPTHFLVIPK.K 38 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_PK_109.009934.009934 1 2.3562 0.164 1239.67 1239.4 1 77.77778 4 R.HLYPNTPYAY.T 255 1 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_PK_110.014275.014275 2 2.5621 0.1818 2064.93 2064.3 1 46.875 1 L.ADSFRHLYPNTPYAYTF.W 250 0 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.010147.010147 3 5.2275 0.4586 2529.62 2531.9 1 44.04762 3 R.KPLVLCGDLNVAHEEIDLRNPK.G 203 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_PK_107.013015.013015 2 4.3862 0.3999 2152.13 2151.3 1 61.11111 2 K.CSENKLPAELQELPGLSHQ.Y 99 1 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_PK_110.013024.013024 2 3.7453 0.3898 1486.95 1487.7 1 68.181816 2 R.HLYPNTPYAYTF.W 255 1 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_PK_110.012935.012935 1 2.2228 0.3425 1486.65 1487.7 1 59.090908 4 R.HLYPNTPYAYTF.W 255 1 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.010678.010678 2 5.1902 0.5017 2191.87 2192.5 1 72.22222 3 R.KPLVLCGDLNVAHEEIDLR.N 203 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.013367.0133 3 4.4318 0.2824 4205.45 4205.6 1 23.648647 2 K.CSENKLPAELQELPGLSHQYWSAPSDKEGYSGVGLLSR.Q 99 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.009201.0092 2 3.4399 0.3078 1788.09 1787.9 8 53.125 2 K.EAAGEGPALYEDPPDQK.T 36 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010562.0105 2 3.2938 0.274 2194.49 2192.5 3 41.666664 2 R.KPLVLCGDLNVAHEEIDLR.N 203 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_NT_lymphocytes_Ti_108.013795.013795.3 3 4.575 0.3583 4204.01 4205.6 1 20.945946 1 K.CSENKLPAELQELPGLSHQYWSAPSDKEGYSGVGLLSR.Q 99 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_NT_lymphocytes_Ti_104.007818.007818.2 2 2.9508 0.2443 1789.09 1787.9 1 50 1 K.GAVAEDGDELRTEPEAK.K 8 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_NT_lymphocytes_Ti_108.014157.014157.3 3 6.0828 0.4391 3589.19 3587 1 29.6875 3 K.LPAELQELPGLSHQYWSAPSDKEGYSGVGLLSR.Q 104 2 *
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NP_542380.1| gi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 11 36 34.9 318 35554 8.1 HsSD-NE_NT_lymphocytes_Ti_108.011404.011404.2 2 5.7582 0.5385 2192.39 2192.5 1 66.66667 6 R.KPLVLCGDLNVAHEEIDLR.N 203 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.018916.0189 3 4.359 0.4178 1689.5 1689.1 1 55.35714 3 R.VVPSDLYPLVLGFLR.D 9 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.019058.0190 2 4.4788 0.4577 1687.97 1689.1 1 78.57143 5 R.VVPSDLYPLVLGFLR.D 9 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_115.009191.00919 2 3.322 0.305 1816.45 1818.1 1 61.764706 2 K.NKPGPYSSVPPPSAPPPK.K 284 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_107.017973.01797 2 5.0222 0.4913 2502.47 2501.8 1 52.272724 5 K.ATGATQQDANASSLLDIYSFWLK.S 37 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.017758.0177 2 4.4914 0.4098 2503.83 2501.8 1 50 5 K.ATGATQQDANASSLLDIYSFWLK.S 37 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.008163.00816 2 2.6738 0.1392 1124.87 1123.3 1 80 2 K.GKGSPRPQAPK.A 535 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.013944.01394 2 4.4297 0.3829 1846.23 1845.2 1 56.666668 7 R.RVVPSDLYPLVLGFLR.D 8 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_113.014168.01416 3 3.9641 0.3111 1844.57 1845.2 1 46.666668 1 R.RVVPSDLYPLVLGFLR.D 8 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_Ti_107.018998.01899 3 3.3009 0.2378 1688.81 1689.1 1 55.35714 1 R.VVPSDLYPLVLGFLR.D 9 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsSD-NE_NT_lymphocytes_Ti_106.017755.017755.2 2 4.6225 0.4445 2502.33 2501.8 1 45.454548 1 K.ATGATQQDANASSLLDIYSFWLK.S 37 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.009464.0094 2 3.5223 0.2227 1817.53 1818.1 1 61.764706 6 K.NKPGPYSSVPPPSAPPPK.K 284 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.014020.0140 2 4.5458 0.414 1847.59 1845.2 1 70 5 R.RVVPSDLYPLVLGFLR.D 8 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.009092.0090 3 3.1976 0.333 1787.63 1789.1 8 30.555555 1 K.SPAVKPAAAPKQPVGGGQK.L 397 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5210.521 2 3.4307 0.4408 1688.43 1689.1 1 67.85714 4 R.VVPSDLYPLVLGFLR.D 9 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.3492.34 2 3.3367 0.3662 1845.91 1845.2 3 50 1 R.RVVPSDLYPLVLGFLR.D 8 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsSD-NE_NT_lymphocytes_Ti_114.014354.014354.2 2 4.0294 0.3839 1843.39 1845.2 1 56.666668 2 R.RVVPSDLYPLVLGFLR.D 8 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4688.46 2 2.3933 0.3149 1688.93 1689.1 7 46.42857 1 R.VVPSDLYPLVLGFLR.D 9 2 *
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|NP_004732.2| gi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosphoprotein 1 [Homo sapiens] 8 54 12.4 699 73603 9.5 HsSD-NE_NT_lymphocytes_Ti_106.018699.018699.2 2 3.3075 0.4283 1689.57 1689.1 1 67.85714 2 R.VVPSDLYPLVLGFLR.D 9 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.014432.01443 2 5.0758 0.3572 1799.43 1798.1 1 78.57143 2 R.SWLAELQQWLKPGLK.V 159 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.014114.01411 2 3.672 0.138 1778.77 1778.1 3 52.941177 1 R.LTVGAAQVPAQLLVGALR.V 94 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3097.30 2 4.3313 0.3796 1973.47 1974.2 1 55.555557 1 R.AFPALTSLDLSDNPGLGER.G 192 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013927.013927.2 2 3.3413 0.2948 1935.27 1934.3 1 44.444447 3 R.RLTVGAAQVPAQLLVGALR.V 93 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008682.0086 2 2.4832 0.1195 2002.25 2001.2 8 41.17647 1 K.VLSIAQAHSPAFSCEQVR.A 174 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.014235.0142 2 4.7114 0.3687 1799.69 1798.1 1 75 2 R.SWLAELQQWLKPGLK.V 159 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3222.322 2 5.1086 0.4227 1974.61 1974.2 1 63.88889 3 R.AFPALTSLDLSDNPGLGER.G 192 2 *
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NP_001035110.1| gi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sapiens] 5 15 18.9 375 40076 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3814.381 2 4.0383 0.2756 1776.93 1778.1 1 55.88235 2 R.LTVGAAQVPAQLLVGALR.V 94 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_Ti_104.011231.011231 2 2.2317 0.2056 1413.55 1411.6 1 72.72727 2 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.010985.010985 2 3.3552 0.2724 2474.23 2474.7 2 38.636364 1 K.SFSKEELMSSDLEETAGSTSIPK.R 511 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_Ti_103.010864.010864 3 3.3466 0.2913 1414.16 1411.6 1 47.727272 1 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_Ti_107.001593.001593 3 4.1101 0.3633 2912.63 2911.4 1 29.166666 1 R.VDNMIIQSISLLDQLDKDINTFSMR.V 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_108.014277.014277 2 2.7624 0.199 1567.55 1568.8 1 68.181816 1 R.EWYGYHFPELVK.I 191 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_Ti_103.015773.015773 2 5.131 0.4017 2577.43 2576.9 1 58.69565 20 K.IGAAIQEELGYNCQTGGVIAEILR.G 100 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_108.000094.000094 3 3.7366 0.243 2768.63 2767.2 3 29.347824 1 L.KEVEEISLLQPQVEESVLNLGKFH.S 20 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.001406.0014 3 5.4591 0.4068 2913.92 2911.4 1 38.541664 2 R.VDNMIIQSISLLDQLDKDINTFSMR.V 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.014997.01499 2 4.48 0.3877 2353.95 2354.7 1 57.5 2 K.EVEEISLLQPQVEESVLNLGK.F 21 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.009707.00970 2 2.0891 0.131 1007.91 1008.2 1 92.85714 1 R.LHFHNLVK.G 127 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_107.000470.00047 3 3.3567 0.3 2910.41 2911.4 2 27.083334 1 R.VDNMIIQSISLLDQLDKDINTFSMR.V 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_107.006707.00670 2 4.9548 0.4291 1906.03 1906.1 1 70.588234 4 R.KFSKEEPVSSGPEEAVGK.S 561 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008979.00897 2 5.197 0.2414 1622.43 1619.8 1 82.14286 1 K.EAMVQAEEAAAEITR.K 423 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.018338.0183 2 5.2201 0.3939 1945.89 1946.3 1 71.875 3 R.VDNMIIQSISLLDQLDK.D 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_106.015141.01514 2 3.4834 0.3131 1860.77 1858.2 1 63.88889 2 K.MSQVAPSLSALIGEAVGAR.L 289 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011337.01133 2 2.3883 0.2202 1414.51 1411.6 1 68.181816 1 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010283.01028 2 3.4306 0.2095 1716.89 1715.9 5 57.14286 1 R.IDCFSEVPTSVFGEK.L 382 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.011487.0114 1 2.1788 0.1288 1412.6 1411.6 2 50 2 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_103.016032.016032.2 2 3.8193 0.3798 1858.03 1858.2 1 55.555557 1 K.MSQVAPSLSALIGEAVGAR.L 289 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_105.017700.017700 2 3.5389 0.2532 2355.83 2354.7 5 42.5 1 L.KEVEEISLLQPQVEESVLNLG.K 20 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_115.011950.011950.1 1 2.2611 0.1017 1412.87 1411.6 1 50 1 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_102.016412.016412.3 3 4.1605 0.3128 2356.46 2354.7 1 37.5 1 K.EVEEISLLQPQVEESVLNLGK.F 21 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_103.010186.010186.2 2 3.868 0.3548 1311.73 1312.5 1 90 2 R.LSFYETGEIPR.K 405 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_111.002826.002826.2 2 3.1225 0.159 2913.67 2911.4 1 33.333336 2 R.VDNMIIQSISLLDQLDKDINTFSMR.V 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011429.0114 2 3.8645 0.2223 1825.83 1824.1 1 69.230774 1 R.VREWYGYHFPELVK.I 189 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010336.0103 2 3.4926 0.3458 1280.63 1279.6 2 80 2 R.LLLETHLPSKK.K 78 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_106.010416.010416 2 3.7899 0.2784 2153.93 2151.3 1 50 1 S.QVALENANAVSEGVVHEDLR.L 58 1 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_106.018350.018350 2 5.566 0.362 2668.67 2667.1 1 52.173912 5 L.ALKEVEEISLLQPQVEESVLNLGK.F 18 1 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_103.016042.016042.2 2 4.5402 0.3127 2355.47 2354.7 5 50 2 K.EVEEISLLQPQVEESVLNLGK.F 21 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.010004.0100 1 1.9831 0.0991 1007.59 1008.2 2 64.28571 1 R.LHFHNLVK.G 127 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_106.016700.016700 2 4.9529 0.2807 2480.71 2482.8 1 54.761906 3 L.KEVEEISLLQPQVEESVLNLGK.F 20 1 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_106.017693.017693 2 4.6724 0.2153 2598.31 2596 1 47.727272 4 A.LKEVEEISLLQPQVEESVLNLGK.F 19 1 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.011523.0115 2 3.4252 0.3283 1413.05 1411.6 1 77.27273 5 K.YGLIFHSTFIGR.A 348 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_103.019601.019601.2 2 3.928 0.3134 1945.95 1946.3 2 50 1 R.VDNMIIQSISLLDQLDK.D 164 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_104.015744.015744.3 3 4.5088 0.2575 1858.22 1858.2 2 44.444447 1 K.MSQVAPSLSALIGEAVGAR.L 289 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_105.020342.020342 2 3.2714 0.2459 1722.01 1722.9 1 60.714287 2 Q.SISLLDQLDKDINTF.S 171 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_106.018639.018639 2 3.585 0.3354 2296.77 2297.6 3 44.736843 2 L.KEVEEISLLQPQVEESVLNL.G 20 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_107.017637.017637.2 2 3.2303 0.2205 2576.85 2576.9 1 34.782608 4 K.IGAAIQEELGYNCQTGGVIAEILR.G 100 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_105.019791.01979 2 3.8495 0.1931 2482.41 2481.8 3 42.857143 1 L.ALKEVEEISLLQPQVEESVLNL.G 18 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_103.010168.010168.1 1 2.609 0.221 1312.63 1312.5 2 65 2 R.LSFYETGEIPR.K 405 2 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_PHA_lymphocytes_PK_105.019522.019522 2 4.0648 0.1931 2410.25 2410.8 1 45 2 A.LKEVEEISLLQPQVEESVLNL.G 19 0 *
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NP_006383.2| gi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapiens] 32 98 40.6 594 66050 9.2 HsSD-NE_NT_lymphocytes_Ti_108.002348.002348.3 3 5.0419 0.3964 2911.19 2911.4 1 34.375 4 R.VDNMIIQSISLLDQLDKDINTFSMR.V 164 2 *
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_PHA_lymphocytes_Ti_103.007653.007653 2 3.1683 0.3459 1206.37 1206.4 1 77.27273 6 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_PHA_lymphocytes_Ti_104.019353.019353 2 3.8877 0.4441 3000.43 2998.3 1 40.384613 16 K.ITAFVPNDGCLNFIEENDEVLVAGFGR.K 81 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_PHA_lymphocytes_Ti_105.007942.007942 1 2.6751 0.294 1207 1206.4 2 59.090908 2 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_PHA_lymphocytes_Ti_105.007916.007916 3 3.5681 0.2509 1206.71 1206.4 2 54.545456 1 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_PHA_lymphocytes_PK_111.011172.011172 2 2.525 0.1916 1206.43 1206.4 1 63.636364 1 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsNaOH-NE_NT_lymphocytes_Ti_111.009628.00962 1 1.96 0.1154 1205.61 1206.4 5 54.545456 2 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsSD-NE_NT_lymphocytes_Ti_111.011031.011031.1 1 2.9827 0.2981 1205.86 1206.4 1 68.181816 2 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.009792.0097 2 2.2291 0.1537 1203.83 1206.4 3 72.72727 1 R.KGHAVGDIPGVR.F 108 2
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_001016.1| gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sapiens] 5 33 33.6 143 15808 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.009284.0092 1 2.5648 0.1932 938.77 939.15 1 75 2 K.KAHLGTALK.A 29 2 *
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_108.010230.010230 2 3.5228 0.3444 2246.65 2248.6 1 60.526318 5 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_102.014452.014452 2 4.1348 0.3774 2439.87 2438.8 1 54.761906 5 K.SINPLGGFVHYGEVTNDFVMLK.G 313 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_106.013615.013615 3 4.7288 0.2039 2975.06 2973.4 1 34 4 R.ERLEQQVPVNQVFGQDEMIDVIGVTK.G 199 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_102.008164.008164 2 3.4386 0.2685 1698.57 1697.9 1 63.333332 4 K.AHLMEIQVNGGTVAEK.L 178 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.010300.010300 3 3.4106 0.2587 2249.9 2248.6 1 38.157894 1 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_PHA_lymphocytes_Ti_106.008431.008431 2 4.3915 0.4502 1826.61 1826.1 1 62.5 4 K.KAHLMEIQVNGGTVAEK.L 177 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011182.01118 2 3.3013 0.3617 2247.61 2248.6 1 57.894737 1 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.012936.0129 3 4.9689 0.3261 2973.71 2973.4 1 34 1 R.ERLEQQVPVNQVFGQDEMIDVIGVTK.G 199 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007686.00768 1 2.1659 0.1446 1238.71 1238.4 1 65 1 K.VACIGAWHPAR.V 251 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_PK_105.008450.0084 2 3.4007 0.2992 1342.67 1343.3 1 81.818184 1 K.NNASTDYDLSDK.S 301 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007670.00767 2 3.3774 0.3037 1238.37 1238.4 1 85 4 K.VACIGAWHPAR.V 251 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.014704.0147 2 3.1183 0.3462 2438.99 2438.8 1 40.476192 3 K.SINPLGGFVHYGEVTNDFVMLK.G 313 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007114.00711 2 2.7447 0.3013 1436.61 1436.5 1 63.636364 1 K.TVFAEHISDECK.R 104 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008241.00824 2 4.4388 0.4293 1698.79 1697.9 1 76.666664 1 K.AHLMEIQVNGGTVAEK.L 178 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008402.0084 2 3.1041 0.2545 984.39 984.15 1 87.5 4 R.HGSLGFLPR.K 11 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_109.015394.01539 2 4.2388 0.476 2438.39 2438.8 1 54.761906 2 K.SINPLGGFVHYGEVTNDFVMLK.G 313 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012926.01292 3 4.3551 0.294 2973.29 2973.4 1 30.000002 1 R.ERLEQQVPVNQVFGQDEMIDVIGVTK.G 199 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.012582.0125 2 3.8318 0.4603 2973.21 2973.4 1 40 1 R.ERLEQQVPVNQVFGQDEMIDVIGVTK.G 199 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011264.0112 2 3.2943 0.3349 2248.27 2248.6 1 60.526318 2 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_109.014467.014467.3 3 4.6555 0.2959 2972.18 2973.4 1 33 1 R.ERLEQQVPVNQVFGQDEMIDVIGVTK.G 199 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_109.015969.015969.3 3 3.0774 0.3464 2440.88 2438.8 1 35.714287 1 K.SINPLGGFVHYGEVTNDFVMLK.G 313 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_111.012903.012903.2 2 3.4197 0.3434 2247.37 2248.6 1 47.368423 1 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.001374.0013 2 2.4435 0.1744 2886.35 2884.4 6 30.769232 1 K.EVVEAVTIVETPPMVVVGIVGYVETPR.G 71 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_110.009869.009869.2 2 2.7096 0.1972 985.93 984.15 1 81.25 1 R.HGSLGFLPR.K 11 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_112.010788.010788.2 2 3.0618 0.1308 1020.31 1020.3 3 87.5 1 K.KAFMGPLKK.D 386 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_109.015224.015224.2 2 3.193 0.1735 2690.11 2688.1 6 28.260868 1 R.LEQQVPVNQVFGQDEMIDVIGVTK.G 201 2
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427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsSD-NE_NT_lymphocytes_Ti_109.015909.015909.2 2 4.3209 0.4585 2438.67 2438.8 1 54.761906 7 K.SINPLGGFVHYGEVTNDFVMLK.G 313 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.009941.0099 1 2.0968 0.1646 1366.64 1366.6 8 59.090908 1 R.KVACIGAWHPAR.V 250 2
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_000958.1| gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025 ribosomal protein L3 isoform a [Homo sapiens] 17 64 41.2 403 46109 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011260.0112 3 3.937 0.342 2250.92 2248.6 1 40.789474 3 K.SFPKDDPSKPVHLTAFLGYK.A 31 2
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.011901.011901 3 3.81 0.2693 2377.31 2376.6 1 35.526314 2 R.EREGSFHSNDLFLDAQLLQR.T 213 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_113.010232.01023 2 2.8487 0.2736 1094.49 1094.3 1 87.5 4 R.HVVILFTHK.E 145 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010792.01079 2 2.6546 0.1035 2510.49 2511.8 8 38.095238 1 R.KVLVVDTPSIFESQADTQELYK.N 77 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010791.01079 3 3.572 0.1656 2514.05 2511.8 2 33.333336 1 R.KVLVVDTPSIFESQADTQELYK.N 77 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010484.01048 2 3.0233 0.2262 1399.31 1398.6 2 72.72727 5 R.QQQAELLAVIER.L 198 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.011585.01158 2 4.6493 0.3959 2092.01 2091.3 1 64.70589 1 R.EGSFHSNDLFLDAQLLQR.T 215 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011004.0110 2 3.0193 0.2666 2376.29 2376.6 2 44.736843 1 R.EREGSFHSNDLFLDAQLLQR.T 213 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010888.01088 2 3.8406 0.2164 2378.25 2376.6 1 52.63158 3 R.EREGSFHSNDLFLDAQLLQR.T 213 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009938.0099 2 2.4587 0.1934 1398.29 1398.6 3 68.181816 1 R.QQQAELLAVIER.L 198 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.003375.0033 2 3.8563 0.425 2383.41 2383.7 1 50 6 K.VLVVDTPSIFESQADTQELYK.N 78 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_NT_lymphocytes_Ti_104.012352.01235 2 4.3299 0.4282 2385.59 2383.7 1 55 1 K.VLVVDTPSIFESQADTQELYK.N 78 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsSD-NE_NT_lymphocytes_Ti_103.013439.013439.2 2 3.671 0.3456 2383.93 2383.7 1 45 2 K.VLVVDTPSIFESQADTQELYK.N 78 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2721.27 2 3.4817 0.3185 2092.97 2091.3 1 47.058823 1 R.EGSFHSNDLFLDAQLLQR.T 215 2 *
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NP_060854.2| gi|28416949|ref|NP_060854.2| "GTPase, IMAP family member 5 [Homo sapiens] " 9 31 27.4 307 34846 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011796.0117 3 6.0029 0.4806 3374.84 3374.7 1 33.62069 2 R.HVVILFTHKEDLGGQALDDYVANTDNCSLK.D 145 2 *
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011988.01198 2 2.6576 0.2323 1566.53 1565.7 2 65.38461 2 R.GGPPFAFVEFEDPR.D 52 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006498.0064 1 2.5563 0.1887 996.53 996.02 1 75 2 R.DAEDAVYGR.D 66 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008408.0084 2 2.9357 0.0913 1080.29 1079.2 1 88.88889 1 R.DGTGVVEFVR.K 155 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013001.0130 2 2.4376 0.2408 2541.15 2542.7 1 36.363636 1 R.GGPPFAFVEFEDPRDAEDAVYGR.D 52 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsSD-NE_NT_lymphocytes_PK_106.013817.013817. 2 2.8046 0.2116 1566.55 1565.7 1 61.538464 1 R.GGPPFAFVEFEDPR.D 52 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsSD-NE_PHA_lymphocytes_PK_106.016472.016472 2 4.0629 0.1602 2541.09 2542.7 1 40.909092 7 R.GGPPFAFVEFEDPRDAEDAVYGR.D 52 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsSD-NE_NT_lymphocytes_Ti_105.015688.015688.1 1 2.7093 0.3458 1162.57 1163.2 1 61.11111 1 R.SHEGETAYIR.V 182 2 *
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsSD-NE_NT_lymphocytes_Ti_105.016332.016332.2 2 3.9242 0.1758 2543.05 2542.7 3 36.363636 3 R.GGPPFAFVEFEDPRDAEDAVYGR.D 52 2
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_008855.1| gi|5902076|ref|NP_008855.1| "splicing factor, arginine/serine-rich 1 isoform 1 [Homo sapiens] " 6 19 18.1 248 27745 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007014.0070 2 3.6711 0.287 1467.63 1466.6 1 72.72727 1 K.FRSHEGETAYIR.V 180 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_PHA_lymphocytes_Ti_104.012272.012272 2 4.1454 0.3728 1909.43 1909.2 1 52.941177 2 R.TIGTGLVTNTLAMTEEEK.N 433 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.007292.007292 2 4.8019 0.4994 1674.25 1674.9 1 70 6 R.GITINAAHVEYSTAAR.H 108 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.007358.007358 2 4.9947 0.4134 1770.69 1771.9 1 71.42857 10 R.HYAHTDCPGHADYVK.N 124 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.007388.007388 3 3.5467 0.2626 1676.03 1674.9 1 40 1 R.GITINAAHVEYSTAAR.H 108 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.007423.007423 3 4.0029 0.3202 1773.74 1771.9 1 51.785713 3 R.HYAHTDCPGHADYVK.N 124 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.009173.00917 2 4.7554 0.4318 1773.97 1771.9 1 75 2 R.HYAHTDCPGHADYVK.N 124 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.013990.01399 2 3.4553 0.1673 2131.71 2130.5 7 50 1 R.DLEKPFLLPVEAVYSVPGR.G 256 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.016287.01628 3 3.2332 0.2165 3692.3 3693.2 9 20.454546 1 R.ELLTEFGYKGEETPVIVGSALCALEGRDPELGLK.S 204 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013222.01322 2 5.2614 0.3589 1862.01 1859.1 1 73.52941 3 K.GEETPVIVGSALCALEGR.D 213 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_115.003436.00343 3 3.7791 0.2545 1812.38 1811 1 48.4375 1 R.DKPHVNVGTIGHVDHGK.T 57 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006530.0065 2 2.996 0.1991 1374.07 1373.5 1 72.72727 1 K.KGDECELLGHSK.N 289 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.015970.0159 2 4.5668 0.5129 2941.59 2940.3 1 38.46154 1 R.ELLTEFGYKGEETPVIVGSALCALEGR.D 204 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006327.00632 2 3.0224 0.1357 1372.49 1373.5 3 68.181816 2 K.KGDECELLGHSK.N 289 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.009399.00939 2 4.2097 0.452 1809.91 1811 1 75 3 R.DKPHVNVGTIGHVDHGK.T 57 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4794.479 3 4.0315 0.1794 3655.18 3655.3 1 24.21875 2 K.LLDAVDTYIPVPARDLEKPFLLPVEAVYSVPGR.G 242 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_102.014854.014854.2 2 4.2186 0.3255 1859.83 1859.1 1 64.70589 2 K.GEETPVIVGSALCALEGR.D 213 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_105.016782.016782.3 3 5.0716 0.3132 3695.42 3693.2 1 23.484848 5 R.ELLTEFGYKGEETPVIVGSALCALEGRDPELGLK.S 204 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_111.010532.010532.2 2 4.6572 0.3846 1774.39 1771.9 1 75 2 R.HYAHTDCPGHADYVK.N 124 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_112.010664.010664.2 2 3.8983 0.3785 1813.03 1811 1 75 4 R.DKPHVNVGTIGHVDHGK.T 57 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.009398.0093 2 4.1716 0.3515 1773.07 1771.9 1 67.85714 2 R.HYAHTDCPGHADYVK.N 124 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2088.208 2 3.9526 0.3887 1675.15 1674.9 1 50 1 R.GITINAAHVEYSTAAR.H 108 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_103.009246.009246.2 2 3.4312 0.243 1149.69 1150.4 1 88.88889 3 K.VEAQVYILSK.E 355 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_106.016271.016271.2 2 4.0188 0.474 2941.69 2940.3 1 42.307693 5 R.ELLTEFGYKGEETPVIVGSALCALEGR.D 204 2 *
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NP_003312.3| gi|34147630|ref|NP_003312.3| "Tu translation elongation factor, mitochondrial [Homo sapiens] " 14 67 34.1 455 49875 7.6 HsSD-NE_NT_lymphocytes_Ti_102.012308.012308.2 2 4.5447 0.4718 1907.91 1909.2 1 61.764706 4 R.TIGTGLVTNTLAMTEEEK.N 433 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsSD-NE_PHA_lymphocytes_PK_107.020750.020750 2 3.471 0.1613 1357.41 1356.6 4 90 1 L.DLTWLEKLLPK.T 554 1 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_107.012317.01231 2 4.2955 0.2802 2156.03 2154.5 1 55.555557 3 R.FPTLTNINENNPTLLNPIK.R 437 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011393.0113 3 3.7797 0.3463 2310.71 2310.7 1 30.263159 2 R.FPTLTNINENNPTLLNPIKR.L 437 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_114.017044.01704 2 5.6538 0.364 2872.03 2869.5 1 50 8 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_110.000477.00047 2 2.9187 0.3402 2907.17 2907.5 1 33.333336 1 K.TMPLTSTSLTIGSLALAGMPFLTGFYSK.D 365 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_114.017084.01708 3 6.0201 0.3462 2870.45 2869.5 1 37.5 6 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_109.012108.01210 2 3.9708 0.2724 2466.81 2464.8 1 50 1 K.AMLFMCSGSIIHNLNNEQDIR.K 337 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_NT_lymphocytes_Ti_111.011637.01163 2 4.2763 0.4066 2310.49 2310.7 1 52.63158 3 R.FPTLTNINENNPTLLNPIKR.L 437 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_PK_112.015696.015 2 4.5788 0.4759 1535.93 1535.9 1 83.33333 2 N.PSLTPLLGLLLAAAGK.S 208 1 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_Ti_115.017414.0174 3 5.5212 0.3006 2872.04 2869.5 1 37.5 1 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsSD-NE_NT_lymphocytes_Ti_114.017974.017974.3 3 5.043 0.3634 2870.12 2869.5 1 36.458336 1 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsSD-NE_NT_lymphocytes_Ti_113.017423.017423.2 2 3.6833 0.2862 2871.41 2869.5 1 41.666664 1 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.021707.0217 2 4.6886 0.3663 2908.59 2907.5 1 40.74074 4 K.TMPLTSTSLTIGSLALAGMPFLTGFYSK.D 365 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013685.0136 2 2.6973 0.2649 2541.77 2539.9 1 40 1 K.SPLCTFYFSNMLGFYPSITHR.T 515 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.017729.0177 2 4.7951 0.2697 2872.21 2869.5 1 45.833336 4 R.TIPYLGLLTSQNLPLLLLDLTWLEK.L 536 2 *
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NP_536853.1| gi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [Homo sapiens] 10 40 22.4 603 67013 9 HsSD-NE_NT_lymphocytes_Ti_111.001511.001511.2 2 3.3791 0.0861 2910.25 2907.5 2 33.333336 1 K.TMPLTSTSLTIGSLALAGMPFLTGFYSK.D 365 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.009398.009398 2 3.5357 0.3488 1377.29 1377.6 1 80 4 K.LLTHHKDHFTK.L 171 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_110.017024.017024 2 2.7204 0.1987 2012.21 2010.3 1 50 1 R.EGTIGDMAILGITESFQVK.R 482 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012648.012648 1 3.3153 0.3744 1555.78 1555.8 1 61.538464 1 R.SLHDALCVLAQTVK.D 389 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012669.012669 2 3.9397 0.3883 1553.57 1555.8 1 76.92308 2 R.SLHDALCVLAQTVK.D 389 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012246.012246 2 4.433 0.4385 2366.17 2367.7 1 52.380955 2 R.TVYGGGCSEMLMAHAVTQLANR.T 406 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.016955.016955 2 4.6211 0.4065 2288.65 2289.5 1 57.14286 15 R.VQDDEVGDGTTSVTVLAAELLR.E 90 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_109.016040.016040 2 3.0114 0.2012 1519.85 1518.8 1 64.28571 3 R.LTSFIGAIAIGDLVK.S 26 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.016005.016005 2 3.4834 0.1172 1583.79 1583.9 1 60.714287 36 R.QVLLSAAEAAEVILR.V 502 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.010090.010090 1 3.5677 0.2648 1378.76 1377.6 1 70 4 K.LLTHHKDHFTK.L 171 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.009347.009347 1 2.0085 0.1625 1145.42 1146.3 1 68.75 2 R.KRVPDHHPC.- 527 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012672.01267 2 3.0278 0.3315 1555.71 1555.8 1 61.538464 1 R.SLHDALCVLAQTVK.D 389 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.008028.00802 2 2.4565 0.2759 1146.29 1146.3 4 68.75 1 R.KRVPDHHPC.- 527 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.012352.0123 2 3.3538 0.3778 1555.99 1555.8 1 76.92308 3 R.SLHDALCVLAQTVK.D 389 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007588.00758 2 2.4984 0.1204 1131.67 1131.2 1 93.75 2 K.HGINCFINR.Q 285 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.015540.0155 2 4.9686 0.4504 2292.47 2289.5 1 59.523808 2 R.VQDDEVGDGTTSVTVLAAELLR.E 90 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009882.00988 2 3.691 0.3109 1783.87 1783.1 1 66.66667 1 K.FRQDLMNIAGTTLSSK.L 155 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.013449.01344 2 4.7142 0.358 1916.79 1914.1 1 55.88235 2 K.LGGSLADSYLDEGFLLDK.K 205 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.015832.01583 2 2.8566 0.1773 1520.85 1518.8 1 64.28571 4 R.LTSFIGAIAIGDLVK.S 26 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011409.01140 2 3.7884 0.2915 2367.65 2367.7 1 45.238094 1 R.TVYGGGCSEMLMAHAVTQLANR.T 406 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_104.016500.016500.2 2 4.7176 0.3073 2288.91 2289.5 1 52.380955 2 R.VQDDEVGDGTTSVTVLAAELLR.E 90 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_103.014626.014626.2 2 5.3492 0.5461 1913.11 1914.1 1 73.52941 2 K.LGGSLADSYLDEGFLLDK.K 205 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_107.004174.004174.2 2 3.1165 0.0831 1584.65 1583.9 2 60.714287 1 R.QVLLSAAEAAEVILR.V 502 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_104.009401.009401.2 2 3.1765 0.1196 871.27 871.07 1 92.85714 1 K.LAVEAVLR.L 182 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_107.012143.012143.2 2 4.4223 0.4045 1555.03 1555.8 1 80.769226 2 R.SLHDALCVLAQTVK.D 389 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_PHA_lymphocytes_PK_104.015845.015845 2 2.6034 0.1924 2081.77 2079.3 3 42.105263 1 R.MLPTIIADNAGYDSADLVAQ.L 445 1 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_103.015323.015323.3 3 4.2419 0.2682 2349.32 2348.7 1 34.523808 1 R.MLPTIIADNAGYDSADLVAQLR.A 445 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_103.015376.015376.2 2 5.9345 0.4304 2351.03 2348.7 1 66.66667 8 R.MLPTIIADNAGYDSADLVAQLR.A 445 2 *
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_006422.1| gi|5453603|ref|NP_006422.1| "chaperonin containing TCP1, subunit 2 [Homo sapiens] " 19 106 40.7 535 57488 6.4 HsSD-NE_NT_lymphocytes_Ti_114.021114.021114.2 2 2.4455 0.1254 1959.01 1957.3 2 38.235294 1 K.LIHFSGVALGEACTIVLR.G 359 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsSD-NE_PHA_lymphocytes_PK_107.015865.015865 2 3.372 0.2227 2106.97 2108.4 1 50 4 Q.AAPPQGALEELRTELQEVR.A 142 1 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.016611.016611 3 4.1108 0.3231 3922.01 3922.4 1 24.305555 2 R.AAWNALRDEVGHLALALEALQAQVQAAPPQGALEELR.T 117 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.019767.019767 3 4.4275 0.2918 3994.25 3995.5 1 23.61111 1 R.DEVGHLALALEALQAQVQAAPPQGALEELRTELQEVR.A 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.019628.01962 3 6.9952 0.5617 3996.53 3995.5 1 29.166666 5 R.DEVGHLALALEALQAQVQAAPPQGALEELRTELQEVR.A 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017273.0172 2 4.2528 0.3875 3141.61 3139.5 1 36.206894 1 R.DEVGHLALALEALQAQVQAAPPQGALEELR.T 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.019580.0195 3 5.4695 0.4827 3994.73 3995.5 1 26.38889 4 R.DEVGHLALALEALQAQVQAAPPQGALEELRTELQEVR.A 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.015652.01565 3 3.8342 0.2508 3924.8 3922.4 1 22.916668 1 R.AAWNALRDEVGHLALALEALQAQVQAAPPQGALEELR.T 117 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.017164.01716 2 2.7594 0.5534 3138.95 3139.5 1 37.931034 1 R.DEVGHLALALEALQAQVQAAPPQGALEELR.T 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsSD-NE_NT_lymphocytes_Ti_107.020024.020024.3 3 4.3051 0.2198 3994.49 3995.5 1 22.916668 2 R.DEVGHLALALEALQAQVQAAPPQGALEELRTELQEVR.A 124 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.015710.0157 3 6.9437 0.5507 3924.38 3922.4 1 36.11111 2 R.AAWNALRDEVGHLALALEALQAQVQAAPPQGALEELR.T 117 2 *
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NP_079412.1| gi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sapiens] 5 25 36.9 179 19996 8.9 HsSD-NE_PHA_lymphocytes_PK_106.019365.019365 2 3.884 0.2404 2240.35 2239.5 3 40.476192 2 T.VIKPLNEEAAAELGAELLGEAT.I 67 0 *
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.011330.0113 2 3.2201 0.2981 1861.41 1862.2 1 56.666668 2 R.FGMKPYTSFQELVGEK.E 469 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009074.00907 2 5.284 0.4459 1939.43 1937.1 1 76.47059 1 K.ALGHGVDLGHIYGDNLER.Q 222 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.008924.0089 2 4.9867 0.4565 1937.31 1937.1 1 64.70589 5 K.ALGHGVDLGHIYGDNLER.Q 222 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_NT_lymphocytes_PK_109.009345.0093 2 4.9397 0.4743 1983.15 1984.1 1 61.11111 4 R.VPDASQDDGPAVERPSTEL.- 581 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007809.0078 2 4.0799 0.4628 1983.65 1984.1 1 55.555557 1 R.VPDASQDDGPAVERPSTEL.- 581 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2376.23 2 5.054 0.3982 1937.38 1937.1 1 64.70589 1 K.ALGHGVDLGHIYGDNLER.Q 222 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2303.230 2 5.1914 0.422 1937.38 1937.1 1 70.588234 4 K.ALGHGVDLGHIYGDNLER.Q 222 2
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NP_000953.2| gi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synthase 1 isoform 1 precursor [Homo 4 21 13.2 599 68686 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.000256.0002 2 3.0482 0.2905 2975.35 2973.4 1 36 3 K.EMAAELEELYGDIDALEFYPGLLLEK.C 485 2
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_PHA_lymphocytes_Ti_110.002990.002990 3 6.9897 0.5593 3258.77 3260.6 1 37.5 18 K.AAFDDAIAELDTLSEESYKDSTLIMQLLR.D 197 2 *
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.018164.0181 2 2.2936 0.1321 2699.85 2697 3 32.608696 1 K.LICCDILDVLDKHLIPAANTGESK.V 95 2 *
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 216 2
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 43 2
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 216 2
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_NT_lymphocytes_Ti_103.014364.014364.2 2 3.8973 0.3388 1479.13 1477.7 1 81.818184 1 K.LICCDILDVLDK.H 95 2 *
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_PHA_lymphocytes_PK_106.001814.001814 2 3.5219 0.2205 2878.05 2878.1 2 30.000002 1 K.AAFDDAIAELDTLSEESYKDSTLIMQ.L 197 1 *
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_NT_lymphocytes_Ti_109.004224.004224.3 3 4.2053 0.3 3262.61 3260.6 1 28.57143 2 K.AAFDDAIAELDTLSEESYKDSTLIMQLLR.D 197 2 *
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_006752.1| gi|5803225|ref|NP_006752.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, epsilo 7 29 23.9 255 29174 4.7 HsSD-NE_NT_lymphocytes_Ti_103.016595.016595.2 2 5.1908 0.3917 2092.05 2089.2 1 69.44444 1 K.AAFDDAIAELDTLSEESYK.D 197 2 *
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsSD-NE_PHA_lymphocytes_Ti_101.006023.006023 2 3.9984 0.2957 1475.97 1474.7 1 76.92308 2 R.AGVNTVTTLVENKK.A 138 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsSD-NE_PHA_lymphocytes_Ti_111.010731.010731 2 3.2466 0.1701 1221.47 1221.4 1 85 2 R.RHWGGNVLGPK.S 235 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsSD-NE_PHA_lymphocytes_Ti_101.007370.007370 2 4.2741 0.4099 2141.61 2142.3 1 57.894737 3 K.TCTTVAFTQVNSEDKGALAK.L 198 2 *
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010035.01003 1 3.203 0.2604 1066.78 1065.2 1 72.22222 1 R.HWGGNVLGPK.S 236 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_113.014908.01490 2 3.6418 0.1855 2691.21 2689.2 1 43.47826 1 K.AQLVVIAHDVDPIELVVFLPALCR.K 152 2 *
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011900.01190 2 3.5981 0.3883 1812.83 1812.1 1 73.333336 4 R.LKVPPAINQFTQALDR.Q 74 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010689.01068 2 3.8939 0.2947 1572.49 1570.8 1 76.92308 2 K.VPPAINQFTQALDR.Q 76 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006203.0062 1 2.1115 0.2281 852.51 852.06 1 56.25 1 K.VAPAPAVVK.K 12 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010938.01093 1 2.2405 0.3582 1571.08 1570.8 1 53.846157 1 K.VPPAINQFTQALDR.Q 76 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011873.01187 3 4.8506 0.3803 1811.9 1812.1 2 48.333332 2 R.LKVPPAINQFTQALDR.Q 74 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.014868.0148 2 4.1594 0.1306 2691.91 2689.2 1 47.826088 5 K.AQLVVIAHDVDPIELVVFLPALCR.K 152 2 *
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1704.170 1 2.4623 0.3032 851.44 852.06 1 81.25 2 K.VAPAPAVVK.K 12 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsSD-NE_NT_lymphocytes_Ti_111.013548.013548.2 2 3.2151 0.3777 1812.89 1812.1 1 63.333332 1 R.LKVPPAINQFTQALDR.Q 74 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010217.0102 1 2.9555 0.2793 1065.3 1065.2 2 72.22222 2 R.HWGGNVLGPK.S 236 2
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_000963.1| gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sapiens] 10 30 35.3 266 29996 10.6 HsSD-NE_NT_lymphocytes_Ti_103.007206.007206.1 1 2.0424 0.2547 851.5 852.06 1 62.5 1 K.VAPAPAVVK.K 12 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.009229.009229 2 3.6446 0.4188 1559.43 1558.8 1 69.230774 2 R.AGHDQVVVLLHDVR.D 81 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010118.01011 2 4.6356 0.461 1913.55 1911.2 1 64.70589 2 R.LATGFSHPLTQSAVMGHR.S 116 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010096.01009 3 3.3282 0.1119 1913.03 1911.2 1 45.588234 1 R.LATGFSHPLTQSAVMGHR.S 116 2
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437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017511.01751 2 3.6883 0.333 1512.03 1509.6 1 81.818184 2 Q.NLEDWEEAIFDK.S 48 1
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsSD-NE_NT_lymphocytes_Ti_112.011503.011503.2 2 4.2568 0.4152 1912.73 1911.2 1 55.88235 2 R.LATGFSHPLTQSAVMGHR.S 116 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsSD-NE_NT_lymphocytes_Ti_110.010583.010583.2 2 2.4108 0.0933 1560.85 1558.8 1 61.538464 1 R.AGHDQVVVLLHDVR.D 81 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010268.0102 2 4.4842 0.4196 1912.65 1911.2 1 58.823532 3 R.LATGFSHPLTQSAVMGHR.S 116 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008981.0089 3 4.2331 0.3656 1560.44 1558.8 1 59.615387 4 R.AGHDQVVVLLHDVR.D 81 2
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|NP_001093878.1| gi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001 hypothetical protein LOC79415 isoform b [Homo sapiens] 5 27 25.4 173 19436 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.010463.0104 2 4.0293 0.3258 1558.63 1558.8 1 73.07692 10 R.AGHDQVVVLLHDVR.D 81 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.015153.015153 2 2.6283 0.1609 2653.77 2653 1 38.095238 2 K.GDNVYEFHLEFLDLVKPEPVYK.L 51 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015176.0151 2 2.847 0.0948 2357.21 2354.7 1 45 2 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.014996.01499 3 4.76 0.3265 2355.92 2354.7 1 43.75 5 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011346.01134 2 2.8034 0.2701 1347.59 1347.6 3 65 2 K.RPLFLAPDFDR.W 99 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.015165.01516 2 4.0327 0.2742 2354.43 2354.7 1 62.5 2 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008379.00837 2 5.2028 0.3913 1816.49 1816 1 80 4 K.LRLESEGSPETLTNLR.K 131 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.015464.01546 3 4.2498 0.1606 2651.66 2653 1 34.523808 2 K.GDNVYEFHLEFLDLVKPEPVYK.L 51 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.014842.0148 3 4.6287 0.3308 2353.97 2354.7 1 37.5 5 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.015416.01541 2 3.9663 0.3912 2652.13 2653 1 50 5 K.GDNVYEFHLEFLDLVKPEPVYK.L 51 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009740.0097 2 4.3161 0.3591 1493.87 1494.6 1 81.818184 4 R.WLDESDAEMELR.A 110 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014578.0145 3 4.3974 0.1966 2654.66 2653 1 36.904762 2 K.GDNVYEFHLEFLDLVKPEPVYK.L 51 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_NT_lymphocytes_PK_110.011774.0117 2 2.8477 0.2173 1493.55 1494.6 1 77.27273 1 R.WLDESDAEMELR.A 110 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsSD-NE_NT_lymphocytes_Ti_106.014871.014871.3 3 3.9967 0.2576 2354.78 2354.7 1 36.25 2 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsSD-NE_NT_lymphocytes_Ti_105.016593.016593.2 2 4.6742 0.2709 2353.91 2354.7 1 55 2 R.VELSDVQNPAISITENVLHFK.A 23 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011372.0113 2 2.9989 0.209 1347.89 1347.6 2 75 5 K.RPLFLAPDFDR.W 99 2
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|NP_057479.2| gi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like A domain containing 1 [Homo sa 7 46 22.7 362 43160 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.015213.0152 2 4.1681 0.2912 2652.85 2653 1 50 1 K.GDNVYEFHLEFLDLVKPEPVYK.L 51 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_NT_lymphocytes_PK_103.015515.0155 2 2.9145 0.2488 1943.23 1942.1 2 50 1 R.QNNWPPLPSFCPVQPC.F 132 1
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.006536.0065 2 3.3338 0.4007 1326.49 1325.5 1 83.33333 2 R.ELQHAALGGTATR.Q 119 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010880.01088 3 3.7354 0.2393 3091.07 3092.3 1 25.925926 3 R.DGGNPFAEPSELDNPFQDPAVIQHRPSR.Q 6 2 *
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.006893.0068 2 3.5471 0.2912 1610.27 1610.8 5 67.85714 2 R.ERELQHAALGGTATR.Q 117 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010227.0102 2 6.2545 0.5111 2020.45 2018.2 1 71.05263 4 K.NYGSYSTQASAAAATAELLK.K 82 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010454.01045 2 3.3275 0.1258 2661.89 2662 1 44 2 R.EPPPAYEPPAPAPLPPPSAPSLQPSR.K 48 2 *
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009503.00950 2 5.4977 0.4686 2020.03 2018.2 1 63.15789 2 K.NYGSYSTQASAAAATAELLK.K 82 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009605.0096 2 3.33 0.1475 2662.61 2662 1 40 4 R.EPPPAYEPPAPAPLPPPSAPSLQPSR.K 48 2 *
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsSD-NE_NT_lymphocytes_Ti_104.010523.010523.2 2 3.5498 0.35 1692.37 1692.9 1 56.666668 2 K.AQQEFAAGVFSNPAVR.T 314 2
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NP_005689.2| gi|16445419|ref|NP_005689.2| secretory carrier membrane protein 3 isoform 1 [Homo sapiens] 7 24 34.9 347 38287 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1759.175 2 2.925 0.2854 1325.48 1325.5 1 62.5 2 R.ELQHAALGGTATR.Q 119 2
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.014478.014478 2 3.2061 0.3305 1887.75 1886.1 1 56.25 1 K.NATNVEQSFMTMAAEIK.K 157 2 *
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_PHA_lymphocytes_PK_111.011532.011532 1 2.4274 0.2708 1148.58 1149.3 4 61.11111 2 S.YYRGAHGIIV.V 80 0
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.014582.014582 2 3.3562 0.2315 2173.53 2173.3 1 50 4 R.FADDTYTESYISTIGVDFK.I 31 2
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsNaOH-NE_NT_lymphocytes_PK_105.008777.0087 2 2.5876 0.2096 1396.51 1396.5 1 81.818184 1 Y.DVTDQESFNNVK.Q 92 1 *
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013708.01370 2 4.4091 0.419 2175.01 2173.3 1 66.66667 35 R.FADDTYTESYISTIGVDFK.I 31 2
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.013199.01319 2 3.168 0.2847 2308.15 2306.5 3 40 2 R.GAHGIIVVYDVTDQESFNNVK.Q 83 2 *
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.014475.0144 2 4.2108 0.3438 2174.67 2173.3 1 55.555557 43 R.FADDTYTESYISTIGVDFK.I 31 2
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.013667.01366 2 2.6731 0.1189 1726.69 1725.9 4 53.333336 1 K.EFADSLGIPFLETSAK.N 141 2
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014668.014668.2 2 3.9918 0.1392 1888.63 1886.1 3 56.25 3 K.NATNVEQSFMTMAAEIK.K 157 2 *
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_PHA_lymphocytes_PK_105.013346.013346 2 3.291 0.3159 1537.59 1538.7 1 68.181816 2 K.QWLQEIDRYASE.N 104 1
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_PHA_lymphocytes_PK_106.010310.010310 2 4.1419 0.1934 1359.17 1359.6 1 86.36364 2 R.TIELDGKTIKLQ.I 52 1
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_004152.1| gi|4758988|ref|NP_004152.1| "RAB1A, member RAS oncogene family [Homo sapiens] " 8 99 48.8 205 22678 6.2 HsSD-NE_NT_lymphocytes_Ti_102.015542.015542.2 2 4.8011 0.3612 1725.47 1725.9 1 76.666664 3 K.EFADSLGIPFLETSAK.N 141 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsSD-NE_PHA_lymphocytes_Ti_109.012041.012041 2 2.9812 0.2077 1883.51 1882.1 1 53.571426 2 R.RHEILQWVLQTDSQQ.- 293 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013122.0131 2 2.9874 0.101 2073.23 2071.3 1 50 1 K.LDGNELDLSLSDLNEVPVK.E 15 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.012160.0121 2 3.946 0.254 1884.27 1882.1 1 75 2 R.RHEILQWVLQTDSQQ.- 293 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011846.01184 2 3.4749 0.4038 1802.35 1803.1 1 63.333332 2 K.LTTLPSDFCGLTHLVK.L 51 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.011552.0115 2 2.8331 0.1565 1805.49 1803.1 1 56.666668 2 K.LTTLPSDFCGLTHLVK.L 51 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012268.01226 3 4.2932 0.3061 1738.91 1738 4 50 1 K.WLDLKDNPLDPVLAK.V 112 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_111.012162.01216 2 4.5366 0.3308 1884.07 1882.1 1 78.57143 6 R.RHEILQWVLQTDSQQ.- 293 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.011991.01199 1 2.6458 0.1996 1317.71 1316.6 4 54.545456 1 K.LVTLPVSFAQLK.N 97 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010532.01053 3 3.2054 0.313 1535.96 1534.8 6 54.166668 2 R.LVNLQHLDLLNNK.L 84 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012089.0120 2 4.7581 0.3565 2313.23 2314.6 1 67.5 1 R.DKLDGNELDLSLSDLNEVPVK.E 13 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012098.0120 3 3.0187 0.1237 2313.77 2314.6 4 33.75 1 R.DKLDGNELDLSLSDLNEVPVK.E 13 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010628.01062 2 4.7378 0.2511 1534.51 1534.8 1 83.33333 5 R.LVNLQHLDLLNNK.L 84 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.012090.0120 2 3.2463 0.2681 1740.11 1738 1 71.42857 1 K.WLDLKDNPLDPVLAK.V 112 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_105.013460.01346 2 3.303 0.3001 2848.27 2849.1 1 37.5 1 R.VTELQQQPLCTSVNTIYDNAVQGLR.R 268 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012291.01229 2 4.1904 0.3002 2315.71 2314.6 1 62.5 2 R.DKLDGNELDLSLSDLNEVPVK.E 13 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsSD-NE_PHA_lymphocytes_PK_105.011321.01132 2 3.261 0.2349 1550.51 1550.7 2 65.38461 1 T.SVNTIYDNAVQGLR.R 279 1 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010611.0106 2 3.8412 0.2544 1534.21 1534.8 1 75 3 R.LVNLQHLDLLNNK.L 84 2 *
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsSD-NE_NT_lymphocytes_Ti_102.014331.014331.2 2 3.6989 0.198 2071.21 2071.3 1 58.333332 2 K.LDGNELDLSLSDLNEVPVK.E 15 2
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NP_060979.2| gi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 [Homo sapiens] 12 39 38.1 307 34930 9.6 HsSD-NE_NT_lymphocytes_Ti_103.013248.013248.2 2 5.5151 0.3835 2313.61 2314.6 1 67.5 3 R.DKLDGNELDLSLSDLNEVPVK.E 13 2
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_Ti_115.014630.014630 2 3.3198 0.3347 2098.09 2095.4 1 59.375 2 R.EIWDMFGVFFANHPDLR.R 169 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_PK_109.016924.016924 2 4.2059 0.4092 1872.81 1870.1 1 67.85714 3 R.KFDLNSPWEAFPVYR.Q 232 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_PK_107.016612.016612 2 2.6927 0.1968 1307.61 1308.6 1 72.72727 2 C.IHPDGVIPVLTF.L 88 0 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_PK_108.020816.020816 2 3.5392 0.2713 1422.43 1421.7 4 66.66667 5 C.IHPDGVIPVLTFL.R 88 0 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_PK_108.020789.020789 1 2.3912 0.3163 1421.78 1421.7 1 62.5 1 C.IHPDGVIPVLTFL.R 88 0 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_PHA_lymphocytes_PK_107.016624.016624 1 2.1477 0.2626 1307.68 1308.6 2 63.636364 3 C.IHPDGVIPVLTF.L 88 0 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.013035.0130 2 3.9524 0.4129 1871.49 1870.1 1 60.714287 3 R.KFDLNSPWEAFPVYR.Q 232 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.013582.01358 2 4.1813 0.4676 1869.33 1870.1 1 75 1 R.KFDLNSPWEAFPVYR.Q 232 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_102.011532.011532.2 2 2.6392 0.1998 1489.49 1487.7 1 70.83333 1 R.VVAEPVELAQEFR.K 219 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_102.015770.015770.2 2 2.8517 0.1319 1902.17 1901.1 3 50 1 K.TYTDELTPIESAVSVFK.A 145 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_112.015828.015828.2 2 3.1094 0.2791 2095.97 2095.4 1 56.25 2 R.EIWDMFGVFFANHPDLR.R 169 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_108.015805.015805.2 2 3.8533 0.1112 1367.57 1367.6 1 90 5 R.FEIVYNLLSLR.F 126 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_102.013196.013196.1 1 2.6632 0.2868 1297.96 1296.5 5 70 1 K.DFPLSGYVELR.Y 201 2 *
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_004542.1| gi|4758788|ref|NP_004542.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 3, 30kDa (NADH 11 32 36.7 264 30242 7.5 HsSD-NE_NT_lymphocytes_Ti_102.013065.013065.2 2 3.015 0.3525 1295.89 1296.5 1 80 2 K.DFPLSGYVELR.Y 201 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.008974.008974 3 6.639 0.5311 2953.52 2953.1 1 33.333336 2 R.HVNGQDQIVPGLYACGEAACASVHGANR.L 424 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_PK_107.012497.012497 2 2.6155 0.3202 1774.65 1773.1 1 50 1 F.AGVDVTKEPIPVLPTVH.Y 391 0 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_111.011459.011459 2 4.315 0.3475 2798.43 2797.1 1 50 3 R.GCGPEKDHVYLQLHHLPPEQLATR.L 356 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.017429.017429 2 3.7961 0.374 1475.31 1474.7 1 73.07692 6 R.LGANSLLDLVVFGR.A 452 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_104.008604.008604 2 3.1152 0.382 1354.79 1355.5 1 77.27273 3 R.TGHSLLHTLYGR.S 196 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.007791.007791 2 5.2662 0.5293 2268.43 2266.4 1 62.5 3 R.TYFSCTSAHTSTGDGTAMITR.A 262 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.009231.009231 3 6.2374 0.4132 2799.95 2797.1 1 38.04348 12 R.GCGPEKDHVYLQLHHLPPEQLATR.L 356 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_104.010143.010143 3 5.7533 0.3521 3614.87 3614 1 23.4375 4 R.ACALSIEESCRPGDKVPPIKPNAGEESVMNLDK.L 466 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.008895.008895 2 3.6664 0.3281 1542.87 1540.7 1 76.92308 2 R.GVIALCIEDGSIHR.I 233 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_PHA_lymphocytes_PK_110.010540.010540 1 2.6462 0.2475 1095.51 1096.2 1 71.42857 3 R.WHFYDTVK.G 121 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010395.01039 2 2.9125 0.2723 1357.29 1355.5 1 63.636364 2 R.TGHSLLHTLYGR.S 196 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.013850.0138 3 3.4932 0.227 3366.92 3368.7 1 25 1 R.AGLPCQDLEFVQFHPTGIYGAGCLITEGCR.G 283 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.016802.01680 2 4.2922 0.4541 1474.51 1474.7 1 84.61539 5 R.LGANSLLDLVVFGR.A 452 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008835.0088 2 2.0569 0.2083 1096.65 1096.2 4 71.42857 1 R.WHFYDTVK.G 121 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009536.0095 3 3.2376 0.3294 2954.66 2953.1 1 25.925926 1 R.HVNGQDQIVPGLYACGEAACASVHGANR.L 424 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009797.0097 2 4.7253 0.4379 1747.39 1744.9 1 81.25 2 R.AAFGLSEAGFNTACVTK.L 76 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009395.0093 2 3.5634 0.3887 1540.39 1540.7 1 76.92308 2 R.GVIALCIEDGSIHR.I 233 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_109.018051.018051.1 1 3.0349 0.2923 1474.95 1474.7 2 53.846157 3 R.LGANSLLDLVVFGR.A 452 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010493.0104 1 2.886 0.3457 1355.79 1355.5 1 68.181816 1 R.TGHSLLHTLYGR.S 196 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_104.008177.008177.2 2 4.4965 0.3062 1811.91 1813 1 75 4 R.IDEYDYSKPIQGQQK.K 601 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_106.016473.016473.2 2 4.6471 0.419 1475.57 1474.7 1 88.46153 7 R.LGANSLLDLVVFGR.A 452 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_110.009774.009774.2 2 3.543 0.2666 1355.31 1355.5 1 81.818184 3 R.TGHSLLHTLYGR.S 196 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_111.011892.011892.1 1 3.1424 0.2956 1355.72 1355.5 1 63.636364 7 R.TGHSLLHTLYGR.S 196 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009918.0099 1 1.9254 0.2175 1128.68 1129.3 1 71.42857 1 K.KPFEEHWR.K 616 2
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_104.013566.013566.2 2 3.9623 0.5525 2916.15 2917.2 1 41.07143 5 K.VSDSISAQYPVVDHEFDAVVVGAGGAGLR.A 47 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_111.011271.011271.1 1 2.1522 0.2804 1404.8 1405.6 1 54.166668 1 R.KHTLSYVDVGTGK.V 624 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_104.013498.013498.3 3 4.2932 0.3497 2916.95 2917.2 1 27.67857 1 K.VSDSISAQYPVVDHEFDAVVVGAGGAGLR.A 47 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_108.010541.010541.2 2 3.4623 0.3086 1540.13 1540.7 1 65.38461 4 R.GVIALCIEDGSIHR.I 233 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.010526.0105 3 3.4855 0.2099 2168.3 2168.5 2 36.764706 2 K.DHVYLQLHHLPPEQLATR.L 362 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_102.010874.010874.2 2 5.279 0.373 1746.17 1744.9 1 78.125 3 R.AAFGLSEAGFNTACVTK.L 76 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_102.008112.008112.2 2 3.1226 0.2193 1332.17 1330.4 1 83.33333 1 R.GEGGILINSQGER.F 313 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_106.013593.013593.3 3 5.5435 0.3649 3367.55 3368.7 1 33.62069 3 R.AGLPCQDLEFVQFHPTGIYGAGCLITEGCR.G 283 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_105.017643.017643.3 3 6.6615 0.4232 3801.56 3800.2 1 31.818182 2 K.GSDWLGDQDAIHYMTEQAPAAVVELENYGMPFSR.T 129 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_110.011092.011092.2 2 2.8063 0.2991 2951.67 2953.1 1 33.333336 1 R.HVNGQDQIVPGLYACGEAACASVHGANR.L 424 2 *
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|NP_004159.2| gi|156416003|ref|NP_004159.2| "succinate dehydrogenase complex, subunit A, flavoprotein precurs 24 104 49.7 664 72692 7.4 HsSD-NE_NT_lymphocytes_Ti_109.010921.010921.3 3 5.3017 0.4028 2953.46 2953.1 1 28.703705 2 R.HVNGQDQIVPGLYACGEAACASVHGANR.L 424 2 *
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_PK_107.011231.01123 2 3.2953 0.2199 1910.59 1910.1 1 52.941177 1 K.SIEIPRPVDGVEVPGCGK.I 414 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_Ti_108.012092.012092 3 4.9996 0.4223 3563.87 3562 1 34.375 4 R.RPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK.L 228 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_Ti_115.011695.011695 3 4.8595 0.2758 3831.17 3831.3 1 23.529411 7 K.IRRPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK.L 226 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.014038.014038 2 2.4056 0.0963 2388.15 2387.7 1 40.476192 1 R.SVDETTQAMAFDGIIFQGQSLK.I 204 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_Ti_103.013946.013946 2 3.809 0.3518 1621.49 1620.8 1 66.66667 39 K.IFVEFTSVFDCQK.A 432 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012136.01213 2 2.7742 0.1912 1044.25 1044.2 1 92.85714 1 K.NFAFLEFR.S 196 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.009713.00971 2 5.1659 0.4698 2135.97 2134.4 1 57.5 3 R.LGGLTQAPGNPVLAVQINQDK.N 175 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011451.01145 3 5.0877 0.3622 3564.71 3562 1 29.6875 2 R.RPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK.L 228 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.019410.01941 2 2.9367 0.099 2894.41 2893.4 5 34 1 K.LFIGGLPNYLNDDQVKELLTSFGPLK.A 261 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_108.019891.019891.2 2 4.876 0.3669 2893.21 2893.4 1 48 3 K.LFIGGLPNYLNDDQVKELLTSFGPLK.A 261 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_113.012036.012036.3 3 5.1991 0.4035 3561.38 3562 1 33.59375 4 R.RPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK.L 228 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_111.001695.001695.3 3 5.2422 0.3981 2798.18 2796.2 1 33.695652 2 R.LYVGNIPFGITEEAMMDFFNAQMR.L 151 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.013823.0138 2 2.2481 0.1497 1622.55 1620.8 3 58.333332 1 K.IFVEFTSVFDCQK.A 432 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011720.0117 3 5.3826 0.4401 3560.27 3562 1 35.9375 4 R.RPHDYQPLPGMSENPSVYVPGVVSTVVPDSAHK.L 228 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_104.014181.014181.2 2 2.6852 0.2311 2387.79 2387.7 1 38.095238 1 R.SVDETTQAMAFDGIIFQGQSLK.I 204 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_104.011246.011246.2 2 5.1877 0.3745 2133.01 2134.4 1 60.000004 1 R.LGGLTQAPGNPVLAVQINQDK.N 175 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.005913.0059 2 2.2259 0.1005 1168.77 1167.3 1 80 2 R.GAKEEHGGLIR.S 68 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_PHA_lymphocytes_PK_105.018052.018052 2 5.0269 0.3702 3056.01 3054.2 1 45.833336 1 M.VLPEELLDDEEYEEIVEDVRDECSK.Y 384 1
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_108.015807.015807.2 2 3.1395 0.2372 1622.59 1620.8 1 66.66667 3 K.IFVEFTSVFDCQK.A 432 2
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_009210.1| gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496 U2 (RNU2) small nuclear RNA auxiliary factor 2 isoform a [Homo s 12 83 42.7 475 53501 9.1 HsSD-NE_NT_lymphocytes_Ti_112.016798.016798.2 2 3.1085 0.2483 2798.33 2796.2 1 39.130436 2 R.LYVGNIPFGITEEAMMDFFNAQMR.L 151 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.000592.000592 3 3.3306 0.1069 3940.88 3938.3 1 20.714287 1 K.EGGVQLLLTIVDTPGFGDAVDNSNCWQPVIDYIDSK.F 101 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_113.014489.014489 2 2.714 0.17 2000.87 2001.4 1 52.941177 2 Y.FIAPSGHGLKPLDIEFMK.R 163 1
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_Ti_103.015338.015338 2 2.9614 0.29 2609.41 2608.9 2 31.818182 1 K.STLINSLFLTDLYSPEYPGPSHR.I 63 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_107.003771.00377 3 3.5724 0.1852 3983.84 3981.2 2 19.117647 1 L.TIVDTPGFGDAVDNSNCWQPVIDYIDSKFEDYLNA.E 109 0
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_109.012060.012060 2 4.7109 0.4427 1881.43 1880.1 1 60.000004 4 L.FLTDLYSPEYPGPSHR.I 70 1
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.013361.01336 2 4.0963 0.4084 2610.45 2608.9 1 40.909092 7 K.STLINSLFLTDLYSPEYPGPSHR.I 63 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.015099.0150 2 3.2453 0.2442 2610.95 2608.9 1 36.363636 3 K.STLINSLFLTDLYSPEYPGPSHR.I 63 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.021566.02156 3 4.5375 0.3213 3941.27 3938.3 1 23.571428 1 K.EGGVQLLLTIVDTPGFGDAVDNSNCWQPVIDYIDSK.F 101 2
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445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_NT_lymphocytes_Ti_110.016402.016402.3 3 4.6177 0.3307 2608.88 2608.9 1 35.227272 3 K.STLINSLFLTDLYSPEYPGPSHR.I 63 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_107.003501.00350 3 3.8263 0.2475 4354.43 4353.6 1 20.27027 2 L.TIVDTPGFGDAVDNSNCWQPVIDYIDSKFEDYLNAESR.V 109 1
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_NT_lymphocytes_Ti_109.016173.016173.2 2 3.6575 0.423 2609.67 2608.9 1 36.363636 3 K.STLINSLFLTDLYSPEYPGPSHR.I 63 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_NT_lymphocytes_Ti_115.012968.012968.3 3 3.609 0.2457 2826.11 2825.3 1 29.347824 1 R.VQCCLYFIAPSGHGLKPLDIEFMK.R 157 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_106.002649.002649 2 3.4087 0.2182 3036.29 3036.2 3 31.25 1 A.VDNSNCWQPVIDYIDSKFEDYLNAE.S 120 0
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_106.002775.002775 2 4.1342 0.1587 2937.61 2937.1 1 47.826088 7 V.DNSNCWQPVIDYIDSKFEDYLNAE.S 121 0
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_106.003305.003305 2 2.8589 0.2038 2806.61 2808 4 31.818182 1 V.DNSNCWQPVIDYIDSKFEDYLNA.E 121 0
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_106.003812.003812 3 4.8959 0.2541 4111.43 4110.4 1 27.142859 3 L.TIVDTPGFGDAVDNSNCWQPVIDYIDSKFEDYLNAE.S 109 0
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_105.015105.015105 2 3.5465 0.3247 1728.43 1725.9 2 65.38461 1 N.SNCWQPVIDYIDSK.F 123 1
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_NT_lymphocytes_Ti_108.001617.001617.3 3 3.9105 0.1795 3940.52 3938.3 7 20 1 K.EGGVQLLLTIVDTPGFGDAVDNSNCWQPVIDYIDSK.F 101 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.012647.0126 3 4.1913 0.3857 2823.47 2825.3 1 29.347824 3 R.VQCCLYFIAPSGHGLKPLDIEFMK.R 157 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_NT_lymphocytes_Ti_102.008805.008805.2 2 2.6023 0.187 1245.59 1244.3 3 77.77778 1 K.FEDYLNAESR.V 137 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.012539.0125 2 2.0618 0.2807 2824.01 2825.3 3 34.782608 1 R.VQCCLYFIAPSGHGLKPLDIEFMK.R 157 2
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 7-Sep gi|148352329|ref|NP_001011553.2| gi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001 cell division cycle 10 isoform 2 [Homo sapiens] 16 49 21.3 436 50581 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018894.018894 2 3.1948 0.3454 3128.03 3128.3 1 35.185184 1 L.TIVDTPGFGDAVDNSNCWQPVIDYIDSK.F 109 1
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsSD-NE_PHA_lymphocytes_PK_111.019218.019218 2 2.7421 0.1571 2722.15 2723.1 1 30.000002 1 T.GADPSDLESGGLLHEIFTSPLNLLLL.G 10 0 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_NT_lymphocytes_PK_105.008933.0089 2 3.5463 0.2628 1412.23 1410.4 1 79.16667 2 S.GDSDDDEPPPLPR.L 55 1 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010234.0102 2 3.464 0.3845 1519.31 1517.7 1 76.92308 2 K.FYGPEGPYGVFAGR.D 106 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007404.0074 2 4.3708 0.4787 2036.19 2037.1 1 57.894737 1 R.GDQPAASGDSDDDEPPPLPR.L 48 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007073.0070 2 4.082 0.4781 2296.61 2297.3 1 50 1 K.EGEEPTVYSDEEEPKDESAR.K 173 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_NT_lymphocytes_Ti_105.017162.01716 3 6.9883 0.4742 3627.92 3625.8 1 37.5 1 K.EALKDEYDDLSDLTAAQQETLSDWESQFTFK.Y 133 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.017768.0177 3 5.5658 0.4427 3624.44 3625.8 1 30.000002 2 K.EALKDEYDDLSDLTAAQQETLSDWESQFTFK.Y 133 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsSD-NE_NT_lymphocytes_Ti_109.019053.019053.3 3 3.8625 0.2536 3628.34 3625.8 2 21.666666 2 K.EALKDEYDDLSDLTAAQQETLSDWESQFTFK.Y 133 2 *
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_006658.1| gi|5729875|ref|NP_006658.1| progesterone receptor membrane component 1 [Homo sapiens] 7 13 61.5 195 21671 4.7 HsSD-NE_NT_lymphocytes_Ti_110.020954.020954.3 3 5.1746 0.4141 4633.46 4632 1 18.589745 1 R.GLATFCLDKEALKDEYDDLSDLTAAQQETLSDWESQFTFK.Y 124 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_110.018874.018874 2 3.5479 0.2272 1934.25 1931.3 1 55.88235 4 M.GLSPILGKDNTIEHLLPL.F 351 0 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.005230.005230 2 2.3168 0.0922 1629.63 1628.7 3 58.333332 1 K.VKEFCENLSADCR.E 306 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_111.013275.013275 2 2.9519 0.2017 1274.41 1272.5 1 88.88889 2 A.WLVDHVYAIR.E 450 1
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_Ti_107.009692.009692 2 3.8051 0.3761 2216.01 2214.5 1 47.368423 4 R.AISHEHSPSDLEAHFVPLVK.R 114 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_108.019731.01973 2 3.2757 0.2851 2309.41 2308.7 1 45 1 K.IGPILDNSTLQSEVKPILEKL.T 547 1 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.015351.015351 2 4.5957 0.365 1942.59 1943.2 1 71.875 7 R.LNIISNLDCVNEVIGIR.Q 382 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.001725.00172 2 3.0248 0.2239 2498.53 2498 1 40.476192 2 R.LAIIEYMPLLAGQLGVEFFDEK.L 421 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.014548.0145 2 3.0144 0.2845 1945.29 1943.2 1 59.375 1 R.LNIISNLDCVNEVIGIR.Q 382 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017718.0177 2 4.127 0.2743 2753.59 2752.1 1 52.272724 2 K.DNTIEHLLPLFLAQLKDECPEVR.L 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.018412.01841 2 4.9735 0.3857 2752.95 2752.1 1 52.272724 4 K.DNTIEHLLPLFLAQLKDECPEVR.L 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017624.0176 3 7.21 0.3563 2754.05 2752.1 1 52.272724 3 K.DNTIEHLLPLFLAQLKDECPEVR.L 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.018906.0189 2 3.9908 0.2122 1867.47 1866.2 1 53.333336 3 K.DNTIEHLLPLFLAQLK.D 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.019307.01930 2 4.3281 0.3089 1867.89 1866.2 1 66.66667 3 K.DNTIEHLLPLFLAQLK.D 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_110.011062.011062.2 2 4.4793 0.4315 2216.55 2214.5 1 55.263157 6 R.AISHEHSPSDLEAHFVPLVK.R 114 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_106.015525.015525 2 3.0571 0.2041 1293.29 1292.5 1 80 1 R.TRSELLPFLTD.T 47 1
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_112.018047.018047.2 2 3.476 0.3141 2499.51 2498 1 40.476192 4 R.LAIIEYMPLLAGQLGVEFFDEK.L 421 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014564.014564 2 3.7033 0.2485 1398.51 1398.6 7 72.72727 1 L.GVEFFDEKLNSL.C 435 0
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_104.011072.011072.2 2 3.2105 0.3029 1519.63 1518.6 1 70.83333 2 R.TSACGLFSVCYPR.V 145 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_106.014316.014316 2 3.9063 0.2 1718.57 1716 1 75 4 N.IISNLDCVNEVIGIR.Q 384 1
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_107.017985.017985.2 2 4.0755 0.3589 2750.09 2752.1 1 50 2 K.DNTIEHLLPLFLAQLKDECPEVR.L 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_111.012557.012557.3 3 5.9223 0.4037 2216.9 2214.5 1 50 2 R.AISHEHSPSDLEAHFVPLVK.R 114 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010982.0109 2 4.2989 0.451 2213.69 2214.5 1 55.263157 2 R.AISHEHSPSDLEAHFVPLVK.R 114 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_107.018149.018149.3 3 7.056 0.354 2752.04 2752.1 1 47.727272 3 K.DNTIEHLLPLFLAQLKDECPEVR.L 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_106.018158.018158 2 4.8107 0.3642 1943.21 1943.2 1 75 2 R.LNIISNLDCVNEVIGIR.Q 382 2
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_107.016933.016933.2 2 2.9342 0.2018 1558.69 1557.9 4 53.333336 1 K.SALASVIMGLSPILGK.D 343 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_107.019146.019146.3 3 4.3569 0.2962 1866.8 1866.2 1 51.666664 2 K.DNTIEHLLPLFLAQLK.D 359 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_105.016111.016111.2 2 3.1731 0.2455 2195.87 2195.6 3 36.842106 1 K.IGPILDNSTLQSEVKPILEK.L 547 2 *
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014594.014594 1 2.4163 0.3276 1397.66 1398.6 1 63.636364 2 L.GVEFFDEKLNSL.C 435 0
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NP_055040.2| gi|21361399|ref|NP_055040.2| "alpha isoform of regulatory subunit A, protein phosphatase 2 [Hom 19 77 28.9 589 65309 5.1 HsSD-NE_NT_lymphocytes_Ti_104.015480.015480.2 2 4.4768 0.4432 1945.87 1943.2 1 68.75 5 R.LNIISNLDCVNEVIGIR.Q 382 2
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_PHA_lymphocytes_Ti_103.016199.016199 2 3.2959 0.1049 2125.83 2128.4 2 44.11765 1 R.LLLAGYDDFNCNVWDALK.A 284 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_PHA_lymphocytes_Ti_102.012512.012512 3 3.617 0.2166 2718.29 2718 5 27.173912 1 R.ADQELMTYSHDNIICGITSVSFSK.S 257 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_PHA_lymphocytes_PK_110.010404.010404 1 2.2512 0.1899 1270.97 1271.4 1 60.000004 1 M.HWGTDSRLLVS.A 62 0
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.015212.0152 2 4.793 0.4206 2127.85 2128.4 1 70.588234 4 R.LLLAGYDDFNCNVWDALK.A 284 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsNaOH-NE_NT_lymphocytes_Ti_106.015398.01539 2 3.8934 0.2161 2129.91 2128.4 1 58.823532 2 R.LLLAGYDDFNCNVWDALK.A 284 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsNaOH-NE_NT_lymphocytes_Ti_104.019092.01909 2 2.3926 0.1174 2420.27 2417.7 1 34.090908 1 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_102.012052.012052.2 2 4.331 0.3781 2016.85 2017.2 1 63.88889 3 K.ACADATLSQITNNIDPVGR.I 24 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_102.016124.016124.2 2 5.638 0.5017 2416.45 2417.7 1 59.090908 15 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_103.015694.015694.3 3 5.551 0.4564 2417.39 2417.7 1 36.363636 1 R.VSCLGVTDDGMAVATGSWDSFLK.I 315 2
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_104.016292.016292.2 2 5.9399 0.4744 2127.77 2128.4 1 76.47059 15 R.LLLAGYDDFNCNVWDALK.A 284 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_102.007833.007833.2 2 3.4498 0.2496 1228.53 1226.3 1 90.909096 2 R.LFVSGACDASAK.L 198 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_102.007876.007876.1 1 2.8904 0.2846 1227.76 1226.3 1 63.636364 3 R.LFVSGACDASAK.L 198 2 *
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_108.011222.011222.1 1 2.3105 0.2244 1355.34 1354.5 1 65 1 K.LIIWDSYTTNK.V 79 2
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NP_002065.1| gi|11321585|ref|NP_002065.1| "guanine nucleotide-binding protein, beta-1 subunit [Homo sapiens 10 51 34.7 340 37377 6 HsSD-NE_NT_lymphocytes_Ti_108.011273.011273.2 2 2.1055 0.136 1357.09 1354.5 2 75 1 K.LIIWDSYTTNK.V 79 2
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.007972.007972 1 2.0556 0.0954 1452.64 1452.7 8 46.153847 1 R.PVGHCLEAAAVLSK.E 245 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.011747.011747 2 5.008 0.4703 2502.19 2499.8 1 56.81818 7 K.TNHLVTVEGGWPQFGVGAEICAR.I 286 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.013331.013331 2 2.9614 0.2143 1805.25 1803 1 53.333336 3 K.VFLLGEEVAQYDGAYK.V 53 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_PK_109.016638.016638 2 2.6913 0.2116 1373.39 1371.6 3 70 1 A.GLRPICEFMTF.N 103 0 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_PK_110.018478.018478 2 3.0679 0.3047 1573.19 1573.9 1 70.83333 4 A.MAGLRPICEFMTF.N 101 0 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.020261.0202 2 2.8721 0.3368 3065.55 3064.4 2 32.692307 2 R.DNNPVVVLENELMYGVPFEFPPEAQSK.D 193 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_NT_lymphocytes_Ti_108.015197.015197.2 2 4.1307 0.3305 2501.63 2499.8 1 47.727272 1 K.TNHLVTVEGGWPQFGVGAEICAR.I 286 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_PHA_lymphocytes_PK_105.015089.015089 2 3.4338 0.2558 1804.65 1803 1 56.666668 1 K.VFLLGEEVAQYDGAYK.V 53 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_NT_lymphocytes_PK_105.016332.016332. 2 2.6531 0.2348 2191.77 2193.6 5 33.333336 1 P.ISEMGFAGIAVGAAMAGLRPIC.E 87 0 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_NT_lymphocytes_Ti_104.013088.013088.2 2 5.0102 0.505 1802.05 1803 1 83.33333 3 K.VFLLGEEVAQYDGAYK.V 53 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_NT_lymphocytes_Ti_105.000092.000092.2 2 3.7401 0.4392 3063.77 3064.4 1 38.46154 3 R.DNNPVVVLENELMYGVPFEFPPEAQSK.D 193 2 *
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|NP_000916.2| gi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoamide) beta [Homo sapiens] 8 29 29.8 359 39233 6.6 HsSD-NE_NT_lymphocytes_Ti_105.000065.000065.3 3 4.7568 0.3898 3064.52 3064.4 1 36.53846 2 R.DNNPVVVLENELMYGVPFEFPPEAQSK.D 193 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.009357.009357 3 5.0572 0.4061 3493.19 3493.7 1 25.80645 2 K.HFPEAGIHYPDSTTGDGKPLATDYNGNCSLEK.F 85 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_PHA_lymphocytes_Ti_102.017571.017571 2 3.036 0.2195 2925.27 2924.4 1 37.5 6 K.SVTICDYLPPHLVIYIDVPVPEVQR.R 192 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008734.0087 3 3.3394 0.2035 3492.38 3493.7 1 25 2 K.HFPEAGIHYPDSTTGDGKPLATDYNGNCSLEK.F 85 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.015488.0154 2 4.6662 0.305 2458.09 2456.8 1 54.761906 3 R.LLQYSDALEHLLTTGQGVVLER.S 140 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.3929.39 2 3.5364 0.3364 2455.61 2456.8 1 42.857143 1 R.LLQYSDALEHLLTTGQGVVLER.S 140 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_NT_lymphocytes_Ti_106.015129.015129.3 3 5.7082 0.283 2457.29 2456.8 1 45.238094 3 R.LLQYSDALEHLLTTGQGVVLER.S 140 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_NT_lymphocytes_Ti_107.017468.017468.2 2 2.6219 0.1867 2863.99 2862.3 1 29.166666 2 K.FEVLNYTSIPIFLPEVTIGAHQTDR.V 302 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_PHA_lymphocytes_PK_106.009449.009449 2 2.889 0.1784 1236.53 1236.5 1 83.33333 1 K.KVVEDIEYLK.F 268 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_NT_lymphocytes_Ti_107.015993.015993.2 2 5.5419 0.3571 2457.03 2456.8 1 59.523808 6 R.LLQYSDALEHLLTTGQGVVLER.S 140 2 *
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_004535.1| gi|4758768|ref|NP_004535.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kD 6 28 32.1 355 40751 8.5 HsSD-NE_NT_lymphocytes_Ti_115.015112.015112.2 2 2.5855 0.2961 2925.91 2924.4 1 33.333336 2 K.SVTICDYLPPHLVIYIDVPVPEVQR.R 192 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_113.001581.00158 2 3.5344 0.2438 1953.51 1953.2 1 60.000004 2 I.SLLDDLDKELNNYIMR.C 167 1 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_107.000874.000874 2 3.1117 0.3058 2438.23 2438.8 1 40.476192 1 K.FSADKVDTMIVQAISLLDDLDK.E 153 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.006400.006400 2 5.6402 0.3978 2122.33 2123.2 1 67.64706 2 K.VEEEEEEKVAEEEETSVK.K 468 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_109.011878.011878 3 3.5793 0.2391 1868.51 1866.1 1 46.153847 1 R.CREWYGWHFPELGK.I 183 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.009228.009228 2 4.6658 0.4111 1733.63 1735 1 70 4 K.YGLIYHASLVGQTSPK.H 338 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.010414.010414 2 5.1268 0.3979 1646.79 1647.9 1 82.14286 2 R.EMAAMCLGLAHSLSR.Y 134 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.009537.009537 1 3.5805 0.3466 1321.92 1321.6 1 75 4 R.LIAHAGSLLNLAK.H 298 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.011535.011535 2 2.6876 0.126 1868.15 1866.1 1 69.230774 1 R.CREWYGWHFPELGK.I 183 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.007769.007769 2 4.6817 0.3409 1861.71 1861.1 1 64.28571 3 K.RKIEQVDKEDEITEK.K 443 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_113.001316.001316 2 4.8964 0.3865 2138.41 2137.5 1 64.70589 9 Q.AISLLDDLDKELNNYIMR.C 165 1 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_113.001689.001689 2 4.201 0.3101 2068.37 2066.4 1 56.25 2 A.ISLLDDLDKELNNYIMR.C 166 1 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.017237.0172 2 3.4637 0.3487 1914.37 1915.2 1 52.941177 1 K.FQDTAEALAAFTALMEGK.I 50 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007482.0074 3 5.9675 0.3822 2714.39 2711.9 1 42.391304 1 K.HIKEEPLSEEEPCTSTAIASPEKK.K 495 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007414.00741 2 5.9282 0.3847 2122.61 2123.2 1 70.588234 4 K.VEEEEEEKVAEEEETSVK.K 468 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007946.00794 2 3.7099 0.3553 1835.47 1835.9 1 68.75 2 R.YDAFGEDSSSAMGVENR.A 372 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.017256.01725 2 5.95 0.5312 1916.89 1915.2 1 79.411766 2 K.FQDTAEALAAFTALMEGK.I 50 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006336.00633 2 4.6998 0.261 1706.61 1704.9 1 69.230774 2 R.KIEQVDKEDEITEK.K 444 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.007553.0075 2 3.9032 0.3937 2122.19 2123.2 1 52.941177 1 K.VEEEEEEKVAEEEETSVK.K 468 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007536.00753 2 2.4406 0.1858 2349.63 2350.5 5 39.473686 1 K.VKVEEEEEEKVAEEEETSVK.K 466 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010787.01078 1 2.7391 0.3884 1321.71 1321.6 1 66.66667 1 R.LIAHAGSLLNLAK.H 298 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.009875.0098 2 2.3713 0.1944 1648.73 1647.9 1 57.14286 1 R.EMAAMCLGLAHSLSR.Y 134 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_104.018502.018502.2 2 5.0157 0.4897 1913.55 1915.2 1 73.52941 4 K.FQDTAEALAAFTALMEGK.I 50 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_105.009135.009135 2 4.8268 0.2956 2122.53 2123.2 1 58.823532 1 K.VEEEEEEKVAEEEETSVK.K 468 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_106.009239.009239 2 5.0673 0.3465 2350.47 2350.5 1 52.63158 1 K.VKVEEEEEEKVAEEEETSVK.K 466 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_103.008464.008464.2 2 5.8339 0.3043 2122.83 2123.2 1 70.588234 3 K.VEEEEEEKVAEEEETSVK.K 468 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_111.012459.012459.2 2 3.0353 0.3864 1322.09 1321.6 1 79.16667 2 R.LIAHAGSLLNLAK.H 298 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_PHA_lymphocytes_PK_105.012894.012894 2 3.3533 0.307 1640.75 1639.8 2 62.5 2 L.DDLDKELNNYIMR.C 170 1 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_107.001689.001689.2 2 2.2597 0.1669 2439.01 2438.8 2 35.714287 1 K.FSADKVDTMIVQAISLLDDLDK.E 153 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.017348.0173 2 3.8266 0.2871 1963.13 1960.4 1 63.88889 1 R.MMAIAPNVTVMVGELVGAR.L 279 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_102.011852.011852.2 2 3.9966 0.1919 1585.49 1585.8 1 80.769226 2 K.LSELLPEEVEAEVK.A 222 2 *
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_057018.1| gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [Homo sapiens] 21 66 40.6 529 59578 8.9 HsSD-NE_NT_lymphocytes_Ti_102.011768.011768.1 1 3.3707 0.1088 1586.04 1585.8 1 57.692307 2 K.LSELLPEEVEAEVK.A 222 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_PHA_lymphocytes_PK_110.017417.017417 2 2.8208 0.1521 1858.77 1856.1 1 60.000004 1 K.FPIKWTAPEAINYGTF.T 402 1 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_PHA_lymphocytes_PK_111.013283.013283 2 3.4627 0.1679 1901.93 1900.2 2 59.375 1 H.GRIPYPGMTNPEVIQNL.E 437 0 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_PHA_lymphocytes_PK_113.012351.01235 2 4.2829 0.3085 2239.81 2242.6 1 50 1 H.GRIPYPGMTNPEVIQNLERG.Y 437 0 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_PHA_lymphocytes_Ti_109.010841.010841 3 4.4126 0.2585 2981.03 2982.3 1 31.818182 5 R.LSRPCQTQKPQKPWWEDEWEVPR.E 220 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_115.015188.01518 2 3.8283 0.3663 2031.27 2031.3 1 50 1 K.SDVWSFGILLTEIVTHGR.I 421 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010451.01045 2 3.4305 0.2817 2052.01 2052.3 1 60.000004 3 R.MVRPDNCPEELYQLMR.L 459 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.019256.01925 3 4.2691 0.3296 2011.22 2009.3 1 39.705883 1 K.LLDMAAQIAEGMAFIEER.N 341 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.013728.0137 2 3.595 0.3303 1458.93 1457.5 1 69.230774 5 R.ESESTAGSFSLSVR.D 155 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010106.01010 3 4.1388 0.1194 2052.35 2052.3 1 48.333332 2 R.MVRPDNCPEELYQLMR.L 459 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_101.015005.0150 2 3.3036 0.2518 2061.13 2058.2 1 50 1 R.SVLEDFFTATEGQYQPQP.- 492 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007994.00799 2 3.5013 0.2924 1693.81 1694.8 1 70.83333 2 K.ERPEDRPTFDYLR.S 479 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008502.0085 1 2.4767 0.2599 1394.23 1392.6 1 62.5 1 R.AANILVSDTLSCK.I 367 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008672.0086 2 3.1015 0.3363 1394.05 1392.6 1 66.66667 2 R.AANILVSDTLSCK.I 367 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010571.0105 2 3.4112 0.1986 1974.73 1972.3 1 59.375 2 R.IPYPGMTNPEVIQNLER.G 439 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.016751.01675 2 5.0754 0.5 3151.59 3150.7 1 44.230766 4 R.LYAVVTQEPIYIITEYMENGSLVDFLK.T 303 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_113.011553.01155 3 3.4317 0.1232 2979.95 2982.3 1 29.545454 1 R.LSRPCQTQKPQKPWWEDEWEVPR.E 220 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008106.00810 2 3.8756 0.4 1457.39 1457.5 1 73.07692 2 R.ESESTAGSFSLSVR.D 155 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_102.015276.01527 2 2.8145 0.2116 2058.51 2058.2 1 47.058823 1 R.SVLEDFFTATEGQYQPQP.- 492 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.002069.00206 3 3.452 0.1667 3153.47 3150.7 1 25 1 R.LYAVVTQEPIYIITEYMENGSLVDFLK.T 303 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006818.00681 2 2.9858 0.2074 1225.19 1224.3 5 77.77778 2 R.LIEDNEYTAR.Q 388 2
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.010358.0103 2 3.448 0.1964 2052.43 2052.3 1 56.666668 3 R.MVRPDNCPEELYQLMR.L 459 2 *
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452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010847.01084 2 3.4053 0.2823 1624.73 1624.9 1 64.28571 1 R.QLLAPGNTHGSFLIR.E 140 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_NT_lymphocytes_Ti_111.018168.018168.2 2 3.2337 0.3604 3150.09 3150.7 7 28.846153 1 R.LYAVVTQEPIYIITEYMENGSLVDFLK.T 303 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.011280.0112 2 2.2734 0.1545 2982.37 2982.3 1 34.090908 1 R.LSRPCQTQKPQKPWWEDEWEVPR.E 220 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_PHA_lymphocytes_PK_106.014889.014889 3 4.0512 0.3339 3358.61 3358.5 1 25.925926 2 C.SSHPEDDWMENIDVCENCHYPIVPLDGK.G 6 1 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009496.009496.2 2 3.7297 0.3282 1392.45 1392.6 1 79.16667 5 R.AANILVSDTLSCK.I 367 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsSD-NE_NT_lymphocytes_Ti_114.011632.011632.3 3 4.9818 0.2435 2984.45 2982.3 1 36.363636 6 R.LSRPCQTQKPQKPWWEDEWEVPR.E 220 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.016494.0164 2 3.9363 0.4413 3151.43 3150.7 1 32.692307 2 R.LYAVVTQEPIYIITEYMENGSLVDFLK.T 303 2 *
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|NP_001036236.1| gi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosine kinase precursor [Homo sapie 20 62 48.5 509 58001 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.011376.0113 3 4.4774 0.3331 2980.52 2982.3 1 31.818182 1 R.LSRPCQTQKPQKPWWEDEWEVPR.E 220 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsSD-NE_PHA_lymphocytes_PK_110.000045.000045 2 3.7807 0.3465 1969.37 1969.3 1 55.555557 4 F.SKGPTLGLLPDVPSLMETL.S 135 0 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsSD-NE_PHA_lymphocytes_PK_112.017941.01794 2 3.2883 0.2195 1243.63 1241.5 2 75 4 R.RAWPAPLFGLL.F 194 1 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsSD-NE_PHA_lymphocytes_PK_113.018085.018085 3 4.6109 0.2551 2571.77 2570 1 36.904762 2 R.TYLDWLEQPFPGAVPSLRPLLR.R 172 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_NT_lymphocytes_Ti_104.008398.00839 2 4.0782 0.4409 1549.57 1550.6 1 86.36364 1 R.NIDCYSTDFCVR.V 301 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_NT_lymphocytes_Ti_112.014302.01430 2 3.8149 0.371 1387.87 1388.6 1 83.33333 4 K.AWDWVHWFLK.M 394 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_NT_lymphocytes_PK_110.008487.0084 2 3.6699 0.3376 1679.69 1680.8 1 62.5 3 R.AGGGPTLQCPPPSSPEK.A 272 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008590.0085 2 3.8043 0.4048 1552.19 1550.6 1 86.36364 1 R.NIDCYSTDFCVR.V 301 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_NT_lymphocytes_Ti_107.010694.01069 3 3.5121 0.3116 1779.68 1780 1 50 2 K.LVSLASEVQDLHLAQR.K 112 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008444.0084 2 2.9252 0.2262 1430.99 1431.5 7 63.636364 1 K.AASLEYDYETIR.N 289 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_NT_lymphocytes_Ti_106.006594.00659 2 4.0316 0.3275 1681.75 1680.8 1 59.375 1 R.AGGGPTLQCPPPSSPEK.A 272 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsSD-NE_NT_lymphocytes_Ti_103.009698.009698.2 2 3.3906 0.3231 1552.35 1550.6 1 86.36364 1 R.NIDCYSTDFCVR.V 301 2 *
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NP_077274.2| gi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) member 4 protein [Homo sapiens] 8 30 25.2 472 52775 9 HsNaOH-NE_PHA_lymphocytes_Ti_114.014006.0140 2 4.017 0.2794 1389.27 1388.6 1 83.33333 6 K.AWDWVHWFLK.M 394 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_PK_107.009266.0092 2 2.7303 0.273 998.39 996.11 3 77.77778 1 L.IDGSGSIIPH.D 155 0 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.016664.0166 2 3.9312 0.3861 1734.91 1735 1 73.07692 4 R.TQVTFFFPLDLSYR.K 816 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.016889.01688 2 3.7545 0.2937 2075.07 2072.3 1 66.66667 2 R.VDSDMNDAYLGYAAAIILR.N 395 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009646.00964 2 3.4964 0.347 1386.27 1385.6 1 77.27273 2 R.LPSHSDFLAELR.K 1004 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009446.00944 3 3.9542 0.2537 1597.85 1597.8 1 50 2 K.SRQELNTIASKPPR.D 296 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.003734.0037 2 3.3928 0.2804 1611.43 1610.7 1 60.000004 2 R.LACESASSTEVSGALK.S 845 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014774.01477 3 3.5884 0.2577 2750.24 2747.9 1 32.291664 1 R.GCPQEDSDIAFLIDGSGSIIPHDFR.R 143 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014772.01477 2 3.9184 0.3656 2748.71 2747.9 1 47.916664 1 R.GCPQEDSDIAFLIDGSGSIIPHDFR.R 143 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009970.0099 2 3.7884 0.3834 2051.71 2051.2 1 68.75 2 R.WQCDAVLYGEQGQPWGR.F 503 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011457.01145 2 2.8361 0.3392 1335.57 1335.6 1 85 4 R.YQHIGLVAMFR.Q 426 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014476.01447 2 2.5747 0.1685 3017.71 3016.3 6 27.586206 1 R.FGAALTVLGDVNGDKLTDVAIGAPGEEDNR.G 520 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009296.00929 3 3.5637 0.2629 1670.72 1670.9 1 53.846157 2 K.ERLPSHSDFLAELR.K 1002 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.012486.01248 3 3.3343 0.0981 1963.61 1964.3 5 35.9375 1 K.LQLPNCIEDPVSPIVLR.L 716 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009683.00968 1 2.233 0.4191 1385.79 1385.6 1 63.636364 1 R.LPSHSDFLAELR.K 1004 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011322.01132 1 2.4632 0.3336 1325.93 1325.6 2 54.545456 2 R.SLVKPITQLLGR.T 213 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012826.01282 2 3.3722 0.2654 1285.25 1284.5 1 80 4 K.GLCFLFGSNLR.Q 121 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.016388.01638 2 3.9137 0.4315 1734.61 1735 1 73.07692 3 R.TQVTFFFPLDLSYR.K 816 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007482.00748 2 3.8582 0.2505 1613.41 1610.7 1 73.333336 1 R.LACESASSTEVSGALK.S 845 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009618.0096 2 2.5852 0.3234 1387.05 1385.6 1 72.72727 1 R.LPSHSDFLAELR.K 1004 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008907.00890 2 2.3484 0.2299 1560.43 1561.7 1 62.5 2 R.DHVFQVNNFEALK.T 310 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.014488.0144 3 3.1564 0.1804 3018.2 3016.3 1 25 1 R.FGAALTVLGDVNGDKLTDVAIGAPGEEDNR.G 520 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2551.255 2 2.9851 0.1219 2052.01 2051.2 1 56.25 1 R.WQCDAVLYGEQGQPWGR.F 503 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2679.267 2 3.4517 0.2886 1325.41 1325.6 1 81.818184 2 R.SLVKPITQLLGR.T 213 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.006978.0069 3 3.9828 0.1911 1599.5 1597.8 1 53.846157 2 K.SRQELNTIASKPPR.D 296 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsSD-NE_NT_lymphocytes_Ti_111.010785.010785.2 2 3.5957 0.2616 1597.01 1597.8 1 69.230774 1 K.SRQELNTIASKPPR.D 296 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3690.369 3 3.4539 0.1031 3016.62 3016.3 1 27.586206 1 R.FGAALTVLGDVNGDKLTDVAIGAPGEEDNR.G 520 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsSD-NE_NT_lymphocytes_Ti_104.011447.011447.2 2 2.862 0.2431 2053.93 2051.2 1 50 1 R.WQCDAVLYGEQGQPWGR.F 503 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3357.335 2 2.8128 0.251 1441.04 1440.8 9 62.5 1 R.SLPISLVFLVPVR.L 964 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2066.206 2 3.4848 0.161 1552.27 1551.8 1 60.714287 1 R.VVVGAPQEIVAANQR.G 46 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.012780.0127 2 2.6653 0.1784 1287.33 1284.5 1 65 1 K.GLCFLFGSNLR.Q 121 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsSD-NE_NT_lymphocytes_Ti_104.014205.014205.2 2 3.779 0.3506 3018.61 3016.3 3 27.586206 1 R.FGAALTVLGDVNGDKLTDVAIGAPGEEDNR.G 520 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2103.210 2 4.5455 0.388 1993.35 1994.1 1 59.375 1 R.GSLYQCDYSTGSCEPIR.L 61 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3388.338 2 4.1477 0.3195 1284.07 1284.5 1 75 3 K.GLCFLFGSNLR.Q 121 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.016964.0169 2 2.966 0.1979 1442.51 1440.8 2 70.83333 3 R.SLPISLVFLVPVR.L 964 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsSD-NE_NT_lymphocytes_Ti_110.018298.018298.2 2 3.79 0.3257 1440.99 1440.8 2 79.16667 1 R.SLPISLVFLVPVR.L 964 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010756.0107 3 4.1247 0.2828 1800.08 1799 1 42.857143 1 K.ERLPSHSDFLAELRK.A 1002 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2218.221 2 2.7859 0.1585 1441.4 1441.6 2 66.66667 1 R.YVIGVGDAFRSEK.S 283 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2407.240 2 3.7855 0.2358 1310.53 1310.5 1 86.36364 2 R.NRVQSLVLGAPR.Y 414 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2415.241 2 5.3833 0.455 2145.43 2146.3 1 62.5 2 R.GAVYLFHGTSGSGISPSHSQR.I 550 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2423.242 3 3.9294 0.2689 2146.22 2146.3 1 37.5 1 R.GAVYLFHGTSGSGISPSHSQR.I 550 2 *
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NP_000623.2| gi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo sapiens] 29 71 26.5 1152 127178 7.2 HsSD-NE_NT_lymphocytes_Ti_111.015757.015757.1 1 2.2498 0.32 1440.89 1440.8 1 66.66667 4 R.SLPISLVFLVPVR.L 964 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_114.012639.012639 2 4.0282 0.4186 2646.41 2644.1 1 42 6 R.INFAVFPSLQGGPHNHAIAAVAVALK.Q 315 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.011591.011591 2 2.4277 0.0949 1550.83 1549.8 7 57.692307 1 K.TGLIDYNQLALTAR.L 201 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.015316.015316 2 2.6755 0.0925 1748.67 1747 9 50 2 R.VVDFIDEGVNIGLEVK.S 444 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_102.003260.003260 2 3.0861 0.2776 1498.83 1496.6 1 66.66667 3 R.GLELIASENFCSR.A 70 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.011144.011144 3 3.2934 0.3749 1719.05 1719.1 1 46.875 1 K.AHLLADMAHISGLVAAK.V 246 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.014654.014654 2 2.7952 0.2364 2018.11 2015.2 1 53.125 1 R.YYGGAEVVDEIELLCQR.R 105 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.011140.011140 2 4.2632 0.4035 1721.67 1719.1 1 71.875 1 K.AHLLADMAHISGLVAAK.V 246 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011004.01100 2 3.8771 0.363 2257.79 2257.6 1 52.499996 1 R.IMGLDLPDGGHLTHGYMSDVK.R 161 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.010962.01096 2 3.7484 0.2627 2242.69 2241.6 1 52.499996 2 R.GYSLVSGGTDNHLVLVDLRPK.G 369 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.018236.0182 3 5.9247 0.5133 4127.48 4126.6 1 31.081081 3 R.ALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR.I 123 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.018309.01830 3 5.2847 0.5344 4126.67 4126.6 1 26.35135 2 R.ALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR.I 123 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008284.0082 2 3.4039 0.2162 1362.21 1361.5 1 75 1 R.AALEALGSCLNNK.Y 83 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.013569.0135 2 5.6754 0.4024 2466.71 2465.7 1 65 2 R.GWTGQESLSDSDPEMWELLQR.E 42 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.005976.00597 2 2.6411 0.2167 1225.55 1224.4 1 75 2 K.HADIVTTTTHK.T 270 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_109.012055.012055.2 2 4.1598 0.2874 2240.85 2241.6 1 52.499996 4 R.GYSLVSGGTDNHLVLVDLRPK.G 369 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.014114.0141 2 3.3217 0.2793 2015.69 2015.2 1 59.375 4 R.YYGGAEVVDEIELLCQR.R 105 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2768.27 2 3.0159 0.1791 2240.77 2241.6 1 40 1 R.GYSLVSGGTDNHLVLVDLRPK.G 369 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_104.010509.010509.2 2 3.738 0.358 1187.53 1187.4 1 90 2 R.VLELVSITANK.N 399 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_112.014900.014900.3 3 4.2807 0.4328 4279.82 4282.8 1 23.684212 1 R.RALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR.I 122 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_104.014364.014364.2 2 3.508 0.2759 2466.89 2465.7 1 47.5 1 R.GWTGQESLSDSDPEMWELLQR.E 42 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_105.017542.017542.3 3 4.5516 0.4509 4124.93 4126.6 1 23.648647 1 R.ALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR.I 123 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011304.0113 2 5.4387 0.5645 1719.87 1719.1 1 84.375 2 K.AHLLADMAHISGLVAAK.V 246 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.017321.0173 3 5.1145 0.4055 4283.54 4282.8 1 23.684212 4 R.RALEAFDLDPAQWGVNVQPYSGSPANLAVYTALLQPHDR.I 122 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsSD-NE_NT_lymphocytes_Ti_112.012992.012992.2 2 4.4757 0.5261 1718.35 1719.1 1 68.75 2 K.AHLLADMAHISGLVAAK.V 246 2 *
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NP_005403.2| gi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 2 (mitochondrial) [Homo sapiens] 15 53 47.6 504 55993 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010902.0109 2 3.7726 0.2033 2244.39 2241.6 1 47.5 3 R.GYSLVSGGTDNHLVLVDLRPK.G 369 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsSD-NE_PHA_lymphocytes_Ti_102.006365.006365 2 2.3605 0.0897 1656.09 1654.7 1 62.5 1 R.FRDQDLASCDRDR.S 340 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsSD-NE_PHA_lymphocytes_Ti_107.003852.003852 2 3.1524 0.2956 1591.89 1589.7 1 57.14286 1 R.LAETQEEISAEVAAK.A 108 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_NT_lymphocytes_Ti_111.010089.01008 2 5.0172 0.4926 1866.21 1867 1 83.33333 1 K.SHLLNCCPHDVLSGTR.M 38 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_PHA_lymphocytes_Ti_105.006664.0066 1 2.3703 0.2536 1167.55 1168.3 1 72.22222 2 K.VHELNEEIGK.L 126 2
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.007990.0079 2 4.1723 0.3717 1866.99 1867 1 66.66667 1 K.SHLLNCCPHDVLSGTR.M 38 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_NT_lymphocytes_Ti_111.012268.01226 2 2.9068 0.2203 1098.57 1098.3 1 93.75 2 K.LHLGFIEIR.E 214 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.011654.0116 2 3.2131 0.2588 1098.33 1098.3 1 93.75 9 K.LHLGFIEIR.E 214 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_NT_lymphocytes_Ti_106.006418.00641 2 2.0247 0.1684 1167.63 1168.3 4 61.11111 1 K.VHELNEEIGK.L 126 2
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_PHA_lymphocytes_Ti_103.008096.0080 2 5.0508 0.3566 1589.29 1589.7 1 75 15 R.LAETQEEISAEVAAK.A 108 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsNaOH-NE_NT_lymphocytes_Ti_104.007781.00778 1 2.1797 0.1796 1590.96 1589.7 6 53.571426 1 R.LAETQEEISAEVAAK.A 108 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsSD-NE_NT_lymphocytes_Ti_102.009238.009238.2 2 4.5201 0.326 1590.31 1589.7 1 75 16 R.LAETQEEISAEVAAK.A 108 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsSD-NE_PHA_lymphocytes_PK_105.008386.008386 2 3.6431 0.177 1617.37 1617.7 1 64.28571 1 K.VEQLGAEGNVEESQK.V 140 2 *
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|NP_057103.2| gi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 8 52 19.9 392 46514 10 HsSD-NE_NT_lymphocytes_Ti_102.008211.008211.2 2 2.6537 0.1001 1617.53 1617.7 1 64.28571 1 K.VEQLGAEGNVEESQK.V 140 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsSD-NE_PHA_lymphocytes_PK_112.011914.011914 2 3.634 0.3514 1740.07 1740 1 76.92308 1 L.KENNFQPYPLPHVR.H 248 1 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.019354.01935 3 4.5138 0.3755 2226.56 2226.6 1 51.315792 2 R.ITLAEALLHPFFAGLTPEER.S 461 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.018873.0188 3 3.9587 0.3706 2227.61 2226.6 1 39.473686 1 R.ITLAEALLHPFFAGLTPEER.S 461 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.019382.01938 2 3.8837 0.3652 2225.81 2226.6 1 52.63158 2 R.ITLAEALLHPFFAGLTPEER.S 461 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.5318.531 2 3.684 0.2509 2226.29 2226.6 1 44.736843 2 R.ITLAEALLHPFFAGLTPEER.S 461 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.4784.47 2 3.6217 0.2914 2226.63 2226.6 1 47.368423 2 R.ITLAEALLHPFFAGLTPEER.S 461 2 *
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|NP_003983.2| gi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens] 4 11 9.2 490 58588 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010155.0101 2 2.4479 0.1557 1402.03 1400.6 1 75 1 R.HMAYQLCHALR.F 262 2 *
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.015696.015696 3 4.0505 0.2269 3404.96 3406.8 1 24.166666 3 R.IPAGAVLEMAVGALHHDPEHWPSPETFNPER.Y 426 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsSD-NE_PHA_lymphocytes_PK_111.019817.019817 2 3.1753 0.3278 1653.03 1652 1 62.5 4 R.FFEFCIPRPILVL.L 217 1
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.015146.01514 2 4.1733 0.2652 1207.95 1208.4 5 88.88889 3 R.DFLQMVLDAR.H 278 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009969.00996 2 3.3827 0.2831 1107.39 1107.3 1 88.88889 2 K.SVADSVLFLR.D 120 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012977.01297 2 3.2183 0.1564 1395.81 1396.6 1 77.27273 2 K.PSPFIGNLTFFR.Q 50 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.014542.01454 2 2.8379 0.1313 2437.37 2435.9 1 45 1 K.LNEMVPLISQACDLLLAHLKR.Y 149 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.019457.01945 3 3.2067 0.1752 2279.27 2279.7 1 35.526314 1 K.LNEMVPLISQACDLLLAHLK.R 149 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.009350.00935 2 2.9477 0.3191 1662.61 1659.9 1 60.714287 1 R.HSASPMGVQDFDIVR.D 288 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007881.0078 2 4.0601 0.4513 1374.49 1372.4 1 86.36364 1 R.YAESGDAFDIQR.C 170 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015056.0150 2 4.2629 0.2535 1208.21 1208.4 1 94.44444 2 R.DFLQMVLDAR.H 278 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.021402.02140 3 3.4669 0.1048 2926.31 2923.3 1 30.208334 1 K.HMAPEFCSLEEGLPYLDMVIAETLR.M 379 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.013250.0132 3 4.4737 0.2493 3405.56 3406.8 1 27.5 3 R.IPAGAVLEMAVGALHHDPEHWPSPETFNPER.Y 426 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.020856.0208 2 3.2951 0.2777 2923.59 2923.3 2 35.416664 2 K.HMAPEFCSLEEGLPYLDMVIAETLR.M 379 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1870.187 2 2.8194 0.1201 1376.31 1376.4 1 72.72727 1 R.EAAQDCEVLGQR.I 414 2
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NP_112246.1| gi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1| "thromboxane A synthase 1 (platelet, cytochrome P450, family 5, s 13 29 38 460 52444 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1923.192 2 3.9603 0.2792 1613.52 1613.8 1 69.230774 2 R.NVIALRDQQAAEER.R 262 2
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsSD-NE_PHA_lymphocytes_Ti_106.011787.011787 2 4.5737 0.4722 1686.95 1686.9 1 82.14286 7 K.HSGNITFDEIVNIAR.Q 100 2 *
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011702.01170 2 4.2803 0.4341 1687.95 1686.9 1 78.57143 1 K.HSGNITFDEIVNIAR.Q 100 2 *
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008811.00881 2 2.8453 0.2645 2047.75 2048.1 1 52.77778 1 R.HPHDIIDDINSGAVECPAS.- 147 2
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009129.0091 2 4.4846 0.4695 2048.71 2048.1 1 63.88889 2 R.HPHDIIDDINSGAVECPAS.- 147 2
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.007678.0076 2 3.5978 0.2976 1677.41 1676.8 1 66.66667 1 K.EILGTAQSVGCNVDGR.H 131 2
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011522.0115 2 3.8345 0.4104 1689.09 1686.9 1 71.42857 2 K.HSGNITFDEIVNIAR.Q 100 2 *
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsSD-NE_NT_lymphocytes_Ti_108.012400.012400.3 3 4.1058 0.1768 1687.04 1686.9 7 42.857143 1 K.HSGNITFDEIVNIAR.Q 100 2 *
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011061.01106 2 3.6356 0.363 2049.37 2048.1 1 52.77778 2 R.HPHDIIDDINSGAVECPAS.- 147 2
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsSD-NE_NT_lymphocytes_Ti_109.012919.012919.2 2 4.1992 0.3846 1688.39 1686.9 1 75 4 K.HSGNITFDEIVNIAR.Q 100 2 *
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_000967.1| gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sapiens] 5 22 40 165 17819 9.4 HsSD-NE_NT_lymphocytes_Ti_102.011985.011985.2 2 4.1889 0.2726 1670.41 1668 2 63.333332 1 R.QAQIEVVPSASALIIK.A 68 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_PHA_lymphocytes_PK_113.019309.019309 2 3.7375 0.3509 2313.99 2313.5 1 58.823532 37 N.VEREEWKLDTLCDLYETL.T 254 0
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_PHA_lymphocytes_PK_111.011456.011456 1 3.4993 0.246 1546.01 1545.8 1 64.28571 1 K.LQAEAPHIVVGTPGR.V 148 2 *
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009804.009804 2 3.8846 0.367 1544.79 1545.8 1 67.85714 1 K.LQAEAPHIVVGTPGR.V 148 2 *
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.014628.014628 2 4.5027 0.2472 2147.65 2145.4 1 55.555557 13 R.GIDVQQVSLVINYDLPTNR.E 336 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_PHA_lymphocytes_PK_111.015192.015192 1 2.2605 0.1614 1160.56 1161.5 1 68.75 1 K.FMRDPIRIL.V 228 1
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.013872.0138 2 2.9535 0.2574 2145.47 2145.4 3 44.444447 2 R.GIDVQQVSLVINYDLPTNR.E 336 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.013352.0133 2 4.6984 0.4039 1557.73 1556.8 1 87.5 1 K.MFVLDEADEMLSR.G 179 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008590.00859 2 5.2953 0.3883 1831.45 1829.1 1 86.666664 10 R.GIYAYGFEKPSAIQQR.A 47 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.013688.01368 2 3.2001 0.1539 2146.29 2145.4 1 50 2 R.GIDVQQVSLVINYDLPTNR.E 336 2
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460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_102.019792.01979 2 2.8572 0.2625 2448.67 2446.7 1 40 1 R.DIETFYNTTVEEMPMNVADLI.- 387 2 *
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008606.00860 3 3.4178 0.2441 1829.39 1829.1 1 45 2 R.GIYAYGFEKPSAIQQR.A 47 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009438.00943 2 2.7665 0.1345 1114.59 1115.4 1 94.44444 1 R.VLITTDLLAR.G 326 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013498.01349 2 3.7404 0.3372 1558.29 1556.8 1 79.16667 5 K.MFVLDEADEMLSR.G 179 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.008600.0086 2 4.9807 0.3657 1828.71 1829.1 1 83.33333 3 R.GIYAYGFEKPSAIQQR.A 47 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009956.0099 2 3.4229 0.2961 1116.41 1115.4 1 94.44444 2 R.VLITTDLLAR.G 326 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2202.220 2 4.5695 0.351 1828.64 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 47 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.008152.0081 2 4.2181 0.2661 1547.05 1545.8 1 78.57143 2 K.LQAEAPHIVVGTPGR.V 148 2 *
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010894.010894.2 2 3.5868 0.263 1114.81 1115.4 1 94.44444 2 R.VLITTDLLAR.G 326 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014411.014411.2 2 5.3488 0.4068 1557.01 1556.8 1 91.66667 7 K.MFVLDEADEMLSR.G 179 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_NT_lymphocytes_Ti_106.017884.017884.3 3 3.9757 0.2945 3475.79 3475.7 1 25 1 R.EHGGPEGMDPDGVIESNWNEIVDNFDDMNLK.E 11 2 *
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2254.22 2 4.1309 0.3538 1828.42 1829.1 1 73.333336 2 R.GIYAYGFEKPSAIQQR.A 47 2
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NP_001958.2| gi|83700235|ref|NP_001958.2| eukaryotic translation initiation factor 4A2 [Homo sapiens] 12 100 40.8 407 46402 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008298.008298.2 2 3.5203 0.1492 1396.43 1395.5 6 76.92308 2 K.GYDVIAQAQSGTGK.T 70 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_PK_108.008898.0088 2 3.8001 0.2468 2086.23 2087.1 1 68.75 3 Q.YICECECQSEGIPESPK.C 460 1
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011022.01102 2 5.2601 0.3278 2021.53 2020.4 1 71.875 3 K.LKPEDITQIQPQQLVLR.L 106 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_PK_113.011322.0113 2 3.0136 0.1714 1558.59 1557.7 7 57.692307 1 R.DKLPQPVQPDPVSH.C 677 1
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.016641.01664 2 3.7385 0.2998 2471.31 2471.8 1 45 7 K.LSENNIQTIFAVTEEFQPVYK.E 326 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.015869.0158 2 3.0074 0.2592 2471.63 2471.8 6 35 1 K.LSENNIQTIFAVTEEFQPVYK.E 326 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.009617.00961 2 3.5149 0.2876 1848.73 1846.1 1 60.000004 1 R.DKLPQPVQPDPVSHCK.E 677 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.012735.0127 2 3.1392 0.2745 1785.57 1783 1 43.75 3 R.LLVFSTDAGFHFAGDGK.L 273 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.007154.0071 2 4.15 0.3893 1846.33 1846.1 1 56.666668 10 R.DKLPQPVQPDPVSHCK.E 677 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.007100.0071 3 3.648 0.1598 1845.59 1846.1 2 45 1 R.DKLPQPVQPDPVSHCK.E 677 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.012384.01238 2 3.539 0.2383 1785.55 1783 1 56.25 3 R.LLVFSTDAGFHFAGDGK.L 273 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.010934.0109 2 3.8229 0.2531 2022.65 2020.4 2 56.25 2 K.LKPEDITQIQPQQLVLR.L 106 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.010998.01099 2 3.0674 0.2739 1961.73 1962.3 1 47.058823 1 K.NVLSLTNKGEVFNELVGK.Q 221 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012453.0124 3 3.8703 0.2518 4181.69 4180.7 1 25.714287 1 K.LGGIVLPNDGQCHLENNMYTMSHYYDYPSIAHLVQK.L 290 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsSD-NE_NT_lymphocytes_Ti_110.017962.017962.2 2 2.861 0.1935 2472.95 2471.8 4 35 1 K.LSENNIQTIFAVTEEFQPVYK.E 326 2
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NP_389647.1| gi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precursor [Homo sapiens] 9 42 18 789 87446 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2747.274 2 4.2385 0.2588 2019.82 2020.4 1 59.375 4 K.LKPEDITQIQPQQLVLR.L 106 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.010418.010418 2 2.9786 0.1505 1539.89 1540.8 1 61.538464 2 K.THLPGFVEQAEALK.A 103 2 *
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsSD-NE_PHA_lymphocytes_Ti_106.017614.017614 2 3.0827 0.2901 1910.77 1908.1 1 53.125 1 K.ETDLLLDDSLVSIFGNR.R 160 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016608.0166 2 3.5753 0.4552 1908.21 1908.1 1 65.625 2 K.ETDLLLDDSLVSIFGNR.R 160 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009464.00946 2 3.1683 0.2951 1540.43 1540.8 1 69.230774 4 K.THLPGFVEQAEALK.A 103 2 *
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009492.00949 3 3.7449 0.1598 1540.61 1540.8 1 48.076923 2 K.THLPGFVEQAEALK.A 103 2 *
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsNaOH-NE_NT_lymphocytes_Ti_102.014861.01486 2 3.3199 0.2109 2386.39 2384.7 2 45.454548 1 K.ALNVEPDGTGLTCSLAPNIISQL.- 192 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5390.539 3 3.6745 0.3172 3135.07 3135.5 2 21.428572 2 R.LLADPTGAFGKETDLLLDDSLVSIFGNRR.L 149 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsSD-NE_NT_lymphocytes_Ti_105.016599.016599.2 2 3.6719 0.339 2744.95 2744.1 1 36 2 K.VGDAIPAVEVFEGEPGNKVNLAELFK.G 58 2
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_036226.1| gi|6912238|ref|NP_036226.1| "peroxiredoxin 5 precursor, isoform a [Homo sapiens] " 6 17 43 214 22026 8.6 HsSD-NE_NT_lymphocytes_Ti_109.018797.018797.2 2 2.8945 0.1854 1910.17 1908.1 1 50 1 K.ETDLLLDDSLVSIFGNR.R 160 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_PHA_lymphocytes_Ti_108.008492.008492 3 3.0855 0.2544 1529.69 1529.7 3 54.166668 1 R.SRDHGLPGYNAWR.R 591 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_106.016206.01620 2 2.945 0.263 2615.13 2613.9 2 28.260868 1 R.NQINALTSFVDASMVYGSEEPLAR.N 328 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_108.008368.00836 2 2.4668 0.0921 1283.73 1286.4 1 75 1 R.DHGLPGYNAWR.R 593 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_111.013137.01313 2 3.9563 0.3559 1546.21 1545.8 1 69.230774 3 R.VGPLLACIIGTQFR.K 657 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011110.0111 2 3.0657 0.3361 2128.57 2129.4 7 41.666664 1 R.RFCGLPQPETVGQLGTVLR.N 604 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_PK_106.008597.0085 1 2.243 0.2493 874.44 872.91 1 85.71429 2 R.DHGLPGYN.A 593 1
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_107.011825.01182 2 4.1191 0.4195 1971.93 1973.2 1 70.588234 1 R.FCGLPQPETVGQLGTVLR.N 605 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_115.009838.00983 2 3.5757 0.301 1531.71 1529.7 1 70.83333 4 R.SRDHGLPGYNAWR.R 591 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_Ti_105.008415.00841 2 3.2756 0.2175 1150.13 1150.3 5 88.88889 2 R.IPCFLAGDTR.S 396 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3213.32 2 3.7407 0.2121 1545.45 1545.8 1 73.07692 1 R.VGPLLACIIGTQFR.K 657 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2247.224 2 3.3264 0.3156 1150.32 1150.3 1 88.88889 2 R.IPCFLAGDTR.S 396 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2705.270 2 3.2561 0.3375 2129.72 2129.4 1 52.77778 1 R.RFCGLPQPETVGQLGTVLR.N 604 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2134.213 1 2.3267 0.255 1285.56 1286.4 8 60.000004 1 R.DHGLPGYNAWR.R 593 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2532.253 2 3.7916 0.2562 1281.31 1281.5 1 86.36364 1 R.VVLEGGIDPILR.G 537 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010172.0101 2 3.5266 0.2276 1529.57 1529.7 1 75 2 R.SRDHGLPGYNAWR.R 591 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_NT_lymphocytes_Ti_108.014854.014854.2 2 4.4164 0.3497 1544.83 1545.8 1 76.92308 6 R.VGPLLACIIGTQFR.K 657 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013023.0130 2 3.5588 0.3179 1545.39 1545.8 1 76.92308 4 R.VGPLLACIIGTQFR.K 657 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_NT_lymphocytes_Ti_110.009514.009514.2 2 3.6554 0.2646 1530.71 1529.7 1 75 4 R.SRDHGLPGYNAWR.R 591 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3116.311 2 4.3284 0.3108 1545.66 1545.8 1 76.92308 2 R.VGPLLACIIGTQFR.K 657 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3204.320 2 4.3728 0.4078 1972.46 1973.2 1 64.70589 2 R.FCGLPQPETVGQLGTVLR.N 605 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_NT_lymphocytes_Ti_112.013261.013261.2 2 2.4984 0.1206 1366.03 1364.7 1 68.181816 2 K.IVGAMVQIITYR.D 449 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_NT_lymphocytes_Ti_108.018951.018951.2 2 4.009 0.4036 2820.27 2820.2 1 43.47826 3 R.SLMFMQWGQLLDHDLDFTPEPAAR.A 249 2 *
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsSD-NE_NT_lymphocytes_Ti_111.011585.011585.3 3 3.1178 0.1707 1530.11 1529.7 3 60.416668 2 R.SRDHGLPGYNAWR.R 591 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2043.20 2 3.1659 0.1087 1150.48 1150.3 1 88.88889 2 R.IPCFLAGDTR.S 396 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2243.224 1 1.8084 0.1031 1149.52 1150.3 2 66.66667 1 R.IPCFLAGDTR.S 396 2
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_000241.1| gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 14 53 17.2 745 83869 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016504.0165 2 2.9634 0.297 2615.63 2613.9 1 32.608696 1 R.NQINALTSFVDASMVYGSEEPLAR.N 328 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_112.013491.01349 2 3.1929 0.2806 2244.23 2241.6 1 50 4 L.GIQLDYEKIKGLPEGFAHPK.I 146 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.010881.010881 2 5.5909 0.4013 2296.21 2296.5 1 62.5 2 K.TSPVADAAGWVDVDKETLQHR.R 306 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_112.003891.00389 3 3.7553 0.2039 2244.53 2241.6 1 42.105263 1 L.GIQLDYEKIKGLPEGFAHPK.I 146 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_Ti_105.015636.015636 3 4.7161 0.3539 4255.88 4255.8 1 22.972973 1 R.ADKQEAVFENLDKPGETQVISYEMLHVTPPMSPPDVLK.T 268 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_108.009579.009579 2 3.6986 0.1876 1584.61 1583.7 1 83.33333 2 A.GWVDVDKETLQHR.R 314 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009860.00986 2 3.5896 0.305 1580.75 1577.8 1 75 1 K.KYADALQEIIQER.N 241 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.010097.0100 2 2.6988 0.14 2042.99 2040.2 5 47.058823 1 R.RYPNVFGIGDCTNLPTSK.T 327 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007683.0076 2 3.1255 0.3132 1344.71 1344.5 1 76.92308 1 K.TAAAVAAQSGILDR.T 345 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010498.01049 1 2.5109 0.2849 1450.04 1449.6 1 68.181816 1 K.YADALQEIIQER.N 242 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009197.00919 1 3.0514 0.2159 1533.39 1531.7 1 50 2 K.TSPVADAAGWVDVDK.E 306 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010763.01076 2 2.9005 0.1803 1124.69 1124.3 2 77.77778 2 R.GYWGGPAFLR.K 433 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010420.01042 2 4.275 0.1954 1450.41 1449.6 1 86.36364 2 K.YADALQEIIQER.N 242 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009200.00920 2 5.3377 0.5197 2296.15 2296.5 1 65 3 K.TSPVADAAGWVDVDKETLQHR.R 306 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009431.0094 2 5.1977 0.515 2296.09 2296.5 1 67.5 1 K.TSPVADAAGWVDVDKETLQHR.R 306 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_110.020614.020614.2 2 2.5133 0.1084 1803.85 1802.2 1 61.538464 1 K.ADLMPFLYWNMMLR.G 419 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_104.010590.010590.2 2 3.2569 0.159 1099.45 1098.3 1 87.5 1 R.VILAEFDYK.A 388 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.010562.0105 2 2.9585 0.1914 2202.07 2200.5 2 40 1 K.QLSSSGRPTASVIPSGVEWIK.A 95 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_105.014072.014072 2 3.9716 0.3317 2264.39 2263.5 1 52.77778 3 L.AEFDYKAEPLETFPFDQSK.E 391 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_105.014084.014084 2 3.7041 0.2785 2191.85 2192.4 2 47.058823 2 A.EFDYKAEPLETFPFDQSK.E 392 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_105.016021.016021.2 2 3.4635 0.3435 2297.69 2296.5 1 42.5 1 K.TSPVADAAGWVDVDKETLQHR.R 306 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_108.011015.011015.2 2 4.8778 0.3709 2040.37 2040.2 1 67.64706 2 R.RYPNVFGIGDCTNLPTSK.T 327 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_113.000029.000029.2 2 2.7759 0.2352 2005.75 2003.3 9 42.105263 1 R.NHYEVLVLGGGSGGITMAAR.M 42 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_103.011807.011807.2 2 3.6384 0.2308 1451.89 1449.6 2 81.818184 1 K.YADALQEIIQER.N 242 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_102.008559.008559.2 2 4.7063 0.4443 1345.29 1344.5 1 84.61539 2 K.TAAAVAAQSGILDR.T 345 2 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_PHA_lymphocytes_PK_106.010091.01009 2 3.7644 0.3907 2939.19 2940.2 1 41.304348 3 R.VTELNPDKNCIHTDDDEKISYRYL.I 118 1 *
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NP_067022.1| gi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo sapiens] 20 45 55.6 450 49961 9.1 HsSD-NE_NT_lymphocytes_Ti_111.013814.013814.2 2 3.4587 0.2845 1688.69 1689 1 67.85714 3 R.HFYQPIWTLVGAGAK.Q 80 2 *
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_PHA_lymphocytes_Ti_108.012659.012659 3 6.2787 0.4733 3394.97 3394.8 1 34.482758 8 R.FHEFHSPALEDADFDNKPMVLLVGQYSTGK.T 42 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_PHA_lymphocytes_PK_109.015344.015344 2 4.9221 0.4315 2461.03 2460.7 1 52.499996 5 R.FHEFHSPALEDADFDNKPMVL.L 42 1
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_PK_112.013184.0131 2 3.3804 0.2417 1282.69 1282.4 1 85 4 L.DISDEFSEVIK.A 195 1
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.017884.01788 2 3.077 0.3494 2884.81 2885.3 2 34.615387 1 R.FVCAQLPNPVLESISVIDTPGILSGEK.Q 136 2 *
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007752.00775 2 2.5129 0.2505 1170.39 1170.4 6 81.25 3 K.LLPLEEHYR.F 33 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.012996.01299 2 3.4554 0.3705 2014.41 2015.3 1 59.375 1 R.VYIGSFWSHPLLIPDNR.K 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_115.011988.01198 2 3.3173 0.2113 2143.53 2143.5 2 50 2 R.VYIGSFWSHPLLIPDNRK.L 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.017654.0176 2 4.6129 0.3395 2888.05 2885.3 1 42.307693 3 R.FVCAQLPNPVLESISVIDTPGILSGEK.Q 136 2 *
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012158.01215 3 4.1797 0.2459 3396.59 3394.8 1 29.310345 1 R.FHEFHSPALEDADFDNKPMVLLVGQYSTGK.T 42 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_Ti_115.010748.01074 3 3.5616 0.2034 2320.46 2319.7 2 32.5 2 K.VKLEGHELPNELPAHLLPPSK.R 510 2 *
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012050.0120 2 4.7428 0.3284 1396.91 1395.5 1 90.909096 4 K.LDISDEFSEVIK.A 194 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.012252.0122 2 3.2002 0.2328 2144.09 2143.5 2 55.88235 1 R.VYIGSFWSHPLLIPDNRK.L 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_NT_lymphocytes_Ti_103.013296.013296.2 2 3.5621 0.2653 1397.71 1395.5 3 68.181816 1 K.LDISDEFSEVIK.A 194 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_NT_lymphocytes_Ti_105.017453.017453.2 2 3.6192 0.3087 2885.15 2885.3 1 38.46154 1 R.FVCAQLPNPVLESISVIDTPGILSGEK.Q 136 2 *
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_PHA_lymphocytes_PK_105.013605.013605 2 2.5265 0.1722 1281.73 1282.4 6 65 1 L.DISDEFSEVIK.A 195 1
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_PHA_lymphocytes_PK_105.021334.021334 2 3.4388 0.1588 1466.43 1466.6 1 83.33333 3 L.DISDEFSEVIKAL.K 195 0
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.012266.0122 3 4.4264 0.323 2143.7 2143.5 1 45.588234 4 R.VYIGSFWSHPLLIPDNRK.L 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010155.0101 2 2.6782 0.0835 1071.25 1070.3 9 87.5 1 R.IILLFDAHK.L 185 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3003.300 2 4.0496 0.322 2014.02 2015.3 2 59.375 3 R.VYIGSFWSHPLLIPDNR.K 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_NT_lymphocytes_Ti_112.013512.013512.3 3 4.1793 0.2493 2143.97 2143.5 1 44.11765 1 R.VYIGSFWSHPLLIPDNRK.L 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_NT_lymphocytes_Ti_111.014437.014437.2 2 4.1118 0.2908 2016.65 2015.3 1 68.75 2 R.VYIGSFWSHPLLIPDNR.K 252 2
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_055415.1| gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sapiens] 13 53 23.9 535 60887 6.6 HsSD-NE_NT_lymphocytes_Ti_104.019018.019018.3 3 3.2971 0.1318 2885.15 2885.3 1 26.923079 1 R.FVCAQLPNPVLESISVIDTPGILSGEK.Q 136 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_PK_115.001866.001866 2 3.829 0.397 2027.91 2028.4 1 56.25 3 R.IRFPGFEPLTPWILDLL.G 232 1 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_Ti_107.017477.017477 2 3.2199 0.2533 2583.67 2583.9 7 34.090908 1 K.INNVIDNLIVAPGTFEVQIEEVR.Q 81 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_PK_110.015048.015048 2 4.4618 0.407 2502.39 2502.8 1 50 5 L.AAGLFLPGSVGITDPCESGNFRVH.T 276 0 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_Ti_103.016932.016932 2 3.3811 0.3518 2967.53 2967.3 1 37.037037 1 K.ILGQEGDASYLASEISTWDGVIVTPSEK.A 329 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_PK_110.015053.015053 2 4.5771 0.3884 2360.63 2360.6 1 54.761906 2 A.GLFLPGSVGITDPCESGNFRVH.T 278 0 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_PHA_lymphocytes_PK_110.012224.012224 2 4.0022 0.4167 2191.61 2190.4 1 55.263157 3 L.FLPGSVGITDPCESGNFRVH.T 280 0 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011550.01155 1 2.5377 0.2132 1411.96 1410.7 1 57.692307 2 K.ILPTLEAVAALGNK.V 128 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsNaOH-NE_NT_lymphocytes_PK_113.011592.0115 2 2.6872 0.2457 1539.75 1539.6 1 69.230774 1 G.SVGITDPCESGNFR.V 284 1 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_110.018652.018652.3 3 3.3946 0.0819 2585.15 2583.9 1 31.818182 1 K.INNVIDNLIVAPGTFEVQIEEVR.Q 81 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_102.013160.013160.2 2 4.356 0.4749 2099.71 2100.3 1 57.894737 2 R.NQDLAPNSAEQASILSLVTK.I 61 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_104.012830.012830.2 2 4.0394 0.3359 1409.95 1410.7 1 76.92308 2 K.ILPTLEAVAALGNK.V 128 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009500.009500.2 2 3.1559 0.2049 1042.03 1042.3 1 94.44444 1 K.VLQSALAAIR.H 197 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_108.018485.018485.2 2 2.9689 0.1138 2586.09 2583.9 8 36.363636 1 K.INNVIDNLIVAPGTFEVQIEEVR.Q 81 2 *
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NP_004506.2| gi|24234747|ref|NP_004506.2| interleukin enhancer binding factor 2 [Homo sapiens] 12 28 34.9 390 43062 5.3 HsSD-NE_NT_lymphocytes_Ti_104.012818.012818.1 1 3.0116 0.2933 1412.13 1410.7 1 53.846157 3 K.ILPTLEAVAALGNK.V 128 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.014961.014961 2 3.957 0.403 1898.27 1896.1 1 62.5 24 R.IGLSVSEVIEGYEIACR.K 121 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008544.008544 2 4.2235 0.3841 1743.55 1741 1 71.42857 3 R.KAHEILPNLVCCSAK.N 138 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.008660.008660 2 3.4656 0.2675 1568.33 1568.8 1 80.769226 2 K.HEKEDGAISTIVLR.G 365 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009534.00953 2 2.1428 0.0988 1890.55 1892.3 1 44.444447 1 R.VDQIIMAKPAGGPKPPSGK.K 521 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013852.0138 2 3.5715 0.2824 1538.41 1539.8 1 80.769226 1 K.DMLEAGILDTYLGK.Y 491 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008121.00812 2 3.3438 0.2856 1510.93 1511.8 1 64.28571 2 K.RLVPGGGATEIELAK.Q 407 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.008363.00836 2 2.8538 0.219 993.57 993.15 2 75 2 K.PAGGPKPPSGK.K 529 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010108.0101 2 3.2624 0.3043 1456.93 1454.7 1 65.38461 4 K.NVGLDIEAEVPAVK.D 477 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008531.00853 2 2.6963 0.3511 1280.67 1279.5 3 70 2 K.KFAEAFEAIPR.A 440 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_PK_106.017307.017307 1 2.9432 0.1509 1199.96 1199.4 1 77.77778 1 A.LLELAEELLR.I 111 1 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_PK_106.021068.021068 2 3.6389 0.2561 1270.51 1270.5 1 80 2 G.ALLELAEELLR.I 110 1 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_112.010950.010950.2 2 4.1232 0.3916 1892.45 1892.3 1 55.555557 3 R.VDQIIMAKPAGGPKPPSGK.K 521 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011390.011390.2 2 4.4814 0.4038 1454.83 1454.7 1 88.46153 3 K.NVGLDIEAEVPAVK.D 477 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_111.011831.011831.2 2 4.4692 0.3817 1741.09 1741 1 71.42857 2 R.KAHEILPNLVCCSAK.N 138 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011255.011255 2 3.8152 0.4478 1703.53 1704.9 1 67.85714 1 S.HMQEQEVGDGTNFVL.V 91 0 *
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467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_110.012728.012728.2 2 5.3353 0.5338 1821.87 1820.2 1 67.64706 5 K.ILGSGISSSSVLHGMVFK.K 207 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011248.011248.2 2 3.7771 0.2517 1335.63 1334.6 1 86.36364 2 K.LFVTNDAATILR.E 63 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013084.013084 2 3.7863 0.1848 1088.07 1086.3 1 93.75 1 L.LELAEELLR.I 112 1 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011232.011232.1 1 3.2371 0.3021 1455.77 1454.7 2 65.38461 2 K.NVGLDIEAEVPAVK.D 477 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_102.015374.015374.2 2 5.1131 0.3834 1538.91 1539.8 1 84.61539 2 K.DMLEAGILDTYLGK.Y 491 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009836.0098 2 4.1052 0.3819 1891.55 1892.3 1 55.555557 2 R.VDQIIMAKPAGGPKPPSGK.K 521 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_111.001344.001344.2 2 2.4921 0.131 1898.25 1896.1 3 40.625 1 R.IGLSVSEVIEGYEIACR.K 121 2 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017280.017280 2 4.1451 0.1514 1199.29 1199.4 1 94.44444 1 A.LLELAEELLR.I 111 1 *
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NP_006576.2| gi|48762932|ref|NP_006576.2| "chaperonin containing TCP1, subunit 8 (theta) [Homo sapiens] " 18 70 35.9 548 59621 5.6 HsSD-NE_NT_lymphocytes_Ti_107.013309.013309.2 2 2.8292 0.1038 2476.03 2474.7 4 38.095238 1 K.LIAQACVSIFPDSGHFNVDNIR.V 182 2 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsSD-NE_PHA_lymphocytes_PK_114.014724.014724 2 3.0608 0.2614 1772.37 1770.2 1 46.875 1 L.AAHVPTLQVLRPGLVVV.H 71 0 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.019215.019215 3 4.98 0.1974 4109.75 4109.8 1 21.153847 16 R.QVDVPTLTGAFGILAAHVPTLQVLRPGLVVVHAEDGTTSK.Y 57 2 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsSD-NE_PHA_lymphocytes_PK_115.014056.014056 2 3.0684 0.2523 1906.61 1907.3 1 47.058823 1 L.AAHVPTLQVLRPGLVVVH.A 71 0 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.006950.00695 2 4.4961 0.4016 1431.61 1432.5 1 84.61539 2 K.AQAELVGTADEATR.A 137 2 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007284.0072 2 3.9321 0.2997 1434.51 1432.5 1 76.92308 2 K.AQAELVGTADEATR.A 137 2 *
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NP_001001975.1| gi|50345991|ref|NP_001001975.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, delta s 4 24 32.1 168 17490 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008001.008001.2 2 3.696 0.3073 1431.59 1432.5 1 80.769226 2 K.AQAELVGTADEATR.A 137 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014474.01447 2 4.624 0.4033 2273.19 2270.5 1 55 1 R.LGPGGLDPVEVYESLPEELQK.C 287 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsSD-NE_NT_lymphocytes_Ti_104.008349.008349.2 2 3.542 0.212 1531.87 1530.7 1 69.230774 1 K.ELEVAEGGKAELER.L 70 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsSD-NE_NT_lymphocytes_Ti_102.016125.016125.2 2 3.1779 0.2755 2272.83 2270.5 3 37.5 1 R.LGPGGLDPVEVYESLPEELQK.C 287 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3830.383 2 3.562 0.3418 2269.76 2270.5 1 42.5 2 R.LGPGGLDPVEVYESLPEELQK.C 287 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3639.36 2 3.591 0.3506 2270.31 2270.5 1 42.5 1 R.LGPGGLDPVEVYESLPEELQK.C 287 2 *
469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_008996.1| gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Homo sapiens] 3 7 14.3 378 44468 5.2 HsSD-NE_PHA_lymphocytes_PK_105.009111.00911 2 4.8876 0.413 2152.49 2153.1 1 61.11111 1 W.DHIEVSDDEDETHPNIDTA.S 8 0 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsSD-NE_PHA_lymphocytes_Ti_114.010437.010437 2 3.42 0.3192 1651.47 1651.9 1 66.66667 3 R.RAPHLHTLYNICR.N 478 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.012671.012671 2 2.7463 0.255 1799.97 1799 1 60.000004 1 R.ALLSTLHTVLWDGESR.W 1233 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.018981.01898 3 4.7748 0.3203 1849.73 1849.1 1 50 1 R.LSIAEVVHQLQEIAAAR.N 304 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.009802.00980 2 2.4195 0.2079 1510.39 1511.7 1 62.5 1 K.HPGHYAVYNLSPR.T 446 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4619.46 2 5.2175 0.4525 1848.3 1849.1 1 68.75 5 R.LSIAEVVHQLQEIAAAR.N 304 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsSD-NE_NT_lymphocytes_Ti_110.019777.019777.3 3 4.7505 0.3149 1849.55 1849.1 1 51.5625 1 R.LSIAEVVHQLQEIAAAR.N 304 2 *
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|NP_005246.2| gi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo sapiens] 5 14 4.5 1311 143190 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3505.350 2 4.9865 0.3849 1848.64 1849.1 1 75 2 R.LSIAEVVHQLQEIAAAR.N 304 2 *
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_003361.1| gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphoprotein [Homo sapiens] 4 13 11.3 380 39830 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.014764.014764 3 4.9977 0.1607 1703.6 1704 2 57.692307 8 K.VKEEIIEAFVQELR.K 362 2 *
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_003361.1| gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphoprotein [Homo sapiens] 4 13 11.3 380 39830 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.008319.00831 2 2.9323 0.1549 1899.91 1900.2 4 53.333336 1 R.KMQPDQQVVINCAIVR.G 53 2 *
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_003361.1| gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphoprotein [Homo sapiens] 4 13 11.3 380 39830 8.9 HsSD-NE_NT_lymphocytes_Ti_109.015124.015124.2 2 5.1854 0.3682 1706.45 1704 1 84.61539 2 K.VKEEIIEAFVQELR.K 362 2 *
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_003361.1| gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphoprotein [Homo sapiens] 4 13 11.3 380 39830 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2274.227 2 2.9085 0.2071 1387.99 1388.6 8 58.333332 1 R.WLPAGTGPQAFSR.V 23 2 *
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_003361.1| gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphoprotein [Homo sapiens] 4 13 11.3 380 39830 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2339.23 2 2.6328 0.2336 1387.49 1388.6 1 66.66667 1 R.WLPAGTGPQAFSR.V 23 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.000009.00000 2 5.2096 0.4019 2086.51 2086.5 1 70.588234 4 K.VALFYLLNPYTILSCVAK.S 140 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.016752.0167 3 4.0474 0.2057 1972.22 1972.3 1 40.625 2 K.LLLELDQYAPDVAELIR.T 112 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016892.0168 2 6.078 0.3391 1974.25 1972.3 1 75 2 K.LLLELDQYAPDVAELIR.T 112 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsSD-NE_NT_lymphocytes_Ti_104.018023.018023.3 3 4.4371 0.2933 1971.92 1972.3 1 42.1875 1 K.LLLELDQYAPDVAELIR.T 112 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4506.450 2 4.8231 0.3568 1971.33 1972.3 1 62.5 2 K.LLLELDQYAPDVAELIR.T 112 2 *
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NP_536724.1| gi|17998700|ref|NP_536724.1| "phosphatidylinositol glycan anchor biosynthesis, class U [Homo sa 3 12 8 435 50052 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4181.41 2 3.0801 0.2183 1973.38 1972.3 1 53.125 1 K.LLLELDQYAPDVAELIR.T 112 2 *
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_PK_107.017726.017726 2 3.3297 0.3089 2197.97 2199.4 1 42.105263 2 F.VGGLSPDTPEEKIREYFGGF.G 186 0
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.007135.007135 1 2.3863 0.1252 1045.75 1046.2 1 68.75 1 K.KYHNVGLSK.C 243 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_Ti_104.014921.014921 2 4.2798 0.3786 2161.57 2162.4 1 52.77778 4 R.EYFGGFGEVESIELPMDNK.T 200 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_PK_107.011668.011668 2 2.7027 0.2355 989.31 989.12 1 92.85714 1 K.IREYFGGF.G 198 1
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.009209.009209 2 3.9556 0.2576 1861.51 1860.1 1 64.28571 1 R.GFCFITFKEEEPVKK.I 224 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.009759.009759 2 3.4243 0.2183 1484.33 1484.8 4 66.66667 2 K.MFIGGLSWDTTKK.D 99 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_Ti_105.014292.014292 2 3.455 0.1453 2431.47 2431.7 1 45 3 K.IREYFGGFGEVESIELPMDNK.T 198 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.010611.01061 2 3.4165 0.2434 1485.63 1484.8 1 83.33333 1 K.MFIGGLSWDTTKK.D 99 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.010552.0105 2 2.5719 0.1886 1483.47 1484.8 1 66.66667 1 K.MFIGGLSWDTTKK.D 99 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009903.00990 2 3.3282 0.2478 1860.65 1860.1 1 60.714287 2 R.GFCFITFKEEEPVKK.I 224 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010230.01023 2 3.7664 0.4131 1730.93 1732 1 73.07692 5 R.GFCFITFKEEEPVK.K 224 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_NT_lymphocytes_Ti_111.010475.010475.1 1 2.5999 0.2352 1045.6 1046.2 1 68.75 2 K.KYHNVGLSK.C 243 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_NT_lymphocytes_Ti_109.011221.011221.2 2 4.2421 0.2734 1859.89 1860.1 1 64.28571 3 R.GFCFITFKEEEPVKK.I 224 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009300.0093 1 2.6908 0.1329 1047.93 1046.2 1 68.75 1 K.KYHNVGLSK.C 243 2
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_PHA_lymphocytes_PK_106.016948.016948 2 3.133 0.2366 2044.29 2043.2 7 38.235294 2 G.GLSPDTPEEKIREYFGGF.G 188 0
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NP_002129.2| gi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1| heterogeneous nuclear ribonucleoprotein D isoform c [Homo sapie 9 32 22.9 306 32835 8.2 HsSD-NE_NT_lymphocytes_Ti_109.011827.011827.2 2 2.5036 0.1342 1486.63 1484.8 2 70.83333 1 K.MFIGGLSWDTTKK.D 99 2
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.000975.000975 3 5.4305 0.3881 4089.59 4087.5 1 19.375 2 R.EQNGDSLVHAAFVAESAVAGSAEANAFSVLQHVLGAGPHVK.R 260 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_PHA_lymphocytes_Ti_102.009387.009387 2 4.6409 0.4381 2166.29 2166.4 1 64.70589 1 K.VTSEELHYFVQNHFTSAR.M 200 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsNaOH-NE_NT_lymphocytes_Ti_113.008878.00887 2 2.919 0.2495 1607.63 1607.8 5 57.14286 1 K.RGSNTTSHLHQAVAK.A 301 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011253.01125 2 3.3219 0.1798 1435.87 1435.8 1 73.07692 2 R.MALIGLGVSHPVLK.Q 218 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_111.012347.012347.2 2 6.1508 0.4 2350.11 2351.6 1 60.000004 4 K.AVAFQNPQTHVIENLHAAAYR.N 163 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_111.012353.012353.3 3 6.1183 0.3834 2351.6 2351.6 1 51.25 5 K.AVAFQNPQTHVIENLHAAAYR.N 163 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_111.010319.010319.2 2 3.1758 0.3263 1607.59 1607.8 1 71.42857 3 K.RGSNTTSHLHQAVAK.A 301 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_109.011359.011359.3 3 4.0732 0.3684 2166.68 2166.4 1 41.17647 4 K.VTSEELHYFVQNHFTSAR.M 200 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_102.007803.007803.2 2 4.1405 0.445 1630.57 1631.8 1 70 1 K.TIAQGNLSNTDVQAAK.N 360 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_105.016259.016259.2 2 5.0839 0.4487 1929.67 1930.2 1 58.823532 5 K.LPNGLVIASLENYSPVSR.I 43 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_112.017086.017086.3 3 5.659 0.3978 4089.2 4087.5 1 20 2 R.EQNGDSLVHAAFVAESAVAGSAEANAFSVLQHVLGAGPHVK.R 260 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_114.010580.010580.2 2 3.9929 0.3197 1437.13 1435.8 1 80.769226 7 R.MALIGLGVSHPVLK.Q 218 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009132.0091 2 2.0566 0.1263 1605.29 1607.8 1 60.714287 1 K.RGSNTTSHLHQAVAK.A 301 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_105.016527.016527.3 3 3.1588 0.1255 3823.76 3822.3 1 22.222223 1 K.ATAAPAGAPPQPQDLEFTKLPNGLVIASLENYSPVSR.I 24 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_PK_106.009023.009023. 2 2.6837 0.2095 1912.91 1911.1 4 44.444447 1 K.ATAAPAGAPPQPQDLEFTK.L 24 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_111.012866.012866.1 1 2.6552 0.3797 1434.93 1435.8 1 65.38461 2 R.MALIGLGVSHPVLK.Q 218 2 *
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NP_003357.2| gi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase core protein II [Homo sapiens] 12 48 35.8 453 48443 8.6 HsSD-NE_NT_lymphocytes_Ti_109.011384.011384.2 2 5.0396 0.4374 2165.71 2166.4 1 61.764706 6 K.VTSEELHYFVQNHFTSAR.M 200 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_Ti_104.008468.008468 3 3.4497 0.3748 2453.99 2452.6 1 35 1 R.HATAEEVEEEERDRIPGPVCK.G 33 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_109.017137.017137 2 4.6407 0.3163 2132.01 2133.4 1 63.88889 5 K.GSRPLLSFDPAFDELPHYA.L 161 1 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_109.019743.019743 2 3.6289 0.3288 2249.17 2246.5 1 65.789474 2 K.GSRPLLSFDPAFDELPHYAL.L 161 1 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_111.002919.002919 2 3.2393 0.2303 2360.35 2359.7 1 45 7 K.GSRPLLSFDPAFDELPHYALL.K 161 1 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_109.019566.019566 3 4.0927 0.1715 2246.66 2246.5 1 46.05263 1 K.GSRPLLSFDPAFDELPHYAL.L 161 1 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_Ti_105.008638.008638 2 2.8518 0.1339 2451.81 2452.6 6 37.5 1 R.HATAEEVEEEERDRIPGPVCK.G 33 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011328.01132 2 2.4043 0.1181 1527.09 1526.8 4 66.66667 1 K.FLVQNIHTLAELK.M 141 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_105.018302.018302 2 3.2324 0.2279 1737.01 1735.9 1 60.714287 1 L.SFDPAFDELPHYALL.K 167 0 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_NT_lymphocytes_Ti_106.014983.014983.2 2 3.1511 0.0891 2189.63 2187.5 1 47.22222 1 R.PLLSFDPAFDELPHYALLK.E 164 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_105.019862.019862 2 3.6378 0.4006 1847.85 1849.1 1 63.333332 1 L.LSFDPAFDELPHYALL.K 166 0 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_NT_lymphocytes_Ti_112.012109.012109.3 3 3.3082 0.2042 2778.35 2779.1 1 30.434782 1 K.IFQGSFGGPTLYENPHYQSPNMHR.R 243 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_NT_lymphocytes_Ti_111.014492.014492.2 2 3.2881 0.2774 2488.77 2487.9 1 45.238094 4 K.GSRPLLSFDPAFDELPHYALLK.E 161 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.010864.0108 2 2.8558 0.309 2779.95 2779.1 1 39.130436 1 K.IFQGSFGGPTLYENPHYQSPNMHR.R 243 2 *
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NP_060791.3| gi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 14 29 22.7 353 41401 9.9 HsSD-NE_PHA_lymphocytes_PK_107.000149.000149 2 3.7575 0.3135 2059.71 2059.4 1 61.764706 2 R.PLLSFDPAFDELPHYALL.K 164 1 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsNaOH-NE_NT_lymphocytes_Ti_115.010880.01088 2 3.121 0.1389 1633.81 1633 2 58.333332 1 R.KFVNFILKPQLER.R 179 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsNaOH-NE_NT_lymphocytes_PK_108.010366.0103 2 4.2823 0.2853 1785.11 1784.9 3 62.5 5 R.ALDSEVDPDPEGDLGVR.G 343 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.009644.00964 1 2.3647 0.1181 1386.84 1385.6 4 50 1 R.AEPSADLLVNLSR.C 208 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008561.0085 2 3.5006 0.4408 2166.37 2166.4 1 45.238094 1 R.GPVFGEPSAPPHTSGVSLGESR.S 360 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011444.01144 2 3.039 0.1716 1504.71 1504.8 2 68.181816 2 K.FVNFILKPQLER.R 180 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsSD-NE_NT_lymphocytes_Ti_111.010286.010286.2 2 2.5551 0.1219 1034.51 1033.2 9 81.25 1 R.RDPAHPALR.L 266 2 *
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NP_068577.1| gi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [Homo sapiens] 7 12 24.4 410 45707 6.6 HsSD-NE_NT_lymphocytes_PK_112.017313.017313. 2 2.8339 0.2263 2602.13 2604.2 3 30.000002 1 A.GPTSHVAAVLASLLVLLALLLAALLY.V 114 0 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009417.00941 2 2.7311 0.0849 1772.03 1773 1 60.000004 1 R.LVYLVENPGGYVAYSK.A 209 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013126.0131 2 3.9863 0.4043 1612.43 1611.8 1 79.16667 2 K.DENLALYVENQFR.E 162 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006131.00613 2 4.156 0.3385 1564.11 1562.6 1 69.230774 2 K.LAVDEEENADNNTK.A 40 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.015741.01574 2 3.6826 0.4012 3037.93 3035.3 1 33.333336 4 R.NQLALATWTIQGAANALSGDVWDIDNEF.- 733 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006422.0064 2 3.9359 0.3656 1562.03 1562.6 1 61.538464 2 K.LAVDEEENADNNTK.A 40 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2897.28 2 5.0168 0.4482 1746.98 1746.9 1 73.333336 2 R.SAFSNLFGGEPLSYTR.F 7 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009311.0093 2 3.5996 0.2646 1979.87 1979.2 1 53.125 1 K.HPVTGQFLYQDSNWASK.V 515 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.012310.0123 2 5.5355 0.4172 2109.25 2107.4 1 72.22222 5 R.HVFWGSGSHTLPALLENLK.L 699 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.012357.0123 3 4.0985 0.3595 2107.07 2107.4 1 40.27778 1 R.HVFWGSGSHTLPALLENLK.L 699 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2327.232 2 2.9149 0.2856 1469.58 1469.7 1 65.38461 1 R.SSGLPNIPVQTISR.A 326 2 *
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_003225.1| gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapiens] 9 23 18 760 84901 6.6 HsSD-NE_NT_lymphocytes_Ti_112.013537.013537.2 2 3.9177 0.3369 2107.83 2107.4 1 55.555557 2 R.HVFWGSGSHTLPALLENLK.L 699 2 *
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsSD-NE_PHA_lymphocytes_PK_110.013987.013987 2 3.0244 0.242 1441.81 1442.7 1 80 1 N.YFEIQYPLKKL.D 393 0
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010588.01058 2 2.7155 0.2011 1068.75 1069.3 3 93.75 2 K.LLGMSFMNR.S 62 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011222.0112 2 6.4125 0.4746 2055.59 2054.2 1 77.77778 2 K.SSVVLDDGLVQDEFSESVK.M 321 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_PK_107.010588.0105 2 3.0059 0.2714 1570.15 1568.6 2 65.38461 1 L.DDGLVQDEFSESVK.M 326 1
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.018062.01806 2 4.603 0.4708 1586.57 1587.9 1 82.14286 1 R.ANLINNIFELAGLGK.V 715 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_PK_115.012513.0125 2 3.032 0.3383 1204.25 1203.3 1 94.44444 8 L.SSYEDFLDAR.F 492 1
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.017793.0177 2 4.5866 0.3581 1589.49 1587.9 1 82.14286 2 R.ANLINNIFELAGLGK.V 715 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011916.01191 2 5.3817 0.3708 2111.19 2109.5 1 67.64706 2 K.IIAHELAHQWFGNLVTMK.W 447 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.014242.01424 2 4.4179 0.1927 2094.33 2093.4 1 70 1 K.LLEFFQNYFEIQYPLK.K 386 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011920.01192 3 4.0587 0.3339 2109.35 2109.5 1 47.058823 1 K.IIAHELAHQWFGNLVTMK.W 447 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.009832.0098 2 2.429 0.1991 1485.89 1485.7 1 70.83333 1 K.YFAATQFEPLAAR.S 274 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010617.0106 2 2.6344 0.2115 1446.69 1445.5 4 72.72727 1 K.ELSSYEDFLDAR.F 490 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010412.01041 2 3.9579 0.3259 2183.13 2182.4 1 50 2 K.KSSVVLDDGLVQDEFSESVK.M 320 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.008054.00805 2 3.3816 0.3963 1459.29 1459.7 1 75 2 K.IGQVHYALETTVK.L 373 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009827.00982 1 1.9889 0.2935 1416.77 1416.5 5 50 1 R.SAFPCFDEPAFK.A 287 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007865.00786 2 3.8037 0.3487 1782.05 1780 1 71.42857 4 K.IIRDEQYTALSNMPK.K 305 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.013862.01386 3 5.7767 0.4599 3469.49 3471 1 33.92857 4 R.FFLNMKPEIQPSDTSYLWHIPLSYVTEGR.N 621 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012206.0122 3 4.6317 0.3702 2109.05 2109.5 1 44.11765 2 K.IIAHELAHQWFGNLVTMK.W 447 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014319.0143 2 4.5592 0.2945 2094.67 2093.4 1 73.333336 3 K.LLEFFQNYFEIQYPLK.K 386 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsSD-NE_NT_lymphocytes_Ti_105.017538.017538.2 2 4.1649 0.3821 1589.07 1587.9 1 82.14286 2 R.ANLINNIFELAGLGK.V 715 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012195.0121 2 5.2299 0.4042 2108.59 2109.5 1 70.588234 2 K.IIAHELAHQWFGNLVTMK.W 447 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.012075.0120 2 2.2956 0.2014 1567.41 1567.8 1 70.83333 1 R.HFPGHLLAWDFVK.E 920 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsSD-NE_NT_lymphocytes_Ti_113.013974.013974.3 3 4.0344 0.2641 3468.08 3471 1 25 1 R.FFLNMKPEIQPSDTSYLWHIPLSYVTEGR.N 621 2
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NP_787116.2| gi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase isoform 2 [Homo sapiens] 18 48 18.5 1011 115636 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012058.0120 3 3.3075 0.1225 1567.49 1567.8 6 45.833336 1 R.HFPGHLLAWDFVK.E 920 2
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.010569.010569 2 4.0272 0.2004 1995.91 1996.3 1 60.000004 2 R.KRGWDENVYYTVPLVR.H 253 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.015846.015846 3 5.7895 0.4564 3703.85 3704 1 31.896553 7 K.LHLDEDYPCSLVGNWNTWYGEQDQAVHLWR.F 98 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.015646.01564 3 5.905 0.4539 3706.25 3704 1 33.62069 5 K.LHLDEDYPCSLVGNWNTWYGEQDQAVHLWR.F 98 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.015359.0153 3 5.4313 0.4871 3701.63 3704 1 31.034481 5 K.LHLDEDYPCSLVGNWNTWYGEQDQAVHLWR.F 98 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_NT_lymphocytes_Ti_112.012481.012481.2 2 3.2933 0.1989 1999.03 1996.3 5 46.666668 1 R.KRGWDENVYYTVPLVR.H 253 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_NT_lymphocytes_Ti_111.013922.013922.2 2 2.4656 0.2339 2790.29 2791.2 1 36.95652 1 K.IQFHNVKPEYLDAYNSLTEAVLPK.L 74 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_PHA_lymphocytes_PK_105.015659.015659 2 4.9466 0.4222 1821.53 1818.9 1 78.57143 3 K.LHLDEDYPCSLVGNW.N 98 1 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_PHA_lymphocytes_PK_106.012263.012263 1 2.1536 0.1508 1437.15 1437.6 2 60.000004 1 L.EFSFWNEPQPR.M 169 1 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsSD-NE_NT_lymphocytes_Ti_110.016500.016500.3 3 5.3175 0.4584 3702.11 3704 1 28.448275 4 K.LHLDEDYPCSLVGNWNTWYGEQDQAVHLWR.F 98 2 *
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_003625.1| gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapiens] 6 30 30.3 284 33324 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.013876.0138 2 2.6005 0.2168 2021.33 2019.3 2 50 1 R.NQLLLEFSFWNEPQPR.M 164 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_104.013973.013973 3 5.9418 0.4836 3905.84 3906.2 1 27.272728 2 K.SPLPPEEEAKDEEEDQTLVNLDTYTSDLHFQVSK.D 228 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_106.012602.012602 3 4.9579 0.2879 4121.45 4121.4 1 22.857143 2 R.SKSPLPPEEEAKDEEEDQTLVNLDTYTSDLHFQVSK.D 226 2 *
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480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.015911.015911 3 4.8852 0.3755 3933.89 3932.4 1 24.21875 7 K.NCVVELNFGQKEEPFFPPPEEFVFIHAVPVEER.V 407 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_108.010380.010380 2 3.5669 0.2616 1542.43 1541.8 4 66.66667 2 R.KVVVVVPNEEDWK.K 558 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_109.018728.018728 2 3.3191 0.2801 2439.53 2436.7 1 47.368423 4 L.NFGQKEEPFFPPPEEFVFIH.A 413 0 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.013978.013978 2 4.2012 0.2673 1935.45 1933.2 4 50 8 K.TIEECEVILMVGLPGSGK.T 448 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_107.021400.021400 2 2.9299 0.2024 2299.27 2299.6 1 41.666664 1 L.NFGQKEEPFFPPPEEFVFI.H 413 0 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_107.018220.018220 2 2.6613 0.2574 1988.31 1990.3 1 53.333336 1 Q.KEEPFFPPPEEFVFIH.A 417 0 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_105.005042.005042 2 2.6971 0.1015 1270.31 1270.3 1 83.33333 1 R.QRDEKDEHGR.A 203 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_107.012403.012403 2 3.9659 0.3604 2107.61 2108.2 1 67.64706 1 D.FSRPQLGEDEFSYGFDGR.G 322 1 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.006341.006341 1 2.2451 0.1209 1052.01 1051.3 6 68.75 1 R.ALLPHVLCK.N 398 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010468.01046 2 4.4003 0.3992 1607.95 1608.9 1 84.61539 2 R.YNVLGAETVLNQMR.M 481 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010371.01037 2 2.0175 0.1488 1052.55 1051.3 1 87.5 1 R.ALLPHVLCK.N 398 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.014999.01499 2 3.6052 0.3394 2645.81 2643 1 47.61905 4 K.EEPFFPPPEEFVFIHAVPVEER.V 418 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008091.00809 2 4.0758 0.2268 1671.97 1670 1 69.230774 1 R.KVVVVVPNEEDWKK.R 558 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016299.0162 3 3.9393 0.465 3930.32 3932.4 1 26.5625 3 K.NCVVELNFGQKEEPFFPPPEEFVFIHAVPVEER.V 407 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016724.01672 3 3.4103 0.2099 3932.27 3932.4 1 22.65625 2 K.NCVVELNFGQKEEPFFPPPEEFVFIHAVPVEER.V 407 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010442.0104 2 2.1776 0.1302 2748.07 2749 3 36.363636 1 K.CDYMDEVTYGELEKEEAQPIVTK.Y 602 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.013346.0133 2 2.6195 0.2393 2751.19 2751.9 3 32.608696 1 R.VGWSVDFSRPQLGEDEFSYGFDGR.G 316 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009330.00933 2 4.9648 0.3955 2507.39 2504.7 1 52 1 R.LQEALDAEMLEDEAGGGGAGPGGACK.A 33 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008446.00844 2 4.5254 0.3877 1983.89 1985.1 3 50 1 K.RNFILDQCNVYNSGQR.R 531 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008820.0088 2 4.0103 0.4235 1490.87 1490.7 1 79.16667 2 R.DLLVQQASQCLSK.L 509 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_103.016717.016717.1 1 1.8696 0.1094 1438.08 1436.6 7 45.833336 1 K.NGEDLGVAFWISK.D 379 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_105.013101.01310 3 5.4289 0.4402 2221.31 2223.3 1 44.444447 2 V.DFSRPQLGEDEFSYGFDGR.G 321 1 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_102.010895.010895.2 2 5.6987 0.4179 2506.25 2504.7 1 58 3 R.LQEALDAEMLEDEAGGGGAGPGGACK.A 33 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_104.010222.010222.2 2 4.1303 0.4097 1831.03 1828.9 1 67.85714 1 R.NFILDQCNVYNSGQR.R 532 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_104.012203.012203.2 2 4.3611 0.3426 1610.99 1608.9 1 88.46153 2 R.YNVLGAETVLNQMR.M 481 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_110.017506.017506.3 3 5.1092 0.3991 3931.22 3932.4 1 28.90625 8 K.NCVVELNFGQKEEPFFPPPEEFVFIHAVPVEER.V 407 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_PHA_lymphocytes_PK_105.013443.013443 2 3.4779 0.3166 2408.67 2409.5 1 47.5 3 W.SVDFSRPQLGEDEFSYGFDGR.G 319 1 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016427.016427.2 2 2.4983 0.1026 2752.45 2751.9 1 32.608696 1 R.VGWSVDFSRPQLGEDEFSYGFDGR.G 316 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_109.018172.018172.2 2 2.5979 0.143 1934.57 1933.2 1 44.11765 1 K.TIEECEVILMVGLPGSGK.T 448 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_106.013865.013865.3 3 4.1062 0.4191 2750.99 2751.9 1 39.130436 2 R.VGWSVDFSRPQLGEDEFSYGFDGR.G 316 2 *
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|NP_001073027.1| gi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleoprotein U-like 2 [Homo sapiens] 25 75 33.3 747 85105 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016635.016635.2 2 3.3154 0.3988 2641.81 2643 1 50 2 K.EEPFFPPPEEFVFIHAVPVEER.V 418 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsSD-NE_PHA_lymphocytes_Ti_102.011355.011355 2 3.9782 0.3867 2241.99 2242.5 1 47.368423 2 R.TELFIAAEGIHTGQFVYCGK.K 73 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsSD-NE_PHA_lymphocytes_Ti_101.014787.014787 3 3.3392 0.1142 3270.35 3269.7 1 24.13793 1 K.AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR.G 94 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsSD-NE_PHA_lymphocytes_PK_110.017106.017106 2 3.1252 0.2248 2153.83 2152.6 1 40 1 K.KAQLNIGNVLPVGTMPEGTIV.C 93 1 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_NT_lymphocytes_Ti_106.014066.01406 3 3.7119 0.0989 3271.46 3269.7 1 28.448275 1 K.AQLNIGNVLPVGTMPEGTIVCCLEEKPGDR.G 94 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_PHA_lymphocytes_Ti_104.006671.0066 1 2.4606 0.2368 941.52 942.11 7 65 2 R.AVVGVVAGGGR.I 164 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_NT_lymphocytes_Ti_109.011541.01154 2 3.3889 0.3309 2242.35 2242.5 1 47.368423 5 R.TELFIAAEGIHTGQFVYCGK.K 73 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_PHA_lymphocytes_Ti_105.007126.0071 2 3.4777 0.3768 1689.37 1689.8 1 56.666668 2 R.ASGNYATVISHNPETK.K 129 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_NT_lymphocytes_Ti_111.012494.01249 3 4.7735 0.3269 3396.77 3397.8 1 29.166666 4 K.KAQLNIGNVLPVGTMPEGTIVCCLEEKPGDR.G 93 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_PHA_lymphocytes_Ti_109.013286.0132 3 5.4172 0.3489 3399.8 3397.8 1 32.5 4 K.KAQLNIGNVLPVGTMPEGTIVCCLEEKPGDR.G 93 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsNaOH-NE_PHA_lymphocytes_Ti_115.002877.0028 3 3.0455 0.1751 2526.38 2526.9 1 32.142857 1 K.KRTELFIAAEGIHTGQFVYCGK.K 71 2 *
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NP_150644.1| gi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapiens] 8 25 31.1 257 28025 11 HsSD-NE_NT_lymphocytes_Ti_103.007537.007537.2 2 2.6528 0.276 939.63 942.11 1 95 2 R.AVVGVVAGGGR.I 164 2 *
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_Ti_112.010379.010379 2 4.551 0.4562 2545.59 2544.7 1 50 3 R.GMGGHGYGGAGDASSGFHGGHFVHMR.G 175 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.009695.009695 2 3.0085 0.0801 2179.21 2179.4 2 37.5 1 R.ATGEADVEFVTHEDAVAAMSK.D 233 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_Ti_111.011018.011018 3 5.2574 0.4976 2543.87 2544.7 1 42 3 R.GMGGHGYGGAGDASSGFHGGHFVHMR.G 175 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.005162.005162 2 2.3482 0.2085 1052.11 1053.2 1 66.66667 2 R.VHIDIGADGR.A 223 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_PK_111.015803.015803 2 2.5649 0.1801 1883.53 1881.1 5 46.666668 1 R.LRGLPFGCSKEEIVQF.F 20 1
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.005572.005572 1 1.8546 0.0877 1053.49 1053.2 1 66.66667 1 R.VHIDIGADGR.A 223 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsNaOH-NE_NT_lymphocytes_PK_106.009374.0093 2 2.8154 0.2016 1277.65 1276.3 1 68.181816 2 R.ATGEADVEFVTH.E 233 1
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006466.00646 2 2.6313 0.0838 1412.59 1413.5 1 61.538464 3 R.DGMDNQGGYGSVGR.M 288 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.014264.01426 2 4.04 0.4312 1919.59 1920.1 1 56.25 1 R.ATENDIANFFSPLNPIR.V 206 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_PK_106.008877.008877 2 3.0829 0.1509 1054.03 1053.2 1 88.88889 1 R.VHIDIGADGR.A 223 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_PHA_lymphocytes_PK_106.008876.008876 1 2.7521 0.2211 1052.5 1053.2 1 72.22222 2 R.VHIDIGADGR.A 223 2
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NP_036339.1| gi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleoprotein H3 isoform a [Homo sapi 10 21 39.3 346 36926 6.9 HsSD-NE_NT_lymphocytes_Ti_104.011452.011452.3 3 3.7941 0.1114 3438.59 3437.4 2 24.193548 1 R.RGGDGYDGGYGGFDDYGGYNNYGYGNDGFDDR.M 138 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_103.020639.020639 2 3.9383 0.4156 2107.75 2107.5 1 67.64706 18 K.VEMLDNLLDIEVAYSLLR.G 762 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.008980.008980 2 2.7221 0.2925 2173.25 2173.4 2 41.17647 1 K.KFYPLEIDYGQDEEAVKK.L 637 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.012138.012138 3 4.6514 0.2726 2203.61 2203.4 1 43.055553 4 K.NTHATTHNAYDLEVIDIFK.I 820 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.012566.012566 2 2.6036 0.153 1363.51 1362.7 1 66.66667 2 K.VFSATLGLVDIVK.G 552 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.011597.011597 2 2.6135 0.3385 1627.49 1625.8 2 50 2 R.VVSEDFLQDVSASTK.S 453 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.018425.018425 3 5.2779 0.2929 3492.2 3493.8 1 27.419355 1 K.RQIQAAYSILSEVQQAVSQGSSDSQILDLSNR.F 704 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_110.011712.011712 1 2.6504 0.4318 1440.66 1441.7 1 65.38461 1 Q.GLRIAPPEAPVTGY.M 876 0 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_109.012212.012212 2 6.1625 0.4296 2204.87 2203.4 1 66.66667 15 K.NTHATTHNAYDLEVIDIFK.I 820 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_Ti_104.009984.009984 2 3.2386 0.271 1739.11 1738.8 1 60.714287 1 K.SDAYYCTGDVTAWTK.C 306 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_109.015463.015463 2 3.7229 0.342 2013.61 2013.3 1 55.88235 1 A.TLGLVDIVKGTNSYYKLQ.L 556 0 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_111.014543.014543 2 2.9828 0.1982 1469.23 1469.7 2 68.181816 1 R.FYTLIPHDFGMK.K 736 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_110.011710.011710 2 3.3313 0.3392 1441.31 1441.7 1 76.92308 2 Q.GLRIAPPEAPVTGY.M 876 0 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009562.00956 2 5.2479 0.2839 2045.85 2045.3 1 71.875 2 K.KFYPLEIDYGQDEEAVK.K 637 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010916.01091 2 4.1497 0.355 1380.65 1378.6 1 75 6 R.TTNFAGILSQGLR.I 866 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007196.00719 2 3.3669 0.2685 1498.29 1495.7 1 65.38461 1 K.KPPLLNNADSVQAK.V 748 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.010596.0105 2 3.5831 0.2139 1703.67 1700.9 3 53.846157 2 K.AQNDLIWNIKDELK.K 240 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007647.00764 2 3.8671 0.3867 1989.43 1990.1 1 63.15789 2 K.GGAAVDPDSGLEHSAHVLEK.G 529 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009627.00962 2 4.7981 0.3984 1628.47 1625.8 1 75 1 R.VVSEDFLQDVSASTK.S 453 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008159.0081 2 2.7265 0.2181 2024.11 2025.2 5 43.75 1 K.NREELGFRPEYSASQLK.G 166 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010176.01017 2 3.2985 0.1191 1702.57 1700.9 1 65.38461 1 K.AQNDLIWNIKDELK.K 240 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014894.01489 2 5.6225 0.3795 2139.85 2139.5 1 66.66667 2 K.SLQELFLAHILSPWGAEVK.A 468 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009190.0091 2 4.0152 0.1577 1739.49 1738.8 2 60.714287 2 K.SDAYYCTGDVTAWTK.C 306 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011555.01155 1 2.2598 0.3683 1469.69 1469.7 1 68.181816 1 R.FYTLIPHDFGMK.K 736 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.020439.02043 2 2.6291 0.1746 2107.19 2107.5 1 44.11765 1 K.VEMLDNLLDIEVAYSLLR.G 762 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011988.0119 2 4.744 0.4818 2202.39 2203.4 1 55.555557 2 K.NTHATTHNAYDLEVIDIFK.I 820 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009982.0099 2 3.7861 0.3215 1628.49 1625.8 1 75 1 R.VVSEDFLQDVSASTK.S 453 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007325.00732 2 2.9006 0.128 1373.91 1373.5 4 75 1 K.LQLLEDDKENR.Y 572 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_102.017016.017016 2 2.9058 0.1836 1765.09 1763.9 1 53.571426 1 S.GVNDTSLLYNEYIVY.D 978 0 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_102.012041.012041.2 2 3.0709 0.2265 1915.33 1917.1 1 60.000004 1 K.FYPLEIDYGQDEEAVK.K 638 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_104.008415.008415.2 2 2.7987 0.2296 1370.65 1373.5 1 85 1 K.LQLLEDDKENR.Y 572 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_111.015947.015947.3 3 5.2575 0.2876 2139.89 2139.5 1 55.555557 2 K.SLQELFLAHILSPWGAEVK.A 468 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_111.015935.015935.2 2 5.4722 0.3276 2139.39 2139.5 1 69.44444 1 K.SLQELFLAHILSPWGAEVK.A 468 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_108.010850.010850.2 2 3.853 0.3496 2790.47 2790.2 1 43.75 1 R.VGTVIGSNKLEQMPSKEDAIEHFMK.L 592 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_104.012106.012106.2 2 3.5822 0.3333 1377.97 1378.6 1 75 2 R.TTNFAGILSQGLR.I 866 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_111.013777.013777.2 2 4.8802 0.5006 2204.33 2203.4 1 61.11111 5 K.NTHATTHNAYDLEVIDIFK.I 820 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_102.010018.010018.2 2 2.9105 0.178 1738.19 1738.8 1 57.14286 1 K.SDAYYCTGDVTAWTK.C 306 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_103.015865.015865.3 3 3.7681 0.3046 2531.78 2528.9 1 36.363636 1 R.VADGMVFGALLPCEECSGQLVFK.S 283 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_109.018039.018039.3 3 4.4805 0.3198 3493.16 3493.8 1 25 3 K.RQIQAAYSILSEVQQAVSQGSSDSQILDLSNR.F 704 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.020999.0209 2 2.3895 0.1385 2109.89 2107.5 1 44.11765 1 K.VEMLDNLLDIEVAYSLLR.G 762 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_106.017927.017927 1 3.2515 0.1698 1440.9 1440.6 1 68.181816 1 H.NAYDLEVIDIFK.I 827 1 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.017672.0176 2 4.3278 0.2822 2139.89 2139.5 1 50 6 K.SLQELFLAHILSPWGAEVK.A 468 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_111.000911.000911.2 2 2.8344 0.2584 2109.95 2107.5 2 44.11765 2 K.VEMLDNLLDIEVAYSLLR.G 762 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_NT_lymphocytes_Ti_102.011330.011330.2 2 4.6311 0.3553 1628.37 1625.8 1 78.57143 3 R.VVSEDFLQDVSASTK.S 453 2 *
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|NP_001609.2| gi|156523968|ref|NP_001609.2| "poly (ADP-ribose) polymerase family, member 1 [Homo sapiens] " 28 109 33 1014 113084 8.9 HsSD-NE_PHA_lymphocytes_PK_106.014842.014842 2 2.9992 0.1948 1741.67 1741.9 1 62.5 2 Q.LLEDDKENRYWIF.R 574 0 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.014747.014747 3 7.2888 0.4753 3781.4 3782.2 1 30.147058 2 R.FFSDKETFHDIAQVASEFPGAQHYVGGNAALIGQK.F 132 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006602.00660 2 4.0408 0.4711 1682.25 1681.8 1 53.333336 2 R.VAGTQACATETIDTSR.V 408 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.013014.0130 2 3.5693 0.3832 2332.63 2333.6 1 43.18182 6 R.SLWSSLCLGPAPAPPGPVSPEGR.L 34 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.010580.01058 2 3.5996 0.1917 2215.49 2214.5 1 50 2 K.LLQALGLSPGNGKDHSILHSR.N 92 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.013124.01312 3 7.6367 0.434 3783.44 3782.2 1 31.617647 2 R.FFSDKETFHDIAQVASEFPGAQHYVGGNAALIGQK.F 132 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012551.0125 3 4.6112 0.2521 3158.21 3157.5 1 35.344826 2 K.ETFHDIAQVASEFPGAQHYVGGNAALIGQK.F 137 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006892.0068 2 2.9353 0.1827 1682.19 1681.8 1 50 1 R.VAGTQACATETIDTSR.V 408 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010352.01035 2 3.8666 0.386 1700.91 1702 1 76.92308 1 R.IVLNPNKPVVEWHR.E 443 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011858.01185 3 3.6691 0.2221 2116.31 2116.4 1 36.764706 2 R.EGISFHFTPVLVCKDPIR.T 457 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1860.186 2 4.9749 0.4975 1681.16 1681.8 1 73.333336 2 R.VAGTQACATETIDTSR.V 408 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.010906.0109 2 3.1978 0.2226 2214.79 2214.5 1 45 1 K.LLQALGLSPGNGKDHSILHSR.N 92 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011806.0118 2 2.9565 0.2072 2115.13 2116.4 1 47.058823 1 R.EGISFHFTPVLVCKDPIR.T 457 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_102.007472.007472.2 2 5.198 0.5085 1682.33 1681.8 1 70 4 R.VAGTQACATETIDTSR.V 408 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_112.012200.012200.2 2 3.6094 0.2431 2216.09 2214.5 1 47.5 1 K.LLQALGLSPGNGKDHSILHSR.N 92 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011685.0116 2 2.8232 0.2191 1550.75 1551.9 2 61.538464 1 R.LAAAWDALIVRPVR.R 57 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_115.010962.010962.3 3 3.1379 0.1967 2214.65 2214.5 1 36.25 1 K.LLQALGLSPGNGKDHSILHSR.N 92 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_111.014463.014463.3 3 7.036 0.4894 3782.69 3782.2 1 27.205881 4 R.FFSDKETFHDIAQVASEFPGAQHYVGGNAALIGQK.F 132 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_111.013452.013452.3 3 3.4098 0.1853 2116.28 2116.4 2 36.764706 2 R.EGISFHFTPVLVCKDPIR.T 457 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsSD-NE_NT_lymphocytes_Ti_111.013451.013451.2 2 3.3295 0.2271 2114.97 2116.4 1 58.823532 1 R.EGISFHFTPVLVCKDPIR.T 457 2 *
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NP_112574.3| gi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Homo sapiens] 10 40 28.4 496 53961 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.014536.0145 3 6.6425 0.4206 3782.69 3782.2 1 24.264706 2 R.FFSDKETFHDIAQVASEFPGAQHYVGGNAALIGQK.F 132 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.011481.011481 3 3.9009 0.2118 2459.9 2458.7 1 33.75 3 R.CEAFGWHAIIVDGHSVEELCK.A 206 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_105.008322.008322 2 4.659 0.4094 1980.83 1979.2 1 61.764706 6 R.GITGVEDKESWHGKPLPK.N 247 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_PK_110.010237.010237 1 2.2096 0.2988 1104.56 1105.2 1 66.66667 1 F.GWHAIIVDGH.S 210 0 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_106.014133.014133 3 5.9458 0.3446 3753.53 3755.2 1 22.857143 9 R.ILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNR.V 556 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_PK_109.008506.008506 1 2.3152 0.29 861.42 861.98 1 71.42857 2 W.HAIIVDGH.S 212 0 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_PK_109.009698.009698 2 4.5723 0.4427 1707.51 1707.9 1 75 6 W.HAIIVDGHSVEELCK.A 212 1 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.008199.008199 2 4.5936 0.4395 2508.99 2509.7 1 57.14286 4 R.TSRPENAIIYNNNEDFQVGQAK.V 472 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_111.012398.012398 2 3.4754 0.3618 2614.89 2614.9 7 38.095238 1 K.RCEAFGWHAIIVDGHSVEELCK.A 205 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_105.016977.016977 3 4.1748 0.3614 2651.54 2651 4 26 2 K.SKDDQVTVIGAGVTLHEALAAAELLK.K 498 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_108.014541.014541 3 3.5945 0.1459 2781.17 2779.2 1 27.884615 1 K.SKDDQVTVIGAGVTLHEALAAAELLKK.E 498 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.008210.008210 3 4.9405 0.2888 2509.58 2509.7 1 40.476192 2 R.TSRPENAIIYNNNEDFQVGQAK.V 472 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_PHA_lymphocytes_PK_113.011969.011969 2 2.6166 0.2316 1777.43 1777 1 53.333336 2 L.NLRKISSDLDGHPVPK.Q 99 1 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.013346.0133 3 3.9651 0.2132 3756.68 3755.2 1 24.285715 1 R.ILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNR.V 556 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_NT_lymphocytes_Ti_102.012681.012681.2 2 3.8901 0.4281 2532.69 2533.8 1 40 2 K.QAFTDVATGSLGQGLGAACGMAYTGK.Y 115 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010040.0100 2 3.2417 0.337 1978.47 1979.2 1 52.941177 2 R.GITGVEDKESWHGKPLPK.N 247 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_NT_lymphocytes_Ti_105.018288.018288.2 2 5.4006 0.3215 2025.23 2024.3 1 71.875 6 K.NMAEQIIQEIYSQIQSK.K 265 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_NT_lymphocytes_Ti_110.017002.017002.2 2 3.6585 0.4856 1652.59 1652.9 1 65.38461 2 R.TVPFCSTFAAFFTR.A 382 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsSD-NE_NT_lymphocytes_Ti_107.014103.014103.3 3 4.6321 0.39 3754.91 3755.2 1 23.571428 1 R.ILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNR.V 556 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2515.251 2 2.0427 0.1684 2020.04 2021.3 2 41.666664 1 K.ILATPPQEDAPSVDIANIR.M 284 2 *
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_001055.1| gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 17 59 34.8 623 67878 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007008.0070 2 3.131 0.2378 1393.45 1393.6 1 83.33333 5 R.KISSDLDGHPVPK.Q 102 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsSD-NE_PHA_lymphocytes_PK_110.013841.01384 2 3.4382 0.3137 2287.05 2285.6 1 38.095238 2 A.AAGLDVTSPEPLPTNHPLLTLK.N 265 1 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsSD-NE_PHA_lymphocytes_PK_109.013518.013518 2 3.6414 0.2707 2142.03 2143.5 1 42.105263 2 A.GLDVTSPEPLPTNHPLLTLK.N 267 1 *
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486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsSD-NE_PHA_lymphocytes_Ti_107.010533.010533 3 3.557 0.2185 2018.57 2019.3 1 38.88889 2 R.GVAGAHGLLCLLSDHVDKR.I 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011139.0111 2 3.7176 0.457 1863.63 1863.1 1 55.88235 4 R.GVAGAHGLLCLLSDHVDK.R 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011687.01168 3 4.5433 0.4061 2468.21 2469.9 1 33.695652 1 K.IAAAGLDVTSPEPLPTNHPLLTLK.N 263 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.014418.01441 2 3.2679 0.2273 1673.87 1673 1 53.333336 1 R.NTMSLLAANNLLAGLR.G 303 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008586.0085 2 4.6193 0.3446 2062.59 2061.1 1 61.764706 1 R.AADCEVEQWDSDEPIPAK.E 26 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014081.0140 2 2.7296 0.1772 1673.97 1673 1 53.333336 1 R.NTMSLLAANNLLAGLR.G 303 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011517.01151 2 4.2254 0.3215 2470.07 2469.9 1 39.130436 3 K.IAAAGLDVTSPEPLPTNHPLLTLK.N 263 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011504.0115 3 4.2629 0.3621 2471.72 2469.9 1 31.52174 1 K.IAAAGLDVTSPEPLPTNHPLLTLK.N 263 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011771.01177 2 2.9225 0.165 1862.29 1863.1 3 44.11765 1 R.GVAGAHGLLCLLSDHVDK.R 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsSD-NE_NT_lymphocytes_Ti_112.012706.012706.3 3 3.919 0.3619 2019.5 2019.3 1 43.055553 2 R.GVAGAHGLLCLLSDHVDKR.I 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011471.0114 2 3.3046 0.3617 2020.45 2019.3 1 52.77778 2 R.GVAGAHGLLCLLSDHVDKR.I 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.011230.0112 3 4.8929 0.3912 1865.57 1863.1 1 45.588234 4 R.GVAGAHGLLCLLSDHVDK.R 48 2 *
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_036335.1| gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyruvate reductase [Homo sapiens] 11 31 27.7 328 35668 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.010214.0102 2 4.1135 0.3456 1575.51 1575.8 1 76.92308 4 K.NCVILPHIGSATHR.T 287 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.006698.00669 2 3.7863 0.2972 1920.61 1920 1 69.047615 2 R.SAVVAAGGGSSGQVTSNGSIGR.D 12 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.017297.01729 2 4.3556 0.3765 2733.69 2733 1 42.857143 3 K.FDAVSGDYYPIIYFNDYWNLQK.D 268 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.006696.00669 3 3.5466 0.1064 3396.47 3395.7 1 22.65625 1 R.EEASTSLPTKPTQGASSASEPQEAPPKPAEDKK.K 635 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006748.00674 3 4.2266 0.3175 3266.18 3267.5 1 24.193548 1 R.EEASTSLPTKPTQGASSASEPQEAPPKPAEDK.K 635 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.008814.00881 2 4.3011 0.2954 1531.55 1532.7 1 70 4 R.RGPAPQDQAGPGGAPR.V 75 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.006800.0068 3 4.3805 0.2685 3637.85 3638.9 1 25 2 R.EEASTSLPTKPTQGASSASEPQEAPPKPAEDKKKD.- 635 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.013648.01364 2 2.2835 0.197 1266.07 1265.5 7 66.66667 1 R.VSFCPLSLWR.W 305 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_PK_107.009672.0096 2 3.2344 0.2241 1688.41 1689.7 1 73.07692 2 D.WTSGENSDGCYEHF.A 136 0 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_PK_106.010016.0100 2 3.2573 0.3722 1318.27 1316.4 1 77.27273 2 R.AEDYGPVEVISH.W 226 1 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013185.01318 2 5.3448 0.3828 2616.57 2616.7 1 59.523808 2 K.SPWNFLGDELYEQSDEEQDSVK.V 325 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.017784.0177 2 5.0128 0.3739 2735.65 2733 1 50 10 K.FDAVSGDYYPIIYFNDYWNLQK.D 268 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_NT_lymphocytes_Ti_115.016164.01616 2 3.9239 0.4296 1728.53 1728 1 71.42857 1 K.ALNTFIDDLFAFVIK.M 548 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.005830.0058 2 2.9226 0.2088 1531.35 1532.7 1 56.666668 1 R.RGPAPQDQAGPGGAPR.V 75 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsSD-NE_NT_lymphocytes_Ti_104.014259.014259.2 2 3.092 0.1274 2619.45 2616.7 1 38.095238 1 K.SPWNFLGDELYEQSDEEQDSVK.V 325 2 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsSD-NE_PHA_lymphocytes_PK_105.012614.012614 2 2.8345 0.1686 2490.83 2489.5 2 40 1 Q.HDLVYGDWTSGENSDGCYEHF.A 129 0 *
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_001285.1| gi|4502897|ref|NP_001285.1| cleft lip and palate associated transmembrane protein 1 [Homo sap 12 36 26.2 669 76097 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.017542.0175 2 2.8182 0.1964 1728.55 1728 5 46.42857 2 K.ALNTFIDDLFAFVIK.M 548 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_107.018761.01876 2 3.4934 0.3993 1693.45 1692 1 73.07692 2 K.TFLRELPEPLLTFD.L 320 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_108.016318.016318 1 2.3056 0.2394 1327.65 1328.6 2 70 1 F.LRELPEPLLTF.D 322 0 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_110.011911.01191 2 3.2748 0.2997 1574.13 1574.8 1 69.230774 2 H.GLTSDNKPSLSWLR.D 128 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_108.019482.019482 2 2.7505 0.2163 1575.59 1576.9 1 75 2 K.TFLRELPEPLLTF.D 320 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.012727.012727 3 5.9368 0.3789 3806.45 3804.2 1 33.064518 1 K.HTLDQYVESDYTLLYLHHGLTSDNKPSLSWLR.D 110 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_NT_lymphocytes_Ti_114.017480.01748 2 2.2039 0.1732 1922.45 1920.2 6 37.5 1 R.FLTAFLVQISAHSDQNK.M 370 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.007108.0071 2 3.728 0.3407 1587.41 1587.7 1 76.92308 2 R.HQIVEVAGDDKYGR.K 70 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.018718.01871 2 2.8238 0.2733 3044.99 3043.4 7 26 1 R.ELPEPLLTFDLYPHVVGFLNIDESQR.V 324 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.018850.0188 2 3.5913 0.4733 3043.89 3043.4 1 36 3 R.ELPEPLLTFDLYPHVVGFLNIDESQR.V 324 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013091.01309 2 5.8912 0.3556 2315.09 2312.7 1 63.15789 2 R.VPATLQVLQTLPEENYQVLR.F 350 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_105.010389.010389 1 2.846 0.2182 1456.83 1456.6 1 66.66667 4 F.LNIDESQRVPATL.Q 342 0 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_107.000674.000674 2 3.2412 0.3217 2560.73 2562.9 1 30.952381 2 K.YNMGLPVDFDQYNELHLPAVIL.K 297 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_NT_lymphocytes_Ti_109.016706.016706.2 2 3.4966 0.2138 1991.69 1990.4 1 47.058823 2 K.MTNTNLAVVFGPNLLWAK.D 387 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_106.011783.011783 2 3.6013 0.2378 1636.69 1635.9 2 65.38461 2 K.NPEQEPIPIVLRET.V 253 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.020292.0202 2 2.4768 0.0901 1922.93 1920.2 1 46.875 1 R.FLTAFLVQISAHSDQNK.M 370 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_PHA_lymphocytes_PK_107.000944.000944 2 2.6802 0.2144 2086.77 2087.4 2 41.17647 1 R.ELPEPLLTFDLYPHVVGF.L 324 1 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_NT_lymphocytes_Ti_106.015688.015688.2 2 3.1294 0.2279 2690.39 2691.1 1 40.909092 2 K.YNMGLPVDFDQYNELHLPAVILK.T 297 2 *
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_004299.1| gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 [Homo sapiens] 15 34 38.3 439 50436 6.3 HsSD-NE_NT_lymphocytes_Ti_107.019405.019405.2 2 2.9067 0.2212 3045.69 3043.4 1 32 3 R.ELPEPLLTFDLYPHVVGFLNIDESQR.V 324 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_109.010537.010537 1 2.867 0.3809 1472.75 1473.7 1 58.333332 5 L.KLTTPTYGDLNHL.V 216 0
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_111.017411.01741 1 2.0601 0.1978 1276.56 1277.6 1 65 1 R.LHFFMPGFAPL.T 263 1
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_110.010696.010696 2 3.3522 0.197 1473.67 1473.7 3 66.66667 2 L.KLTTPTYGDLNHL.V 216 0
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.007701.0077 2 2.8901 0.0847 1260.51 1259.5 3 80 5 R.FPGQLNADLRK.L 242 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010286.01028 2 4.0086 0.3861 1147.29 1144.4 1 94.44444 6 K.LAVNMVPFPR.L 253 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008279.00827 2 2.7419 0.2425 1185.45 1183.4 1 77.77778 1 R.VSEHFSAMFK.R 381 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.016238.01623 2 2.9055 0.1646 2030.83 2029.3 1 47.058823 2 K.GHYTEGAELIENVLEVVR.H 104 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.018789.01878 2 4.6344 0.5267 2694.43 2693.1 1 47.916664 3 K.LTTPTYGDLNHLVSLTMSGITTSLR.F 217 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010829.01082 1 2.4005 0.3008 1272.57 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010822.01082 2 3.2295 0.2778 1143.17 1143.3 1 93.75 4 R.YLTVACIFR.G 310 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.016737.01673 2 3.2696 0.3119 2269.35 2269.6 1 45 1 R.GLSMAATFIGNNTAIQEIFNR.V 360 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009765.0097 2 3.619 0.2913 1143.87 1144.4 1 94.44444 4 K.LAVNMVPFPR.L 253 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.018670.01867 3 4.29 0.2705 2694.65 2693.1 2 28.125 1 K.LTTPTYGDLNHLVSLTMSGITTSLR.F 217 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_105.011816.011816 2 2.9965 0.2875 1300.85 1301.4 1 83.33333 1 D.NEALYDICFR.T 204 1
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_112.013712.013712.2 2 4.5045 0.4363 2298.95 2297.6 1 55.263157 6 R.LHFFMPGFAPLTAQGSQQYR.A 263 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_112.013722.013722.3 3 3.6483 0.2081 2297.78 2297.6 2 36.842106 1 R.LHFFMPGFAPLTAQGSQQYR.A 263 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.012551.0125 2 4.671 0.4753 2296.91 2297.6 1 63.15789 2 R.LHFFMPGFAPLTAQGSQQYR.A 263 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.012548.0125 3 5.56 0.4209 2296.97 2297.6 1 46.05263 6 R.LHFFMPGFAPLTAQGSQQYR.A 263 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_103.015380.015380 2 3.0331 0.2373 1534.43 1533.6 1 77.27273 2 C.FCIDNEALYDIC.F 200 0
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_PHA_lymphocytes_PK_105.010958.010958 1 2.163 0.3385 1344.69 1345.5 3 59.090908 1 K.LTTPTYGDLNHL.V 217 1
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_112.014617.014617.2 2 5.9058 0.3149 2031.35 2029.3 1 82.35294 4 K.GHYTEGAELIENVLEVVR.H 104 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015399.015399.2 2 2.9074 0.1318 1080.43 1078.2 9 85.71429 1 K.IREEYPDR.I 155 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2891.289 2 2.7527 0.2143 1143.39 1143.3 1 87.5 1 R.YLTVACIFR.G 310 2 *
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.007942.0079 1 1.9715 0.101 1259.75 1259.5 4 70 1 R.FPGQLNADLRK.L 242 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_111.012543.012543.1 1 2.8049 0.2225 1273.24 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NP_110400.1| gi|13562114|ref|NP_110400.1| "beta tubulin 1, class VI [Homo sapiens] " 20 65 32.6 451 50327 5.2 HsSD-NE_NT_lymphocytes_Ti_111.012539.012539.2 2 3.8506 0.2234 1272.67 1272.6 1 90 2 R.KLAVNMVPFPR.L 252 2
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.000506.000506 2 6.0685 0.4764 2051.83 2051.3 1 77.77778 2 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.001328.0013 2 2.8515 0.2001 2050.57 2051.3 2 41.666664 1 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.000550.00055 2 6.4294 0.5144 2053.87 2051.3 1 75 1 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsSD-NE_NT_lymphocytes_Ti_104.002180.002180.2 2 6.6008 0.5647 2053.05 2051.3 1 72.22222 8 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsSD-NE_NT_lymphocytes_Ti_105.002444.002444.3 3 5.8387 0.4414 2050.43 2051.3 1 52.77778 2 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsSD-NE_NT_lymphocytes_Ti_112.013318.013318.2 2 3.1933 0.3633 1714.29 1713 1 67.85714 2 R.LHPVILASIVDSYER.R 94 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsSD-NE_NT_lymphocytes_Ti_103.004149.004149.2 2 2.9433 0.2915 1659.57 1658.9 2 53.125 1 R.VIGLSSDLQQVGGASAR.I 262 2 *
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_003745.1| gi|4503519|ref|NP_003745.1| "eukaryotic translation initiation factor 3, subunit 5 epsilon, 47kDa [ 4 18 14.3 357 37564 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.5700.57 2 2.8421 0.3689 2051.87 2051.3 1 41.666664 1 R.IQDALSTVLQYAEDVLSGK.V 279 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_PHA_lymphocytes_Ti_112.013150.013150 3 5.5497 0.3893 2914.49 2914.2 1 35 3 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_PHA_lymphocytes_Ti_115.013157.013157 2 3.9487 0.3438 2323.93 2324.5 1 50 2 R.SVAHLFIDETSSEVLDELYR.V 25 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_PHA_lymphocytes_PK_108.014384.014384 3 3.55 0.1952 1864.67 1864.1 1 42.857143 1 L.LTECRDVLLELVEHH.L 120 0 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012800.01280 3 5.3935 0.341 2912.24 2914.2 1 43 1 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012852.0128 2 3.227 0.267 2914.91 2914.2 5 32 1 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_NT_lymphocytes_Ti_114.013020.013020.3 3 6.7462 0.2945 2916.62 2914.2 1 46 1 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_NT_lymphocytes_Ti_114.013007.013007.2 2 3.2296 0.3355 2913.65 2914.2 1 40 1 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsSD-NE_NT_lymphocytes_Ti_109.016138.016138.2 2 3.2735 0.283 2323.87 2324.5 1 47.368423 5 R.SVAHLFIDETSSEVLDELYR.V 25 2 *
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|NP_078851.2| gi|157389001|ref|NP_078851.2| "tumor necrosis factor, alpha-induced protein 8-like 2 [Homo sapien 4 19 33.2 184 20556 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.012776.0127 3 7.1352 0.411 2912.72 2914.2 1 47 4 R.HVFDHFSDPGLLTALYGPDFTQHLGK.I 145 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_110.014995.014995 2 3.6978 0.2963 2732.41 2733.1 1 40.909092 1 K.DNQVVQLHPSTVLDHKPEWVLYN.E 715 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_111.018383.018383 2 2.816 0.2115 2505.23 2503.9 1 37.5 1 Q.IYFDNCPLLTIPGRTHPVEIF.Y 302 0 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_Ti_111.012956.012956 2 5.301 0.4917 2213.61 2212.5 1 69.44444 2 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_111.016709.016709 2 3.0181 0.2644 2225.95 2227.5 1 41.666664 1 Y.FDNCPLLTIPGRTHPVEIF.Y 304 0 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_Ti_109.009584.009584 2 3.0194 0.0948 1417.03 1415.6 4 68.181816 3 R.YGVIILDEAHER.T 254 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_113.013676.013676 2 4.0327 0.2996 1994.73 1993.2 1 56.25 2 T.SLPQCINPFTNLPHTPR.Y 110 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_108.013450.013450 1 3.0141 0.1982 1353.89 1352.5 2 63.636364 6 R.FAHIDGDHLTLL.N 617 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.007949.007949 3 3.6647 0.3522 1487.66 1487.6 3 54.166668 2 R.HRLDLGEDYPSGK.K 5 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_107.015187.015187 2 2.9621 0.1507 1248.63 1249.5 7 63.636364 1 D.GVVFVIDPGFAK.Q 432 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_110.016082.016082 3 3.724 0.241 2620.76 2619 1 33.333336 1 K.DNQVVQLHPSTVLDHKPEWVLY.N 715 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_108.014064.014064 2 2.9553 0.2161 2146.43 2146.2 2 46.666668 2 Q.NHESVQWCYDNFINYR.S 637 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.011455.011455 2 3.4538 0.3431 1428.67 1429.7 1 66.66667 4 R.IRVESLLVTAISK.A 451 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.012165.012165 3 3.9101 0.3119 2213.99 2212.5 1 47.22222 3 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015164.01516 2 3.3348 0.21 1954.25 1955.2 1 53.333336 1 K.FQIYFDNCPLLTIPGR.T 300 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.015050.0150 2 3.6154 0.2793 1954.47 1955.2 1 66.66667 1 K.FQIYFDNCPLLTIPGR.T 300 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012136.01213 2 2.2178 0.0867 1737.35 1736 1 50 1 K.ALVTGYFMQVAHLER.T 692 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009380.0093 2 3.2923 0.2977 1158.13 1158.4 2 85 1 R.SNLGSVVLQLK.K 505 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.011966.01196 2 5.2096 0.5042 2212.63 2212.5 1 75 5 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.011982.01198 3 5.0492 0.456 2215.43 2212.5 1 52.77778 1 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_114.012232.012232.3 3 6.2045 0.4621 2212.67 2212.5 1 56.944443 4 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_106.019262.019262 2 3.4785 0.3981 1275.53 1275.6 1 77.27273 1 R.TLATDILMGVLK.E 266 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_104.016130.016130.2 2 4.4143 0.3815 1275.37 1275.6 1 86.36364 4 R.TLATDILMGVLK.E 266 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_106.015524.015524 2 3.695 0.2254 1807.99 1808.1 1 67.85714 2 F.QIYFDNCPLLTIPGR.T 301 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_106.015370.015370.2 2 3.5434 0.3371 1954.39 1955.2 1 56.666668 3 K.FQIYFDNCPLLTIPGR.T 300 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_106.000843.000843 2 3.4176 0.2461 2244.81 2243.5 1 52.63158 2 K.LGIDDLVHFDFMDPPAPETL.M 517 1 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012045.0120 2 5.3401 0.515 2212.67 2212.5 1 75 2 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_107.012131.012131.2 2 2.5725 0.1889 2647.21 2647.9 2 40.476192 1 R.THPVEIFYTPEPERDYLEAAIR.T 316 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_107.016197.016197.3 3 3.9524 0.1831 2661.62 2659.1 1 37.5 2 K.KLGIDDLVHFDFMDPPAPETLMR.A 516 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_NT_lymphocytes_Ti_114.012220.012220.2 2 5.6484 0.4624 2211.93 2212.5 1 75 2 R.FAHIDGDHLTLLNVYHAFK.Q 617 2 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_105.014652.014652 2 2.897 0.1909 1494.21 1491.8 2 66.66667 1 M.MAEFPLDPQLAKM.V 562 0 *
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NP_001349.2| gi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box polypeptide 15 [Homo sapiens] 23 66 29.8 795 90933 7.5 HsSD-NE_PHA_lymphocytes_PK_105.012519.012519 2 3.5332 0.2287 1403.51 1403.6 1 90.909096 3 Y.FDNCPLLTIPGR.T 304 1 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsSD-NE_PHA_lymphocytes_PK_114.017623.017623 2 3.0729 0.2083 2586.63 2587 6 36.95652 1 N.LALPPTINLLGELSVLVTTFSWSN.I 367 0 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.012394.01239 2 3.7574 0.2285 1469.49 1468.8 1 81.818184 4 K.MPLYGLHLWLPK.A 207 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.016622.01662 2 4.8927 0.3566 1842.21 1839.4 1 73.333336 3 K.LIVPTIMLLPLTWLSK.K 4 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.001461.00146 2 4.3547 0.3037 3007.47 3005.6 1 38.46154 5 R.ENTLMFMHLSPILLLSLNPDIITGFSS.- 433 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsSD-NE_NT_lymphocytes_Ti_111.002840.002840.2 2 3.2672 0.2221 3004.99 3005.6 1 32.692307 1 R.ENTLMFMHLSPILLLSLNPDIITGFSS.- 433 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.016766.0167 3 4.1079 0.3397 1839.44 1839.4 1 56.666668 2 K.LIVPTIMLLPLTWLSK.K 4 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.016742.0167 2 4.2391 0.4295 1838.79 1839.4 1 70 2 K.LIVPTIMLLPLTWLSK.K 4 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1711.171 2 2.6897 0.2298 1026.47 1026.1 1 87.5 2 R.HLSSEPLSR.K 83 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.016406.0164 2 3.8924 0.3091 3005.63 3005.6 3 32.692307 6 R.ENTLMFMHLSPILLLSLNPDIITGFSS.- 433 2 *
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NP_536852.1| gi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [Homo sapiens] 6 29 19.2 459 51581 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012598.0125 2 3.4823 0.2591 1468.25 1468.8 1 81.818184 3 K.MPLYGLHLWLPK.A 207 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_111.014143.014143 2 4.2989 0.3022 2303.81 2304.7 1 62.5 2 E.VNRVPAGNWVLIEGVDQPIVK.T 541 1 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_106.012010.012010 2 3.4226 0.0958 2367.47 2366.5 1 55.88235 2 K.RYDQDLCYTDILFTEQER.G 160 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_104.015618.015618 2 3.1154 0.2654 2084.39 2082.3 1 44.444447 6 K.VADPVVTFCETVVETSSLK.C 655 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_115.012824.012824 2 3.8963 0.367 1894.75 1895.3 1 59.375 5 K.SIVIRPLEPQPAPHLAR.E 915 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_106.009029.009029 2 2.8594 0.3175 2049.63 2051.4 3 41.666664 1 R.RGHVTQDAPIPGSPLYTIK.A 854 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_110.018132.018132 2 3.886 0.2134 1988.07 1987.2 1 62.5 3 K.GLAEDIENEVVQITWNR.K 695 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_101.012410.012410 2 3.3176 0.1642 2021.17 2019.2 1 60.000004 1 K.TCFVDCLIEQTHPEIR.K 143 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_Ti_109.011332.011332 2 3.4127 0.1759 2493.71 2494.7 1 55.555557 4 R.KRYDQDLCYTDILFTEQER.G 159 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_111.015198.015198 2 4.1948 0.349 2090.03 2091.5 1 55.555557 5 N.RVPAGNWVLIEGVDQPIVK.T 543 1 *
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494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_NT_lymphocytes_Ti_108.018224.01822 2 4.016 0.3076 1990.11 1987.2 1 56.25 3 K.GLAEDIENEVVQITWNR.K 695 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.016950.0169 2 3.2249 0.2906 1485.25 1485.8 1 81.818184 1 R.SFVEFILEPLYK.I 368 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_NT_lymphocytes_Ti_104.015300.01530 2 4.852 0.408 2760.57 2759 1 44 1 R.SIWAFGPDATGPNILVDDTLPSEVDK.A 731 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015406.0154 2 3.9399 0.4572 2758.45 2759 1 40 2 R.SIWAFGPDATGPNILVDDTLPSEVDK.A 731 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_106.014394.014394.2 2 3.6493 0.3629 2684.97 2685 1 41.304348 1 K.SYLFNIMDTPGHVNFSDEVTAGLR.I 197 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.009473.0094 2 2.5205 0.2075 1375.41 1373.5 1 68.181816 1 R.NVTLCGHLHHGK.T 131 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_103.014776.014776.2 2 3.4596 0.3479 1441.03 1439.7 1 81.818184 3 K.FFDDPMLLELAK.Q 952 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_102.010418.010418.2 2 3.815 0.434 2426.63 2428.5 1 47.5 2 K.VLGENYTLEDEEDSQICTVGR.L 509 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_102.000015.000015 2 3.8348 0.2944 1531.13 1530.7 1 73.07692 2 K.GLAEDIENEVVQIT.W 695 1 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_108.017591.017591.1 1 3.1304 0.2325 1486.97 1485.8 3 63.636364 2 R.SFVEFILEPLYK.I 368 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_105.009556.009556 2 3.3235 0.3514 1358.37 1357.5 1 87.5 2 L.AQVVGDVDTSLPR.T 382 1 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_108.015777.015777.3 3 4.1887 0.3831 3000.23 3001.3 1 28 1 K.VEESGEHVILGTGELYLDCVMHDLRK.M 621 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_102.012645.012645.2 2 5.9536 0.523 1897.83 1896.1 1 80 6 K.IYADTFGDINYQEFAK.R 326 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_107.016388.016388.2 2 4.0255 0.3386 2875.35 2873.2 1 39.583336 2 K.VEESGEHVILGTGELYLDCVMHDLR.K 621 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_PHA_lymphocytes_PK_103.012324.012324 2 4.2879 0.3709 2014.09 2015.1 1 59.375 2 K.VLGENYTLEDEEDSQIC.T 509 1 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_103.016426.016426.2 2 5.4553 0.4077 2759.59 2759 1 48 9 R.SIWAFGPDATGPNILVDDTLPSEVDK.A 731 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_103.011731.011731.2 2 3.7953 0.3626 1584.85 1583.8 1 71.42857 5 K.ILAQVVGDVDTSLPR.T 380 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_107.017175.017175.2 2 3.1046 0.2859 1485.61 1485.8 1 77.27273 3 R.SFVEFILEPLYK.I 368 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsNaOH-NE_PHA_lymphocytes_Ti_115.010426.0104 2 2.6369 0.2349 1895.19 1895.3 2 46.875 1 K.SIVIRPLEPQPAPHLAR.E 915 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_108.018661.018661.2 2 5.0895 0.3328 1989.91 1987.2 1 71.875 8 K.GLAEDIENEVVQITWNR.K 695 2 *
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NP_004238.2| gi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding domain containing 2 [Homo sapie 24 87 32.7 972 109478 5 HsSD-NE_NT_lymphocytes_Ti_109.019553.019553.2 2 3.0121 0.3028 2994.61 2993.4 2 30.000002 1 R.LMEPYYFVEVQAPADCVSAVYTVLAR.R 827 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_111.013446.013446 2 4.1405 0.2738 2128.97 2129.5 1 55.263157 2 R.VAGVVAPTLPREDLEKIIAH.F 529 1 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_112.018452.018452 2 3.6835 0.2651 2276.49 2276.7 1 42.5 2 R.VAGVVAPTLPREDLEKIIAHF.L 529 1 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_111.011730.011730 2 2.7708 0.2727 1473.47 1471.7 7 70 1 S.FNRPNLYYEVR.Q 281 1 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_Ti_105.009423.009423 3 4.5006 0.3047 2619.95 2620.8 1 35 3 R.IAVDEVHCCSQWGHDFRPDYK.A 216 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_111.011414.011414 2 2.5881 0.298 1536.27 1536.6 1 59.090908 1 C.SQWGHDFRPDYK.A 225 1 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_111.012093.012093 2 3.0465 0.1937 1398.99 1396.6 7 63.636364 1 M.GIDKPDVRFVIH.A 377 0
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_Ti_102.010469.010469 2 3.7883 0.2011 1819.57 1819.2 9 53.333336 1 K.FRPLQLETINVTMAGK.E 92 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_111.010500.010500 2 3.1346 0.1741 1775.63 1776 1 57.14286 1 Y.HANLEPEDKTTVHRK.W 345 1 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.010989.010989 2 5.4921 0.4403 2178.71 2179.4 1 67.64706 2 R.VLMAQHFDEVWNSEACNK.M 456 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009714.00971 1 2.6604 0.1844 1204.99 1204.5 1 72.22222 1 K.VKDILQNVFK.L 79 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013924.01392 2 2.6953 0.2764 2512.87 2512.8 2 34.782608 1 R.QFPNASLIGLTATATNHVLTDAQK.I 244 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008822.0088 2 3.3436 0.3148 2621.73 2620.8 2 40 5 R.IAVDEVHCCSQWGHDFRPDYK.A 216 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009753.00975 2 2.6771 0.1756 1204.53 1204.5 7 77.77778 1 K.VKDILQNVFK.L 79 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008579.0085 3 4.192 0.3853 2619.68 2620.8 1 36.25 4 R.IAVDEVHCCSQWGHDFRPDYK.A 216 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011937.01193 2 3.3166 0.2978 1487.61 1487.8 1 86.36364 3 K.IIAHFLIQQYLK.E 545 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011776.01177 2 4.0129 0.4237 2670.89 2669 1 43.75 1 K.RQFPNASLIGLTATATNHVLTDAQK.I 243 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.015750.0157 2 2.835 0.2124 1712.33 1710.9 1 61.538464 2 K.ADCILYYGFGDIFR.I 412 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_NT_lymphocytes_Ti_115.012225.012225.2 2 3.9857 0.319 1487.83 1487.8 1 77.27273 3 K.IIAHFLIQQYLK.E 545 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_104.012608.012608 2 4.1417 0.3332 1374.17 1374.4 1 86.36364 3 L.TEELDSITSELH.A 8 0 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_107.000398.000398 2 3.249 0.2259 2341.79 2340.6 9 42.5 1 S.ALTEELDSITSELHAVEIQIQ.E 6 0 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_NT_lymphocytes_Ti_106.015484.015484.2 2 3.6547 0.4025 1712.37 1710.9 1 65.38461 3 K.ADCILYYGFGDIFR.I 412 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_105.017781.01778 2 3.4875 0.4393 1725.97 1728.9 1 63.333332 1 S.ALTEELDSITSELHAV.E 6 0 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_105.015062.015062 2 4.854 0.2284 1557.99 1558.7 1 84.61539 3 S.ALTEELDSITSELH.A 6 0 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011892.0118 2 3.5088 0.3133 1488.41 1487.8 1 72.72727 1 K.IIAHFLIQQYLK.E 545 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011888.0118 2 2.1475 0.2088 2669.63 2669 1 43.75 1 K.RQFPNASLIGLTATATNHVLTDAQK.I 243 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_NT_lymphocytes_Ti_112.013145.013145.3 3 5.9334 0.3692 2671.07 2669 1 42.708336 2 K.RQFPNASLIGLTATATNHVLTDAQK.I 243 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_NT_lymphocytes_Ti_113.012232.012232.1 1 2.2293 0.2394 1487.49 1487.8 1 54.545456 1 K.IIAHFLIQQYLK.E 545 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_NT_lymphocytes_Ti_104.011841.011841.3 3 4.5916 0.3371 3463.28 3463.5 1 29.166666 2 K.QCLEDSDAGASNEYDSSPAAWNKEDFPWSGK.V 48 2 *
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NP_002898.2| gi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Homo sapiens] 24 54 34.4 649 73457 7.9 HsSD-NE_PHA_lymphocytes_PK_105.020902.020902 2 3.2231 0.348 1815.55 1816 1 50 1 V.SALTEELDSITSELHAV.E 5 0 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013913.01391 2 3.8505 0.2441 2787.41 2787.1 1 45.652176 1 K.AHCENFNLLLPSCVEDSVTPITLR.L 710 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.014811.0148 2 4.839 0.5262 2794.39 2794.1 1 50 4 R.LQYFGQALSGGQDLTQDGLVDLAVGAR.G 581 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_PK_112.012532.0125 2 2.6137 0.1524 1382.53 1382.5 2 61.538464 1 D.SDGSTDLVLIGAPH.Y 469 0 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_PK_112.012803.0128 2 5.2777 0.2651 1897.99 1898 1 72.22222 11 C.SVDVDSDGSTDLVLIGAPH.Y 464 0 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007911.0079 2 2.6623 0.3001 1857.39 1857.1 1 60.000004 2 K.ELNDIASKPSQEHIFK.V 300 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.012386.0123 2 3.8225 0.4912 2451.11 2451.6 1 42.857143 2 K.NCGADHICQDNLGISFSFPGLK.S 770 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012582.01258 2 3.8947 0.4303 2450.51 2451.6 1 42.857143 1 K.NCGADHICQDNLGISFSFPGLK.S 770 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010504.01050 2 2.9244 0.2383 1490.13 1489.6 1 75 2 K.FQTHFTFEEFR.R 197 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011991.01199 2 3.181 0.2691 2116.51 2118.3 3 50 3 R.WWCDAVLYGEQGHPWGR.F 504 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008316.00831 2 3.7408 0.302 2408.23 2408.5 1 50 1 R.SLHLTCDSAPVGSQGTWSTSCR.I 843 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsSD-NE_NT_lymphocytes_Ti_103.016015.016015.2 2 3.7971 0.4529 2795.27 2794.1 1 44.230766 2 R.LQYFGQALSGGQDLTQDGLVDLAVGAR.G 581 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsSD-NE_NT_lymphocytes_Ti_110.011945.011945.2 2 2.6558 0.0978 1492.25 1489.6 1 75 1 K.FQTHFTFEEFR.R 197 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011264.0112 3 6.5571 0.3889 2210.3 2210.5 1 48.75 2 R.GAVYLFHGVLGPSISPSHSQR.I 551 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013664.0136 3 5.359 0.4972 3253.76 3254.7 1 28.448275 2 R.SSNPLSLLASVHQLQGFTYTATAIQNVVHR.L 209 2 *
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NP_000878.2| gi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo sapiens] 12 36 18.7 1163 127829 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1592.159 2 2.0451 0.0868 919.44 919.03 3 81.25 1 R.IAGSQLSSR.L 572 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_107.014226.014226 2 3.5498 0.2105 1854.11 1852.1 3 53.125 2 N.TVNKIDQGAIDLLHNVT.E 130 0 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_107.012670.012670 2 3.4511 0.4043 1283.39 1283.5 1 90 2 L.HNVTELTDLLK.A 143 1 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_107.012702.012702 1 2.9308 0.2581 1283.75 1283.5 1 75 1 L.HNVTELTDLLK.A 143 1 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.000489.000489 2 4.2752 0.3995 3017.07 3016.4 1 37.037037 5 K.NLVLTYVNAISSGDLPCIENAVLALAQR.E 293 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_107.020021.02002 2 2.7113 0.3572 1379.75 1381.6 1 75 1 A.SFFPDLVWTLR.D 171 1 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.019469.019469 2 2.5596 0.1279 3022.69 3023.3 1 38 1 R.DFCLGLEIDGQLVTPDEYLENSLRPK.Q 182 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.000843.000843 3 3.3346 0.271 3017.75 3016.4 4 25.925926 1 K.NLVLTYVNAISSGDLPCIENAVLALAQR.E 293 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_109.015686.015686 2 2.924 0.3086 1507.85 1509.8 3 66.66667 1 D.LLHNVTELTDLLK.A 141 1 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008475.00847 2 4.3217 0.3576 2315.51 2316.5 1 50 2 K.SKESVSHAILQTDQALTETEK.K 465 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.018758.0187 2 5.1185 0.3782 2223.75 2222.5 1 60.526318 2 K.IDQGAIDLLHNVTELTDLLK.A 134 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.018576.0185 3 6.0777 0.3322 2222.54 2222.5 1 50 1 K.IDQGAIDLLHNVTELTDLLK.A 134 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.016154.0161 3 5.3508 0.4256 2962.88 2964.2 1 39 3 R.NSPDLDRVEDPADSASFFPDLVWTLR.D 156 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009932.00993 2 2.9221 0.1611 1376.31 1376.6 5 65 2 K.CFIFDLPAHQK.K 233 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009159.00915 2 3.3831 0.3215 1281.73 1282.4 1 70 5 R.SLLSELQHAQR.T 565 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012429.01242 1 2.6033 0.1768 1219.66 1218.4 1 65 1 K.DIFGPLEEAVK.Q 411 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_NT_lymphocytes_Ti_105.018135.018135.3 3 5.4435 0.3745 2222.93 2222.5 1 44.736843 2 K.IDQGAIDLLHNVTELTDLLK.A 134 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.016203.0162 2 4.1514 0.4052 3018.61 3016.4 1 35.185184 2 K.NLVLTYVNAISSGDLPCIENAVLALAQR.E 293 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020439.020439 3 4.6318 0.3384 2965.04 2964.2 1 33 2 R.NSPDLDRVEDPADSASFFPDLVWTLR.D 156 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_NT_lymphocytes_Ti_107.000830.000830.2 2 2.2846 0.0804 3022.15 3023.3 3 28 2 R.DFCLGLEIDGQLVTPDEYLENSLRPK.Q 182 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_106.010413.010413 2 3.507 0.2175 1537.83 1537.8 1 76.92308 1 N.TVNKIDQGAIDLLH.N 130 0 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.000201.0002 3 3.3117 0.1404 3016.04 3016.4 1 28.703705 2 K.NLVLTYVNAISSGDLPCIENAVLALAQR.E 293 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_NT_lymphocytes_Ti_107.016559.016559.2 2 3.51 0.1075 1938.67 1936.3 1 60.000004 1 K.VQLPMETLQELLDLHR.T 341 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020404.020404 2 4.1782 0.3253 2594.65 2593.8 2 38.636364 2 R.NSPDLDRVEDPADSASFFPDLVW.T 156 1 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020310.020310 2 2.6338 0.1919 2964.19 2964.2 4 34 1 R.NSPDLDRVEDPADSASFFPDLVWTLR.D 156 2 *
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NP_443174.1| gi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Homo sapiens] 21 48 32.9 586 66617 5.6 HsSD-NE_PHA_lymphocytes_PK_106.001558.001558 2 2.9852 0.1925 2807.61 2808 1 35.416664 2 R.NSPDLDRVEDPADSASFFPDLVWTL.R 156 1 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.011076.011076 2 2.4977 0.1489 1205.89 1206.4 1 90 1 K.FATEAAITILR.I 516 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_Ti_106.019531.019531 3 4.8625 0.2328 3104 3101.5 1 41.07143 11 K.VLCELADLQDKEVGDGTTSVVIIAAELLK.N 74 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_PK_108.008376.008376 2 3.5091 0.2454 1412.47 1412.5 1 77.27273 2 R.AFHNEAQVNPER.K 469 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.019301.019301 2 4.7467 0.4145 3102.29 3101.5 1 44.642857 14 K.VLCELADLQDKEVGDGTTSVVIIAAELLK.N 74 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.012704.0127 2 4.3086 0.3835 2105.81 2105.4 1 55.263157 1 K.MLVDDIGDVTITNDGATILK.L 44 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.013586.01358 2 4.4974 0.4425 2355.39 2354.7 1 59.090908 3 R.SLLVIPNTLAVNAAQDSTDLVAK.L 444 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_PK_105.010080.010080 2 2.8137 0.225 1526.35 1526.8 2 66.66667 1 Q.VVITDPEKLDQIR.Q 252 1
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_PK_103.011060.011060 1 1.8853 0.171 1280.41 1281.3 5 54.545456 1 L.ANLEGEETFEAA.M 332 0
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_103.010442.010442.2 2 3.6965 0.2283 1198.31 1195.4 1 88.88889 4 K.IACLDFSLQK.T 234 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_102.015364.015364.3 3 4.4859 0.3461 2357.48 2354.7 1 39.772728 2 R.SLLVIPNTLAVNAAQDSTDLVAK.L 444 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_PK_105.014873.014873 2 2.5607 0.1753 1982.51 1984.1 1 46.666668 1 A.NDFMCDEMERSLHDAL.C 381 0
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_102.015350.015350.2 2 5.1079 0.3988 2354.67 2354.7 1 59.090908 5 R.SLLVIPNTLAVNAAQDSTDLVAK.L 444 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_104.011159.011159.2 2 3.1715 0.2178 1763.79 1763.9 5 57.14286 1 R.YINENLIVNTDELGR.D 131 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_103.010331.010331.2 2 3.0283 0.2345 1149.51 1148.3 1 88.88889 1 R.EQLAIAEFAR.S 434 2
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_102.014330.014330.2 2 5.0106 0.4281 2105.03 2105.4 1 65.789474 3 K.MLVDDIGDVTITNDGATILK.L 44 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_PHA_lymphocytes_PK_102.018165.018165 2 2.9768 0.3902 1582.59 1582.7 2 50 1 L.STLANLEGEETFEAA.M 329 0
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_102.011244.011244.2 2 4.5708 0.3855 1518.31 1517.8 1 85.71429 2 R.SQNVMAAASIANIVK.S 19 2 *
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NP_110379.2| gi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Homo sapiens] 16 56 37.2 556 60344 6.1 HsSD-NE_NT_lymphocytes_Ti_104.008056.008056.2 2 3.8159 0.3629 1930.33 1930.9 1 61.764706 2 K.DDKHGSYEDAVHSGALND.- 539 2
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsSD-NE_PHA_lymphocytes_PK_111.013268.013268 1 2.4064 0.361 1248.93 1249.5 2 54.545456 1 L.TCPHPLAGIVAL.S 134 0 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.016040.016040 3 4.9908 0.3575 2740.07 2740 1 40 2 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.016613.0166 2 3.3814 0.4441 2739.77 2740 1 36 1 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.017102.01710 3 6.1702 0.453 2741.66 2740 1 38 2 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.017146.01714 2 3.5882 0.3811 2739.99 2740 1 38 2 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsSD-NE_NT_lymphocytes_Ti_111.015425.015425.2 2 4.8585 0.4791 2742.15 2740 1 44 4 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016574.0165 3 4.0833 0.2851 2739.2 2740 1 33 2 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsSD-NE_NT_lymphocytes_Ti_104.019004.019004.2 2 3.8284 0.371 2637.93 2638 1 39.130436 3 K.MVMPSWFDLMGLSPDAPEDEAGIK.K 70 2 *
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_009191.1| gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapiens] 4 20 26.8 231 24737 7.2 HsSD-NE_NT_lymphocytes_Ti_110.017876.017876.3 3 5.9749 0.4813 2741.96 2740 1 37 3 R.ETAAVIFLHGLGDTGHSWADALSTIR.L 23 2 *
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsSD-NE_PHA_lymphocytes_Ti_101.009334.009334 2 2.776 0.3573 1786.11 1787.9 1 53.571426 1 K.NKDQGTYEDYVEGLR.V 80 2
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016972.01697 2 3.7124 0.2933 1889.83 1889.3 1 60.000004 2 K.VLDFEHFLPMLQTVAK.N 64 2
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.016248.0162 2 4.4172 0.2953 1892.01 1889.3 1 60.000004 2 K.VLDFEHFLPMLQTVAK.N 64 2
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsSD-NE_NT_lymphocytes_Ti_106.015783.015783.2 2 4.8614 0.3106 1891.03 1889.3 1 73.333336 5 K.VLDFEHFLPMLQTVAK.N 64 2
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsSD-NE_PHA_lymphocytes_PK_106.021015.021015 1 2.0152 0.2344 1488.74 1489.8 4 54.545456 1 K.VLDFEHFLPMLQ.T 64 1
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsSD-NE_NT_lymphocytes_Ti_107.016619.016619.3 3 3.567 0.2495 1889.45 1889.3 1 48.333332 1 K.VLDFEHFLPMLQTVAK.N 64 2
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NP_066299.2| gi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| "myosin, light chain 6, alkali, smooth muscle and non-muscle isofor 5 13 29.1 151 16930 4.7 HsSD-NE_NT_lymphocytes_Ti_103.008228.008228.2 2 2.3324 0.0802 1354.15 1355.5 6 62.5 1 R.ALGQNPTNAEVLK.V 38 2
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_114.012622.012622 2 3.1429 0.2309 1707.37 1707.9 3 70.83333 2 A.LFCHEPCRPLHQL.A 711 0 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.004500.004500 2 2.4486 0.1161 2019.39 2020.3 1 44.736843 1 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.013488.013488 2 2.9553 0.2175 1956.35 1954.2 7 43.75 2 K.VFPGSTTEDYNLIVIER.G 508 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_113.013358.013358 3 4.856 0.3671 4308.29 4307.9 1 21.621622 14 R.VLLALFCHEPCRPLHQLATDSTFSLDQPGGTLDLTLIR.A 707 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_110.010904.010904 2 3.634 0.3024 1650.97 1649.8 1 75 2 H.KDHQYQFLEDAVR.N 238 1 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.007196.007196 1 1.9447 0.2158 932.55 933.06 2 75 1 K.HQEHILR.F 341 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.009488.009488 2 4.5748 0.3611 2487.57 2488.6 1 57.894737 2 R.DCQLNAHKDHQYQFLEDAVR.N 231 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.009882.009882 2 4.2389 0.4276 2136.95 2138.3 1 81.25 6 K.HEPLVLFCESCDTLTCR.D 214 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.011062.011062 3 4.1093 0.1826 4113.77 4114.3 1 18.292683 2 R.LLPCLHSACSACLGPAAPAAANSSGDGGAAGDGTVVDCPVCK.Q 80 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.009874.009874 3 3.9399 0.4423 2136.95 2138.3 1 43.75 3 K.HEPLVLFCESCDTLTCR.D 214 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.009525.009525 3 5.0598 0.3012 2490.62 2488.6 1 46.05263 2 R.DCQLNAHKDHQYQFLEDAVR.N 231 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.008872.008872 2 4.4158 0.3037 1787.29 1787 1 80 2 K.LTEDKADVQSIIGLQR.F 775 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_Ti_111.012105.012105 2 3.391 0.3523 3141.01 3140.4 1 31.25 1 R.TVYCNVHKHEPLVLFCESCDTLTCR.D 206 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_113.003833.003833 2 3.1961 0.3262 1858.05 1858 1 64.28571 2 N.AHKDHQYQFLEDAVR.N 236 1 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011172.01117 2 3.3251 0.1607 1955.11 1954.2 1 62.5 2 K.VFPGSTTEDYNLIVIER.G 508 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009483.00948 3 4.696 0.3175 2023.07 2020.3 1 53.947372 1 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
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501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.011141.0111 2 4.3036 0.4477 1658.29 1659.9 1 75 1 R.LDLDLTADSQPPVFK.V 493 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008721.0087 2 4.6044 0.3471 2489.45 2488.6 1 60.526318 3 R.DCQLNAHKDHQYQFLEDAVR.N 231 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.008980.0089 2 2.7975 0.1687 1201.91 1200.4 3 80 1 K.ADVQSIIGLQR.F 780 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.009503.00950 2 4.237 0.2568 2020.89 2020.3 1 65.789474 1 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007472.0074 3 4.7774 0.3853 2021.87 2020.3 1 50 1 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010491.01049 2 3.0785 0.1933 2139.25 2138.3 2 46.875 1 K.HEPLVLFCESCDTLTCR.D 214 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007473.0074 2 3.996 0.2522 2020.59 2020.3 1 57.894737 6 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_113.011234.011234.3 3 5.4019 0.4321 3140.12 3140.4 1 33.333336 2 R.TVYCNVHKHEPLVLFCESCDTLTCR.D 206 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_115.010841.010841.2 2 2.5481 0.148 1217.97 1218.5 6 81.25 1 K.KLIYFQLHR.A 366 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_106.015077.015077 2 3.6015 0.3167 2099.87 2099.2 1 47.058823 2 D.CHLPALQDVPGEEWSCSL.C 651 0 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_111.011046.011046.2 2 3.9727 0.24 2021.79 2020.3 1 52.63158 2 K.IVAERPGTNSTGPAPMAPPR.A 408 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_104.010136.010136.2 2 4.7396 0.31 1787.99 1787 1 83.33333 2 K.LTEDKADVQSIIGLQR.F 775 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_102.010906.010906.3 3 4.3827 0.3092 3560.93 3560.8 1 26.35135 1 R.LASPSGSTSSGLEVVAPEGTSAPGGGPGTLDDSATICR.V 592 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_105.016087.016087.3 3 3.5347 0.1809 3445.64 3444.6 1 20.833332 1 R.STAPSAAASASASAAASSPAGGGAEALELLEHCGVCR.E 33 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_109.012421.012421.3 3 7.4852 0.5336 3600.5 3600.8 1 31.756756 2 K.RSTAPSAAASASASAAASSPAGGGAEALELLEHCGVCR.E 32 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_102.012416.012416.2 2 4.5533 0.4421 1658.85 1659.9 1 78.57143 2 R.LDLDLTADSQPPVFK.V 493 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_104.014796.014796.2 2 3.0246 0.2233 1981.59 1981.2 1 44.11765 1 R.FASWALESDNNTALLLSK.K 348 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_106.014159.014159 2 4.0914 0.2736 1955.89 1954.2 1 59.375 1 K.VFPGSTTEDYNLIVIER.G 508 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_NT_lymphocytes_Ti_108.011336.011336.2 2 3.4864 0.3111 2137.85 2138.3 1 53.125 2 K.HEPLVLFCESCDTLTCR.D 214 2 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsSD-NE_PHA_lymphocytes_PK_105.016748.016748 2 3.9447 0.3583 2224.59 2222.5 1 52.499996 2 L.ATDSTFSLDQPGGTLDLTLIR.A 724 1 *
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_005753.1| gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 protein [Homo sapiens] 25 83 38.4 835 88550 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010672.0106 2 3.1474 0.1842 1219.37 1218.5 1 93.75 3 K.KLIYFQLHR.A 366 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_Ti_107.016132.01613 2 2.5065 0.2246 2427.69 2428.6 3 39.473686 1 K.VLIFDDSFEHEVWQDASSFR.L 716 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_PK_109.011120.0111 2 2.8989 0.2276 1368.35 1366.4 1 62.5 2 D.GDGDFDVDDAKVL.L 94 0
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009928.0099 2 4.1194 0.1505 1903.99 1901.9 1 58.823532 3 K.LGIYDADGDGDFDVDDAK.V 87 2
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_PK_106.010216.0102 2 3.8471 0.3896 1791.45 1788.8 1 71.875 1 L.GIYDADGDGDFDVDDAK.V 88 1
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_Ti_111.013571.01357 2 3.8635 0.3271 2094.77 2092.4 1 59.375 3 R.LIFIVDVWHPELTPQQR.R 736 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_Ti_106.008692.00869 2 2.9375 0.2732 1895.71 1897.1 1 43.75 1 K.KVYEEVLSVTPNDGFAK.V 475 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_Ti_104.009350.00935 2 2.9277 0.0878 1901.13 1901.9 2 55.88235 2 K.LGIYDADGDGDFDVDDAK.V 87 2
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_PK_107.011463.0114 2 3.4612 0.2723 1666.69 1667.7 1 76.666664 5 Y.DADGDGDFDVDDAKVL.L 91 0
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_PHA_lymphocytes_Ti_115.009982.0099 2 2.9731 0.3731 1243.89 1244.4 1 72.22222 3 K.RGHFASVWQR.S 553 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsSD-NE_NT_lymphocytes_Ti_107.016531.016531.2 2 3.2342 0.3232 2429.45 2428.6 1 47.368423 1 K.VLIFDDSFEHEVWQDASSFR.L 716 2 *
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NP_004309.2| gi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isoform a [Homo sapiens] 9 23 13.9 758 85863 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3750.375 2 2.9158 0.2634 2231.06 2230.5 1 42.5 1 R.GAIETYQEVASLPDVPADLLK.L 400 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_Ti_110.001343.001343 3 4.1784 0.1872 2345.72 2346.7 1 40.789474 1 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_107.018137.018137 2 2.8358 0.1745 1728.31 1728 1 69.230774 2 A.IHEVYQELIQDVLK.Q 206 1 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_Ti_101.010637.010637 2 2.7442 0.0988 1513.19 1511.8 3 70.83333 1 K.YILDKVEEGAFVK.E 75 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_Ti_113.016279.016279 2 4.9358 0.3228 2347.65 2346.7 1 57.894737 13 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsNaOH-NE_NT_lymphocytes_Ti_109.002171.00217 2 5.0859 0.4233 2347.15 2346.7 1 55.263157 3 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_105.015520.015520 1 2.2872 0.159 1351.01 1350.4 2 55.555557 2 K.EHFDELCWTL.T 88 1 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_105.018504.018504 2 3.6858 0.2581 2157.09 2154.5 1 61.764706 1 F.LSEDKYPLIMVPDEVEYL.L 128 0 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_NT_lymphocytes_Ti_111.002720.002720.3 3 4.6397 0.0925 2347.37 2346.7 3 38.157894 2 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_106.021777.021777 2 3.8077 0.2257 2396.57 2395.8 2 42.105263 2 F.LSEDKYPLIMVPDEVEYLLK.K 128 1 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_105.020866.020866 2 3.6789 0.2728 2417.45 2415.8 1 52.63158 1 F.NFLSEDKYPLIMVPDEVEYL.L 126 0 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.016946.0169 2 4.9829 0.3909 2348.09 2346.7 1 60.526318 2 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_PHA_lymphocytes_PK_104.002145.002145 2 4.1745 0.3022 1632.27 1630.8 1 71.42857 16 M.SLEVSLGELEELLAQ.E 154 0 *
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|NP_071330.3| gi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 homolog [Homo sapiens] 9 50 12.7 631 73910 6 HsSD-NE_NT_lymphocytes_Ti_109.002486.002486.2 2 5.1742 0.415 2346.47 2346.7 1 57.894737 4 R.DTLSMAIHEVYQELIQDVLK.Q 200 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_PK_112.020577.020577 2 2.8991 0.2766 1935.21 1937.2 1 46.875 4 K.KLDLEAWFPGSGAFREL.V 376 1 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.016481.016481 3 4.2245 0.2736 3229.85 3231.5 1 25.862068 2 K.KKEPVGDDESVPENVLSFDDLTADALANLK.V 70 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_PK_107.013022.013022 2 3.8663 0.341 1856.37 1855 1 71.42857 2 Y.SSPHDNKSWEMFEEM.I 330 0 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.013514.013514 3 4.3266 0.2329 3177.08 3176.6 1 31.730768 3 K.YLIATSEQPIAALHRDEWLRPEDLPIK.Y 267 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_PK_108.012874.012874 2 4.1214 0.2635 2635.03 2635.8 1 45.454548 1 L.LHPSVPISNDEDVDNKVERIWGD.C 139 0 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.013905.0139 2 3.9555 0.4169 1695.69 1694.9 1 67.85714 2 K.KLDLEAWFPGSGAFR.E 376 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008834.00883 3 5.8808 0.3538 2690.48 2690.9 1 36.95652 2 R.EIGNLLHPSVPISNDEDVDNKVER.I 134 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.017120.0171 2 3.9677 0.4625 2975.67 2975.2 1 40.74074 1 K.EPVGDDESVPENVLSFDDLTADALANLK.V 72 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.014201.01420 2 4.7532 0.3768 1695.69 1694.9 1 78.57143 4 K.KLDLEAWFPGSGAFR.E 376 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_102.019532.019532.2 2 4.5566 0.4112 2975.41 2975.2 1 42.592594 3 K.EPVGDDESVPENVLSFDDLTADALANLK.V 72 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_102.007654.007654.2 2 2.9955 0.3708 1702.15 1703.7 1 65.38461 1 R.ELVSCSNCTDYQAR.R 391 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_115.013425.013425.3 3 3.895 0.223 3191.84 3192.8 1 25.925926 2 K.LKEFMPPGLQELIPFVKPAPIEQEPSKK.Q 456 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_109.014894.014894.2 2 4.8508 0.46 1694.33 1694.9 1 82.14286 6 K.KLDLEAWFPGSGAFR.E 376 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_PHA_lymphocytes_PK_106.021158.021158 2 3.6214 0.2075 1811.05 1809 1 66.66667 1 K.LDLEAWFPGSGAFREL.V 377 1 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_108.013336.013336.3 3 4.1655 0.2121 3177.41 3176.6 1 29.807693 2 K.YLIATSEQPIAALHRDEWLRPEDLPIK.Y 267 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_108.015424.015424.2 2 2.6169 0.0827 2952.17 2951.5 8 32 2 K.EFMPPGLQELIPFVKPAPIEQEPSKK.Q 458 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_108.015535.015535.3 3 3.3596 0.306 2954 2951.5 1 29 2 K.EFMPPGLQELIPFVKPAPIEQEPSKK.Q 458 2 *
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NP_006504.2| gi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sapiens] 14 42 30.5 514 58777 6.4 HsSD-NE_NT_lymphocytes_Ti_104.016902.016902.3 3 4.2971 0.3683 3101.21 3103.4 1 33.035713 2 K.KEPVGDDESVPENVLSFDDLTADALANLK.V 71 2 *
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsSD-NE_PHA_lymphocytes_Ti_103.012146.012146 2 4.6778 0.2568 1780.89 1780 1 66.66667 7 K.GLDVDSLVIEHIQVNK.A 106 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsSD-NE_PHA_lymphocytes_PK_110.010018.010018 2 3.6769 0.3204 1279.87 1280.5 1 85 2 D.SLVIEHIQVNK.A 111 1
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011474.01147 2 3.3061 0.332 1189.31 1189.5 1 83.33333 2 K.SAEFLLHMLK.N 87 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011171.0111 2 2.8051 0.1192 1780.79 1780 2 53.333336 1 K.GLDVDSLVIEHIQVNK.A 106 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsSD-NE_NT_lymphocytes_Ti_109.012785.012785.2 2 3.944 0.2632 2166.17 2164.5 1 55.88235 1 R.INPYMSSPCHIEMILTEK.E 136 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsSD-NE_NT_lymphocytes_Ti_108.013402.013402.2 2 2.5653 0.0829 1780.29 1780 2 46.666668 1 K.GLDVDSLVIEHIQVNK.A 106 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011469.0114 2 2.885 0.2893 1189.33 1189.5 2 77.77778 1 K.SAEFLLHMLK.N 87 2
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|NP_001087202.1| gi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001 hypothetical protein LOC645296 [Homo sapiens] 5 18 24.5 184 21313 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011285.0112 2 2.9831 0.2814 1317.25 1317.6 1 85 3 K.KSAEFLLHMLK.N 86 2
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsSD-NE_PHA_lymphocytes_PK_108.016656.016656 2 2.9082 0.348 2027.53 2027.3 1 52.941177 1 T.FTPGKTPVDGQYVWFNIG.S 200 0 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007616.00761 2 3.2373 0.1893 1216.61 1217.3 1 87.5 2 K.KDDSHWWSR.F 122 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.017442.01744 2 3.6183 0.3401 1383.33 1383.7 1 90 3 K.LEIMEFVNFLK.N 318 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.015184.0151 2 3.7039 0.3466 2332.99 2331.5 1 50 8 K.TPVDGQYVWFNIGSVDTFER.N 205 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.013538.0135 2 3.1815 0.2823 1931.23 1932.2 1 56.25 1 K.NAPCILFIDEIDAVGRK.R 399 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012881.0128 3 4.7211 0.2367 3150.17 3148.3 1 34.25926 2 K.STYEEFVEGTGSLDEDTSLPEGLKDWNK.E 754 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.015323.01532 2 3.9582 0.4033 2333.25 2331.5 1 57.894737 4 K.TPVDGQYVWFNIGSVDTFER.N 205 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009094.00909 2 2.9228 0.1081 1061.51 1061.3 2 87.5 1 R.VRDLFALAR.K 389 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_PK_108.010287.0102 2 3.138 0.1894 1135.41 1135.3 3 83.33333 1 L.FIDEIDAVGR.K 405 1 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014739.01473 2 3.4057 0.3215 1804.45 1804 1 70 3 K.NAPCILFIDEIDAVGR.K 399 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007551.0075 1 1.9587 0.3495 1216.65 1217.3 2 62.5 1 K.KDDSHWWSR.F 122 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012705.01270 2 3.35 0.292 1930.71 1932.2 1 53.125 2 R.KNAPCILFIDEIDAVGR.K 398 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010809.0108 2 4.0815 0.3317 2302.29 2301.7 1 55.263157 3 K.EVLDKNDMVELLGPRPFAEK.S 734 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013004.01300 2 4.491 0.4853 2589.61 2589.9 1 50 2 K.LASLTPGFSGADVANVCNEAALIAAR.H 509 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011970.0119 2 3.8575 0.3756 2605.55 2604.7 1 50 2 K.STYEEFVEGTGSLDEDTSLPEGLK.D 754 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.017432.0174 2 3.8171 0.3289 1383.19 1383.7 1 85 4 K.LEIMEFVNFLK.N 318 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011081.0110 3 4.2599 0.2804 2303.99 2301.7 1 36.842106 2 K.EVLDKNDMVELLGPRPFAEK.S 734 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012628.01262 2 4.7087 0.449 2720.13 2718 1 51.923077 2 R.KLASLTPGFSGADVANVCNEAALIAAR.H 508 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.012651.01265 2 3.274 0.3287 1931.67 1932.2 1 53.125 1 K.NAPCILFIDEIDAVGRK.R 399 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.005955.0059 2 2.166 0.1121 1043.57 1042.1 4 68.75 1 R.HLSDSINQK.H 535 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsSD-NE_NT_lymphocytes_Ti_103.014470.014470.2 2 4.5597 0.3831 2591.65 2589.9 1 46 4 K.LASLTPGFSGADVANVCNEAALIAAR.H 509 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsSD-NE_NT_lymphocytes_Ti_114.010456.010456.2 2 3.6523 0.2023 1651.35 1650 1 73.07692 2 K.VHLRPLKLDSTLEK.D 489 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsSD-NE_NT_lymphocytes_Ti_107.012863.012863.3 3 4.0889 0.1592 2720.81 2718 1 32.692307 1 R.KLASLTPGFSGADVANVCNEAALIAAR.H 508 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsSD-NE_NT_lymphocytes_Ti_107.012876.012876.2 2 4.3164 0.4844 2719.39 2718 1 42.307693 2 R.KLASLTPGFSGADVANVCNEAALIAAR.H 508 2 *
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_006787.1| gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 2 [Homo sapiens] 19 60 21.3 797 88484 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.014957.0149 2 3.8335 0.4069 1805.19 1804 1 70 5 K.NAPCILFIDEIDAVGR.K 399 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.010358.010358 3 5.8365 0.455 3586.07 3585.8 1 34.25926 2 K.IRDQLKEEEIHIYQFPECDSDEDEDFKR.Q 187 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.015610.015610 2 3.4091 0.3312 1901.83 1900.1 1 53.333336 1 K.STLINSLFLTNLYEDR.Q 39 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.010362.010362 2 3.9251 0.3503 2474.87 2474.7 1 39.473686 2 R.YSWGTVEVENPHHCDFLNLR.R 247 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_PHA_lymphocytes_PK_113.019345.019345 3 3.8565 0.1964 4260.8 4262.7 6 19.852942 1 D.ALMPQETQALKQKIRDQLKEEEIHIYQFPECDSDE.D 174 0 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014724.0147 2 3.1635 0.3639 2682.35 2681.9 3 34.782608 2 K.LTLVDTPGFGDSVDCSDCWLPVVK.F 85 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010986.0109 2 3.8318 0.3133 2477.51 2474.7 1 39.473686 2 R.YSWGTVEVENPHHCDFLNLR.R 247 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011214.01121 2 2.7845 0.2497 1504.63 1502.7 2 80 1 K.FIEEQFEQYLR.D 109 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010962.0109 2 2.3227 0.1453 1257.57 1257.5 1 65 2 R.GLRPLDVAFLR.A 147 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010936.01093 2 4.2133 0.4438 2473.95 2474.7 1 42.105263 4 R.YSWGTVEVENPHHCDFLNLR.R 247 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009471.0094 3 4.3141 0.3519 3585.11 3585.8 1 32.407406 1 K.IRDQLKEEEIHIYQFPECDSDEDEDFKR.Q 187 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_111.013569.013569.2 2 2.8497 0.2828 1659.05 1656.9 1 66.66667 1 R.VHCCLYFISPFGR.G 134 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_112.012546.012546.2 2 3.5615 0.2691 2630.51 2630.8 1 45 1 R.RYSWGTVEVENPHHCDFLNLR.R 246 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_PHA_lymphocytes_PK_105.014474.014474 2 4.168 0.3433 1502.67 1502.7 1 90 2 K.FIEEQFEQYLR.D 109 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_101.008967.008967.2 2 6.0982 0.3475 1982.09 1980.1 1 73.52941 2 K.MQAQMQQSQAQGEQSDAL.- 350 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_108.016138.016138.2 2 3.9898 0.3632 1900.91 1900.1 1 66.66667 2 K.STLINSLFLTNLYEDR.Q 39 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_104.012723.012723.2 2 3.7738 0.3675 1500.83 1502.7 1 85 2 K.FIEEQFEQYLR.D 109 2 *
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 1-Sep gi|16604248|ref|NP_443070.1| gi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 10 32 42.2 367 41971 5.8 HsSD-NE_NT_lymphocytes_Ti_102.016244.016244.2 2 4.6101 0.4601 2679.81 2681.9 1 60.869564 4 K.LTLVDTPGFGDSVDCSDCWLPVVK.F 85 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.009395.009395 1 2.5278 0.2088 1493.59 1492.6 9 45.833336 1 R.AVSTCAHLFWSGR.N 669 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.011985.011985 2 3.558 0.2937 2132.21 2129.4 1 56.666668 2 K.LKHFHPLFEYFDYESR.K 418 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_110.019342.019342 2 3.2909 0.1532 1314.85 1313.6 1 80 4 E.LAELPLRLFLQ.G 576 0
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_108.011998.011998 2 3.1862 0.2567 2100.73 2102.3 1 50 1 M.KCYPDRVDYVDKVLETT.V 360 0 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.010702.010702 3 4.0106 0.211 1304.93 1304.5 1 63.88889 2 K.HFHNTLEHLR.L 769 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_108.008406.008406 2 3.9247 0.3244 1381.57 1383.5 1 86.36364 2 R.ACAELHQNVNVK.N 285 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.010725.010725 1 2.9452 0.2629 1304.8 1304.5 1 72.22222 2 K.HFHNTLEHLR.L 769 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009856.009856 2 5.1785 0.4816 2371.93 2373.6 1 68.42105 4 Q.KIREDLPNLESSEETEQINK.H 749 1
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_107.017062.017062 2 3.3136 0.1916 1071.69 1072.3 1 93.75 1 E.LAELPLRLF.L 576 0
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.003827.003827 2 3.9086 0.2603 1385.51 1383.5 1 77.27273 2 R.ACAELHQNVNVK.N 285 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_112.012541.012541 2 3.6024 0.4768 1886.79 1888 1 69.230774 6 K.HFHPLFEYFDYESR.K 420 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_113.012029.012029 2 2.7827 0.1835 2016.19 2016.2 1 53.571426 1 K.HFHPLFEYFDYESRK.S 420 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.001568.001568 3 3.1791 0.0968 3655.82 3653.2 1 21.551723 1 R.DALAQEYLMECIIQVFPDEFHLQTLNPFLR.A 255 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_110.009298.009298 2 2.7475 0.2104 1475.63 1476.6 2 57.692307 1 F.AHREDGPGIPADIK.L 310 1 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.010696.010696 2 2.5034 0.2463 1303.71 1304.5 1 88.88889 3 K.HFHNTLEHLR.L 769 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_108.012522.012522 2 3.4091 0.3099 2232.53 2233.5 1 50 2 A.MKCYPDRVDYVDKVLETT.V 359 0 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.015800.015800 2 3.6421 0.2819 1854.25 1853.1 1 76.666664 3 K.LFDIFSQQVATVIQSR.Q 324 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.011868.011868 3 3.2729 0.1907 1889.3 1888 1 48.076923 2 K.HFHPLFEYFDYESR.K 420 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.016316.01631 3 3.5076 0.1832 3652.61 3653.2 4 20.689655 1 R.DALAQEYLMECIIQVFPDEFHLQTLNPFLR.A 255 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.016076.01607 2 4.7007 0.501 1856.57 1855.2 1 83.33333 8 R.FTLPPLVFAAYQLAFR.Y 527 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013220.013220.2 2 3.8569 0.255 1578.25 1576.9 2 65.38461 2 K.IFSFAHQTISALIK.A 560 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_106.018188.018188 2 3.2852 0.1858 1272.39 1272.5 1 75 1 K.AELAELPLRLF.L 574 1
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.015999.0159 2 4.6612 0.4674 1856.49 1855.2 1 76.666664 3 R.FTLPPLVFAAYQLAFR.Y 527 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013441.013441.2 2 3.4011 0.4454 1888.35 1888 1 65.38461 2 K.HFHPLFEYFDYESR.K 420 2 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.016018.0160 3 4.7386 0.3707 1854.74 1855.2 1 58.333332 2 R.FTLPPLVFAAYQLAFR.Y 527 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_105.013988.013988 2 3.357 0.2484 1193.53 1192.4 1 88.88889 1 Y.MAISDELHYL.E 68 0 *
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.009881.0098 2 2.5186 0.3003 1303.11 1304.5 1 77.77778 1 K.HFHNTLEHLR.L 769 2
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508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_NT_lymphocytes_Ti_112.016810.016810.2 2 4.6425 0.515 1855.79 1855.2 1 83.33333 5 R.FTLPPLVFAAYQLAFR.Y 527 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_NT_lymphocytes_Ti_104.009294.009294.2 2 3.9195 0.1147 2244.89 2245.4 2 52.77778 1 K.IREDLPNLESSEETEQINK.H 750 2
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NP_060676.2| gi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo sapiens] 24 68 25.5 796 91707 5.5 HsSD-NE_PHA_lymphocytes_PK_106.017916.017916 2 3.1934 0.269 1201.37 1201.5 3 83.33333 1 A.ELAELPLRLF.L 575 0
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_PHA_lymphocytes_PK_109.015126.015126 2 3.4197 0.2977 1525.79 1524.8 1 76.92308 3 F.SVFPAAPWGPELPR.T 334 1 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_PHA_lymphocytes_PK_115.012902.012902 2 3.5502 0.3495 2092.17 2093.3 1 44.736843 2 K.HRLPAPVPFSCAGPAEPSTT.I 546 1 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_PHA_lymphocytes_PK_107.011555.011555 2 4.9455 0.4195 2394.61 2394.6 1 55 2 L.GYLGYPTLCEQDQAHAITVTR.E 381 1 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_PHA_lymphocytes_Ti_107.018877.018877 3 4.0157 0.2144 3531.65 3533.9 7 20.161291 2 K.HDQDRDGALSPVELQSLFSVFPAAPWGPELPR.T 316 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.020548.0205 3 6.2087 0.4561 2884.91 2882.3 1 40.384613 1 R.DGALSPVELQSLFSVFPAAPWGPELPR.T 321 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.016230.0162 2 4.1659 0.381 2990.47 2989.3 1 36.53846 3 R.SGSSMEAVLPIMSQFPEIETCVECSAK.N 124 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008973.0089 2 3.453 0.155 1772.05 1770 1 66.66667 2 K.SCFGHPLAPQALEDVK.T 215 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009090.00909 3 3.1964 0.1366 2871.2 2869.1 5 25 1 K.VPTHIVDYSEAEQTDEELREEIHK.A 51 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011717.01171 2 5.8331 0.4877 2280.83 2280.4 1 71.05263 4 R.LSDQDLDQALSDEELNAFQK.S 195 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.003113.00311 2 3.2768 0.253 1961.87 1960.1 1 44.444447 3 K.ADLPEGVAVSGPSPAEFCR.K 526 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.008763.00876 2 4.1962 0.3438 1769.03 1770 1 76.666664 2 K.SCFGHPLAPQALEDVK.T 215 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_113.014848.01484 3 3.7903 0.1319 4312.79 4310.8 4 18.918919 2 R.FGYSDALELTADYLSPLIHVPPGCSTELNHLGYQFVQR.V 274 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.020381.02038 2 3.9145 0.3909 2884.01 2882.3 1 46.153847 2 R.DGALSPVELQSLFSVFPAAPWGPELPR.T 321 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011296.01129 3 4.7809 0.4449 3061.85 3062.3 1 36.53846 1 R.SCLGHLGYLGYPTLCEQDQAHAITVTR.E 375 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.009744.0097 3 3.6546 0.291 2869.07 2869.1 3 29.347824 3 K.VPTHIVDYSEAEQTDEELREEIHK.A 51 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009196.0091 2 3.8498 0.3694 2869.01 2869.1 1 41.304348 2 K.VPTHIVDYSEAEQTDEELREEIHK.A 51 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_108.012713.01271 2 3.7441 0.3066 1110.45 1110.3 1 83.33333 2 K.SAFLQAFLGR.G 430 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011224.01122 2 2.3119 0.1433 1377.59 1376.6 3 70 1 R.NISELFYYAQK.A 154 2
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.012713.0127 2 3.4418 0.3453 1110.35 1110.3 1 88.88889 1 K.SAFLQAFLGR.G 430 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_NT_lymphocytes_Ti_106.000190.000190.2 2 3.4673 0.2664 2882.53 2882.3 1 38.46154 2 R.DGALSPVELQSLFSVFPAAPWGPELPR.T 321 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008560.0085 2 2.6865 0.1379 1910.51 1908.1 1 46.666668 1 K.HHYMDGQTPCLFVSSK.A 510 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011328.0113 3 4.749 0.3758 3064.04 3062.3 1 36.53846 2 R.SCLGHLGYLGYPTLCEQDQAHAITVTR.E 375 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.014897.0148 3 4.9972 0.271 4312.07 4310.8 1 27.027025 3 R.FGYSDALELTADYLSPLIHVPPGCSTELNHLGYQFVQR.V 274 2 *
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NP_620124.1| gi|20270303|ref|NP_620124.1| "ras homolog gene family, member T2 [Homo sapiens] " 17 48 42.1 618 68118 5.9 HsSD-NE_NT_lymphocytes_Ti_112.015758.015758.3 3 3.0741 0.1321 4310.72 4310.8 6 17.567568 1 R.FGYSDALELTADYLSPLIHVPPGCSTELNHLGYQFVQR.V 274 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.010150.010150 3 3.1113 0.1489 3484.46 3484.5 2 24.038462 1 K.CQCDELCSYYQSCCTDYTAECKPQVTR.G 38 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013922.01392 2 3.904 0.3042 1648.53 1647.8 1 67.85714 2 R.DVWGIEGPIDAAFTR.I 198 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015620.015620.2 2 4.606 0.3488 1649.71 1647.8 1 78.57143 1 R.DVWGIEGPIDAAFTR.I 198 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3768.376 2 3.1667 0.3025 2032.44 2030.3 3 41.17647 1 K.LIRDVWGIEGPIDAAFTR.I 195 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3544.35 2 3.4133 0.2799 1648 1647.8 1 67.85714 1 R.DVWGIEGPIDAAFTR.I 198 2 *
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NP_000629.3| gi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapiens] 3 7 9.4 478 54306 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3702.370 2 3.1371 0.2683 1646.74 1647.8 1 60.714287 1 R.DVWGIEGPIDAAFTR.I 198 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsSD-NE_PHA_lymphocytes_Ti_112.015111.015111 2 2.6963 0.1082 1898.83 1897.2 1 53.333336 1 R.IVLFDTLLEEYSVLNK.D 277 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.018310.01831 2 5.5986 0.2294 1899.13 1897.2 1 83.33333 3 R.IVLFDTLLEEYSVLNK.D 277 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011535.01153 1 3.3549 0.2681 1557.82 1555.7 1 62.5 2 R.SSHSNAYFYGFFK.N 261 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007378.00737 2 2.9894 0.172 1189.41 1190.4 2 77.77778 1 K.LKEEIEVMAK.S 234 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.014127.01412 2 3.8267 0.2703 2052.69 2053.4 1 65.625 1 K.RIVLFDTLLEEYSVLNK.D 276 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010293.01029 2 3.5499 0.3493 2259.67 2261.5 2 47.368423 1 K.TTTHVPPELGQIMDSETFEK.S 47 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013438.01343 2 4.5282 0.2341 1833.61 1832.1 1 66.66667 2 K.NEEVLAVLGHELGHWK.L 326 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.012900.0129 2 4.7142 0.447 1832.41 1832.1 1 73.333336 2 K.NEEVLAVLGHELGHWK.L 326 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsSD-NE_NT_lymphocytes_Ti_110.019907.019907.2 2 4.799 0.2759 1898.29 1897.2 1 80 5 R.IVLFDTLLEEYSVLNK.D 277 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010790.0107 2 3.8816 0.4666 1556.39 1555.8 1 66.66667 2 K.HGFNQQTLGFFMK.D 153 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.014564.0145 2 5.2864 0.2505 1897.77 1897.2 1 80 10 R.IVLFDTLLEEYSVLNK.D 277 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.014166.0141 2 3.5287 0.1942 2053.19 2053.4 2 53.125 4 K.RIVLFDTLLEEYSVLNK.D 276 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsSD-NE_NT_lymphocytes_Ti_109.013738.013738.2 2 3.147 0.2454 1832.73 1832.1 1 53.333336 2 K.NEEVLAVLGHELGHWK.L 326 2 *
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NP_005848.2| gi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Homo sapiens] 8 39 21.9 475 54813 7.5 HsSD-NE_PHA_lymphocytes_PK_106.020429.020429 2 3.2276 0.3337 1767.39 1766 1 57.14286 3 K.LNKDNLGFPVSDWLF.S 438 1 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.003909.003909 2 2.413 0.2113 1397.03 1396.5 4 66.66667 1 K.KNSVVEASEAAYK.E 143 2 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsSD-NE_PHA_lymphocytes_Ti_106.022333.022333 3 5.0696 0.2405 3331.52 3330.7 1 28.57143 2 K.QAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013372.01337 2 3.1416 0.1394 1190.33 1190.4 6 83.33333 2 K.DSTLIMQLLR.D 218 2
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_102.009598.0095 2 3.19 0.2248 2124.03 2123.1 1 52.77778 1 R.DNLTLWTSDQQDEEAGEGN.- 228 2 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014862.01486 2 3.1307 0.2244 1748.69 1748.9 8 50 1 K.ELETVCNDVLSLLDK.F 92 2 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.020493.02049 3 3.6802 0.2127 3333.68 3330.7 7 23.214285 1 K.QAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsSD-NE_NT_lymphocytes_PK_106.009162.009162. 1 1.9518 0.1637 907.39 908.09 7 71.42857 1 R.NLLSVAYK.N 43 2
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsSD-NE_NT_lymphocytes_Ti_103.014600.014600.2 2 3.6885 0.1226 1189.35 1190.4 5 88.88889 2 K.DSTLIMQLLR.D 218 2
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_003396.1| gi|4507951|ref|NP_003396.1| "tyrosine 3/tryptophan 5 -monooxygenase activation protein, eta po 6 12 34.1 246 28219 4.8 HsSD-NE_NT_lymphocytes_Ti_107.000320.000320.3 3 3.7584 0.1402 3330.83 3330.7 1 27.67857 1 K.QAFDDAIAELDTLNEDSYKDSTLIMQLLR.D 199 2 *
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_PK_112.015325.015325 2 3.2766 0.3225 2923.03 2923.4 1 35.416664 3 Q.SLLLFPPQQLKPPPELCPEDINTFK.L 654 1
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.009587.009587 2 4.5304 0.394 2065.29 2066.2 1 65.625 1 R.VQEQELKSEFEQNLSEK.L 489 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.006962.006962 2 5.1876 0.4919 1824.01 1824.9 1 65.625 4 R.GIEQAVQSHAVAEEEAR.K 537 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_111.009878.009878 3 4.3114 0.2177 1736.36 1736 1 48.4375 2 K.KKEVAGAKPHITAAEGK.L 303 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_PK_111.015871.01587 2 3.0107 0.2274 2794.93 2795.2 1 36.95652 2 Q.SLLLFPPQQLKPPPELCPEDINTF.K 654 0
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.012272.012272 2 5.0062 0.4776 2199.71 2199.4 1 55.555557 6 R.LSQEQVDNFTLDINTAYAR.L 516 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.005538.005538 2 2.94 0.3345 1526.17 1528.8 2 62.5 1 K.VVSQYHELVVQAR.D 343 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_PK_111.014984.014984 2 2.6909 0.1509 2596.33 2595 1 42.857143 1 L.LLFPPQQLKPPPELCPEDINTF.K 656 0
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_113.011446.011446 2 3.7646 0.3843 1523.73 1523.8 1 79.16667 5 R.KAHQLWLSVEALK.Y 554 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_111.012306.012306 1 3.0083 0.2605 1525.04 1523.8 4 54.166668 1 R.KAHQLWLSVEALK.Y 554 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.013331.013331 3 3.47 0.2909 2834.09 2834.2 3 22.222223 2 R.QTASVTLQAIAAQNAAVQAVNAHSNILK.A 219 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.009143.009143 2 3.1345 0.2272 1640.93 1639 1 65.38461 1 K.LHNMIVDLDNVVKK.V 320 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013808.01380 3 3.6382 0.3139 2668.61 2668 2 25 1 K.GMSVSDLADKLSTDDLNSLIAHAHR.R 375 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009363.0093 2 4.8657 0.3925 2610.85 2610.8 1 42.307693 2 K.GDTPASATAGDTLSVPAPAVQPEESLK.T 133 2 *
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007434.00743 2 4.4758 0.2024 2598.51 2596.8 1 52.083332 2 K.TDHPEIGEGKPTPALSEEASSSSIR.E 160 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.009866.00986 2 3.6794 0.1921 1875.77 1873.1 2 52.77778 1 K.TSSAETPTIPLGSAVEAIK.A 571 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007418.00741 3 4.6114 0.2228 2595.89 2596.8 1 39.583336 1 K.TDHPEIGEGKPTPALSEEASSSSIR.E 160 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010470.01047 2 2.9303 0.215 1510.35 1510.8 1 70.83333 1 K.LHNMIVDLDNVVK.K 320 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011440.01144 1 2.8104 0.2143 1585.71 1584.8 5 50 1 R.ELDSITPEVLPGWK.G 361 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_109.011168.011168.2 2 3.4909 0.3672 1639.97 1639 1 69.230774 1 K.LHNMIVDLDNVVKK.V 320 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_113.011543.011543.2 2 2.9818 0.3161 1526.39 1523.8 1 79.16667 1 R.KAHQLWLSVEALK.Y 554 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_PK_105.010643.010643 1 2.3438 0.1583 1407.77 1407.5 1 59.090908 1 A.SYCIEHGDLELA.A 684 0
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.012842.0128 3 5.4288 0.5049 2834.57 2834.2 1 26.85185 2 R.QTASVTLQAIAAQNAAVQAVNAHSNILK.A 219 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_111.012855.012855.1 1 2.6486 0.2446 1524.57 1523.8 5 50 1 R.KAHQLWLSVEALK.Y 554 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_104.008710.008710.2 2 2.5654 0.1177 1825.57 1824.9 1 56.25 1 R.GIEQAVQSHAVAEEEAR.K 537 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_PHA_lymphocytes_PK_105.012590.012590 2 2.9047 0.2108 1873.65 1873.1 1 52.77778 1 K.TSSAETPTIPLGSAVEAIK.A 571 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_110.018551.018551.2 2 3.9359 0.3975 2664.87 2665.2 1 39.130436 2 K.TIPYSDKLFEMVLGPAAYNVPLPK.K 78 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_108.013486.013486.2 2 4.2092 0.3662 2834.47 2834.2 1 35.185184 7 R.QTASVTLQAIAAQNAAVQAVNAHSNILK.A 219 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_112.010116.010116.2 2 5.9933 0.4777 1736.65 1736 1 81.25 2 K.KKEVAGAKPHITAAEGK.L 303 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_102.014438.014438.2 2 4.001 0.3815 2506.91 2507.7 1 52.272724 2 K.ANCSDNEFTQALTAAIPPESLTR.G 590 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_103.008982.008982.2 2 2.7495 0.1216 1152.81 1150.3 2 87.5 1 K.LSEQELQFR.R 506 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_104.013626.013626.2 2 2.4045 0.0961 2202.05 2199.4 2 41.666664 1 R.LSQEQVDNFTLDINTAYAR.L 516 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_105.016551.016551.2 2 4.0217 0.3886 1860.25 1860.3 1 71.875 2 K.LFEMVLGPAAYNVPLPK.K 85 2
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|NP_001093640.1| gi|154354966|ref|NP_001093640.1| "inner membrane protein, mitochondrial isoform 3 [Homo sapiens] " 26 67 45.6 747 82625 6.6 HsSD-NE_NT_lymphocytes_Ti_108.013431.013431.3 3 6.1662 0.4531 2837 2834.2 1 29.62963 4 R.QTASVTLQAIAAQNAAVQAVNAHSNILK.A 219 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsSD-NE_PHA_lymphocytes_Ti_106.015863.015863 2 2.4775 0.1907 1809.63 1808 1 53.333336 2 K.ALYDTFSAFGNILSCK.V 114 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsSD-NE_PHA_lymphocytes_PK_111.012692.012692 1 2.4252 0.1616 1160.11 1158.4 1 65 1 K.FSPAGPILSIR.V 31 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010736.01073 2 4.5086 0.3959 1546.45 1543.9 1 80.769226 2 R.IVATKPLYVALAQR.K 357 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.009234.0092 2 2.2447 0.1801 1543.35 1543.9 7 61.538464 1 R.IVATKPLYVALAQR.K 357 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009370.0093 2 4.9561 0.4077 1932.07 1930.1 1 65.625 2 R.SLGYAYVNFQQPADAER.A 51 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009862.00986 2 3.5695 0.2043 1267.65 1267.5 1 85 2 R.ALDTMNFDVIK.G 68 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_NT_lymphocytes_Ti_105.014811.01481 2 3.6211 0.4054 1809.75 1808 1 73.333336 1 K.ALYDTFSAFGNILSCK.V 114 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsSD-NE_NT_lymphocytes_Ti_108.016143.016143.2 2 3.0961 0.2896 1807.81 1808 3 46.666668 1 K.ALYDTFSAFGNILSCK.V 114 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2794.27 2 3.6514 0.3497 1542.9 1543.9 2 69.230774 1 R.IVATKPLYVALAQR.K 357 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsSD-NE_NT_lymphocytes_Ti_103.010632.010632.2 2 4.1485 0.3257 1932.17 1930.1 1 56.25 3 R.SLGYAYVNFQQPADAER.A 51 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2621.262 2 3.4029 0.3132 1544.03 1543.9 1 73.07692 1 R.IVATKPLYVALAQR.K 357 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2199.21 2 3.3777 0.2906 1694.41 1694.9 1 60.000004 1 R.SKVDEAVAVLQAHQAK.E 605 2
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NP_002559.2| gi|46367787|ref|NP_002559.2| "poly(A) binding protein, cytoplasmic 1 [Homo sapiens] " 7 19 17.1 636 70671 9.5 HsSD-NE_NT_lymphocytes_Ti_107.018332.018332.2 2 3.3598 0.1536 2744.67 2742.2 1 39.130436 1 K.ITGMLLEIDNSELLHMLESPESLR.S 581 2
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsSD-NE_PHA_lymphocytes_Ti_112.008748.008748 2 3.0768 0.1997 1277.61 1278.5 4 72.22222 2 R.NRKDKDAKFR.L 105 2 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.009492.0094 2 2.8095 0.1411 1383.79 1382.7 1 79.16667 1 K.KGLTPSQIGVILR.D 43 2 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010808.01080 2 2.9444 0.1067 1382.89 1382.7 1 70.83333 3 K.KGLTPSQIGVILR.D 43 2 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsNaOH-NE_NT_lymphocytes_Ti_106.013653.01365 2 3.1876 0.3388 1696.43 1695 1 57.14286 1 K.GLAPDLPEDLYHLIK.K 79 2 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsSD-NE_PHA_lymphocytes_PK_105.019671.01967 2 3.5472 0.3382 1567.29 1566.8 1 61.538464 2 K.GLAPDLPEDLYHLI.K 79 1 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsSD-NE_NT_lymphocytes_Ti_110.013441.013441.3 3 3.671 0.2773 2037.77 2038.4 3 35.294117 1 K.SKGLAPDLPEDLYHLIKK.A 77 2 *
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_001008.1| gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sapiens] 5 11 27.2 151 17222 10.5 HsSD-NE_PHA_lymphocytes_PK_106.017114.017114 2 3.6858 0.1844 1696.45 1695 1 67.85714 1 K.GLAPDLPEDLYHLIK.K 79 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_PK_107.011368.011368 2 3.093 0.2612 1209.81 1210.4 1 90 2 R.VNPALAELNLR.S 54 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.009910.009910 2 5.2792 0.5159 2289.61 2291.4 1 63.15789 4 K.SCSFTAACCSHFSSVLAQNR.F 322 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.013392.013392 2 2.8064 0.1112 1481.27 1478.7 2 63.636364 3 R.TLWIWECGITAK.G 260 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_Ti_103.012452.012452 2 2.5258 0.258 1346.89 1347.6 1 75 3 R.FLLELQISNNR.L 342 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_Ti_107.014423.014423 2 2.3157 0.1225 2370.95 2368.6 2 35 1 K.LQLEYCSLSAASCEPLASVLR.A 147 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.017061.0170 3 5.2352 0.346 2416.34 2416.7 1 46.42857 2 R.ELDLSNNCLGDAGILQLVESVR.Q 402 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014830.01483 2 3.5998 0.4663 3065.19 3063.3 1 42.592594 1 R.VLWLADCDVSDSSCSSLAATLLANHSLR.E 374 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013848.01384 2 2.7076 0.2635 2370.43 2368.6 2 35 2 K.LQLEYCSLSAASCEPLASVLR.A 147 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010700.0107 2 2.3863 0.2057 2010.37 2010.3 1 38.88889 1 K.LGDVGMAELCPGLLHPSSR.L 239 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.006900.00690 2 2.4619 0.0955 1151.31 1150.2 1 83.33333 1 R.LDDCGLTEAR.C 35 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010598.01059 3 3.676 0.2545 2013.26 2010.3 3 34.72222 1 K.LGDVGMAELCPGLLHPSSR.L 239 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_106.019612.019612.3 3 4.4432 0.2425 3706.97 3705.1 1 25.78125 3 R.TLPTLQELHLSDNLLGDAGLQLLCEGLLDPQCR.L 111 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_108.015641.015641.2 2 4.4383 0.5157 3063.81 3063.3 1 42.592594 1 R.VLWLADCDVSDSSCSSLAATLLANHSLR.E 374 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_102.007742.007742.2 2 2.7511 0.1323 1151.53 1150.2 8 83.33333 1 R.LDDCGLTEAR.C 35 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_102.018770.018770.3 3 5.7075 0.2832 2417.87 2416.7 1 46.42857 4 R.ELDLSNNCLGDAGILQLVESVR.Q 402 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_103.012097.012097.2 2 5.1867 0.4552 2269.67 2268.5 1 57.5 2 K.LSLQNCCLTGAGCGVLSSTLR.T 90 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_110.015220.015220.2 2 3.4296 0.3992 2368.61 2368.6 1 42.5 1 K.LQLEYCSLSAASCEPLASVLR.A 147 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_103.018206.018206.2 2 5.343 0.3562 2417.85 2416.7 1 61.904762 1 R.ELDLSNNCLGDAGILQLVESVR.Q 402 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_109.014377.014377.2 2 3.335 0.3208 1478.01 1478.7 1 72.72727 2 R.TLWIWECGITAK.G 260 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_106.015966.015966.2 2 4.0203 0.2049 2290.77 2289.6 2 55.555557 1 R.LLCETLLEPGCQLESLWVK.S 303 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_104.010094.010094.2 2 4.3654 0.5305 2539.03 2540.6 1 57.14286 1 K.DSPCQLEALKLESCGVTSDNCR.D 196 2 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_PHA_lymphocytes_PK_106.018796.018796 2 2.9786 0.3015 2248.71 2249.5 2 37.5 1 R.TLPTLQELHLSDNLLGDAGLQ.L 111 1 *
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NP_976319.1| gi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor [Homo sapiens] 17 40 54 461 49974 4.8 HsSD-NE_NT_lymphocytes_Ti_110.016385.016385.3 3 3.4623 0.236 3063.92 3063.3 1 28.703705 1 R.VLWLADCDVSDSSCSSLAATLLANHSLR.E 374 2 *
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_PHA_lymphocytes_Ti_106.017254.017254 2 4.1745 0.3792 2283.37 2280.6 1 60.526318 1 R.KFDLGQDVIDFTGHALALYR.T 174 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.017368.017368 2 3.9334 0.3525 2152.17 2152.4 1 55.555557 2 K.FDLGQDVIDFTGHALALYR.T 175 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_PHA_lymphocytes_Ti_105.017876.017876 3 6.1328 0.4451 2281.73 2280.6 1 51.315792 3 R.KFDLGQDVIDFTGHALALYR.T 174 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.017054.0170 2 3.3086 0.3147 2282.57 2280.6 1 52.63158 2 R.KFDLGQDVIDFTGHALALYR.T 174 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.017751.0177 2 2.8646 0.1953 2153.51 2152.4 1 47.22222 1 K.FDLGQDVIDFTGHALALYR.T 175 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017913.01791 2 3.5199 0.2663 2152.41 2152.4 1 47.22222 2 K.FDLGQDVIDFTGHALALYR.T 175 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015274.01527 2 5.226 0.4999 2143.15 2142.5 1 69.44444 2 K.SPYLYPLYGLGELPQGFAR.L 222 2
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517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007611.0076 2 2.4817 0.1482 1921.41 1919 1 46.666668 1 R.TYDATTHFETTCDDIK.N 403 2 *
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.017055.0170 3 6.0118 0.453 2280.89 2280.6 1 55.263157 5 R.KFDLGQDVIDFTGHALALYR.T 174 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4139.413 2 3.768 0.3138 2141.66 2142.5 1 52.77778 2 K.SPYLYPLYGLGELPQGFAR.L 222 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_NT_lymphocytes_Ti_102.008616.008616.2 2 3.5981 0.1005 2200.77 2200.3 1 55.555557 1 K.NTNDANSCQIIIPQNQVNR.K 310 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_NT_lymphocytes_Ti_102.010752.010752.2 2 3.0134 0.2906 1366.43 1366.5 2 72.72727 1 K.DLGTESQIFISR.T 391 2
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_NT_lymphocytes_Ti_104.020129.020129.3 3 4.2665 0.3035 1980.62 1981.3 2 36.11111 2 K.VPSTEAEALASSLMGLFEK.R 119 2 *
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_001485.2| gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Homo sapiens] 8 27 23.6 445 50663 6.5 HsSD-NE_NT_lymphocytes_Ti_104.008603.008603.2 2 3.9423 0.4156 1918.45 1919 1 66.66667 2 R.TYDATTHFETTCDDIK.N 403 2 *
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsSD-NE_PHA_lymphocytes_PK_108.003345.003345 2 2.881 0.1579 3131.49 3129.3 1 27.777779 1 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsSD-NE_PHA_lymphocytes_Ti_106.021307.021307 2 5.321 0.4072 3129.25 3129.3 1 48.148148 22 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsSD-NE_PHA_lymphocytes_Ti_108.021251.021251 3 4.7871 0.4234 3131.15 3129.3 1 31.48148 3 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.020626.02062 2 2.6575 0.1803 3130.75 3129.3 6 29.62963 1 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsSD-NE_NT_lymphocytes_Ti_107.021087.021087.2 2 4.5402 0.4628 3130.45 3129.3 1 44.444447 3 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NP_958845.1| gi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1| transcription elongation factor A 1 isoform 2 [Homo sapiens] 2 32 10 280 31664 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.020188.0201 2 4.8165 0.4236 3130.75 3129.3 1 40.74074 2 R.TGDDYIAIGADEEELGSQIEEAIYQEIR.N 133 2
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_PHA_lymphocytes_Ti_110.011482.011482 2 4.0922 0.3417 2696.53 2697.2 1 43.75 4 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_PHA_lymphocytes_Ti_110.021229.021229 3 5.9864 0.3201 3842.06 3842.4 1 27.941175 4 K.KASHIQLDSLPEVPLLVDVPCLSAQLDDSILNIVK.D 134 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_PHA_lymphocytes_Ti_108.011348.011348 3 5.622 0.4409 2697.2 2697.2 1 40.625 3 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_PHA_lymphocytes_PK_107.019872.019872 2 3.6775 0.4018 2243.05 2240.4 1 58.333332 4 S.SNNREVVFDWLLDQSCGSL.Y 408 0 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008038.0080 2 2.7054 0.3267 1568.11 1566.8 2 65.38461 1 K.LIEHGVNTAEDLVR.E 98 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.000101.00010 3 6.6431 0.3434 3715.1 3714.3 1 28.030304 2 K.ASHIQLDSLPEVPLLVDVPCLSAQLDDSILNIVK.D 135 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.000075.0000 3 4.2165 0.3182 3712.67 3714.3 1 22.727274 1 K.ASHIQLDSLPEVPLLVDVPCLSAQLDDSILNIVK.D 135 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_NT_lymphocytes_Ti_113.011924.011924.2 2 5.3273 0.3383 2699.37 2697.2 1 41.666664 6 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.011588.0115 3 7.7845 0.4263 2697.26 2697.2 1 41.666664 5 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_NT_lymphocytes_Ti_114.011867.011867.3 3 7.8624 0.4228 2696.9 2697.2 1 41.666664 2 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_NT_lymphocytes_Ti_108.001336.001336.3 3 5.7467 0.2379 3714.26 3714.3 1 24.242424 3 K.ASHIQLDSLPEVPLLVDVPCLSAQLDDSILNIVK.D 135 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsSD-NE_NT_lymphocytes_Ti_106.016979.016979.2 2 3.1639 0.2975 2829.23 2830.2 1 34.782608 3 R.LVTLLQEVDTIEQETIKPLDDCQK.L 74 2 *
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|NP_057070.3| gi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Homo sapiens] 7 39 26.5 442 49766 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.011565.0115 2 3.4193 0.2628 2697.61 2697.2 4 35.416664 1 K.HGTVASRPPVQIEELIEKPGGIIVR.W 174 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.009330.009330 2 4.3579 0.3823 1935.45 1937.2 1 68.75 5 R.SRGDNVYVVTEVLQTQK.E 152 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_PK_115.001216.001216 2 3.8574 0.2183 1963.19 1961.2 1 60.000004 13 E.TISKELELLDRELCQL.L 296 0 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_PK_114.019252.019252 2 2.6562 0.3198 2388.03 2389.7 1 36.842106 1 R.AEVETISKELELLDRELCQL.L 292 1 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.009934.009934 2 4.2776 0.2652 2115.47 2116.3 1 60.526318 2 R.FSLPGATCLQGEGQGHLSQK.K 184 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.014480.014480 3 3.5123 0.148 2695.64 2695.9 1 30.434782 1 R.CLHNFLTDGVPAEGAFTEDFQGLR.A 268 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.019137.0191 2 4.5656 0.1655 1745.85 1743 1 75 1 R.ELCQLLLEGLEGVLR.D 307 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.018189.01818 2 3.9654 0.1437 1745.77 1743 2 64.28571 1 R.ELCQLLLEGLEGVLR.D 307 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009282.0092 2 3.9835 0.4082 2117.59 2116.3 1 50 3 R.FSLPGATCLQGEGQGHLSQK.K 184 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_NT_lymphocytes_Ti_105.018430.018430.2 2 4.3179 0.1561 1745.05 1743 2 71.42857 6 R.ELCQLLLEGLEGVLR.D 307 2 *
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NP_079012.3| gi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [Homo sapiens] 7 35 18.8 484 52801 5.1 HsSD-NE_PHA_lymphocytes_PK_105.016270.016270 1 2.4162 0.1906 1532.73 1531.7 3 50 2 K.ELELLDRELCQL.L 300 1 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.011474.011474 2 5.0565 0.432 2136.41 2136.3 1 55.263157 2 K.FNNWGGSLSLGHPFGATGCR.L 417 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsSD-NE_PHA_lymphocytes_Ti_113.017537.017537 2 3.9672 0.2796 1853.81 1853.2 1 63.333332 17 K.EVVDYIIFGTVIQEVK.T 96 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011373.01137 3 4.0974 0.359 2138.75 2136.3 1 32.894737 1 K.FNNWGGSLSLGHPFGATGCR.L 417 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.014094.01409 2 3.3728 0.2934 2844.97 2842.1 1 40 1 R.FNFLAPELPAVSEFSTSETMGHSADR.L 204 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011428.01142 2 4.6725 0.395 2029.03 2028.4 1 63.88889 4 K.KAQDEGLLSDVVPFKVPGK.D 254 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007860.00786 2 2.8361 0.2585 953.47 952.14 1 87.5 3 R.AALTGLLHR.T 82 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3099.309 2 3.1449 0.2216 2024.44 2024.3 2 44.11765 1 R.LAAAFAVSRLEQDEYALR.S 230 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011412.0114 2 3.3762 0.4032 2136.85 2136.3 1 42.105263 2 K.FNNWGGSLSLGHPFGATGCR.L 417 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008380.0083 2 3.1488 0.3092 952.25 952.14 1 87.5 2 R.AALTGLLHR.T 82 2 *
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_000174.1| gi|4504327|ref|NP_000174.1| "mitochondrial trifunctional protein, beta subunit precursor [Homo s 8 34 22.8 474 51294 9.4 HsSD-NE_NT_lymphocytes_Ti_103.008514.008514.2 2 2.3414 0.0888 908.19 906.07 1 87.5 1 R.LAAAFAVSR.L 230 2 *
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsSD-NE_PHA_lymphocytes_Ti_104.008255.008255 3 4.4495 0.119 2503.76 2504.8 2 34.523808 3 K.VAEKLEALSVKEETKEDAEEKQ.- 180 2 *
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.012947.01294 2 4.152 0.3296 2743.75 2741 1 45.454548 3 R.AWVWNTHADFADECPKPELLAIR.F 119 2
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.012401.0124 2 4.4063 0.4293 2740.41 2741 1 47.727272 1 R.AWVWNTHADFADECPKPELLAIR.F 119 2
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009551.00955 1 2.1167 0.192 1382.53 1382.5 2 60.000004 1 K.TLEEDEEELFK.M 40 2
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsSD-NE_PHA_lymphocytes_PK_106.010172.010172 2 3.4408 0.3462 1642.55 1642.8 1 73.07692 2 T.HADFADECPKPELL.A 125 0
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsSD-NE_NT_lymphocytes_Ti_110.010924.010924.2 2 3.5951 0.2273 2421.97 2419.7 1 42.5 1 K.ICANHYITPMMELKPNAGSDR.A 98 2 *
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_002873.1| gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sapiens] 5 15 38.3 201 23310 5.3 HsSD-NE_NT_lymphocytes_Ti_108.013298.013298.2 2 5.183 0.4513 2739.93 2741 1 47.727272 4 R.AWVWNTHADFADECPKPELLAIR.F 119 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_108.015653.015653 2 3.1447 0.2791 1989.07 1989.3 1 50 1 N.MLGYTDHQFTELTRLY.L 243 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_Ti_113.013407.013407 2 2.3493 0.1153 1327.37 1327.6 8 54.545456 1 R.ALGVLAQLIWSR.A 429 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_107.011951.01195 2 3.163 0.1854 1581.59 1581.7 2 62.5 1 L.GYTDHQFTELTRL.Y 245 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_Ti_109.020264.020264 3 5.4669 0.46 3551.24 3550 1 31.451612 11 K.AKGGEEPLPEGLFWLLVTGHIPTEEQVSWLSK.E 108 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_108.014487.014487 2 3.6366 0.4013 1824.37 1826.1 1 71.42857 1 N.MLGYTDHQFTELTRL.Y 243 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_107.014161.01416 2 3.559 0.4298 1857.29 1858.1 1 64.28571 2 M.LGYTDHQFTELTRLY.L 244 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.000018.00001 3 4.1034 0.2583 3351.29 3350.8 3 25 3 K.GGEEPLPEGLFWLLVTGHIPTEEQVSWLSK.E 110 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.013859.01385 2 3.3564 0.2755 1327.91 1327.6 1 68.181816 2 R.ALGVLAQLIWSR.A 429 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_106.015992.015992 1 2.7487 0.3538 1530.9 1530.7 1 53.846157 2 K.AKGGEEPLPEGLFW.L 108 1
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_106.012327.012327 2 3.4787 0.2448 1597.01 1596.8 1 69.230774 1 L.VTGHIPTEEQVSWL.S 124 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_106.010131.01013 1 2.3179 0.3105 1483.84 1483.6 1 54.166668 2 L.VTGHIPTEEQVSW.L 124 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_107.001803.001803 2 3.3846 0.1674 1758.61 1757 8 53.333336 1 K.AKGGEEPLPEGLFWLL.V 108 1
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_PHA_lymphocytes_PK_106.012390.012390 1 2.5125 0.264 1597.98 1596.8 1 57.692307 1 L.VTGHIPTEEQVSWL.S 124 0
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.014075.0140 3 5.7699 0.5543 4153.61 4154.7 1 26.973686 3 R.AALPSHVVTMLDNFPTNLHPMSQLSAAVTALNSESNFAR.A 145 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsSD-NE_NT_lymphocytes_Ti_111.015535.015535.2 2 2.6781 0.1411 1327.85 1327.6 9 59.090908 2 R.ALGVLAQLIWSR.A 429 2
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NP_004068.2| gi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| "citrate synthase precursor, isoform a [Homo sapiens] " 13 35 21.2 466 51712 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.013432.0134 2 2.9282 0.2028 1327.55 1327.6 1 68.181816 1 R.ALGVLAQLIWSR.A 429 2
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.010028.010028 2 2.6463 0.3116 1115.11 1116.3 2 75 1 K.GDVLTIVAVTK.D 33 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.014617.014617 2 2.7822 0.2735 1677.67 1679 1 57.14286 1 R.HSNLVQLLGVIVEEK.G 245 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.014654.014654 3 4.1531 0.2341 1678.46 1679 1 53.571426 3 R.HSNLVQLLGVIVEEK.G 245 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.009770.009770 2 3.6704 0.1866 1827.97 1828 1 71.42857 2 K.YNFHGTAEQDLPFCK.G 18 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008009.0080 2 3.1506 0.2837 1040.23 1037.3 1 93.75 3 R.IPLKDVVPR.V 390 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008285.0082 2 3.7444 0.4086 2069.73 2067.1 1 58.823532 2 R.ESTNYPGDYTLCVSCDGK.V 108 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.013718.01371 2 3.3459 0.3836 1518.51 1518.8 1 79.16667 4 R.LLYPPETGLFLVR.E 95 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.021374.02137 3 4.0892 0.2253 3452.54 3449.7 1 23.214285 2 K.LSIDEEVYFENLMQLVEHYTSDADGLCTR.L 138 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008566.00856 2 3.8177 0.3169 1826.29 1828 1 75 2 K.YNFHGTAEQDLPFCK.G 18 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.020900.0209 3 3.8467 0.1126 3450.86 3449.7 1 25.892857 1 K.LSIDEEVYFENLMQLVEHYTSDADGLCTR.L 138 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_NT_lymphocytes_Ti_109.000174.000174.3 3 4.5619 0.1958 3451.64 3449.7 1 28.57143 1 K.LSIDEEVYFENLMQLVEHYTSDADGLCTR.L 138 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_NT_lymphocytes_Ti_114.012128.012128.2 2 2.622 0.0852 2117.15 2116.4 4 43.75 1 K.NCWHLDAAMRPSFLQLR.E 421 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3714.371 2 3.2725 0.3417 1518.15 1518.8 1 70.83333 2 R.LLYPPETGLFLVR.E 95 2 *
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_004374.1| gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapiens] 9 26 28.2 450 50704 7.1 HsSD-NE_NT_lymphocytes_Ti_106.012894.012894.2 2 3.0105 0.1601 1520.47 1518.8 9 58.333332 1 R.LLYPPETGLFLVR.E 95 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_108.021141.02114 1 2.5319 0.4546 1389.04 1389.6 1 65 1 K.HWLDSPWPGFF.T 583 1
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_110.000054.000054 2 2.5331 0.3222 1389.15 1389.6 3 70 1 K.HWLDSPWPGFF.T 583 1
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_106.009505.009505 3 4.6084 0.3177 3645.65 3644.9 4 20.535715 1 K.EVQKYPNAELAWCQEEHKNQGYYDYVKPR.L 944 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.017594.017594 3 6.2762 0.5057 3200.12 3201.5 1 32.5 2 R.GHHVAQLDPLGILDADLDSSVPADIISSTDK.L 141 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_113.013707.013707 2 3.8165 0.373 2359.55 2359.6 1 52.77778 2 K.RTCIPMNHLWPNQAPYTVC.N 698 1 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.016568.016568 3 3.8885 0.3507 3884.24 3886.3 3 20.833332 1 R.SMSCPSTGLTEDILTHIGNVASSVPVENFTIHGGLSR.I 601 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_108.011654.011654 2 3.6722 0.349 1654.53 1652.8 1 65.38461 2 R.SSFDEMLPGTHFQR.V 870 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.010061.010061 3 3.4826 0.3256 3161.9 3160.4 1 29.166666 1 K.YPNAELAWCQEEHKNQGYYDYVKPR.L 948 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_106.007300.007300 2 2.4707 0.2131 1128.53 1126.3 1 87.5 2 K.KTHLTELQR.L 1000 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_110.014543.014543 2 4.1588 0.3412 2201.89 2203.5 1 50 6 R.TCIPMNHLWPNQAPYTVC.N 699 1 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_111.001372.001372 2 3.7831 0.3123 1605.89 1603.8 1 75 4 K.HWLDSPWPGFFTL.D 583 1 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.013235.013235 3 3.7631 0.1485 2186.12 2185.5 1 43.421055 1 K.VFHLPTTTFIGGQESALPLR.E 185 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011650.01165 3 3.2823 0.1566 2378.33 2377.8 1 28.40909 1 R.NITLSLVANPSHLEAADPVVMGK.T 365 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012334.01233 2 3.4484 0.2394 2185.07 2185.5 1 52.63158 2 K.VFHLPTTTFIGGQESALPLR.E 185 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.017212.01721 2 4.1459 0.1756 1663.91 1661 1 80.769226 2 R.IEQLSPFPFDLLLK.E 930 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015255.0152 2 3.0866 0.2181 2157.43 2157.4 6 47.058823 1 K.HWLDSPWPGFFTLDGQPR.S 583 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.014056.01405 2 3.9955 0.4668 1397.53 1397.6 1 90.909096 1 R.LLDTAFDLDVFK.N 1009 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.017144.01714 3 3.2094 0.1046 3204.17 3201.5 7 22.5 1 R.GHHVAQLDPLGILDADLDSSVPADIISSTDK.L 141 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.008901.00890 2 4.851 0.3971 2108.97 2106.3 1 52.499996 1 R.GSLAAVAHAQSLVEAQPNVDK.L 102 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014051.01405 2 3.4538 0.3792 2160.01 2157.4 1 52.941177 1 K.HWLDSPWPGFFTLDGQPR.S 583 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011752.0117 2 3.1137 0.2597 2380.53 2377.8 1 43.18182 1 R.NITLSLVANPSHLEAADPVVMGK.T 365 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.008864.00886 2 3.2134 0.1604 1342.51 1342.5 4 80 2 R.HHVLHDQNVDK.R 687 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014039.0140 2 4.1731 0.4613 1397.55 1397.6 1 90.909096 1 R.LLDTAFDLDVFK.N 1009 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010280.01028 2 3.2609 0.2499 1472.27 1472.6 1 75 2 K.LGFYGLDESDLDK.V 172 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.017763.01776 3 6.1002 0.5542 3887.27 3886.3 1 31.25 2 R.SMSCPSTGLTEDILTHIGNVASSVPVENFTIHGGLSR.I 601 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017836.0178 3 4.0812 0.172 3641.75 3639.1 1 22.65625 1 K.LGFYGLDESDLDKVFHLPTTTFIGGQESALPLR.E 172 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_111.010203.010203.1 1 2.6796 0.2341 1341.57 1342.5 1 70 2 R.HHVLHDQNVDK.R 687 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_108.012583.012583.3 3 3.9717 0.0882 1702.91 1703 7 50 1 K.RFGLEGCEVLIPALK.T 277 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_104.015345.015345 2 2.8104 0.2135 1747.63 1749.9 3 53.571426 1 T.AQCIIDQFICPGQAK.W 754 1 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009083.0090 2 3.7038 0.3284 1341.87 1342.5 2 80 2 R.HHVLHDQNVDK.R 687 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_106.013144.013144 2 3.7118 0.2623 1549.57 1550.7 1 70.83333 1 Q.CIIDQFICPGQAK.W 756 1 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_103.018359.018359.2 2 3.2388 0.1257 1663.79 1661 1 61.538464 4 R.IEQLSPFPFDLLLK.E 930 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_103.015107.015107.1 1 3.2268 0.2928 1398.02 1397.6 1 68.181816 2 R.LLDTAFDLDVFK.N 1009 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_103.015023.015023.2 2 4.2559 0.4642 1398.23 1397.6 1 90.909096 4 R.LLDTAFDLDVFK.N 1009 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_111.011197.011197.2 2 4.0896 0.3969 2171.67 2170.5 3 42.5 2 R.AKPVWYAGRDPAAAPATGNKK.T 980 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.017355.0173 3 3.6547 0.2624 3887.45 3886.3 1 20.833332 1 R.SMSCPSTGLTEDILTHIGNVASSVPVENFTIHGGLSR.I 601 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_108.018782.018782.3 3 7.8534 0.5656 3636.71 3639.1 1 32.8125 2 K.LGFYGLDESDLDKVFHLPTTTFIGGQESALPLR.E 172 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_NT_lymphocytes_Ti_102.011711.011711.1 1 2.1194 0.2133 1473.74 1472.6 1 62.5 1 K.LGFYGLDESDLDK.V 172 2
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_106.021806.021806 2 4.267 0.2596 1663.01 1661 1 76.92308 1 R.IEQLSPFPFDLLLK.E 930 2 *
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NP_002532.2| gi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) isofo 29 69 31.4 1023 115935 6.9 HsSD-NE_PHA_lymphocytes_PK_105.017579.017579 2 3.8401 0.3658 1397.47 1397.6 1 90.909096 2 R.LLDTAFDLDVFK.N 1009 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_PK_109.000245.000245 2 2.7915 0.2465 1991.23 1989.2 4 43.333332 1 R.FADDQLIIDFDNFVRC.L 650 1 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_103.013864.013864 2 3.6878 0.4296 2387.05 2385.6 1 40.909092 1 K.GSLLGCSIDITSAADSEAITFQK.L 235 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_PK_111.003599.003599 2 4.0263 0.266 2105.23 2102.3 1 68.75 5 R.FADDQLIIDFDNFVRCL.V 650 1 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_110.016100.016100 3 5.0523 0.433 3632.93 3634.8 1 29.166666 7 K.KADYQAVDDEIEANLEEFDISEDDIDDGFRR.L 506 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_PK_110.014489.014489 2 2.5439 0.1605 1663.63 1661.9 1 54.166668 1 A.EWYELKKPPPNLF.K 213 0 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_115.013408.013408 2 2.9577 0.3037 2061.29 2060.3 3 50 2 R.RHEDGEFWMSFSDFLR.H 318 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_109.016883.016883 2 2.6663 0.3088 1906.17 1904.1 1 50 1 R.HEDGEFWMSFSDFLR.H 319 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_101.005300.005300 2 5.9647 0.5584 2064.47 2064.2 1 76.31579 4 K.GHAYSVTGAEEVESNGSLQK.L 261 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_103.019359.019359 2 4.1198 0.3706 2435.93 2436.8 1 45.238094 6 R.LFAQLAGEDAEISAFELQTILR.R 537 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_Ti_106.012920.012920 3 3.7941 0.2191 3360.83 3362.8 1 25.862068 1 R.KMGEDMHTIGFGIYEVPEELSGQTNIHLSK.N 421 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_106.016900.01690 3 5.2492 0.4322 3979.79 3977.4 1 23.529411 1 K.YLNQDYEALRNECLEAGTLFQDPSFPAIPSALGFK.E 27 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_104.008967.00896 2 3.9955 0.218 2035.73 2034.1 1 70 4 R.WNDNCPSWNTIDPEER.E 297 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_105.016952.01695 2 4.07 0.3646 1831.35 1829 1 71.42857 1 R.FADDQLIIDFDNFVR.C 650 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_107.013703.01370 2 4.2147 0.3244 1931.05 1930.2 1 64.28571 2 R.NYPNTFWMNPQYLIK.L 376 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_105.016103.01610 2 2.4564 0.2284 2710.09 2711 8 31.25 1 R.NECLEAGTLFQDPSFPAIPSALGFK.E 37 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_NT_lymphocytes_Ti_107.013037.01303 2 2.9732 0.2898 2766.81 2766.1 1 41.304348 1 K.LPPGEYILVPSTFEPNKDGDFCIR.V 477 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013025.0130 2 3.556 0.2905 2743.37 2742.8 1 52.173912 2 K.LEEEDEDEEDGESGCTFLVGLIQK.H 391 2 *
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526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_NT_lymphocytes_Ti_102.014528.014528.2 2 4.4829 0.4771 2742.19 2742.8 1 54.347824 2 K.LEEEDEDEEDGESGCTFLVGLIQK.H 391 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_PK_105.015741.01574 2 3.1013 0.1576 2187.43 2185.3 1 52.941177 1 N.LEEFDISEDDIDDGFRRL.F 520 0 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_PHA_lymphocytes_PK_106.021482.021482 2 3.5313 0.399 1827.97 1829 1 57.14286 3 R.FADDQLIIDFDNFVR.C 650 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_NT_lymphocytes_Ti_104.017286.017286.2 2 4.013 0.4062 2710.83 2711 1 43.75 2 R.NECLEAGTLFQDPSFPAIPSALGFK.E 37 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_NT_lymphocytes_Ti_104.017290.017290.3 3 3.7288 0.3056 2711.72 2711 3 27.083334 1 R.NECLEAGTLFQDPSFPAIPSALGFK.E 37 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_NT_lymphocytes_Ti_104.008303.008303.2 2 3.6917 0.1352 2063.77 2064.2 1 65.789474 2 K.GHAYSVTGAEEVESNGSLQK.L 261 2 *
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|NP_001739.2| gi|157389005|ref|NP_001739.2| "calpain 2, large subunit [Homo sapiens] " 20 54 41.1 700 80009 5 HsSD-NE_NT_lymphocytes_Ti_112.013631.013631.2 2 3.1547 0.2622 3042.21 3041.4 1 36 2 R.FKLPPGEYILVPSTFEPNKDGDFCIR.V 475 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_PHA_lymphocytes_Ti_111.020567.020567 3 3.2858 0.0899 2461.82 2461.8 2 27.272728 1 R.IAIIVDDIIDDVDSFLAAAETLK.E 264 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.010493.010493 2 3.7396 0.3714 1714.95 1716 1 60.000004 1 K.IFVMATHGLLSSDAPR.R 293 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.010153.010153 3 3.126 0.1834 2509.25 2507.8 6 28.57143 1 R.RIEESAIDEVVVTNTIPHEVQK.L 309 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_PHA_lymphocytes_Ti_113.018638.018638 2 5.0759 0.4501 2463.27 2461.8 1 52.272724 7 R.IAIIVDDIIDDVDSFLAAAETLK.E 264 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.009263.009263 2 2.5607 0.2037 2510.23 2507.8 5 33.333336 1 R.RIEESAIDEVVVTNTIPHEVQK.L 309 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.016276.01627 2 3.5859 0.2876 2086.25 2083.3 1 65.625 1 R.ASPFLLQYIQEEIPDYR.N 165 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3685.36 2 2.543 0.1635 2083.32 2083.3 8 43.75 1 R.ASPFLLQYIQEEIPDYR.N 165 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsSD-NE_NT_lymphocytes_Ti_106.016185.016185.2 2 2.6753 0.162 2083.57 2083.3 3 53.125 2 R.ASPFLLQYIQEEIPDYR.N 165 2 *
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_002758.1| gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate synthetase-associated protein 2 [Ho 6 16 21.1 369 40926 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.019558.0195 2 3.2408 0.2638 2464.47 2461.8 1 40.909092 1 R.IAIIVDDIIDDVDSFLAAAETLK.E 264 2 *
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_PHA_lymphocytes_Ti_105.007331.007331 2 4.6551 0.2729 2258.61 2259.4 1 60.526318 3 K.KKGEDEDKGPPCGPVNCNEK.I 90 2
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_PHA_lymphocytes_Ti_105.007328.007328 3 5.8365 0.3648 2256.95 2259.4 1 50 2 K.KKGEDEDKGPPCGPVNCNEK.I 90 2
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_PHA_lymphocytes_PK_107.018077.018077 2 2.9693 0.2705 2069.91 2071.3 1 47.058823 2 T.WLQLQIPRIEDGNNFGVA.V 134 0
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_PHA_lymphocytes_PK_108.014244.014244 1 2.5217 0.1649 1424.76 1425.7 4 59.090908 2 R.LKPEIKDVIEQL.N 117 1
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsNaOH-NE_NT_lymphocytes_Ti_110.016239.01623 2 3.6208 0.3075 1397.69 1396.7 1 77.27273 3 R.NAYAVLYDIILK.N 221 2 *
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007882.0078 2 3.2148 0.0882 1519.35 1520.6 2 65.38461 1 R.IEDGNNFGVAVQEK.V 142 2
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_NT_lymphocytes_Ti_102.009597.009597.2 2 3.0095 0.127 1521.61 1520.6 2 73.07692 1 R.IEDGNNFGVAVQEK.V 142 2
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_PHA_lymphocytes_PK_106.011502.011502 2 2.8297 0.2816 1122.87 1123.4 1 87.5 1 A.VQEKVFELM.T 152 0
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_006254.1| gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 isoform 1 [Homo sapiens] 8 17 28.5 249 28723 6 HsSD-NE_NT_lymphocytes_Ti_104.007266.007266.2 2 4.0622 0.3274 2002.39 2003 1 52.941177 2 K.GEDEDKGPPCGPVNCNEK.I 92 2
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_PHA_lymphocytes_Ti_103.008466.008466 3 4.2379 0.3607 2456.81 2454.6 1 35 6 R.HIDCAHVYQNENEVGVAIQEK.L 42 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_PHA_lymphocytes_PK_115.013154.013154 1 2.1409 0.1865 1381.86 1381.7 2 54.545456 1 Y.LIHWPTGFKPGK.E 109 1 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_PHA_lymphocytes_Ti_104.016929.016929 2 3.8968 0.3627 2268.69 2267.5 1 47.22222 6 K.VFDFELSSQDMTTLLSYNR.N 276 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_PHA_lymphocytes_Ti_102.007797.007797 2 5.06 0.4353 2454.79 2454.6 1 62.5 3 R.HIDCAHVYQNENEVGVAIQEK.L 42 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsNaOH-NE_NT_lymphocytes_Ti_110.010001.01000 2 4.2509 0.3836 2342.35 2341.5 1 52.77778 4 R.VCALLSCTSHKDYPFHEEF.- 298 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010044.0100 2 3.4508 0.3479 2343.61 2341.5 1 41.666664 2 R.VCALLSCTSHKDYPFHEEF.- 298 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_NT_lymphocytes_Ti_105.002313.002313.3 3 5.9441 0.3932 3883.46 3882.3 1 27.941175 2 K.EFFPLDESGNVVPSDTNILDTWAAMEELVDEGLVK.A 121 2 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsSD-NE_PHA_lymphocytes_PK_105.012016.012016 1 2.9314 0.2662 1405.59 1404.6 1 62.5 1 W.AAMEELVDEGLVK.A 143 1 *
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_001619.1| gi|4502049|ref|NP_001619.1| "aldo-keto reductase family 1, member B1 [Homo sapiens] " 8 27 35.8 316 35853 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013397.0133 3 4.1697 0.307 2277.29 2277.7 1 37.5 2 K.LDYLDLYLIHWPTGFKPGK.E 102 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.010823.010823 2 3.3196 0.3132 2063.99 2062.3 1 47.22222 1 R.FHPLAANVLASSSYDLTVR.I 602 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.018400.018400 3 6.0462 0.4512 3391.58 3393.7 1 30.833334 6 R.VAHLGCHSDLVTDLDFSPFDDFLLATGSADR.T 70 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.012563.012563 3 4.5144 0.2658 3984.32 3983.3 1 25.735294 4 R.KAVEFHEDLFPDTAGCVPATDPHSWWAGDNQQVQK.V 348 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.017040.017040 3 3.7101 0.2439 4435.28 4434.1 1 20.454546 1 R.LPGPGQALPSAPGVVLGPEDLPVEVLQFHPTSDGILVSAAGTTVK.V 107 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_PK_113.016456.016456 2 3.5886 0.4032 2678.19 2679.1 1 34.615387 1 W.RLPGPGQALPSAPGVVLGPEDLPVEVL.Q 106 0 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.012982.012982 2 4.4703 0.5334 2828.01 2829.1 1 43.75 2 K.LQGHQDQIFSLAWSPDGQQLATVCK.D 633 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012086.01208 3 3.7878 0.3078 3856.28 3855.1 1 23.484848 1 K.AVEFHEDLFPDTAGCVPATDPHSWWAGDNQQVQK.V 349 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011648.01164 2 3.9333 0.4189 1979.09 1979.3 1 50 2 R.VLQLSDTAIVPIGYHVPR.K 330 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.015460.01546 2 2.5681 0.2772 2934.87 2933.3 4 28.846153 1 R.LPDTALPTLQNGAAVTDLAWDPFDPHR.L 533 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.013499.01349 2 5.302 0.4192 1810.41 1809.2 1 73.52941 4 R.VAVPLLSSGGQVAVLELR.K 511 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.017978.01797 3 4.9461 0.2752 3396.5 3393.7 7 20.833332 3 R.VAHLGCHSDLVTDLDFSPFDDFLLATGSADR.T 70 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013268.01326 3 3.4893 0.2509 2454.41 2451.7 1 32.954548 1 R.VPAEGLEEVLTTPETVLTGHTEK.I 574 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.015608.0156 3 4.5093 0.2381 2935.19 2933.3 1 30.769232 3 R.LPDTALPTLQNGAAVTDLAWDPFDPHR.L 533 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.015500.01550 3 4.652 0.1484 2935.97 2933.3 1 30.769232 1 R.LPDTALPTLQNGAAVTDLAWDPFDPHR.L 533 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.013658.01365 3 5.2633 0.327 4435.13 4434.1 1 26.136362 3 R.LPGPGQALPSAPGVVLGPEDLPVEVLQFHPTSDGILVSAAGTTVK.V 107 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_PHA_lymphocytes_PK_106.000104.000104 2 3.0896 0.266 2682.77 2684 1 43.18182 1 R.KEFFQDDVFPDTAVIWEPVLSAE.A 820 1 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_109.019191.019191.3 3 4.6499 0.3321 3395.24 3393.7 2 25.833332 3 R.VAHLGCHSDLVTDLDFSPFDDFLLATGSADR.T 70 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_104.016458.016458.2 2 2.73 0.2637 2932.87 2933.3 1 34.615387 2 R.LPDTALPTLQNGAAVTDLAWDPFDPHR.L 533 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_110.018966.018966.3 3 5.6243 0.4542 4436.69 4434.1 1 23.295454 10 R.LPGPGQALPSAPGVVLGPEDLPVEVLQFHPTSDGILVSAAGTTVK.V 107 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_108.019099.019099.2 2 3.4782 0.3017 3118.29 3115.5 1 42 3 R.VFLYELLPESPFFLECNSFTSPDPHK.G 755 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_106.013203.013203.2 2 3.1575 0.2431 1807.67 1809.2 1 47.058823 1 R.VAVPLLSSGGQVAVLELR.K 511 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_104.016484.016484.3 3 4.7655 0.2564 2933.36 2933.3 1 32.692307 3 R.LPDTALPTLQNGAAVTDLAWDPFDPHR.L 533 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_104.012252.012252.2 2 2.8082 0.286 2563.37 2563.6 7 35.714287 2 K.LGNREDPLPQDSFEGVDEDEWD.- 904 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_108.012139.012139.2 2 5.2651 0.4662 1978.71 1979.3 1 67.64706 2 R.VLQLSDTAIVPIGYHVPR.K 330 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_104.007757.007757.2 2 2.6572 0.1072 1291.83 1293.4 9 66.66667 1 R.SGPEPLQEGPGPK.G 668 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsSD-NE_NT_lymphocytes_Ti_111.010268.010268.1 1 2.1224 0.1261 1018.46 1019.2 1 68.75 1 R.HAQGTVLHR.D 475 2 *
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NP_078811.2| gi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 17 67 36.2 925 100635 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.013751.0137 3 3.6429 0.3637 4433.81 4434.1 2 18.181818 4 R.LPGPGQALPSAPGVVLGPEDLPVEVLQFHPTSDGILVSAAGTTVK.V 107 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_PHA_lymphocytes_Ti_102.000510.000510 2 5.0759 0.3825 3028.83 3027.4 1 44.444447 9 R.LGTVEELANLAAFLCSDYASWINGAVIK.F 271 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_PHA_lymphocytes_Ti_115.000128.000128 2 2.8493 0.1865 2009.05 2006.3 1 44.444447 1 K.TITDIVLNGTAFVTLEIGK.Q 163 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_PHA_lymphocytes_Ti_104.002648.002648 3 5.0742 0.1987 3030.26 3027.4 4 25.925926 3 R.LGTVEELANLAAFLCSDYASWINGAVIK.F 271 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012651.01265 2 3.1727 0.2519 1432.69 1432.6 1 80 1 K.EQWDTIEELIR.K 320 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010767.01076 2 5.6196 0.4329 2292.91 2292.6 1 66.66667 3 K.VAGHPNIVINNAAGNFISPTER.L 134 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.009462.0094 2 4.2286 0.3433 2293.77 2292.6 1 52.380955 2 K.VAGHPNIVINNAAGNFISPTER.L 134 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011378.01137 3 4.5961 0.4203 2670.26 2669 1 37.5 2 K.VHAIQCDVRDPDMVQNTVSELIK.V 111 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_PHA_lymphocytes_PK_105.015855.015855 2 2.7148 0.1835 1432.55 1432.6 2 70 1 K.EQWDTIEELIR.K 320 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_NT_lymphocytes_Ti_115.017496.017496.2 2 4.5132 0.4128 3028.77 3027.4 1 38.88889 2 R.LGTVEELANLAAFLCSDYASWINGAVIK.F 271 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_NT_lymphocytes_Ti_109.010945.010945.3 3 3.6169 0.2747 2292.95 2292.6 5 32.142857 1 K.VAGHPNIVINNAAGNFISPTER.L 134 2 *
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_001350.1| gi|4503301|ref|NP_001350.1| "2,4-dienoyl CoA reductase 1 precursor [Homo sapiens] " 7 27 30.7 335 36068 9.3 HsSD-NE_NT_lymphocytes_Ti_110.011184.011184.2 2 5.6229 0.4616 2292.01 2292.6 1 66.66667 2 K.VAGHPNIVINNAAGNFISPTER.L 134 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_PHA_lymphocytes_PK_108.009641.00964 2 4.9394 0.4735 1651.45 1649.8 1 73.333336 3 S.ASEHGLVVIAPDTSPR.G 71 1 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_PHA_lymphocytes_PK_107.009786.009786 2 3.1969 0.3156 1578.01 1578.8 1 67.85714 2 A.SEHGLVVIAPDTSPR.G 72 1 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_PHA_lymphocytes_Ti_102.008348.008348 2 2.5807 0.13 2307.23 2309.5 6 35.714287 1 K.SGYHQSASEHGLVVIAPDTSPR.G 65 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsNaOH-NE_NT_lymphocytes_Ti_105.015432.01543 2 3.8056 0.325 2729.05 2726.1 1 38.636364 1 R.MYSYVTEELPQLINANFPVDPQR.M 120 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsNaOH-NE_NT_lymphocytes_Ti_110.017068.01706 2 3.1161 0.1644 2390.83 2389.6 1 36.842106 1 K.CPALYWLSGLTCTEQNFISK.S 45 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_NT_lymphocytes_Ti_104.001432.001432.2 2 3.2133 0.2258 2389.77 2389.6 1 44.736843 2 K.CPALYWLSGLTCTEQNFISK.S 45 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_NT_lymphocytes_Ti_104.016488.016488.2 2 5.3095 0.3109 2727.65 2726.1 1 52.272724 6 R.MYSYVTEELPQLINANFPVDPQR.M 120 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013773.0137 3 4.8244 0.415 2593.55 2590.9 1 32.5 1 R.LQEGYDHSYYFIATFITDHIR.H 254 2 *
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NP_001975.1| gi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydrolase [Homo sapiens] 6 18 30.5 282 31463 7 HsSD-NE_NT_lymphocytes_Ti_109.010696.010696.2 2 3.4271 0.2443 2311.85 2309.5 1 40.476192 1 K.SGYHQSASEHGLVVIAPDTSPR.G 65 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsSD-NE_PHA_lymphocytes_Ti_110.009438.009438 2 3.1257 0.145 1642.57 1641.9 5 66.66667 1 K.IRQEEIEIEVVQR.K 252 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_114.011385.01138 2 2.107 0.1567 1480.69 1478.7 5 54.166668 1 K.ELLAVACEQFLGK.N 82 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008522.00852 2 2.4155 0.166 1270.53 1270.5 1 75 1 K.QIAVEAQEILR.T 267 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.012770.01277 2 4.4507 0.4088 1933.95 1935.3 1 58.333332 2 R.LLAELPASVHALTGVDLSK.I 398 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010054.01005 2 5.5475 0.406 1392.17 1389.6 1 88.46153 2 K.IGEAEAAVIEAMGK.A 322 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008510.00851 2 3.2127 0.2115 1640.73 1641.9 2 62.5 1 K.IRQEEIEIEVVQR.K 252 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010444.0104 2 4.7824 0.3443 1390.97 1389.6 1 88.46153 2 K.IGEAEAAVIEAMGK.A 322 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.010450.0104 2 3.8075 0.2818 1380.79 1379.6 1 81.818184 4 K.NVVLQTLEGHLR.S 101 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.012270.01227 2 3.0487 0.174 1738.69 1737 3 46.42857 1 R.SILGTLTVEQIYQDR.D 113 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010497.01049 2 3.1788 0.1858 1382.37 1379.6 1 81.818184 2 K.NVVLQTLEGHLR.S 101 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009827.0098 2 3.4738 0.2442 1605.65 1602.8 1 76.92308 2 K.DVYDKVDYLSSLGK.T 156 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010565.01056 1 2.4998 0.2907 1379.72 1379.6 1 72.72727 1 K.NVVLQTLEGHLR.S 101 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsSD-NE_NT_lymphocytes_Ti_103.009994.009994.2 2 4.3977 0.35 1523.85 1521.7 1 84.61539 3 K.TAEAQLAYELQGAR.E 234 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3139.313 3 3.5627 0.3218 2499.08 2500 1 38.04348 1 R.LLAELPASVHALTGVDLSKIPLIK.K 398 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsSD-NE_NT_lymphocytes_Ti_103.011474.011474.2 2 3.6317 0.1668 1389.53 1389.6 1 69.230774 1 K.IGEAEAAVIEAMGK.A 322 2 *
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NP_004466.2| gi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 11 26 30.4 428 47064 5.3 HsSD-NE_NT_lymphocytes_Ti_103.010223.010223.2 2 2.4218 0.0946 1272.35 1270.5 6 70 1 K.QIAVEAQEILR.T 267 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_PHA_lymphocytes_Ti_104.017210.017210 3 4.0405 0.3592 2982.38 2980.1 8 25 3 K.ASGDGESLDEDSEFTLASDFEIGHFFR.E 298 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_PHA_lymphocytes_PK_108.013566.013566 1 2.0952 0.2295 1254.77 1255.4 5 50 2 A.SDFEIGHFFR.E 315 1 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016179.01617 2 4.0102 0.4065 2137.41 2136.4 1 52.941177 1 R.NVDMLSELVQEYDEPILK.H 169 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsNaOH-NE_NT_lymphocytes_Ti_110.018874.01887 2 3.3484 0.4162 1412.97 1413.7 1 70 2 K.GIPEFWFTIFR.N 158 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsNaOH-NE_NT_lymphocytes_Ti_109.009600.00960 2 2.8117 0.1755 1457.09 1457.7 1 77.27273 1 R.KYAALYQPLFDK.R 94 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014878.0148 2 3.589 0.3938 1413.85 1413.7 1 75 3 K.GIPEFWFTIFR.N 158 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_102.015108.015108.2 2 3.0868 0.3499 2558.13 2559.7 6 33.333336 1 K.ADPFSFEGPEIVDCDGCTIDWK.K 234 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_104.013460.013460.2 2 3.4761 0.3704 3115.21 3116.3 1 38.46154 3 K.SEPDKADPFSFEGPEIVDCDGCTIDWK.K 229 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_112.015635.015635.2 2 3.7771 0.3942 1413.45 1413.7 1 75 2 K.GIPEFWFTIFR.N 158 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_104.013474.013474.3 3 6.1251 0.4696 3115.76 3116.3 1 37.5 2 K.SEPDKADPFSFEGPEIVDCDGCTIDWK.K 229 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_104.008687.008687.2 2 2.3557 0.135 1339.79 1337.4 6 66.66667 1 K.FYEEVHDLER.K 84 2
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_NT_lymphocytes_Ti_111.016316.016316.1 1 2.3945 0.29 1413.73 1413.7 2 55 2 K.GIPEFWFTIFR.N 158 2 *
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_005960.1| gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-like 4 [Homo sapiens] 11 25 31.2 375 42823 4.7 HsSD-NE_PHA_lymphocytes_PK_105.013334.013334 2 2.9153 0.1784 1560.47 1560.6 1 72.72727 2 L.EFHFEPNDYFTN.S 207 0 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_Ti_105.022035.022035 3 3.7341 0.2626 2292.59 2290.6 2 30.952381 1 R.INALTAASEAACLIVSVDETIK.N 500 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_Ti_114.014224.014224 3 3.3844 0.2476 3656.54 3654 7 20.161291 1 R.HAQGGTWYGVDINNEDIADNFEAFVWEPAMVR.I 468 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_Ti_104.017124.017124 2 4.0623 0.4463 2255.05 2253.5 1 50 6 K.SQDAEVGDGTTSVTLLAAEFLK.Q 85 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_Ti_109.017162.017162 2 5.0497 0.3928 2896.09 2893.2 1 50 7 R.VHTVEDYQAIVDAEWNILYDKLEK.I 257 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_Ti_106.019651.019651 3 3.7044 0.2408 2659.31 2658 1 31.25 1 R.INALTAASEAACLIVSVDETIKNPR.S 500 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.015792.0157 2 2.1246 0.1578 2256.45 2253.5 4 40.476192 1 K.SQDAEVGDGTTSVTLLAAEFLK.Q 85 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008326.00832 2 3.2244 0.244 1155.71 1155.4 1 83.33333 2 R.SLHDAIMIVR.R 388 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014807.01480 2 3.4013 0.3039 2832.51 2831.1 6 28.846153 2 K.EGTDSSQGIPQLVSNISACQVIAEAVR.T 11 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.014904.0149 2 3.3574 0.3299 2832.27 2831.1 2 32.692307 1 K.EGTDSSQGIPQLVSNISACQVIAEAVR.T 11 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007684.00768 2 3.24 0.1688 1556.61 1553.6 1 75 1 R.CQVFEETQIGGER.Y 345 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_112.014771.014771.3 3 4.3804 0.3364 2893.88 2893.2 1 29.347824 1 R.VHTVEDYQAIVDAEWNILYDKLEK.I 257 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_102.016474.016474.2 2 4.6488 0.3294 2832.77 2831.1 1 42.307693 4 K.EGTDSSQGIPQLVSNISACQVIAEAVR.T 11 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_111.015470.015470.2 2 4.8961 0.3674 2893.99 2893.2 1 47.826088 2 R.VHTVEDYQAIVDAEWNILYDKLEK.I 257 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_103.008760.008760.2 2 4.3233 0.3001 1554.35 1553.6 1 87.5 2 R.CQVFEETQIGGER.Y 345 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_110.020296.020296.3 3 4.3123 0.4014 2657.57 2658 1 28.125 4 R.INALTAASEAACLIVSVDETIKNPR.S 500 2
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_NT_lymphocytes_Ti_104.016830.016830.2 2 3.8606 0.3631 2252.49 2253.5 1 52.380955 5 K.SQDAEVGDGTTSVTLLAAEFLK.Q 85 2 *
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_006420.1| gi|5453607|ref|NP_006420.1| "chaperonin containing TCP1, subunit 7 isoform a [Homo sapiens] " 10 42 28.2 543 59367 7.6 HsSD-NE_PHA_lymphocytes_PK_105.015554.015554 2 3.9104 0.4105 2337.07 2337.4 3 40 1 R.HAQGGTWYGVDINNEDIADNF.E 468 1
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.012253.012253 2 3.5465 0.1794 2648.05 2647.9 2 36.363636 1 R.HLSLALFQSFETGHCLNETNVTK.D 69 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_PK_110.018624.018624 2 3.0694 0.2463 2200.71 2198.6 2 40.476192 1 K.ANLPVLPPVAVLPLGTGNDLAR.C 448 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_PK_107.009661.00966 1 2.2387 0.2447 1191.71 1192.4 2 66.66667 1 Y.LEVDNVPRHL.S 61 0 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.007474.007474 2 2.6885 0.0926 1298.75 1296.5 3 70 1 K.DIGVQSHVWVR.G 264 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.016756.016756 2 3.2424 0.2764 2046.49 2047.3 2 41.666664 1 R.ILVCGGDGTVGWILETIDK.A 429 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.018172.018172 3 3.9864 0.2193 3439.1 3439.8 3 23.214285 2 K.DVVCLNDVSCYFSLLEGGRPEDKLEFTFK.L 92 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009629.00962 2 3.3408 0.3786 1404.23 1404.6 1 75 2 R.GLISPSDFAQLQK.Y 6 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.017006.01700 2 2.7635 0.2141 2047.15 2047.3 2 41.666664 1 R.ILVCGGDGTVGWILETIDK.A 429 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.010864.01086 2 3.5685 0.414 2096.69 2098.3 1 52.941177 2 R.FPRPVYCNLCESSIGLGK.Q 213 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.010194.01019 2 4.106 0.4774 1881.29 1883.1 1 67.64706 1 R.RPHGDIYGINQALGATAK.V 617 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012201.01220 2 4.2123 0.3591 1964.61 1964.2 1 65.625 2 K.YVQGDAIGYEGFQQFLK.I 42 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.015028.01502 2 3.5883 0.286 2199.99 2198.6 1 52.380955 4 K.ANLPVLPPVAVLPLGTGNDLAR.C 448 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008876.0088 2 5.0837 0.4494 1900.41 1899 1 68.75 3 K.EIDYDGSGSVSQAEWVR.A 166 2 *
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536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.009078.0090 2 3.5337 0.1844 1569.69 1566.7 1 69.230774 1 K.TMDDLNLSTSEALR.I 354 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_102.010294.010294.2 2 2.9166 0.1248 1568.31 1566.7 1 57.692307 1 K.TMDDLNLSTSEALR.I 354 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_PK_106.002145.002145 2 3.6282 0.2786 2271.03 2268.6 1 55.88235 2 A.EYLDWDVSELRPILQEMM.K 147 0 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_106.018375.018375.2 2 3.7376 0.2715 2566.59 2567 1 45 4 R.VAEYLDWDVSELRPILQEMMK.E 145 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_115.011025.011025.3 3 3.1371 0.2339 2254.07 2254.5 1 34.72222 1 K.RFPRPVYCNLCESSIGLGK.Q 212 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_102.009957.009957.2 2 4.3414 0.4361 1898.61 1899 1 56.25 4 K.EIDYDGSGSVSQAEWVR.A 166 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_PHA_lymphocytes_PK_106.000108.000108 2 3.8002 0.3059 2307.73 2307.6 1 55.555557 2 R.VAEYLDWDVSELRPILQEM.M 145 1 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_107.018170.018170.2 2 2.6832 0.1844 2049.43 2047.3 1 47.22222 1 R.ILVCGGDGTVGWILETIDK.A 429 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.016905.0169 2 4.3855 0.3242 2049.45 2047.3 1 58.333332 4 R.ILVCGGDGTVGWILETIDK.A 429 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsSD-NE_NT_lymphocytes_Ti_112.011591.011591.2 2 3.5566 0.3986 1884.21 1883.1 1 55.88235 2 R.RPHGDIYGINQALGATAK.V 617 2 *
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NP_963848.1| gi|41872500|ref|NP_963848.1| "diacylglycerol kinase, alpha 80kDa [Homo sapiens] " 16 48 31.4 735 82630 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.010394.0103 2 4.5465 0.4385 1883.57 1883.1 1 67.64706 4 R.RPHGDIYGINQALGATAK.V 617 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.022126.022126 2 4.0597 0.2953 2347.29 2345.6 1 52.63158 2 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_PK_108.014888.014888 2 4.1597 0.3588 1685.43 1685.9 1 83.33333 3 E.KFINDCTELFREL.M 367 0 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_PK_107.010416.010416 2 2.5569 0.197 1522.35 1522.7 4 62.5 1 K.NNPVHLITEEDLK.Q 390 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.017290.017290 3 3.8196 0.2833 2347.85 2345.7 1 39.473686 4 R.VNIVDLQQVINVDLIHIENR.I 77 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.013701.013701 2 2.1972 0.1124 2274.29 2273.6 5 35.294117 1 K.KKPEISFMFQDEIEDFLR.K 470 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.021037.021037 3 5.531 0.4139 2697.77 2699.1 1 39.772728 2 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013463.0134 2 3.182 0.2541 1710.79 1707.8 2 57.692307 1 K.DLQEEVSNLYNNIR.L 539 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.017210.01721 3 3.5322 0.2757 2345.33 2345.7 1 42.105263 2 R.VNIVDLQQVINVDLIHIENR.I 77 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010929.01092 2 2.0718 0.1018 1212.51 1210.4 6 70 1 R.GVIFTEAFVAR.H 175 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013655.01365 2 3.1733 0.2455 1838.85 1839.1 1 60.000004 1 K.TYDLPGNFLTQALTQR.L 145 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.000173.00017 3 6.0618 0.4598 2699.18 2699.1 1 40.909092 6 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.000411.00041 2 5.5544 0.3978 2348.27 2345.6 1 63.15789 3 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.012940.0129 2 3.6655 0.4029 2026.13 2026.3 1 56.25 2 K.HVQLVLGQLIDENYLDR.L 106 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.000224.00022 3 3.2115 0.2186 2345.03 2345.6 1 31.578945 1 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011918.01191 2 3.9867 0.2909 1875.73 1876.2 2 50 2 R.GLFSAITRPTAVNSLISK.Y 192 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_NT_lymphocytes_Ti_104.010757.010757.2 2 3.4314 0.2039 2492.57 2491.7 1 45.238094 1 R.LAEEVNDKLQESGQVTISELCK.T 123 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.021680.0216 3 5.2761 0.2438 2346.02 2345.6 1 42.105263 6 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.016113.0161 3 5.9187 0.4757 2701.04 2699.1 1 43.18182 2 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.021273.0212 2 3.4153 0.1884 2700.85 2699.1 1 40.909092 2 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_NT_lymphocytes_Ti_111.000346.000346.2 2 4.0147 0.4059 2701.55 2699.1 1 40.909092 1 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_NT_lymphocytes_Ti_111.001488.001488.3 3 3.0715 0.1526 2345.93 2345.6 1 32.894737 1 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.021869.0218 2 5.1468 0.3562 2346.33 2345.6 1 60.526318 5 K.YGFQEQLLYSVLEELVNSGR.L 210 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_NT_lymphocytes_Ti_109.014354.014354.2 2 3.574 0.3342 2026.27 2026.3 1 68.75 2 K.HVQLVLGQLIDENYLDR.L 106 2 *
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NP_056138.1| gi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [Homo sapiens] 14 54 25.8 794 89595 6.8 HsSD-NE_NT_lymphocytes_Ti_111.017345.017345.3 3 5.5833 0.4467 2699.87 2699.1 1 38.636364 2 K.HIQDAPEEFISELAEYLIKPLNK.T 489 2 *
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.018358.018358 2 3.3547 0.3363 2077.55 2076.3 1 44.444447 10 R.SSGYPLTIEGFAYLWSGAR.A 129 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_PK_112.000230.000230 2 3.5919 0.2955 2553.79 2552.9 1 47.61905 6 K.ANFTLPDVGDFLDEVLFIELQR.E 463 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_110.016222.016222 3 4.1839 0.2853 3739.58 3739.9 2 23.387096 3 R.FENYGDKFAENDVIGCFADFECGNDVELSFTK.N 216 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_104.015350.015350 3 4.9528 0.4528 3498.41 3498.6 1 28.448275 4 R.SPQPPAEEDEDDFDDTLVAIDTYNCDLHFK.V 94 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_PK_111.011431.01143 2 2.8428 0.3244 1654.61 1654.9 7 46.42857 1 K.HLPSTEPDPHVVRIG.W 171 1
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.008403.008403 3 3.0862 0.2619 3330.26 3330.7 1 30.833334 1 R.APQQQPPPQQPPPPQPPPQQPPPPPSYSPAR.N 591 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_102.011806.011806 2 3.9704 0.3291 1906.63 1906.3 1 58.823532 4 K.SKAECEILMMVGLPAAGK.T 317 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_PHA_lymphocytes_Ti_108.011902.011902 2 2.9756 0.2451 1745.27 1745.9 1 65.38461 1 R.WDVLIQQATQCLNR.L 377 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012519.01251 2 2.8608 0.2125 2799.45 2798 5 36 1 R.IGWSLDSCSTQLGEEPFSYGYGGTGK.K 184 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.017858.01785 2 3.3442 0.2194 2077.49 2076.3 1 52.77778 2 R.SSGYPLTIEGFAYLWSGAR.A 129 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007190.0071 2 3.2585 0.3155 1484.29 1484.7 1 79.16667 4 K.HLPSTEPDPHVVR.I 171 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009209.00920 2 4.5404 0.3161 1597.59 1595.9 1 71.42857 4 K.EALGGQALYPHVLVK.N 261 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.015917.0159 2 4.2021 0.3969 2565.51 2562.9 1 47.61905 3 R.AEPYCSVLPGFTFIQHLPLSER.I 287 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_NT_lymphocytes_Ti_102.009420.009420.2 2 4.4686 0.3934 1743.93 1742.9 1 78.57143 2 R.NYILDQTNVYGSAQR.R 401 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_NT_lymphocytes_Ti_110.019205.019205.2 2 2.9727 0.2888 2078.49 2076.3 1 50 3 R.SSGYPLTIEGFAYLWSGAR.A 129 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_NT_lymphocytes_Ti_107.015809.015809.2 2 4.487 0.3892 2562.73 2562.9 1 50 4 R.AEPYCSVLPGFTFIQHLPLSER.I 287 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsSD-NE_NT_lymphocytes_Ti_103.013912.013912.3 3 5.8223 0.3002 2799.44 2798 1 40 1 R.IGWSLDSCSTQLGEEPFSYGYGGTGK.K 184 2
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NP_653333.1| gi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 isoform d [Homo sapiens] 14 57 34 756 84794 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.014247.0142 2 3.9247 0.4453 2079.25 2076.3 1 55.555557 3 R.SSGYPLTIEGFAYLWSGAR.A 129 2
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.007794.007794 2 3.5982 0.273 1867.49 1868.1 6 56.666668 1 K.VNLQNNPGAMEHFHMK.L 80 2 *
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008189.0081 2 4.9064 0.4123 1869.81 1868.1 1 66.66667 3 K.VNLQNNPGAMEHFHMK.L 80 2 *
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.007838.00783 2 4.2109 0.3724 1717.69 1715.9 1 67.85714 3 K.LDVGNAEVKLEEENR.S 168 2 *
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006698.0066 2 2.5129 0.1655 1169.85 1170.3 1 87.5 1 K.YMEENDQLK.K 150 2 *
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsSD-NE_NT_lymphocytes_Ti_104.009338.009338.2 2 4.1531 0.2971 1716.47 1715.9 1 64.28571 3 K.LDVGNAEVKLEEENR.S 168 2 *
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NP_005736.3| gi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 31 [Homo sapiens] 4 12 22 246 27992 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2199.219 2 3.3186 0.1944 1560.31 1560.8 1 65.38461 1 K.ADLQKLKDELASTK.Q 186 2 *
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_PHA_lymphocytes_Ti_102.012822.012822 2 3.2104 0.323 1908.47 1909.2 1 50 2 R.LYVGSLHFNITEDMLR.G 252 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_PHA_lymphocytes_Ti_103.010545.010545 2 3.0349 0.1977 1585.01 1582.7 3 57.692307 1 K.GYGFITFSDSECAK.K 292 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_PHA_lymphocytes_Ti_101.012914.012914 3 5.0968 0.3527 1693.55 1692.9 1 57.8125 2 K.CPSIAAAIAAVNALHGR.W 478 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_PHA_lymphocytes_Ti_112.010704.010704 2 2.5348 0.2346 1238.53 1238.4 1 80 1 K.HGGVIHIYVDK.N 457 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012580.01258 2 3.9652 0.1863 1273.87 1272.4 1 80 2 R.DLEEFFSTVGK.V 168 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_109.013718.01371 2 2.8358 0.2757 1909.59 1909.2 1 60.000004 2 R.LYVGSLHFNITEDMLR.G 252 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010005.01000 2 3.9747 0.4356 1551.67 1552.9 1 75 2 R.VLGVPIIVQASQAEK.N 218 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_108.017328.01732 2 2.7867 0.3276 2394.05 2392.8 1 36.363636 2 K.GIAYVEFVDVSSVPLAIGLTGQR.V 195 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009923.00992 1 3.4721 0.3285 1554.03 1552.9 1 57.14286 2 R.VLGVPIIVQASQAEK.N 218 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010066.0100 1 3.3773 0.388 1553.81 1552.9 1 53.571426 1 R.VLGVPIIVQASQAEK.N 218 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009392.0093 2 5.4025 0.4907 1830.67 1830.9 1 78.125 1 R.TDASSASSFLDSDELER.T 330 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_Ti_112.012213.01221 3 5.9686 0.4085 1694.18 1692.9 1 56.25 2 K.CPSIAAAIAAVNALHGR.W 478 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_NT_lymphocytes_Ti_104.003698.003698.2 2 2.6312 0.2597 1554.67 1552.9 8 50 1 R.VLGVPIIVQASQAEK.N 218 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.013977.0139 2 3.7205 0.4041 1912.11 1909.2 1 60.000004 1 R.LYVGSLHFNITEDMLR.G 252 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2399.239 2 4.4353 0.4749 1830.69 1830.9 1 62.5 2 R.TDASSASSFLDSDELER.T 330 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.017139.0171 2 2.7227 0.1924 2394.07 2392.8 2 31.818182 1 K.GIAYVEFVDVSSVPLAIGLTGQR.V 195 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_NT_lymphocytes_Ti_102.013929.013929.2 2 3.0473 0.2509 1272.57 1272.4 2 70 2 R.DLEEFFSTVGK.V 168 2
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NP_909122.1| gi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1| RNA binding motif protein 39 isoform a [Homo sapiens] 9 28 23.4 530 59380 10.1 HsSD-NE_NT_lymphocytes_Ti_111.016369.016369.2 2 2.5683 0.1663 1910.49 1909.2 2 50 1 R.LYVGSLHFNITEDMLR.G 252 2
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_PHA_lymphocytes_PK_107.009560.009560 1 2.2277 0.1606 1102.65 1102.3 6 68.75 1 Q.KADEVVWVR.A 55 1 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_PHA_lymphocytes_Ti_106.012356.012356 2 2.772 0.2118 1964.31 1962.2 2 41.666664 1 K.IISAASEGGANVFTVSYFK.N 223 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_PHA_lymphocytes_PK_107.016469.016469 2 3.9616 0.3024 1812.27 1813.1 1 63.333332 1 C.ADFEKVFSIGPVFRAE.D 260 0 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_PHA_lymphocytes_PK_114.013998.013998 2 2.9869 0.1974 1882.69 1881.2 1 55.555557 1 R.FGAPPHAGGGIGLERVTML.F 461 1 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.004118.004118 2 3.9899 0.2587 1743.71 1742.9 1 67.85714 2 K.IGSCTQQDVELHVQK.I 127 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007180.00718 2 2.4779 0.2187 1223.45 1222.4 1 88.88889 1 R.IHDPQLLTER.A 432 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007977.0079 2 2.3063 0.3311 1434.17 1436.6 1 60.714287 1 R.FGAPPHAGGGIGLER.V 461 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010910.01091 2 2.0699 0.1265 1369.45 1369.6 2 75 1 R.LEYCEALAMLR.E 346 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_113.011704.01170 2 3.4769 0.3256 1402.23 1400.7 1 77.27273 2 R.VTMLFLGLHNVR.Q 476 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008981.0089 2 2.771 0.2427 1202.47 1202.4 1 90 3 K.ESIVDVEGVVR.K 111 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007002.00700 2 3.5814 0.2665 1743.25 1742.9 1 53.571426 3 K.IGSCTQQDVELHVQK.I 127 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008554.00855 2 3.8636 0.3034 2224.75 2224.4 1 44.736843 4 R.LPLQLDDAVRPEAEGEEEGR.A 152 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011733.01173 2 2.9875 0.1764 1964.55 1962.2 5 41.666664 1 K.IISAASEGGANVFTVSYFK.N 223 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_NT_lymphocytes_Ti_102.008465.008465.2 2 3.2188 0.0858 1936.91 1937 1 50 1 R.EAGVEMGDEDDLSTPNEK.L 357 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.007056.0070 1 3.0502 0.3473 1133.62 1133.3 3 55.555557 3 R.ALHHGIDLEK.I 442 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_NT_lymphocytes_Ti_105.015821.015821.2 2 3.1409 0.301 1742.85 1742.9 1 53.571426 1 K.IGSCTQQDVELHVQK.I 127 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_NT_lymphocytes_Ti_111.011499.011499.2 2 2.717 0.2593 1436.71 1436.6 1 67.85714 2 R.FGAPPHAGGGIGLER.V 461 2 *
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NP_001340.2| gi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo sapiens] 14 31 33.1 501 57136 6.5 HsSD-NE_NT_lymphocytes_Ti_111.011492.011492.1 1 3.0612 0.352 1436.75 1436.6 1 60.714287 2 R.FGAPPHAGGGIGLER.V 461 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_Ti_101.009502.009502 2 4.1264 0.389 2227.95 2229.5 1 47.5 1 K.LVTEMGTYATQSALSSSRPTK.K 514 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_107.018478.018478 2 2.8866 0.2243 1815.79 1818.1 6 53.571426 1 N.TNMVDLNDYLQHILK.S 857 1 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_110.010429.010429 2 3.5029 0.4177 2073.41 2073.3 1 44.11765 1 S.SLPKKPITDDDVDRISLC.L 599 0 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_Ti_108.011114.011114 3 4.5573 0.4152 3144.59 3144.5 1 26.724138 2 R.SIFGEDALANVSIEKPIHQGPDAAVTGHIR.I 899 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_107.018200.018200 2 4.2635 0.1937 1605.65 1602.9 1 87.5 2 N.MVDLNDYLQHILK.S 859 1 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_Ti_110.009975.009975 2 4.5084 0.3545 1763.29 1762.1 1 80.769226 4 R.LLHEMILVCDAYRK.D 94 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_113.017497.017497 2 3.756 0.2607 1974.59 1973.2 1 62.5 8 F.EHLIPDAPELIHDFLVN.E 167 0 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_Ti_109.010810.010810 2 3.2596 0.3677 1635.83 1633.9 1 75 3 R.LLHEMILVCDAYR.K 94 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_Ti_106.011065.011065 2 3.7351 0.4316 3145.75 3144.5 1 31.034481 6 R.SIFGEDALANVSIEKPIHQGPDAAVTGHIR.I 899 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017117.0171 2 4.1409 0.3736 2491.61 2491.8 1 47.5 2 R.NFEHLIPDAPELIHDFLVNEK.D 165 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_109.011056.01105 2 3.3356 0.1883 1564.83 1562.8 1 70.83333 4 R.NAFMMLIHADQDR.A 192 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.010958.0109 2 3.3259 0.2026 1564.39 1562.8 1 75 1 R.NAFMMLIHADQDR.A 192 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.015066.0150 2 3.2847 0.1494 1316.55 1315.6 1 75 1 R.VLQDLVMDILR.V 317 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_105.009230.00923 2 4.4358 0.2313 1796.53 1794.1 1 52.941177 2 K.YEAAGTLVTLSSAPTAIK.A 262 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_108.012418.01241 2 2.5496 0.1036 1723.91 1724.1 8 57.14286 1 K.LKEAELLEPLMPAIR.A 127 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.013720.0137 2 2.8576 0.2435 1922.97 1923.2 1 50 1 K.EDQFQLSLLAAMGNTQR.K 686 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_108.017933.01793 3 7.1112 0.4539 2491.22 2491.8 1 52.499996 3 R.NFEHLIPDAPELIHDFLVNEK.D 165 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_112.011709.01170 2 2.8274 0.314 1298.61 1297.5 1 70 1 R.NAVLAIYTIYR.N 154 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.017409.0174 3 5.8563 0.3943 2492.15 2491.8 1 42.5 3 R.NFEHLIPDAPELIHDFLVNEK.D 165 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_NT_lymphocytes_Ti_105.015160.01516 2 3.3495 0.1607 1315.51 1315.6 1 80 2 R.VLQDLVMDILR.V 317 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_NT_lymphocytes_Ti_111.013055.013055.3 3 4.4532 0.1591 3147.32 3144.5 1 25 1 R.SIFGEDALANVSIEKPIHQGPDAAVTGHIR.I 899 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011104.0111 2 4.4785 0.5517 2089.79 2091.5 1 58.333332 4 K.LVEKPSPLTLAPHDFANIK.A 768 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_NT_lymphocytes_Ti_104.016071.016071.2 2 4.0614 0.3407 1315.39 1315.6 1 85 3 R.VLQDLVMDILR.V 317 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_106.015471.01547 2 2.6863 0.2523 1647.97 1646.8 9 53.846157 1 F.EHLIPDAPELIHDF.L 167 0 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_PHA_lymphocytes_PK_106.018405.018405 2 3.4425 0.2249 1907.69 1908.1 1 63.333332 1 R.NFEHLIPDAPELIHDF.L 165 1 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_NT_lymphocytes_Ti_111.012683.012683.3 3 3.3159 0.1432 2089.13 2091.5 1 38.88889 1 K.LVEKPSPLTLAPHDFANIK.A 768 2 *
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_057535.1| gi|7705369|ref|NP_057535.1| "coatomer protein complex, subunit beta [Homo sapiens] " 21 62 23.4 953 107142 6 HsSD-NE_NT_lymphocytes_Ti_107.017213.017213.3 3 6.2994 0.4805 2492.54 2491.8 1 47.5 2 R.NFEHLIPDAPELIHDFLVNEK.D 165 2 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016982.01698 3 5.0972 0.2048 2797.16 2795.1 1 37.5 2 K.AIHYALNCCGLAGGVEQFISDICPK.K 145 2 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.016413.0164 2 3.2881 0.3796 2793.61 2795.1 1 35.416664 1 K.AIHYALNCCGLAGGVEQFISDICPK.K 145 2 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsNaOH-NE_NT_lymphocytes_PK_111.011932.0119 1 1.9509 0.1689 852.48 851.98 1 66.66667 1 K.KDVLETF.T 170 1 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.016424.0164 3 4.7978 0.3513 2794.88 2795.1 1 36.458336 2 K.AIHYALNCCGLAGGVEQFISDICPK.K 145 2 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsSD-NE_PHA_lymphocytes_PK_106.010692.010692 2 2.8352 0.3316 1668.37 1665.9 7 53.846157 1 F.ISDICPKKDVLETF.T 163 0 *
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_001760.1| gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 4 8 14 228 25416 7.1 HsSD-NE_NT_lymphocytes_Ti_109.017311.017311.3 3 3.4868 0.1512 2798.06 2795.1 1 28.125 1 K.AIHYALNCCGLAGGVEQFISDICPK.K 145 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsSD-NE_PHA_lymphocytes_PK_112.016571.01657 2 3.3273 0.377 2076.65 2077.3 1 58.823532 1 R.TRYWGPPFLQAPSGAELW.V 96 1 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsSD-NE_PHA_lymphocytes_PK_109.001208.001208 3 5.0049 0.2161 3101.78 3102.4 1 34.615387 2 A.AKPVDWEESPLFNSLFPVSDGSNYFVR.L 481 1 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsSD-NE_PHA_lymphocytes_Ti_106.009050.009050 3 3.275 0.2269 1957.49 1956.2 1 42.1875 1 K.RPPENEAPPVPFLHAQR.Y 340 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsSD-NE_PHA_lymphocytes_PK_113.018254.018254 2 2.6228 0.2242 1820.19 1818.2 2 53.571426 1 L.LYNTHPYRAFPVLLL.D 372 0 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsNaOH-NE_NT_lymphocytes_Ti_112.013424.01342 2 2.5948 0.1958 2145.55 2146.6 6 44.444447 1 R.LQPHLLEMLIQLPANSVTK.V 423 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009838.00983 2 3.3963 0.2559 1667.05 1664.9 1 69.230774 2 K.GELSTLLYNTHPYR.A 366 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.017837.01783 2 3.3517 0.3782 2906.05 2903.2 1 35.416664 1 K.PVDWEESPLFNSLFPVSDGSNYFVR.L 483 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5251.525 2 4.2085 0.382 1803.72 1804.2 1 67.85714 4 R.AFPVLLLDTVPWYLR.L 380 2 *
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NP_057021.2| gi|23397653|ref|NP_057021.2| "phosphatidylinositol glycan anchor biosynthesis, class T precursor 8 14 19 578 65700 8.4 HsSD-NE_NT_lymphocytes_Ti_115.010844.010844.3 3 3.7305 0.2853 1956.2 1956.2 1 48.4375 1 K.RPPENEAPPVPFLHAQR.Y 340 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_PHA_lymphocytes_Ti_105.007427.007427 2 3.4845 0.3985 1670.79 1670.8 1 67.85714 1 R.RGTLCHGCGQPITGR.C 325 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_PHA_lymphocytes_PK_110.012576.012576 2 4.9472 0.3377 2026.97 2026.2 1 65.625 1 R.SGLAYCPNDYHQLFSPR.C 194 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_PHA_lymphocytes_Ti_115.010708.010708 2 5.6413 0.4219 2446.57 2444.7 1 55.263157 7 K.VIHALGQSWHPEHFVCTHCK.E 163 2 *
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545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_PHA_lymphocytes_Ti_114.011613.011613 3 7.0515 0.4351 3722.93 3724.1 1 34.166668 5 K.VIHALGQSWHPEHFVCTHCKEEIGSSPFFER.S 163 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_NT_lymphocytes_Ti_114.009033.00903 3 3.6387 0.2422 1667.93 1670.8 1 48.214287 1 R.RGTLCHGCGQPITGR.C 325 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_NT_lymphocytes_Ti_114.009014.00901 2 4.2427 0.3382 1671.43 1670.8 1 82.14286 4 R.RGTLCHGCGQPITGR.C 325 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_NT_lymphocytes_Ti_109.009968.00996 2 4.6204 0.3501 2028.73 2026.2 1 68.75 1 R.SGLAYCPNDYHQLFSPR.C 194 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.021891.0218 2 3.8154 0.4214 2485.53 2486.8 2 43.47826 1 K.ASLDSMLGGLEQELQDLGIATVPK.G 126 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.011763.0117 3 3.7303 0.1469 3691.73 3692 3 22.5 1 K.VLTAMNQTWHPEHFFCSHCGEVFGAEGFHEK.D 222 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_NT_lymphocytes_Ti_106.001424.001424.2 2 5.0734 0.4617 2487.63 2486.8 1 52.173912 1 K.ASLDSMLGGLEQELQDLGIATVPK.G 126 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009344.0093 2 4.3991 0.4159 1669.33 1670.8 1 75 2 R.RGTLCHGCGQPITGR.C 325 2 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_PHA_lymphocytes_PK_105.017072.017072 2 3.8633 0.4449 1861.81 1863 1 56.666668 1 F.STGSFFELDGRPFCEL.H 304 0 *
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_004802.1| gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 9 28 34.7 386 43332 6 HsSD-NE_NT_lymphocytes_Ti_105.001196.001196.3 3 5.8071 0.3443 2485.67 2486.8 1 43.47826 2 K.ASLDSMLGGLEQELQDLGIATVPK.G 126 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_PK_110.012641.01264 2 3.1744 0.203 1876.71 1877.1 3 53.125 1 L.SKNLSREINDCIGGTVL.N 187 0 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_Ti_104.008363.008363 2 2.7588 0.2877 1312.53 1312.6 4 68.181816 1 R.KKVPVSVNLLSK.N 177 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_PK_107.012413.012413 2 3.3749 0.2634 1479.69 1479.8 1 70.83333 2 Q.IEHIIENIVAVTK.G 223 1 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_PK_113.012974.012974 2 3.2685 0.2371 1025.59 1025.3 9 81.25 2 R.RLLPSLIGR.H 163 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_PK_110.015522.015522 2 2.6503 0.2087 2004.41 2004.2 1 50 1 R.LTLPHSIRSDSEDICLF.T 82 1 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_PHA_lymphocytes_Ti_111.014990.014990 3 4.1977 0.3738 2202.77 2202.6 1 43.421055 4 R.IGHVGMQIEHIIENIVAVTK.G 216 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009963.00996 1 2.346 0.3192 1312.72 1312.6 2 54.545456 1 R.KKVPVSVNLLSK.N 177 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006987.0069 3 6.1325 0.3727 2718.8 2719 1 37 2 R.KTASVLSKDDVAPESGDTTVKKPESK.K 311 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsNaOH-NE_NT_lymphocytes_Ti_106.015070.01507 2 4.0836 0.3177 1534.17 1532.7 1 79.16667 4 R.LLSSFDFFLTDAR.I 148 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_NT_lymphocytes_Ti_112.012167.012167.2 2 3.6856 0.1771 1025.19 1025.3 4 87.5 2 R.RLLPSLIGR.H 163 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010862.0108 2 3.1524 0.2831 1025.65 1025.3 3 87.5 2 R.RLLPSLIGR.H 163 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.014280.0142 2 4.0854 0.4558 2202.41 2202.6 1 57.894737 5 R.IGHVGMQIEHIIENIVAVTK.G 216 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_NT_lymphocytes_Ti_115.014510.014510.2 2 4.8884 0.4421 2202.87 2202.6 1 60.526318 2 R.IGHVGMQIEHIIENIVAVTK.G 216 2 *
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|NP_056474.2| gi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 [Homo sapiens] 10 31 22.9 490 54973 10.1 HsSD-NE_NT_lymphocytes_Ti_114.014356.014356.3 3 4.9447 0.4661 2202.77 2202.6 1 46.05263 2 R.IGHVGMQIEHIIENIVAVTK.G 216 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_PHA_lymphocytes_Ti_105.013688.013688 3 7.1527 0.3938 4128.77 4129.4 1 30.46875 7 K.RFEIINAIYEPTEEECEWKPDEEDEISEELKEK.A 117 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_PHA_lymphocytes_Ti_104.018692.018692 3 3.1069 0.1257 3428.57 3425.8 6 22.321428 1 K.FSDAGQPMSFVLEFHFEPNEYFTNEVLTK.T 203 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_PHA_lymphocytes_Ti_111.001142.001142 3 5.0671 0.5103 4516.07 4517.9 1 22.5 6 K.TVSNDSFFNFFAPPEVPESGDLDDDAEAILAADFEIGHFLR.E 291 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsNaOH-NE_NT_lymphocytes_Ti_108.017439.01743 1 1.8512 0.1796 1338.74 1337.6 1 60.000004 1 K.GIPEFWLTVFK.N 166 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012364.0123 3 5.4387 0.2846 4130.66 4129.4 1 30.46875 2 K.RFEIINAIYEPTEEECEWKPDEEDEISEELKEK.A 117 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.000870.0008 3 3.3948 0.1622 4518.62 4517.9 4 17.5 1 K.TVSNDSFFNFFAPPEVPESGDLDDDAEAILAADFEIGHFLR.E 291 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013931.0139 2 2.4766 0.2231 3093.05 3092.2 2 34.615387 2 R.SEPDDSDPFSFDGPEIMGCTGCQIDWK.K 237 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.017010.0170 1 2.0682 0.1814 1338.69 1337.6 2 65 1 K.GIPEFWLTVFK.N 166 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_NT_lymphocytes_Ti_104.008687.008687.2 2 2.3557 0.135 1339.79 1337.4 6 66.66667 1 K.FYEEVHDLER.K 95 2
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_NT_lymphocytes_Ti_108.017554.017554.1 1 2.1688 0.0801 1338.85 1337.6 6 55 3 K.GIPEFWLTVFK.N 166 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_NT_lymphocytes_Ti_110.011060.011060.2 2 2.3601 0.1513 1642.17 1642 5 58.333332 1 R.KYAVLYQPLFDKR.F 105 2 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_PHA_lymphocytes_PK_105.013344.013344 1 3.5494 0.3537 1575.84 1574.6 1 72.72727 2 L.EFHFEPNEYFTN.E 215 0 *
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NP_631946.1| gi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-like 1 [Homo sapiens] 8 31 41.7 391 45374 4.5 HsSD-NE_NT_lymphocytes_Ti_102.015867.015867.2 2 3.0263 0.2401 3093.61 3092.2 6 28.846153 3 R.SEPDDSDPFSFDGPEIMGCTGCQIDWK.K 237 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_PHA_lymphocytes_Ti_107.009290.009290 3 5.4492 0.4672 2581.13 2582.9 1 34.375 2 K.VGAVDADKHHSLGGQYGVQGFPTIK.I 78 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.009402.009402 2 2.8308 0.1932 1827.07 1827.1 2 46.875 2 K.HHSLGGQYGVQGFPTIK.I 86 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.015642.0156 2 3.6372 0.3237 2760.85 2759.9 1 43.75 1 R.DGELPVEDDIDLSDVELDDLGKDEL.- 416 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010346.0103 2 4.0217 0.3618 1528.47 1528.7 1 78.57143 2 K.LAAVDATVNQVLASR.Y 217 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_NT_lymphocytes_Ti_103.015436.01543 2 4.8382 0.4556 2760.13 2759.9 1 50 2 R.DGELPVEDDIDLSDVELDDLGKDEL.- 416 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.013798.01379 2 3.8793 0.1921 1387.33 1387.6 1 80.769226 2 R.TGEAIVDAALSALR.Q 119 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.018872.0188 2 3.812 0.3122 2638.59 2639 1 47.826088 2 R.ALDLFSDNAPPPELLEIINEDIAK.R 265 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.010415.01041 2 3.225 0.2617 1826.85 1827.1 1 46.875 1 K.HHSLGGQYGVQGFPTIK.I 86 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.018842.0188 3 3.693 0.1551 2638.13 2639 1 27.173912 1 R.ALDLFSDNAPPPELLEIINEDIAK.R 265 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_NT_lymphocytes_Ti_103.020147.020147.2 2 4.1686 0.334 2638.01 2639 1 43.47826 1 R.ALDLFSDNAPPPELLEIINEDIAK.R 265 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_NT_lymphocytes_Ti_101.015644.015644.2 2 3.7225 0.3739 2758.95 2759.9 1 50 1 R.DGELPVEDDIDLSDVELDDLGKDEL.- 416 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_NT_lymphocytes_Ti_103.014791.014791.2 2 3.8424 0.2071 1387.41 1387.6 1 80.769226 4 R.TGEAIVDAALSALR.Q 119 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4786.478 3 3.8573 0.2806 2794.88 2795.2 1 30.208334 1 R.ALDLFSDNAPPPELLEIINEDIAKR.T 265 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_NT_lymphocytes_Ti_102.011493.011493.2 2 4.0877 0.3856 1528.53 1528.7 1 75 3 K.LAAVDATVNQVLASR.Y 217 2 *
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_005733.1| gi|5031973|ref|NP_005733.1| protein disulfide isomerase-associated 6 [Homo sapiens] 9 28 29.1 440 48121 5.1 HsSD-NE_NT_lymphocytes_Ti_108.013163.013163.2 2 3.3184 0.2573 2650.03 2647.9 1 36.95652 1 R.TCEEHQLCVVAVLPHILDTGAAGR.N 290 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_108.008838.008838 3 3.5573 0.1263 3471.11 3471.9 3 20.161291 1 K.WGQPPSPTPVPRPPDADPNTPSPKPLEGRPER.Q 510 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_111.003992.003992 2 4.5484 0.4054 2179.63 2179.6 1 58.333332 10 K.LLLTGTPLQNNLEELFHLL.N 898 1
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_109.001995.001995 2 3.0938 0.2529 1952.59 1953.2 1 43.75 3 L.LTGTPLQNNLEELFHLL.N 900 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_109.003002.003002 2 4.7594 0.4035 1738.69 1739 1 71.42857 19 T.GTPLQNNLEELFHLL.N 902 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_108.013642.013642 2 3.7325 0.3424 1302.17 1300.5 1 85 3 S.APLSTIINWER.E 782 1
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.007167.007167 2 3.4452 0.2593 1808.41 1808.1 2 56.666668 2 R.KLERPPETPTVDPTVK.Y 696 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.016288.016288 2 2.7582 0.3102 2805.07 2807 1 31.818182 1 R.DLPYDQASWESEDVEIQDYDLFK.Q 646 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_113.018911.01891 2 3.4171 0.3293 2241.13 2240.5 8 38.235294 2 L.NFLTPERFHNLEGFLEEF.A 917 0 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_107.004274.004274 2 4.5774 0.2091 1840.81 1840.1 1 63.333332 3 L.TGTPLQNNLEELFHLL.N 901 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.009336.009336 2 2.6892 0.1448 1642.31 1640.1 9 50 1 K.MMLTHLVVRPGLGSK.S 1192 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.012301.012301 3 4.606 0.2113 2057.15 2056.3 1 50 1 R.RHDYWLLAGIINHGYAR.W 1732 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_108.002306.002306 2 3.2342 0.3004 2067.39 2066.4 1 52.941177 4 K.LLLTGTPLQNNLEELFHL.L 898 1
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.007012.007012 2 3.8123 0.389 1556.15 1554.6 1 81.818184 2 R.HHYEQQQEDLAR.N 1320 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_110.002487.002487 2 3.4396 0.2212 2024.91 2023.3 1 53.333336 4 S.APLSTIINWEREFEMW.A 782 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_110.003438.003438 2 3.323 0.3176 2068.91 2066.4 1 52.941177 3 L.LLTGTPLQNNLEELFHLL.N 899 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_108.008757.008757 2 2.6526 0.3257 1320.57 1320.6 1 70 1 K.LHDMLGPHMLR.R 946 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_Ti_111.011301.011301 2 3.7893 0.3604 1450.71 1448.8 1 77.27273 1 K.KLHDMLGPHMLR.R 945 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.006272.0062 2 2.6814 0.1337 1555.41 1554.6 1 72.72727 2 R.HHYEQQQEDLAR.N 1320 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016127.0161 2 3.541 0.2637 2623.11 2622.9 1 42.857143 1 R.FHNLEGFLEEFADIAKEDQIKK.L 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013752.0137 3 3.839 0.1287 4266.98 4266.5 1 23.571428 1 K.DGGELLCCDTCPSSYHIHCLNPPLPEIPNGEWLCPR.C 457 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016142.0161 3 4.4609 0.263 2304.17 2301.6 1 42.647057 2 K.MLDLLEDFLEHEGYKYER.I 1078 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007529.0075 2 3.4839 0.2723 1808.59 1808.1 4 53.333336 4 R.KLERPPETPTVDPTVK.Y 696 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.017246.01724 2 5.1146 0.4787 1900.35 1901.2 1 81.25 3 K.GPFLVSAPLSTIINWER.E 776 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016839.0168 2 4.3958 0.3705 1901.99 1901.2 1 62.5 1 K.GPFLVSAPLSTIINWER.E 776 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014500.0145 2 2.4469 0.2459 2040.69 2041.3 6 36.11111 1 R.FSWAQGTDTILADEMGLGK.T 739 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.015171.01517 2 3.0499 0.1378 2809.01 2807 1 31.818182 1 R.DLPYDQASWESEDVEIQDYDLFK.Q 646 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017154.0171 2 3.0609 0.2832 1883.59 1881.1 1 50 1 R.FHNLEGFLEEFADIAK.E 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.004814.00481 2 3.203 0.2658 1554.03 1554.6 9 59.090908 3 R.HHYEQQQEDLAR.N 1320 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012546.01254 2 3.9471 0.4433 1857.47 1858.1 1 70 2 R.FNAPGAQQFCFLLSTR.A 1112 2
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsNaOH-NE_NT_lymphocytes_Ti_108.018110.01811 2 4.6672 0.3787 1883.85 1881.1 1 83.33333 1 R.FHNLEGFLEEFADIAK.E 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_106.020861.02086 2 3.5022 0.2554 1127.77 1128.3 7 81.25 2 N.NLEELFHLL.N 908 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_106.021057.021057 2 3.6356 0.3125 1625.19 1625.8 3 61.538464 1 T.GTPLQNNLEELFHL.L 902 0
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_107.014045.014045.3 3 5.1811 0.4077 4266.29 4266.5 1 26.428572 2 K.DGGELLCCDTCPSSYHIHCLNPPLPEIPNGEWLCPR.C 457 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_109.018301.018301.2 2 5.3557 0.3905 1880.53 1881.1 1 90 3 R.FHNLEGFLEEFADIAK.E 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_108.016337.016337.2 2 4.0962 0.328 2301.83 2301.6 1 64.70589 1 K.MLDLLEDFLEHEGYKYER.I 1078 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_103.009457.009457.3 3 3.8471 0.1573 3498.14 3497.7 1 25 1 K.STAPETAIECTQAPAPASEDEKVVVEPPEGEEK.V 1585 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_110.018628.018628.3 3 4.1202 0.2487 2495.78 2494.8 4 35 1 R.FHNLEGFLEEFADIAKEDQIK.K 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_108.016339.016339.3 3 4.0417 0.232 2301.68 2301.6 1 44.11765 2 K.MLDLLEDFLEHEGYKYER.I 1078 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_109.018289.018289.2 2 5.2713 0.5042 2493.81 2494.8 1 60.000004 3 R.FHNLEGFLEEFADIAKEDQIK.K 924 2 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_105.014207.014207 2 3.4014 0.2055 2369.79 2367.5 2 41.666664 1 K.WRDLPYDQASWESEDVEIQ.D 644 1 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_105.019588.019588 2 3.7562 0.2835 1374.25 1373.5 1 85 2 M.LDLLEDFLEHE.G 1079 0 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_PHA_lymphocytes_PK_106.015219.015219 2 3.9125 0.3135 1688.29 1685.8 1 73.07692 2 G.SIDWACLIVDEAHR.L 864 1 *
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NP_001264.2| gi|51599156|ref|NP_001264.2| chromodomain helicase DNA binding protein 4 [Homo sapiens] 34 107 17.6 1912 218003 5.9 HsSD-NE_NT_lymphocytes_Ti_104.009311.009311.3 3 4.8135 0.3919 3852.2 3854.1 1 23.571428 2 K.STAPETAIECTQAPAPASEDEKVVVEPPEGEEKVEK.A 1585 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.020342.020342 2 3.7354 0.3231 3050.95 3050.3 1 32 2 K.LNFEAAWDEVGDEFEKEETFTLSTIK.T 770 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_PK_109.000741.00074 2 3.8387 0.3321 1923.43 1921.1 1 59.375 1 R.AIVDCIISIIEENSESK.E 416 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.011114.011114 2 2.776 0.134 1415.95 1415.7 2 66.66667 2 K.VVVVQAISALCQK.Y 377 2
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.020289.020289 3 4.6118 0.3333 3050.96 3050.3 1 30.000002 2 K.LNFEAAWDEVGDEFEKEETFTLSTIK.T 770 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_PK_112.011731.01173 2 2.9673 0.1679 1325.75 1326.5 2 72.72727 1 A.GVFRGGHDILVR.S 832 1 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.019036.019036 2 2.2789 0.1204 1923.09 1921.1 3 43.75 1 R.AIVDCIISIIEENSESK.E 416 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010229.01022 2 3.8292 0.1298 2025.31 2023.3 1 52.941177 3 R.SLPYNQPGTCYTLVALPK.E 697 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009123.00912 3 3.5255 0.1105 2008.88 2008.3 3 42.1875 1 R.ALQQYTLEPSEKPFDLK.S 561 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009116.00911 2 4.0489 0.2637 2008.35 2008.3 1 59.375 2 R.ALQQYTLEPSEKPFDLK.S 561 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.014564.0145 2 3.809 0.257 1245.43 1245.5 1 86.36364 5 R.SIATLAITTLLK.T 339 2
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.018123.01812 2 3.9719 0.4524 1598.93 1599.7 2 75 1 R.DSPLFDFIESCLR.N 248 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016836.01683 3 4.3373 0.2921 3805.79 3802.9 1 21.09375 1 K.DCDPTTGETDDEGYEDEYVLEDLEVTVADHIQK.V 734 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.018334.0183 2 2.7435 0.2282 1921.87 1921.1 4 40.625 1 R.AIVDCIISIIEENSESK.E 416 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.008426.0084 2 3.0129 0.1149 1206.33 1205.4 1 80 2 R.ILHLLGQEGPK.T 455 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015302.01530 2 3.6637 0.2685 1245.51 1245.5 1 86.36364 4 R.SIATLAITTLLK.T 339 2
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007866.0078 2 2.1395 0.2058 1146.87 1147.3 2 81.25 1 K.FLGMHPCER.S 807 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.018926.01892 2 2.7293 0.2425 1921.65 1921.1 2 37.5 1 R.AIVDCIISIIEENSESK.E 416 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.017052.0170 2 4.1865 0.3017 1904.53 1903.3 1 56.25 1 K.FGAQNEEMLPSILVLLK.R 498 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010426.01042 2 2.6191 0.1971 2010.29 2008.2 2 38.235294 1 K.SSPEPVALTESETEYVIR.C 632 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_PK_106.017998.017998 2 3.1145 0.2207 2748.23 2748 1 39.130436 1 A.IVDCIISIIEENSESKETGLSHLC.E 417 0 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_108.020570.020570.3 3 3.7667 0.2892 3052.28 3050.3 1 28 1 K.LNFEAAWDEVGDEFEKEETFTLSTIK.T 770 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_103.011455.011455.2 2 2.7947 0.3539 2006.77 2008.2 1 47.058823 1 K.SSPEPVALTESETEYVIR.C 632 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_PK_106.000952.000952 2 3.8266 0.4029 1598.45 1599.7 1 66.66667 1 R.DSPLFDFIESCLR.N 248 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_110.020314.020314.2 2 4.1458 0.3803 1922.51 1921.1 1 62.5 5 R.AIVDCIISIIEENSESK.E 416 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_105.017153.017153.2 2 2.8512 0.1889 1900.61 1903.3 3 50 1 K.FGAQNEEMLPSILVLLK.R 498 2 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_108.015298.015298.2 2 3.6766 0.2295 1245.01 1245.5 1 81.818184 4 R.SIATLAITTLLK.T 339 2
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_PHA_lymphocytes_PK_105.015093.015093 2 3.5838 0.2425 2431.47 2429.6 1 47.5 2 A.SKQLEEEDGSRDSPLFDFIES.C 237 0 *
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NP_057212.1| gi|11559929|ref|NP_057212.1| "coatomer protein complex, subunit gamma 1 [Homo sapiens] " 18 58 28.6 874 97718 5.5 HsSD-NE_NT_lymphocytes_Ti_102.020436.020436.2 2 4.1986 0.4067 1601.23 1599.7 1 79.16667 8 R.DSPLFDFIESCLR.N 248 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.021068.021068 2 2.2922 0.1137 1794.77 1793 6 43.333332 1 K.GTGLDEAMEWLVETLK.S 163 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010343.0103 2 3.2408 0.2767 1679.81 1676.9 1 61.538464 1 K.SELVAMLEEEELRK.A 105 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.020278.0202 2 4.8453 0.4398 1794.09 1793 1 70 4 K.GTGLDEAMEWLVETLK.S 163 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.020156.02015 2 4.7212 0.464 1793.01 1793 1 70 2 K.GTGLDEAMEWLVETLK.S 163 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsSD-NE_NT_lymphocytes_Ti_107.021098.021098.2 2 4.1504 0.4477 1792.57 1793 1 63.333332 1 K.GTGLDEAMEWLVETLK.S 163 2 *
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_001168.1| gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Homo sapiens] 2 11 16.6 181 20418 5.7 HsSD-NE_PHA_lymphocytes_PK_106.003959.003959 2 3.4131 0.3099 1793.41 1793 1 56.666668 2 K.GTGLDEAMEWLVETLK.S 163 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_PK_111.001060.001060 2 3.6774 0.2487 2103.07 2100.5 1 62.5 3 F.LWVVDFPLFLPKEENPR.E 479 1 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_PK_111.001784.001784 2 4.4955 0.3761 1474.01 1474.8 1 90.909096 5 F.LWVVDFPLFLPK.E 479 1 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_PK_108.020811.02081 2 3.337 0.169 1360.57 1361.7 1 85 3 L.WVVDFPLFLPK.E 480 1 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_Ti_101.010332.010332 2 5.5411 0.4687 2030.07 2030.2 1 75 2 R.SQHYDLVLNGNEIGGGSIR.I 524 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_PK_108.019371.01937 2 3.4698 0.2407 1986.65 1987.3 1 60.000004 6 L.WVVDFPLFLPKEENPR.E 480 1 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_Ti_108.009820.009820 3 4.6715 0.2591 3494.09 3493.8 4 25.862068 1 K.EENPRELESAHHPFTAPHPSDIHLLYTEPK.K 491 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_Ti_109.010026.010026 3 4.9772 0.3261 2869.31 2868.2 1 32.291664 7 R.ELESAHHPFTAPHPSDIHLLYTEPK.K 496 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsNaOH-NE_NT_lymphocytes_Ti_107.012623.01262 2 2.8791 0.2603 1794.87 1794 1 57.14286 1 R.NWNSPVANFIMESQR.L 409 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsNaOH-NE_NT_lymphocytes_Ti_109.013894.01389 2 3.3655 0.4013 2328.89 2331.6 2 42.105263 1 R.NFAADHFNQEILPVFLNANR.N 389 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_NT_lymphocytes_Ti_108.011099.011099.2 2 3.1459 0.2075 2058.07 2056.3 1 47.22222 1 R.NTEIGFLQDALSKPHGTVK.A 350 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_NT_lymphocytes_Ti_102.015183.015183.2 2 4.348 0.2492 2133.95 2132.4 1 55.263157 1 R.DFDGLVQVIIPQDESAASVK.K 85 2 *
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552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012507.0125 3 3.5969 0.2648 2616.38 2617 1 36.458336 1 K.MLSHLLQALDYGAPPHGGIALGLDR.L 563 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010850.0108 3 4.0263 0.2156 2865.98 2868.2 1 29.166666 3 R.ELESAHHPFTAPHPSDIHLLYTEPK.K 496 2 *
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NP_060592.2| gi|40789249|ref|NP_060592.2| "aspartyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 13 36 28.2 645 73563 8 HsSD-NE_PHA_lymphocytes_PK_106.019920.019920 2 2.7657 0.1528 2552.39 2553.9 3 35.714287 1 L.LQYSWPNDKDPVVVPFPTMTFA.E 301 0 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsSD-NE_PHA_lymphocytes_PK_112.011426.011426 2 4.4383 0.3532 1834.63 1835 1 75 2 L.IELHNHDLGENHHLR.V 530 1 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsSD-NE_PHA_lymphocytes_Ti_101.013289.013289 2 3.2878 0.2697 2306.83 2306.5 2 42.105263 1 K.NNQFQALLQYADPVNAHYAK.M 217 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_NT_lymphocytes_Ti_109.012974.01297 3 4.6175 0.303 2304.83 2306.5 1 44.736843 2 K.NNQFQALLQYADPVNAHYAK.M 217 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_NT_lymphocytes_Ti_114.016310.01631 3 4.1106 0.3426 2518.28 2518 1 35 4 R.IIIENLFYPVTLEVLHQIFSK.F 184 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_NT_lymphocytes_Ti_113.016628.01662 2 4.1245 0.2279 2519.07 2518 1 50 2 R.IIIENLFYPVTLEVLHQIFSK.F 184 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009520.0095 2 3.4201 0.1142 1902.75 1901.1 1 53.333336 1 K.MALDGQNIYNACCTLR.I 237 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsSD-NE_NT_lymphocytes_Ti_108.014836.014836.2 2 3.6654 0.3644 2187.57 2188.5 1 50 1 R.KIPCDVTEAEIISLGLPFGK.V 65 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsSD-NE_NT_lymphocytes_Ti_108.014662.014662.2 2 3.2808 0.2786 2967.17 2966.4 2 34.615387 5 K.NFQNIFPPSATLHLSNIPPSVTVDDLK.N 466 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsSD-NE_NT_lymphocytes_Ti_108.015038.015038.3 3 4.5573 0.171 2969.21 2966.4 1 29.807693 4 K.NFQNIFPPSATLHLSNIPPSVTVDDLK.N 466 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_PHA_lymphocytes_Ti_115.019508.0195 3 4.1747 0.2699 2519.45 2518 2 35 6 R.IIIENLFYPVTLEVLHQIFSK.F 184 2 *
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NP_005147.3| gi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 1 [Homo sapiens] 9 33 21.6 552 59690 9 HsNaOH-NE_PHA_lymphocytes_Ti_115.020426.0204 2 3.7977 0.2835 2520.15 2518 1 47.5 5 R.IIIENLFYPVTLEVLHQIFSK.F 184 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.011043.011043 2 3.4358 0.1364 1914.55 1914.3 1 64.28571 5 K.VYLLYRPGHYDILYK.- 257 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.013802.01380 3 4.3336 0.3307 2176.52 2177.4 1 50 2 R.AFGFSHLEALLDDSKELQR.F 95 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.012977.0129 3 4.5393 0.2923 2180.06 2177.4 1 47.22222 1 R.AFGFSHLEALLDDSKELQR.F 95 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsSD-NE_NT_lymphocytes_Ti_108.013857.013857.2 2 3.7699 0.2255 2180.19 2177.4 1 58.333332 2 R.AFGFSHLEALLDDSKELQR.F 95 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsSD-NE_NT_lymphocytes_Ti_110.011994.011994.2 2 3.0879 0.0972 1914.75 1914.3 1 67.85714 2 K.VYLLYRPGHYDILYK.- 257 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsSD-NE_NT_lymphocytes_Ti_108.013862.013862.3 3 4.6237 0.3535 2174.63 2177.4 1 44.444447 3 R.AFGFSHLEALLDDSKELQR.F 95 2 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsSD-NE_PHA_lymphocytes_PK_106.009591.00959 2 3.6096 0.303 2648.53 2648.9 1 47.826088 1 Q.VEYMDRGEGGTTNPHIFPEGSEPK.V 233 1 *
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|NP_060140.2| gi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 4 18 21.4 271 31284 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011375.0113 2 3.064 0.1845 1914.71 1914.3 1 67.85714 2 K.VYLLYRPGHYDILYK.- 257 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.012605.012605 2 5.6776 0.3984 1845.71 1843 1 68.75 39 R.STGEAFVQFASQEIAEK.A 151 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.009219.009219 2 3.9043 0.1847 2121.53 2122.3 1 52.77778 2 R.EGRPSGEAFVELESEEEVK.L 50 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_PK_108.008616.008616 2 2.9674 0.3734 1684.05 1685.8 2 53.333336 2 K.HTGPNSPDTANDGFVR.L 99 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_PK_111.015803.015803 2 2.5649 0.1801 1883.53 1881.1 5 46.666668 1 R.LRGLPFGCSKEEIVQF.F 115 1
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.003282.003282 2 3.0891 0.2961 2166.17 2163.4 1 45 1 R.VTGEADVEFATHEDAVAAMAK.D 327 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.004373.004373 2 2.5761 0.2568 1095.75 1093.2 1 77.77778 3 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_PK_108.009224.009224 2 2.9421 0.2645 1095.53 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_104.020566.020566 2 3.8656 0.2366 2925.27 2924.3 1 34 4 K.EEIVQFFSGLEIVPNGMTLPVDFQGR.S 125 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_PK_109.009182.009182 1 2.766 0.151 1092.56 1093.2 1 66.66667 7 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.004793.004793 1 1.8386 0.1529 1094.65 1093.2 9 55.555557 1 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011786.01178 2 4.1537 0.2387 1844.69 1843 1 59.375 4 R.STGEAFVQFASQEIAEK.A 151 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014836.01483 2 3.3584 0.2033 2032.59 2030.3 1 50 1 R.ATENDIYNFFSPLNPMR.V 300 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_PK_114.011648.0116 2 3.0376 0.2234 1092.81 1093.2 1 83.33333 4 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009616.0096 2 4.0068 0.3813 2661.83 2661.6 1 42 1 R.GAYGGGYGGYDDYGGYNDGYGFGSDR.F 234 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.007262.0072 2 3.4384 0.2628 1092.77 1093.2 1 83.33333 2 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009678.00967 2 4.107 0.4435 2083.67 2085.2 1 55.555557 2 R.YGDGGSSFQSTTGHCVHMR.G 276 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007370.0073 1 2.3774 0.288 1092.65 1093.2 2 66.66667 3 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007156.00715 1 2.8832 0.1846 1093.72 1093.2 3 66.66667 5 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.012002.0120 2 3.9585 0.2723 1842.83 1843 2 53.125 1 R.STGEAFVQFASQEIAEK.A 151 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.006579.00657 2 3.033 0.3281 1685.33 1685.8 1 63.333332 2 K.HTGPNSPDTANDGFVR.L 99 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_102.010664.010664.2 2 4.9352 0.4236 2661.87 2661.6 1 46 2 R.GAYGGGYGGYDDYGGYNDGYGFGSDR.F 234 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_103.013084.013084.2 2 5.0702 0.4337 1844.73 1843 1 68.75 15 R.STGEAFVQFASQEIAEK.A 151 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_104.015929.015929.2 2 4.8037 0.3779 2031.49 2030.3 1 62.5 3 R.ATENDIYNFFSPLNPMR.V 300 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_105.015771.015771.2 2 4.1707 0.4632 1685.67 1685.8 1 70 2 K.HTGPNSPDTANDGFVR.L 99 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_104.008261.008261.2 2 2.984 0.2881 1092.77 1093.2 1 88.88889 1 R.VHIEIGPDGR.V 317 2
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_NT_lymphocytes_Ti_104.011020.011020.2 2 4.7559 0.4999 2166.09 2163.4 1 52.499996 2 R.VTGEADVEFATHEDAVAAMAK.D 327 2 *
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NP_001027565.1| gi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleoprotein H2 [Homo sapiens] 12 112 40.3 449 49264 6.3 HsSD-NE_PHA_lymphocytes_PK_106.011363.011363 2 2.6818 0.2076 1223.17 1221.4 1 70 1 N.GMTLPVDFQGR.S 140 1 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsSD-NE_PHA_lymphocytes_PK_110.020032.020032 2 3.8352 0.4004 2264.11 2265.7 5 45 1 K.LNLPINIIGLAPLCENMPSGK.A 322 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.012952.0129 2 4.1861 0.4244 1848.49 1848.1 1 73.333336 2 R.LILADALCYAHTFNPK.V 369 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.016680.01668 2 3.4401 0.1329 2268.15 2265.7 4 40 1 K.LNLPINIIGLAPLCENMPSGK.A 322 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.012770.0127 2 3.8651 0.333 2080.81 2078.4 1 47.22222 4 R.TFYGLHQDFPSVVLVGLGK.K 85 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsSD-NE_NT_lymphocytes_Ti_109.014912.014912.2 2 3.8915 0.2658 2080.85 2078.4 1 52.77778 2 R.TFYGLHQDFPSVVLVGLGK.K 85 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsSD-NE_NT_lymphocytes_Ti_109.014097.014097.2 2 4.6585 0.4726 1848.21 1848.1 1 76.666664 3 R.LILADALCYAHTFNPK.V 369 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsSD-NE_NT_lymphocytes_Ti_110.015100.015100.3 3 3.8099 0.252 2079.59 2078.4 1 34.72222 2 R.TFYGLHQDFPSVVLVGLGK.K 85 2 *
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NP_056991.2| gi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo sapiens] 4 16 10.8 519 56166 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3310.33 2 3.2277 0.3104 1847.24 1848.1 5 46.666668 1 R.LILADALCYAHTFNPK.V 369 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.014001.014001 3 4.1542 0.1906 4116.83 4116.6 1 20.714287 2 R.QIDDILSVASVRPAVLQVECHPYLAQNELIAHCQAR.G 168 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.010940.010940 3 4.3134 0.4265 2785.91 2784 1 32 1 R.HIDCAAIYGNEPEIGEALKEDVGPGK.A 43 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009564.00956 2 3.5623 0.2951 2784.27 2784 3 38 1 R.HIDCAAIYGNEPEIGEALKEDVGPGK.A 43 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009618.00961 3 5.2055 0.5103 2785.25 2784 1 34 1 R.HIDCAAIYGNEPEIGEALKEDVGPGK.A 43 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012586.01258 3 3.9835 0.305 4117.1 4116.6 1 22.857143 1 R.QIDDILSVASVRPAVLQVECHPYLAQNELIAHCQAR.G 168 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.016008.01600 2 2.8958 0.3776 2902.81 2902.3 5 29.545454 1 K.TLADLQLEYLDLYLMHWPYAFER.G 98 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011544.01154 2 3.2616 0.2503 1477.31 1476.7 4 61.538464 1 K.GLVQALGLSNFNSR.Q 154 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009771.0097 2 4.0269 0.4061 2784.03 2784 1 42 1 R.HIDCAAIYGNEPEIGEALKEDVGPGK.A 43 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_NT_lymphocytes_Ti_115.015803.015803.2 2 3.1309 0.3452 2904.37 2902.3 1 34.090908 2 K.TLADLQLEYLDLYLMHWPYAFER.G 98 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_NT_lymphocytes_Ti_112.013684.013684.3 3 4.7219 0.3252 4117.16 4116.6 1 23.571428 2 R.QIDDILSVASVRPAVLQVECHPYLAQNELIAHCQAR.G 168 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.015317.0153 2 3.3872 0.362 2904.63 2902.3 1 36.363636 2 K.TLADLQLEYLDLYLMHWPYAFER.G 98 2 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017180.017180 2 4.1028 0.2023 1980.01 1978.3 2 62.5 2 R.AWRDPDEPVLLEEPVVL.A 219 1 *
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NP_697021.1| gi|24497577|ref|NP_697021.1| "aldo-keto reductase family 1, member A1 [Homo sapiens] " 7 19 37.2 325 36573 6.8 HsSD-NE_NT_lymphocytes_Ti_102.017968.017968.2 2 4.1158 0.3651 2078.35 2077.4 1 55.555557 2 R.DPDEPVLLEEPVVLALAEK.Y 222 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsSD-NE_PHA_lymphocytes_Ti_103.013551.013551 2 5.1301 0.4371 1930.01 1928.2 1 67.64706 11 K.VGLTNYAAAYCTGLLLAR.R 90 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsSD-NE_PHA_lymphocytes_Ti_106.010623.010623 2 2.7319 0.2447 1917.45 1918.2 3 50 1 R.IEGDMIVCAAYAHELPK.Y 69 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsSD-NE_PHA_lymphocytes_PK_109.016125.016125 2 3.1765 0.2105 1928.63 1928.2 5 44.11765 1 K.VGLTNYAAAYCTGLLLAR.R 90 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsNaOH-NE_NT_lymphocytes_Ti_110.013151.01315 2 4.1899 0.4055 1927.81 1928.2 1 61.764706 1 K.VGLTNYAAAYCTGLLLAR.R 90 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsNaOH-NE_NT_lymphocytes_Ti_110.008306.00830 2 2.7892 0.3402 1435.47 1435.7 1 68.181816 3 K.HIMGQNVADYMR.Y 198 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012257.0122 2 3.6504 0.3566 1929.49 1928.2 1 50 1 K.VGLTNYAAAYCTGLLLAR.R 90 2 *
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NP_000960.2| gi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapiens] 3 21 15.8 297 34363 9.7 HsSD-NE_NT_lymphocytes_Ti_108.013859.013859.2 2 5.2773 0.4477 1930.37 1928.2 1 67.64706 3 K.VGLTNYAAAYCTGLLLAR.R 90 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.021124.021124 2 4.0563 0.4626 2266.79 2264.6 2 42.105263 2 K.QEDVSVQLEALDIMADMLSR.Q 145 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_109.012087.012087 2 2.6914 0.2718 2047.91 2048.3 1 44.11765 1 K.VIRPLDQPSSFDATPYIK.D 549 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_111.017604.017604 1 2.3313 0.1534 1206.71 1205.5 3 65 3 Q.HIPVLVPGIIF.S 472 0 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_111.019613.019613 2 2.852 0.2077 2132.97 2132.6 1 45 1 A.GSPLKIDLRPVLGEGVPILAS.F 637 0 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.014186.014186 2 3.0587 0.1568 1378.53 1377.6 1 77.27273 3 K.ADVFHAYLSLLK.Q 392 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_111.017948.017948 2 3.4264 0.2987 1842.77 1843.2 2 53.333336 3 K.LTLIDPETLLPRLKGY.L 958 1 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.016862.016862 3 4.8035 0.3033 2666.09 2663.1 1 32.608696 1 R.QGGLLVNFHPSILTCLLPQLTSPR.L 165 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_110.001496.001496 2 3.2515 0.2998 1370.69 1369.6 1 81.818184 6 C.GNIVFVDLIEHL.L 207 0 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_Ti_106.015724.015724 3 4.8736 0.3676 2816.15 2814 1 41.666664 1 K.FCNVDDDELREYCIQAFESFVR.R 263 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_108.017934.017934 2 2.8789 0.1506 1617.49 1615 1 61.538464 2 R.IGEYLEKIIPLVVK.F 249 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.000519.000519 3 3.0075 0.2178 4053.2 4053.7 1 20 1 R.QCCFNMLTELVNVLPGALTQHIPVLVPGIIFSLNDK.S 452 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_107.012168.012168 2 3.5818 0.2855 2075.45 2073.3 2 46.875 2 F.EFLNHVEDGLKDHYDIK.M 1104 1 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.018038.01803 2 4.8453 0.3566 1483.99 1484.8 1 88.46153 6 K.ISGSILNELIGLVR.S 730 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010259.01025 2 2.4783 0.1964 1274.51 1271.5 6 66.66667 1 K.RQYLLLHSLK.E 905 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017834.0178 2 5.0196 0.2501 1486.05 1484.8 1 80.769226 4 K.ISGSILNELIGLVR.S 730 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.018740.01874 3 3.5546 0.2573 2883.77 2883.2 1 31 1 K.SPLMSEFQSQISSNPELAAIFESIQK.D 1192 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.021422.0214 3 5.9035 0.3686 3284.03 3281.7 1 30.000002 3 K.SAASYALGSISVGNLPEYLPFVLQEITSQPK.R 874 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_109.015227.015227.1 1 2.5057 0.263 1377.95 1377.6 1 59.090908 1 K.ADVFHAYLSLLK.Q 392 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_106.012770.012770 2 2.9404 0.2174 1209.25 1209.4 1 88.88889 1 T.NNLGYMDLLR.M 768 1 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_112.011904.011904.2 2 4.3186 0.2612 1939.27 1939.3 1 52.941177 2 R.VALVTFNSAAHNKPSLIR.D 1025 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_109.001133.001133.3 3 3.629 0.2115 3366.38 3364.8 3 24.13793 3 R.AISCMGQIICNLGDNLGSDLPNTLQIFLER.L 589 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010622.0106 2 4.5767 0.3388 1939.07 1939.3 1 55.88235 4 R.VALVTFNSAAHNKPSLIR.D 1025 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_102.010426.010426.2 2 4.6993 0.3836 2042.67 2043.3 1 60.000004 2 K.TVIGELPPASSGSALAANVCK.K 112 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_106.017415.017415.2 2 4.5445 0.2907 1484.63 1484.8 1 84.61539 7 K.ISGSILNELIGLVR.S 730 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_108.014683.014683.2 2 3.9183 0.3139 1377.47 1377.6 1 86.36364 4 K.ADVFHAYLSLLK.Q 392 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011631.011631.2 2 4.3735 0.4337 1541.67 1542.8 1 91.66667 1 R.FMATNDLMTELQK.D 24 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_NT_lymphocytes_Ti_105.017899.017899.2 2 3.9617 0.276 2882.93 2883.2 1 48 1 K.SPLMSEFQSQISSNPELAAIFESIQK.D 1192 2 *
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NP_060918.2| gi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 24 68 33 1230 136375 5.8 HsSD-NE_PHA_lymphocytes_PK_105.019772.019772 2 4.5299 0.3228 2313.03 2312.7 1 55 1 A.MIDAVLDELPPLISESDMHVS.Q 689 0 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_PHA_lymphocytes_Ti_105.010275.010275 3 3.6151 0.4001 4780.1 4781.1 6 17.857143 2 K.FRLEAPDADELPKGEFDPGQDTYQHPPKDSSGQHVDVSPTSQR.L 522 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_PHA_lymphocytes_Ti_106.015239.015239 3 3.4777 0.2863 4785.77 4785.3 2 16.071428 1 K.DHLVPDPGCHYDQLIEINLSELKPHINGPFTPDLAHPVAEVGK.V 324 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_PHA_lymphocytes_PK_114.013334.013334 2 4.5125 0.4218 2667.73 2668.1 1 39.583336 2 N.LSELKPHINGPFTPDLAHPVAEVGK.V 342 1 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.015138.01513 2 5.2722 0.4311 1755.27 1754.9 1 76.666664 3 K.DINQEVYNFLATAGAK.Y 145 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.008296.00829 2 5.0406 0.3695 2260.65 2261.5 1 60.000004 2 K.VAVPSTIHCDHLIEAQVGGEK.D 118 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007205.00720 3 3.8667 0.2614 3297.98 3298.4 1 29.310345 2 K.GEFDPGQDTYQHPPKDSSGQHVDVSPTSQR.L 535 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017598.0175 3 4.5168 0.0976 2773.82 2771.2 1 35.227272 3 R.LQLLEPFDKWDGKDLEDLQILIK.V 565 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015248.0152 2 3.5585 0.1946 1757.27 1754.9 1 56.666668 1 K.DINQEVYNFLATAGAK.Y 145 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012944.0129 2 4.6262 0.3921 2173.05 2173.4 1 60.526318 2 R.DLGGIVLANACGPCIGQWDR.K 438 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.016168.01616 2 4.3229 0.4308 2782.87 2782.1 1 40.384613 1 R.NDANPETHAFVTSPEIVTALAIAGTLK.F 480 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011542.01154 2 2.7383 0.1055 1589.97 1589.8 8 58.333332 1 R.LQLLEPFDKWDGK.D 565 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012755.01275 2 3.1089 0.3405 2172.07 2173.4 1 47.368423 1 R.DLGGIVLANACGPCIGQWDR.K 438 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_102.016694.016694.2 2 5.3056 0.4408 1757.09 1754.9 1 80 5 K.DINQEVYNFLATAGAK.Y 145 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_107.017240.017240.2 2 3.9074 0.1272 2773.07 2771.2 1 47.727272 5 R.LQLLEPFDKWDGKDLEDLQILIK.V 565 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_104.009018.009018.2 2 2.724 0.083 1841.65 1843 1 56.666668 2 K.IVYGHLDDPASQEIER.G 69 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_103.014561.014561.2 2 3.2061 0.2198 2172.49 2173.4 1 50 2 R.DLGGIVLANACGPCIGQWDR.K 438 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_107.017957.017957.3 3 3.7453 0.0944 2770.43 2771.2 1 36.363636 1 R.LQLLEPFDKWDGKDLEDLQILIK.V 565 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_103.010069.010069.2 2 3.8797 0.3771 1670.43 1668.8 1 78.57143 2 R.WVVIGDENYGEGSSR.E 657 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_105.015946.015946.3 3 3.9048 0.2758 4478.81 4477.7 1 20 1 R.LEAPDADELPKGEFDPGQDTYQHPPKDSSGQHVDVSPTSQR.L 524 2 *
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_001089.1| gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sapiens] 14 44 28.7 780 85425 7.6 HsSD-NE_NT_lymphocytes_Ti_110.017900.017900.2 2 3.3868 0.3401 2784.49 2782.1 2 32.692307 5 R.NDANPETHAFVTSPEIVTALAIAGTLK.F 480 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsSD-NE_PHA_lymphocytes_PK_110.010697.010697 1 2.8298 0.2305 1519.87 1519.7 2 54.166668 1 C.HVTDFYPGSIQVR.W 145 1 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsSD-NE_PHA_lymphocytes_PK_107.011909.011909 2 2.5655 0.1922 1122.49 1122.3 1 75 1 P.LIRNGDWTF.Q 174 0
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsSD-NE_PHA_lymphocytes_PK_110.010777.010777 2 3.4878 0.3398 1522.49 1519.7 1 87.5 2 C.HVTDFYPGSIQVR.W 145 1 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsSD-NE_PHA_lymphocytes_Ti_115.011355.011355 3 4.6958 0.3809 2919.65 2917.3 1 35.416664 1 K.KGPLQHHNLLVCHVTDFYPGSIQVR.W 133 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008258.00825 2 3.0401 0.2962 1515.49 1516.7 1 70.83333 2 R.HNYELGGPMTLQR.R 108 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008076.00807 2 3.6215 0.2826 1921.67 1921.1 2 56.25 1 R.AVTELGRPAAEYWNSQK.D 76 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008451.0084 2 3.148 0.2823 1517.27 1516.7 1 75 3 R.HNYELGGPMTLQR.R 108 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012972.0129 2 3.9663 0.2866 2136.49 2135.4 1 66.66667 2 R.WFLNGQEETAGVVSTNLIR.N 158 2 *
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NP_002112.3| gi|24797076|ref|NP_002112.3| "major histocompatibility complex, class II, DP beta 1 precursor [Ho 7 14 31 258 29159 8.6 HsSD-NE_NT_lymphocytes_Ti_102.014439.014439.2 2 3.1902 0.1189 2135.37 2135.4 6 38.88889 1 R.WFLNGQEETAGVVSTNLIR.N 158 2 *
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsSD-NE_PHA_lymphocytes_Ti_107.008691.008691 2 4.569 0.4332 2056.31 2057.4 1 58.823532 1 R.TGQPMIHIYLDKETGKPK.G 393 2
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008663.00866 2 4.6608 0.3985 2238.51 2236.3 1 66.66667 2 R.AGDWQCPNPGCGNQNFAWR.T 519 2
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_NT_lymphocytes_PK_113.013602.0136 1 2.222 0.2797 970.6 971.05 1 78.57143 2 L.DDLADFFK.Q 375 1
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007534.00753 3 3.6405 0.2784 2484.2 2481.6 1 27.173912 1 R.QDHPSSMGVYGQESGGFSGPGENR.S 269 2 *
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.006934.0069 2 3.7506 0.4432 1450.61 1451.5 1 76.92308 2 K.GDATVSYEDPPTAK.A 411 2
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008927.00892 2 2.8805 0.2622 1417.41 1416.7 1 68.181816 3 R.TGQPMIHIYLDK.E 393 2
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562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsSD-NE_PHA_lymphocytes_PK_106.020832.020832 2 4.3617 0.3918 1772.57 1770.9 1 76.666664 4 Q.GLNDSVTLDDLADFFK.Q 367 1
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_005234.1| gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 1 isoform EWS [Homo sapiens] 7 17 13.9 656 68478 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.010451.0104 2 4.5712 0.4098 2058.97 2057.4 1 58.823532 2 R.TGQPMIHIYLDKETGKPK.G 393 2
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsSD-NE_PHA_lymphocytes_Ti_111.011612.011612 3 5.2998 0.294 1665.35 1664.9 1 59.615387 1 R.RLPAFTLSHLESHR.D 379 2
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.013168.01316 2 2.9533 0.1827 1406.37 1403.6 4 58.333332 1 K.AVSDWLIASVEGR.L 195 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.007988.00798 2 3.6774 0.4508 1626.17 1626.8 1 69.230774 2 R.ELETVAAHQFPEVR.F 340 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.010646.01064 3 3.4797 0.3777 1508.63 1508.7 1 56.25 1 R.LPAFTLSHLESHR.D 380 2
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009387.0093 1 2.4467 0.1624 1435.6 1434.6 3 55 1 R.LLDFSYEQYQK.A 89 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011766.0117 2 2.991 0.2084 1646.55 1643.8 1 61.538464 1 K.DSTFLSTLEHHLSR.Y 472 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011720.0117 3 7.4666 0.5018 2369 2369.6 1 51.25 3 R.AAQLVDKDSTFLSTLEHHLSR.Y 465 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008199.0081 2 3.1772 0.387 1626.63 1626.8 1 73.07692 1 R.ELETVAAHQFPEVR.F 340 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.011824.01182 2 3.5174 0.2489 1646.63 1643.8 1 61.538464 1 K.DSTFLSTLEHHLSR.Y 472 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.011381.0113 1 3.2312 0.3295 1402.55 1401.6 1 70 1 R.DPEFVFYDQLK.Q 501 2
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012032.01203 2 5.0369 0.5132 2370.09 2369.6 1 62.5 2 R.AAQLVDKDSTFLSTLEHHLSR.Y 465 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011540.0115 2 3.8098 0.3489 1851.63 1852.1 1 71.42857 1 K.RINLAEDVLAWEHER.F 360 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsSD-NE_NT_lymphocytes_Ti_103.009602.009602.2 2 4.4434 0.4258 1949.73 1947.1 1 57.894737 3 K.QTQAASASQGSASAAEVLLR.T 158 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011932.0119 2 4.2098 0.4507 2368.59 2369.6 1 52.499996 2 R.AAQLVDKDSTFLSTLEHHLSR.Y 465 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsSD-NE_NT_lymphocytes_Ti_109.012800.012800.3 3 5.6244 0.4462 2370.74 2369.6 1 45 4 R.AAQLVDKDSTFLSTLEHHLSR.Y 465 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsSD-NE_NT_lymphocytes_Ti_108.012334.012334.2 2 3.3837 0.2624 2368.21 2369.6 1 42.5 1 R.AAQLVDKDSTFLSTLEHHLSR.Y 465 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3170.317 2 4.0992 0.3377 1695.45 1695.9 1 73.07692 1 R.INLAEDVLAWEHER.F 361 2 *
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NP_064555.2| gi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 12 28 21.1 563 62974 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010805.0108 3 3.1295 0.3656 1509.11 1508.7 1 56.25 1 R.LPAFTLSHLESHR.D 380 2
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.016680.016680 2 3.4183 0.3127 2544.75 2542.8 1 45 1 K.SDPLCVLFLNTSGQQWYEVER.T 27 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_PHA_lymphocytes_PK_108.018123.018123 3 3.8594 0.2969 2956.28 2956.2 1 32.291664 2 S.HEFPMNFNPSNPYCNGIQGIVEAYR.S 359 1 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.018212.01821 2 4.5365 0.2835 2644.47 2643 1 45.454548 2 K.EALAQCVLAEIPQQVVGYFNTYK.L 501 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_NT_lymphocytes_Ti_115.009387.00938 2 2.3901 0.158 1086.51 1086.4 1 87.5 1 K.KLTRPLVMK.T 110 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.015899.0158 2 2.7985 0.139 2545.43 2542.8 2 35 1 K.SDPLCVLFLNTSGQQWYEVER.T 27 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011253.01125 2 3.0888 0.4202 1121.33 1121.3 1 87.5 2 R.DIVQFVPFR.D 485 2
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014568.0145 2 3.4105 0.2747 2718.29 2717.9 1 41.304348 2 K.TIELSDDDFLGECECTLGQIVSSK.K 86 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018970.0189 3 3.9071 0.2612 2642.81 2643 1 31.818182 1 K.EALAQCVLAEIPQQVVGYFNTYK.L 501 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_NT_lymphocytes_Ti_104.015677.015677.2 2 3.0786 0.1818 2719.77 2717.9 4 32.608696 2 K.TIELSDDDFLGECECTLGQIVSSK.K 86 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_NT_lymphocytes_Ti_110.017720.017720.2 2 3.9821 0.3006 2544.69 2542.8 1 50 3 K.SDPLCVLFLNTSGQQWYEVER.T 27 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_NT_lymphocytes_Ti_104.011903.011903.2 2 2.6247 0.2177 2811.73 2812 1 39.130436 1 K.VECYDYDNDGSHDLIGTFQTTMTK.L 212 2 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_PHA_lymphocytes_PK_105.014444.014444 2 4.7693 0.51 1674.57 1674.9 1 82.14286 7 L.LIITDGVITDLDETR.Q 424 1 *
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_003900.1| gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 9 27 27.9 537 60131 5.8 HsSD-NE_NT_lymphocytes_Ti_104.020427.020427.3 3 4.3257 0.2138 2645.15 2643 5 34.090908 2 K.EALAQCVLAEIPQQVVGYFNTYK.L 501 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_107.012410.012410 1 2.1183 0.156 1428.77 1428.6 1 63.636364 1 F.YELDLGLNHVVR.K 211 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_108.015594.015594 2 2.9333 0.1663 1679.25 1676.9 1 61.538464 2 L.TFYELDLGLNHVVR.K 209 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_Ti_111.012267.012267 3 4.3112 0.2325 2998.73 2999.4 1 28 3 R.KFVIHPESNNLIIIETDHNAYTEATK.A 787 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.011336.011336 2 3.339 0.2613 1306.19 1304.5 1 90.909096 2 R.FLAVGLVDNTVR.I 604 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_109.009826.009826 2 4.0531 0.3013 1899.47 1897 1 71.42857 1 F.TSHEDHDFFQHVEMH.L 1133 0 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.019481.0194 2 2.8116 0.289 2535.19 2534.9 1 34.782608 1 R.ELAAEMAAAFLNENLPESIFGAPK.A 833 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.002338.0023 3 3.4087 0.2619 4065.56 4064.5 8 18.571428 1 K.NLVLVDELDSLSPILFCQIADLANEDTPQLYVACGR.G 394 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_106.011099.011099 1 3.007 0.2758 1578.72 1578.7 1 54.166668 2 R.RNDLDDPERGMIF.V 275 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_PK_105.013239.013239. 2 3.1631 0.3233 1833.15 1832.1 2 50 1 C.SLLGDDALVQVYPDGIR.H 509 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_107.003782.003782.3 3 5.5347 0.538 4062.38 4064.5 1 27.142859 5 K.NLVLVDELDSLSPILFCQIADLANEDTPQLYVACGR.G 394 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_109.001214.001214.3 3 3.6132 0.1752 4469.78 4468 1 21.25 1 R.KQQMAEEMVEAAGEDERELAAEMAAAFLNENLPESIFGAPK.A 816 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_115.014625.014625.3 3 3.5779 0.3317 3886.64 3888.3 1 18.382353 1 R.FHLTPLSYETLEFASGFASEQCPEGIVAISTNTLR.I 729 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_106.012832.012832.2 2 4.1461 0.3391 1922.77 1922.2 1 59.375 2 K.LGAVFNQVAFPLQYTPR.K 770 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_106.011913.011913 2 3.6546 0.4119 1682.47 1682.9 1 70 2 K.TPVEEVPAAIAPFQGR.V 943 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_102.012878.012878.2 2 4.5609 0.4398 1927.07 1927.1 1 64.70589 2 R.WVTTASLLDYDTVAGADK.F 1032 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_112.012491.012491.3 3 4.931 0.3434 2999.87 2999.4 1 33 1 R.KFVIHPESNNLIIIETDHNAYTEATK.A 787 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_105.010137.010137 2 2.746 0.2111 1453.03 1451.6 2 68.181816 1 T.LETDEDMVTEIR.L 315 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_112.011965.011965.2 2 4.6875 0.5095 1680.47 1680.9 1 82.14286 2 K.HIANYISGIQTIGHR.V 985 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_105.016811.01681 2 3.0042 0.2938 2650.81 2649.9 1 40.909092 1 A.LTGGELVYFEMDPSGQLNEYTER.K 558 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_106.017538.017538 3 5.2653 0.4002 3581.57 3582.9 1 31.666666 1 A.HLGDDDEEPEFSSAMPLEEGDTFFFQPRPLK.N 363 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_104.020781.020781.2 2 5.8033 0.412 2537.01 2534.9 1 56.521736 4 R.ELAAEMAAAFLNENLPESIFGAPK.A 833 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_106.015195.015195 2 4.1973 0.2425 1679.05 1676.9 2 64.28571 3 A.FLNENLPESIFGAPK.A 842 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_PHA_lymphocytes_PK_106.011090.011090 2 2.5719 0.2031 1577.67 1578.7 1 66.66667 1 R.RNDLDDPERGMIF.V 275 1 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_110.011660.011660.2 2 3.6276 0.3152 2998.97 2999.4 6 30.000002 1 R.KFVIHPESNNLIIIETDHNAYTEATK.A 787 2 *
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NP_036558.3| gi|54112121|ref|NP_036558.3| "splicing factor 3b, subunit 3 [Homo sapiens] " 21 44 28 1217 135577 5.3 HsSD-NE_NT_lymphocytes_Ti_104.011192.011192.2 2 4.4498 0.3066 1306.63 1304.5 1 90.909096 2 R.FLAVGLVDNTVR.I 604 2 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_PHA_lymphocytes_PK_107.020005.020005 2 2.7877 0.2265 1075.41 1075.3 1 87.5 2 R.FLDFIGHIL.T 397 1 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_PHA_lymphocytes_Ti_107.008441.008441 2 3.1215 0.2306 1958.91 1958.2 1 53.333336 2 K.VDNHLFNKENMPSHFK.F 74 2 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_PHA_lymphocytes_Ti_101.005073.005073 2 4.4519 0.4052 1789.11 1788.9 1 68.75 3 K.HGAGAEISTVNPEQYSK.R 379 2
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_PHA_lymphocytes_PK_111.015992.015992 2 3.0487 0.2065 1760.87 1758.1 2 57.14286 2 L.SHVQIPVMLMPDDFK.A 53 1 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsNaOH-NE_NT_lymphocytes_Ti_104.009531.00953 2 3.4347 0.362 1656.11 1656.7 1 69.230774 1 R.FGIDDQDFQNSLTR.S 105 2 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_NT_lymphocytes_Ti_111.011647.011647.2 2 3.4056 0.146 1958.19 1958.2 2 50 2 K.VDNHLFNKENMPSHFK.F 74 2 *
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsSD-NE_NT_lymphocytes_Ti_102.011475.011475.2 2 3.1642 0.2069 1063.41 1063.2 1 87.5 2 K.DVEFLAQLK.L 262 2
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_005019.2| gi|6857820|ref|NP_005019.2| "phosphatidylinositol-5-phosphate 4-kinase, type II, alpha [Homo sa 7 16 20 406 46225 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2439.243 2 2.9802 0.1268 1657.67 1656.7 1 69.230774 1 R.FGIDDQDFQNSLTR.S 105 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.008216.008216 3 3.4059 0.272 2214.35 2212.4 1 45.3125 2 K.HQHMHDRDDLYAEQMER.E 754 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.007078.007078 2 2.5395 0.1809 1446.51 1446.6 2 66.66667 1 R.MQGSLEAHVNGFR.F 676 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_103.017564.017564 2 3.0099 0.2279 2625.85 2626 1 33.333336 2 K.TYALFIGDTVLVDEDGPATVLTSVK.K 398 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.012999.012999 2 4.0647 0.4992 2152.87 2154.3 2 44.444447 1 R.HTDVQFYTEVGEITTDLGK.H 735 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_108.008225.008225 2 4.0807 0.3447 2212.65 2212.4 1 62.5 11 K.HQHMHDRDDLYAEQMER.E 754 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.015882.015882 3 3.7875 0.2176 4001.39 4001.5 3 19.852942 1 R.STCLLQPTSSALVNATEWPPFVVTLDEVELIHFER.V 813 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011141.01114 2 2.7657 0.2296 1295.43 1295.4 4 77.77778 1 K.EELEFEVPFR.D 793 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012862.01286 2 3.0729 0.3513 2155.87 2154.3 1 44.444447 1 R.HTDVQFYTEVGEITTDLGK.H 735 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008690.00869 3 4.4546 0.1214 2409.47 2408.4 1 42.105263 2 K.NEDEEEEEEEKDEAEDLLGR.G 434 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.021386.0213 2 2.5731 0.1032 3123.19 3123.5 1 34 1 R.TLMVDPSQEVQENYNFLLQLQEELLK.E 289 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.013221.01322 3 4.7123 0.345 2479.1 2478 1 32.142857 1 K.KYETVIMPVFGIATPFHIATIK.N 534 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010117.010117.2 2 2.8767 0.2162 2427.89 2425.4 1 45 1 K.ESLGSEEESGKDWDELEEEAR.K 978 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_115.013626.013626.3 3 7.0984 0.4869 2478.65 2478 1 45.238094 2 K.KYETVIMPVFGIATPFHIATIK.N 534 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_105.000744.000744.2 2 4.7976 0.365 3126.01 3123.5 1 42 12 R.TLMVDPSQEVQENYNFLLQLQEELLK.E 289 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_105.010610.010610 2 5.3741 0.3349 2295.55 2296.3 1 60.526318 3 E.SLGSEEESGKDWDELEEEAR.K 979 1 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_110.021050.021050.2 2 2.2986 0.1165 2628.15 2626 9 27.083334 1 K.TYALFIGDTVLVDEDGPATVLTSVK.K 398 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_105.015530.015530 2 3.0494 0.3185 1462.79 1462.6 1 72.72727 3 A.SLDPIKEWLNSC.D 878 0 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_106.011687.011687 2 2.7803 0.1894 1399.85 1400.6 2 75 1 T.LDEVELIHFER.V 837 1 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_111.010962.010962.2 2 4.1402 0.3852 2210.51 2212.4 1 65.625 2 K.HQHMHDRDDLYAEQMER.E 754 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_114.013522.013522.2 2 3.1835 0.2655 2480.67 2478 1 40.476192 1 K.KYETVIMPVFGIATPFHIATIK.N 534 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_108.013663.013663.2 2 3.6532 0.3613 2156.75 2154.3 1 50 1 R.HTDVQFYTEVGEITTDLGK.H 735 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_105.009722.009722 2 3.4063 0.3669 1223.31 1222.4 1 85 2 S.VGVDEEIVYAK.S 38 1 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_105.013949.013949 2 3.6196 0.2371 1245.79 1244.4 1 88.88889 2 T.LDEVELIHFE.R 837 0 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_NT_lymphocytes_Ti_112.014742.014742.2 2 4.0058 0.3491 2958.75 2957.5 1 44 3 K.KVTMINAIPVASLDPIKEWLNSCDLK.Y 867 2 *
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_009123.1| gi|6005757|ref|NP_009123.1| chromatin-specific transcription elongation factor large subunit [Hom 19 59 23.5 1047 119914 5.7 HsSD-NE_PHA_lymphocytes_PK_105.009807.009807 1 2.2499 0.2876 1308.78 1309.5 1 63.636364 1 V.SVGVDEEIVYAK.S 37 1 *
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsSD-NE_PHA_lymphocytes_Ti_104.010612.010612 3 3.8003 0.2267 2730.98 2728 1 38.095238 3 R.LQLLTGEHRPEDEEELEKELYR.E 300 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsSD-NE_PHA_lymphocytes_PK_110.013421.01342 2 2.9596 0.2745 1723.35 1725 2 46.666668 1 K.ISNPWQSPSGTLPALR.T 191 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsSD-NE_PHA_lymphocytes_PK_109.016044.016044 2 2.7928 0.1909 1489.75 1490.8 1 75 1 M.SLLEEKLLPVLVH.T 247 0 *
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.007764.00776 2 5.1206 0.2721 2166.69 2166.3 1 67.64706 2 R.LQLLTGEHRPEDEEELEK.E 300 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_NT_lymphocytes_Ti_112.013166.01316 2 4.4039 0.357 1685.47 1683 1 80.769226 3 K.LLPVLVHTFWIDTK.N 253 2 *
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007984.0079 2 4.8813 0.2749 2166.85 2166.3 1 61.764706 2 R.LQLLTGEHRPEDEEELEK.E 300 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009548.0095 2 2.8682 0.3442 2727.07 2728 1 50 2 R.LQLLTGEHRPEDEEELEKELYR.E 300 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009471.00947 2 2.6734 0.1904 1293.51 1291.4 1 81.818184 2 R.TSHGEVISVPHK.I 207 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014318.0143 2 4.4025 0.3921 1683.71 1683 1 76.92308 5 K.LLPVLVHTFWIDTK.N 253 2 *
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009479.00947 1 3.1101 0.1741 1291.61 1291.4 5 63.636364 1 R.TSHGEVISVPHK.I 207 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.006950.0069 2 2.408 0.2053 1293.33 1291.4 1 68.181816 1 R.TSHGEVISVPHK.I 207 2
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NP_002446.2| gi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapiens] 8 25 15 466 51477 9.8 HsSD-NE_NT_lymphocytes_Ti_112.014164.014164.2 2 3.2899 0.2192 1682.99 1683 2 69.230774 2 K.LLPVLVHTFWIDTK.N 253 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.010497.010497 3 5.1791 0.4129 2643.8 2643 1 39.130436 2 K.DVIGIAHHPHQNLIATYSEDGLLK.L 486 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_PK_108.015344.015344 2 3.3397 0.2069 1083.93 1084.3 1 93.75 4 Q.VVLELIELR.E 80 1 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_PK_108.012290.012290 2 4.1455 0.2412 1578.89 1576.8 1 83.33333 2 L.KLPDKTLIDLYEQ.V 67 0 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_Ti_110.010778.010778 2 4.2106 0.4355 2641.73 2643 1 45.652176 2 K.DVIGIAHHPHQNLIATYSEDGLLK.L 486 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_PK_108.014824.014824 2 3.074 0.2355 1774.63 1777.1 1 57.14286 1 Q.SLKLPDKTLIDLYEQ.V 65 0 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_PHA_lymphocytes_PK_107.009696.009696 2 4.6517 0.3585 1949.01 1948.2 1 59.375 1 K.AAVKDVEEEKFPTQLSR.H 191 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.012614.01261 2 3.4126 0.2992 2136.89 2138.5 1 47.058823 1 K.WQQHQGLLPPGMTIDLFR.G 171 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007653.00765 2 4.3983 0.3431 1948.85 1948.2 1 59.375 1 K.AAVKDVEEEKFPTQLSR.H 191 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.017214.01721 2 3.7619 0.1801 2063.29 2060.4 3 56.25 1 K.TLIDLYEQVVLELIELR.E 72 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010175.0101 2 4.6254 0.3715 1670.85 1668.8 1 75 2 K.DSSQILSASFDQTIR.I 318 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.012874.0128 2 4.5657 0.3387 2138.13 2138.5 1 61.764706 2 K.WQQHQGLLPPGMTIDLFR.G 171 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.011198.0111 2 4.6559 0.4302 2643.83 2643 1 45.652176 2 K.DVIGIAHHPHQNLIATYSEDGLLK.L 486 2 *
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|NP_060695.2| gi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and unc-52 homolog [Homo sapiens] 9 26 19.1 513 57544 7.2 HsSD-NE_NT_lymphocytes_Ti_112.012516.012516.3 3 6.8834 0.5126 2643.2 2643 1 42.391304 5 K.DVIGIAHHPHQNLIATYSEDGLLK.L 486 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsSD-NE_PHA_lymphocytes_Ti_107.008023.008023 2 3.4359 0.2547 1592.69 1593.8 1 73.07692 2 R.KLHLLSRPQDGEAE.- 249 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsSD-NE_PHA_lymphocytes_PK_111.012215.012215 2 3.9327 0.2844 1794.55 1793 1 61.764706 2 T.SLRPLLGGIPESGGPDAR.Q 30 1 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.009884.00988 2 3.2671 0.1408 1596.57 1593.8 1 76.92308 1 R.KLHLLSRPQDGEAE.- 249 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.010460.0104 2 3.4777 0.2704 2041.91 2041.3 1 55.263157 5 R.FTSLRPLLGGIPESGGPDAR.Q 28 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010086.0100 1 2.5204 0.1924 1594.82 1593.8 2 61.538464 2 R.KLHLLSRPQDGEAE.- 249 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsSD-NE_NT_lymphocytes_Ti_111.011564.011564.1 1 2.7002 0.2045 1594.99 1593.8 1 61.538464 1 R.KLHLLSRPQDGEAE.- 249 2 *
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NP_009174.1| gi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 4 15 13 262 29379 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010040.0100 2 3.6463 0.2312 1593.67 1593.8 1 65.38461 2 R.KLHLLSRPQDGEAE.- 249 2 *
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.009282.009282 3 4.3445 0.3742 1827.59 1827.1 1 51.785713 2 R.RFELYFQGPSSNKPR.V 133 2 *
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.010061.010061 2 3.5441 0.2531 1830.23 1829.1 1 64.28571 1 R.EVVNKDVLDVYIEHR.L 92 2 *
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007839.00783 2 3.4398 0.294 1843.89 1842.1 1 56.25 1 K.LAASIAPEIYGHEDVKK.A 336 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010252.01025 2 2.7639 0.1762 1845.09 1844.1 1 60.000004 1 R.QVVQGLLSETYLEAHR.I 287 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.015634.0156 3 3.353 0.2496 1688.57 1687.9 3 52.083332 1 R.FDLLWLIQDRPDR.D 515 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_114.012657.01265 2 2.1751 0.1512 1682.83 1680 1 53.333336 1 K.KALLLLLVGGVDQSPR.G 352 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008030.0080 2 2.8919 0.265 1841.29 1842.1 1 46.875 1 K.LAASIAPEIYGHEDVKK.A 336 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.013065.01306 2 3.0459 0.0842 2036.47 2034.4 1 55.555557 2 R.IAQPGDHVSVTGIFLPILR.T 264 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.009296.00929 2 3.4277 0.2246 1474.05 1474.7 1 70.83333 6 R.TQRPADVIFATVR.E 654 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011871.01187 2 4.1348 0.341 1654.95 1653.9 1 67.85714 2 R.SLEQNIQLPAALLSR.F 500 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_NT_lymphocytes_Ti_104.009189.009189.2 2 2.5308 0.0861 1318.65 1318.5 2 63.636364 1 R.SITVLVEGENTR.I 252 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012994.0129 3 3.658 0.3228 2036.69 2034.4 3 37.5 4 R.IAQPGDHVSVTGIFLPILR.T 264 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_NT_lymphocytes_Ti_111.014586.014586.3 3 3.7789 0.1775 2034.71 2034.4 2 38.88889 1 R.IAQPGDHVSVTGIFLPILR.T 264 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012992.0129 2 4.5824 0.3729 2035.15 2034.4 1 61.11111 7 R.IAQPGDHVSVTGIFLPILR.T 264 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_PHA_lymphocytes_PK_105.015664.015664 2 3.698 0.3996 2654.27 2653.7 1 50 1 L.YVDLDDVAEDDPELVDSICENAR.R 49 1 *
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_NT_lymphocytes_Ti_111.014552.014552.2 2 3.3193 0.2784 2036.01 2034.4 1 61.11111 1 R.IAQPGDHVSVTGIFLPILR.T 264 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.009546.0095 2 2.9471 0.191 1592.57 1590.8 1 75 1 R.LAQHITYVHQHSR.Q 533 2
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571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_NT_lymphocytes_Ti_103.010469.010469.1 1 2.8621 0.288 1559.88 1559.8 1 50 1 R.GNINICLMGDPGVAK.S 373 2
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NP_005907.3| gi|33469968|ref|NP_005907.3| minichromosome maintenance complex component 7 isoform 1 [Ho 15 37 30 719 81308 6.5 HsSD-NE_NT_lymphocytes_Ti_104.009002.009002.2 2 4.7577 0.4084 1746.53 1747 1 75 2 R.MVDVVEKEDVNEAIR.L 621 2
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_111.015382.015382 3 6.4538 0.5582 3378.32 3380.7 1 35 2 K.AIFTGHSAVVEDVAWHLLHESLFGSVADDQK.L 220 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_105.007349.007349 2 2.7383 0.208 1790.25 1790.9 8 46.666668 2 K.HPAKPDPSGECNPDLR.L 156 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_111.012077.012077 3 4.3314 0.2776 3777.83 3777.1 2 21.774193 2 K.LHTFESHKDEIFQVHWSPHNETILASSGTDRR.L 309 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_108.011990.011990 3 5.8976 0.3908 2776.01 2776.1 1 43.47826 4 K.DYALHWLVLGTHTSDEQNHLVVAR.V 59 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_113.011449.011449 3 5.6547 0.4478 3619.49 3620.9 1 30.000002 2 K.LHTFESHKDEIFQVHWSPHNETILASSGTDR.R 309 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_108.013133.013133 3 5.8183 0.4152 4112.78 4111.4 1 27.702703 4 R.SNTTSKPSHLVDAHTAEVNCLSFNPYSEFILATGSADK.T 258 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_Ti_110.012130.012130 2 5.3156 0.4077 2778.07 2776.1 1 52.173912 2 K.DYALHWLVLGTHTSDEQNHLVVAR.V 59 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009586.0095 3 5.0378 0.3354 2851.01 2849 1 37.5 2 K.IGEEQSAEDAEDGPPELLFIHGGHTAK.I 349 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsNaOH-NE_NT_lymphocytes_Ti_111.009100.00910 2 2.5226 0.182 1791.19 1790.9 2 43.333332 1 K.HPAKPDPSGECNPDLR.L 156 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_NT_lymphocytes_Ti_115.014835.014835.3 3 5.0775 0.393 3383.18 3380.7 1 26.666668 2 K.AIFTGHSAVVEDVAWHLLHESLFGSVADDQK.L 220 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsNaOH-NE_PHA_lymphocytes_Ti_115.015196.0151 3 4.4936 0.2931 3844.04 3841.5 1 23.4375 1 K.NTPFLYDLVMTHALQWPSLTVQWLPEVTKPEGK.D 26 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.013221.0132 3 4.8361 0.3477 4113.65 4111.4 1 19.594595 1 R.SNTTSKPSHLVDAHTAEVNCLSFNPYSEFILATGSADK.T 258 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_PHA_lymphocytes_PK_102.009674.009674 2 3.5586 0.3847 1688.17 1687.7 1 57.14286 2 M.AENIYNDEESDVTTS.E 404 0 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsSD-NE_NT_lymphocytes_Ti_111.014018.014018.3 3 5.9314 0.3891 4113.35 4111.4 1 26.35135 1 R.SNTTSKPSHLVDAHTAEVNCLSFNPYSEFILATGSADK.T 258 2 *
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_002884.1| gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [Homo sapiens] 10 29 50.8 425 47820 5 HsNaOH-NE_PHA_lymphocytes_Ti_112.014529.0145 3 3.7184 0.2814 3381.98 3380.7 1 23.333334 1 K.AIFTGHSAVVEDVAWHLLHESLFGSVADDQK.L 220 2 *
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.021531.021531 2 3.9671 0.1828 2673.87 2672 1 40.909092 6 R.NLGNSCYLNSVVQVLFSIPDFQR.K 330 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.016900.016900 2 3.714 0.3478 2541.51 2540.8 1 43.18182 5 R.LAIGVEGGFDLSEEKFELDEDVK.I 99 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_PHA_lymphocytes_PK_115.013762.013762 2 2.5903 0.3303 1672.69 1673 1 60.000004 2 S.GVPLKPLFGPGYTGIR.N 314 1
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.015581.01558 2 2.1973 0.0888 2672.43 2672 3 34.090908 1 R.NLGNSCYLNSVVQVLFSIPDFQR.K 330 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.014374.0143 1 2.2411 0.2229 1542.31 1541.8 2 54.166668 1 R.FASFPDYLVIQIK.K 562 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.015874.0158 2 4.9818 0.3193 2859.31 2858.3 1 42 7 R.IGEWELIQESGVPLKPLFGPGYTGIR.N 304 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.014116.0141 2 3.5217 0.2961 1544.35 1541.8 1 75 3 R.FASFPDYLVIQIK.K 562 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013811.01381 3 3.259 0.29 2856.74 2858.3 1 38 1 R.IGEWELIQESGVPLKPLFGPGYTGIR.N 304 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.006978.00697 2 3.9222 0.4394 1823.39 1823.9 1 63.333332 4 R.YFDGSGGNNHAVEHYR.E 223 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006936.0069 2 3.5771 0.3368 1825.89 1823.9 1 63.333332 3 R.YFDGSGGNNHAVEHYR.E 223 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_NT_lymphocytes_Ti_110.017110.017110.2 2 5.3196 0.3908 2857.79 2858.3 1 46 6 R.IGEWELIQESGVPLKPLFGPGYTGIR.N 304 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013587.0135 3 4.3044 0.3861 2860.25 2858.3 1 39 2 R.IGEWELIQESGVPLKPLFGPGYTGIR.N 304 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_NT_lymphocytes_Ti_112.014524.014524.3 3 3.7923 0.28 2858.36 2858.3 1 37 3 R.IGEWELIQESGVPLKPLFGPGYTGIR.N 304 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.018579.0185 3 3.2529 0.0945 2120.75 2119.4 5 35.9375 1 R.QQDAQEFFLHLINMVER.N 433 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_NT_lymphocytes_Ti_107.014941.014941.1 1 2.3391 0.1376 1542.23 1541.8 1 58.333332 1 R.FASFPDYLVIQIK.K 562 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_NT_lymphocytes_Ti_110.019894.019894.3 3 3.7473 0.2791 2119.22 2119.4 1 37.5 1 R.QQDAQEFFLHLINMVER.N 433 2
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|NP_003472.2| gi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092 ubiquitin specific peptidase 5 isoform 2 [Homo sapiens] 10 48 17.1 835 93308 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014658.014658 2 3.1108 0.2137 2601.87 2600.9 2 31.25 1 R.GTGLQPGEEELPDIAPPLVTPDEPK.A 604 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.011465.011465 2 3.4334 0.3619 1599.83 1597.8 1 67.85714 4 R.FFVADTANEALEAAK.R 59 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009959.00995 2 5.4926 0.5005 1597.79 1597.8 1 85.71429 2 R.FFVADTANEALEAAK.R 59 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008332.0083 2 2.5902 0.2578 1244.19 1241.3 2 77.77778 1 K.INFDDNAEFR.Q 260 2 *
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010658.01065 2 2.741 0.119 2186.41 2184.5 3 35 1 K.ILNNSGLPITSAIDLEDAAKK.A 404 2 *
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.012176.0121 2 5.0259 0.3622 2753.27 2752 1 50 3 K.IDATQVEVNPFGETPEGQVVCFDAK.I 235 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012005.01200 2 4.512 0.4174 2752.53 2752 1 45.833336 2 K.IDATQVEVNPFGETPEGQVVCFDAK.I 235 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_NT_lymphocytes_Ti_103.015498.015498.2 2 4.517 0.4395 3085.41 3085.4 1 39.655174 2 R.SCNGPVLVGSPQGGVDIEEVAASNPELIFK.E 161 2 *
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_NT_lymphocytes_Ti_102.012486.012486.2 2 3.3636 0.2029 1599.49 1597.8 1 67.85714 2 R.FFVADTANEALEAAK.R 59 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_PHA_lymphocytes_PK_105.015922.015922 2 4.3511 0.2486 1890.11 1889.1 1 55.88235 2 Q.GGVDIEEVAASNPELIFK.E 173 1 *
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_NT_lymphocytes_Ti_102.011572.011572.1 1 3.2357 0.4323 1597.69 1597.8 1 57.14286 2 R.FFVADTANEALEAAK.R 59 2
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|NP_003839.2| gi|157779135|ref|NP_003839.2| "succinate-CoA ligase, GDP-forming, beta subunit precursor [Homo 8 22 28.5 432 46511 6.4 HsSD-NE_PHA_lymphocytes_PK_106.017280.017280 2 3.1303 0.1754 2307.97 2306.6 4 40.476192 1 T.CDIIFLNGGKPANFLDLGGGVK.E 317 1 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_PHA_lymphocytes_Ti_107.017038.017038 2 2.7208 0.2575 2363.41 2363.6 1 45 2 K.GSELWLGVDALGLNIYEQNDR.L 213 2 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_PHA_lymphocytes_PK_112.001685.001685 2 3.3472 0.2714 2732.07 2732.1 3 35.714287 2 K.FYPEDVSEELIQDITQRLFFLQ.V 84 1 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.016299.0162 2 4.0299 0.3561 2085.85 2083.3 1 62.5 2 K.FYPEDVSEELIQDITQR.L 84 2 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009303.00930 1 2.8108 0.2677 1312.31 1311.5 1 70 1 K.KAPDFVFYAPR.L 263 2
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_PHA_lymphocytes_PK_106.002361.00236 2 3.027 0.2803 1808.07 1807 3 53.571426 1 E.DVSEELIQDITQRLF.F 88 0 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3060.306 2 3.0517 0.0852 1104.44 1105.3 2 87.5 1 K.IGFPWSEIR.N 238 2
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_NT_lymphocytes_Ti_102.017864.017864.2 2 4.9198 0.3858 2084.63 2083.3 1 68.75 7 K.FYPEDVSEELIQDITQR.L 84 2 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_PHA_lymphocytes_PK_106.020118.020118 2 4.0745 0.4222 2082.71 2083.3 1 68.75 1 K.FYPEDVSEELIQDITQR.L 84 2 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_NT_lymphocytes_Ti_103.017664.017664.2 2 3.3893 0.2783 2869.35 2868.2 5 30.000002 1 K.EGILNDDIYCPPETAVLLASYAVQSK.Y 108 2 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_PHA_lymphocytes_PK_106.002322.002322 2 2.8309 0.1578 2194.45 2196.4 1 44.11765 1 K.FYPEDVSEELIQDITQRL.F 84 1 *
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_002435.1| gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 9 22 15.4 577 67820 6.4 HsSD-NE_NT_lymphocytes_Ti_102.017912.017912.3 3 4.65 0.236 2083.13 2083.3 1 45.3125 3 K.FYPEDVSEELIQDITQR.L 84 2 *
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NP_006563.2| gi|24111250|ref|NP_006563.2| "guanine nucleotide binding protein (G protein), alpha 13 [Homo sa 4 7 14.6 377 44050 8 HsSD-NE_PHA_lymphocytes_PK_110.017160.017160 2 3.8735 0.4141 2127.51 2127.3 1 65.625 1 V.SIKDYFLEFEGDPHCLR.D 304 1 *
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NP_006563.2| gi|24111250|ref|NP_006563.2| "guanine nucleotide binding protein (G protein), alpha 13 [Homo sa 4 7 14.6 377 44050 8 HsNaOH-NE_NT_lymphocytes_PK_112.012597.0125 2 2.8298 0.2375 1456.11 1456.6 1 72.72727 1 S.SSEFDQVLMEDR.L 249 1 *
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NP_006563.2| gi|24111250|ref|NP_006563.2| "guanine nucleotide binding protein (G protein), alpha 13 [Homo sa 4 7 14.6 377 44050 8 HsNaOH-NE_NT_lymphocytes_Ti_108.011948.01194 2 3.3262 0.1979 1220.33 1220.5 1 88.88889 2 R.VFLQYLPAIR.A 141 2 *
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NP_006563.2| gi|24111250|ref|NP_006563.2| "guanine nucleotide binding protein (G protein), alpha 13 [Homo sa 4 7 14.6 377 44050 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.008385.0083 2 3.233 0.391 1849.91 1847 1 56.666668 2 K.LHIPWGDNSNQQHGDK.M 106 2 *
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NP_006563.2| gi|24111250|ref|NP_006563.2| "guanine nucleotide binding protein (G protein), alpha 13 [Homo sa 4 7 14.6 377 44050 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3240.324 2 3.0036 0.0848 1219.87 1220.5 1 83.33333 1 R.VFLQYLPAIR.A 141 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsSD-NE_PHA_lymphocytes_PK_108.014116.014116 2 2.5568 0.2191 1534.71 1533.8 1 66.66667 1 A.LKNLPLVDNICAY.A 601 0 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012218.01221 2 3.2556 0.1614 1258.99 1259.5 1 83.33333 2 R.NLFILAYNYK.M 407 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008117.00811 2 3.7018 0.3252 1947.31 1948.1 1 56.666668 5 K.NWEEGGYFNTDKPHPR.G 510 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013017.0130 2 3.0841 0.2185 2032.05 2032.4 3 41.666664 1 K.VLSEAAISASLEKFEIPVK.I 661 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010082.01008 3 4.0486 0.1946 2188.88 2189.4 1 41.17647 2 K.LKNWEEGGYFNTDKPHPR.G 508 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009602.0096 2 3.9096 0.2776 1952.71 1953.2 1 56.25 2 R.HIITVDGKPPTWSEFPK.G 233 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_113.016362.01636 3 4.4078 0.4546 3852.02 3854.3 1 22.727274 2 R.IPELGEEDVYIGYLPLAHVLELSAELVCLSHGCR.I 315 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009680.0096 3 3.7459 0.2269 1953.62 1953.2 1 39.0625 1 R.HIITVDGKPPTWSEFPK.G 233 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009180.00918 1 2.5927 0.1693 1140.68 1140.4 1 66.66667 1 K.LKDIVSLVPR.L 221 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012614.01261 2 4.1924 0.3983 1989.73 1989.2 1 61.764706 2 R.LSPEPWTPETGLVTDAFK.L 682 2
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009194.00919 2 3.2828 0.1911 1139.87 1140.4 2 88.88889 2 K.LKDIVSLVPR.L 221 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008259.0082 2 3.4157 0.1864 1947.35 1948.1 1 50 1 K.NWEEGGYFNTDKPHPR.G 510 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsSD-NE_PHA_lymphocytes_PK_106.015826.015826 2 3.6752 0.3878 1428.59 1428.6 1 80 1 Y.NWLSYEDVFVR.A 133 1 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsSD-NE_NT_lymphocytes_Ti_103.012760.012760.2 2 2.6744 0.1666 1998.65 1998.1 4 43.75 1 R.WLCTGDIGEFEPDGCLK.I 559 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsSD-NE_PHA_lymphocytes_PK_107.000044.000044 2 3.8432 0.3911 2240.45 2241.6 1 57.894737 2 R.IPELGEEDVYIGYLPLAHVL.E 315 1 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013721.0137 2 2.7647 0.1118 2104.93 2102.4 2 46.875 1 K.VILGQYNWLSYEDVFVR.A 127 2 *
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NP_976251.1| gi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain family member 3 [Homo sapiens] 15 28 24 720 80420 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3416.341 2 3.5292 0.389 1988.17 1989.2 1 52.941177 1 R.LSPEPWTPETGLVTDAFK.L 682 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.013848.013848 2 3.0791 0.29 2704.41 2704 6 34.782608 1 R.SGSKFPVFNMSYNPAENAVLLCTR.A 359 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.011826.011826 2 3.0528 0.3069 2564.55 2565.8 1 37.5 1 R.TTFFHHEYPWILSASDDQTIR.V 98 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.016358.016358 2 3.6156 0.2628 1951.71 1950.2 1 64.70589 9 R.FSLALECGNIEIALEAAK.A 649 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012558.01255 2 3.6149 0.4279 2704.51 2704 1 45.652176 1 R.SGSKFPVFNMSYNPAENAVLLCTR.A 359 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009806.00980 3 4.5933 0.4598 1660.73 1658.8 1 59.615387 2 R.GHYNNVSCAVFHPR.Q 247 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.014622.0146 2 4.9133 0.3849 2346.59 2344.7 1 60.526318 1 K.FPVFNMSYNPAENAVLLCTR.A 363 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_112.010076.01007 2 4.4406 0.4358 1836.43 1836.1 1 70 2 R.RLLELGPKPEVAQQTR.K 1127 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010692.01069 2 2.2003 0.201 2361.17 2359.7 3 42.105263 1 K.LGEVALLQGNHQIVEMCYQR.T 677 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014836.01483 2 4.8837 0.3952 2347.27 2344.7 1 60.526318 4 K.FPVFNMSYNPAENAVLLCTR.A 363 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011523.0115 1 2.5741 0.31 1595.4 1593.8 9 40 1 R.GITGVDLFGTTDAVVK.H 183 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010766.01076 2 2.3732 0.1789 2116.21 2113.3 1 50 1 K.SGAWDESGVFIYTTSNHIK.Y 532 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010689.0106 2 4.3252 0.2693 2362.17 2359.7 1 47.368423 4 K.LGEVALLQGNHQIVEMCYQR.T 677 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.014334.01433 2 3.5716 0.3487 2448.19 2446 1 45.238094 1 K.LLQPPAPIMPLDTNWPLLTVSK.G 794 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017189.01718 2 4.5397 0.2514 1513.17 1511.8 1 83.33333 4 K.LSFLYLITGNLEK.L 703 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008075.0080 2 3.0272 0.3167 1679.81 1680 1 67.85714 3 R.LLELGPKPEVAQQTR.K 1128 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011825.0118 2 3.8205 0.4998 2564.91 2565.8 1 47.5 1 R.TTFFHHEYPWILSASDDQTIR.V 98 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012826.01282 3 4.3102 0.3263 3408.02 3407.7 1 26.85185 2 K.NPTDAYQLNYDMHNPFDICAASYRPIYR.G 1151 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.014080.0140 2 2.8147 0.2386 1511.71 1510.9 3 61.538464 1 R.SILLSVPLLVVDNK.Q 1031 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015383.0153 3 3.625 0.1772 4161.86 4161.5 1 20.945946 1 K.SLAYLTAATHGLDEEAESLKETFDPEKETIPDIDPNAK.L 756 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.010180.0101 3 3.6165 0.2646 1886.66 1886.2 1 46.666668 1 R.ERPAYAVHGNMLHYVK.D 322 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011068.0110 2 2.4916 0.171 2112.81 2113.3 1 44.444447 1 K.SGAWDESGVFIYTTSNHIK.Y 532 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_111.013625.013625.3 3 4.7006 0.2879 2565.5 2565.8 1 37.5 1 R.TTFFHHEYPWILSASDDQTIR.V 98 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_111.013631.013631.2 2 5.0351 0.4284 2565.51 2565.8 1 50 2 R.TTFFHHEYPWILSASDDQTIR.V 98 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_110.012698.012698.2 2 2.5379 0.0892 2113.71 2113.3 3 38.88889 1 K.SGAWDESGVFIYTTSNHIK.Y 532 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.016742.0167 2 4.1149 0.3444 1510.75 1511.8 1 83.33333 4 K.LSFLYLITGNLEK.L 703 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_106.014368.014368.2 2 4.1389 0.417 2343.69 2344.7 1 44.736843 3 K.FPVFNMSYNPAENAVLLCTR.A 363 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_PHA_lymphocytes_PK_106.010077.010077 2 3.3333 0.28 2188.85 2188.4 1 50 2 L.KETFDPEKETIPDIDPNAK.L 775 1
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_108.013352.013352.3 3 3.9869 0.1627 3409.16 3407.7 1 25 3 K.NPTDAYQLNYDMHNPFDICAASYRPIYR.G 1151 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_102.012556.012556.1 1 3.2064 0.2658 1595.23 1593.8 1 56.666668 1 R.GITGVDLFGTTDAVVK.H 183 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_109.010048.010048.2 2 3.8439 0.1607 1760.19 1761 1 60.714287 2 K.KGYPEVALHFVKDEK.T 632 2
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|NP_004362.2| gi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091 "coatomer protein complex, subunit alpha isoform 2 [Homo sapiens 19 63 24 1224 138345 7.7 HsSD-NE_NT_lymphocytes_Ti_106.016989.016989.2 2 2.4189 0.1461 2443.51 2446 5 35.714287 1 K.LLQPPAPIMPLDTNWPLLTVSK.G 794 2
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsSD-NE_PHA_lymphocytes_Ti_114.009396.009396 2 3.5181 0.2715 1392.45 1390.6 1 77.27273 5 R.RFGGPVHHQAQR.F 206 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsSD-NE_PHA_lymphocytes_Ti_108.006891.006891 2 3.0765 0.1824 1235.41 1234.4 1 80 3 R.FGGPVHHQAQR.F 207 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsSD-NE_PHA_lymphocytes_Ti_105.009292.009292 3 5.0853 0.2925 2771.27 2770 5 31 2 K.RSEAEEAITSFNGHKPPGSSEPITVK.F 157 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.008236.0082 2 2.7779 0.1979 2770.65 2770 2 36 2 K.RSEAEEAITSFNGHKPPGSSEPITVK.F 157 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.008639.0086 3 5.4979 0.3241 2771.81 2770 2 35 1 K.RSEAEEAITSFNGHKPPGSSEPITVK.F 157 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009380.00938 2 4.1784 0.3731 1355.27 1354.5 1 83.33333 2 R.SLFSSIGEVESAK.L 38 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.008982.0089 1 2.0987 0.3074 1233.53 1234.4 1 60.000004 1 R.FGGPVHHQAQR.F 207 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsSD-NE_NT_lymphocytes_Ti_110.011600.011600.2 2 3.3639 0.4104 1567.21 1569.8 1 65.38461 3 K.NVALLSQLYHSPAR.R 192 2 *
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NP_001410.2| gi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 8 20 24.8 326 36092 9.2 HsSD-NE_PHA_lymphocytes_PK_102.018477.018477 2 3.7084 0.3104 1868.25 1867.1 2 56.666668 1 F.IYNLGQDADEGILWQM.F 248 0 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.009494.009494 2 4.9537 0.456 1663.35 1662.8 1 89.28571 3 R.HLDHVAALFPGDVDR.L 411 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_PK_107.016105.016105 1 1.8446 0.3455 1413.65 1414.6 2 45.454548 2 R.NVATPRDYFFAL.A 45 1 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.009730.009730 2 2.2824 0.1808 1369.65 1370.6 1 85 1 R.HLEIIYAINQR.H 400 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_PK_107.016097.016097 2 3.6259 0.2939 1416.11 1414.6 3 68.181816 2 R.NVATPRDYFFAL.A 45 1 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.010336.01033 2 3.0415 0.2575 2022.97 2020.3 1 50 1 R.INMAHLCVIGSHAVNGVAR.I 440 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011141.01114 2 2.3488 0.1467 1736.09 1737 1 57.692307 1 K.ARPEYMLPVHFYGR.V 193 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.009033.00903 2 4.0421 0.4885 1662.49 1662.8 1 78.57143 2 R.HLDHVAALFPGDVDR.L 411 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_NT_lymphocytes_Ti_102.010725.010725.2 2 3.0403 0.1544 2448.85 2448.7 1 39.583336 1 K.VIPAADLSQQISTAGTEASGTGNMK.F 657 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_NT_lymphocytes_Ti_108.011941.011941.2 2 2.4717 0.147 1343.07 1340.5 1 80 1 R.DYFFALAHTVR.D 51 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_NT_lymphocytes_Ti_103.018779.018779.2 2 4.0092 0.3495 1867.33 1868.1 1 73.333336 5 K.LQDFNVGDYIEAVLDR.N 255 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_PK_106.000066.000066 2 3.989 0.4132 1869.29 1868.1 1 73.333336 3 K.LQDFNVGDYIEAVLDR.N 255 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsSD-NE_PHA_lymphocytes_PK_106.016059.016059 2 3.1641 0.1835 1403.23 1401.7 2 68.181816 1 K.LLPLVSDEVFIR.D 522 2 *
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NP_002853.2| gi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Homo sapiens] 11 24 15.5 843 96696 6.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2979.29 2 3.1183 0.2969 1931.07 1932.2 1 53.125 1 R.HLDHVAALFPGDVDRLR.R 411 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_Ti_102.009099.009099 2 4.6241 0.4122 1812.47 1812 1 71.875 5 R.LIEGLSHEVIVSAACGR.N 195 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.016630.016630 2 2.8452 0.1619 1776.35 1775.1 1 53.333336 1 K.GQLLIFGATNWDLIGR.K 104 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.009140.009140 2 5.2323 0.4392 1931.75 1932.1 1 69.44444 6 R.TVVSGSCAAHSLLITTEGK.L 152 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_Ti_102.010310.010310 2 5.0357 0.4783 2037.73 2037.2 1 66.66667 6 R.NHTLALTETGSVFAFGENK.M 212 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.003994.003994 2 3.7353 0.3461 1480.65 1480.7 1 71.42857 2 K.AGGAAVVITEPEHTK.E 78 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_PHA_lymphocytes_PK_113.013348.013348 2 3.2515 0.3844 1854.67 1857 1 56.666668 1 R.NLGQNLWGPHRYGCLA.G 131 1 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009473.0094 2 3.818 0.4184 1812.59 1812 1 62.5 3 R.LIEGLSHEVIVSAACGR.N 195 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011174.01117 2 3.4858 0.2785 1233.35 1233.4 1 80 2 R.VFSWGFGGYGR.L 351 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.011019.01101 2 2.7301 0.1465 2037.39 2037.2 1 44.444447 1 R.NHTLALTETGSVFAFGENK.M 212 2 *
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581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008223.00822 2 3.34 0.3015 1932.71 1932.1 1 55.555557 2 R.TVVSGSCAAHSLLITTEGK.L 152 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009374.00937 2 2.099 0.1201 1812.53 1812 9 43.75 1 R.LIEGLSHEVIVSAACGR.N 195 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.006452.00645 2 3.0175 0.3018 1510.33 1510.7 1 70.83333 1 R.LGHAEQKDEMVPR.L 362 2 *
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NP_061185.1| gi|29789090|ref|NP_061185.1| regulator of chromosome condensation 2 [Homo sapiens] 8 32 24.1 522 56085 8.8 HsSD-NE_NT_lymphocytes_Ti_109.011067.011067.2 2 2.4217 0.1348 1812.09 1812 2 43.75 1 R.LIEGLSHEVIVSAACGR.N 195 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_PHA_lymphocytes_Ti_113.011749.011749 3 3.0806 0.1228 2631.74 2632.8 1 30.000002 1 K.GIHFCHDLVSLCNFHNYDNLR.H 514 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.021758.02175 2 4.3766 0.4562 2365.97 2365.7 1 50 4 K.QGLLPSLEDLLFYTIAEGQEK.I 133 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.021801.0218 2 4.171 0.461 2367.35 2365.7 1 55 3 K.QGLLPSLEDLLFYTIAEGQEK.I 133 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.007618.00761 2 4.062 0.3956 1634.17 1631.9 1 70 1 R.TALHVAAAEGHVEVVK.F 588 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006840.0068 2 3.1859 0.3772 1481.23 1481.5 1 57.14286 1 K.DGPGETDAFGNSEGK.E 107 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.021839.0218 3 3.0621 0.1244 2364.35 2365.7 1 33.75 1 K.QGLLPSLEDLLFYTIAEGQEK.I 133 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_NT_lymphocytes_Ti_104.012938.012938.2 2 4.1094 0.4352 1923.81 1924.1 1 65.625 2 K.FSPDLWGVSVCTVDGQR.H 256 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009507.0095 2 4.8977 0.4077 1922.33 1922.2 1 70 3 K.GSTHPQPGVSPPAAPAAPGPK.D 86 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.011396.0113 3 5.2954 0.3438 2633.27 2632.8 1 42.5 4 K.GIHFCHDLVSLCNFHNYDNLR.H 514 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_NT_lymphocytes_Ti_112.010613.010613.2 2 4.5758 0.4843 1921.79 1922.2 1 55 4 K.GSTHPQPGVSPPAAPAAPGPK.D 86 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_NT_lymphocytes_Ti_109.019814.019814.2 2 3.0212 0.2102 2477.83 2477.8 1 45 3 K.FVIPDFMSFTSHIDELYESAK.K 219 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_NT_lymphocytes_Ti_109.015454.015454.2 2 3.1386 0.1393 2838.99 2837.3 1 36 2 K.LFLNEDDKPHNPMVNAGAIVVTSLIK.Q 321 2 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_PHA_lymphocytes_PK_106.013330.013330 1 2.5456 0.3007 1467.92 1467.7 1 58.333332 1 K.KCFPEGTDMVGIL.D 399 1 *
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|NP_055720.3| gi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 10 34 25.6 669 73461 7.8 HsSD-NE_NT_lymphocytes_Ti_107.000730.000730.2 2 4.1012 0.445 2368.27 2365.7 1 47.5 4 K.QGLLPSLEDLLFYTIAEGQEK.I 133 2 *
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_003650.1| gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate synthase precursor [Homo sapie 4 9 10.2 658 72912 7.3 HsSD-NE_PHA_lymphocytes_PK_107.016702.016702 2 2.6896 0.2345 1529.39 1529.7 4 54.166668 1 A.FNYRGISDPLTVF.E 583 0 *
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_003650.1| gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate synthase precursor [Homo sapie 4 9 10.2 658 72912 7.3 HsSD-NE_PHA_lymphocytes_Ti_114.011334.011334 2 3.882 0.3413 1604.75 1603.8 1 75 4 R.AHGHCLHEIFLLR.E 186 2 *
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_003650.1| gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate synthase precursor [Homo sapie 4 9 10.2 658 72912 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011842.01184 2 2.791 0.356 1916.09 1916.1 1 50 2 K.YGSVAFPNFEQGVACLR.E 390 2 *
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_003650.1| gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate synthase precursor [Homo sapie 4 9 10.2 658 72912 7.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1928.19 2 4.7183 0.4892 2239.58 2240.5 1 50 1 R.RAASAATAAPTATPAAQESGTIPK.K 62 2 *
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_003650.1| gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate synthase precursor [Homo sapie 4 9 10.2 658 72912 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2330.233 2 3.8213 0.35 2241.01 2240.5 1 36.95652 1 R.RAASAATAAPTATPAAQESGTIPK.K 62 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_114.015371.015371 2 3.3739 0.2951 2620.87 2621 1 40.476192 3 K.ASEKLDYITYLSIFDQLFDIPK.E 154 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.009813.009813 3 6.4328 0.452 3600.47 3601.6 1 32.75862 2 R.TGEEREEEEEEQISESESEDEENEIIYNPK.N 352 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.013342.013342 2 3.6072 0.3014 2301.81 2300.6 1 47.22222 2 R.KHPNEICVPMSVEFEELLK.A 97 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.012498.012498 3 4.3663 0.273 3421.1 3420.7 1 26.785713 1 R.DLYDDKDGLRKEELNAISGPNEFAEFYNR.L 59 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.016072.016072 2 3.818 0.365 2756.77 2757.1 1 37.5 1 R.CLGIPNTAHFANVTQIEDAVSLWAK.L 437 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_Ti_107.017192.017192 3 3.919 0.1982 3272.06 3273.5 1 26.666668 2 K.ETSSALTHAGAHLDLSAFSSWEELASLGLDR.L 232 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_PK_108.019766.019766 2 3.3572 0.2813 1935.87 1933.3 1 63.333332 2 K.NLPLGWDGKPIPYWLY.K 382 1 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.011318.0113 2 5.4029 0.4009 2415.73 2414.5 1 60.000004 1 R.ENPSEEAQNLVEFTDEEGYGR.Y 118 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.001422.00142 2 4.1154 0.2511 2207.39 2205.6 1 58.823532 3 K.LDYITYLSIFDQLFDIPK.E 158 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_PK_106.020520.020520 2 4.2531 0.2316 1436.69 1436.7 1 86.36364 2 Y.LSIFDQLFDIPK.E 164 1 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_NT_lymphocytes_Ti_108.017752.017752.3 3 4.4122 0.2273 3276.5 3273.5 2 23.333334 1 K.ETSSALTHAGAHLDLSAFSSWEELASLGLDR.L 232 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_NT_lymphocytes_Ti_102.012546.012546.2 2 4.949 0.3429 2417.23 2414.5 1 55 2 R.ENPSEEAQNLVEFTDEEGYGR.Y 118 2 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_PK_105.019100.019100 2 3.1907 0.2765 1322.91 1323.5 2 75 2 L.SIFDQLFDIPK.E 165 1 *
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_006793.1| gi|5803167|ref|NP_006793.1| "splicing factor 3a, subunit 3 [Homo sapiens] " 11 25 38.5 501 58849 5.4 HsSD-NE_PHA_lymphocytes_PK_105.013996.013996 2 3.4183 0.3601 2416.19 2414.5 1 50 1 R.ENPSEEAQNLVEFTDEEGYGR.Y 118 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.018869.018869 2 4.7788 0.275 2557.85 2554.9 1 47.916664 3 K.TVASPGVTVEEAVEQIDIGGVTLLR.A 109 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.011997.011997 2 2.7167 0.3059 1603.63 1600.9 1 62.5 2 R.NLTALGLNLVASGGTAK.A 23 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.009489.009489 2 2.2882 0.1353 1146.61 1144.4 1 77.77778 1 R.TLFGLHLSQK.R 380 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.013769.013769 2 3.2393 0.2054 2147.19 2147.4 1 52.63158 1 R.MSSFGDFVALSDVCDVPTAK.I 312 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014410.01441 2 2.6269 0.115 1717.81 1718.9 2 50 1 K.ALFEEVPELLTEAEK.K 510 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.020390.02039 2 2.3385 0.4367 2839.35 2839.3 1 36 1 K.LPITVLNGAPGFINLCDALNAWQLVK.E 226 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.010959.0109 2 3.5689 0.3865 1602.93 1600.9 1 65.625 1 R.NLTALGLNLVASGGTAK.A 23 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007972.00797 2 5.1552 0.4795 1851.37 1849.1 1 69.44444 2 K.HVSPAGAAVGIPLSEDEAK.V 267 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010929.01092 2 4.3096 0.4702 1599.95 1600.9 1 71.875 2 R.NLTALGLNLVASGGTAK.A 23 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_NT_lymphocytes_Ti_104.012258.012258.2 2 5.2042 0.5303 1599.29 1600.9 1 75 2 R.NLTALGLNLVASGGTAK.A 23 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3622.362 2 2.4929 0.1711 2233.93 2235.5 3 40 1 R.EVSDGIIAPGYEEEALTILSK.K 336 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_NT_lymphocytes_Ti_107.013903.013903.2 2 3.0946 0.2659 2148.69 2147.4 1 42.105263 2 R.MSSFGDFVALSDVCDVPTAK.I 312 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_NT_lymphocytes_Ti_112.011210.011210.1 1 2.5008 0.3224 1355.72 1356.6 1 54.166668 1 K.TLHPAVHAGILAR.N 67 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsSD-NE_NT_lymphocytes_Ti_110.000048.000048.2 2 4.2177 0.4275 2839.27 2839.3 1 46 8 K.LPITVLNGAPGFINLCDALNAWQLVK.E 226 2 *
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NP_004035.2| gi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/ 9 29 28 592 64616 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.020428.0204 2 3.569 0.3582 2838.77 2839.3 1 38 1 K.LPITVLNGAPGFINLCDALNAWQLVK.E 226 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsSD-NE_PHA_lymphocytes_PK_110.017716.017716 2 4.1889 0.3937 2039.57 2040.3 1 58.823532 3 Y.GDFAWSNPLHPDIFPGLR.K 165 1 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.016082.0160 2 3.2667 0.2092 1804.47 1803.1 1 71.42857 1 K.AFEPYLEILEVYSTK.A 11 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.011708.0117 2 2.8909 0.1411 2711.35 2709.1 7 31.25 1 R.NTAMLVCSTPQFPHGVIDPVPEVAK.L 279 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010144.0101 2 3.3791 0.2235 1776.21 1774 1 56.25 2 K.TTGMGAIYGMAQTTVDR.N 519 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011576.01157 2 3.4301 0.3912 2709.01 2709.1 1 41.666664 4 R.NTAMLVCSTPQFPHGVIDPVPEVAK.L 279 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.016800.01680 2 2.7317 0.4051 1805.83 1803.1 1 46.42857 1 K.AFEPYLEILEVYSTK.A 11 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.014168.0141 3 4.3665 0.3561 2273.96 2274.5 1 38.157894 3 K.AYGDFAWSNPLHPDIFPGLR.K 163 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsSD-NE_NT_lymphocytes_Ti_107.014695.014695.3 3 4.0834 0.4032 2276.33 2274.5 1 42.105263 1 K.AYGDFAWSNPLHPDIFPGLR.K 163 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3980.398 2 3.1193 0.2619 2273 2274.5 1 42.105263 1 K.AYGDFAWSNPLHPDIFPGLR.K 163 2 *
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NP_003892.2| gi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 [Homo sapiens] 7 18 16.7 568 63524 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.013275.0132 2 3.2282 0.3291 1877.85 1876.2 1 52.941177 1 K.GIFVFGNPQLSVIALGSR.D 439 2 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsSD-NE_PHA_lymphocytes_PK_108.018165.018165 2 3.1934 0.2074 1744.89 1744 1 57.14286 2 R.FKIGDQEFDHLPALL.E 71 1 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsSD-NE_PHA_lymphocytes_Ti_114.012540.012540 2 3.6869 0.2388 2311.61 2312.7 2 47.22222 5 K.KGEILVIIEKPEEQWWSAR.N 146 2 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsSD-NE_PHA_lymphocytes_PK_107.011501.01150 2 4.05 0.3561 1772.93 1772 1 76.92308 3 L.VIIEKPEEQWWSAR.N 151 1 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009450.00945 2 3.6606 0.3122 1741.83 1741 1 67.85714 1 K.IHYLDTTTLIEPAPR.Y 90 2 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.009105.0091 2 3.1641 0.3221 1972.35 1974 7 47.058823 1 R.DSSTCPGDYVLSVSENSR.V 40 2 *
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_005198.1| gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncogene homolog (avian)-like [Homo sa 5 14 22.1 303 33777 6.7 HsSD-NE_NT_lymphocytes_Ti_112.013507.013507.2 2 4.3811 0.3385 2312.09 2312.7 1 50 2 K.KGEILVIIEKPEEQWWSAR.N 146 2 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsSD-NE_PHA_lymphocytes_PK_107.014449.014449 2 3.4762 0.1628 2136.69 2135.6 2 47.22222 1 R.AMEILKVLFNITLDSIKGE.V 221 1 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007236.00723 2 2.3366 0.1015 1190.73 1188.4 1 83.33333 1 R.TRPEVGEMLR.N 371 2 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsSD-NE_NT_lymphocytes_PK_105.008998.008998. 2 2.6623 0.1647 2188.25 2189.4 3 38.235294 1 V.IMEALRSYNQEHSQSFTF.D 18 0 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsSD-NE_NT_lymphocytes_Ti_112.014636.014636.2 2 4.0329 0.3664 1958.17 1959.3 1 52.941177 2 R.LAELLVSVLEQGLPPSHR.V 46 2 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsSD-NE_PHA_lymphocytes_PK_103.018075.018075 2 2.7424 0.2181 1778.11 1777.9 2 43.75 1 S.EGSVPESADMDVVLESL.K 102 0 *
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NP_068751.4| gi|27883866|ref|NP_068751.4| resistance to inhibitors of cholinesterase 8 homolog A [Homo sapie 5 7 15.3 537 60372 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3241.324 2 3.2311 0.3537 1959.27 1959.3 1 52.941177 1 R.LAELLVSVLEQGLPPSHR.V 46 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsSD-NE_PHA_lymphocytes_Ti_113.015536.015536 3 3.9242 0.2222 3402.08 3399.9 2 23.275862 1 K.YMTISGFQIEETIDRETSGNLEQLLLAVVK.S 213 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.015381.0153 2 4.8413 0.4627 2659.71 2659.8 1 41.666664 2 R.DPDAGIDEAQVEQDAQALFQAGELK.W 162 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsNaOH-NE_NT_lymphocytes_Ti_105.016170.01617 2 3.3463 0.3404 1616.29 1614.9 1 60.714287 1 R.ETSGNLEQLLLAVVK.S 228 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsNaOH-NE_NT_lymphocytes_Ti_105.014765.01476 2 2.5984 0.1297 1447.47 1447.6 3 58.333332 1 R.DLLDDLKSELTGK.F 64 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015521.0155 2 4.185 0.372 1708.29 1705.9 1 66.66667 1 K.GLGTDEESILTLLTSR.S 30 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsSD-NE_PHA_lymphocytes_PK_105.017315.017315 2 2.7705 0.1828 1486.69 1486.7 1 72.72727 1 K.WGTDEEKFITIF.G 187 1 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsSD-NE_NT_lymphocytes_Ti_102.012285.012285.2 2 4.1432 0.5871 2889.01 2890 1 37.5 3 K.QVYEEEYGSSLEDDVVGDTSGYYQR.M 127 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsSD-NE_NT_lymphocytes_Ti_102.017543.017543.2 2 5.7966 0.4567 2662.07 2659.8 1 56.25 2 R.DPDAGIDEAQVEQDAQALFQAGELK.W 162 2 *
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_001145.1| gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 7 14 37.8 320 35937 5 HsSD-NE_PHA_lymphocytes_PK_105.018318.018318 2 4.0071 0.286 1447.27 1447.6 1 79.16667 2 R.DLLDDLKSELTGK.F 64 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.007049.007049 2 3.2801 0.3185 1687.67 1687.9 1 60.714287 2 K.LIQHANVQAHSSLIR.N 425 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.013943.013943 2 4.6746 0.4322 2309.31 2309.5 1 57.894737 1 K.AAHIFFTDTCPEPLFSELGR.S 101 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011714.01171 2 3.3214 0.1582 2198.97 2196.5 1 44.736843 1 R.ATEGKWEVLIGSSHILTPTR.F 556 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008361.00836 3 3.9095 0.2697 1650.53 1649.9 1 48.333332 2 R.KGPEDTAQLAHAVLAK.L 193 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013592.01359 2 5.279 0.417 2310.93 2309.5 1 60.526318 2 K.AAHIFFTDTCPEPLFSELGR.S 101 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007823.0078 2 2.634 0.2407 1933.57 1933 3 42.105263 1 R.NLEQLGGTVTNPGGSGTSSR.L 440 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.013278.0132 2 4.2565 0.4066 2310.35 2309.5 1 44.736843 3 K.AAHIFFTDTCPEPLFSELGR.S 101 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsSD-NE_NT_lymphocytes_Ti_103.012892.012892.2 2 4.0877 0.3459 2272.65 2273.5 1 57.14286 3 R.NLWPFVSDPAPTASSQAAVSAR.F 494 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsSD-NE_NT_lymphocytes_Ti_109.018524.018524.2 2 2.208 0.1103 2017.59 2018.3 2 44.11765 1 K.MSDILAEGITIVEDINKR.R 47 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsSD-NE_NT_lymphocytes_Ti_111.013362.013362.2 2 3.7626 0.2428 1712.25 1710 1 60.714287 1 K.WEVLIGSSHILTPTR.F 561 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3691.369 2 3.4894 0.2695 2057.86 2057.4 1 52.941177 1 R.REPIPSLEAIYLLSPTEK.S 65 2 *
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_008880.1| gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo sapiens] 9 19 25.1 593 66439 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3760.376 2 4.3393 0.4363 2309.54 2309.5 1 50 1 K.AAHIFFTDTCPEPLFSELGR.S 101 2 *
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsSD-NE_PHA_lymphocytes_Ti_114.016576.016576 2 2.3793 0.0931 2648.91 2649 4 31.818182 1 R.NIMALRNHLVSSTPATDYFLQQK.D 847 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_105.012093.01209 2 3.2494 0.1383 1750.83 1749 3 69.230774 1 K.LFELDPLTGEWHYK.F 731 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010300.0103 2 2.7003 0.0945 2581.43 2578.8 4 31.818182 1 R.EGKEHDLSVSSDSTHVTFYGLLR.A 277 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007852.0078 3 3.1625 0.2963 2091.26 2091.2 3 34.72222 2 K.DLHQPSLSPASPHSQGFER.G 58 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_105.006389.00638 2 4.3498 0.4389 1983.43 1984.1 1 55.88235 3 R.GKEDISQNKDESSLSMSK.S 77 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007130.0071 2 3.1055 0.1798 1344.71 1345.4 1 85 2 K.FEEQGDFESEK.L 675 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.011554.0115 2 5.1774 0.3576 2004.91 2002.3 1 58.333332 2 K.GEAVGSITQPLPSSYLIIR.A 228 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.014435.0144 2 3.847 0.346 2816.19 2815 1 45.454548 1 K.LSDYYYHADFLSEAALEENPYFR.L 439 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_114.012404.01240 2 3.2599 0.2835 1703.27 1703.1 1 65.38461 3 K.LWCVLKPGVLLIYK.T 167 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_104.009746.00974 2 4.2817 0.2321 1763.61 1763.9 1 67.85714 3 K.TDNSEVFWNPTPDIK.Q 650 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_107.010635.01063 2 3.093 0.2249 2266.85 2264.5 1 44.736843 1 K.EHDLSVSSDSTHVTFYGLLR.A 280 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_108.014627.01462 2 4.2521 0.3924 2817.69 2815 1 47.727272 3 K.LSDYYYHADFLSEAALEENPYFR.L 439 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010995.0109 2 3.2562 0.2754 1843.93 1843 2 53.125 1 K.SKFYGNSLSAILEGEAR.L 540 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.012111.0121 2 3.2781 0.1283 1748.75 1749 1 69.230774 2 K.LFELDPLTGEWHYK.F 731 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_NT_lymphocytes_Ti_107.012686.01268 2 3.2813 0.2402 1283.39 1284.6 1 75 1 K.VVLPTFILEPR.S 423 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007856.0078 2 4.9804 0.4825 2091.05 2091.2 1 66.66667 5 K.DLHQPSLSPASPHSQGFER.G 58 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsSD-NE_NT_lymphocytes_Ti_104.012983.012983.2 2 5.3239 0.3559 2003.91 2002.3 1 58.333332 1 K.GEAVGSITQPLPSSYLIIR.A 228 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011745.0117 2 3.9666 0.4465 2565.55 2564.9 1 42.857143 1 K.TFYIAEQVSHHPPISAFYVSNR.K 505 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsSD-NE_NT_lymphocytes_Ti_104.012824.012824.2 2 3.8607 0.3663 1629.41 1627.8 1 71.42857 2 K.FYGNSLSAILEGEAR.L 542 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011760.0117 3 3.444 0.2079 2566.22 2564.9 4 29.761904 1 K.TFYIAEQVSHHPPISAFYVSNR.K 505 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012466.0124 2 3.5322 0.3287 1703.07 1703.1 1 69.230774 2 K.LWCVLKPGVLLIYK.T 167 2
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NP_065892.1| gi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_00100371 oxysterol-binding protein-like protein 8 isoform a [Homo sapiens] 17 40 25.8 889 101196 7 HsSD-NE_PHA_lymphocytes_PK_106.015479.015479 2 3.5542 0.1573 1748.55 1749 2 73.07692 1 K.LFELDPLTGEWHYK.F 731 2
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NP_003780.1| gi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death domain [Homo sapiens] 3 6 19.2 312 34247 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.000677.000677 2 2.5371 0.0963 2898.39 2898.2 2 31.48148 1 R.LVEALEENELTSLAEDLLGLTDPNGGLA.- 285 2 *
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NP_003780.1| gi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death domain [Homo sapiens] 3 6 19.2 312 34247 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011742.0117 2 2.9544 0.2413 1919.55 1918.2 4 41.17647 1 R.SLAAALAQHSVPLQLELR.A 102 2 *
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NP_003780.1| gi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death domain [Homo sapiens] 3 6 19.2 312 34247 6.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2913.291 2 4.0207 0.3854 1920.37 1918.2 1 50 1 R.SLAAALAQHSVPLQLELR.A 102 2 *
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NP_003780.1| gi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death domain [Homo sapiens] 3 6 19.2 312 34247 6.3 HsSD-NE_NT_lymphocytes_Ti_102.001379.001379.2 2 4.084 0.303 2899.63 2898.2 1 46.296295 1 R.LVEALEENELTSLAEDLLGLTDPNGGLA.- 285 2 *
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NP_003780.1| gi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death domain [Homo sapiens] 3 6 19.2 312 34247 6.3 HsSD-NE_PHA_lymphocytes_PK_106.014073.014073 2 4.1288 0.2991 1673.79 1672.8 1 84.61539 2 R.LRDEELAELEDALR.N 147 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_114.011272.011272 2 2.6961 0.31 1961.85 1961.1 3 43.75 2 R.LVGSQEELASWGHEYVR.H 144 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.003898.003898 2 4.2532 0.3664 1452.39 1453.7 2 67.85714 2 R.VGQAVDVVGQAGKPK.T 846 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_107.013247.013247 2 4.0484 0.3922 2089.43 2087.3 1 50 2 R.SFANTLVDVCAYAGSGNVLK.V 589 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.002601.002601 3 5.5594 0.3274 2017.1 2015.3 1 45.833336 6 K.GEAIEAILAALEVVSEPFR.S 570 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.002666.002666 2 4.3779 0.3178 2017.25 2015.3 1 52.77778 10 K.GEAIEAILAALEVVSEPFR.S 570 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_PHA_lymphocytes_Ti_115.015055.015055 2 2.8029 0.2395 2244.13 2243.6 3 38.88889 2 R.LALMLNDMELVEDIFTSCK.D 268 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.021162.0211 3 3.4639 0.2493 2460.92 2458.9 7 32.142857 1 R.AELATEEFLPVTPILEGFVILR.K 880 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsNaOH-NE_NT_lymphocytes_Ti_113.012143.01214 2 3.0727 0.1585 1421.33 1418.7 1 87.5 1 R.WLPLGLGLNHLGK.G 557 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_102.018447.018447.2 2 4.2997 0.3144 1632.87 1630.9 1 75 2 R.EDVLTLLLPVMGDSK.S 495 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_109.015254.015254.2 2 2.5986 0.1131 1521.63 1521.8 7 50 1 R.AVPLALALISVSNPR.L 689 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_112.013451.013451.2 2 2.8282 0.2489 1417.97 1418.7 2 87.5 1 R.WLPLGLGLNHLGK.G 557 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_103.015104.015104.2 2 3.3147 0.1655 2118.75 2118.4 1 47.368423 3 R.MNLASSFVNGFVNAAFGQDK.L 370 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1852.185 2 3.9982 0.3134 1454.69 1453.7 5 60.714287 1 R.VGQAVDVVGQAGKPK.T 846 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016018.016018.2 2 3.9104 0.3657 1960.65 1961.1 1 56.25 1 R.LVGSQEELASWGHEYVR.H 144 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_108.000465.000465.2 2 3.7362 0.3342 2460.53 2458.9 1 50 4 R.AELATEEFLPVTPILEGFVILR.K 880 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_111.012041.012041.2 2 4.8894 0.4354 2079.61 2080.4 1 61.11111 2 K.TITGFQTHTTPVLLAHGER.A 861 2 *
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NP_002799.3| gi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase subunit 2 [Homo sapiens] 13 44 21.4 908 100200 5.2 HsSD-NE_NT_lymphocytes_Ti_107.000437.000437.3 3 5.1338 0.4703 2459.09 2458.9 1 39.285713 3 R.AELATEEFLPVTPILEGFVILR.K 880 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_108.014057.014057 2 3.7278 0.4097 2120.57 2122.4 1 61.764706 3 A.VTPLLEDALMDRDLVHRQ.T 1169 0 *
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594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_112.012573.012573 2 2.7019 0.1867 1238.13 1237.5 1 85 1 M.GCAILPHLRSL.V 676 0 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_Ti_114.013856.013856 2 4.2615 0.365 2046.29 2047.5 1 67.64706 2 K.IVQQIAILMGCAILPHLR.S 667 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_111.015620.015620 1 2.2402 0.1693 1086.51 1085.4 8 61.11111 1 L.GIPSLLPFLK.A 640 1 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_109.001180.001180 2 3.8672 0.2584 2037.25 2035.4 1 53.125 6 K.ILVVIEPLLIDEDYYAR.V 574 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_107.009751.00975 2 4.1484 0.4194 1894.27 1893.2 1 66.66667 4 L.VEIIEHGLVDEQQKVR.T 687 1 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_112.012106.012106 2 3.1513 0.2534 1166.75 1168.4 1 88.88889 2 L.MGCAILPHLR.S 675 1 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.000476.000476 3 4.1887 0.2875 3249.5 3248.8 5 22.5 1 R.TISALAIAALAEAATPYGIESFDSVLKPLWK.G 703 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.011873.011873 2 3.8215 0.3575 2198.47 2195.5 1 50 1 K.IYNSIYIGSQDALIAHYPR.I 1268 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_Ti_113.009932.009932 3 3.9835 0.4203 3547.88 3548.8 3 22.916668 1 K.IWDPTPSHTPAGAATPGRGDTPGHATPGHGGATSSAR.K 253 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007762.0077 2 2.0859 0.1423 1354.67 1355.6 3 65 1 K.LDDLVRPYVHK.I 563 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.016229.0162 2 3.4608 0.38 2038.09 2035.4 1 62.5 1 K.ILVVIEPLLIDEDYYAR.V 574 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.014404.01440 2 4.3713 0.3163 1690.81 1690 1 70 2 K.AIGPHDVLATLLNNLK.V 1087 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.020220.02022 2 4.4556 0.2803 2820.05 2817.2 1 41.666664 1 R.EFGAGPLFNQILPLLMSPTLEDQER.H 525 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_104.015524.015524 2 2.5394 0.1701 1363.21 1362.4 4 63.636364 1 Y.GFGCEDSLNHLL.N 1201 0 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_105.013730.013730 2 3.8207 0.3351 1374.45 1373.6 1 86.36364 2 A.VTPLLEDALMDR.D 1169 1 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_105.009497.009497 2 3.4908 0.3238 1596.57 1594.7 1 75 2 R.IVDDLKDEAEQYR.K 853 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_106.000035.000035.2 2 3.2587 0.3196 2816.55 2817.2 8 29.166666 1 R.EFGAGPLFNQILPLLMSPTLEDQER.H 525 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_111.012639.012639.2 2 2.2401 0.135 2391.61 2390.7 9 30.952381 1 R.KLTATPTPLGGMTGFHMQTEDR.T 430 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_105.016740.016740.2 2 4.7401 0.3469 2240.87 2238.6 1 72.22222 1 K.AIGYLIPLMDAEYANYYTR.E 749 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_110.021629.021629.2 2 4.1085 0.2976 1916.59 1915.4 1 58.333332 6 R.AFAVVASALGIPSLLPFLK.A 631 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_110.017626.017626.2 2 5.5528 0.2823 1689.61 1690 1 76.666664 2 K.AIGPHDVLATLLNNLK.V 1087 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_112.013146.013146.2 2 3.1278 0.0837 1832.61 1831.2 1 71.42857 1 R.VKPYLPQICGTVLWR.L 925 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_PHA_lymphocytes_PK_105.009855.009855 2 3.1026 0.2379 1438.51 1438.5 1 86.36364 1 R.IVDDLKDEAEQY.R 853 1 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_104.009838.009838.2 2 4.756 0.4346 2087.37 2088.3 1 58.823532 2 K.LLVDVDESTLSPEEQKER.K 478 2 *
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NP_036565.2| gi|54112117|ref|NP_036565.2| "splicing factor 3b, subunit 1 isoform 1 [Homo sapiens] " 22 51 25.2 1304 145830 7.1 HsSD-NE_NT_lymphocytes_Ti_107.017282.017282.2 2 3.9913 0.3289 2037.91 2035.4 1 71.875 4 K.ILVVIEPLLIDEDYYAR.V 574 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.000087.000087 3 4.0327 0.2812 3510.62 3510.1 1 29.310345 1 R.IQHADVPSFATAPFFYMPQQVAYTLLWPLR.D 201 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.010294.01029 2 2.9822 0.1298 1680.33 1678.9 9 53.846157 2 K.HFTVMNYDPDVVLK.Q 511 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011838.01183 2 3.1668 0.2805 2527.27 2524.8 2 40.476192 1 R.ESGLQAAHPNSIFLIDHAWTCR.V 106 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.015164.01516 2 2.6039 0.3191 3173.49 3173.5 6 34.615387 1 R.YHPTFFNDVFSTLFLDQPGGCHVTCLV.- 618 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013284.01328 2 3.7206 0.467 2605.95 2606.9 1 36 3 R.SSPGQTPEEGAQALAEFAALHGPALR.A 15 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011337.0113 3 4.8788 0.3926 2527.22 2524.8 1 30.952381 2 R.ESGLQAAHPNSIFLIDHAWTCR.V 106 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015672.01567 2 2.6541 0.1917 2028.43 2027.2 2 50 1 K.QYPEFPWTDVQAEIFR.A 538 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.010659.0106 2 2.7769 0.2678 1392.05 1390.6 1 66.66667 4 R.RAGGPEGPPWLPR.T 377 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014848.0148 2 3.8406 0.3292 3174.81 3173.5 1 36.53846 3 R.YHPTFFNDVFSTLFLDQPGGCHVTCLV.- 618 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsSD-NE_NT_lymphocytes_Ti_107.013836.013836.2 2 2.8121 0.2034 2824.85 2826.2 3 29.166666 1 R.AFTELFQVACAKPPPLGLCDYPSSR.A 554 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsSD-NE_NT_lymphocytes_Ti_104.016524.016524.2 2 3.0015 0.2722 2029.67 2027.2 1 60.000004 1 K.QYPEFPWTDVQAEIFR.A 538 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3578.357 3 3.1278 0.2448 2607.58 2606.9 1 34 1 R.SSPGQTPEEGAQALAEFAALHGPALR.A 15 2 *
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NP_055955.1| gi|11056036|ref|NP_055955.1| "tubulin tyrosine ligase-like family, member 12 [Homo sapiens] " 10 25 26.9 644 74404 5.5 HsSD-NE_NT_lymphocytes_Ti_114.015155.015155.2 2 3.7163 0.3163 3175.09 3173.5 1 38.46154 4 R.YHPTFFNDVFSTLFLDQPGGCHVTCLV.- 618 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.009244.009244 2 3.6882 0.2346 1519.53 1516.7 1 69.230774 2 R.FAIGSQVSEHSIIK.D 683 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_PHA_lymphocytes_Ti_107.010549.010549 2 2.6912 0.2508 1924.53 1923.2 1 50 1 R.FDMIFIVKDEHNEER.D 514 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010286.01028 2 3.9685 0.2885 1181.49 1181.5 1 95.454544 2 K.IPGIIIAASAVR.A 151 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010215.01021 2 2.2817 0.1762 1167.99 1165.3 4 80 1 K.AIACLLFGGSR.K 352 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010385.0103 2 3.6449 0.2932 1181.47 1181.5 1 90.909096 2 K.IPGIIIAASAVR.A 151 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008630.00863 2 3.5887 0.238 1518.61 1516.7 1 69.230774 1 R.FAIGSQVSEHSIIK.D 683 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007996.00799 2 4.374 0.3457 1690.57 1689.9 1 67.85714 2 K.LQELPDAVPHGEMPR.H 229 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.008188.0081 2 2.8814 0.1646 1690.13 1689.9 1 64.28571 1 K.LQELPDAVPHGEMPR.H 229 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010713.01071 2 3.7669 0.324 1692.25 1689.9 1 71.42857 2 K.LQPFATEADVEEALR.L 628 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_NT_lymphocytes_Ti_102.012465.012465.2 2 3.5975 0.3657 1690.65 1689.9 1 71.42857 1 K.LQPFATEADVEEALR.L 628 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_NT_lymphocytes_Ti_104.013143.013143.2 2 4.2516 0.3185 2268.81 2268.5 1 52.77778 3 R.WDETKGEDNIDFMPTILSR.F 495 2 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_PHA_lymphocytes_PK_106.013156.013156 1 2.8399 0.2031 1325.89 1324.4 2 61.11111 3 R.HYNLGEYWIE.V 62 1 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_PHA_lymphocytes_PK_105.019484.019484 2 6.1915 0.4581 2041.87 2039.2 1 87.5 1 E.MEDLASFDEDLADYLYK.Q 74 1 *
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NP_006730.2| gi|23510448|ref|NP_006730.2| minichromosome maintenance complex component 5 [Homo sapie 10 28 17.7 734 82286 8.4 HsSD-NE_PHA_lymphocytes_PK_105.020709.020709 2 5.8155 0.4552 2265.91 2267.5 1 69.44444 6 E.VEMEDLASFDEDLADYLYK.Q 72 1 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.009646.009646 3 4.2671 0.3112 2589.11 2588.9 1 36.25 1 R.NVFHCEPANILYICENQPLKK.L 597 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.009659.009659 2 4.0477 0.4187 2587.13 2588.9 1 55 1 R.NVFHCEPANILYICENQPLKK.L 597 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_PK_109.015228.015228 2 3.3882 0.1827 2199.59 2200.5 3 42.857143 2 F.SGLERNIVFGINPGVAPPAGAY.N 849 0 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_114.010088.010088 3 3.2504 0.1917 1894.13 1891.2 8 44.642857 1 K.KLPVHHFCTQRPEIK.Y 261 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_112.010114.010114 2 3.8418 0.335 1893.67 1891.2 1 57.14286 10 K.KLPVHHFCTQRPEIK.Y 261 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_104.012886.012886 2 3.8774 0.1945 2224.91 2225.4 1 50 1 K.NNFEHIQHIIIDDAQNFR.T 638 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_Ti_113.009907.009907 2 2.7575 0.2891 1762.45 1763 1 50 1 K.LPVHHFCTQRPEIK.Y 262 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008537.00853 1 2.8135 0.32 1241.76 1241.4 1 68.181816 2 R.ELFVHGLPGSGK.T 573 2
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011639.01163 2 3.3093 0.3542 1307.27 1307.5 1 81.818184 2 R.HGVGLDVPPIFR.S 72 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010941.0109 2 3.0807 0.4303 1307.43 1307.5 1 72.72727 2 R.HGVGLDVPPIFR.S 72 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012764.01276 2 2.7414 0.107 1840.25 1839 2 50 1 R.EWTAWMMEADPDLSR.C 327 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.019239.01923 2 3.4082 0.0965 1996.83 1994.2 1 55.88235 1 K.SFLSEELGSEVLNLLTNK.Q 542 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.014609.01460 2 4.5934 0.3337 1906.35 1904.2 1 62.5 2 R.NAGPIANYLQQVMQEAR.Q 714 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011873.0118 2 4.2586 0.431 2224.25 2225.4 1 61.764706 2 K.NNFEHIQHIIIDDAQNFR.T 638 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012563.01256 2 5.4648 0.4061 2225.11 2225.4 1 64.70589 1 K.NNFEHIQHIIIDDAQNFR.T 638 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011189.01118 2 4.1224 0.3904 2459.47 2460.7 1 52.63158 1 R.NVFHCEPANILYICENQPLK.K 597 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.014806.0148 2 2.7696 0.3361 2698.91 2699.1 6 32 1 R.NIVFGINPGVAPPAGAYNLLLCLASR.A 854 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_NT_lymphocytes_Ti_105.018379.018379.2 2 4.4346 0.2715 1997.19 1994.2 2 61.764706 2 K.SFLSEELGSEVLNLLTNK.Q 542 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_NT_lymphocytes_Ti_112.015626.015626.2 2 3.0691 0.217 2699.09 2699.1 9 30.000002 1 R.NIVFGINPGVAPPAGAYNLLLCLASR.A 854 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_NT_lymphocytes_Ti_108.011749.011749.2 2 3.3998 0.4344 1307.09 1307.5 1 90.909096 3 R.HGVGLDVPPIFR.S 72 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_NT_lymphocytes_Ti_104.020315.020315.3 3 4.1911 0.2445 1994.36 1994.2 1 45.588234 2 K.SFLSEELGSEVLNLLTNK.Q 542 2 *
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|NP_659412.3| gi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo sapiens] 16 42 17.8 891 101055 8.2 HsSD-NE_PHA_lymphocytes_PK_103.002878.002878 2 4.1869 0.2025 1653.07 1650.9 1 78.57143 2 K.SFLSEELGSEVLNLL.T 542 1 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_Ti_104.009365.009365 3 4.1934 0.1134 3032.54 3034.3 1 30.000002 4 R.LIEQIHPSKDENQHSNASQSLCDIIR.L 195 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_Ti_101.011968.011968 3 5.1548 0.373 3504.59 3503.9 1 32.352943 2 R.VSGEEELHTGPPAPQGPLSVPQGLPTQSLASPPAR.D 729 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007534.0075 2 3.6913 0.3278 1997.71 1996.2 1 55.555557 1 R.VAGALVQNTEKGPNAEQLR.Q 470 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014261.01426 2 4.0398 0.3979 2275.39 2275.4 1 55.555557 2 R.EDLSLPELLDEEDVLQECK.V 20 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010836.01083 3 6.3984 0.4702 3502.73 3503.9 1 33.088234 6 R.VSGEEELHTGPPAPQGPLSVPQGLPTQSLASPPAR.D 729 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013110.01311 2 4.3549 0.284 2414.51 2413.7 1 50 2 R.EQMIQVQDSPEPDQLLATLEK.Q 224 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_PK_105.011824.011824 2 3.193 0.2094 2291.69 2289.3 1 42.105263 1 F.GFNDEEFGEQEESVNAPFDK.T 570 1 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_NT_lymphocytes_Ti_102.014744.014744.2 2 3.8388 0.217 2415.77 2413.7 2 42.5 1 R.EQMIQVQDSPEPDQLLATLEK.Q 224 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_NT_lymphocytes_Ti_102.018263.018263.2 2 4.0304 0.4257 3162.67 3162.4 1 37.5 1 K.YPSVACEILTSDVPQINDALGADESLLNR.L 77 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_PK_105.021538.021538 2 3.2418 0.2346 2424.07 2421.7 3 42.857143 2 S.DVPQINDALGADESLLNRLYGF.L 88 0 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_NT_lymphocytes_Ti_108.011641.011641.3 3 6.4673 0.4612 3504.2 3503.9 1 32.352943 4 R.VSGEEELHTGPPAPQGPLSVPQGLPTQSLASPPAR.D 729 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_PK_106.002585.002585 2 3.9868 0.3027 2665.37 2663 1 45.652176 1 S.DVPQINDALGADESLLNRLYGFLQ.S 88 0 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011187.0111 3 4.3899 0.3741 3502.25 3503.9 1 26.470589 1 R.VSGEEELHTGPPAPQGPLSVPQGLPTQSLASPPAR.D 729 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_NT_lymphocytes_Ti_108.020204.020204.2 2 6.1551 0.5464 2290.69 2291.7 1 65 7 R.LYGFLQSTGSLNPLLASFFSK.V 106 2 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsSD-NE_PHA_lymphocytes_PK_106.011526.011526 2 3.7357 0.3806 2172.91 2173.5 5 42.5 1 M.LSLGPPPDSSPETPIQNPVVK.H 411 1 *
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|NP_055746.3| gi|151101459|ref|NP_055746.3| "SAPS domain family, member 1 [Homo sapiens] " 11 37 24 881 96724 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.019520.0195 2 3.0539 0.2634 2294.45 2291.7 1 42.5 1 R.LYGFLQSTGSLNPLLASFFSK.V 106 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_PHA_lymphocytes_PK_115.014396.014396 2 3.3605 0.2916 1847.07 1845.2 1 58.823532 2 R.TPFPPPRLPALEQGPGGL.W 50 1 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.000093.000093 2 6.0419 0.4351 2739.95 2739.2 1 58 4 R.LHTYLAGEAPTLADLAAVTALLLPFR.Y 148 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_PHA_lymphocytes_PK_111.016997.016997 2 3.0008 0.2228 1465.87 1464.7 1 72.72727 2 R.ALSPLEEWLRLH.T 138 1 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_PHA_lymphocytes_PK_110.015004.015004 2 3.034 0.2649 1280.93 1280.5 1 83.33333 1 L.SPLEEWLRLH.T 140 0 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.009094.009094 3 3.6867 0.1746 2768.9 2771.1 2 27.083334 1 R.MRGETTLWNPGCDHAGIATQVVVEK.K 370 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008122.00812 2 3.956 0.3467 1968.53 1968.1 1 47.22222 2 K.GFVPSPTSQPGGHESLVDR.W 967 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.018844.01884 2 3.9637 0.4499 1954.63 1955.3 2 53.333336 2 R.LLSPFMPFVTEELFQR.L 1059 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.018495.01849 2 3.5383 0.3525 2191.25 2188.5 1 47.368423 2 R.SLPIVFDEFVDMDFGTGAVK.I 572 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007100.00710 2 2.6934 0.0944 1131.67 1130.3 7 81.25 1 R.LHEEGIIYR.S 462 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_114.012675.01267 3 5.0013 0.4888 3745.88 3746.1 1 28.333334 4 R.YVEAAWYPWWEQQGFFKPEYGRPNVSAANPR.G 304 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.020638.0206 3 7.2921 0.4888 3909.23 3906.4 1 27.857143 3 K.SLGNVIDPLDVIYGISLQGLHNQLLNSNLDPSEVEK.A 866 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.018216.0182 2 3.036 0.3427 2190.01 2188.5 2 36.842106 1 R.SLPIVFDEFVDMDFGTGAVK.I 572 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.008110.0081 2 2.8802 0.2371 1967.99 1968.1 3 41.666664 1 K.GFVPSPTSQPGGHESLVDR.W 967 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007388.0073 2 4.5166 0.43 1691.49 1692.8 1 73.333336 3 K.VQGSDSDEEVVVATTR.I 522 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.016484.01648 2 5.6923 0.4876 2739.99 2739.2 1 56 3 R.LHTYLAGEAPTLADLAAVTALLLPFR.Y 148 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.017847.0178 2 2.5168 0.1495 1955.15 1955.3 3 40 1 R.LLSPFMPFVTEELFQR.L 1059 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_NT_lymphocytes_Ti_115.016912.016912.3 3 3.4825 0.2027 2741.66 2739.2 1 29 1 R.LHTYLAGEAPTLADLAAVTALLLPFR.Y 148 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009810.0098 2 3.4658 0.4167 1539.33 1539.8 1 60.714287 4 R.PLSHQPGPEAPALPK.T 215 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_NT_lymphocytes_Ti_115.013154.013154.3 3 3.4837 0.2157 3745.67 3746.1 1 26.666668 1 R.YVEAAWYPWWEQQGFFKPEYGRPNVSAANPR.G 304 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.016400.0164 2 6.3496 0.4564 2741.51 2739.2 1 62 6 R.LHTYLAGEAPTLADLAAVTALLLPFR.Y 148 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.012747.0127 3 5.1041 0.342 3748.73 3746.1 1 28.333334 8 R.YVEAAWYPWWEQQGFFKPEYGRPNVSAANPR.G 304 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_NT_lymphocytes_Ti_111.011144.011144.2 2 2.772 0.2428 1540.67 1539.8 1 60.714287 1 R.PLSHQPGPEAPALPK.T 215 2 *
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_006286.1| gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sapiens] 15 56 20.1 1264 140476 7.6 HsSD-NE_NT_lymphocytes_Ti_115.011664.011664.3 3 5.6904 0.494 2855.57 2855.3 1 32.407406 2 R.AVLGEVVLYSGARPLSHQPGPEAPALPK.T 202 2 *
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_Ti_107.011854.011854 2 2.693 0.1751 1290.81 1288.6 1 75 2 R.ATVGILITTIASK.G 116 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_Ti_111.001904.001904 3 4.5683 0.3333 4638.47 4636.2 1 27.631578 1 K.WNMLKDEDKDLFPLLECLSSVATALQSGFLPYCEPVYQR.C 581 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_111.001124.001124 2 4.0457 0.3603 1734.01 1735.1 1 82.14286 4 Q.GMIPYLPELIPHLIQ.C 439 0
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_114.001467.001467 2 3.3871 0.2776 2281.07 2280.6 1 47.058823 5 K.WNMLKDEDKDLFPLLECL.S 581 1
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_113.000562.000562 2 3.392 0.1984 1734.47 1735.9 2 65.38461 1 L.KDEDKDLFPLLECL.S 585 0
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_Ti_102.006222.006222 2 2.6963 0.1388 1593.53 1594.7 4 50 1 R.NIRDNEEKDSAFR.G 811 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.019175.0191 2 3.1779 0.3683 3112.73 3110.3 1 32 1 R.TQDQDENVALEACEFWLTLAEQPICK.D 273 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.002634.0026 3 3.6946 0.0959 3963.62 3963.4 2 21.212122 2 K.DEDKDLFPLLECLSSVATALQSGFLPYCEPVYQR.C 586 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsNaOH-NE_NT_lymphocytes_Ti_112.013648.01364 3 4.5237 0.25 2734.04 2731.2 1 31.818182 1 R.YAHWVVSQPPDTYLKPLMTELLK.R 473 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.011535.0115 2 4.924 0.4414 2492.53 2492.6 1 59.523808 2 K.LCSLLDSEDYNTCEGAFGALQK.I 141 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_106.012342.012342 2 3.9949 0.3661 1931.69 1929.1 1 60.000004 2 T.ALQSGFLPYCEPVYQR.C 604 1
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_103.012740.012740.2 2 5.4179 0.3417 2494.87 2492.6 1 50 2 K.LCSLLDSEDYNTCEGAFGALQK.I 141 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_102.016421.01642 2 3.429 0.2602 1419.73 1417.6 1 75 3 C.NNATWAIGEISIQ.M 734 0
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_109.020713.020713.2 2 3.2664 0.2307 3112.57 3110.3 2 32 2 R.TQDQDENVALEACEFWLTLAEQPICK.D 273 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_103.010543.010543.2 2 2.5625 0.2306 1302.59 1302.5 2 59.090908 1 K.TLLENTAITIGR.L 774 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_110.013523.013523.2 2 2.9903 0.2677 1288.15 1288.6 2 66.66667 2 R.ATVGILITTIASK.G 116 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_PHA_lymphocytes_PK_105.012920.012920 2 3.1334 0.1673 1983.75 1982.2 1 50 1 N.NAQPDQYEAPDKDFMIV.A 635 0
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_108.018937.018937.2 2 4.7388 0.3953 2476.17 2473.8 1 55.263157 2 K.LEQLNQYPDFNNYLIFVLTK.L 45 2
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|NP_002261.3| gi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1transportin 1 isoform 1 [Homo sapiens] 16 37 27.4 898 102355 5 HsSD-NE_NT_lymphocytes_Ti_103.011502.011502.3 3 5.822 0.4589 3864.23 3864.8 1 33.59375 2 R.TVAQQHDEDGIEEEDDDDDEIDDDDTISDWNLR.K 352 2
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_PHA_lymphocytes_Ti_113.011272.011272 3 4.5797 0.3042 3870.83 3871.2 1 26.428572 2 K.RSFAHLLPSPEPSPEGSYVGQHSQGLGGHYADSYLK.R 716 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_PHA_lymphocytes_PK_108.013092.013092 2 3.0322 0.3965 2099.51 2100.3 1 47.368423 1 R.SFAHLLPSPEPSPEGSYVGQ.H 717 1 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_PHA_lymphocytes_Ti_103.014886.014886 3 4.8233 0.503 4018.22 4020.7 1 22.5 1 K.KPGILGDSPLGALQPGAQPANPLLGELPAGGGLPPELPPRR.G 409 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.010943.010943 2 3.5605 0.3384 2283.37 2280.6 1 52.63158 2 R.TLYVHWTDAGQLTPALLHSR.C 219 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_PHA_lymphocytes_PK_114.014952.014952 3 3.7163 0.2829 3512.15 3512 7 18.571428 1 L.GDSPLGALQPGAQPANPLLGELPAGGGLPPELPPRR.G 414 1 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011038.01103 3 4.6765 0.4114 3714.08 3715 1 23.529411 2 R.SFAHLLPSPEPSPEGSYVGQHSQGLGGHYADSYLK.R 717 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.019185.0191 3 3.0568 0.3834 4426.16 4426 1 23.684212 1 R.ELSVQLQPTDALLCVANLPPSLTQQQFEELVRPFGSLER.C 139 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.012602.01260 2 3.5617 0.3884 2246.45 2246.7 1 47.5 2 R.IPLNPYLNLHSLLPASNLAGK.E 521 2 *
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601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.006419.0064 2 3.5119 0.368 1948.23 1949.1 2 45 1 R.RPAEGPPTNPPAPGGGSSSSK.A 554 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.008950.00895 2 5.1954 0.5012 1948.35 1949.1 1 72.5 4 R.RPAEGPPTNPPAPGGGSSSSK.A 554 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_114.009237.009237.3 3 4.6191 0.3168 2192.3 2192.4 1 32.954548 2 R.SRRPAEGPPTNPPAPGGGSSSSK.A 552 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_111.012861.012861.2 2 2.0247 0.163 1728.75 1729 5 50 1 R.GKPPPLLPSVLGPAGGDR.E 450 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_104.012224.012224.2 2 3.1104 0.2767 2428.67 2428.6 1 47.61905 2 R.LPPEPGLSDSYSFDYPSDMGPR.R 591 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_111.014417.014417.3 3 4.3126 0.3379 2247.05 2246.7 2 33.75 2 R.IPLNPYLNLHSLLPASNLAGK.E 521 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_105.018327.018327.3 3 5.1481 0.4846 4428.38 4426 1 21.710527 2 R.ELSVQLQPTDALLCVANLPPSLTQQQFEELVRPFGSLER.C 139 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_109.015971.015971.2 2 3.2907 0.2496 1615.51 1615.9 1 66.66667 2 R.SMLAALIAAQATALNR.G 322 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.012868.0128 3 3.1776 0.1571 2247.08 2246.7 8 31.25 2 R.IPLNPYLNLHSLLPASNLAGK.E 521 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsSD-NE_NT_lymphocytes_Ti_111.013911.013911.2 2 3.7573 0.3815 2993.27 2993.2 1 30.000002 1 R.SSGGSGGGPLSHFYSGSPTSYFTSGLQAGLK.Q 644 2 *
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|NP_597709.2| gi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 15 33 35.3 756 79579 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011760.0117 2 3.5816 0.3375 2279.73 2280.6 1 60.526318 2 R.TLYVHWTDAGQLTPALLHSR.C 219 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.009035.009035 2 3.0067 0.28 1665.19 1666.8 3 50 1 R.PGCVNLSLHGIVEDR.R 513 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_PK_113.016617.016617 2 2.5839 0.1551 1500.83 1497.9 9 58.333332 1 R.IPPLFPQKPLSLF.Q 155 1
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_PK_113.016630.016630 1 2.8595 0.3049 1499.13 1497.9 1 58.333332 3 R.IPPLFPQKPLSLF.Q 155 1
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.013896.013896 3 3.5249 0.3417 3234.65 3235.6 1 23.275862 1 R.KEEEAVLVGGEWSPSLDGLDPQADPQVLVR.T 353 2
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009477.00947 2 3.7305 0.3568 1550.57 1550.8 1 79.16667 4 R.FAEFQYLQPGPPR.R 405 2
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011867.01186 2 2.8533 0.1703 1879.89 1879.2 1 58.823532 2 K.ALVSHNGSLINVGSLLQR.A 801 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.015075.01507 3 4.8579 0.298 2404.82 2404.7 1 42.105263 2 R.VHLTPYTVDSPICDFLELQR.R 226 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.016864.0168 2 5.2648 0.3454 2278.29 2275.5 1 65.789474 1 R.GEASEDLCEMALDPELLLLR.D 637 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.015095.01509 2 5.4028 0.4849 2407.47 2404.7 1 71.05263 1 R.VHLTPYTVDSPICDFLELQR.R 226 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_107.014791.014791.2 2 5.3452 0.5174 2403.79 2404.7 1 71.05263 4 R.VHLTPYTVDSPICDFLELQR.R 226 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_PK_105.021111.02111 2 2.5215 0.2518 2606.01 2605.9 1 37.5 1 R.QEGLDGGLPEEVLFGNLDLLPPPGK.S 764 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015969.015969.3 3 4.5601 0.2789 3707.57 3708.1 3 23.4375 1 K.VVSPPEPEKEEAAKEEATKEEEAIKEEVVKEPK.D 567 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_107.014763.014763.3 3 3.1985 0.0984 2403.71 2404.7 1 32.894737 1 R.VHLTPYTVDSPICDFLELQR.R 226 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_103.018526.018526.2 2 3.6378 0.2082 2607.01 2605.9 1 41.666664 5 R.QEGLDGGLPEEVLFGNLDLLPPPGK.S 764 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_104.014147.014147.3 3 3.7648 0.2164 3236.69 3235.6 1 29.310345 1 R.KEEEAVLVGGEWSPSLDGLDPQADPQVLVR.T 353 2
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016378.016378.2 2 3.2858 0.2827 3095.19 3095.5 1 30.000002 1 R.NFSGTASTSLLGPPPGLLTPPVATELSQNAR.H 17 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_NT_lymphocytes_Ti_103.018574.018574.3 3 4.2034 0.1735 2608.58 2605.9 5 29.166666 1 R.QEGLDGGLPEEVLFGNLDLLPPPGK.S 764 2 *
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NP_954675.1| gi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 14 35 23.6 923 102902 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016858.016858 2 3.9044 0.3311 1694.11 1693.9 1 76.92308 4 Y.TVDSPICDFLELQR.R 232 1 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.011949.011949 2 2.9308 0.1283 1638.31 1636.9 1 73.07692 1 R.VFVHYTGWLLDGTK.F 53 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.009185.009185 3 4.1636 0.2713 1701.44 1698.9 2 48.214287 2 R.RGEAHLAVNDFELAR.A 359 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.011368.011368 2 2.863 0.1812 2357.85 2358.6 1 45.238094 1 R.GEGYAKPNEGAIVEVALEGYYK.D 158 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_PHA_lymphocytes_Ti_105.009440.009440 2 4.1741 0.3124 1697.75 1698.9 1 75 3 R.RGEAHLAVNDFELAR.A 359 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008826.0088 2 3.2499 0.2871 1700.41 1698.9 1 64.28571 5 R.RGEAHLAVNDFELAR.A 359 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.007509.00750 2 3.676 0.4311 2507.49 2508.7 1 43.18182 1 K.VGEVCHITCKPEYAYGSAGSPPK.I 99 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_NT_lymphocytes_Ti_102.013874.013874.2 2 4.4342 0.4015 1951.81 1952.1 3 46.875 2 R.FEIGEGENLDLPYGLER.A 190 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_NT_lymphocytes_Ti_112.011526.011526.2 2 3.0195 0.2727 1511.55 1508.8 1 70.83333 1 R.LASHLNLAMCHLK.L 319 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_PHA_lymphocytes_PK_105.010192.010192 2 4.1416 0.3939 1940.75 1938.1 1 68.75 1 F.EFKGEDLTEEEDGGIIR.R 136 1 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009101.009101.2 2 3.02 0.1876 1438.31 1439.6 2 70.83333 1 K.LQAFSAAIESCNK.A 332 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_NT_lymphocytes_Ti_109.010160.010160.2 2 3.3854 0.3855 1701.49 1698.9 1 67.85714 2 R.RGEAHLAVNDFELAR.A 359 2 *
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_002005.1| gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sapiens] 9 23 29.2 459 51805 5.4 HsSD-NE_NT_lymphocytes_Ti_112.013128.013128.2 2 3.3549 0.3124 1638.27 1636.9 1 76.92308 3 R.VFVHYTGWLLDGTK.F 53 2 *
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsSD-NE_PHA_lymphocytes_PK_110.013186.013186 2 3.4204 0.3998 1646.61 1647 1 60.714287 2 Q.VVLEHMPVGPDAILR.Y 924 1
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013086.0130 3 4.0735 0.366 4456.28 4455.9 1 20.833332 3 R.APAQNPELTPGPAPAGPTPAPETNAPNHPSPAEYVEVLQELQR.L 243 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_NT_lymphocytes_PK_114.011258.0112 2 2.9904 0.1882 1331.57 1331.5 1 73.07692 4 R.PSHPGGPPVSGTLQ.G 514 1
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012219.01221 2 3.3044 0.4497 1419.75 1419.7 1 75 2 R.LLGNTFVALSDLR.C 332 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010247.01024 2 4.1835 0.4598 2215.43 2216.4 1 58.333332 2 R.SFFHQHYLGGQEPTPSNIR.M 787 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010290.01029 3 4.7142 0.16 2218.58 2216.4 1 47.22222 2 R.SFFHQHYLGGQEPTPSNIR.M 787 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010438.0104 2 3.8572 0.3723 2216.69 2216.4 1 52.77778 1 R.SFFHQHYLGGQEPTPSNIR.M 787 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsSD-NE_NT_lymphocytes_Ti_107.013451.013451.3 3 4.9 0.3739 4456.79 4455.9 1 23.214285 2 R.APAQNPELTPGPAPAGPTPAPETNAPNHPSPAEYVEVLQELQR.L 243 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsSD-NE_NT_lymphocytes_Ti_112.010519.010519.3 3 3.0076 0.2848 2785.43 2786.9 1 26.666668 1 R.APPQTHLPSGASSGTGSASATHGGGSPPGTR.G 88 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.009381.0093 3 3.9471 0.35 2786.03 2786.9 4 22.5 1 R.APPQTHLPSGASSGTGSASATHGGGSPPGTR.G 88 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.015665.0156 2 3.4777 0.3047 1864.25 1863.2 1 53.125 2 R.GVNPSLVSWLTTMMGLR.L 905 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsSD-NE_NT_lymphocytes_Ti_112.011674.011674.3 3 3.7723 0.1265 2216.33 2216.4 1 41.666664 1 R.SFFHQHYLGGQEPTPSNIR.M 787 2
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|NP_004630.3| gi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092 HLA-B associated transcript-3 isoform a [Homo sapiens] 9 24 14.5 1132 119409 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009616.0096 2 2.4396 0.1936 1305.43 1305.6 4 63.636364 1 R.VVIARPTPPQAR.P 502 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_Ti_109.010940.010940 3 5.0617 0.4634 2652.71 2652.1 1 34.782608 3 K.ALLHEGPESPHRPSLIPPVTFEVK.A 280 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_Ti_110.010876.010876 2 3.2885 0.2056 2652.47 2652.1 1 41.304348 3 K.ALLHEGPESPHRPSLIPPVTFEVK.A 280 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_PK_113.012265.012265 2 2.5041 0.1769 1139.21 1139.3 2 81.25 1 F.NITHRFTHL.F 573 0
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_Ti_106.016882.016882 3 5.3378 0.3785 3892.31 3891.3 1 30.46875 3 K.TRDDSADYIPHDIYVIGTQEDPLSEKEWLEILK.H 433 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.009779.00977 2 3.9942 0.2065 2302.41 2300.6 1 58.333332 1 K.IKQQQYADLLSHDQLLTER.R 605 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.016260.01626 3 4.2684 0.2337 3890.03 3891.3 2 24.21875 2 K.TRDDSADYIPHDIYVIGTQEDPLSEKEWLEILK.H 433 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007887.0078 2 5.0075 0.3174 1748.61 1746.7 1 83.33333 2 K.SSDSDESYGEGCIALR.L 807 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.016158.0161 3 3.813 0.2277 3890.93 3891.3 8 19.53125 1 K.TRDDSADYIPHDIYVIGTQEDPLSEKEWLEILK.H 433 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012969.01296 2 4.1503 0.3676 1535.51 1534.7 1 80.769226 2 K.LSQLTSLLSSIEDK.V 264 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009803.00980 2 3.6459 0.2382 2197.67 2198.5 1 44.736843 2 R.SEINQQTPPTPTPRPPLPVK.S 1126 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008757.0087 2 2.5505 0.0808 1824.59 1824 5 46.666668 1 R.ATETSRPSLSETLFQR.L 151 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007236.0072 2 4.4879 0.2641 1822.41 1820.9 1 81.25 3 K.SQEGENEEGSEGELVVK.F 762 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011061.01106 2 3.788 0.3239 1644.39 1643.9 2 69.230774 2 R.VDLPTWEAETIIQK.I 591 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012681.01268 2 3.7182 0.1987 2057.65 2057.3 1 61.764706 1 K.AIQDYLSTQLAQDSEFVK.T 182 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014652.01465 3 3.8116 0.3956 3960.74 3959.5 1 22.857143 1 K.NAGDTLPQEDLPLTKPEMFENPLYGSLSSFPKPAPR.K 998 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.007005.0070 2 3.9622 0.2058 1407.87 1405.6 1 86.36364 3 R.IVVLAKPEHENR.I 489 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_PK_105.008608.008608 2 5.4947 0.3462 2048.21 2048.2 1 63.88889 1 F.VKSQEGENEEGSEGELVVK.F 760 1
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_PK_105.013281.01328 2 4.9433 0.4467 2178.93 2180.3 1 58.333332 2 K.TRDDSADYIPHDIYVIGTQ.E 433 1
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_NT_lymphocytes_Ti_107.016633.016633.3 3 4.3282 0.2272 3891.35 3891.3 1 28.125 2 K.TRDDSADYIPHDIYVIGTQEDPLSEKEWLEILK.H 433 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_NT_lymphocytes_Ti_115.011601.011601.3 3 4.0653 0.2932 3093.35 3090.6 1 28.703705 2 R.LFDQQLSPGLRPRPQVPGEANPINMVSK.L 236 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_NT_lymphocytes_Ti_102.007830.007830.2 2 4.4027 0.3255 1821.09 1820.9 1 75 2 K.SQEGENEEGSEGELVVK.F 762 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_NT_lymphocytes_Ti_111.011601.011601.2 2 2.8247 0.2204 2197.63 2198.5 1 34.210526 1 R.SEINQQTPPTPTPRPPLPVK.S 1126 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_PK_105.013395.013395 2 3.9442 0.4248 2051.35 2052.2 1 52.941177 4 K.TRDDSADYIPHDIYVIGT.Q 433 1
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsSD-NE_PHA_lymphocytes_PK_105.012209.012209 1 2.2473 0.2384 1492.74 1493.6 1 68.181816 1 L.NYRVDLPTWEAE.T 588 0
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010085.0100 2 3.1378 0.2626 2197.63 2198.5 2 42.105263 2 R.SEINQQTPPTPTPRPPLPVK.S 1126 2
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NP_005532.2| gi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_00101791 SH2 containing inositol phosphatase isoform b [Homo sapiens] 20 51 24.2 1188 133193 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013072.0130 2 3.107 0.3914 1718.09 1716.9 1 66.66667 3 R.FTHLFWFGDLNYR.L 578 2
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsSD-NE_PHA_lymphocytes_Ti_107.007103.007103 2 2.3993 0.1914 1431.53 1432.5 1 59.090908 1 R.GEIEHHCSGLHR.K 446 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.014163.0141 3 5.3317 0.413 4285.52 4286.6 1 25.735294 4 K.HTWSNNLAVLECLQDVREPENEISSDCNHLLWNYK.L 129 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010263.01026 2 3.9675 0.2884 2072.81 2070.3 1 59.375 1 R.LICGFMDDCKNDINILK.C 233 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.012513.0125 3 6.158 0.3982 3988.61 3989.2 1 30.882353 4 R.LDPQLQLHCSDEISSLCAEEAAAQEQTGQVEECLK.V 1001 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.008879.00887 2 2.8577 0.1463 1121.15 1120.2 5 72.22222 1 K.HHCAAITPGR.G 1077 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013266.01326 2 4.1077 0.2084 2660.63 2660.8 1 52.380955 1 K.TETGQELECLQDHLDDLVVECR.D 651 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.012528.0125 3 3.9408 0.3005 2000.42 1999.3 1 44.11765 2 K.ADIFVDPVLHTACALDIK.H 1059 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008544.0085 2 4.1485 0.2982 1367.05 1364.5 1 90 2 R.VEELEMTEDIR.L 807 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007647.00764 2 3.061 0.2996 1693.65 1694.8 2 50 1 R.ALNEACESVIQTACK.H 502 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011039.01103 2 2.8094 0.0961 1634.61 1632.9 5 53.846157 1 K.CAIGVTHFQLVQMK.D 734 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.012129.01212 2 3.8467 0.3746 2058.07 2056.3 1 62.5 2 K.HTWSNNLAVLECLQDVR.E 129 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.014351.01435 3 4.1918 0.2254 4287.77 4286.6 1 23.529411 2 K.HTWSNNLAVLECLQDVREPENEISSDCNHLLWNYK.L 129 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_102.009060.00906 2 3.0356 0.2097 1324.31 1321.5 1 80 2 R.IIIQESALDYR.L 990 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.008853.00885 1 2.2936 0.2822 1119.63 1120.2 1 72.22222 2 K.HHCAAITPGR.G 1077 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012167.01216 3 6.5033 0.4876 3988.85 3989.2 1 30.882353 4 R.LDPQLQLHCSDEISSLCAEEAAAQEQTGQVEECLK.V 1001 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.012664.01266 2 3.5572 0.4458 1694.55 1693 1 73.07692 4 R.LSYLLMCLESAVHR.G 398 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.013256.01325 2 3.6585 0.2552 1283.47 1282.5 1 88.88889 3 R.LLELQYFISR.D 546 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010002.0100 2 3.272 0.2358 1595.11 1593.7 1 65.38461 1 K.DDSELEGQVISCLK.L 959 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsSD-NE_NT_lymphocytes_Ti_112.010151.010151.2 2 2.6626 0.3259 1121.35 1120.2 9 72.22222 2 K.HHCAAITPGR.G 1077 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsSD-NE_NT_lymphocytes_Ti_104.013410.013410.3 3 4.8586 0.3368 3989.24 3989.2 1 27.205881 1 R.LDPQLQLHCSDEISSLCAEEAAAQEQTGQVEECLK.V 1001 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2023.202 2 3.0204 0.3371 1695.62 1694.8 3 53.571426 1 R.ALNEACESVIQTACK.H 502 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009108.0091 1 2.4205 0.2628 1119.69 1120.2 1 66.66667 4 K.HHCAAITPGR.G 1077 2 *
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NP_036333.2| gi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo sapiens] 16 48 19.8 1203 137222 6.9 HsSD-NE_NT_lymphocytes_Ti_111.010327.010327.1 1 2.603 0.2471 1119.63 1120.2 1 72.22222 2 K.HHCAAITPGR.G 1077 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.013785.013785 3 3.2998 0.1139 2628.26 2628 2 29.166666 1 R.HGVAIYNFQGSGAPQLSLQIGDVVR.I 12 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.012546.012546 2 4.6725 0.4633 2628.79 2628 1 52.083332 1 R.HGVAIYNFQGSGAPQLSLQIGDVVR.I 12 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.009598.009598 3 4.0584 0.1729 2719.94 2720 2 32.142857 1 K.AFFTEEYVRDHPEDQDKLTHLK.D 1549 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.009358.009358 2 2.7438 0.1491 2105.63 2107.4 5 38.88889 1 K.TLPNAICVGAGDKPMNEYR.S 459 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.020034.020034 2 3.087 0.1706 3048.93 3047.4 1 33.333336 1 K.ELAEQYEMEIFDYELLSQNLIQQAK.F 1303 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_PK_108.017451.01745 2 2.7299 0.1695 1183.15 1183.5 1 72.22222 1 R.KATIPIFFDM.M 1105 1
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_PK_108.014927.014927 2 2.8585 0.1569 1178.35 1178.3 2 87.5 1 Q.LWNNYFHLA.V 1025 0
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.011975.011975 2 3.8221 0.4307 2470.89 2470.7 1 50 1 K.NAPGQYIQCFTVQPVLDEHPR.F 1400 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_Ti_106.016295.016295 3 3.9566 0.212 3872.54 3872.3 3 18.939394 1 K.LDHEVEGGRGDEQYMQLLESILMECAAEHPTIAK.S 1136 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_PK_107.016972.016972 2 2.8523 0.2355 1205.39 1205.4 3 81.25 1 T.LWEWGSIWK.Q 95 1 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_PHA_lymphocytes_PK_107.017014.017014 1 1.8711 0.1961 1204.54 1205.4 3 75 1 T.LWEWGSIWK.Q 95 1 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.018428.0184 2 4.1552 0.4084 1591.63 1592.8 1 83.33333 5 K.ETLYETIIGYFDK.G 1278 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012112.01211 2 2.6997 0.1616 1573.87 1572.9 1 65.38461 1 R.KLGFPEIIMPGDVR.N 410 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.021834.02183 2 4.4738 0.3816 2602.51 2601.1 1 50 3 K.ICFIPGMVGPILEMTLIPEAELR.K 1082 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.006597.0065 2 3.8729 0.3285 1577.39 1576.7 1 83.33333 3 R.DHPEDQDKLTHLK.D 1558 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010673.01067 2 3.8691 0.3516 2470.29 2470.7 1 50 2 K.NAPGQYIQCFTVQPVLDEHPR.F 1400 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009951.0099 2 3.9187 0.2999 2268.69 2269.6 1 52.63158 1 K.LMKEDGTTLHDGFHDLVVLK.G 534 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.012146.01214 2 3.1494 0.2362 1269.27 1269.6 2 68.181816 2 K.LTQNVGLLGLLK.W 611 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008166.0081 2 2.5367 0.0896 1473.85 1471.8 4 77.27273 1 R.MKPQLLQENLEK.L 625 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013323.0133 2 3.1827 0.3648 1656.43 1655.8 1 65.38461 2 R.NDIYITLLQGDFDK.Y 424 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.017484.0174 2 4.0925 0.334 1644.17 1643 1 57.14286 7 K.DLIAWQIPFLGAGIK.I 1571 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.012718.01271 2 2.7045 0.2365 2312.65 2310.6 1 44.736843 1 R.PKPDYFAVGYYGQGFPSFLR.N 1338 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.006818.00681 2 3.0968 0.2307 1144.91 1143.3 3 87.5 1 R.KDYPHLVDR.T 395 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013496.0134 2 3.7379 0.3472 1844.45 1843.1 1 63.333332 2 R.IGEDAELFMSLYDPNK.Q 234 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.006333.00633 2 4.5603 0.3215 1577.57 1576.7 1 75 4 R.DHPEDQDKLTHLK.D 1558 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010745.0107 2 3.8886 0.2617 2471.47 2470.7 1 50 2 K.NAPGQYIQCFTVQPVLDEHPR.F 1400 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.013097.01309 2 4.8938 0.3626 1884.89 1882.1 1 70 1 R.GTVDPENEFASMWIER.T 1451 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.018611.01861 2 3.1299 0.2947 2088.09 2085.5 1 46.875 1 K.LLSQLLYEFYTCIPPVK.L 814 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.017175.01717 3 4.5471 0.246 3198.02 3195.6 1 31.48148 2 R.WFEVVHMSQTTISPLENAIETMSTANEK.I 1481 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.021873.0218 2 4.5732 0.3355 2603.83 2601.1 1 56.81818 1 K.ICFIPGMVGPILEMTLIPEAELR.K 1082 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.018059.01805 2 4.4753 0.3625 1595.51 1592.8 1 79.16667 3 K.ETLYETIIGYFDK.G 1278 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008156.00815 2 4.9808 0.52 2106.53 2107.4 1 63.88889 4 K.TLPNAICVGAGDKPMNEYR.S 459 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.014276.0142 3 4.045 0.2833 3337.16 3337.7 3 26.785713 1 K.AESDEEKQHFIPFHPVTAENDFLHSLLGK.V 338 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_108.019174.019174.1 1 3.0455 0.3296 1594.18 1592.8 1 66.66667 2 K.ETLYETIIGYFDK.G 1278 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_110.015158.015158.3 3 3.9923 0.1106 3339.29 3337.7 5 25 2 K.AESDEEKQHFIPFHPVTAENDFLHSLLGK.V 338 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_110.019774.019774.2 2 3.0066 0.2955 1593.45 1592.8 1 66.66667 1 K.ETLYETIIGYFDK.G 1278 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_110.021539.021539.3 3 3.0625 0.1897 2729.75 2729.3 7 29.347824 1 K.ICFIPGMVGPILEMTLIPEAELRK.A 1082 2 *
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607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_108.016309.016309.3 3 5.2923 0.3241 3872.84 3872.3 1 28.030304 4 K.LDHEVEGGRGDEQYMQLLESILMECAAEHPTIAK.S 1136 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.018270.0182 2 3.0472 0.2579 2087.71 2085.5 1 53.125 1 K.LLSQLLYEFYTCIPPVK.L 814 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_110.019970.019970.2 2 3.1677 0.2245 3050.03 3047.4 1 31.25 1 K.ELAEQYEMEIFDYELLSQNLIQQAK.F 1303 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_107.000851.000851.2 2 3.7553 0.3883 2600.15 2601.1 2 38.636364 2 K.ICFIPGMVGPILEMTLIPEAELR.K 1082 2 *
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NP_004937.1| gi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo sapiens] 29 77 23.6 1830 211947 6.9 HsSD-NE_NT_lymphocytes_Ti_104.018647.018647.2 2 4.3678 0.4407 1642.61 1643 1 82.14286 2 K.DLIAWQIPFLGAGIK.I 1571 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.011933.011933 2 3.0846 0.1376 1871.77 1872.2 2 57.14286 1 R.KQQTIILDDELIQWK.R 242 2
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_112.016258.016258 2 2.5689 0.1919 2418.65 2418.7 9 35 1 R.RAEHLCQQLPIPGPVEEMLAE.V 295 1
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_110.020658.020658 3 4.0217 0.3455 2915.21 2914.3 1 30.208334 2 L.WDNAFAEPGRVPFAVPDKVLWPQLC.E 484 0
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_111.019022.019022 2 3.0808 0.2567 2249.35 2246.4 1 46.875 1 S.WSQFNRENLPGWNYTFW.Q 555 0 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_111.015135.015135 2 3.3252 0.2575 2225.41 2225.6 1 52.63158 1 N.AFAEPGRVPFAVPDKVLWPQ.L 487 0
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_109.018480.018480 3 5.1564 0.2896 2641.97 2641 1 37.5 2 L.WDNAFAEPGRVPFAVPDKVLWPQ.L 484 0
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_PHA_lymphocytes_PK_111.017018.017018 2 3.406 0.3608 1847.51 1845 1 69.230774 1 Q.FNRENLPGWNYTFW.Q 558 0 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.015533.0155 2 4.0432 0.3067 1772.85 1770 1 63.333332 2 R.AQATQLLEGLVQELQK.K 55 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.015704.01570 2 3.9411 0.2435 1770.33 1770 1 56.666668 1 R.AQATQLLEGLVQELQK.K 55 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008025.00802 3 3.6771 0.1882 1572.11 1571.8 1 57.692307 1 K.KAEHQVGEDGFLLK.I 71 2
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011879.01187 2 3.0074 0.1834 1390.55 1390.6 2 75 2 R.NLWNLKPFTTR.D 639 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.014498.0144 2 3.164 0.3792 2603.75 2603 1 42.857143 1 R.LGDLSYLIYVFPDRPKDEVFSK.Y 660 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.006800.0068 2 2.4135 0.1541 1075.65 1073.2 2 85.71429 2 R.HILYNEQR.L 111 2
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.009238.0092 2 2.6686 0.0934 1529.93 1528.7 3 68.181816 1 K.HLQINQTFEELR.L 141 2
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_NT_lymphocytes_Ti_106.014553.014553.2 2 4.9744 0.3272 2811.75 2812 1 54.545456 2 R.HYLAQWIESQPWDAIDLDNPQDR.A 32 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_NT_lymphocytes_Ti_103.016885.016885.3 3 5.531 0.179 1769.96 1770 1 61.666668 2 R.AQATQLLEGLVQELQK.K 55 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_NT_lymphocytes_Ti_110.015772.015772.3 3 3.8416 0.3344 2605.4 2603 1 33.333336 1 R.LGDLSYLIYVFPDRPKDEVFSK.Y 660 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_NT_lymphocytes_Ti_103.016855.016855.2 2 5.0733 0.344 1770.91 1770 1 73.333336 4 R.AQATQLLEGLVQELQK.K 55 2 *
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NP_003143.2| gi|21618342|ref|NP_003143.2| signal transducer and activator of transcription 5A [Homo sapiens] 16 32 23.2 794 90647 6.4 HsSD-NE_NT_lymphocytes_Ti_110.015697.015697.2 2 4.2196 0.5236 2602.69 2603 1 47.61905 4 R.LGDLSYLIYVFPDRPKDEVFSK.Y 660 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_108.012855.012855 2 3.0659 0.1953 1846.69 1845.2 3 50 1 M.VKQMTDVLLTPATDALK.N 227 1 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_109.011128.011128 2 2.8398 0.2358 1962.29 1964.2 1 50 1 Y.NEKIVNGHLQPNLVDLC.A 193 0 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_112.018562.018562 2 3.6755 0.3975 2899.39 2899.4 1 40.384613 4 R.SFLNIKLPAPLPGLQDGEVEGHPVWAL.I 295 1 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.014825.014825 2 3.6999 0.257 2948.67 2947.4 1 36.53846 1 K.NYTLVTVFGNLHQAQLGGVPGTYQLVR.S 268 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_112.016459.016459 3 5.4437 0.5502 2664.2 2665.1 1 37.5 2 F.LNIKLPAPLPGLQDGEVEGHPVWAL.I 297 0 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_107.018506.018506 2 3.0963 0.314 2042.63 2042.3 1 60.000004 2 R.KFESTDPREALQYFYF.L 538 1 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_112.016514.016514 2 4.2883 0.4562 2665.35 2665.1 1 45.833336 4 F.LNIKLPAPLPGLQDGEVEGHPVWAL.I 297 0 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_PHA_lymphocytes_PK_113.018335.018335 3 4.9003 0.3856 2901.17 2899.4 1 33.653847 1 R.SFLNIKLPAPLPGLQDGEVEGHPVWAL.I 295 1 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007560.0075 2 4.8416 0.5161 1955.85 1955 1 71.875 1 K.LNQVCFDDDGTSSPQDR.L 418 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013377.01337 2 3.6803 0.3918 1383.65 1383.7 1 86.36364 1 R.TLITFAGMIPYR.T 791 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.013785.0137 3 5.28 0.4003 2853.71 2851.2 1 35 2 R.LESLSAATTFEPLEPVKDTDIQGFLK.N 78 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_NT_lymphocytes_Ti_104.014685.014685.2 2 4.1106 0.3346 2852.17 2851.2 1 40 4 R.LESLSAATTFEPLEPVKDTDIQGFLK.N 78 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_NT_lymphocytes_Ti_115.013344.013344.2 2 5.0555 0.3582 2950.19 2947.4 1 38.46154 3 K.NYTLVTVFGNLHQAQLGGVPGTYQLVR.S 268 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.012767.0127 3 4.0771 0.1879 2947.97 2947.4 4 27.884615 1 K.NYTLVTVFGNLHQAQLGGVPGTYQLVR.S 268 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsSD-NE_NT_lymphocytes_Ti_104.014708.014708.3 3 4.8323 0.3178 2853.68 2851.2 1 33 1 R.LESLSAATTFEPLEPVKDTDIQGFLK.N 78 2 *
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NP_055484.2| gi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapiens] 13 30 19.4 819 93557 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.012795.0127 2 3.0324 0.2836 2946.97 2947.4 5 32.692307 1 K.NYTLVTVFGNLHQAQLGGVPGTYQLVR.S 268 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.017463.017463 3 3.7346 0.2082 4135.7 4135.5 1 21.153847 1 R.DRFPYLSESYLITTDAAGSIATATPDGGVVLISGTGSNCR.L 93 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.013677.0136 2 3.9406 0.3445 1877.89 1876.2 1 68.75 2 R.HIVAVLPEIDPVLFQGK.I 245 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.013930.01393 3 3.1493 0.145 1875.98 1876.2 6 39.0625 1 R.HIVAVLPEIDPVLFQGK.I 245 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.010415.0104 2 3.561 0.2782 2057.83 2055.3 1 47.22222 2 K.ILAEADGLSTNHWLIGTDK.C 26 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3794.379 2 3.1986 0.2099 1877.35 1876.2 9 46.875 1 R.HIVAVLPEIDPVLFQGK.I 245 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsSD-NE_NT_lymphocytes_Ti_106.012846.012846.2 2 3.0758 0.1456 1876.13 1876.2 2 46.875 1 R.HIVAVLPEIDPVLFQGK.I 245 2 *
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NP_060037.2| gi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Homo sapiens] 5 10 25.9 344 37376 6.2 HsSD-NE_NT_lymphocytes_Ti_107.014934.014934.2 2 3.6886 0.3825 1442.41 1442.8 1 79.16667 2 K.IGLPILCVGSVWK.S 262 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_PK_112.000062.000062 3 3.6241 0.3227 2002.67 2002.3 1 40.625 1 C.FFVGNDFLPHLPSLEIR.E 340 1 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.018897.018897 2 2.82 0.2589 1877.05 1876.1 1 53.571426 2 K.NEDEMMVAIFEYIDR.L 73 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_PK_111.018515.018515 2 4.318 0.3906 1855.63 1855.1 1 70 6 F.FVGNDFLPHLPSLEIR.E 341 1 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.008175.008175 3 3.5054 0.2427 2643.59 2644.9 1 30.952381 1 R.EEFKPNKPKPCGLCNQFGHEVK.D 253 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_PK_112.000225.000225 2 4.7498 0.3379 2001.39 2002.3 1 71.875 8 C.FFVGNDFLPHLPSLEIR.E 340 1 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_105.013484.013484 2 4.4328 0.3059 2404.51 2405.6 1 45 1 K.GKHDELADSLPCAEGEFIFLR.L 285 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_PK_109.020221.02022 2 3.0186 0.2182 1606.41 1603.9 1 69.230774 1 C.FFVGNDFLPHLPSL.E 340 0 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_103.006310.006310 2 2.7571 0.1913 1169.99 1168.2 2 75 1 K.RKDDEDSFR.R 407 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_114.014030.014030 3 3.3912 0.1218 3076.46 3074.6 1 28.703705 1 K.GTKPFKPLEQLMGVFPAASGNFLPPSWR.K 588 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_PK_109.016453.016453 1 2.1832 0.2541 1436.72 1437.7 2 59.090908 2 N.DFLPHLPSLEIR.E 345 1 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_PHA_lymphocytes_Ti_106.012899.012899 3 4.1345 0.2106 4402.31 4400.9 1 19.078947 2 K.IPVDASKPNPNDVEFDNLYLDMNGIIHPCTHPEDKPAPK.N 34 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.015092.01509 2 3.1483 0.1445 1767.63 1765 1 53.571426 1 K.YAWQGVALLPFVDER.R 642 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007866.0078 2 4.3371 0.3618 1471.43 1469.7 1 75 1 R.KPAAVLKPSDWEK.S 776 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.017268.0172 2 2.8983 0.3619 3132.99 3132.4 1 36 1 K.WYYPFHYAPFASDFEGIADMPSDFEK.G 562 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008381.00838 2 2.6653 0.1884 1839.13 1839 2 44.11765 1 K.NLTVILSDASAPGEGEHK.I 190 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_NT_lymphocytes_Ti_109.014009.014009.3 3 4.0292 0.2094 4400.3 4400.9 3 18.421053 2 K.IPVDASKPNPNDVEFDNLYLDMNGIIHPCTHPEDKPAPK.N 34 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_NT_lymphocytes_Ti_103.010362.010362.1 1 2.0933 0.171 1206.95 1206.4 1 59.090908 1 R.NSLGGDVLFVGK.H 677 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_NT_lymphocytes_Ti_104.016808.016808.2 2 3.2053 0.2928 2529.11 2530.9 1 47.61905 2 K.FSLDEEAILPDQIVCSPVPMLR.D 722 2 *
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NP_036387.2| gi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sapiens] 18 36 29.7 950 108583 7.5 HsSD-NE_NT_lymphocytes_Ti_104.015676.015676.3 3 3.1729 0.2088 2832.77 2832.2 1 30.208334 1 K.LMSDPDSSIIDFYPEDFAIDLNGKK.Y 617 2 *
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_PK_109.017961.01796 2 2.9112 0.157 1618.35 1617.9 2 69.230774 1 R.SWSNIPFITVPLSR.T 42 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.008232.008232 1 2.4378 0.2572 1353.59 1354.5 4 58.333332 1 K.VSGHVITDIVEGK.K 335 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.008220.008220 2 3.6276 0.2911 1355.55 1354.5 1 83.33333 2 K.VSGHVITDIVEGK.K 335 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_PK_107.010018.010018 2 3.9658 0.2555 1603.43 1603.8 1 69.230774 2 E.VVDNVQDAIDHIHK.Y 677 1
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.010816.010816 3 3.7739 0.24 1774.1 1773.1 1 46.666668 1 R.ILHLLTQEALSIHGVK.E 515 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_Ti_109.013342.013342 3 4.1439 0.2189 2770.7 2771.2 1 32.608696 1 R.AEIIHHLADLLTDQRDEILLANKK.D 386 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.022637.022637 2 2.6024 0.1584 2503.95 2504.8 8 30.434782 2 K.TDLLIVLSDVEGLFDSPPGSDDAK.L 259 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011663.01166 3 4.1068 0.347 1746.68 1746 1 48.214287 2 R.AEIIHHLADLLTDQR.D 386 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007444.0074 2 4.7109 0.4443 1742.33 1742.9 1 76.666664 2 R.GKDHVVSDFSEHGSLK.Y 766 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.000238.00023 2 3.1071 0.1749 2506.65 2504.8 1 34.782608 1 K.TDLLIVLSDVEGLFDSPPGSDDAK.L 259 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.018663.01866 2 4.2085 0.321 1462.77 1462.7 1 86.36364 4 R.TPLFDQIIDMLR.V 627 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012914.0129 2 4.9433 0.5036 2032.77 2030.3 1 73.52941 5 K.LIDIFYPGDQQSVTFGTK.S 283 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.018736.0187 2 4.0632 0.2977 1462.75 1462.7 1 81.818184 3 R.TPLFDQIIDMLR.V 627 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009053.0090 3 3.375 0.1954 2593.97 2594.9 4 31.52174 2 K.KVGTFFSEVKPAGPTVEQQGEMAR.S 348 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015756.0157 2 3.0416 0.2765 2505.43 2504.8 2 32.608696 2 K.TDLLIVLSDVEGLFDSPPGSDDAK.L 259 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011346.0113 2 4.0682 0.374 1773.37 1773.1 1 63.333332 1 R.ILHLLTQEALSIHGVK.E 515 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_NT_lymphocytes_Ti_112.012817.012817.2 2 4.3044 0.4531 1772.93 1773.1 1 73.333336 2 R.ILHLLTQEALSIHGVK.E 515 2
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NP_002851.2| gi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_00101742 pyrroline-5-carboxylate synthetase isoform 1 [Homo sapiens] 13 35 22 795 87302 7.1 HsSD-NE_NT_lymphocytes_Ti_111.014161.014161.3 3 3.6125 0.1732 2770.55 2771.2 1 32.608696 1 R.AEIIHHLADLLTDQRDEILLANKK.D 386 2
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsSD-NE_PHA_lymphocytes_PK_110.013175.013175 2 4.0143 0.4194 1823.53 1825.1 1 60.000004 3 R.AKDFIHDSLPPVLTDR.E 502 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsSD-NE_PHA_lymphocytes_Ti_113.010516.010516 3 4.5322 0.3432 1754.81 1757.1 1 48.333332 3 R.RKPQPHSGSVLALPLR.S 20 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009779.0097 2 3.679 0.2895 1826.55 1825.1 1 56.666668 6 R.AKDFIHDSLPPVLTDR.E 502 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013281.0132 2 6.1758 0.4264 2443.53 2440.6 1 64.28571 1 R.VGDLPCDSVEDQLSLATTLYDK.G 608 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011283.01128 3 3.9963 0.1939 3871.04 3870.1 2 22.368422 1 R.TQTLPSENSEESRVESTADDLGDALPGGAAVAAVPDAAR.R 55 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.008222.00822 2 3.2352 0.3197 1495.73 1496.7 1 76.92308 4 R.LGHFAPVDAVADQR.A 488 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010305.01030 2 4.5364 0.4018 1827.33 1825.1 1 60.000004 1 R.AKDFIHDSLPPVLTDR.E 502 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsSD-NE_NT_lymphocytes_Ti_109.011053.011053.3 3 3.9301 0.2758 2136.38 2135.4 1 43.421055 2 R.REPYGHLGPAELLEASPAAR.S 94 2 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsSD-NE_PHA_lymphocytes_PK_105.012524.012524 1 2.1847 0.1903 1382.09 1382.5 1 54.545456 2 Q.GFAPHYDDIEAF.V 336 0 *
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|NP_078920.2| gi|106879206|ref|NP_078920.2| chromosome 14 open reading frame 169 [Homo sapiens] 7 25 21.7 641 71086 6.5 HsSD-NE_NT_lymphocytes_Ti_102.014950.014950.2 2 4.2963 0.3815 2440.91 2440.6 1 54.761906 2 R.VGDLPCDSVEDQLSLATTLYDK.G 608 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_PHA_lymphocytes_Ti_104.001194.001194 2 3.5438 0.3973 2969.25 2968.5 1 25.925926 4 K.LITVNTPDLVLFVGEALVGNEAVDQLVK.F 538 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_PHA_lymphocytes_PK_107.011005.011005 3 4.3272 0.2879 1474.88 1474.7 1 65.909096 2 L.TYVDKLIDDVHR.L 77 1 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_NT_lymphocytes_Ti_107.006392.00639 2 4.0444 0.4257 1810.79 1812 1 58.823532 2 K.KEGSDGPLATSKPVPAEK.S 174 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015441.0154 2 3.0001 0.3133 2231.19 2230.5 1 40 1 K.NVAADIAVQLCESVANKLEGK.V 353 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_NT_lymphocytes_Ti_108.000825.00082 2 2.5513 0.2259 2968.27 2968.5 6 25.925926 2 K.LITVNTPDLVLFVGEALVGNEAVDQLVK.F 538 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_NT_lymphocytes_Ti_104.016457.01645 2 2.7078 0.247 2788.71 2787.1 2 34.782608 2 R.TEIQQQSALSLLNGTFDFQNDFLR.L 96 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010184.0101 2 2.7679 0.2497 1491.43 1491.6 1 65.38461 2 R.NQGFDVVLVDTAGR.M 511 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_NT_lymphocytes_Ti_108.002280.002280.2 2 3.5173 0.3953 2970.59 2968.5 1 29.62963 2 K.LITVNTPDLVLFVGEALVGNEAVDQLVK.F 538 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_NT_lymphocytes_Ti_102.015412.015412.2 2 3.2269 0.2653 2822.79 2821.1 1 42 1 K.EVLDYSTPTTNGTPEAALSEDINLIR.G 257 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_NT_lymphocytes_Ti_108.002246.002246.3 3 3.6257 0.1911 2970.29 2968.5 4 23.148148 1 K.LITVNTPDLVLFVGEALVGNEAVDQLVK.F 538 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsSD-NE_NT_lymphocytes_Ti_104.018917.018917.2 2 2.7406 0.082 2787.87 2787.1 1 36.95652 1 R.TEIQQQSALSLLNGTFDFQNDFLR.L 96 2 *
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NP_003130.2| gi|23308697|ref|NP_003130.2| signal recognition particle receptor [Homo sapiens] 8 27 22.4 638 69811 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.000944.0009 2 3.9826 0.4517 2968.47 2968.5 1 33.333336 7 K.LITVNTPDLVLFVGEALVGNEAVDQLVK.F 538 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.009300.009300 2 4.5327 0.4258 2326.87 2326.5 1 57.5 1 K.ITVPGNFQGHSGAQCITCSYK.A 326 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_PHA_lymphocytes_Ti_115.010207.010207 3 3.3692 0.2299 1565.09 1563.9 1 50 3 R.GFIYVHKPPVHIR.F 358 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_PHA_lymphocytes_Ti_111.011176.011176 2 3.9467 0.3708 1564.27 1563.9 1 70.83333 8 R.GFIYVHKPPVHIR.F 358 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.012177.0121 2 3.8777 0.2326 1652.73 1650.8 1 71.42857 1 K.ADVIQATGDAICIFR.E 189 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010395.01039 2 3.5214 0.4176 1700.53 1701.9 1 64.28571 1 K.VDNIQAGELTEGIWR.R 40 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011523.01152 2 3.2537 0.1919 1345.53 1345.5 1 90 1 R.FDEISFVNFAR.G 371 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_NT_lymphocytes_Ti_103.011806.011806.2 2 4.499 0.2888 1704.57 1701.9 1 82.14286 4 K.VDNIQAGELTEGIWR.R 40 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011764.0117 2 2.6772 0.176 1698.35 1697 1 57.692307 1 K.RPMSAYMLWLNASR.E 549 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_NT_lymphocytes_Ti_104.018858.018858.3 3 5.2211 0.2721 3258.05 3256.6 1 32.75862 2 K.FGGQLLSFDIGDQPVFEIPLSNVSQCTTGK.N 114 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_NT_lymphocytes_Ti_111.012283.012283.1 1 2.3446 0.1527 1326.55 1326.6 2 60.000004 1 R.IYPTFLHLHGK.T 218 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_NT_lymphocytes_Ti_102.010228.010228.2 2 2.5165 0.3258 1117.39 1116.2 1 81.25 2 R.SFDFEIETK.Q 388 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009482.0094 2 2.5525 0.1119 951.75 951.16 2 87.5 2 R.RVALGHGLK.L 55 2 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_PHA_lymphocytes_PK_106.009910.009910 1 2.4493 0.2137 1370.6 1371.5 3 60.000004 2 S.SIEREEYGKLF.D 405 0 *
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_003137.1| gi|4507241|ref|NP_003137.1| structure specific recognition protein 1 [Homo sapiens] 13 33 22.4 709 81075 6.9 HsSD-NE_NT_lymphocytes_Ti_111.012264.012264.2 2 2.9292 0.3885 1326.25 1326.6 1 75 4 R.IYPTFLHLHGK.T 218 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.012771.012771 2 2.9605 0.384 3045.71 3046.3 2 26.923079 1 R.HDKVEDALNLKEEFDRLDSSAVLDTGK.Y 724 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.009688.009688 3 5.116 0.2042 1961.12 1959.1 1 50 1 R.HDKVEDALNLKEEFDR.L 724 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.021285.021285 2 2.9592 0.2633 1312.29 1311.6 1 75 1 R.DLLQIIFSFSK.A 304 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.015236.015236 2 3.0194 0.3216 1885.11 1884.1 2 47.058823 1 K.DLPVTEAVFSALVTGHAR.A 227 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_113.015231.015231 2 4.3259 0.4002 1957.53 1955.3 1 66.66667 1 R.SMNINLWSEITELLYK.D 551 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.018638.018638 3 5.3061 0.4017 2600 2600 1 43.18182 1 R.LANQFAIYKPVTDFFLQLVDAGK.V 1244 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_109.000228.000228 2 4.3663 0.3354 2738.47 2736 1 35.416664 4 R.GPTEAVGYFLYNLIDSMSDSEVQAK.E 576 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.013379.013379 3 3.0826 0.3677 2114.51 2113.4 3 34.210526 1 K.TKDLPVTEAVFSALVTGHAR.A 225 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_Ti_114.012766.012766 3 3.5001 0.2547 2515.73 2513 1 43.75 4 K.AVKEEGFPIRPHYFWPLLVGR.R 429 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_PHA_lymphocytes_PK_108.009857.009857 1 2.3195 0.2639 1282.72 1283.5 3 54.545456 2 T.VHLEKGDLSTAL.E 831 0 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.017169.01716 2 4.114 0.393 1718.45 1717 1 80.769226 2 K.VIEPQYFGLAYLFR.K 1210 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.021466.02146 2 4.0255 0.4539 2735.27 2736 1 43.75 2 R.GPTEAVGYFLYNLIDSMSDSEVQAK.E 576 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009278.00927 2 2.3973 0.1073 1329.41 1329.5 8 68.181816 1 K.SNTLPISLQSIR.S 530 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010828.01082 2 3.9321 0.141 1555.63 1555.8 9 70.83333 2 R.NLLESYHVPELIK.D 628 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015165.01516 2 2.3773 0.1863 1882.43 1884.1 1 47.058823 1 K.DLPVTEAVFSALVTGHAR.A 227 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.015497.0154 2 2.2913 0.1252 1886.41 1884.1 4 44.11765 1 K.DLPVTEAVFSALVTGHAR.A 227 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.016067.01606 2 2.6329 0.263 2599.57 2600 5 29.545454 1 R.LANQFAIYKPVTDFFLQLVDAGK.V 1244 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.016890.01689 2 3.6542 0.2476 1727.97 1725.9 1 73.333336 4 R.SEAANGNLDFVLSFLK.S 514 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017090.0170 2 2.7504 0.1141 1726.41 1725.9 1 60.000004 1 R.SEAANGNLDFVLSFLK.S 514 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_113.015467.01546 2 3.1002 0.3372 1957.43 1955.3 1 56.666668 1 R.SMNINLWSEITELLYK.D 551 2 *
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616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.015459.01545 2 4.4994 0.4057 1867.91 1866.1 1 62.5 2 K.DTTALSFFHMLNGAALR.G 783 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_109.017815.017815.2 2 4.1774 0.4432 1718.25 1717 1 80.769226 4 K.VIEPQYFGLAYLFR.K 1210 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_108.001229.001229.2 2 4.0918 0.4072 2735.35 2736 1 43.75 3 R.GPTEAVGYFLYNLIDSMSDSEVQAK.E 576 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.012914.0129 3 5.043 0.3708 2212.94 2214.6 1 52.941177 2 K.EEGFPIRPHYFWPLLVGR.R 432 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_109.016371.016371.2 2 2.5982 0.2302 1886.45 1884.1 1 47.058823 2 K.DLPVTEAVFSALVTGHAR.A 227 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_102.017474.017474.2 2 4.7432 0.3541 2225.27 2222.5 1 55 4 R.DAGIEPGPDTYLALLNAYAEK.G 260 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.016791.0167 2 3.3036 0.4205 1717.81 1717 1 73.07692 1 K.VIEPQYFGLAYLFR.K 1210 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_114.016037.016037.2 2 5.062 0.262 1930.55 1929.3 1 71.875 4 R.CGAIAEQTPILLLFLLR.N 1277 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.015686.0156 2 5.5482 0.3249 1931.09 1929.3 1 78.125 1 R.CGAIAEQTPILLLFLLR.N 1277 2 *
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NP_573566.2| gi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing protein [Homo sapiens] 19 57 19 1394 157904 6.1 HsSD-NE_NT_lymphocytes_Ti_102.018760.018760.2 2 3.1855 0.2472 1727.81 1725.9 1 66.66667 1 R.SEAANGNLDFVLSFLK.S 514 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_PHA_lymphocytes_PK_111.012378.012378 2 3.6656 0.3098 1543.99 1544.8 2 53.571426 2 S.VNAPSNPPRPAIVVL.L 354 0 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_PHA_lymphocytes_PK_112.014533.014533 2 3.8245 0.29 1658.77 1658 1 53.333336 2 S.VNAPSNPPRPAIVVLL.M 354 0 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_PHA_lymphocytes_PK_109.016159.016159 2 2.6597 0.2559 1981.53 1982.3 2 43.75 1 R.ASQKPQPNFPSPEYMIF.D 593 1 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_PHA_lymphocytes_PK_113.000536.000536 2 3.4176 0.3786 2245.19 2245.5 1 50 1 T.GVPADILTETINTVSEVIRGC.Q 324 0 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011721.01172 2 3.3838 0.3357 1438.87 1437.8 1 81.818184 1 K.VTNLHLMLQLVR.V 277 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_NT_lymphocytes_PK_105.008331.0083 2 4.4089 0.3272 1680.47 1681.6 2 69.230774 2 I.SNEEEEEVEENSTR.Q 91 1 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007271.0072 2 2.893 0.1241 1316.49 1315.5 5 77.77778 1 R.LREEIEELKR.N 735 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007132.00713 2 3.2424 0.3627 1598.39 1598.8 2 66.66667 2 K.TLEQHDNIVTHYK.N 644 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_NT_lymphocytes_Ti_103.014558.014558.2 2 3.5512 0.4616 2855.49 2855.2 2 28.846153 2 R.VQLATSIGNPPVSLLQQCTNILSQGSK.I 461 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016726.0167 3 3.8139 0.2343 2204.51 2203.6 1 40.27778 1 R.LEVGIQAMEHLIHVLQTDR.S 55 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011825.0118 2 2.4854 0.1003 1440.71 1437.8 1 72.72727 2 K.VTNLHLMLQLVR.V 277 2 *
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_003706.1| gi|4505541|ref|NP_003706.1| "USO1 homolog, vesicle docking protein [Homo sapiens] " 11 18 15.9 962 107907 4.9 HsSD-NE_PHA_lymphocytes_PK_104.012306.012306 2 3.0901 0.2298 2184.73 2185.2 1 52.941177 1 L.YNIISNEEEEEVEENSTR.Q 87 1 *
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.020222.020222 2 2.6646 0.1504 3113.21 3110.3 2 32 1 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 253 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsSD-NE_PHA_lymphocytes_PK_108.019449.019449 2 2.9553 0.2546 1329.37 1328.6 1 83.33333 2 S.FFPDFVWTLR.D 174 1
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.012606.012606 2 2.6118 0.1791 1636.15 1634.9 7 53.846157 1 R.KGIQAEEILQTYLK.S 453 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.015784.0157 2 5.3956 0.3852 2732.53 2732 1 45.652176 2 R.DFSLDLEADGQPLTPDEYLTYSLK.L 184 2 *
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_113.011672.01167 2 3.048 0.2868 1411.65 1411.7 1 75 2 K.GIWMWCVPHPK.K 77 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.013936.01393 2 4.5435 0.3511 1892.53 1892.2 1 73.333336 2 K.VQLPTESLQELLDLHR.D 343 2 *
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.019510.0195 2 2.4511 0.242 3110.35 3110.3 5 32 1 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 253 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.018874.01887 2 4.5806 0.3802 3112.13 3110.3 1 42 2 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 253 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011847.01184 2 3.5444 0.2588 1635.83 1634.9 1 65.38461 2 R.KGIQAEEILQTYLK.S 453 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.013665.0136 2 3.1781 0.3071 1892.67 1892.2 1 56.666668 1 K.VQLPTESLQELLDLHR.D 343 2 *
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsSD-NE_NT_lymphocytes_Ti_108.012626.012626.2 2 3.2547 0.0943 1635.19 1634.9 7 57.692307 1 R.KGIQAEEILQTYLK.S 453 2
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_002044.1| gi|4503939|ref|NP_002044.1| "guanylate binding protein 1, interferon-inducible, 67kD [Homo sap 6 22 17.1 592 67903 6.3 HsSD-NE_NT_lymphocytes_Ti_106.019824.019824.2 2 3.9696 0.3095 3110.59 3110.3 1 40 5 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 253 2
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_PHA_lymphocytes_Ti_109.020067.020067 2 3.3497 0.2199 3011.99 3009.3 1 35.416664 1 K.SEEELEDYIVEIEILATCDHPYIVK.L 71 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.018050.0180 2 5.5546 0.5152 2261.01 2261.4 1 70 5 R.DLDPNEVWEIVGELGDGAFGK.V 29 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.020288.0202 3 4.4671 0.4527 2261.57 2261.4 1 40 1 R.DLDPNEVWEIVGELGDGAFGK.V 29 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.006596.00659 2 3.1028 0.123 1393.75 1394.5 2 75 1 K.CHLLVEHETQK.L 888 2
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.020230.02023 2 5.5402 0.5184 2262.65 2261.4 1 65 1 R.DLDPNEVWEIVGELGDGAFGK.V 29 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011505.01150 2 3.203 0.3171 1433.63 1431.7 2 77.27273 2 R.QMLEALNFLHSK.R 140 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010472.01047 2 4.04 0.4055 1413.43 1413.5 1 90 2 K.FFDTELENLER.Q 608 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011360.01136 3 3.7698 0.2125 2625.95 2624.9 2 29.347824 1 K.NPETRPSAAQLLEHPFVSSITSNK.A 278 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.019846.01984 3 3.051 0.3661 2262.11 2261.4 1 33.75 1 R.DLDPNEVWEIVGELGDGAFGK.V 29 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.019517.01951 2 3.7003 0.3359 3012.07 3009.3 1 33.333336 3 K.SEEELEDYIVEIEILATCDHPYIVK.L 71 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_NT_lymphocytes_Ti_103.000168.000168.2 2 5.7911 0.4601 2263.05 2261.4 1 62.5 6 R.DLDPNEVWEIVGELGDGAFGK.V 29 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_PHA_lymphocytes_PK_102.018330.018330 2 3.0399 0.2531 1495.29 1493.7 3 57.692307 1 M.IEFCPGGAVDAIML.E 110 0 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_PHA_lymphocytes_PK_106.003275.003275 2 4.1496 0.349 2873.67 2874.2 1 46 3 M.IEFCPGGAVDAIMLELDRGLTEPQIQ.V 110 0 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_NT_lymphocytes_Ti_110.011958.011958.2 2 4.444 0.2968 2624.83 2624.9 1 41.304348 3 K.NPETRPSAAQLLEHPFVSSITSNK.A 278 2 *
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|NP_005981.3| gi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo sapiens] 11 34 13.9 968 112135 6.9 HsSD-NE_NT_lymphocytes_Ti_111.012967.012967.3 3 5.4965 0.29 3163.88 3165.6 1 32.142857 3 K.IALDKNPETRPSAAQLLEHPFVSSITSNK.A 273 2 *
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_PHA_lymphocytes_Ti_109.019851.019851 2 3.5181 0.4433 3035.37 3033.4 1 35.185184 1 R.GVFHGIENFINEASYMSILGMTPGFGDK.T 275 2 *
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.012329.012329 2 4.6726 0.2339 2492.55 2491.8 2 50 2 K.AKPYEGSILEADCDILIPAASEK.Q 364 2
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_PHA_lymphocytes_PK_109.012261.01226 2 4.3064 0.3773 2044.65 2045.3 1 60.526318 1 K.KGFIGPGIDVPAPDMSTGER.E 212 2 *
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009080.00908 2 2.6246 0.1161 1741.93 1738.9 3 53.333336 1 K.HGGTIPIVPTAEFQDR.I 481 2 *
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsNaOH-NE_NT_lymphocytes_PK_109.011735.0117 2 3.5656 0.3242 1425.45 1426.5 1 77.27273 2 R.DDGSWEVIEGYR.A 125 2
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_NT_lymphocytes_Ti_102.011084.011084.2 2 2.8744 0.1347 1426.47 1426.5 1 72.72727 1 R.DDGSWEVIEGYR.A 125 2
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_NT_lymphocytes_Ti_113.014936.014936.2 2 3.0182 0.2036 3036.37 3033.4 1 29.62963 1 R.GVFHGIENFINEASYMSILGMTPGFGDK.T 275 2 *
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_005262.1| gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Homo sapiens] 6 10 19.5 558 61398 7.8 HsSD-NE_NT_lymphocytes_Ti_101.010166.010166.2 2 2.1533 0.1482 1101.83 1101.2 2 77.77778 1 K.VYNEAGVTFT.- 549 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_PHA_lymphocytes_Ti_107.008577.008577 2 3.2466 0.3907 2996.99 2998.2 1 36.53846 1 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_PHA_lymphocytes_Ti_107.008605.008605 3 3.8988 0.4047 2995.64 2998.2 1 33.653847 3 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_PHA_lymphocytes_PK_112.011678.011678 3 3.7987 0.2251 2997.44 2998.2 5 28.846153 1 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.016000.01600 2 4.8169 0.3813 2303.91 2301.6 1 55 1 K.LVVGGLLSPEEDQSLLLSQFR.E 152 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_NT_lymphocytes_Ti_114.017897.01789 2 4.1501 0.3688 2468.91 2467 1 47.61905 2 R.LALTAPPEALLMVLPFICNLLR.R 375 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_NT_lymphocytes_Ti_112.011346.011346.2 2 3.2108 0.4058 2997.15 2998.2 1 32.692307 2 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_NT_lymphocytes_Ti_104.016972.016972.2 2 3.7161 0.3292 2300.81 2301.6 1 52.499996 1 K.LVVGGLLSPEEDQSLLLSQFR.E 152 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_NT_lymphocytes_Ti_104.017007.017007.3 3 3.6144 0.1084 2302.61 2301.6 8 28.75 1 K.LVVGGLLSPEEDQSLLLSQFR.E 152 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsSD-NE_NT_lymphocytes_Ti_112.011326.011326.3 3 3.7199 0.2489 2997.8 2998.2 1 29.807693 2 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010202.0102 2 3.0929 0.3666 2998.53 2998.2 1 36.53846 2 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.014511.0145 3 3.8387 0.2974 2950.55 2950.4 1 33.653847 2 R.VTGQHPEVPPAFWNNAFTLLSAVSLPR.R 195 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.009479.0094 2 2.3647 0.14 1428.47 1425.7 8 50 1 R.LGELLGHPSFQVK.E 103 2 *
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NP_076983.1| gi|13129068|ref|NP_076983.1| nucleolar complex associated 4 homolog [Homo sapiens] 7 21 21.3 516 58468 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010186.0101 3 3.7288 0.1751 2999.12 2998.2 1 30.769232 2 R.VLVHRPHGPELDADPYDPGEEDPAQSR.A 403 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_PHA_lymphocytes_Ti_107.012945.012945 2 2.3767 0.1571 1443.43 1442.8 1 62.5 1 K.KAILCLLLGGVER.D 315 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.017854.017854 2 3.7153 0.3366 2174.01 2174.4 1 55.555557 2 R.TLTSCFLSCVVCVEGIVTK.C 115 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007598.00759 2 5.0213 0.5663 1936.87 1937 1 65.789474 2 R.GSSGVGLTAAVTTDQETGER.R 372 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007884.0078 2 3.8133 0.4468 1936.61 1937 1 50 2 R.GSSGVGLTAAVTTDQETGER.R 372 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014003.01400 2 3.2441 0.0944 1667.85 1664.9 1 65.38461 1 R.LLNNAFEELVAFQR.A 65 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.012315.0123 2 3.4172 0.2105 1447.17 1446.6 4 62.5 1 R.SVDVILDDDLVDK.A 216 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007480.0074 2 2.4711 0.1963 1427.29 1424.6 5 54.166668 1 K.SLAPSIHGHDYVK.K 302 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.014025.0140 2 2.7507 0.293 1667.05 1664.9 1 69.230774 1 R.LLNNAFEELVAFQR.A 65 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013787.0137 2 3.0514 0.1875 1314.65 1314.6 1 77.27273 2 K.AILCLLLGGVER.D 316 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012944.01294 2 3.7835 0.3849 2193.89 2194.3 1 47.058823 1 R.DYLDFLDDEEDQGIYQSK.V 18 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011306.011306.1 1 2.9265 0.374 1447.1 1446.6 1 66.66667 1 R.SVDVILDDDLVDK.A 216 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_111.010328.010328.2 2 2.8482 0.273 1164.29 1163.3 1 77.77778 1 K.HDNLLHGTKK.K 548 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_104.012906.012906.2 2 3.3146 0.2226 1527.89 1525.8 1 67.85714 2 R.GDINILLIGDPSVAK.S 337 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_102.008544.008544.2 2 5.3081 0.5171 1936.79 1937 1 65.789474 2 R.GSSGVGLTAAVTTDQETGER.R 372 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_102.014588.014588.2 2 5.9774 0.3979 2196.01 2194.3 1 76.47059 2 R.DYLDFLDDEEDQGIYQSK.V 18 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_106.013642.013642.2 2 3.4901 0.3742 1666.07 1664.9 1 76.92308 3 R.LLNNAFEELVAFQR.A 65 2 *
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_002379.2| gi|6631095|ref|NP_002379.2| minichromosome maintenance complex component 3 [Homo sapie 11 28 16.7 808 90981 5.8 HsSD-NE_NT_lymphocytes_Ti_107.014253.014253.2 2 3.0067 0.2121 1315.81 1314.6 2 72.72727 3 K.AILCLLLGGVER.D 316 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsSD-NE_PHA_lymphocytes_PK_113.020359.020359 2 2.5526 0.1515 1906.83 1908.3 3 41.666664 1 R.SRQGNPVAPIKTPMIAGGL.F 292 1 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013492.0134 3 3.494 0.2113 2801.54 2799 2 30.952381 1 K.VLTFLDSHCECNEHWLEPLLER.V 219 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010852.0108 2 2.674 0.2804 1872.61 1870.1 4 50 2 R.VDLPATSVVITFHNEAR.S 133 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.013958.01395 2 3.2846 0.2357 2799.45 2799 4 30.952381 1 K.VLTFLDSHCECNEHWLEPLLER.V 219 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.013392.0133 2 3.6709 0.4492 2799.33 2799 1 38.095238 3 K.VLTFLDSHCECNEHWLEPLLER.V 219 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011201.0112 2 2.5311 0.2546 1872.51 1871.1 9 43.333332 1 R.WPDFNQEAYVGGTMVR.S 78 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013245.01324 2 3.2878 0.2482 1183.51 1183.4 5 77.77778 2 K.GGFDWNLVFK.W 272 2 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsNaOH-NE_NT_lymphocytes_PK_112.002824.0028 1 1.9592 0.1777 1031.43 1032.1 1 66.66667 1 L.DTLGHFADGV.V 458 0 *
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_004472.1| gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosaminyltransferase 2 [Homo sapiens] 7 13 16.5 571 64733 8.4 HsSD-NE_NT_lymphocytes_Ti_104.012402.012402.2 2 3.2813 0.3149 1873.01 1871.1 2 46.666668 1 R.WPDFNQEAYVGGTMVR.S 78 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.009383.009383 3 3.9388 0.3431 4196.66 4196.5 1 23.837208 1 R.EVAEAATGEDASSPPPKTEAASDPQHPAASEGAAAAAASPPLLR.C 6 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsSD-NE_PHA_lymphocytes_PK_111.013053.013053 2 2.7586 0.1736 1670.57 1667.9 1 57.14286 1 L.FDFGNLQPGHSVLVH.M 181 0 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007887.00788 3 3.7596 0.283 4199.33 4196.5 1 21.511627 2 R.EVAEAATGEDASSPPPKTEAASDPQHPAASEGAAAAAASPPLLR.C 6 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.008285.0082 2 2.1442 0.0997 1445.59 1443.7 3 50 1 R.PAAPPAPGPGQLTLR.L 68 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_NT_lymphocytes_Ti_113.014706.01470 2 4.1662 0.1618 2179.43 2177.5 1 61.764706 2 R.TWWNQFSVTALQLLQANR.A 304 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.008343.0083 3 4.2068 0.3406 3053.9 3054.3 1 34 2 K.HEALKENGVTHPIDYHTTDYVDEIKK.I 226 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsSD-NE_NT_lymphocytes_Ti_110.009792.009792.2 2 2.5408 0.3556 1442.47 1443.7 4 53.571426 1 R.PAAPPAPGPGQLTLR.L 68 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.014736.0147 2 3.3664 0.1279 2180.47 2177.5 2 47.058823 1 R.TWWNQFSVTALQLLQANR.A 304 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.000158.0001 3 3.6026 0.1056 3698.99 3700.2 6 19.69697 1 R.AVCGFHLGYLDGEVELVSGVVARLLALYNQGHIK.P 322 2 *
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NP_006364.2| gi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 [Homo sapiens] 7 14 39.7 393 41920 6.3 HsSD-NE_NT_lymphocytes_Ti_115.010320.010320.2 2 3.7174 0.2325 1928.87 1928.2 1 55.555557 2 K.LQSRPAAPPAPGPGQLTLR.L 64 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.000524.000524 2 5.2887 0.3431 1643.81 1643.9 1 76.666664 2 R.EGAILTLLSDIASALR.Y 119 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.011080.01108 2 2.6201 0.229 1711.73 1711 1 57.692307 2 R.KVWGQVWHSIQTLK.E 428 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.002102.0021 2 4.3329 0.4037 1643.57 1643.9 1 63.333332 5 R.EGAILTLLSDIASALR.Y 119 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007658.00765 2 2.8912 0.218 1504.95 1505.6 1 66.66667 1 K.YSEQTEFGITSDK.L 497 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007799.0077 2 3.5043 0.3499 1505.09 1505.6 1 83.33333 1 K.YSEQTEFGITSDK.L 497 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011193.01119 2 3.5007 0.0948 1165.55 1165.4 1 87.5 1 K.RNLAFFQLR.K 419 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.016991.01699 2 3.9108 0.3247 1644.55 1643.9 1 60.000004 3 R.EGAILTLLSDIASALR.Y 119 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.008151.0081 2 2.8207 0.2409 1357.31 1357.5 2 68.181816 1 Q.ISPRPQPESVSC.I 401 0 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsSD-NE_NT_lymphocytes_Ti_106.003141.003141.2 2 4.9339 0.3442 1644.03 1643.9 1 76.666664 7 R.EGAILTLLSDIASALR.Y 119 2 *
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NP_001547.1| gi|41352712|ref|NP_001547.1| "inhibitor of kappa light polypeptide gene enhancer in B-cells, kinas 6 24 11.8 756 86564 5.8 HsSD-NE_NT_lymphocytes_Ti_107.019257.019257.2 2 3.8449 0.3865 2853.89 2855.1 1 39.583336 1 K.KSEELVAEAHNLCTLLENAIQDTVR.E 704 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsSD-NE_PHA_lymphocytes_Ti_102.006633.006633 3 3.2185 0.2501 1523.75 1521.7 1 50 1 R.YDERPGPSPLPHR.D 219 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsNaOH-NE_NT_lymphocytes_Ti_113.010257.01025 3 3.1583 0.2533 1727.15 1726.9 3 50 1 K.HHNQPYCGIAPYIR.E 33 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009256.00925 2 2.9893 0.2188 944.23 944.08 2 83.33333 1 R.RLGGGLGGTR.R 191 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009458.0094 2 3.2302 0.2543 944.29 944.08 1 77.77778 2 R.RLGGGLGGTR.R 191 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsSD-NE_NT_lymphocytes_Ti_111.010860.010860.3 3 3.5564 0.2425 1521.86 1521.7 1 60.416668 1 R.YDERPGPSPLPHR.D 219 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009652.0096 2 2.144 0.1095 1034.49 1034.3 3 92.85714 1 K.RIHMVYSK.R 131 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1544.154 2 2.5342 0.1108 958.48 958.07 9 81.25 1 R.RGGADVNIR.H 201 2 *
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NP_003080.2| gi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotein 70 kDa [Homo sapiens] 6 12 12.4 437 51557 9.9 HsSD-NE_NT_lymphocytes_Ti_111.011771.011771.2 2 3.8335 0.2584 1728.07 1726.9 1 73.07692 4 K.HHNQPYCGIAPYIR.E 33 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_PHA_lymphocytes_Ti_114.012761.012761 3 3.0263 0.1348 2409.38 2407.7 9 28.75 1 K.HTHEGDPLESVVFIYSMPGYK.C 243 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.010846.010846 2 3.1019 0.2326 2038.15 2039.3 1 52.77778 1 K.VVIEDEQLVLGASQEPVGR.W 30 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_PHA_lymphocytes_Ti_112.012963.012963 2 4.0866 0.3455 2407.81 2407.7 1 50 1 K.HTHEGDPLESVVFIYSMPGYK.C 243 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008615.00861 2 3.6386 0.2714 2136.77 2136.4 1 44.444447 1 R.ETIELVHTEPTDVAQLPSR.V 210 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.019280.01928 2 2.8975 0.2543 2780.77 2779 1 39.130436 1 R.LDSQNAQGFEWLFLAWSPDNSPVR.L 73 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.014771.0147 2 2.4694 0.1596 2778.83 2779 1 36.95652 1 R.LDSQNAQGFEWLFLAWSPDNSPVR.L 73 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_NT_lymphocytes_Ti_106.013414.013414.2 2 2.6903 0.1771 2478.57 2475.8 6 35.714287 1 K.KIEIGDGAELTAEFLYDEVHPK.Q 294 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_NT_lymphocytes_Ti_103.011165.011165.2 2 4.2961 0.1904 2041.43 2039.3 1 66.66667 2 K.VVIEDEQLVLGASQEPVGR.W 30 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_NT_lymphocytes_Ti_107.013368.013368.3 3 4.3834 0.346 2861.63 2860.2 1 33 2 K.EFGGGHIKDELFGTVKDDLSFAGYQK.H 111 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.010436.0104 2 2.7633 0.2427 1938.05 1935.2 4 46.875 1 K.HQTLQGLAFPLQPEAQR.A 172 2 *
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_009215.1| gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapiens] 8 13 42.4 349 39548 6.9 HsSD-NE_PHA_lymphocytes_PK_105.010817.010817 2 4.4771 0.2987 2136.97 2136.4 1 66.66667 1 R.ETIELVHTEPTDVAQLPSR.V 210 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.008674.008674 2 2.4037 0.2607 1707.81 1708.8 3 57.692307 1 K.QTSNCVLEICAEQR.N 608 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.020417.020417 2 4.5591 0.337 2031.33 2029.3 1 69.44444 3 K.AYIGFIQSLAQFLGADASR.V 746 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_PK_107.015472.015472 2 5.1086 0.4142 2093.51 2093.5 1 60.526318 2 A.VKELETVLADEPGLLGPKAL.F 348 0 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.006274.006274 2 2.9662 0.353 1682.47 1683.8 1 65.38461 1 K.EHVIANSGQFHCQR.R 327 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_PK_110.016588.016588 2 3.0055 0.1774 1476.13 1474.7 1 63.636364 1 S.HCPFLMGPIECL.K 932 0 *
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628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.009270.009270 2 2.8171 0.1945 1906.79 1907.1 2 46.666668 1 K.NHGLHHCNSFLEELAK.Q 592 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_PK_107.013524.013524 2 3.594 0.2328 1911.41 1909.2 1 58.823532 1 A.VKELETVLADEPGLLGPK.A 348 1 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010760.01076 2 3.5628 0.4511 1681.49 1681.9 1 60.000004 1 K.ELETVLADEPGLLGPK.A 350 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.001314.00131 3 3.7199 0.2257 2353.16 2353.6 6 33.75 1 K.TPEDYADSSIAELLFLLEGIR.S 395 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011003.0110 2 3.6935 0.316 2108.17 2106.2 1 52.941177 2 R.EGEQNFSAEEFSDISEMR.A 821 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.020728.02072 2 3.579 0.2734 2030.51 2029.3 1 52.77778 1 K.AYIGFIQSLAQFLGADASR.V 746 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010407.01040 2 3.5017 0.2506 2106.51 2106.2 1 52.941177 2 R.EGEQNFSAEEFSDISEMR.A 821 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_PK_106.011930.011930 1 2.3425 0.2322 1320.59 1321.5 1 72.22222 2 M.EFRDHVYELL.N 100 0 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_NT_lymphocytes_Ti_112.012076.012076.2 2 3.5726 0.3035 1909.53 1907.1 6 43.333332 1 K.NHGLHHCNSFLEELAK.Q 592 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010864.0108 2 3.9525 0.4071 1908.67 1907.1 1 53.333336 1 K.NHGLHHCNSFLEELAK.Q 592 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_NT_lymphocytes_Ti_112.010270.010270.2 2 3.4568 0.4321 1247.49 1246.4 1 75 1 R.NSTQHLGPVHR.E 69 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_NT_lymphocytes_Ti_114.015854.015854.2 2 2.9323 0.1819 2029.99 2029.3 2 38.88889 2 K.AYIGFIQSLAQFLGADASR.V 746 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009567.0095 2 3.545 0.1967 1684.67 1683.8 4 61.538464 2 K.EHVIANSGQFHCQR.R 327 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.001299.0012 2 4.8535 0.4072 2356.05 2353.6 1 57.5 5 K.TPEDYADSSIAELLFLLEGIR.S 395 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_NT_lymphocytes_Ti_111.017873.017873.2 2 3.1224 0.1342 2584.51 2582.9 1 43.18182 1 K.TKTPEDYADSSIAELLFLLEGIR.S 393 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_NT_lymphocytes_Ti_106.014965.014965.3 3 3.3142 0.1353 2577.5 2575 1 31.52174 1 R.SNFSKPDLMASLLPQLTGAENVLK.R 883 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.016691.0166 2 3.0305 0.2813 2582.87 2582.9 1 34.090908 2 K.TKTPEDYADSSIAELLFLLEGIR.S 393 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.020496.0204 2 5.203 0.3879 2031.27 2029.3 1 75 5 K.AYIGFIQSLAQFLGADASR.V 746 2 *
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NP_005328.2| gi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Homo sapiens] 16 41 16.1 1127 128153 6.9 HsSD-NE_PHA_lymphocytes_PK_105.015920.015920 2 3.3599 0.2636 1866.83 1866.2 3 47.058823 1 K.ELETVLADEPGLLGPKAL.F 350 1 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.010480.010480 2 3.4934 0.2002 2124.87 2122.4 1 57.894737 3 R.KTESIDVMDAVGSNIVVSTR.T 247 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_PHA_lymphocytes_PK_109.012175.012175 2 2.9551 0.1726 1842.45 1841.1 5 46.875 1 K.ILQDIASGSHPFSQVLK.E 451 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_PHA_lymphocytes_PK_108.015467.015467 2 3.1663 0.1914 1518.75 1518.9 1 69.230774 2 Q.LLADPLVPPQLTIK.D 679 1 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009592.00959 2 4.057 0.3262 2072.35 2072.4 1 55.263157 1 R.IASQVAALDLGYKPGVEAIR.K 519 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012932.0129 3 3.3021 0.1977 3227.75 3229.6 2 28.448275 1 K.DCFIIYQGHHGDVGAPIADVILPGAAYTEK.S 563 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010131.0101 2 4.5201 0.4522 2353.91 2355.5 1 57.14286 2 R.VDSDTLCTEEVFPTAGAGTDLR.S 361 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009860.00986 2 4.6213 0.4284 1840.59 1841.1 1 71.875 1 K.ILQDIASGSHPFSQVLK.E 451 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010070.0100 2 3.4745 0.1007 2108.73 2106.2 1 70.588234 1 R.YDDIEGANYFQQANELSK.L 656 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_NT_lymphocytes_Ti_102.009900.009900.2 2 4.8061 0.3125 1612.25 1609.7 1 83.33333 3 R.FASEIAGVDDLGTTGR.G 185 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_NT_lymphocytes_Ti_105.002895.002895.2 2 3.6774 0.2707 1798.83 1797.1 1 47.22222 2 K.DVAAIAGGLVDAEALVALK.D 337 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_NT_lymphocytes_Ti_114.021032.021032.2 2 2.5438 0.0801 2762.45 2760.1 1 32 1 R.SNYLLNTTIAGVEEADVVLLVGTNPR.F 383 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_NT_lymphocytes_Ti_102.014042.014042.1 1 1.9395 0.1354 1529.17 1529.7 2 46.666668 1 R.NDGAAILAAVSSIAQK.I 484 2 *
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NP_004997.4| gi|33519475|ref|NP_004997.4| "NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa precurs 11 26 30 727 79468 6.2 HsSD-NE_NT_lymphocytes_Ti_107.013541.013541.3 3 5.5656 0.3164 3229.82 3229.6 1 37.931034 7 K.DCFIIYQGHHGDVGAPIADVILPGAAYTEK.S 563 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsSD-NE_PHA_lymphocytes_Ti_114.011121.011121 2 3.8336 0.3544 2224.99 2225.6 1 52.941177 1 R.FYSFHVVHTPPLHPDFKR.A 178 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.007500.007500 2 3.1625 0.2431 1976.71 1975 1 56.666668 1 K.THQDQYSFSTDTVECR.F 162 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsSD-NE_PHA_lymphocytes_Ti_112.011187.011187 3 5.1083 0.3598 2224.25 2225.6 1 45.588234 2 R.FYSFHVVHTPPLHPDFKR.A 178 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013689.01368 2 4.3785 0.4033 1876.41 1875.1 1 61.764706 4 K.FVPGAWLAGEGVDVTSLR.R 37 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010874.01087 2 2.7053 0.1297 1083.79 1084.3 1 93.75 2 R.LPLALTNWR.A 88 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014506.0145 2 3.6126 0.2791 1544.63 1544.8 1 57.14286 1 R.LDFGDVLLATGGPLR.L 465 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014318.01431 2 4.3079 0.3684 1544.51 1544.8 1 75 2 R.LDFGDVLLATGGPLR.L 465 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013265.01326 3 5.0051 0.3478 1875.29 1875.1 1 47.058823 2 K.FVPGAWLAGEGVDVTSLR.R 37 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsSD-NE_NT_lymphocytes_Ti_104.015408.015408.2 2 4.3217 0.3784 1543.95 1544.8 1 75 2 R.LDFGDVLLATGGPLR.L 465 2 *
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|NP_001076585.1| gi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapiens] 8 18 17.1 555 61377 7.8 HsSD-NE_PHA_lymphocytes_PK_106.018842.018842 2 3.5393 0.3449 2011.19 2008.3 1 55.555557 1 N.SLPGSPGLVDYTLEPLHVL.L 331 0 *
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_005557.1| gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo sapiens] 4 12 21.1 332 36689 8.3 HsSD-NE_PHA_lymphocytes_Ti_111.013293.013293 3 3.6608 0.2893 3670.76 3671.1 1 22.058825 1 R.LGVHPLSCHGWVLGEHGDSSVPVWSGMNVAGVSLK.T 178 2 *
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_005557.1| gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo sapiens] 4 12 21.1 332 36689 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007380.00738 2 2.893 0.1807 1911.97 1912.1 2 60.000004 1 K.TLHPDLGTDKDKEQWK.E 213 2 *
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_005557.1| gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo sapiens] 4 12 21.1 332 36689 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007586.0075 2 3.8176 0.4026 1911.33 1912.1 1 66.66667 5 K.TLHPDLGTDKDKEQWK.E 213 2 *
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_005557.1| gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo sapiens] 4 12 21.1 332 36689 8.3 HsSD-NE_PHA_lymphocytes_PK_106.000755.000755 2 3.4229 0.2706 2087.83 2086.3 2 41.666664 1 K.DLADELALVDVIEDKLKGE.M 43 1 *
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_005557.1| gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo sapiens] 4 12 21.1 332 36689 8.3 HsSD-NE_NT_lymphocytes_Ti_103.016985.016985.2 2 3.934 0.414 1659.45 1658.8 1 67.85714 4 K.DLADELALVDVIEDK.L 43 2 *
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.009060.009060 2 2.5347 0.284 1432.77 1431.8 1 68.181816 1 R.KLIHLEIKPAIR.N 101 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.012554.012554 3 7.4167 0.3618 3617.27 3616.1 1 33.82353 2 R.RKPVLPALTINPTIAEGPSPTSEGASEANLVDLQK.K 5 2 *
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009270.00927 3 4.7722 0.3356 2623.7 2621.9 1 34.782608 2 K.ELEAIFGRPVVDGEEGEPHSISPR.P 274 2 *
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.016317.0163 2 3.0556 0.2987 2374.61 2375.6 1 45.238094 1 K.LCDFGVSGQLIDSMANSFVGTR.S 210 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsNaOH-NE_NT_lymphocytes_Ti_114.010425.01042 2 2.2321 0.2165 1303.73 1303.6 7 60.000004 1 K.LIHLEIKPAIR.N 102 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_NT_lymphocytes_Ti_103.017374.017374.2 2 6.3504 0.4891 2376.99 2375.6 1 64.28571 3 K.LCDFGVSGQLIDSMANSFVGTR.S 210 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.011630.0116 3 7.2976 0.4254 3615.71 3616.1 1 36.02941 2 R.RKPVLPALTINPTIAEGPSPTSEGASEANLVDLQK.K 5 2 *
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_NT_lymphocytes_Ti_112.012016.012016.2 2 2.9492 0.0906 1303.07 1303.6 2 75 1 K.LIHLEIKPAIR.N 102 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_NT_lymphocytes_Ti_103.017381.017381.3 3 4.9599 0.4472 2375.78 2375.6 1 41.666664 2 K.LCDFGVSGQLIDSMANSFVGTR.S 210 2
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_PHA_lymphocytes_PK_106.012134.012134 1 2.0149 0.3031 1485.79 1486.6 2 54.545456 1 L.HECNSPYIVGFY.G 123 0
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NP_109587.1| gi|13489054|ref|NP_109587.1| mitogen-activated protein kinase kinase 2 [Homo sapiens] 7 18 26.2 400 44424 6.5 HsSD-NE_NT_lymphocytes_Ti_113.011980.011980.3 3 8.5721 0.4186 3617.45 3616.1 1 36.764706 2 R.RKPVLPALTINPTIAEGPSPTSEGASEANLVDLQK.K 5 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_Ti_104.015048.015048 2 4.7746 0.4125 2679.81 2678.7 1 45.238094 1 R.NESCSENYTTDFIYQLYSEEGK.G 638 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.009761.009761 2 3.0953 0.3203 1684.51 1684.9 6 50 1 K.KFTTDDSICVLGISK.R 710 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.011166.01116 1 2.0234 0.1089 1433.83 1431.6 4 50 1 R.KEWSGLLEELAR.N 139 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012102.0121 2 3.522 0.1269 1915.83 1913.2 1 53.125 4 R.IIEVVDAIMTTAQSHQR.T 194 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.012450.01245 2 4.3463 0.3412 1916.05 1913.2 1 65.625 2 R.IIEVVDAIMTTAQSHQR.T 194 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_PK_105.018557.018557 2 3.1817 0.2301 2594.43 2593.8 4 35 1 A.DWVFLPESPPEEGWEEQMCVK.L 235 1 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_PK_105.018566.018566 2 4.083 0.2546 1557.43 1557.7 1 72.72727 3 A.YIFEEPFDIRDL.Q 604 0 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_PK_105.018561.01856 1 2.3577 0.2278 1557.58 1557.7 3 59.090908 1 A.YIFEEPFDIRDL.Q 604 0 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_PK_106.019370.019370 2 3.2439 0.2639 2366.19 2365.6 1 41.666664 1 A.YIFEEPFDIRDLQSNVEHL.T 604 0 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_104.013191.013191.1 1 3.1101 0.2839 1448.2 1448.7 1 62.5 1 R.MLAIYDGFDGFAK.G 443 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_104.010430.010430.2 2 4.2808 0.3876 2171.95 2171.4 1 57.14286 3 K.TNCNVAVINVGAPAAGMNAAVR.S 409 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_102.011206.011206.2 2 3.3231 0.2925 1557.13 1556.7 1 61.538464 1 K.FTTDDSICVLGISK.R 711 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_102.009285.009285.2 2 4.2162 0.312 1788.69 1789 1 55.555557 1 K.AIGVLTSGGDAQGMNAAVR.A 26 2
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_110.013822.013822.2 2 3.9116 0.3535 1912.31 1913.2 1 59.375 1 R.IIEVVDAIMTTAQSHQR.T 194 2 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_PHA_lymphocytes_PK_105.014642.014642 2 3.3812 0.2719 1329.49 1329.5 1 88.88889 2 A.YIFEEPFDIR.D 604 1 *
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NP_002618.1| gi|11321601|ref|NP_002618.1| "phosphofructokinase, platelet [Homo sapiens] " 14 25 23.1 784 85596 7.6 HsSD-NE_NT_lymphocytes_Ti_102.014129.014129.2 2 4.2609 0.3701 2122.43 2120.3 1 50 1 K.EIGWTDVGGWTGQGGSILGTK.R 460 2 *
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.009959.009959 2 3.1182 0.2463 1934.75 1932.2 1 50 2 R.DYQGPLKEHEVTIFVR.R 363 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.012736.012736 3 4.4383 0.175 2601.17 2599.1 1 33.333336 1 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_PHA_lymphocytes_Ti_104.018266.018266 2 3.1529 0.3183 2193.87 2195.4 3 42.105263 3 R.EEADEYIDIGALNGIFVLGR.S 1046 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_NT_lymphocytes_Ti_114.012249.01224 3 4.2748 0.251 2598.41 2599.1 1 33.333336 2 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.009813.00981 2 2.8355 0.145 1395.47 1396.6 2 68.181816 1 R.SMGFIGHYLDQK.R 1066 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009312.0093 2 2.861 0.1805 1931.45 1932.2 8 50 1 R.DYQGPLKEHEVTIFVR.R 363 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013260.01326 2 3.0131 0.2449 1420.93 1418.6 1 77.27273 1 K.WGDIEFPPPFGR.E 233 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.013881.01388 2 2.6837 0.1219 1973.79 1972.2 4 40.625 1 R.QHFPATPLLDYALEVEK.I 996 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_NT_lymphocytes_Ti_113.012392.01239 2 3.5644 0.2328 2598.73 2599.1 1 45.238094 1 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_111.014089.014089.3 3 4.6565 0.155 2601.86 2599.1 1 33.333336 1 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.012482.0124 2 3.8957 0.4131 2598.97 2599.1 1 47.61905 3 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_PHA_lymphocytes_PK_106.016444.016444 2 3.1378 0.1666 1418.37 1418.6 1 81.818184 1 K.WGDIEFPPPFGR.E 233 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_112.013648.013648.2 2 4.2628 0.2984 2599.55 2599.1 1 52.380955 4 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.012537.0125 3 6.0135 0.3584 2601.74 2599.1 1 44.04762 1 R.LLQDHPWLLSQNLVVKPDQLIK.R 43 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_104.013139.013139.2 2 4.426 0.2359 1400.49 1398.7 1 80.769226 2 K.LGLVGVNLTLDGVK.S 69 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_104.013365.013365.2 2 5.0802 0.4144 1568.11 1568.9 1 82.14286 2 R.TIAIIAEGIPEALTR.K 593 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_PHA_lymphocytes_PK_106.018130.018130 2 4.4805 0.2501 2327.75 2327.6 1 58.333332 6 K.NFLIEPFVPHSQAEEFYVC.I 104 1
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_103.018750.018750.2 2 4.3095 0.2863 1647.67 1647.9 2 73.333336 1 K.DLVSSLTSGLLTIGDR.F 919 2
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NP_001087.2| gi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo sapiens] 12 36 14.8 1101 120839 7.3 HsSD-NE_NT_lymphocytes_Ti_104.013120.013120.1 1 2.8274 0.2946 1398.76 1398.7 1 57.692307 2 K.LGLVGVNLTLDGVK.S 69 2
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_PHA_lymphocytes_Ti_105.009804.009804 3 4.2161 0.3218 3910.16 3910 9 21.774193 1 R.HPPDEDFRGPPDEDFRHPPDEDFRSPQEEDFR.C 805 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_PHA_lymphocytes_Ti_105.009650.009650 3 4.0106 0.2752 3839.03 3841 4 21.666666 1 R.SREEDFRHPPDEDFRGPPDEDFRHPPDEDFR.S 798 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.006775.006775 2 2.804 0.1308 1036.37 1036.2 1 85.71429 12 R.RPPPEHFR.R 733 2
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007788.0077 2 2.1079 0.1517 1926.69 1927 2 50 1 R.HPPDEDFRGPPDEDFR.H 805 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.013881.01388 2 3.1032 0.285 1697.07 1695.9 1 65.38461 3 K.ANVNEILDFFHGYR.I 936 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_NT_lymphocytes_Ti_103.012979.012979.2 2 2.6407 0.1966 1614.33 1612.8 1 61.538464 1 K.DPPIYSVGAFENFR.H 515 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.008954.0089 2 2.7929 0.1942 1067.33 1067.2 1 92.85714 6 R.RPPQEHFR.R 725 2
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011985.0119 3 3.7372 0.2151 2739.68 2737 1 31.52174 1 R.GDHSHLFDSKDPPIYSVGAFENFR.H 505 2 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_PHA_lymphocytes_PK_105.015656.015656 2 2.6602 0.1892 1782.37 1783 1 47.058823 1 L.TIPDGGVHIIGGEIGEAF.I 27 0 *
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|NP_976324.2| gi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [Homo sapiens] 9 39 11.1 1001 118103 6.8 HsSD-NE_NT_lymphocytes_Ti_112.010073.010073.2 2 2.732 0.1033 1037.83 1036.2 9 78.57143 12 R.RPPPEHFR.R 733 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsSD-NE_PHA_lymphocytes_PK_108.012662.012662 2 3.3954 0.3208 1848.21 1849 2 50 2 S.SYCEYLRPPIDCFK.T 1171 1 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014871.0148 2 3.8245 0.3797 2252.09 2252.5 1 45 2 R.RADVLAFPSSGFTDLAEIVSR.I 1232 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.016838.01683 2 4.8593 0.3778 2096.25 2096.3 1 73.68421 1 R.ADVLAFPSSGFTDLAEIVSR.I 1233 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007667.0076 2 3.0214 0.2051 1813.69 1812.9 2 55.88235 1 K.VSQSTSSLVDTSVSATSR.P 67 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015570.01557 3 4.0537 0.2352 2255.12 2252.5 1 36.25 2 R.RADVLAFPSSGFTDLAEIVSR.I 1232 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011685.0116 2 4.4757 0.4036 1569.43 1569.8 1 71.875 3 R.VLTGNTIALVLGGGGAR.G 925 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.015303.0153 3 3.675 0.1784 2255.24 2252.5 6 31.25 1 R.RADVLAFPSSGFTDLAEIVSR.I 1232 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015596.01559 2 3.1998 0.4147 2250.13 2252.5 1 42.5 1 R.RADVLAFPSSGFTDLAEIVSR.I 1232 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009920.00992 2 2.8934 0.2645 2023.85 2023.2 1 66.66667 2 K.SSSYCEYLRPPIDCFK.T 1169 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008171.00817 2 3.5106 0.3906 1578.37 1578.8 1 63.333332 1 R.AQPSVVLSAAHTVAAR.M 570 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011217.01121 2 5.2832 0.513 2157.83 2156.4 1 68.42105 1 K.DGHLLMDGGYINNLPADIAR.S 1080 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010026.0100 2 3.6544 0.2672 1407.27 1407.6 1 83.33333 2 R.LGASALDSIQEFR.L 777 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011108.0111 3 6.1654 0.3405 3708.14 3705.2 1 31.25 1 R.ETPGRPPDPTGAPLPGPTGDPVKPTSLETPSAPLLSR.C 333 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019394.0193 2 2.8049 0.2542 2922.89 2922.3 5 26.785713 2 K.ALEEAGVPVDLVGGTSIGSFIGALYAEER.S 951 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4924.492 3 6.3156 0.4084 2827.15 2826.3 1 35.416664 2 R.DSTVLRLPVEAFSAVFTKYPESLVR.V 242 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsSD-NE_NT_lymphocytes_Ti_105.001850.001850.2 2 4.0125 0.4313 2964.53 2965.4 1 38.46154 3 K.SMTSVLEPVLDLTYPVTSMFTGSAFNR.S 994 2
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsSD-NE_NT_lymphocytes_Ti_103.009679.009679.2 2 2.8973 0.1739 1843.53 1844 1 47.22222 2 R.ISVSLQEEASGGSLAAPAR.T 397 2 *
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|NP_006693.3| gi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo sapiens] 16 32 20.6 1327 146215 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011786.0117 3 5.0089 0.406 1859.69 1859.2 1 58.928574 3 R.VLGHFEKPLFLELCR.H 147 2
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsSD-NE_PHA_lymphocytes_PK_111.003954.003954 2 2.7772 0.3086 3104.49 3105.3 1 33.333336 1 R.YTQPPTDLWDWFESFLDDEEDLDVK.A 167 2
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsNaOH-NE_NT_lymphocytes_Ti_109.019280.01928 2 3.2037 0.1665 2200.85 2198.6 1 50 1 K.TMNLNPMILTNILSSPYFK.V 55 2
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsNaOH-NE_NT_lymphocytes_PK_105.008976.0089 1 3.3112 0.2021 1191.45 1191.2 2 77.77778 1 F.LDDEEDLDVK.A 182 1
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsNaOH-NE_NT_lymphocytes_Ti_106.014663.01466 2 2.6584 0.2754 1296.41 1296.5 1 77.77778 1 K.LEWFSTLFPR.I 211 2
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.001463.0014 2 2.3355 0.2035 3105.49 3105.3 2 31.25 1 R.YTQPPTDLWDWFESFLDDEEDLDVK.A 167 2
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsSD-NE_PHA_lymphocytes_PK_102.002853.002853 2 4.0689 0.3555 1934.63 1933.1 1 75 1 R.YTQPPTDLWDWFESF.L 167 1
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_060531.1| gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 5 11 9.9 546 64441 10.5 HsSD-NE_NT_lymphocytes_Ti_106.003022.003022.2 2 3.6615 0.4265 3104.85 3105.3 1 39.583336 5 R.YTQPPTDLWDWFESFLDDEEDLDVK.A 167 2
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.020635.020635 3 3.4753 0.1685 2679.41 2680 2 28.125 1 R.AHITLGCAADVEAVQTGLDLLEILR.Q 329 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_PHA_lymphocytes_Ti_110.020092.020092 2 6.0381 0.4364 2681.07 2680 1 58.333332 4 R.AHITLGCAADVEAVQTGLDLLEILR.Q 329 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsNaOH-NE_NT_lymphocytes_Ti_108.020992.02099 2 3.0894 0.1441 1647.95 1648 1 75 1 K.DFLPLYFGWFLTK.K 184 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.016889.01688 2 4.3523 0.4004 2738.23 2738 1 40.909092 2 K.DKPELQFPFLQDEDTVATLLECK.T 28 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_NT_lymphocytes_Ti_105.017213.017213.2 2 3.1451 0.3446 2738.69 2738 2 34.090908 1 K.DKPELQFPFLQDEDTVATLLECK.T 28 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_NT_lymphocytes_Ti_104.013748.013748.3 3 3.7258 0.1216 3008.84 3009.3 1 27.000002 1 R.VELSEQQLQLWPSDVDKLSPTDNLPR.G 300 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.020524.0205 2 2.8594 0.195 1647.25 1648 1 66.66667 2 K.DFLPLYFGWFLTK.K 184 2 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_PHA_lymphocytes_PK_106.000209.000209 2 4.2659 0.2791 2320.39 2320.6 1 55.263157 2 K.DKPELQFPFLQDEDTVATLL.E 28 1 *
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NP_149124.3| gi|94721261|ref|NP_149124.3| "2',3'-cyclic nucleotide 3' phosphodiesterase [Homo sapiens] " 7 15 20.7 421 47579 9.1 HsSD-NE_NT_lymphocytes_Ti_104.018053.018053.3 3 4.6744 0.3592 2738.54 2738 1 38.636364 1 K.DKPELQFPFLQDEDTVATLLECK.T 28 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.010152.010152 2 2.8664 0.1401 1865.75 1864.1 7 44.11765 1 K.GDKDGSLEVTGQLGEVMK.E 794 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_PHA_lymphocytes_PK_111.000062.000062 2 3.2436 0.2462 1763.87 1763.1 1 56.666668 1 L.TPMTIPDVFPHLPLIA.I 113 0 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012339.01233 2 3.9823 0.3129 1499.47 1499.7 1 79.16667 2 K.TENPLILIDEVDK.I 582 2 *
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639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.001529.00152 2 2.7128 0.3082 1992.03 1991.3 1 50 1 K.DGPSAGCTIVTALLSLAMGR.P 852 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017846.01784 2 3.7995 0.2587 1593.79 1593.8 1 83.33333 2 R.NYLDWLTSIPWGK.Y 460 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.000812.0008 2 4.0525 0.3534 1991.53 1991.3 2 47.368423 2 K.DGPSAGCTIVTALLSLAMGR.P 852 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_104.018689.018689.3 3 4.3686 0.3944 3669.11 3671.1 1 27.272728 2 R.VVDNPIYLSDMGAALTGAESHELQDVLEETNIPK.R 324 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_PHA_lymphocytes_PK_106.000942.000942 2 4.3088 0.2792 2910.05 2908.1 1 42 1 R.GYQGDPSSALLELLDPEQNANFLDHY.L 598 1 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_106.000009.000009.3 3 5.8844 0.4815 3875.15 3875.2 1 27.941175 5 R.GYQGDPSSALLELLDPEQNANFLDHYLDVPVDLSK.V 598 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_PHA_lymphocytes_PK_105.013923.013923 2 3.5451 0.2835 2224.81 2224.3 2 47.22222 1 K.RDDSNESDVVESLDEIYHT.G 170 1 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_101.014481.014481.2 2 3.2638 0.1888 2165.11 2164.4 1 44.444447 1 R.EIFDIAFPDEQAEALAVER.- 941 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_105.017614.017614.1 1 2.4091 0.1064 1593.94 1593.8 1 58.333332 1 R.NYLDWLTSIPWGK.Y 460 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_108.002262.002262.2 2 3.4678 0.3828 1993.33 1991.3 4 39.473686 1 K.DGPSAGCTIVTALLSLAMGR.P 852 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_103.010696.010696.2 2 3.0762 0.1532 1355.43 1354.6 1 75 2 R.FSVGGMTDVAEIK.G 547 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_NT_lymphocytes_Ti_106.017748.017748.2 2 3.5848 0.1035 1593.79 1593.8 1 75 3 R.NYLDWLTSIPWGK.Y 460 2 *
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NP_004784.2| gi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Homo sapiens] 13 28 21 959 106489 6.4 HsSD-NE_PHA_lymphocytes_PK_105.017390.017390 2 4.5653 0.3812 1866.65 1865 1 73.333336 2 Y.REIFDIAFPDEQAEAL.A 940 0 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.019404.019404 2 3.7051 0.1441 1602.51 1603 1 69.230774 1 K.RLDLAGPLLAFLFR.G 392 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008931.0089 2 3.7439 0.3719 1967.95 1969.2 1 55.88235 1 R.HAIYDKLDDDGLIAPGVR.V 842 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008846.0088 2 3.8283 0.2907 1836.27 1835.1 1 57.692307 2 K.FEQIYLSKPTHWER.D 88 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.013606.0136 2 3.0549 0.2715 2641.65 2641.8 1 36.363636 1 R.DLCELNECPLDPGGYFIINGSEK.V 170 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_PHA_lymphocytes_PK_104.003942.003942 2 4.0819 0.4688 1731.75 1731.9 1 67.85714 2 S.VGSQPSPILEFLEEW.S 534 0 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_NT_lymphocytes_Ti_104.010845.010845.2 2 3.6475 0.4223 2798.95 2799 1 48 1 R.IVEDAPPIDLQAEAQHASGEVEEPPR.Y 58 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_NT_lymphocytes_Ti_102.015336.015336.2 2 4.2861 0.4213 2640.31 2641.8 2 38.636364 1 R.DLCELNECPLDPGGYFIINGSEK.V 170 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.5414.54 2 4.3546 0.3179 1446.39 1446.8 1 70.83333 2 R.LDLAGPLLAFLFR.G 393 2 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_PHA_lymphocytes_PK_104.000761.00076 2 3.2203 0.1692 1932.31 1932.2 1 56.25 1 Y.ISVGSQPSPILEFLEEW.S 532 0 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsSD-NE_PHA_lymphocytes_PK_104.002991.00299 2 3.0624 0.2379 2167.17 2166.4 3 44.444447 1 M.AYISVGSQPSPILEFLEEW.S 530 0 *
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_000929.1| gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II polypeptide B [Homo sapiens] 9 15 9.7 1174 133896 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.021599.0215 2 4.1808 0.2782 1446.57 1446.8 1 83.33333 2 R.LDLAGPLLAFLFR.G 393 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_PHA_lymphocytes_PK_107.019441.01944 2 3.4033 0.2274 1478.99 1477.7 3 77.27273 2 Q.LDFQLPIRFNLT.Y 563 0
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_PHA_lymphocytes_PK_107.019474.019474 1 2.1154 0.2141 1478.09 1477.7 2 54.545456 1 Q.LDFQLPIRFNLT.Y 563 0
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.017332.017332 2 2.8258 0.1438 1546.13 1543.8 6 54.166668 3 K.GAYIYNALIEFIR.S 349 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.008513.008513 3 4.1429 0.2842 2498.57 2497.8 1 40 4 R.FNLTYVSHDGDDKKRPVIVHR.A 571 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008555.0085 2 2.7264 0.2257 1027.89 1028.2 1 87.5 1 R.LADFGVLHR.N 434 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.016014.01601 2 3.9738 0.3938 2465.09 2462.7 1 47.368423 2 R.DQELYFFHELSPGSCFFLPK.G 329 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.011351.0113 2 3.5149 0.2762 1552.87 1550.7 1 79.16667 1 K.FLGDIEVWDQAEK.Q 505 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011214.01121 2 3.0074 0.1311 1553.61 1550.7 4 66.66667 1 K.FLGDIEVWDQAEK.Q 505 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017584.01758 2 2.9315 0.2184 1546.59 1543.8 1 66.66667 1 K.GAYIYNALIEFIR.S 349 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_PHA_lymphocytes_PK_106.020222.020222 2 3.415 0.2142 2542.85 2543.8 2 40 1 K.VNNVVWDLDRPLEEDCTLELL.K 122 1 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_NT_lymphocytes_Ti_107.016412.016412.2 2 4.6485 0.369 2464.51 2462.7 1 47.368423 5 R.DQELYFFHELSPGSCFFLPK.G 329 2 *
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NP_689508.3| gi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo sapiens] 9 23 17.6 723 83435 6.7 HsSD-NE_NT_lymphocytes_Ti_102.015467.015467.2 2 3.2513 0.0964 2324.11 2322.6 1 42.857143 1 K.TTPYQIACGISQGLADNTVIAK.V 100 2 *
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.012963.012963 3 4.1643 0.2436 2746.64 2744.1 1 34.090908 1 K.RVNKEESLQMQVQDILEQNEALK.A 560 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007520.00752 2 2.7774 0.1809 1546.45 1544.8 3 57.14286 1 K.DKLLAAVKEDAAATK.D 338 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_PK_115.012897.0128 2 3.6471 0.189 1413.55 1413.6 2 68.181816 3 K.TENVFVDEPLIH.A 218 1
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.012250.0122 2 6.1352 0.5024 2813.23 2812.1 1 50 2 K.LSDALAVEDDQVAPVPLNVVETSSSVR.E 86 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008223.00822 2 4.4027 0.3003 2215.89 2216.5 1 50 1 K.LQTLVSEQPNKDVVEQMEK.C 717 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.000018.00001 3 5.5726 0.3209 3048.41 3045.5 1 33.653847 1 K.ETMSVSLNQTVTQLQQLLQAVNQQLTK.E 1322 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012386.01238 2 4.0944 0.2876 2051.93 2050.3 1 58.823532 3 K.VSVPSNLSYGEWLHGFEK.K 1083 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011242.01124 2 3.9145 0.2943 1814.57 1813.1 1 60.000004 1 K.SSKGELTTLIHQLQEK.D 322 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.012302.0123 2 3.0698 0.2851 2050.47 2050.3 1 47.058823 1 K.VSVPSNLSYGEWLHGFEK.K 1083 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011979.01197 2 5.5114 0.5226 2812.15 2812.1 1 48.076923 2 K.LSDALAVEDDQVAPVPLNVVETSSSVR.E 86 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009746.00974 2 3.4538 0.372 2089.99 2088.3 1 53.125 2 K.LKEADEMHTLLQLECEK.Y 1122 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007175.0071 2 3.1688 0.2584 1406.39 1407.5 7 70.83333 1 R.DAVSNTTNQLESK.Q 431 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.006545.0065 2 3.2336 0.3174 1373.83 1374.5 1 72.72727 3 K.AHVQEVAQHNLK.E 909 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsSD-NE_NT_lymphocytes_Ti_108.012895.012895.3 3 3.4977 0.1492 2745.14 2744.1 1 30.681818 1 K.RVNKEESLQMQVQDILEQNEALK.A 560 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsSD-NE_NT_lymphocytes_Ti_102.013648.013648.2 2 4.6852 0.5202 2811.87 2812.1 1 42.307693 2 K.LSDALAVEDDQVAPVPLNVVETSSSVR.E 86 2
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|NP_001072989.1| gi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001 kinectin 1 isoform a [Homo sapiens] 12 26 16.4 1357 156275 5.6 HsSD-NE_NT_lymphocytes_Ti_105.017484.017484.2 2 2.8172 0.1518 2700.91 2700.1 8 32.608696 1 K.TVEELLETGLIQVATKEEELNAIR.T 746 2
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.007843.007843 2 2.8453 0.1876 1316.83 1315.6 1 80 1 R.KRKEELAEALK.K 796 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_115.013546.013546 3 3.6454 0.1857 3145.28 3144.6 2 26.923079 1 R.LAHHLVALYYQSEEQAEEELLDMAVLK.D 662 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.007968.007968 3 3.5585 0.0923 1444.04 1443.7 5 54.545456 1 R.KRKEELAEALKK.L 796 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010523.010523 2 4.7497 0.162 1813.71 1814.1 1 70 2 R.SVLHEVMEQQTLSIAK.A 585 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.007035.007035 2 2.8049 0.1238 1426.17 1425.5 6 68.181816 3 K.RLHGLDEEAEQK.L 428 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_Ti_113.013599.013599 2 3.1723 0.4132 3146.21 3144.6 4 28.846153 1 R.LAHHLVALYYQSEEQAEEELLDMAVLK.D 662 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014121.01412 2 3.7242 0.3927 1175.47 1175.4 1 85 1 K.GILLQLFGGTR.K 479 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.006574.0065 2 3.5367 0.2461 1428.25 1425.5 1 77.27273 8 K.RLHGLDEEAEQK.L 428 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.011698.01169 2 3.5619 0.2196 2298.99 2296.6 2 47.368423 1 R.LGEINVIGEPFLNVNCEHIK.S 197 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.015611.01561 2 2.6517 0.2243 1595.79 1593.9 1 75 1 K.SQLLQYVYNLVPR.G 517 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007684.0076 2 2.0277 0.2005 1154.61 1154.3 1 81.25 1 K.THIDVIHYR.K 414 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011286.0112 2 3.4325 0.2585 2038.01 2037.2 1 53.125 2 K.EEENVGIDITEPLYMQR.L 180 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.011680.01168 3 3.5199 0.1829 2298.23 2296.6 3 32.894737 1 R.LGEINVIGEPFLNVNCEHIK.S 197 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_PK_106.015372.015372 2 3.0386 0.1912 2364.81 2364.6 1 44.444447 1 A.VNEIFFDRYPDSILEHQIQ.V 241 0 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_NT_lymphocytes_Ti_106.017495.017495.2 2 3.8206 0.2905 2142.65 2142.5 1 55.555557 1 R.NLNPEDIDQLITISGMVIR.T 273 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015001.015001.2 2 2.9148 0.1444 1596.29 1593.9 1 79.16667 2 K.SQLLQYVYNLVPR.G 517 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_NT_lymphocytes_Ti_102.012456.012456.2 2 3.5811 0.1714 2037.29 2037.2 1 53.125 1 K.EEENVGIDITEPLYMQR.L 180 2 *
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NP_005905.2| gi|33469919|ref|NP_005905.2| minichromosome maintenance complex component 4 [Homo sapie 15 30 20.3 863 96558 6.7 HsSD-NE_PHA_lymphocytes_PK_106.014510.014510 2 3.1332 0.2264 2122.79 2123.3 1 50 1 A.VNEIFFDRYPDSILEHQ.I 241 0 *
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_PHA_lymphocytes_Ti_108.008091.008091 2 3.6573 0.4106 1629.89 1630.8 1 66.66667 2 K.LSEIHHLHPEYVR.V 730 2 *
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_PHA_lymphocytes_Ti_111.011277.011277 2 3.0685 0.2416 1068.93 1069.3 1 92.85714 3 K.VHFHLPYR.W 530 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_PHA_lymphocytes_PK_115.013435.013435 2 2.5734 0.269 1068.53 1069.3 1 85.71429 1 K.VHFHLPYR.W 530 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.011042.01104 2 4.5317 0.2628 1810.03 1809.1 1 73.07692 2 R.RPTFVPQWYVQQMK.R 682 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010215.01021 2 3.6589 0.4192 2791.21 2791 2 40.384613 1 K.SGTQDIQPGPLFNNNADGVATDITSTR.S 417 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsNaOH-NE_NT_lymphocytes_Ti_103.010775.01077 2 3.4535 0.1677 2120.69 2120.2 1 58.823532 2 K.NSNVDSSYLESLYQSCPR.G 630 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1571.157 2 2.6821 0.2484 1449.47 1450.5 3 53.571426 1 K.ATDLGGTSQAGTSQR.F 315 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_NT_lymphocytes_Ti_106.001414.001414.2 2 4.2345 0.2951 3081.77 3081.5 1 40.74074 1 R.MALDALLQEIALSEPQLCEVLQVAGPDR.F 21 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_NT_lymphocytes_Ti_104.011315.011315.2 2 3.0416 0.1694 1934.59 1934.1 5 44.11765 2 R.FFQGSQEFLASASASAER.S 253 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsSD-NE_NT_lymphocytes_Ti_104.010191.010191.2 2 3.8756 0.2064 1450.53 1449.6 1 80.769226 4 R.FVVLETGGEAGITR.S 49 2
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NP_064504.2| gi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 1 [Homo sapiens] 10 20 18.6 902 101431 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2192.219 2 3.2986 0.2838 1401.8 1402.5 1 70.83333 1 R.ASLEDAPVDDLTR.K 283 2
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_PHA_lymphocytes_PK_109.015788.015788 1 2.6055 0.2918 1267.67 1267.5 1 65 5 A.SFHPELPIIIT.G 236 0 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_PHA_lymphocytes_PK_109.015510.015510 1 2.2801 0.1528 1179.78 1180.4 1 72.22222 2 S.FHPELPIIIT.G 237 0 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_PHA_lymphocytes_Ti_104.008466.008466 2 3.5587 0.2834 1505.47 1505.7 1 86.36364 2 R.VHMFEAHSDYIR.C 92 2 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_PHA_lymphocytes_PK_111.013382.013382 1 1.8069 0.1508 1235.77 1236.5 1 65 1 C.IAVHPTQPFIL.T 105 0 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008716.00871 2 3.5855 0.238 1737.35 1736.9 1 68.75 2 R.GSNNVALGYDEGSIIVK.L 282 2 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.008133.0081 2 3.538 0.3748 1505.47 1505.7 1 86.36364 4 R.VHMFEAHSDYIR.C 92 2 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.011820.0118 3 4.6626 0.3663 3826.88 3826.1 1 23.529411 2 K.TCVQTLEGHAQNVSCASFHPELPIIITGSEDGTVR.I 220 2 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007493.00749 3 3.3385 0.1468 3036.95 3035.3 2 25 1 R.STAQQELDGKPASPTPVIVASHTANKEEK.S 847 2 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_PHA_lymphocytes_PK_105.016670.016670 2 3.2213 0.353 1988.69 1991.1 5 44.11765 1 Q.ETHEGVTEDGIEDAFEVL.G 500 0 *
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_004757.1| gi|4758032|ref|NP_004757.1| "coatomer protein complex, subunit beta 2 (beta prime) [Homo sap 8 25 13.5 906 102487 5.3 HsSD-NE_NT_lymphocytes_Ti_103.010160.010160.2 2 3.9858 0.2486 1737.45 1736.9 1 59.375 5 R.GSNNVALGYDEGSIIVK.L 282 2 *
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_PHA_lymphocytes_PK_107.010105.010105 2 3.194 0.3518 1826.31 1827.1 6 50 2 T.KVPVGDQPPDIEYQIK.D 142 1
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_PHA_lymphocytes_Ti_114.013287.013287 2 3.2924 0.2263 1328.45 1328.7 2 85 5 R.RPLILQLIFSK.T 67 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.017273.01727 2 2.7782 0.1724 1672.73 1672.9 1 69.230774 2 K.CVDLVIQELINTVR.Q 427 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.014996.0149 2 2.6924 0.1607 1625.83 1622.9 6 53.571426 1 R.TGLFTPDLAFEAIVK.K 400 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012962.01296 2 3.0554 0.25 2274.57 2274.6 2 40.476192 1 R.ESSLILAVTPANMDLANSDALK.L 167 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_NT_lymphocytes_Ti_114.009941.00994 2 3.1225 0.364 1268.19 1266.5 1 88.88889 3 R.KFFLSHPAYR.H 257 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012413.01241 2 3.2256 0.3854 2985.51 2985.3 1 33.92857 2 K.LQDAFSSIGQSCHLDLPQIAVVGGQSAGK.S 16 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008352.0083 2 3.4723 0.2415 1806.51 1804.9 4 52.941177 1 R.IEGSGDQVDTLELSGGAR.I 344 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007913.00791 2 3.9168 0.2651 1804.31 1804.9 1 55.88235 1 R.IEGSGDQVDTLELSGGAR.I 344 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_102.008955.008955.2 2 4.5227 0.4228 1804.21 1804.9 1 64.70589 3 R.IEGSGDQVDTLELSGGAR.I 344 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_112.014182.014182.2 2 4.8524 0.2688 2097.37 2094.5 1 61.11111 1 R.VYSPHVLNLTLIDLPGITK.V 124 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_111.011682.011682.1 1 2.3413 0.3797 1265.73 1266.5 1 72.22222 1 R.KFFLSHPAYR.H 257 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_111.014689.014689.3 3 5.3302 0.2219 2096.39 2094.5 9 41.666664 1 R.VYSPHVLNLTLIDLPGITK.V 124 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_104.012586.012586.2 2 3.6516 0.2802 1350.93 1349.6 1 86.36364 3 R.NLVDSYVAIINK.S 654 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013161.0131 2 3.2367 0.2707 1328.59 1328.7 1 85 2 R.RPLILQLIFSK.T 67 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_104.015712.015712.2 2 3.0113 0.2885 1622.99 1622.9 2 60.714287 1 R.TGLFTPDLAFEAIVK.K 400 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_105.016155.016155.3 3 3.6471 0.1926 2985.59 2985.3 1 29.464287 1 K.LQDAFSSIGQSCHLDLPQIAVVGGQSAGK.S 16 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_111.011688.011688.2 2 2.967 0.1862 1267.33 1266.5 1 83.33333 2 R.KFFLSHPAYR.H 257 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsSD-NE_NT_lymphocytes_Ti_102.010041.010041.2 2 4.5359 0.4436 1923.69 1924 1 76.666664 3 R.QIELACDSQEDVDSWK.A 598 2
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NP_004936.2| gi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_00100536 dynamin 2 isoform 3 [Homo sapiens] 14 37 20.9 866 97652 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.014632.0146 2 2.6034 0.1027 2092.95 2094.5 1 41.666664 1 R.VYSPHVLNLTLIDLPGITK.V 124 2
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_PHA_lymphocytes_PK_110.009257.009257 2 3.3532 0.1653 1740.01 1740.8 1 62.5 1 N.YSCPNHYEDYVHR.A 694 1 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_PHA_lymphocytes_Ti_115.011187.011187 2 2.6408 0.093 2532.57 2529.8 2 39.473686 1 K.HLILVVNYSCPNHYEDYVHR.A 687 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010032.010032 2 3.7157 0.303 2011.31 2011.2 1 66.66667 2 K.RYEEELEINDFPQTAR.W 931 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_PHA_lymphocytes_Ti_105.009382.009382 2 2.3809 0.1699 2071.57 2071.4 2 43.75 2 K.LLEPVDHGKIEYEPFRK.N 317 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_PHA_lymphocytes_Ti_107.010667.010667 2 3.423 0.1849 2217.87 2219.5 1 47.22222 1 R.SVVCSDVEQQVIVIEEEKK.F 587 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010611.01061 3 4.852 0.3385 2298.17 2296.6 1 41.25 1 K.HGYEKPTPIQTQAIPAIMSGR.D 390 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009856.0098 2 2.8259 0.3282 2081.53 2080.4 2 41.666664 2 R.VVCVYGGTGISEQIAELKR.G 476 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_110.016536.01653 2 3.2384 0.2535 1209.33 1209.5 2 83.33333 2 K.TIAFLLPMFR.H 423 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009867.00986 3 3.7327 0.3063 1553.36 1552.9 6 46.153847 2 R.RILSKPIEVQVGGR.S 573 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.010008.01000 2 2.8188 0.2972 2080.71 2080.4 1 41.666664 1 R.VVCVYGGTGISEQIAELKR.G 476 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010636.01063 2 4.4117 0.3404 2296.17 2296.6 1 65 1 K.HGYEKPTPIQTQAIPAIMSGR.D 390 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009843.00984 1 2.4537 0.1814 1312.43 1309.5 7 60.000004 1 K.NFYVEVPELAK.M 334 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.010824.0108 2 4.6396 0.3786 2297.67 2296.6 1 62.5 2 K.HGYEKPTPIQTQAIPAIMSGR.D 390 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_NT_lymphocytes_Ti_110.010843.010843.2 2 3.7952 0.2679 2296.27 2296.6 1 55 1 K.HGYEKPTPIQTQAIPAIMSGR.D 390 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.010829.0108 3 4.0095 0.3139 2294.99 2296.6 1 36.25 2 K.HGYEKPTPIQTQAIPAIMSGR.D 390 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.010202.0102 2 4.5205 0.4081 1552.75 1552.9 2 69.230774 2 R.RILSKPIEVQVGGR.S 573 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_NT_lymphocytes_Ti_104.008619.008619.2 2 3.4388 0.2821 1003.51 1001.2 4 83.33333 1 K.LLVATSVAAR.G 672 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.010955.0109 3 3.8926 0.1945 2529.77 2529.8 1 36.842106 2 K.HLILVVNYSCPNHYEDYVHR.A 687 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_NT_lymphocytes_Ti_115.011312.011312.2 2 2.337 0.0899 2531.85 2529.8 9 34.210526 1 K.HLILVVNYSCPNHYEDYVHR.A 687 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.010932.0109 2 3.9743 0.3413 2530.15 2529.8 1 55.263157 3 K.HLILVVNYSCPNHYEDYVHR.A 687 2 *
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NP_055644.2| gi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 [Homo sapiens] 14 33 15.2 1031 117362 9.3 HsSD-NE_NT_lymphocytes_Ti_108.016469.016469.2 2 3.382 0.1609 1209.37 1209.5 1 83.33333 2 K.TIAFLLPMFR.H 423 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.012234.012234 2 2.7143 0.2683 2052.09 2050.3 1 41.666664 1 K.GMNFSVVVFDTAPTGHTLR.L 157 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.011093.01109 2 2.8445 0.2624 2479.57 2478.8 1 42.5 1 K.IDTHNIIVNQLVFPDPEKPCK.M 270 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.011064.0110 2 3.0924 0.319 2477.75 2478.8 1 42.5 1 K.IDTHNIIVNQLVFPDPEKPCK.M 270 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsSD-NE_NT_lymphocytes_Ti_104.012611.012611.2 2 3.1869 0.3049 2299.55 2301.5 1 47.5 1 R.ESVLIISTDPAHNISDAFDQK.F 66 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsSD-NE_NT_lymphocytes_Ti_104.018953.018953.2 2 4.3758 0.4338 2985.59 2985.4 1 44.230766 3 K.NQISPFISQMCNMLGLGDMNADQLASK.L 195 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsSD-NE_NT_lymphocytes_Ti_102.008525.008525.2 2 3.4981 0.2509 1454.39 1455.6 1 75 1 K.TTCSCSLAVQLSK.G 51 2 *
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NP_004308.2| gi|50428938|ref|NP_004308.2| "arsA arsenite transporter, ATP-binding, homolog 1 [Homo sapiens 7 12 39.9 348 38793 4.9 HsSD-NE_PHA_lymphocytes_PK_104.012988.012988 2 3.6688 0.3412 1915.97 1917 1 60.000004 2 R.SVSEQFKDPEQTTFIC.V 231 1 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.007988.007988 2 3.9163 0.3456 1584.59 1584.7 1 78.57143 2 R.GDDTPLHLAASHGHR.D 66 2 *
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649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsSD-NE_PHA_lymphocytes_PK_111.013531.01353 2 2.7819 0.2572 1524.49 1524.8 3 57.692307 1 R.IFSHPNVLPVLGAC.Q 244 1 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010868.01086 2 2.3815 0.222 1152.21 1149.5 1 77.77778 1 R.SAVVEMLIMR.G 47 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012688.0126 2 3.8782 0.4369 3112.87 3112.3 1 34 2 R.LWLDNTENDLNQGDDHGFSPLHWACR.E 18 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008268.00826 1 2.0907 0.13 1198.98 1198.4 7 62.5 1 R.IPYKDTFWK.G 162 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.012407.0124 3 4.4065 0.2817 3113.48 3112.3 1 31 1 R.LWLDNTENDLNQGDDHGFSPLHWACR.E 18 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsSD-NE_NT_lymphocytes_Ti_114.011159.011159.2 2 4.7267 0.3954 2142.09 2142.5 1 52.63158 3 K.VALEGLRPTIPPGISPHVCK.L 404 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsSD-NE_NT_lymphocytes_Ti_111.011189.011189.1 1 3.6303 0.4955 1584.82 1584.7 1 60.714287 1 R.GDDTPLHLAASHGHR.D 66 2 *
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NP_001014795.1| gi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapiens] 9 14 20.8 452 51419 8.1 HsSD-NE_NT_lymphocytes_Ti_114.011170.011170.3 3 4.0856 0.3474 2142.95 2142.5 1 43.421055 2 K.VALEGLRPTIPPGISPHVCK.L 404 2 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsSD-NE_PHA_lymphocytes_Ti_111.012966.012966 2 3.6638 0.4111 1761.61 1759 1 60.000004 2 R.SADWLGLFAPHHGPPR.F 73 2 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsSD-NE_PHA_lymphocytes_Ti_115.014817.014817 3 4.4491 0.4323 3193.58 3195.6 1 34 3 R.LCAHLDCTPDIWALHNWSAWLTPFLR.G 181 2 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsNaOH-NE_NT_lymphocytes_Ti_115.011675.01167 2 3.9491 0.3132 2322.97 2323.7 3 41.304348 2 R.TSPPGPAPGPGLALEPPPGLASWR.D 145 2 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsSD-NE_PHA_lymphocytes_PK_105.021194.021194 2 3.7945 0.3775 2332.03 2332.6 1 42.105263 2 M.VHLLPGDELYLEDSDFLENL.M 303 0 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011171.0111 2 3.482 0.356 2353.69 2354.6 1 40.909092 1 R.SPHQGFMPGAHVFSGGVLDAADR.S 50 2 *
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|NP_001099040.1| gi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate linked moiety X)-type motif 19 [Hom 5 12 29.1 375 42233 7.6 HsSD-NE_NT_lymphocytes_Ti_109.013975.013975.2 2 3.6235 0.3464 2323.47 2323.7 1 41.304348 2 R.TSPPGPAPGPGLALEPPPGLASWR.D 145 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_107.018340.018340 2 3.7732 0.2914 2944.39 2943.3 1 41.666664 3 T.SCYFPIDFTPPPNDPHGIQREDLIL.S 240 0 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_107.018400.018400 2 2.5661 0.2498 1961.97 1962.1 4 43.75 1 T.SCYFPIDFTPPPNDPHG.I 240 0 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_107.018394.018394 3 4.7229 0.3746 2942.12 2943.3 1 33.333336 2 T.SCYFPIDFTPPPNDPHGIQREDLIL.S 240 0 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_109.013856.013856 2 3.0341 0.2934 2358.57 2359.6 1 47.368423 1 T.SCYFPIDFTPPPNDPHGIQR.E 240 1 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_110.013489.013489 2 3.5561 0.3215 2114.27 2112.4 1 52.941177 2 C.YFPIDFTPPPNDPHGIQR.E 242 1 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_PK_107.018155.018155 2 3.4291 0.3086 2697.67 2696 1 45.454548 2 C.YFPIDFTPPPNDPHGIQREDLIL.S 242 0 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.013050.013050 2 2.514 0.1599 1898.77 1899.1 1 44.11765 1 R.VEAEGLAALHSLTACLSR.S 338 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.012915.0129 3 3.2957 0.1883 2919.83 2918.3 1 28 1 R.FFTDNVPALVQGFHAAPQDVKPNYLK.G 889 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015036.01503 3 3.3094 0.1508 2172.26 2172.5 6 31.944445 1 R.ACDSVTSNVLPLLLEQFHK.H 406 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017231.01723 2 3.3153 0.1943 1433.63 1433.8 5 81.818184 3 R.FAEFLLPLLIEK.V 276 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.000022.0000 2 4.9442 0.4523 2195.31 2196.3 1 69.44444 2 R.ADAEDLLDSFLSNILQDCR.H 360 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.012296.01229 2 4.0513 0.3521 1901.99 1899.1 1 67.64706 3 R.VEAEGLAALHSLTACLSR.S 338 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.011306.0113 3 3.3039 0.2777 1735.58 1735.2 4 42.857143 1 R.LPTPVLLPYKPQVIR.A 1005 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_NT_lymphocytes_Ti_106.019141.019141.2 2 2.9157 0.2131 2462.13 2460.7 1 40.909092 1 K.SGNYTVLQVVEALGSSLENPEPR.T 62 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.015668.0156 2 2.9314 0.3632 1860.65 1861.2 1 46.42857 1 K.ETLPLLLQHLWQVNR.G 592 2 *
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|NP_071757.3| gi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repair homolog [Homo sapiens] 14 26 16.4 1051 115705 6.5 HsSD-NE_NT_lymphocytes_Ti_104.001143.001143.2 2 5.977 0.418 2198.25 2196.3 1 69.44444 1 R.ADAEDLLDSFLSNILQDCR.H 360 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_PHA_lymphocytes_PK_108.015512.015512 2 3.4035 0.3092 1432.79 1433.7 1 70.83333 2 W.MTRPDLPVGFGGW.Q 381 0 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_PHA_lymphocytes_PK_108.015570.015570 1 2.2243 0.3655 1432.67 1433.7 1 62.5 1 W.MTRPDLPVGFGGW.Q 381 0 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_PHA_lymphocytes_Ti_108.009876.009876 3 3.52 0.2465 2721.17 2724 1 29.761904 1 R.EIRPNSTVQWEEVCRPWVSGHR.K 683 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_PHA_lymphocytes_Ti_101.009810.009810 2 2.0309 0.1336 1459.97 1457.6 1 63.636364 1 R.HVYGELDVQIQR.R 717 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsNaOH-NE_NT_lymphocytes_Ti_111.014036.01403 2 4.0984 0.4094 1946.41 1946.3 1 56.25 2 R.GVNLQEFLNVTSVHLFK.E 39 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007059.0070 2 4.758 0.4314 1822.95 1821 1 65.625 3 K.KDGTHVVENVDATHIGK.L 447 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.006741.0067 3 3.8678 0.25 2148.11 2145.3 1 39.0625 1 R.WDTNKVDHHTDKYENNK.L 58 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsNaOH-NE_NT_lymphocytes_Ti_110.007078.00707 2 4.3108 0.5016 1820.37 1821 1 65.625 2 K.KDGTHVVENVDATHIGK.L 447 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_NT_lymphocytes_Ti_112.014623.014623.2 2 4.353 0.4355 1946.55 1946.3 1 62.5 3 R.GVNLQEFLNVTSVHLFK.E 39 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_NT_lymphocytes_Ti_110.015260.015260.1 1 3.0995 0.3757 1556.39 1555.9 1 58.333332 2 R.MYVAVWTPYGVLR.T 160 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010776.0107 2 2.5427 0.2042 1807.65 1807.1 1 46.666668 1 R.NVWVHLDGPGVTRPMK.K 663 2 *
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|NP_000120.2| gi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit precursor [Homo sapiens] 10 21 17.3 732 83268 6 HsSD-NE_NT_lymphocytes_Ti_109.014859.014859.2 2 3.4641 0.3148 1556.27 1555.9 1 66.66667 2 R.MYVAVWTPYGVLR.T 160 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_109.013957.013957 2 2.8242 0.1634 1169.91 1169.4 1 83.33333 1 Q.TLLLAPFCPH.L 856 0 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_110.002259.002259 2 2.9012 0.1693 2791.43 2789.3 4 31.25 2 K.YGIRDDMVLPFEPVPVIEIPGFGNL.S 416 1 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_114.020503.020503 2 2.7415 0.2084 2336.41 2335.7 4 38.88889 1 Q.TLLLAPFCPHLCEHIWTLL.G 856 0 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_Ti_107.015061.015061 3 5.2624 0.3979 2483.27 2484.8 1 44.444447 4 K.EKLDQLKQEFEFWYPVDLR.V 653 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_114.017886.017886 2 3.0392 0.1939 2123.43 2121.5 1 53.125 1 L.LLAPFCPHLCEHIWTLL.G 858 0 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.014903.014903 3 3.342 0.1885 3198.11 3197.7 6 24.038462 1 K.NIFLVAATLRPETMFGQTNCWVRPDMK.Y 286 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_107.003815.003815 2 3.1889 0.2239 2877.85 2876.3 3 32 1 K.YGIRDDMVLPFEPVPVIEIPGFGNLS.A 416 1 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.015149.015149 2 5.1476 0.3586 2485.63 2484.8 1 61.11111 5 K.EKLDQLKQEFEFWYPVDLR.V 653 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017078.0170 3 3.9918 0.1979 2649.2 2649.9 2 32 2 R.LALADAGDTVEDANFVEAMADAGILR.L 741 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016884.01688 3 4.6196 0.2499 2650.22 2649.9 1 31 1 R.LALADAGDTVEDANFVEAMADAGILR.L 741 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.016540.01654 2 3.5351 0.2739 2422.19 2420.7 1 50 2 K.FSEAEHWLDYFPPLAIQDLK.R 174 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.012002.01200 2 3.9493 0.3868 1922.95 1920.1 1 66.66667 1 R.NFEATLGWLQEHACSR.T 560 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010815.0108 2 3.4479 0.4166 2872.35 2871.9 9 36.95652 2 R.EIELYGCPPDFPDEEEEEEETSVK.T 107 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_106.014283.014283 2 2.9356 0.2544 1521.05 1518.8 2 65.38461 1 A.SWPVAGPVNEVLIH.S 884 0 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_NT_lymphocytes_Ti_102.016115.016115.2 2 2.6757 0.2571 2110.77 2110.4 5 34.210526 1 K.ELMGEEILGASLSAPLTSYK.V 351 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_106.018974.018974 2 3.5352 0.1898 2059.35 2059.3 1 53.125 2 R.TYGLGTHLPWDEQWLIE.S 576 1 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_NT_lymphocytes_Ti_102.012135.012135.2 2 3.414 0.4788 2870.67 2871.9 1 43.47826 1 R.EIELYGCPPDFPDEEEEEEETSVK.T 107 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_NT_lymphocytes_Ti_102.018813.018813.2 2 5.1001 0.4675 2651.45 2649.9 1 42 2 R.LALADAGDTVEDANFVEAMADAGILR.L 741 2 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_PHA_lymphocytes_PK_106.020776.020776 2 3.1134 0.21 2066.67 2064.3 1 50 1 K.FSEAEHWLDYFPPLAIQ.D 174 1 *
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|NP_064502.9| gi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sapiens] 18 34 19.5 1176 134466 7.3 HsSD-NE_NT_lymphocytes_Ti_109.016455.016455.3 3 4.5684 0.3643 2578.88 2576.9 1 37.5 2 K.FSEAEHWLDYFPPLAIQDLKR.M 174 2 *
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_109.010830.010830 2 2.736 0.1819 2465.65 2465.7 4 37.5 1 E.NILEESENLHNADQPLRVRGC.I 424 0
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_109.011502.011502 2 3.3309 0.3479 1926.75 1926.1 1 65.625 4 M.SHLQDNIQHADPPVQIL.Y 593 0
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_108.010702.010702 2 2.9399 0.176 2247.05 2248.5 7 41.666664 1 E.NILEESENLHNADQPLRVR.G 424 1
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_Ti_115.010789.010789 3 4.3625 0.3684 1991.27 1990.2 1 53.333336 1 R.TCAILCHIYHHALHSR.W 567 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.009982.00998 2 2.9425 0.2076 1291.33 1291.5 2 77.77778 1 K.RFEELTNLIR.T 56 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013932.0139 3 4.0316 0.2835 2965.61 2963.4 1 27.083334 1 R.DLMLMSHLQDNIQHADPPVQILYNR.T 588 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008667.0086 2 3.6149 0.237 1758.51 1756 1 70 1 R.TEPTAQQNLALQLAEK.L 848 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017589.017589 2 4.051 0.4072 1618.35 1618.8 1 73.07692 4 E.TLSDMFELDLPTVH.S 807 0
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_NT_lymphocytes_Ti_102.010360.010360.2 2 3.6757 0.1964 1757.49 1756 2 56.666668 3 R.TEPTAQQNLALQLAEK.L 848 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_NT_lymphocytes_Ti_104.009108.009108.2 2 2.7314 0.2369 1498.79 1497.6 1 76.92308 1 K.DAHNALLDIQSSGR.A 629 2
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_106.008168.008168 2 3.5839 0.2962 1280.31 1278.3 1 80 1 M.SHLQDNIQHAD.P 593 0
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_PHA_lymphocytes_PK_105.015410.015410 2 3.0737 0.2932 1403.71 1404.6 1 68.181816 2 L.SDMFELDLPTVH.S 809 0
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|NP_001093131.1| gi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_0010 "eukaryotic translation initiation factor 3, subunit C-like [Homo sapie 12 22 14.8 914 105473 5.6 HsSD-NE_NT_lymphocytes_Ti_105.017067.017067.2 2 4.1674 0.367 2295.81 2294.5 1 55.555557 1 R.ILADLEDYLNELWEDKEGK.K 109 2
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_PHA_lymphocytes_PK_107.014320.014320 2 2.8804 0.2531 1762.15 1759.9 1 57.14286 2 Q.GLFPCVDELSDIHTR.F 250 1 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_PHA_lymphocytes_Ti_107.010706.010706 2 4.1983 0.3693 2588.11 2588.9 1 52.272724 2 R.ILQHSHGIEEERQDLTTALGLVK.E 373 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.009550.009550 2 3.3866 0.3141 1554.05 1553.8 1 75 1 R.HGVQECILLVTQR.I 350 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015204.0152 2 2.7962 0.2646 1593.59 1592.9 1 60.714287 1 K.DLLVGPGVELLLTPR.E 639 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010097.01009 2 3.1731 0.1559 2444.73 2442.6 4 36.842106 1 R.TCPSREDFPLIETEDEAYLR.R 544 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.010506.0105 2 2.6383 0.1818 2445.31 2442.6 1 50 1 R.TCPSREDFPLIETEDEAYLR.R 544 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013445.01344 2 2.7244 0.1772 2305.77 2303.8 2 36.842106 2 K.YIFPTLDKPSVVSLQNLIVR.D 482 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.006518.0065 2 3.1804 0.2325 1450.55 1448.6 2 72.72727 3 R.ILQHSHGIEEER.Q 373 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011937.0119 2 3.9732 0.3846 1842.71 1841 1 78.57143 2 R.EDFPLIETEDEAYLR.R 549 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.016203.0162 2 3.9341 0.3884 2248.13 2248.7 1 45 1 R.EVEGLKDLLVGPGVELLLTPR.E 633 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013473.01347 3 4.4704 0.3514 2306.54 2303.8 1 42.105263 3 K.YIFPTLDKPSVVSLQNLIVR.D 482 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011128.01112 2 2.9179 0.2343 2082.81 2082.3 1 47.22222 1 R.LGDLLISQFSGPSAEQMCK.T 290 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.016724.0167 3 3.1038 0.0961 3392.72 3393.8 3 21.551723 1 R.TGMLEELHLEPGVVQGLFPCVDELSDIHTR.F 235 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_NT_lymphocytes_Ti_110.012059.012059.3 3 3.7438 0.3941 2591.78 2588.9 1 35.227272 1 R.ILQHSHGIEEERQDLTTALGLVK.E 373 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_NT_lymphocytes_Ti_112.015800.015800.3 3 3.7088 0.1787 2725.55 2726.2 2 27.083334 1 R.LVNLYGLLHGLQAAVAQQDTLMEAR.F 714 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_NT_lymphocytes_Ti_103.016452.016452.2 2 3.2812 0.2962 1593.23 1592.9 1 64.28571 1 K.DLLVGPGVELLLTPR.E 639 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsSD-NE_NT_lymphocytes_Ti_111.012956.012956.2 2 3.6623 0.4076 2587.41 2588.9 1 47.727272 2 R.ILQHSHGIEEERQDLTTALGLVK.E 373 2 *
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NP_004714.2| gi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide exchange factor 2 [Homo sapiens] 14 27 17.8 958 108242 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013264.0132 3 3.9964 0.337 2305.34 2303.8 1 38.157894 1 K.YIFPTLDKPSVVSLQNLIVR.D 482 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.020295.020295 2 3.5512 0.3071 2824.67 2822.2 1 38 1 R.VFTPGQGNNVYIFPGVALAVILCNTR.H 459 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.017974.01797 3 4.3505 0.1284 3440.93 3438.9 1 27.586206 3 R.ILQDDIESLMPIVYTPTVGLACSQYGHIFR.R 99 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.017054.01705 3 3.7466 0.4704 4245.8 4245.7 1 23.717949 1 K.IDSYQEPFTHSAPESIPDTFEDAVNILKPSTIIGVAGAGR.L 358 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012810.01281 2 3.3021 0.2673 1920.61 1918.1 3 53.571426 2 R.DRTQQYDDLIDEFMK.A 226 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.016707.0167 3 4.8779 0.3857 4246.79 4245.7 1 23.076923 2 K.IDSYQEPFTHSAPESIPDTFEDAVNILKPSTIIGVAGAGR.L 358 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsSD-NE_PHA_lymphocytes_PK_106.000339.000339 2 3.9313 0.3388 2688.81 2686 1 40 1 H.SAPESIPDTFEDAVNILKPSTIIGVA.G 368 0 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsSD-NE_NT_lymphocytes_Ti_105.016967.016967.3 3 4.1489 0.1657 4246.31 4245.7 1 19.23077 3 K.IDSYQEPFTHSAPESIPDTFEDAVNILKPSTIIGVAGAGR.L 358 2 *
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_002387.1| gi|4505145|ref|NP_002387.1| "malic enzyme 2, NAD(+)-dependent, mitochondrial [Homo sapiens 6 15 25 584 65444 7.6 HsSD-NE_NT_lymphocytes_Ti_106.014981.014981.3 3 5.1285 0.3878 3813.26 3814.2 1 23.529411 2 R.AMASINERPVIFALSNPTAQAECTAEEAYTLTEGR.C 406 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.008802.008802 2 3.102 0.2576 1956.49 1954.1 2 47.22222 1 K.KENVATTDTLESTTVGTSV.- 579 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_PHA_lymphocytes_PK_107.009978.009978 2 3.4837 0.4365 1674.81 1675.9 1 71.42857 2 Y.SHLQPGDHLTDITLK.V 113 1 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.013599.013599 2 3.3177 0.3159 1562.73 1563.8 1 83.33333 9 K.FHVDISLTDFIQK.Y 99 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009846.0098 3 3.9571 0.3231 2666.27 2665.9 2 30.681818 1 K.VTYHPDGPEGQAYDVDFTPPFRR.I 371 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.016245.01624 3 3.3438 0.172 3230.81 3231.7 1 29.62963 1 K.LVGEFLEVTCINPTFICDHPQIMSPLAK.W 447 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008508.00850 2 2.206 0.1461 1839.21 1839.1 7 50 1 K.YSHLQPGDHLTDITLK.V 112 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_NT_lymphocytes_Ti_110.017273.017273.3 3 3.4427 0.1968 3230.51 3231.7 1 27.777779 1 K.LVGEFLEVTCINPTFICDHPQIMSPLAK.W 447 2 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_PHA_lymphocytes_PK_104.012332.012332 2 3.2719 0.2727 1749.49 1748.8 1 60.714287 1 R.NEGIDLTHNPEFTTC.E 324 1 *
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_005539.1| gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sapiens] 8 19 19.1 597 68048 6.4 HsSD-NE_NT_lymphocytes_Ti_111.016508.016508.1 1 2.3982 0.1264 1563.86 1563.8 1 50 2 K.FHVDISLTDFIQK.Y 99 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsSD-NE_PHA_lymphocytes_Ti_104.008963.008963 3 4.2838 0.2585 2797.28 2797 1 36.363636 1 R.EDDSIRPFKVETSDEEIHDLHQR.I 44 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011830.0118 2 2.035 0.4254 3065.09 3065.3 1 35.185184 1 K.NHGLSDEHVFEVICPSIPGYGFSEASSK.K 169 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011124.01112 2 5.3313 0.4121 2130.49 2129.4 1 75 2 R.GGHFAAFEEPELLAQDIRK.F 429 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011799.0117 3 5.3491 0.3472 3065.06 3065.3 1 29.62963 3 K.NHGLSDEHVFEVICPSIPGYGFSEASSK.K 169 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011086.01108 3 3.3829 0.4266 2131.79 2129.4 5 33.333336 1 R.GGHFAAFEEPELLAQDIRK.F 429 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008187.0081 2 3.2474 0.2501 2797.81 2797 1 45.454548 2 R.EDDSIRPFKVETSDEEIHDLHQR.I 44 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsSD-NE_PHA_lymphocytes_PK_106.020008.020008 2 2.6701 0.1521 1396.35 1396.6 5 59.090908 1 R.KFSLDDLLTNVM.L 348 1 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.015872.0158 2 2.8148 0.1807 2280.43 2280.6 1 39.473686 1 K.VYVPTGFSAFPFELLHTPEK.W 392 2 *
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_000111.1| gi|4503583|ref|NP_000111.1| "epoxide hydrolase 1, microsomal (xenobiotic) [Homo sapiens] " 8 13 22.4 455 52949 7.3 HsSD-NE_NT_lymphocytes_Ti_108.016169.016169.2 2 4.4248 0.318 2283.31 2280.6 1 50 1 K.VYVPTGFSAFPFELLHTPEK.W 392 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.017498.017498 3 4.3391 0.3421 2623.46 2621 1 40.217392 2 K.STTTIGLVQALGAHLYQNVFACVR.Q 387 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.018390.018390 2 4.2035 0.3126 2622.35 2621 1 41.304348 2 K.STTTIGLVQALGAHLYQNVFACVR.Q 387 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_PHA_lymphocytes_Ti_103.012920.012920 2 2.7186 0.2098 1809.85 1810 9 43.333332 1 R.EIGLLSEEVELYGETK.A 337 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_PHA_lymphocytes_Ti_108.010464.010464 2 2.7352 0.1938 2697.41 2695.1 1 35.416664 1 K.TAHLDEEVNKGDILVVATGQPEMVK.G 199 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.011280.01128 2 2.393 0.2641 1771.47 1771.1 3 50 1 R.YSGLCPHVVVLVATVR.A 687 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.014514.01451 2 4.192 0.3743 2623.89 2621 1 41.304348 1 K.STTTIGLVQALGAHLYQNVFACVR.Q 387 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.015896.01589 2 3.8514 0.2696 1493.17 1492.9 1 76.92308 5 R.MFGIPVVVAVNAFK.T 747 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_NT_lymphocytes_PK_108.010521.0105 2 3.8576 0.2318 1381.47 1379.5 6 72.72727 1 K.TDTESELDLISR.L 761 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007043.00704 1 1.9478 0.0805 1233.73 1232.4 3 61.11111 1 R.IFHELTQTDK.A 464 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_NT_lymphocytes_Ti_107.015647.015647.2 2 3.6029 0.3556 1492.33 1492.9 1 73.07692 2 R.MFGIPVVVAVNAFK.T 747 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_NT_lymphocytes_Ti_109.020239.020239.2 2 2.7851 0.3184 2808.71 2808.3 1 29.62963 1 R.ASFITPVPGGVGPMTVAMLMQSTVESAK.R 265 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_NT_lymphocytes_Ti_107.015635.015635.1 1 2.1362 0.16 1491.61 1492.9 3 46.153847 1 R.MFGIPVVVAVNAFK.T 747 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_NT_lymphocytes_Ti_104.012974.012974.2 2 4.1862 0.4385 1651.79 1652.9 1 78.57143 3 R.AAQAPSSFQLLYDLK.L 805 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsSD-NE_NT_lymphocytes_Ti_115.015075.015075.2 2 3.2053 0.268 2620.77 2621 1 32.608696 1 K.STTTIGLVQALGAHLYQNVFACVR.Q 387 2 *
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NP_005947.2| gi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydrogenase 1 [Homo sapiens] 11 24 17.1 935 101531 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.014574.0145 3 3.6594 0.3922 2622.56 2621 1 30.434782 1 K.STTTIGLVQALGAHLYQNVFACVR.Q 387 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_PK_111.014869.014869 1 2.145 0.3511 1477.76 1478.8 2 50 2 E.LFQLPAPPHIDVM.Y 359 0 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.013958.013958 3 3.1402 0.1885 3664.73 3664.1 1 23.275862 1 K.THVPMLQVWTADKPHPQEEYLDCLWAQIQK.L 209 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_Ti_110.011895.011895 2 3.0376 0.2847 1374.13 1372.7 1 80 3 R.FIMILTEHLVR.C 717 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_PK_109.013284.013284 2 3.5683 0.2456 1650.61 1649.9 1 69.230774 2 F.LSSLPWVGKELYEK.K 174 1 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.013229.013229 2 3.5797 0.3228 1514.49 1514.8 1 86.36364 2 R.LFVWEILHSTIR.K 635 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_Ti_114.012503.012503 2 2.7351 0.2267 1981.11 1981.2 1 50 1 R.FINWFSHHLSNFQFR.W 413 2 *

139



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.016000.016000 2 2.6896 0.0902 2271.23 2268.5 3 39.473686 1 R.TQIVDCAAVANWIFSSELSR.D 611 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012100.01210 2 2.8552 0.2066 1373.95 1372.7 3 70 1 R.FIMILTEHLVR.C 717 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010348.0103 2 3.3614 0.1718 1517.21 1515.8 1 72.72727 1 R.FVIEENLHCIIK.S 312 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.013258.01325 2 2.7171 0.2836 1514.49 1514.8 1 68.181816 2 R.LFVWEILHSTIR.K 635 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.012945.0129 3 3.5691 0.178 3663.41 3664.1 1 23.275862 1 K.THVPMLQVWTADKPHPQEEYLDCLWAQIQK.L 209 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsSD-NE_NT_lymphocytes_Ti_103.019692.019692.2 2 5.2981 0.3516 2550.23 2551.8 1 56.521736 4 K.SACSLESNLEGLAGVLEADLPNYK.S 42 2 *
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_002477.1| gi|4505343|ref|NP_002477.1| "nuclear cap binding protein subunit 1, 80kDa [Homo sapiens] " 9 23 19.1 790 91839 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013196.0131 2 3.8461 0.3703 1514.87 1514.8 1 81.818184 2 R.LFVWEILHSTIR.K 635 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_PHA_lymphocytes_PK_111.011535.011535 2 2.75 0.2378 2246.75 2247.4 2 47.22222 1 K.WQPTASEPVKDADPHFHHF.L 202 1 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_PHA_lymphocytes_Ti_112.011415.011415 3 4.1186 0.3738 4180.49 4179.6 1 22.857143 4 K.WQPTASEPVKDADPHFHHFLLSQTEKPAVCYQAITK.K 202 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011468.01146 2 3.3982 0.1617 1986.13 1986.2 1 56.666668 1 K.CQNILQGNFKPDFYLK.Y 486 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013713.01371 2 2.8025 0.2068 1710.23 1708.9 1 53.846157 1 K.RFQQAVDAVEEFLR.R 78 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_NT_lymphocytes_Ti_107.013501.013501.2 2 2.3695 0.1011 1710.07 1708.9 8 50 1 K.RFQQAVDAVEEFLR.R 78 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_NT_lymphocytes_Ti_111.010884.010884.2 2 4.1026 0.2739 1980.79 1981.3 1 70 2 K.VEQLKPYHAHKEEMIK.I 57 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_NT_lymphocytes_Ti_109.021578.021578.2 2 5.1855 0.3756 1889.75 1890.3 1 66.66667 2 K.IGFLGLGLMGSGIVSNLLK.M 270 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_NT_lymphocytes_Ti_108.014449.014449.2 2 2.6364 0.2304 1551.89 1552.7 1 66.66667 1 R.FQQAVDAVEEFLR.R 79 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsSD-NE_NT_lymphocytes_Ti_110.011862.011862.3 3 4.4525 0.3725 2597.21 2595 7 27.083334 1 R.LAIALGDAVNHPTPMAAAANEVYKR.A 509 2 *
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NP_115958.2| gi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac [Homo sapiens] 9 16 25.9 553 60547 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011184.0111 2 3.258 0.3127 1706.81 1707 1 53.125 2 K.DLVLGPSGVLQGIRPGK.C 339 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_PHA_lymphocytes_PK_110.015844.015844 2 3.1795 0.2593 2108.77 2109.4 3 41.17647 1 D.GLEQGYVVCPSEKRFLLL.F 399 0 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_PHA_lymphocytes_Ti_103.013997.013997 2 2.7985 0.1263 2600.27 2597.8 1 36.363636 2 R.TTTFFQFCNADSGTLLCTDVAAR.G 465 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_PHA_lymphocytes_Ti_111.013581.013581 2 2.7508 0.2121 1835.93 1835.2 1 60.000004 1 R.GHALLILRPEELGFLR.Y 524 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsNaOH-NE_NT_lymphocytes_Ti_115.012236.01223 2 3.4307 0.2251 1837.11 1835.2 1 60.000004 1 R.GHALLILRPEELGFLR.Y 524 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.019382.01938 2 3.9031 0.2267 1529.53 1527.9 1 69.230774 1 K.TLAFLIPAVELIVK.L 230 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_NT_lymphocytes_Ti_107.019249.019249.2 2 3.9768 0.2035 1529.53 1527.9 1 80.769226 7 K.TLAFLIPAVELIVK.L 230 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_NT_lymphocytes_Ti_102.011568.011568.2 2 2.7993 0.1578 1293.41 1292.5 1 75 1 R.ILDVGFEEELK.Q 338 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.012371.0123 2 3.4584 0.215 1835.99 1835.2 1 53.333336 3 R.GHALLILRPEELGFLR.Y 524 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.018990.0189 2 3.1077 0.1876 1528.57 1527.9 3 65.38461 1 K.TLAFLIPAVELIVK.L 230 2 *
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NP_006764.3| gi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 18 [Homo sapiens] 6 19 15.2 670 75407 9.5 HsSD-NE_NT_lymphocytes_Ti_108.019150.019150.2 2 2.9848 0.2609 2267.13 2264.6 3 42.105263 1 K.QIFNVNNLNLPQVALSFGFK.V 597 2 *
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_PHA_lymphocytes_Ti_103.014018.014018 2 2.8882 0.1314 1755.49 1756 9 53.571426 1 K.LYTVCDVALCVINSK.S 1075 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.003893.003893 2 5.7875 0.4506 2406.01 2406.4 1 61.904762 2 R.SREQSSEAAETGVSENEENPVR.I 1182 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006730.00673 2 5.5966 0.4897 2164.37 2163.2 1 71.05263 1 R.EQSSEAAETGVSENEENPVR.I 1184 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014694.0146 2 3.4942 0.4171 1451.55 1451.7 1 86.36364 1 R.LLVACCLADIFR.I 88 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007854.0078 2 5.283 0.4101 2092.59 2092.1 1 65.789474 2 K.SIEGTADDEEEGVSPDTAIR.S 638 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.006956.0069 2 5.6665 0.4599 2163.31 2163.2 1 76.31579 3 R.EQSSEAAETGVSENEENPVR.I 1184 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_NT_lymphocytes_Ti_107.014944.01494 2 3.8354 0.4337 1451.37 1451.7 1 86.36364 4 R.LLVACCLADIFR.I 88 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.014571.01457 2 4.6381 0.3642 1574.05 1573.8 1 84.61539 2 R.DLALVNDQLLGFVR.E 391 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014577.0145 2 4.3588 0.4147 1573.63 1573.8 1 84.61539 2 R.DLALVNDQLLGFVR.E 391 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.006005.0060 2 2.344 0.1517 1809.37 1811 2 46.875 1 K.TDEKVDESGPPAPSKPR.R 1253 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007488.00748 2 2.8985 0.2012 1734.73 1734 1 60.714287 1 R.IYAPEAPYTSHDKLK.D 100 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_PHA_lymphocytes_PK_106.015728.015728 2 3.279 0.2851 2052.11 2053.2 1 50 2 R.SQDVDQLRDIKECLWF.M 1018 1
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.012333.0123 2 2.1002 0.4866 2824.39 2825.1 1 36.95652 1 K.VLSFTHPTSFHSAETYESLLQCLR.M 665 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_108.015662.015662.2 2 3.991 0.4433 1451.75 1451.7 1 86.36364 7 R.LLVACCLADIFR.I 88 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_102.008670.008670.2 2 3.8634 0.3611 2092.79 2092.1 1 55.263157 1 K.SIEGTADDEEEGVSPDTAIR.S 638 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_102.007628.007628.2 2 6.0568 0.4887 2163.59 2163.2 1 68.42105 2 R.EQSSEAAETGVSENEENPVR.I 1184 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_PHA_lymphocytes_PK_105.017991.01799 2 3.7845 0.2694 1676.11 1676.8 1 75 1 R.SSVSDLSEHVFDLIQ.E 256 1
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_108.014431.014431.2 2 3.2437 0.2625 1757.19 1756 1 64.28571 2 K.LYTVCDVALCVINSK.S 1075 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_108.021208.021208.3 3 3.0768 0.171 3620.96 3620 1 22.413794 1 K.TFMDMDQDSEDEKQQYLPLALHLASEFFLR.N 51 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_NT_lymphocytes_Ti_104.007703.007703.2 2 5.8753 0.4694 2405.49 2406.4 1 69.047615 2 R.SREQSSEAAETGVSENEENPVR.I 1182 2
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|NP_001093869.1| gi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056 "PDS5, regulator of cohesion maintenance, homolog A isoform 1 [H 13 40 16.1 1337 150830 7.9 HsSD-NE_PHA_lymphocytes_PK_105.012556.012556 2 2.609 0.1978 1702.39 1699.9 9 50 1 K.LWSPDEEVSPEVLAK.V 821 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.014879.014879 2 4.5105 0.3754 2541.27 2541.9 1 52.272724 1 K.AFTKPEEACSFILSADFPALVVK.A 126 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.011808.011808 2 4.3591 0.3419 2176.63 2177.4 1 52.941177 1 R.VFSWLQQEGHLSEEEMAR.T 712 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010763.010763 2 5.2941 0.4895 2078.75 2078.3 1 63.88889 3 K.ISNTAISISDHTALAQFCK.E 45 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.009916.009916 2 3.6385 0.2559 2066.21 2066.3 1 50 1 R.DIQQHKEEAWVIGSVVAR.A 752 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.015804.0158 2 4.9428 0.4377 1353.53 1352.6 1 91.66667 3 K.VDLGGFAGLFDLK.A 468 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010271.01027 2 4.1332 0.277 2176.99 2177.4 1 52.941177 2 R.VFSWLQQEGHLSEEEMAR.T 712 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.016677.01667 3 4.7357 0.1742 3849.38 3847.3 1 26.51515 1 K.HDTIGQDLVAMCVNDILAQGAEPLFFLDYFSCGK.L 509 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009226.00922 2 3.9263 0.3053 2079.73 2078.3 1 55.555557 2 K.ISNTAISISDHTALAQFCK.E 45 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009612.00961 2 3.1277 0.1202 2069.25 2066.3 1 50 1 R.DIQQHKEEAWVIGSVVAR.A 752 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009544.0095 2 2.5947 0.1329 1276.39 1274.4 2 60.000004 1 K.LGVDLDAQTWR.I 698 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014750.01475 2 4.0865 0.3601 2544.01 2541.9 1 47.727272 2 K.AFTKPEEACSFILSADFPALVVK.A 126 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_NT_lymphocytes_Ti_102.012846.012846.2 2 4.0506 0.3769 2948.87 2946.3 1 33.92857 1 R.LLEGDGGPNTGGMGAYCPAPQVSNDLLLK.I 221 2
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_NT_lymphocytes_Ti_103.016783.016783.1 1 2.8442 0.2281 1353.63 1352.6 1 66.66667 1 K.VDLGGFAGLFDLK.A 468 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_PHA_lymphocytes_PK_104.000174.000174 2 4.991 0.342 2008.25 2006.2 1 70.588234 1 A.GETIVIEELLDGEEVSCL.C 184 0
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_NT_lymphocytes_Ti_103.016712.016712.2 2 4.9315 0.4117 1353.45 1352.6 1 91.66667 5 K.VDLGGFAGLFDLK.A 468 2 *
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_000810.1| gi|4503915|ref|NP_000810.1| "phosphoribosylglycinamide formyltransferase, phosphoribosylglyc 10 27 18.1 1010 107767 6.7 HsSD-NE_NT_lymphocytes_Ti_107.014966.014966.2 2 2.5679 0.235 2542.65 2541.9 3 34.090908 1 K.AFTKPEEACSFILSADFPALVVK.A 126 2
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.001624.001624 2 3.1486 0.1261 1547.61 1544.7 1 73.07692 2 R.EWTLEAGALVLADR.G 568 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.009889.009889 3 3.1844 0.1025 3969.62 3971.4 1 22.222223 1 R.HHPSNKEEEGLANGSAAEPAMPNTYGVEPLPQEVLKK.Y 686 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_PHA_lymphocytes_Ti_106.010478.010478 3 4.153 0.1836 3842.69 3843.2 1 23.571428 1 R.HHPSNKEEEGLANGSAAEPAMPNTYGVEPLPQEVLK.K 686 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.007160.007160 2 3.8464 0.3537 1790.75 1790 1 63.333332 2 R.TSIHEAMEQQSISISK.A 598 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009588.0095 2 2.8739 0.1674 1479.93 1479.6 1 70.83333 1 R.ESLVVNYEDLAAR.E 228 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013905.01390 3 3.6662 0.2272 2068.73 2068.3 3 34.375 1 R.QINIHNLSAFYDSELFR.M 871 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_NT_lymphocytes_PK_112.012195.0121 2 3.0701 0.1957 1474.31 1473.6 2 66.66667 1 F.SENVDLTEPIISR.F 644 1 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.014879.0148 2 4.3512 0.3324 2299.55 2297.5 1 63.15789 3 R.YDPSLTFSENVDLTEPIISR.F 637 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009116.0091 2 3.0838 0.3307 1530.09 1530.7 2 67.85714 1 R.GDINVLLCGDPGTAK.S 515 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_NT_lymphocytes_Ti_111.010598.010598.2 2 3.5979 0.338 1379.67 1378.5 1 86.36364 1 R.THVDSHGHNVFK.E 205 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_NT_lymphocytes_Ti_104.011790.011790.2 2 2.981 0.2747 2011.29 2012.3 1 47.368423 1 R.AIFTTGQGASAVGLTAYVQR.H 543 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.009378.0093 2 3.3366 0.256 1918.07 1918.2 1 59.375 1 K.IFASIAPSIYGHEDIKR.G 477 2 *
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NP_004517.2| gi|33356547|ref|NP_004517.2| minichromosome maintenance complex component 2 [Homo sapie 12 19 20 904 101896 5.5 HsSD-NE_NT_lymphocytes_Ti_102.014692.014692.2 2 4.8343 0.2224 2299.49 2297.5 1 50 3 R.YDPSLTFSENVDLTEPIISR.F 637 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsSD-NE_PHA_lymphocytes_Ti_101.010598.010598 3 5.0021 0.4556 2695.52 2697 1 40 2 K.RPSTSQTVSTPAPVPVIESTEAIEAK.A 644 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsSD-NE_PHA_lymphocytes_Ti_108.010654.010654 3 5.427 0.4169 3303.14 3302.5 1 31.896553 2 R.GNHVIRDEEVSSADISSSSEVISQHLVSYR.N 512 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsSD-NE_PHA_lymphocytes_Ti_115.009142.009142 2 2.8021 0.1763 1066.87 1067.3 5 81.25 1 R.RPPHPLPPR.L 2076 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsSD-NE_PHA_lymphocytes_Ti_101.005133.005133 2 3.507 0.2509 1549.95 1551.7 2 70.83333 4 R.LKESAEFQTQLEK.K 994 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsSD-NE_PHA_lymphocytes_Ti_107.010045.010045 3 3.5178 0.2244 2610.29 2610.9 2 31.25 1 K.RLEQEKELLHSQNTWLNTELK.T 182 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsNaOH-NE_NT_lymphocytes_Ti_107.018602.01860 2 5.1916 0.3246 2026.83 2025.4 1 70.588234 2 R.GQNLLLTNLQTIQGILER.S 811 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.012346.0123 2 3.6241 0.3601 2837.71 2836.3 1 37.037037 3 R.ILLSQTTGVAIPLHASSLDDVSLASTPK.R 616 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1576.157 2 3.2625 0.1002 1276.25 1276.3 3 72.72727 1 R.ASTALSNEQQAR.R 1054 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1479.14 2 3.7181 0.2895 1276.65 1276.3 1 72.72727 2 R.ASTALSNEQQAR.R 1054 2 *
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|NP_003283.2| gi|114155142|ref|NP_003283.2| nuclear pore complex-associated protein TPR [Homo sapiens] 8 19 6.6 2363 267290 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4944.494 2 3.4927 0.3529 2026.1 2025.4 1 52.941177 1 R.GQNLLLTNLQTIQGILER.S 811 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.015314.015314 2 2.4539 0.0865 2538.99 2537.9 3 33.333336 1 R.AGFIQDTSLILYEEVKPNLTER.I 724 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_PHA_lymphocytes_PK_110.010010.010010 2 2.6277 0.2134 2149.41 2150.4 2 53.125 1 Q.FREEEITLYPDKHGCVR.D 903 1 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007916.00791 2 2.8474 0.1097 1797.47 1794.9 8 57.692307 1 R.HQYINEDEYEVNLK.D 1048 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010857.01085 2 3.0819 0.3722 2291.21 2291.6 7 39.473686 1 K.LSEVLQAVTDHDIPQQLVER.L 524 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010839.01083 2 3.7232 0.4184 2268.91 2268.5 1 50 1 K.IIGVHQEDELLECLSPATSR.T 949 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007672.00767 2 3.5437 0.3218 1751.63 1749 1 64.28571 3 R.VFYELQHSDKPVGTK.K 263 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.000225.0002 3 4.0508 0.3219 3506.6 3504.9 1 25 1 K.TMIELSDNENPWTIFLETVDPELAASGATLPK.F 647 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_NT_lymphocytes_Ti_107.016415.016415.2 2 3.9717 0.3651 2487.29 2486.7 1 39.473686 3 K.SFGWETLDSFMQHDVQELCR.V 282 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010251.0102 2 2.0293 0.089 1030.11 1029.2 4 85.71429 1 R.ISHLFFHK.E 154 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_NT_lymphocytes_Ti_105.018335.018335.2 2 4.0515 0.4 2583.85 2584.9 1 47.727272 2 K.NSSLAEFVQSLSQTMGFPQDQIR.L 599 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_NT_lymphocytes_Ti_115.015273.015273.2 2 2.4135 0.1113 2624.15 2621.9 1 45.238094 1 K.NQGATCYMNSLLQTLFFTNQLR.K 218 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.014782.0147 2 3.7583 0.3083 2622.31 2621.9 1 50 2 K.NQGATCYMNSLLQTLFFTNQLR.K 218 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011946.011946 2 3.1211 0.1974 1750.93 1748.9 3 50 2 H.QEDELLECLSPATSR.T 954 1 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012372.012372 2 3.2553 0.2078 2046.09 2043.2 2 47.058823 1 W.SEVTDPEKGFIDDDKVTF.E 174 0 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_PHA_lymphocytes_PK_105.019600.019600 2 3.0167 0.1542 1881.43 1881.1 1 53.571426 1 R.FEFPEQLPLDEFLQK.T 425 2 *
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|NP_003461.2| gi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Homo sapiens] 15 26 23.5 1102 128302 5.6 HsSD-NE_NT_lymphocytes_Ti_106.016823.016823.2 2 4.6881 0.3965 1497.43 1496.8 1 79.16667 4 K.EVFGTFGIPFLLR.I 998 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_PHA_lymphocytes_Ti_112.014142.014142 2 3.1357 0.2606 2957.15 2957.2 1 30.000002 1 K.HSSSTVFDLVEEYENICGSQVNILSK.I 165 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.008635.008635 3 4.754 0.2004 3029.09 3026.2 1 32.692307 3 R.KKDNGEFSHHDLAPALDTGTTEEDRLK.I 645 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.017157.0171 2 3.8241 0.3477 1689.91 1687.9 1 69.230774 3 K.IDVIDWLVFDPAQR.A 672 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.000034.0000 2 4.998 0.4305 2454.29 2453.7 1 59.523808 3 R.EDDPGEAASMSMFSDFLQSFLK.H 143 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.001786.00178 3 3.5915 0.1445 3378.11 3375.7 4 20.535715 1 R.QSQLVVDWLESIAKDEIGEFSDNIEFYAK.S 265 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.018951.0189 2 5.262 0.3873 1816.17 1814.1 1 86.666664 1 K.FLILGDIDGLMDEFSK.W 518 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017366.01736 2 3.3372 0.3114 1690.23 1687.9 2 57.692307 1 K.IDVIDWLVFDPAQR.A 672 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.021790.02179 2 4.1779 0.3485 2455.65 2453.7 1 50 2 R.EDDPGEAASMSMFSDFLQSFLK.H 143 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.006750.00675 2 3.5374 0.1807 1766.41 1767 7 57.692307 1 R.VLEENQEHYHIVQK.F 504 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_NT_lymphocytes_Ti_112.011837.011837.2 2 3.5195 0.3812 2262.79 2264.6 1 44.736843 2 K.HMNSVPQKPALIPQPTFTEK.V 766 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_NT_lymphocytes_Ti_106.019157.019157.2 2 3.6274 0.2434 1815.73 1814.1 1 63.333332 3 K.FLILGDIDGLMDEFSK.W 518 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.018476.0184 2 2.3135 0.1047 2299.85 2300.5 5 38.235294 1 K.QLLPVCDTWEDTVWAYFR.V 437 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.010534.0105 3 3.5604 0.2006 2263.7 2264.6 3 31.578945 1 K.HMNSVPQKPALIPQPTFTEK.V 766 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009120.009120.2 2 3.8607 0.3451 1890.79 1891 1 59.375 1 R.VLLQASQDENFGNTTPR.N 32 2 *
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_065134.1| gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapiens] 11 25 21.9 925 106374 5.4 HsSD-NE_PHA_lymphocytes_PK_106.021020.021020 2 2.6784 0.1713 1689.09 1687.9 5 53.846157 1 K.IDVIDWLVFDPAQR.A 672 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsSD-NE_PHA_lymphocytes_Ti_114.014171.014171 2 3.5687 0.2502 2829.43 2828.2 1 38.636364 2 R.AHCEENAPLCGFPWYLPVHFLIR.K 735 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsSD-NE_PHA_lymphocytes_PK_107.015398.015398 2 2.8695 0.1767 2156.23 2156.4 1 52.63158 1 A.GVGGKELVFQTGPENPWLVQ.A 281 0 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008738.00873 2 4.0376 0.3394 1401.63 1401.6 1 86.36364 4 R.DYLEHITSIGPR.T 114 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007259.0072 2 3.2672 0.2398 1389.83 1387.5 1 86.36364 2 R.TFHDLEGNAVKR.D 694 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.015628.01562 2 4.0722 0.443 2648.51 2648.9 1 50 1 K.HPFASVVAQEVFQSGIIPSDTDFR.I 308 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015608.01560 3 3.7919 0.2694 2649.53 2648.9 8 29.347824 1 K.HPFASVVAQEVFQSGIIPSDTDFR.I 308 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009568.00956 2 2.6621 0.1235 1430.01 1429.6 5 72.72727 1 K.NWYLPAPEVSPR.N 759 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015962.01596 2 2.2763 0.0854 2285.37 2286.6 1 42.105263 1 R.TTGSPENEILTVHYLLEQIK.L 126 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.015275.0152 2 3.4346 0.2258 2649.91 2648.9 4 34.782608 1 K.HPFASVVAQEVFQSGIIPSDTDFR.I 308 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_NT_lymphocytes_Ti_115.009502.00950 2 3.3283 0.3169 1191.39 1188.4 1 87.5 2 K.RVFLQHMTR.T 685 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsSD-NE_NT_lymphocytes_Ti_108.015868.015868.2 2 3.3485 0.2199 2285.05 2286.6 1 47.368423 1 R.TTGSPENEILTVHYLLEQIK.L 126 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsSD-NE_PHA_lymphocytes_PK_106.014194.014194 2 3.1944 0.3845 1688.11 1688.8 1 61.538464 1 R.AHCEENAPLCGFPW.Y 735 1 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsSD-NE_NT_lymphocytes_Ti_104.015628.015628.2 2 4.9075 0.459 2450.65 2448.8 1 47.61905 1 K.ELVFQTGPENPWLVQAYVSAAK.H 286 2 *
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NP_079172.2| gi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sapiens] 12 21 15.4 904 100231 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.014085.0140 3 4.612 0.3967 2828.66 2828.2 1 34.090908 2 R.AHCEENAPLCGFPWYLPVHFLIR.K 735 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.020942.02094 3 3.5363 0.1568 2604.56 2602.9 3 27.173912 1 R.DSEGRDPLTIAMETANADIVTLLR.L 670 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011528.0115 2 5.5346 0.4435 2086.31 2085.2 1 77.77778 1 R.EAEAAQGQAGDETYLDIFR.D 699 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.020291.02029 2 3.8368 0.2633 2603.17 2602.9 8 39.130436 1 R.DSEGRDPLTIAMETANADIVTLLR.L 670 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010397.01039 2 2.1 0.1198 1521.73 1519.7 4 58.333332 1 K.YKDPVTVVVDDLR.L 301 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009974.00997 2 3.0514 0.3332 1649.83 1649.9 2 57.14286 1 K.ELGAQLHQLVLNSAR.E 219 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013934.01393 3 6.0737 0.444 2734.76 2732.1 1 42.391304 1 K.LDSHAELLDATQHTLQQQIQTLVK.E 91 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.015118.01511 2 3.7368 0.1666 2038.25 2037.3 1 53.125 2 K.LMCELGNVIINQIYEAR.V 472 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_112.010083.01008 2 4.4265 0.4093 2111.37 2111.3 1 45.652176 2 R.GPGQGSGHLAIGSAATLGSGGMAR.G 374 2 *
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670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007341.00734 3 3.6463 0.2801 2082.47 2081.3 1 38.235294 1 R.LVEAQATHFQQGHEELSR.L 195 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsSD-NE_NT_lymphocytes_Ti_110.012116.012116.2 2 2.7897 0.3119 2246.53 2248.5 2 40 1 R.SKPEPPSEDLGSLHPGALLFR.A 557 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1927.192 2 4.3866 0.391 2080.36 2081.3 1 52.941177 1 R.LVEAQATHFQQGHEELSR.L 195 2 *
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_055531.1| gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 12 14 25.3 740 81536 7.7 HsSD-NE_PHA_lymphocytes_PK_105.010259.010259 2 3.0072 0.151 1511.61 1509.6 1 77.27273 1 K.LDFEECLKDSPR.F 5 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.018407.018407 3 3.3656 0.3005 2747.36 2747.3 1 28.125 3 R.FMDDITTIVNVVTSEIAALLVKPQK.E 948 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.009579.009579 2 2.5827 0.0803 1404.37 1404.7 4 80 1 R.KIPELYKPIFR.V 1996 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_109.017865.017865 2 2.8084 0.1622 1642.37 1640.9 2 61.538464 1 Y.SWLPILLNERLQTG.S 601 0 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.018468.018468 2 3.1224 0.3253 2747.37 2747.3 1 37.5 2 R.FMDDITTIVNVVTSEIAALLVKPQK.E 948 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014350.01435 3 3.423 0.1537 3273.32 3270.7 1 27.777779 1 R.LEISTAPEIINCCLTPEMLPVKPFPENR.T 442 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.019698.01969 2 4.1361 0.3739 3075.77 3073.6 1 44.444447 3 K.IAALYLPLVGIILDALPQLCDFTVADTR.R 1143 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_NT_lymphocytes_Ti_112.013160.01316 2 2.4912 0.1411 2172.49 2171.4 1 41.666664 1 K.SSGPEFLQEVYTAVTYHNK.S 537 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010856.01085 2 2.9474 0.0977 1404.45 1404.7 1 85 1 R.KIPELYKPIFR.V 1996 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012508.01250 2 3.6211 0.2875 1644.67 1642.9 1 79.16667 4 R.NCLLASYVHYVFR.L 777 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.019336.0193 2 5.3019 0.4155 3075.95 3073.6 1 46.296295 2 K.IAALYLPLVGIILDALPQLCDFTVADTR.R 1143 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_107.020487.020487.2 2 4.0105 0.3878 2361.51 2360.7 1 47.5 6 K.QGASVETLLGYSWLPILLNER.L 590 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_115.018720.018720.3 3 3.3652 0.1998 3231.92 3229.8 1 24.107143 1 K.IAALYLPLVGIILDALPQLCDFTVADTRR.Y 1143 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_106.017327.017327.2 2 2.8708 0.2703 2535.71 2533 1 38.095238 1 R.ISVIQKEEFVLTPIEVAIEDMK.K 1864 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_103.013694.013694.2 2 4.739 0.3998 3036.43 3034.2 1 36.206894 3 R.TSGSDEEQEGAGAINQNVALAIAGNNFNLK.T 1174 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009255.0092 1 1.9159 0.0964 927.67 928.12 7 71.42857 1 R.KLTLTHSK.L 1699 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_104.010092.010092.2 2 2.101 0.2594 1207.77 1205.3 2 60.000004 1 R.FSFGATSNFAR.V 1468 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.015310.0153 2 2.3885 0.2174 2400.05 2401.8 1 35 1 R.MPFAWAPISLSSFFNVSTLER.E 331 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_108.014879.014879.2 2 3.8298 0.2582 2171.85 2171.4 2 47.22222 4 K.SSGPEFLQEVYTAVTYHNK.S 537 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_105.021542.021542 2 3.7661 0.2155 1866.39 1864.2 2 63.333332 1 K.EEFVLTPIEVAIEDMK.K 1870 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_106.011237.011237 2 4.2744 0.3441 2258.03 2258.5 1 47.22222 1 S.KFGDLDEQEFVYKEPAITK.L 1735 1
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_111.020385.020385.2 2 4.2164 0.3435 3073.07 3073.6 1 35.185184 2 K.IAALYLPLVGIILDALPQLCDFTVADTR.R 1143 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_105.014460.014460 2 3.8444 0.1929 1449.59 1448.6 2 69.230774 2 S.SALDCKDSLLGGVL.R 1381 0 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012484.0124 2 3.4981 0.3517 1642.93 1642.9 1 70.83333 2 R.NCLLASYVHYVFR.L 777 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_106.013792.013792 2 2.5689 0.2788 1265.03 1264.4 1 72.22222 1 Q.DNHLEKFFTL.C 668 0 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_NT_lymphocytes_Ti_114.019418.019418.3 3 4.1572 0.3325 2748.53 2747.3 1 37.5 1 R.FMDDITTIVNVVTSEIAALLVKPQK.E 948 2 *
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NP_982272.1| gi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo sapiens] 20 48 14.8 2031 230818 6.8 HsSD-NE_PHA_lymphocytes_PK_107.000806.000806 2 2.8038 0.2413 1797.55 1796.1 3 53.333336 1 W.IADLPSTQLNRILDLL.F 1248 0 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsSD-NE_PHA_lymphocytes_Ti_111.003032.003032 3 4.8526 0.2404 3685.88 3685.1 1 27.34375 1 R.KNDIGDAMVFCLNNAEAAEEIVDCITESLSILK.T 553 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsSD-NE_PHA_lymphocytes_Ti_102.013192.013192 3 3.7055 0.2828 3699.86 3698.4 4 21.969696 1 K.AVPIPPHPIYIPPSMMEHTLPPPPSGLPFNAQPR.E 355 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsSD-NE_PHA_lymphocytes_Ti_110.019934.019934 2 4.1894 0.2846 1746.47 1744.1 1 67.85714 2 K.LQNIFLGLVNIIEEK.E 671 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011025.01102 2 3.4993 0.3978 1786.21 1786 1 57.692307 1 R.FLFENQTPAHVYYR.W 461 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.007796.0077 2 3.437 0.3764 1733.27 1733.9 1 69.230774 2 K.KPGQSFQEQVEHYR.D 866 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsSD-NE_NT_lymphocytes_Ti_105.016960.016960.2 2 3.6202 0.1202 1879.61 1879.2 2 64.28571 1 R.AWEDWAIYPEPFLIK.L 656 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsSD-NE_NT_lymphocytes_Ti_104.011612.011612.2 2 4.5709 0.4255 1601.49 1601.8 1 87.5 2 K.LCQIFSDLNATYR.T 623 2 *
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|NP_001073884.1| gi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Homo sapiens] 7 11 13.4 1029 118292 8.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2476.24 2 2.9865 0.2577 1787.32 1786 1 53.846157 1 R.FLFENQTPAHVYYR.W 461 2 *
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsSD-NE_PHA_lymphocytes_PK_110.013086.013086 2 2.833 0.1863 2121.79 2122.4 3 44.11765 1 L.VDVLHRPELLFPENTDAR.R 1612 1
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsSD-NE_PHA_lymphocytes_PK_108.013420.013420 2 4.2564 0.2195 2007.47 2005.2 1 63.88889 2 T.GGTNSGQDVLEVVFSKPNR.E 471 1
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.014654.01465 2 3.3454 0.407 1885.31 1883.2 1 64.28571 2 R.NLIYFGFYNFSDLLR.L 858 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_PK_105.007815.0078 2 3.9584 0.2228 1452.27 1450.5 1 75 1 L.VSSDSEGEQNELR.N 2629 1
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006180.00618 2 3.5456 0.4161 2146.91 2146.1 3 44.736843 1 R.EADPDDHYQPGEGTQATADK.A 1878 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008880.00888 1 2.0803 0.3142 1444.53 1444.6 1 60.000004 1 R.FLQLLCENHNR.D 1917 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009596.00959 3 3.7761 0.1854 2543.45 2540.9 1 33.695652 1 K.IGTSPVKEDKEAFAIVPVSPAEVR.D 403 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.007888.00788 2 3.5946 0.2953 2168.33 2167.3 1 52.63158 1 K.HLATGHYLAAEVDPDQDASR.S 307 2 *
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008886.0088 2 3.2481 0.3315 2459.23 2459.5 3 34.090908 2 K.AYMQGEVEFEDGENGEDGAASPR.N 2073 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013455.01345 2 2.6434 0.2769 2021.41 2023.5 3 47.058823 1 K.LLGTVIQYGNVIQLLHLK.S 110 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013439.01343 3 3.9665 0.3582 2023.1 2023.5 1 42.647057 5 K.LLGTVIQYGNVIQLLHLK.S 110 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008710.00871 2 3.3716 0.2448 1405.55 1402.6 1 70.83333 1 K.LVTNLSGQLSELK.D 2653 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009945.0099 2 3.401 0.2708 1611.53 1612.9 1 71.42857 1 K.AVLNPTNADILIETK.L 640 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.013300.01330 2 2.5235 0.1681 2027.57 2026.4 1 52.941177 1 R.NMGAHAVVLELLQIPYEK.A 1193 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010550.01055 3 6.8655 0.4389 4158.11 4158.5 1 31.081081 2 K.VVLNPVNAGQPLHASSHQLVDNPGCNEVNSVNCNTSWK.I 182 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009269.0092 2 3.6756 0.3071 2541.67 2540.9 1 47.826088 1 K.IGTSPVKEDKEAFAIVPVSPAEVR.D 403 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011392.01139 2 2.6393 0.2213 2659.71 2658.9 6 30.434782 1 K.AKEPTTQITEEVRDQLLEASAATR.K 1846 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.015002.01500 2 3.003 0.3862 1530.97 1531.8 1 66.66667 2 R.QPVFVQLLQGVFR.V 1491 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010190.01019 2 3.5313 0.1603 1542.15 1541.7 1 81.818184 2 R.SEDLFNEMNWQK.K 2192 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011946.01194 2 2.4869 0.1577 2286.79 2284.4 1 47.5 2 R.LWSEIPSEIAIDDYDSSGASK.D 792 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008870.00887 2 3.7908 0.2066 1445.39 1444.6 2 85 2 R.FLQLLCENHNR.D 1917 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009711.00971 2 2.8155 0.3454 1716.99 1719.9 1 61.538464 4 R.VVQHFVHCIETHGR.H 1277 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.014724.01472 2 3.7659 0.3799 1972.53 1971.3 1 55.88235 3 R.AIAIPVDLDSQVNNLFLK.S 1533 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009771.00977 2 3.492 0.3484 1259.79 1259.4 1 85 2 R.LQDIVSALEDR.L 1589 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009796.00979 3 4.1597 0.3387 1720.37 1719.9 1 53.846157 2 R.VVQHFVHCIETHGR.N 1277 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009080.0090 2 3.6111 0.4037 1753.59 1750.9 1 64.28571 1 K.QVQLLVTSQDVDNYK.Q 1085 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010988.01098 2 3.3384 0.3511 1227.57 1228.4 1 75 1 R.GGAGYWNSLFR.F 294 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.015449.0154 3 3.0344 0.135 3869.15 3869.3 1 25 1 R.EELVPAEETEQDKEHTCETLLMCIVTVLSHGLR.S 2457 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.009902.0099 3 5.2948 0.3979 1719.83 1719.9 1 69.230774 2 R.VVQHFVHCIETHGR.H 1277 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013220.0132 2 3.2898 0.2964 2028.11 2026.4 1 52.941177 3 R.NMGAHAVVLELLQIPYEK.A 1193 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsSD-NE_NT_lymphocytes_Ti_103.016136.016136.2 2 4.1348 0.3378 1974.13 1971.3 1 67.64706 1 R.AIAIPVDLDSQVNNLFLK.S 1533 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsSD-NE_PHA_lymphocytes_PK_106.018821.01882 2 3.2147 0.1871 1340.05 1339.6 1 77.27273 1 N.SLLPLDDIVRVV.T 1384 0
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013563.0135 3 4.0176 0.4097 2023.43 2023.5 1 45.588234 2 K.LLGTVIQYGNVIQLLHLK.S 110 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011276.0112 3 5.3233 0.0904 1719.44 1720 1 55.35714 2 R.NVGHNIYILAHQLAR.H 2096 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011006.0110 3 4.3046 0.3583 2584.43 2582.8 1 40.476192 2 R.LAHEFLQNFCAGNQQNQALLHK.H 1222 2
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|NP_002213.4| gi|154354996|ref|NP_002213.4| "inositol 1,4,5-triphosphate receptor, type 1 isoform 2 [Homo sapien 31 61 18 2695 306840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.009820.0098 2 3.202 0.4306 1718.71 1719.9 1 69.230774 1 R.VVQHFVHCIETHGR.H 1277 2
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_PHA_lymphocytes_Ti_111.009789.009789 1 2.0842 0.0933 982.42 983.12 8 75 1 K.EKHYHLR.N 454 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_PHA_lymphocytes_Ti_108.007876.007876 3 3.4048 0.261 1376.48 1376.6 1 52.499996 1 K.VQHVIHYQVPR.T 656 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_PHA_lymphocytes_PK_110.013410.013410 2 3.3036 0.2367 1082.43 1083.4 1 83.33333 1 P.LLGLVLTPTR.E 388 1 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010347.0103 2 3.3268 0.1844 1547.49 1546.7 1 69.230774 1 R.LEDCVLLATDVAAR.G 636 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009894.00989 2 4.3312 0.4186 1999.33 2000.3 1 69.44444 1 K.TKYPTQSGKPPLLVSAPSK.S 807 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009902.00990 3 3.0849 0.2601 2002.16 2000.3 1 40.27778 1 K.TKYPTQSGKPPLLVSAPSK.S 807 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_113.011694.011694.2 2 3.5208 0.3205 1336.03 1336.7 1 72.72727 1 K.RPLLGLVLTPTR.E 386 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_102.010880.010880.2 2 3.2794 0.1916 1546.77 1546.7 1 73.07692 2 R.LEDCVLLATDVAAR.G 636 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.013203.0132 2 3.0568 0.3996 2892.31 2890.2 1 35.714287 1 K.IHCETDEKDFYLYYFLMQYPGR.S 568 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_111.015371.015371.2 2 4.0957 0.3286 2434.89 2435.7 1 45 2 K.GHFAELSQLLEMLNDSQYNPK.R 480 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_115.014453.014453.2 2 2.5785 0.2938 1966.95 1968.4 1 50 1 K.TLAFAIPMIHAVLQWQK.R 244 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.011296.0112 2 3.6581 0.3301 1336.55 1336.7 1 68.181816 6 K.RPLLGLVLTPTR.E 386 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_103.012252.012252.3 3 6.1896 0.3923 4129.16 4126.4 1 26.38889 1 K.EFEVKDPELEAQGDDMVCDDPEAGEMTSENLVQTAPK.K 117 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsSD-NE_NT_lymphocytes_Ti_103.013247.013247.2 2 3.1238 0.2001 2581.29 2579.7 1 38 1 K.TGGTVSDQALLFGDDDAGEGPSSLIR.E 321 2 *
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_065147.1| gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 24 [Homo sapiens] 13 22 21.7 859 96332 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009876.0098 1 2.2899 0.2465 1376.84 1376.6 2 65 1 K.VQHVIHYQVPR.T 656 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.010029.010029 2 3.6964 0.3951 1893.65 1894.1 1 53.125 2 K.KQELFHQFVSLSTSGGK.Y 456 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.001052.001052 3 5.8591 0.3822 4474.64 4473.9 1 24.375 5 K.EAATIDRDTAFAIGCTGLEELLGIDPSFEQFEAPLFSQLAK.T 35 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_112.003566.003566 2 4.6563 0.3788 2273.11 2271.7 1 57.894737 4 Q.KVVETLPHFISPYLEGILSQ.V 1766 0 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.000183.000183 2 5.0854 0.4241 1983.77 1981.3 1 70.588234 3 R.LLETVLGYISAVAQSMER.N 1550 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_107.021156.021156 2 3.269 0.2079 1928.11 1928.3 1 46.875 1 K.VVETLPHFISPYLEGIL.S 1767 1 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_107.020764.020764 2 4.8649 0.3957 2142.51 2143.5 1 63.88889 2 K.VVETLPHFISPYLEGILSQ.V 1767 1 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015725.01572 2 2.4632 0.1647 2245.27 2242.5 1 41.666664 1 R.GIPVELWAHYVEELNSTQR.V 762 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.000471.0004 3 5.5509 0.4313 4476.59 4473.9 1 23.75 2 K.EAATIDRDTAFAIGCTGLEELLGIDPSFEQFEAPLFSQLAK.T 35 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.000735.00073 2 4.9107 0.3884 1982.05 1981.3 1 61.764706 3 R.LLETVLGYISAVAQSMER.N 1550 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.021202.0212 2 2.8907 0.1217 1647.39 1646.9 7 50 1 K.DLGFMDFICSLVTK.S 185 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.011328.0113 2 3.9905 0.3411 2021.03 2018.3 2 47.22222 2 K.MVIPALIQSDSGDSIEVSR.N 1352 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.019500.01950 2 3.5214 0.1826 2240.19 2237.6 1 45 2 K.NTSELVSSEVYLLSALAALQK.V 1746 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.014806.01480 2 3.5578 0.2353 1698.63 1699 1 67.85714 2 R.SPQILVPTLFNLLSR.C 1222 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_115.013716.01371 2 2.9232 0.1421 2735.15 2732.2 1 31.25 1 K.GLFTLFAGHLVKPFADTLNQVNISK.T 1949 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.013700.01370 2 2.9592 0.1854 2363.53 2361.8 9 31.818182 1 K.HQLASISSPVVTSLLINLGSPVK.E 910 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_115.016412.016412.3 3 3.0517 0.2709 2828.9 2830.3 1 32 1 R.AAIQCLQALSGVASPFYLIIDHLISK.A 937 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.017754.0177 2 3.197 0.2652 1701.81 1699 2 60.714287 1 R.SPQILVPTLFNLLSR.C 1222 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_106.001353.001353.2 2 3.6505 0.3497 2641.73 2641.2 5 39.130436 1 K.VLQGVNGEMVLSQLLPMAEQLLEK.I 1021 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_107.000822.000822 2 2.7306 0.2288 2268.65 2268.7 1 39.473686 1 Y.DLLDKVNALLPTETFIPVIR.G 1586 1 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_108.015759.015759.2 2 4.0764 0.4211 2242.23 2242.5 1 55.555557 3 R.GIPVELWAHYVEELNSTQR.V 762 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_107.019824.019824.2 2 3.0364 0.1828 2238.89 2237.6 1 45 2 K.NTSELVSSEVYLLSALAALQK.V 1746 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_112.013079.013079.2 2 2.3086 0.1058 1832.25 1830.1 1 56.666668 1 K.IISVFVDALPHVPEHR.R 1379 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_106.002260.002260.3 3 4.3803 0.2457 4474.04 4473.9 1 21.25 1 K.EAATIDRDTAFAIGCTGLEELLGIDPSFEQFEAPLFSQLAK.T 35 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_114.015583.015583.3 3 6.0201 0.3748 2865.68 2863.4 1 36.458336 1 K.VVETLPHFISPYLEGILSQVIHLEK.I 1767 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_105.014541.01454 2 3.4607 0.3198 2377.75 2376.5 1 47.368423 1 Q.HSENDLEEVGKTENCIIDCL.V 1881 0 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_NT_lymphocytes_Ti_111.001737.001737.2 2 4.4433 0.2962 1983.85 1981.3 1 61.764706 1 R.LLETVLGYISAVAQSMER.N 1550 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.000171.0001 2 2.6537 0.1487 1982.43 1981.3 1 41.17647 1 R.LLETVLGYISAVAQSMER.N 1550 2 *
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NP_060542.4| gi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 20 48 16.4 2144 242368 6.5 HsSD-NE_PHA_lymphocytes_PK_106.012438.012438 2 2.9333 0.1504 1129.69 1130.3 7 87.5 1 L.NEQFLPLIR.L 422 1 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_PHA_lymphocytes_Ti_108.011216.011216 2 2.6729 0.2494 2018.57 2020.3 1 50 1 R.AAVLYVMDLSEQCGHGLR.E 249 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsNaOH-NE_NT_lymphocytes_Ti_115.012944.01294 3 5.6441 0.3551 2837.03 2838.4 1 36.95652 2 R.EQLELFQNIRPLFINKPLIVVANK.C 267 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.013305.0133 3 5.6197 0.306 2840.87 2838.4 1 36.95652 1 R.EQLELFQNIRPLFINKPLIVVANK.C 267 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_NT_lymphocytes_Ti_114.013520.013520.3 3 4.8445 0.3375 2837.69 2838.4 1 38.04348 2 R.EQLELFQNIRPLFINKPLIVVANK.C 267 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_NT_lymphocytes_Ti_109.016451.016451.3 3 3.5089 0.2974 2743.67 2741.1 1 33.333336 1 K.LDDIHPFYADLMNILYDKDHYK.L 72 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_NT_lymphocytes_Ti_104.015772.015772.2 2 3.317 0.3149 2755.29 2755.1 3 33.333336 1 K.IFTDLQSEGFPVIETSTLTEEGVIK.V 306 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_NT_lymphocytes_Ti_110.010358.010358.3 3 3.5111 0.1992 1982.51 1982.2 2 42.1875 2 R.RDDKERPPFIPEGVVAR.R 368 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_NT_lymphocytes_Ti_107.013359.013359.3 3 3.7917 0.3338 2709.65 2707.1 1 29.545454 2 K.HDKIPEIWEGHNIADYIDPAIMK.K 426 2 *
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NP_036473.2| gi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [Homo sapiens] 7 14 22.4 634 73965 9.5 HsSD-NE_PHA_lymphocytes_PK_105.008980.008980 2 3.1616 0.2347 1600.41 1598.7 1 66.66667 2 L.DHPLEDRNTIEMQ.A 227 0 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsSD-NE_PHA_lymphocytes_Ti_109.018018.018018 3 3.9184 0.1736 3220.49 3219.6 1 25.862068 4 R.GLPQLGTLGAGNHYAEIQVVDEIFNEYAAK.K 215 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.013973.013973 2 4.0652 0.4081 2626.99 2627.9 1 43.18182 2 K.VFNTTPDDLDLHVIYDVSHNIAK.V 335 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.006933.006933 2 3.0306 0.2526 1331.43 1331.5 1 72.72727 2 K.GQVCVMIHSGSR.G 252 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007049.0070 2 3.2962 0.2234 1346.97 1345.4 6 72.72727 1 R.TNLDESDVQPVK.E 129 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013194.01319 2 4.6212 0.5233 2628.77 2627.9 1 45.454548 1 K.VFNTTPDDLDLHVIYDVSHNIAK.V 335 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.017706.01770 3 3.2901 0.1183 3222.56 3219.6 2 25 1 R.GLPQLGTLGAGNHYAEIQVVDEIFNEYAAK.K 215 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsSD-NE_PHA_lymphocytes_PK_105.011974.011974 2 3.1024 0.2896 1386.55 1386.5 1 75 1 R.SYNDELQFLEK.I 4 2 *
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_055121.1| gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [Homo sapiens] 6 14 20.2 505 55210 7.2 HsSD-NE_NT_lymphocytes_Ti_110.010747.010747.2 2 2.94 0.3203 1444.83 1445.7 2 61.538464 2 K.QIGNVAALPGIVHR.S 68 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_PHA_lymphocytes_Ti_112.015330.015330 3 5.3177 0.3868 2561.69 2560 1 44.04762 5 K.NHLVTLPEAIHFLTEIEVLDVR.E 350 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_PHA_lymphocytes_Ti_109.011234.011234 3 5.3475 0.4268 2757.62 2756.1 1 35.416664 1 K.LEHLSVSHNNLTTLHGELSSLPSLR.A 58 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.016936.016936 2 2.6513 0.2195 3114.71 3113.5 7 29.62963 1 K.AEITLLVQGQELPEFWEALGGEPSEIKK.H 688 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_PHA_lymphocytes_PK_109.016417.016417 2 2.9504 0.2034 1586.03 1586.8 3 69.230774 1 E.NFVPVLVEEAFHGK.F 508 1 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_PHA_lymphocytes_PK_108.020181.02018 2 4.3055 0.3725 1958.83 1957.2 1 65.625 5 W.QIENFVPVLVEEAFHGK.F 505 1 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010150.01015 1 1.9493 0.2345 1449.68 1448.7 1 54.545456 1 R.VPECLYTLPSLR.R 238 2 *
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678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007241.00724 2 3.0844 0.2558 1578.27 1578.8 1 69.230774 2 R.ENPNLVMPPKPADR.A 372 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.014692.0146 2 4.8368 0.3234 2937.61 2935.1 1 42.307693 1 R.TQSNLPTSLEGLSNLADVDLSCNDLTR.V 211 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsNaOH-NE_NT_lymphocytes_Ti_112.018532.01853 3 5.0648 0.3393 4272.62 4269.8 1 24.305555 3 R.LDYSEFFTEDVGQLPGLTIWQIENFVPVLVEEAFHGK.F 485 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_102.016418.016418.2 2 3.9404 0.4138 2933.17 2935.1 1 48.076923 1 R.TQSNLPTSLEGLSNLADVDLSCNDLTR.V 211 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_114.015301.015301.3 3 4.9773 0.4756 2560.46 2560 1 38.095238 1 K.NHLVTLPEAIHFLTEIEVLDVR.E 350 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_114.018844.018844.3 3 5.8346 0.4624 4267.25 4269.8 1 25 2 R.LDYSEFFTEDVGQLPGLTIWQIENFVPVLVEEAFHGK.F 485 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_115.012423.012423.2 2 3.2125 0.1608 2253.15 2250.7 4 42.105263 1 R.LVHLQTLVLNGNPLLHAQLR.Q 173 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_102.016370.016370.3 3 4.8138 0.2927 2934.56 2935.1 1 33.653847 1 R.TQSNLPTSLEGLSNLADVDLSCNDLTR.V 211 2 *
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_002009.1| gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapiens] 12 28 15.8 1269 144751 6.1 HsSD-NE_NT_lymphocytes_Ti_102.014895.014895.2 2 4.3822 0.443 1849.63 1849.1 1 63.333332 2 K.LAEDILNTMFDTSYSK.Q 1116 2 *
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.020540.020540 3 4.3658 0.385 3983.15 3984.3 1 30.46875 4 K.KDPEERPTFEYLQSFLEDYFTATEPQYQPGENL.- 502 2
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.015941.01594 2 3.0118 0.1796 1811.27 1809.1 1 60.000004 1 K.SDVWSFGILLTELVTK.G 444 2
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006818.00681 2 2.9858 0.2074 1225.19 1224.3 5 77.77778 2 R.LIEDNEYTAR.Q 411 2
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.011880.0118 3 4.4542 0.1952 2555.93 2553.9 1 36.842106 2 R.MPCPQDCPISLHELMIHCWK.K 482 2
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsSD-NE_NT_lymphocytes_Ti_110.021368.021368.3 3 4.2843 0.1985 3985.01 3984.3 1 26.5625 2 K.KDPEERPTFEYLQSFLEDYFTATEPQYQPGENL.- 502 2
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsSD-NE_PHA_lymphocytes_PK_106.014886.014886 2 2.8767 0.2058 1352.01 1350.5 5 68.181816 2 G.SLLDFLKDGEGR.A 346 1
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NP_694592.1| gi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1| protein-tyrosine kinase fyn isoform b [Homo sapiens] 6 15 19.9 534 60141 6.2 HsSD-NE_NT_lymphocytes_Ti_104.013215.013215.2 2 4.1112 0.3065 1840.73 1839 1 64.28571 2 K.FQILNSSEGDWWEAR.S 109 2
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsSD-NE_PHA_lymphocytes_PK_108.019348.019348 2 2.9006 0.1584 1841.79 1840.1 5 43.333332 1 D.HVQMIVLDEADKLLSQ.D 228 0 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsSD-NE_PHA_lymphocytes_Ti_114.012866.012866 2 5.2652 0.3877 2324.47 2321.7 1 50 4 R.FGHLGLAINLITYDDRFNLK.S 417 2 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsNaOH-NE_NT_lymphocytes_Ti_113.009281.00928 2 3.5692 0.4757 2366.07 2367.6 2 41.304348 1 R.GPVKPTGGPGGGGTQTQQQMNQLK.N 12 2 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008970.00897 2 3.7401 0.3623 2112.23 2112.4 1 41.666664 1 K.SIEEQLGTEIKPIPSNIDK.S 437 2 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsSD-NE_NT_lymphocytes_Ti_111.010760.010760.2 2 4.4348 0.3982 2366.41 2367.6 1 36.95652 1 R.GPVKPTGGPGGGGTQTQQQMNQLK.N 12 2 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012599.0125 2 3.3044 0.3054 2323.49 2321.7 1 42.105263 2 R.FGHLGLAINLITYDDRFNLK.S 417 2 *
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_004388.1| gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 [Homo sapiens] 5 12 19.9 472 53216 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.018694.0186 2 4.9454 0.2627 2219.07 2217.7 1 66.66667 2 K.LLSQDFVQIMEDIILTLPK.N 240 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.007145.007145 2 3.0076 0.2537 1638.13 1637.7 1 69.230774 1 K.ITIHEYDSITDSSR.N 811 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.006452.00645 2 4.1574 0.2274 1637.53 1634.8 1 80.769226 2 K.KRDDDNELMTSGPR.M 1836 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.015880.0158 2 2.9711 0.346 2901.71 2902.2 3 33.333336 1 R.FLDYLSDLCVSNTTAIPVTQELICK.F 630 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017702.01770 2 3.6134 0.2797 1473.13 1473.8 1 83.33333 3 R.EQNILAQVFGILK.A 511 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.001178.0011 3 3.6167 0.3233 4455.08 4454.7 1 22.02381 1 K.EFGEDNDNAETSASGSPDTLLPSAIVPDIDEIAAQAETMFAGR.K 999 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017756.01775 1 3.1885 0.3575 1475.07 1473.8 1 62.5 1 R.EQNILAQVFGILK.A 511 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009563.00956 2 3.2363 0.2331 1184.83 1185.4 1 88.88889 1 K.LTFEVVHLAR.N 860 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.015730.01573 2 4.0529 0.3016 2212.47 2211.5 1 50 1 R.TMEQIVFPVPNICEYLTR.E 2157 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.006662.0066 2 3.6325 0.2636 1635.83 1634.8 1 76.92308 3 K.KRDDDNELMTSGPR.M 1836 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010851.01085 2 3.1552 0.1156 1891.05 1890.1 3 53.125 1 K.EDKEAFAIVSVPLSEVR.D 424 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009711.00971 2 2.8155 0.3454 1716.99 1719.9 1 61.538464 4 R.VVQHFVHCIETHGR.H 1292 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_PK_109.012263.0122 2 2.6547 0.2051 1581.23 1581.7 3 50 1 L.YSPELLFPEGSDAR.I 1633 1 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011786.01178 3 3.7351 0.3658 2787.23 2788.2 1 30.000002 1 K.VVLMPVNAGQPLHASNIELLDNPGCK.E 182 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009796.00979 3 4.1597 0.3387 1720.37 1719.9 1 53.846157 2 R.VVQHFVHCIETHGR.N 1292 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008870.00887 2 3.7908 0.2066 1445.39 1444.6 2 85 2 R.FLQLLCENHNR.D 1924 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009462.00946 2 5.004 0.4058 1921.55 1919.1 1 75 4 K.HLATGNYLAAELNPDYR.D 307 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014698.01469 2 4.0768 0.4078 2027.35 2028.4 1 64.70589 2 K.NMGAHSVVLDLLQIPYEK.N 1209 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.017277.0172 2 3.6241 0.2755 1474.19 1473.8 1 83.33333 2 R.EQNILAQVFGILK.A 511 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.014000.01400 2 5.4864 0.4103 2022.39 2022.2 1 76.666664 2 K.VNDFFQQTEDLYNEMK.W 2193 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008880.00888 1 2.0803 0.3142 1444.53 1444.6 1 60.000004 1 R.FLQLLCENHNR.D 1924 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_NT_lymphocytes_PK_110.009717.0097 2 2.8624 0.2736 1449.07 1448.5 1 75 1 K.NPVQLDDEGGRTF.L 1045 1 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.010562.0105 3 3.9024 0.3112 2259.32 2259.6 1 36.11111 2 R.LMLHMHVDRDPQESVVPVR.Y 781 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.009902.0099 3 5.2948 0.3979 1719.83 1719.9 1 69.230774 2 R.VVQHFVHCIETHGR.H 1292 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011847.0118 3 4.9439 0.179 1719.89 1721 1 53.571426 10 K.DVGHNIYILAHQLAR.H 2103 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.009820.0098 2 3.202 0.4306 1718.71 1719.9 1 69.230774 1 R.VVQHFVHCIETHGR.H 1292 2
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsSD-NE_NT_lymphocytes_Ti_111.013472.013472.2 2 2.7736 0.1462 1720.69 1721 1 60.714287 2 K.DVGHNIYILAHQLAR.H 2103 2 *
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsSD-NE_PHA_lymphocytes_PK_106.018821.01882 2 3.2147 0.1871 1340.05 1339.6 1 77.27273 1 N.SLLPLDDIVRVV.T 1399 0
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NP_002214.2| gi|95147335|ref|NP_002214.2| "inositol 1,4,5-triphosphate receptor, type 2 [Homo sapiens] " 24 57 12.8 2701 308062 6.4 HsSD-NE_NT_lymphocytes_Ti_109.015016.015016.2 2 3.3653 0.3072 1955.25 1956.3 1 62.5 2 K.HLNLFLTPGLLEAETMR.H 1259 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.013593.013593 3 3.6755 0.0836 2805.5 2804 1 30.208334 1 K.NTELAVFHDETEIQNQTDLLSLSGK.T 1126 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.012804.012804 2 4.2212 0.2961 2118.83 2119.4 1 58.823532 2 K.LFLNETQTQEITEDIPVK.T 1227 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.013911.013911 3 3.1142 0.1335 3327.11 3325.6 7 23.076923 1 R.ISEVFDCWFESGSMPYAQVHYPFENKR.E 520 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_PK_115.012954.012954 2 3.7336 0.3408 2194.59 2195.7 1 44.736843 1 T.TIKAPLKPYPVSPSDKVLIQ.E 1036 0 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.017707.017707 2 3.4208 0.4275 2163.73 2165.4 1 50 5 K.ILEFWTEFNCFQECLK.Q 18 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.018203.01820 2 3.0688 0.2628 2174.93 2174.6 4 41.17647 2 R.LMAPYTPFLTELMYQNLK.V 768 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.015016.01501 2 3.8337 0.24 2175.09 2172.3 1 61.11111 2 R.EFEDAFPADFIAEGIDQTR.G 547 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.007878.0078 2 3.0451 0.2339 1922.45 1921.1 1 50 1 K.TGTIVVEGHELHDEDIR.L 930 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.017386.01738 2 3.0051 0.303 2167.89 2165.4 1 43.333332 3 K.ILEFWTEFNCFQECLK.Q 18 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_PK_105.013800.013800 1 2.2987 0.2519 1343.84 1344.5 4 60.000004 2 R.ESPNITDRWIL.S 687 1 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_NT_lymphocytes_Ti_102.013066.013066.2 2 4.4714 0.1501 2119.85 2119.4 1 61.764706 4 K.LFLNETQTQEITEDIPVK.T 1227 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_PK_105.016380.016380 2 4.0377 0.2953 1680.81 1678.9 1 79.16667 1 R.NNDLCYWVPELVR.E 429 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_NT_lymphocytes_Ti_113.012691.012691.2 2 2.0502 0.1113 2000.21 2000.3 9 40 1 R.LLVATTFTHSYPFCWR.S 387 2 *
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NP_002152.2| gi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo sapiens] 12 28 17 1262 144498 6.1 HsSD-NE_PHA_lymphocytes_PK_105.008805.008805 2 3.5639 0.3109 1675.55 1675.8 1 57.14286 2 L.VDNYVKEEEGTGVVH.Q 309 0 *
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsSD-NE_PHA_lymphocytes_Ti_104.001278.001278 2 2.7585 0.1702 1571.67 1572 4 65.38461 2 R.FSNLVLQALLVLLK.K 618 2 *
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsSD-NE_PHA_lymphocytes_PK_110.011898.011898 1 2.2277 0.3762 1211.61 1212.4 1 59.090908 2 K.THPSVVPGSIAF.S 51 1
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsSD-NE_PHA_lymphocytes_Ti_101.006708.006708 1 2.7685 0.2853 1296.5 1296.5 6 59.090908 1 R.GHQLLSADVDIK.E 416 2
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsNaOH-NE_NT_lymphocytes_Ti_115.009912.00991 2 2.706 0.2041 1203.39 1202.4 2 77.77778 1 R.LQILHIHTAR.M 404 2
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsNaOH-NE_NT_lymphocytes_Ti_114.016622.01662 2 5.1059 0.3007 1572.79 1572 1 88.46153 5 R.FSNLVLQALLVLLK.K 618 2 *
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008582.0085 2 4.3333 0.2004 1458.45 1458.7 1 87.5 4 R.VLDDGELLVQQTK.N 517 2 *
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|NP_006169.2| gi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor [Homo sapiens] 5 16 8.2 744 82594 7 HsSD-NE_NT_lymphocytes_Ti_111.011717.011717.2 2 2.9452 0.107 1202.35 1202.4 2 83.33333 1 R.LQILHIHTAR.M 404 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.010258.010258 2 4.3647 0.4032 1940.03 1940.1 1 71.875 1 K.ITNEKGECIVSDFTIGR.K 736 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_PK_110.017761.01776 2 3.7732 0.1995 2172.55 2171.5 1 50 4 K.HSTVHVDELCPLIVPNLGVA.V 1208 1
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.010607.010607 2 2.8852 0.2925 1879.77 1880.1 1 63.333332 1 R.HLASDAIINENYDYLK.G 1636 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_PK_113.017890.017890 2 2.5485 0.1842 2684.35 2685 6 31.818182 1 A.IINENYDYLKGFLEDLAPPERSS.L 1642 0
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_PK_107.013666.013666 2 3.5032 0.2494 1322.61 1322.5 1 85 4 T.NLNLDDIVHIR.R 768 1
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008236.00823 2 4.6106 0.445 2134.43 2135.3 1 70.588234 1 R.HIQQVDCSGNDLEQLHIK.V 1688 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.013880.01388 2 3.6132 0.433 1618.23 1618.9 1 64.28571 5 R.LALLLSQFVGSQSVR.E 1341 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008998.00899 2 3.2073 0.2314 1879.73 1880.1 1 63.333332 1 R.HLASDAIINENYDYLK.G 1636 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008248.00824 3 4.9429 0.335 2136.56 2135.3 1 47.058823 1 R.HIQQVDCSGNDLEQLHIK.V 1688 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010515.0105 2 4.375 0.4768 2220.47 2221.4 1 63.88889 2 R.WLSCTATPQIEEEVSLTQK.N 1292 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009340.00934 1 2.2096 0.0855 1399.07 1398.6 6 60.000004 1 R.HYDLNQLLEPR.S 1486 2 *
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.008608.00860 2 4.2726 0.328 1600.07 1599.7 1 79.16667 2 R.HCQLLETPESWAK.E 1572 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.019527.01952 2 3.7473 0.3017 2261.77 2259.5 1 47.22222 1 R.SSLIQDWETSGLVYLDYIR.V 1663 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_NT_lymphocytes_Ti_103.017173.017173.1 1 2.1397 0.1598 1512.6 1512.7 2 46.153847 1 K.NSPVEAVFSYLTGK.R 1311 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_NT_lymphocytes_Ti_103.017120.017120.2 2 2.0206 0.1224 1514.71 1512.7 8 53.846157 1 K.NSPVEAVFSYLTGK.R 1311 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_NT_lymphocytes_Ti_111.011240.011240.1 1 2.3119 0.2345 1271.03 1270.5 9 55 1 R.VVLSLHHPPDR.T 1740 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_PHA_lymphocytes_PK_105.011961.01196 2 3.4223 0.3001 1351.21 1351.5 1 86.36364 2 R.SITADPLDYRLS.W 1497 1 *
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_NT_lymphocytes_Ti_108.014381.014381.2 2 3.6502 0.4064 1618.31 1618.9 1 71.42857 1 R.LALLLSQFVGSQSVR.E 1341 2
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NP_057404.2| gi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Homo sapiens] 17 33 12.4 1800 195816 6.4 HsSD-NE_NT_lymphocytes_Ti_103.010394.010394.2 2 4.2452 0.3945 1874.15 1873 1 81.25 2 K.FTSGAFLSPSVSVQECR.T 1036 2
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_Ti_110.018356.018356 2 2.7508 0.1067 2021.21 2018.2 2 56.25 3 K.LFLDFLEEFQSSDGEIK.Y 29 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_Ti_107.010575.010575 2 3.4081 0.3527 2628.55 2629.9 2 33.333336 2 K.NLYHNLCTSLFPTIHGNDEVKR.G 345 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.009600.009600 2 3.4599 0.2908 2044.69 2043.3 1 52.941177 2 R.DQVAIHEAMEQQTISITK.A 469 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_Ti_111.012845.012845 2 3.3166 0.2845 1954.97 1952.3 5 46.875 1 R.LTHYDHVLIELTQAGLK.G 780 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_PK_111.000594.000594 2 2.5514 0.1515 2020.17 2018.2 3 50 1 K.LFLDFLEEFQSSDGEIK.Y 29 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_Ti_110.011920.011920 3 4.5462 0.1862 1950.86 1952.3 1 40.625 4 R.LTHYDHVLIELTQAGLK.G 780 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009890.00989 2 2.842 0.1678 1620.69 1618.8 2 61.538464 1 R.LVFLACCVAPTNPR.F 296 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017744.01774 2 2.9429 0.2333 2019.45 2018.2 4 43.75 2 K.LFLDFLEEFQSSDGEIK.Y 29 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.017880.0178 2 2.4218 0.1558 2020.77 2018.2 1 53.125 1 K.LFLDFLEEFQSSDGEIK.Y 29 2 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_PHA_lymphocytes_PK_105.011177.011177 1 2.0121 0.161 1324.8 1324.5 1 60.000004 1 R.IEESIDRVYSL.D 559 1 *
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_005906.2| gi|7427519|ref|NP_005906.2| minichromosome maintenance complex component 6 [Homo sapie 7 21 12.1 821 92889 5.4 HsSD-NE_NT_lymphocytes_Ti_112.012800.012800.2 2 4.3343 0.37 2631.97 2629.9 1 50 3 K.NLYHNLCTSLFPTIHGNDEVKR.G 345 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_115.013598.013598 3 5.431 0.4374 4134.92 4136.8 1 20.714287 2 K.VTWLAETTHALPIPVICVTYEHLITKPVLGKDEDFK.Q 607 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.007685.007685 2 3.0351 0.3874 1651.05 1651.9 1 69.230774 2 K.THMVVANTMEDFQK.I 1422 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.014608.014608 2 4.0598 0.3302 1945.99 1945.2 1 59.375 3 R.WFGFLEAQQAFQSVGTK.W 150 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_110.017623.017623 2 3.7763 0.3348 1762.81 1761.1 1 67.85714 7 K.LQAILEDIQVTLFTR.A 1401 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.014727.014727 2 2.9414 0.1827 3043.99 3042.5 6 27.777779 1 R.VACVQVVIIPCGITNALSEEDKEALIAK.C 1299 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.012104.012104 2 4.2352 0.3473 1824.57 1825 1 71.42857 2 K.KEENLADWYSQVITK.S 1020 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.015136.01513 2 2.7692 0.2577 1947.57 1945.2 4 43.75 1 R.WFGFLEAQQAFQSVGTK.W 150 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.018300.0183 2 2.3862 0.19 2904.39 2902.2 1 35.416664 1 K.YNVYPTYDFACPIVDSIEGVTHALR.T 371 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsNaOH-NE_NT_lymphocytes_Ti_113.010554.01055 2 3.5168 0.2912 1623.51 1624.8 1 60.714287 3 R.FPPEASGYLHIGHAK.A 202 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.010832.0108 2 2.5166 0.1852 1827.99 1825 2 53.571426 1 K.KEENLADWYSQVITK.S 1020 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010463.01046 2 4.6772 0.2951 2352.65 2351.6 1 58.333332 3 R.RGFFICDQPYEPVSPYSCK.E 675 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_PK_105.014501.01450 2 2.8067 0.1674 1430.27 1430.7 1 70.83333 1 Q.VYEELLAIPVVKG.R 1196 0 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_NT_lymphocytes_Ti_112.012137.012137.2 2 3.1888 0.2593 1626.53 1624.8 9 57.14286 1 R.FPPEASGYLHIGHAK.A 202 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_PHA_lymphocytes_PK_105.016701.01670 2 4.2211 0.2994 1521.41 1520.7 1 83.33333 2 S.ENVIFTDVNSILR.Y 44 1 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_NT_lymphocytes_Ti_103.012792.012792.2 2 4.549 0.2881 1390.61 1389.6 1 90.909096 4 K.INEAVECLLSLK.A 850 2 *
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NP_004437.2| gi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [Homo sapiens] 13 36 15.7 1512 170590 7.3 HsSD-NE_NT_lymphocytes_Ti_104.007995.007995.2 2 3.4756 0.2496 1871.35 1872 1 60.714287 2 R.FDDTNPEKEKEDFEK.V 236 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsSD-NE_PHA_lymphocytes_Ti_106.018709.018709 3 3.0538 0.2191 3127.61 3130.6 5 21.428572 1 R.GISHELISLEITSPEVPDLTIIDLPGITR.V 203 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsSD-NE_PHA_lymphocytes_Ti_105.019469.019469 2 3.0427 0.3329 3129.79 3130.6 1 32.142857 2 R.GISHELISLEITSPEVPDLTIIDLPGITR.V 203 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009471.00947 2 2.8337 0.3131 1472.09 1473.8 1 62.5 1 R.TIGILTKPDLMDR.G 289 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009321.00932 2 4.0409 0.3504 1963.53 1961.2 1 62.5 2 K.VREEIFNPLGTPSQNMK.L 592 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007827.0078 2 3.3922 0.1758 1599.97 1600.7 2 69.230774 2 R.NTELELQDPGQVEK.E 175 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.018214.01821 3 4.0351 0.2862 3132.92 3130.6 4 25 2 R.GISHELISLEITSPEVPDLTIIDLPGITR.V 203 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsSD-NE_PHA_lymphocytes_PK_105.018796.018796 2 3.5422 0.292 2181.07 2180.5 1 50 1 L.EITSPEVPDLTIIDLPGITR.V 212 1 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.015222.0152 2 2.7982 0.1717 1867.99 1868.3 1 60.714287 2 R.LANQIPFIIQYFMLR.E 641 2 *
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsSD-NE_NT_lymphocytes_Ti_102.015435.015435.3 3 4.5561 0.3422 2252 2253.6 1 39.772728 2 R.ALGVEQDLALPAIAVIGDQSSGK.S 109 2
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NP_002454.1| gi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [Homo sapiens] 9 16 17.2 715 82089 8.8 HsSD-NE_NT_lymphocytes_Ti_109.012166.012166.2 2 2.9667 0.3276 1587.31 1586.8 1 59.090908 1 K.EITFFQTHPYFR.V 346 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_PHA_lymphocytes_Ti_113.014787.014787 2 4.39 0.3946 1717.95 1717 1 75 3 R.SCQTALVEILDVIVR.S 818 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.009460.009460 2 5.0761 0.3406 1929.43 1930.1 1 71.875 2 R.TALAEAELEYNPEHVSR.S 251 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_PHA_lymphocytes_PK_107.018048.018048 2 3.6493 0.3123 2375.69 2374.7 1 47.368423 2 L.VEQHGSDIWWTLPPEQLLPK.E 557 1 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_PHA_lymphocytes_PK_108.018023.018023 2 2.8335 0.2901 2485.37 2487.9 1 45 1 K.LVEQHGSDIWWTLPPEQLLPK.E 556 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_PHA_lymphocytes_PK_112.016667.016667 2 2.6659 0.1946 2020.17 2019.3 2 50 1 K.IHFVPGWDCHGLPIEIK.V 147 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007671.00767 2 4.4771 0.4173 2018.93 2020.2 1 65.625 1 K.TKDEYLINSQTTEHIVK.L 539 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.008478.0084 2 4.6814 0.3588 1932.07 1930.1 1 75 1 R.TALAEAELEYNPEHVSR.S 251 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008171.00817 2 4.4248 0.2886 1929.53 1930.1 1 75 2 R.TALAEAELEYNPEHVSR.S 251 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.010234.01023 2 2.4749 0.2281 1796.11 1797.1 2 53.571426 1 R.YRDTVLLPQTSFPMK.L 60 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.011408.0114 2 3.3127 0.2654 1417.45 1416.7 2 81.818184 2 R.VWGVPIPVFHHK.T 527 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011984.0119 2 4.3162 0.3806 2020.23 2019.3 1 62.5 2 K.IHFVPGWDCHGLPIEIK.V 147 2 *
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_NT_lymphocytes_Ti_112.013216.013216.2 2 4.5279 0.3817 2019.39 2019.3 1 65.625 2 K.IHFVPGWDCHGLPIEIK.V 147 2 *
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688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NP_060530.3| gi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA synthetase [Homo sapiens] 8 21 11.3 1012 113791 7.2 HsSD-NE_NT_lymphocytes_Ti_114.011696.011696.2 2 3.0732 0.3277 1416.59 1416.7 5 72.72727 1 R.VWGVPIPVFHHK.T 527 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsSD-NE_PHA_lymphocytes_Ti_110.008132.008132 2 2.465 0.1103 1056.79 1058.2 2 78.57143 1 K.HRELFLSR.Q 85 2
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsSD-NE_PHA_lymphocytes_Ti_108.012204.012204 3 3.0253 0.145 3255.62 3256.8 1 23.333334 1 K.VKPTLIAVRPPVPLPAPSHPASTNEPIVLED.- 638 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009827.00982 2 4.2761 0.3904 2173.73 2173.4 1 57.894737 2 R.GHLSRPEAQSLSPYTTSANR.A 424 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsSD-NE_NT_lymphocytes_Ti_104.007493.007493.2 2 4.3991 0.4288 1906.71 1908 1 60.000004 4 R.EFEEESKQPGVSEQQR.H 65 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009938.0099 2 2.6501 0.1101 1331.23 1328.6 8 72.72727 1 R.RPYAPINANAIK.A 481 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsSD-NE_NT_lymphocytes_Ti_109.011746.011746.2 2 4.2223 0.3396 3128.57 3128.3 1 40 1 K.GLTCESCHTTQSAQWYAWGPPNMQCR.L 364 2 *
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NP_004730.2| gi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [Homo sapiens] 7 13 18.7 668 75023 9.7 HsSD-NE_PHA_lymphocytes_PK_105.015194.015194 2 3.1239 0.2728 1616.01 1614.8 1 68.181816 3 Q.YLEKEDCFFYSL.V 120 0 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsSD-NE_PHA_lymphocytes_PK_107.015652.015652 2 3.2222 0.2597 1819.67 1821.1 2 57.14286 1 K.KVTEELLTDNRYLLL.V 112 1 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.001894.001894 3 3.9186 0.203 3047.15 3044.6 1 27.000002 2 R.LYDIILQNLVELLQLPGLEEDKAFQK.E 427 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.017150.01715 3 4.0453 0.1748 3045.65 3044.6 1 28 2 R.LYDIILQNLVELLQLPGLEEDKAFQK.E 427 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.017739.01773 2 3.3972 0.2437 3045.11 3044.6 1 34 1 R.LYDIILQNLVELLQLPGLEEDKAFQK.E 427 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011156.01115 2 3.6699 0.3947 1557.93 1557.7 1 79.16667 1 R.FETFCLDPSLVTK.Q 558 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.002600.0026 3 3.776 0.1611 2570.9 2570 3 34.523808 1 R.LYDIILQNLVELLQLPGLEEDK.A 427 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011190.01119 1 2.2283 0.2527 1558.14 1557.7 2 50 1 R.FETFCLDPSLVTK.Q 558 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.012448.0124 2 4.2071 0.3249 1918.75 1917.2 1 59.375 2 K.TKLEAQAYTAYLSGMLR.F 182 2 *
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NP_055045.2| gi|24497620|ref|NP_055045.2| signal recognition particle 68kDa [Homo sapiens] 8 12 13.4 627 70730 8.6 HsSD-NE_NT_lymphocytes_Ti_104.007464.007464.2 2 2.6425 0.1429 1531.65 1528.7 1 58.333332 1 R.ALLQQQPEDDSKR.S 405 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.010194.010194 3 4.5957 0.2368 3527.51 3527.9 1 29.6875 1 K.LRHTHVQDGEAGGITQQIGATNVPLEAINEQTK.M 651 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_114.017379.017379 3 5.8956 0.4335 3282.14 3280.8 1 32.75862 2 R.GSSLCDIAILVVDIMHGLEPQTIESINLLK.S 716 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.012323.012323 2 2.0228 0.0832 2232.85 2235.6 7 35 1 R.LKEGDTIIVPGVEGPIVTQIR.G 882 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.020624.020624 2 2.7691 0.2107 1918.13 1916.2 1 53.333336 2 R.IFSAEIIYHLFDAFTK.Y 1056 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_PK_109.013107.013107 2 4.0542 0.437 1691.93 1693 1 75 4 M.HGLEPQTIESINLLK.S 731 1 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.010140.010140 3 3.904 0.2717 1752.17 1750.1 2 48.333332 2 K.LRAPIICVLGHVDTGK.T 629 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.009407.009407 3 6.4604 0.4202 3257.66 3258.5 1 35 2 R.HTHVQDGEAGGITQQIGATNVPLEAINEQTK.M 653 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_PHA_lymphocytes_PK_110.013638.013638 2 2.7826 0.2993 2050.51 2051.4 2 39.473686 1 N.GRLKEGDTIIVPGVEGPIVT.Q 880 0 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.016158.01615 2 2.5015 0.1592 1917.39 1916.2 1 53.333336 1 R.IFSAEIIYHLFDAFTK.Y 1056 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.010947.01094 2 4.7572 0.3707 2238.27 2235.6 1 60.000004 3 R.LKEGDTIIVPGVEGPIVTQIR.G 882 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010907.0109 3 4.4193 0.3035 3525.86 3527.9 1 25.78125 1 K.LRHTHVQDGEAGGITQQIGATNVPLEAINEQTK.M 651 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.019252.0192 2 2.656 0.2278 1917.85 1916.2 1 46.666668 1 R.IFSAEIIYHLFDAFTK.Y 1056 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_NT_lymphocytes_Ti_112.012144.012144.3 3 5.9878 0.3078 3528.68 3527.9 1 31.25 2 K.LRHTHVQDGEAGGITQQIGATNVPLEAINEQTK.M 651 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsSD-NE_NT_lymphocytes_Ti_103.014759.014759.2 2 3.1508 0.2301 2509.09 2506.6 1 39.583336 1 K.SEDSTKDDIDLDALAAEIEGAGAAK.E 9 2 *
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NP_056988.3| gi|84043963|ref|NP_056988.3| eukaryotic translation initiation factor 5B [Homo sapiens] 10 25 13.3 1220 138827 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011728.0117 2 4.1632 0.2878 2098.57 2098.4 3 50 1 R.IPGMLIIDTPGHESFSNLR.N 695 2 *
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.010839.010839 2 4.8503 0.3999 2273.23 2273.6 1 52.499996 2 K.FQYCVAVGAQTFPSVSAPSKK.V 646 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011811.01181 2 3.8405 0.3147 1682.69 1679.9 1 64.28571 1 K.SVTLGYLFSQGHLTR.A 1064 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011439.01143 2 3.3439 0.24 1738.01 1737 1 64.28571 1 R.AIMEMPSFYSHGLPR.C 475 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009318.00931 1 2.3723 0.195 1089.71 1089.3 1 75 3 R.HPFIVNHPK.V 1097 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011524.01152 2 4.981 0.4443 2125.99 2126.4 1 63.88889 3 K.TLPLTGSTFHDQIAMLSHR.C 832 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013547.0135 2 3.1353 0.1884 2713.73 2712.8 1 36.95652 1 K.AGYVDFENGQWATDDIPDDLNSIR.A 444 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011134.0111 2 4.216 0.5154 2125.39 2126.4 1 61.11111 1 K.TLPLTGSTFHDQIAMLSHR.C 832 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsSD-NE_NT_lymphocytes_Ti_102.015551.015551.2 2 3.1394 0.2929 2712.99 2712.8 1 41.304348 2 K.AGYVDFENGQWATDDIPDDLNSIR.A 444 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsSD-NE_NT_lymphocytes_Ti_111.012455.012455.2 2 3.9597 0.3177 2137.25 2137.4 1 55.555557 2 R.DGSAFEDGLRHPFIVNHPK.V 1087 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009660.0096 1 2.5692 0.172 1090.56 1089.3 1 75 2 R.HPFIVNHPK.V 1097 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsSD-NE_NT_lymphocytes_Ti_102.013959.013959.2 2 4.5679 0.3852 2030.79 2031.2 1 50 2 K.ICDYLFNVSDSSALNLAK.N 303 2
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NP_001102.2| gi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_00102027 "adenosine deaminase, RNA-specific isoform a [Homo sapiens] " 9 22 12 1226 135967 8.6 HsSD-NE_PHA_lymphocytes_PK_105.017688.017688 2 2.8369 0.1928 1900.45 1898 1 53.333336 2 N.WCLADGYDLEILDGTR.G 1128 1
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_002451.1| gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Homo sapiens] 3 9 10.2 451 51712 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.010412.010412 2 3.9677 0.3353 1873.37 1873.1 1 67.85714 3 R.QLYYFAQQNSGHFLR.G 412 2 *
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_002451.1| gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Homo sapiens] 3 9 10.2 451 51712 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.013863.01386 3 3.9552 0.3104 2246.42 2246.5 1 41.666664 2 K.LFDTQQFLSELQAFAHHGR.S 358 2 *
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_002451.1| gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Homo sapiens] 3 9 10.2 451 51712 6.7 HsSD-NE_PHA_lymphocytes_PK_105.011331.01133 2 2.6558 0.2203 1496.45 1495.6 2 68.181816 1 T.LCFGEEFPDPQR.Q 385 1 *
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_002451.1| gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Homo sapiens] 3 9 10.2 451 51712 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.013668.0136 3 3.7425 0.2668 2247.53 2246.5 1 38.88889 1 K.LFDTQQFLSELQAFAHHGR.S 358 2 *
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_002451.1| gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Homo sapiens] 3 9 10.2 451 51712 6.7 HsSD-NE_NT_lymphocytes_Ti_114.013974.013974.3 3 4.298 0.3784 2245.79 2246.5 1 43.055553 2 K.LFDTQQFLSELQAFAHHGR.S 358 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_PK_109.019104.019104 2 3.4893 0.1623 1532.83 1530.8 1 75 2 K.HGFLEEFITPIVK.A 583 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_PK_110.013938.013938 2 2.9633 0.2282 1858.51 1857.1 1 53.333336 2 K.TQLEHILLRPDTYIGS.V 54 1
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.009459.009459 2 3.9034 0.4352 1775.91 1774.9 1 66.66667 2 K.HSLECTLILTEGDSAK.S 467 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_Ti_115.014429.014429 3 5.5963 0.3806 4331.18 4328.9 1 26.428572 1 K.TQLEHILLRPDTYIGSVEPLTQFMWVYDEDVGMNCR.E 54 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_PK_110.014336.014336 2 3.7471 0.355 1767.51 1770 1 64.28571 2 K.TQLEHILLRPDTYIG.S 54 1
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011723.0117 2 3.0611 0.1874 2921.45 2920.2 1 37.037037 1 K.VEFDEEFSGAPVEGAGEEALTPSVPINK.G 1267 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.017285.01728 2 3.8971 0.4585 2489.81 2488.8 1 38.095238 2 K.VYVPALIFGQLLTSSNYDDDEK.K 151 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011189.01118 2 2.216 0.0846 1677.59 1675.9 1 60.714287 1 R.LHGLPEQFLYGTATK.H 693 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009930.00993 2 3.4662 0.299 1462.93 1462.6 1 83.33333 1 K.IFDEILVNAADNK.Q 100 2
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008244.00824 2 3.0688 0.1859 1652.73 1649.9 1 61.538464 1 K.KLQLEETMPSPYGR.R 1222 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_111.012679.012679.2 2 4.5254 0.3886 1832.05 1832.1 1 66.66667 3 R.RLHGLPEQFLYGTATK.H 692 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_107.002170.002170.2 2 2.8488 0.1821 3115.89 3115.6 2 31.48148 1 R.VEPEWYIPIIPMVLINGAEGIGTGWACK.L 852 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.011002.0110 2 3.3421 0.326 1834.27 1832.1 1 53.333336 1 R.RLHGLPEQFLYGTATK.H 692 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_102.011636.011636.2 2 2.6466 0.11 1464.29 1462.6 1 79.16667 1 K.IFDEILVNAADNK.Q 100 2
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_105.017059.017059.2 2 3.3193 0.2157 1761.43 1762 2 60.000004 2 K.AASNCGIVESILNWVK.F 417 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_PK_106.018707.018707 1 3.0959 0.2099 1394.26 1393.7 5 59.090908 1 H.GFLEEFITPIVK.A 584 1 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_PHA_lymphocytes_PK_105.020782.020782 2 3.0459 0.1508 2394.73 2392.7 9 41.666664 1 F.LYDDNQRVEPEWYIPIIPM.V 845 0
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_107.019586.019586.2 2 2.8436 0.3111 2924.55 2922.2 2 33.333336 1 K.SPSDLWKEDLAAFVEELDKVESQER.E 1175 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_108.010953.010953.2 2 2.4239 0.083 1676.61 1675.9 1 53.571426 1 R.LHGLPEQFLYGTATK.H 693 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_104.010558.010558.2 2 3.5783 0.3832 1128.97 1129.3 1 90.909096 1 K.SLAVSGLGVIGR.D 483 2 *
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NP_001059.2| gi|19913408|ref|NP_001059.2| "DNA topoisomerase II, beta isozyme [Homo sapiens] " 17 30 15.2 1621 182661 8.1 HsSD-NE_NT_lymphocytes_Ti_104.018707.018707.2 2 4.904 0.4808 2488.05 2488.8 1 47.61905 2 K.VYVPALIFGQLLTSSNYDDDEK.K 151 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.010856.010856 3 3.8364 0.2799 1559.54 1559.9 1 50 2 K.RRPEPIIPVTQPR.L 521 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_PHA_lymphocytes_PK_108.017307.017307 3 3.9378 0.2937 3462.56 3460.9 3 21.09375 2 K.EAPAGPLEEDDLEPLTLAPAPAPRPPQDLIGLR.L 1110 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsNaOH-NE_NT_lymphocytes_Ti_113.013875.01387 3 6.2254 0.4646 3308.66 3309.7 1 29.83871 2 R.LLGTQHGEGNSALSPLNPGELLIALHNIDSVK.C 925 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.014192.01419 3 4.5608 0.4606 3461.33 3460.9 1 21.875 2 K.EAPAGPLEEDDLEPLTLAPAPAPRPPQDLIGLR.L 1110 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_PHA_lymphocytes_PK_106.010022.010022 2 3.6706 0.3621 1684.57 1684.8 1 64.28571 2 A.GASGSLDKYEDCLIR.L 634 1 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_NT_lymphocytes_Ti_115.014325.014325.2 2 2.9273 0.3458 2499.19 2498.9 5 32.608696 1 K.FMVHPAISSINLTTALGSLANIAR.Q 242 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013923.0139 3 4.4801 0.3017 3308 3309.7 1 25.80645 1 R.LLGTQHGEGNSALSPLNPGELLIALHNIDSVK.C 925 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_NT_lymphocytes_Ti_115.010131.010131.3 3 3.7445 0.258 1561.91 1559.9 1 56.25 1 K.RRPEPIIPVTQPR.L 521 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011967.0119 2 2.9995 0.1645 2509.47 2508.9 8 31.818182 1 R.SFTPHQQAHIPNSIMTILEASGK.Q 1081 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_NT_lymphocytes_Ti_111.013585.013585.2 2 3.7686 0.2566 2509.81 2508.9 1 47.727272 1 R.SFTPHQQAHIPNSIMTILEASGK.Q 1081 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_NT_lymphocytes_Ti_105.016305.016305.3 3 3.7 0.3172 3459.74 3460.9 1 23.4375 2 K.EAPAGPLEEDDLEPLTLAPAPAPRPPQDLIGLR.L 1110 2 *
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|NP_004810.2| gi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 7 22 12.3 1274 141148 6.1 HsSD-NE_NT_lymphocytes_Ti_104.014586.014586.2 2 4.8559 0.4116 1840.53 1839.2 1 75 5 K.VVLEAPLITESALEVVR.K 667 2 *
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsSD-NE_PHA_lymphocytes_Ti_112.016315.016315 2 3.549 0.1005 2184.77 2183.6 2 47.22222 1 K.LQLVEAGLVECLLEIVQQK.V 260 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.018879.0188 2 3.2853 0.3497 2942.61 2941.1 7 32 1 K.TEDSLEGCLDCLLQALAQNNTETSEK.I 20 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.008219.00821 2 5.158 0.5257 1917.49 1918.1 1 76.47059 2 R.HVEDGNVTVQHAALSALR.N 370 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.016838.01683 2 3.0696 0.2636 2264.61 2263.6 2 40 2 K.IQASGILQLFASLLTPQSSCK.A 46 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsSD-NE_PHA_lymphocytes_PK_106.020900.020900 2 3.0294 0.1963 1175.91 1176.4 1 88.88889 1 T.NIAEELVKLF.K 224 0
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsSD-NE_NT_lymphocytes_Ti_105.017529.017529.2 2 3.8594 0.4182 2037.09 2038.4 1 61.11111 1 R.IPCVDAGLISPLVQLLNSK.D 84 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsSD-NE_NT_lymphocytes_Ti_102.020781.020781.3 3 3.1414 0.0899 2941.67 2941.1 4 25 1 K.TEDSLEGCLDCLLQALAQNNTETSEK.I 20 2
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|NP_001093896.1| gi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066 "RAP1, GTP-GDP dissociation stimulator 1 isoform 1 [Homo sapien 8 10 19.6 608 66388 5.3 HsSD-NE_NT_lymphocytes_Ti_105.018231.018231.3 3 5.3956 0.4188 3569.6 3568.8 2 23.387096 1 K.ITAVDKTEDSLEGCLDCLLQALAQNNTETSEK.I 14 2
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsSD-NE_PHA_lymphocytes_PK_111.020331.02033 3 3.6461 0.1825 4540.61 4538.2 1 17.105263 1 P.DYIAPEILQGLKYTFSVDWWSFGVLLYEMLIGQSPFHGD.D 513 0 *
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011057.01105 1 2.545 0.1744 1448.17 1446.6 4 54.545456 1 K.AEFWLDLQPQAK.V 102 2 *
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012113.0121 2 2.5194 0.0866 2805.13 2803 8 33.333336 1 R.IAFNSYELGSLQAEDEANQPFCAVK.M 7 2 *
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsSD-NE_NT_lymphocytes_Ti_103.013440.013440.2 2 3.3644 0.2953 2803.63 2803 1 43.75 1 R.IAFNSYELGSLQAEDEANQPFCAVK.M 7 2 *
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3360.336 2 3.0563 0.2333 2417.57 2418.8 2 37.5 1 R.VLTLAAENPFLTHLICTFQTK.D 400 2 *
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NP_997704.1| gi|47157325|ref|NP_997704.1| "protein kinase C, delta [Homo sapiens] " 4 7 14.3 676 77505 7.8 HsSD-NE_NT_lymphocytes_Ti_104.012498.012498.1 1 3.082 0.1675 1445.94 1446.6 1 68.181816 2 K.AEFWLDLQPQAK.V 102 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_PHA_lymphocytes_Ti_108.011098.011098 3 4.7955 0.197 3562.55 3561.9 1 24.13793 3 K.SSALQWLTPEQTSGKEHPYLFSQCQAIHCR.A 113 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.012042.012042 2 3.944 0.2626 2204.09 2204.4 1 50 1 K.TWDHFWLNEGHTVYLER.H 311 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_PHA_lymphocytes_PK_110.013139.013139 2 2.5143 0.1993 1808.05 1807.1 1 50 1 W.LYSPGLPPIKPNYDMT.L 449 0 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.001595.001595 2 3.2036 0.3214 1971.75 1971.4 1 47.058823 3 K.VPIPCYLIALVVGALESR.Q 196 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.017224.01722 3 4.6831 0.3313 1970.54 1971.4 1 47.058823 1 K.VPIPCYLIALVVGALESR.Q 196 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_NT_lymphocytes_Ti_115.018102.018102.2 2 3.9552 0.4201 1972.37 1971.4 1 52.941177 2 K.VPIPCYLIALVVGALESR.Q 196 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsSD-NE_NT_lymphocytes_Ti_107.016760.016760.2 2 3.9314 0.4158 2031.15 2030.2 1 73.333336 1 K.SITTDDWKDFLYSYFK.D 419 2 *
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_000886.1| gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo sapiens] 6 13 15.9 611 69285 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.011565.0115 3 4.3231 0.2397 3564.53 3561.9 1 23.275862 1 K.SSALQWLTPEQTSGKEHPYLFSQCQAIHCR.A 113 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_PHA_lymphocytes_PK_114.012988.012988 2 3.0322 0.3478 2043.69 2044.4 1 47.058823 1 Q.IAGVDKDGRPLQPHVRVW.D 329 0 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.008111.008111 2 3.491 0.2886 2229.75 2229.5 6 37.5 2 R.IATGQIAGVDKDGRPLQPHVR.V 324 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_PHA_lymphocytes_PK_113.012601.01260 3 3.7289 0.3368 2044.76 2044.4 1 39.705883 2 Q.IAGVDKDGRPLQPHVRVW.D 329 0 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009509.00950 2 2.4144 0.1507 1522.73 1521.7 2 68.181816 1 K.IILWDHDLNPER.E 533 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009707.00970 2 3.0924 0.3741 2228.11 2229.5 2 37.5 1 R.IATGQIAGVDKDGRPLQPHVR.V 324 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.009936.0099 2 3.5168 0.2819 2228.75 2229.5 2 40 2 R.IATGQIAGVDKDGRPLQPHVR.V 324 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_NT_lymphocytes_Ti_112.010990.010990.2 2 3.6727 0.2892 2228.87 2229.5 1 45 2 R.IATGQIAGVDKDGRPLQPHVR.V 324 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_NT_lymphocytes_Ti_112.010980.010980.3 3 3.6365 0.2028 2232.14 2229.5 3 35 1 R.IATGQIAGVDKDGRPLQPHVR.V 324 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsSD-NE_NT_lymphocytes_Ti_110.009775.009775.3 3 4.894 0.3577 2716.49 2717.9 1 36 2 R.LVDEPGHCADFHPSGTVVAIGTHSGR.W 631 2 *
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NP_061936.2| gi|19923497|ref|NP_061936.2| echinoderm microtubule associated protein like 4 [Homo sapiens] 7 17 7.5 981 108903 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.009292.0092 1 2.0009 0.2222 1283.55 1283.5 1 54.166668 3 R.KPSHTSAVSIAGK.E 92 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.007217.007217 2 3.7122 0.2424 1883.11 1884 1 63.333332 2 R.NRKPSDSVHITNDDER.F 289 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.008732.008732 2 2.9457 0.0972 1279.53 1279.5 1 88.88889 1 R.FLHHLIIEEK.E 305 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_PK_107.009492.009492 2 4.2998 0.3481 2032.37 2032.3 1 63.88889 1 Q.VVLNESNADTYAGRPLPSK.A 794 1 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_106.016628.016628 3 5.898 0.281 3747.44 3745.2 1 31.818182 6 K.VKPDSEILVIENGTAFPFQVEVLDESDNITAQPK.L 932 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_115.010340.010340 2 2.6655 0.22 1743.61 1741 1 57.692307 1 R.QLAHIYHYYIHGPK.G 345 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_109.022266.022266 3 5.5368 0.4385 4134.23 4134.6 1 22.857143 3 R.DLLTFPDNVEHCETVFGMLLGDTIILDNLDAANHYR.K 1812 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_PHA_lymphocytes_Ti_103.008810.008810 2 2.9001 0.35 1452.19 1451.6 2 61.538464 3 K.AHVEGDGVVEGIIR.Y 415 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009166.00916 2 3.3687 0.2407 1884.87 1884 1 66.66667 1 R.NRKPSDSVHITNDDER.F 289 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.005926.00592 2 3.535 0.3308 1614.37 1613.7 1 65.38461 3 R.KPSDSVHITNDDER.F 291 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.008256.00825 2 4.3762 0.5197 2272.99 2273.6 1 50 1 K.LQVVLNESNADTYAGRPLPSK.A 792 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.013371.01337 2 3.6802 0.136 1279.37 1278.5 3 81.818184 2 R.ANLGVFSVFAPR.G 1325 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.016881.0168 2 2.4895 0.1103 1312.85 1312.6 1 70 1 K.FSFGLLDLPFR.V 826 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.017060.01706 2 2.4045 0.1047 1312.29 1312.6 3 60.000004 1 K.FSFGLLDLPFR.V 826 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_NT_lymphocytes_Ti_108.012063.012063.2 2 4.6775 0.3158 2280.77 2281.7 1 63.15789 2 K.IHNIDIPTTQQVPHIEALLK.R 1674 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_NT_lymphocytes_Ti_108.014625.014625.2 2 3.3255 0.2516 3059.09 3056.5 1 34.615387 2 K.VNWTPEINKEHLLQGLLPDVQVPTSVK.D 1093 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_NT_lymphocytes_Ti_108.014611.014611.3 3 4.3557 0.2566 3055.07 3056.5 1 26.923079 2 K.VNWTPEINKEHLLQGLLPDVQVPTSVK.D 1093 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsSD-NE_NT_lymphocytes_Ti_110.012941.012941.3 3 5.0666 0.3531 2283.92 2281.7 1 46.05263 3 K.IHNIDIPTTQQVPHIEALLK.R 1674 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.011655.0116 3 3.9584 0.2774 2281.73 2281.7 1 35.526314 1 K.IHNIDIPTTQQVPHIEALLK.R 1674 2 *
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|NP_056110.2| gi|148839305|ref|NP_056110.2| structural maintenance of chromosomes flexible hinge domain cont 15 38 10.7 2005 226372 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.006592.0065 2 3.3204 0.3271 1884.43 1884 1 66.66667 2 R.NRKPSDSVHITNDDER.F 289 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_PHA_lymphocytes_Ti_112.014555.014555 2 2.9368 0.1693 2155.09 2152.4 1 46.875 2 R.WFAHYDVQSLLFDWAPR.S 115 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_PHA_lymphocytes_Ti_114.012570.012570 2 3.1258 0.3853 2829.29 2828.2 1 33.333336 1 R.HIGNDIVTIVFQEPGSKPFCPTTIR.S 427 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_PHA_lymphocytes_PK_110.012653.012653 2 2.5143 0.1623 1115.67 1114.4 1 88.88889 1 L.TLLGDVVRLK.G 365 1 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.000078.00007 3 4.8322 0.4364 3406.19 3403.8 1 34.166668 1 R.AGQGSEEEMYNNQEAGPAFMQFLTLLGDVVR.L 342 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_NT_lymphocytes_Ti_113.014136.01413 2 3.33 0.242 2152.11 2152.4 1 53.125 1 R.WFAHYDVQSLLFDWAPR.S 115 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012642.01264 2 3.6448 0.1656 2236.59 2234.5 1 52.63158 1 K.EHQNFFGMDESLGPVAVSLR.R 227 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.011664.0116 2 3.4188 0.4012 2446.97 2447.7 1 31.25 1 R.TQDTPAFGPALPAGGGPFAANADFR.A 480 2 *
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701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009294.00929 2 2.6481 0.1886 2222.45 2222.5 1 40 1 R.RGAPDPVQDEVQGVTLLPTTK.Q 785 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_NT_lymphocytes_Ti_104.021525.021525.2 2 3.1699 0.3751 2928.55 2930.4 1 34.615387 2 R.LFTDPLALLGLPAEEPEPAFPPVLEPR.W 88 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_NT_lymphocytes_Ti_111.012162.012162.2 2 4.8114 0.345 1850.83 1849.1 1 73.333336 1 R.KLLEHVAPQLSPSCLR.L 294 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_NT_lymphocytes_Ti_114.012548.012548.3 3 4.8 0.3379 2829.74 2828.2 1 35.416664 2 R.HIGNDIVTIVFQEPGSKPFCPTTIR.S 427 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.012254.0122 3 3.9294 0.3304 2829.83 2828.2 1 31.25 2 R.HIGNDIVTIVFQEPGSKPFCPTTIR.S 427 2 *
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NP_694985.28| gi|24497629|ref|NP_694985.28| signal-induced proliferation-associated protein 1 [Homo sapiens] 11 17 17.7 1042 112116 6.6 HsSD-NE_NT_lymphocytes_Ti_104.021524.021524.3 3 3.2738 0.1936 2928.74 2930.4 4 24.038462 1 R.LFTDPLALLGLPAEEPEPAFPPVLEPR.W 88 2 *
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsSD-NE_PHA_lymphocytes_Ti_114.003309.003309 3 4.3251 0.3222 2369 2370.6 1 42.105263 2 K.KQGIFHIHEACSSIHVNHVR.D 31 2 *
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsSD-NE_PHA_lymphocytes_Ti_111.011154.011154 2 3.7033 0.2147 2369.97 2370.6 1 55.263157 1 K.KQGIFHIHEACSSIHVNHVR.D 31 2 *
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsNaOH-NE_NT_lymphocytes_Ti_113.010090.01009 2 2.3975 0.1126 1057.53 1057.3 6 75 1 R.KLLHSFLAK.S 74 2
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010260.0102 1 2.1816 0.1116 1057.39 1057.3 1 68.75 1 R.KLLHSFLAK.S 74 2
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsSD-NE_PHA_lymphocytes_PK_105.016818.016818 2 3.068 0.2557 2844.95 2845.1 1 33.333336 1 R.DSENKGPAFVNPLIPESPEEEELFR.Q 216 2
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.010221.0102 2 2.1502 0.1458 1057.45 1057.3 3 75 1 R.KLLHSFLAK.S 74 2
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NP_001032248.1| gi|81295407|ref|NP_001032248.1| "acyl-Coenzyme A thioesterase 2, mitochondrial isoform a [Homo s 5 8 12.1 448 50851 8.5 HsSD-NE_NT_lymphocytes_Ti_104.014298.014298.2 2 3.0268 0.1863 2845.05 2845.1 1 35.416664 1 R.DSENKGPAFVNPLIPESPEEEELFR.Q 216 2
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsSD-NE_PHA_lymphocytes_PK_108.011388.011388 2 3.804 0.2848 1725.23 1723.9 1 57.14286 1 F.NLKCDPVFDFGTGPR.N 303 1 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.011253.011253 3 3.1996 0.2088 2381.9 2380.5 3 32.894737 1 R.NVNNEVHFFENNNFNTIANK.L 145 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.011224.011224 2 4.7544 0.3861 2380.19 2380.5 1 55.263157 1 R.NVNNEVHFFENNNFNTIANK.L 145 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.019229.01922 2 2.6452 0.0806 1686.97 1686.9 3 57.14286 2 K.ETALLQELEDLELGI.- 571 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010047.0100 2 2.8339 0.1626 2383.37 2380.5 2 39.473686 1 R.NVNNEVHFFENNNFNTIANK.L 145 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.018986.01898 2 3.7394 0.2662 2910.13 2909.3 1 37.5 1 K.YDVPSNAELWQVSWQPFLDGIFPAK.T 400 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.019696.0196 2 4.1178 0.3961 2910.29 2909.3 1 39.583336 1 K.YDVPSNAELWQVSWQPFLDGIFPAK.T 400 2 *
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NP_114414.2| gi|54873624|ref|NP_114414.2| eukaryotic translation initiation factor 2A [Homo sapiens] 6 9 17.9 585 64990 8.9 HsSD-NE_NT_lymphocytes_Ti_109.013003.013003.3 3 5.5284 0.4283 3367.49 3365.7 1 31.896553 1 K.LISKPVASDSTYFAWCPDGEHILTATCAPR.L 351 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_PHA_lymphocytes_PK_108.013312.013312 2 2.891 0.344 2468.87 2470.7 1 45 1 R.LTDPVPNPNPHESKPWYYDSL.S 631 1 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.009567.009567 3 5.6928 0.3222 2591.45 2588.8 1 43.421055 1 R.RRQEELNNQLFLYDTHQNLR.N 1205 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013671.01367 3 3.2678 0.1321 2312.3 2311.7 1 36.842106 1 K.ILHQEAMNASTPTIIESWLR.K 128 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013598.01359 2 4.602 0.3987 2311.15 2311.7 1 57.894737 1 K.ILHQEAMNASTPTIIESWLR.K 128 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.018248.01824 2 3.3813 0.2551 2327.95 2325.6 1 61.11111 1 R.ETAEPFLFVDEFLTYLFSR.E 279 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008673.00867 2 4.0902 0.3031 2038.49 2037.2 1 80 1 R.FLIHEQQEHWAQDLNK.V 249 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008885.0088 2 3.6629 0.2786 2036.01 2037.2 1 73.333336 2 R.FLIHEQQEHWAQDLNK.V 249 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_NT_lymphocytes_Ti_107.015099.015099.2 2 2.7786 0.0863 2736.25 2735.1 1 43.18182 1 R.FVVYEEDMFSDPNFLAHATYPIK.A 1134 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_NT_lymphocytes_Ti_112.019421.019421.2 2 3.1012 0.2167 2327.65 2325.6 1 58.333332 2 R.ETAEPFLFVDEFLTYLFSR.E 279 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_NT_lymphocytes_Ti_109.016588.016588.2 2 3.3928 0.2577 2769.95 2767 1 38.636364 3 R.IQQYFPSNYVEDISTADFEELEK.Q 815 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_PHA_lymphocytes_PK_106.018119.018119 2 2.8002 0.1949 1700.51 1699 4 53.846157 2 K.VTFEIYDPNLAFLR.F 1120 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.001428.0014 2 2.7042 0.1333 2328.59 2325.6 1 44.444447 1 R.ETAEPFLFVDEFLTYLFSR.E 279 2 *
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|NP_002652.2| gi|117320537|ref|NP_002652.2| "phospholipase C, gamma 2 [Homo sapiens] " 10 18 13.3 1265 147870 6.6 HsSD-NE_NT_lymphocytes_Ti_102.011855.011855.2 2 3.2943 0.2525 1350.21 1349.6 2 72.72727 1 R.GILDLNTYNVVK.A 851 2 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsSD-NE_PHA_lymphocytes_Ti_102.000515.000515 2 3.3955 0.0873 2013.61 2014.4 3 47.058823 1 R.VTENIPQIISFIEGIIAR.G 165 2 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.002493.0024 2 4.1192 0.3606 3016.45 3014.4 1 37.037037 2 R.SAIDYSDSAMLQAQQLLLGLGSFLEDAR.A 351 2 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010683.01068 2 2.8731 0.1701 1772.03 1771 1 53.125 1 R.VVDAILGLAHHGNGQLR.A 419 2 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.002667.00266 2 2.6341 0.0993 2015.29 2014.4 1 44.11765 1 R.VTENIPQIISFIEGIIAR.G 165 2 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsSD-NE_PHA_lymphocytes_PK_106.015812.015812 2 3.1683 0.2387 1015.35 1015.2 4 92.85714 1 F.SPDVFRFF.C 336 0 *
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NP_078813.1| gi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sapie 4 8 12.6 564 62224 8.3 HsSD-NE_NT_lymphocytes_Ti_110.003340.003340.2 2 3.6499 0.2828 2016.01 2014.4 2 52.941177 2 R.VTENIPQIISFIEGIIAR.G 165 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_PK_109.019284.019284 2 4.0446 0.1774 1567.71 1567.9 1 76.92308 2 Q.SWNLNNLLPGLVVK.A 272 1 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_PK_110.017344.017344 2 3.8717 0.3232 1620.73 1618.9 1 66.66667 2 Y.GVFIQFPSGLSGLAPK.A 743 1 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.006030.006030 2 3.5483 0.3098 1923.33 1925.1 7 44.11765 2 K.FVTSTSDHFVEGQTVAAK.V 765 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_PK_110.013652.013652 1 2.1952 0.1679 1316.62 1315.6 1 66.66667 1 F.IQFPSGLSGLAPK.A 746 1 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_PK_108.009489.009489 2 3.7423 0.2359 1808.95 1810.1 1 66.66667 2 R.ALECLPSKEHVDVIAK.F 1751 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009591.0095 2 5.0579 0.3714 2263.47 2263.4 1 57.5 1 K.DSETVDEDEEVDPALTVGTIK.K 1009 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.014530.01453 2 2.9985 0.1312 1232.55 1232.5 2 80 1 R.IPLLLTSLSFK.V 1178 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_NT_lymphocytes_Ti_111.018368.01836 2 3.5739 0.2246 3103.95 3102.5 1 38.88889 1 R.LSDCGLGDLAITSLLLLNQCLEELQGVR.S 799 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.008728.0087 2 3.3368 0.3294 1384.25 1385.5 1 68.181816 2 R.YSHVSQHSPSKK.A 1353 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.013364.0133 3 4.235 0.2903 3940.22 3939.4 1 20.13889 1 K.SIKPTHVVVTLEDGIIGCIHASHILDDVPEGTSPTTK.L 1045 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_NT_lymphocytes_Ti_103.016396.016396.2 2 5.3739 0.383 2209.67 2208.5 1 63.15789 2 R.LSCQNLGAVLDDVPVQGFFK.K 359 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_PHA_lymphocytes_PK_105.017440.017440 2 2.9734 0.2948 2155.87 2157.5 6 37.5 1 Q.EVLEDGSVVFSGGPVPDLVLK.A 855 1 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011428.0114 2 4.0012 0.3806 2473.65 2471.9 1 50 1 K.LPVITCYADAKPGLQTHGFIIR.V 530 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011016.0110 2 3.9543 0.3808 2414.01 2412.8 1 42.857143 1 K.TLLCLSLTGPHKLEEGEVAMGR.V 1215 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_NT_lymphocytes_Ti_113.017657.017657.2 2 2.8441 0.1992 3105.33 3102.5 7 29.62963 1 R.LSDCGLGDLAITSLLLLNQCLEELQGVR.S 799 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.017807.0178 2 3.6908 0.3897 3101.97 3102.5 3 31.48148 3 R.LSDCGLGDLAITSLLLLNQCLEELQGVR.S 799 2 *
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NP_055791.1| gi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo sapiens] 15 25 14.8 1871 208699 8.9 HsSD-NE_NT_lymphocytes_Ti_103.013940.013940.2 2 4.1647 0.2812 1825.65 1825.1 1 61.11111 1 K.TTEPGVTGLLLAVEGPAAK.R 982 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_PHA_lymphocytes_PK_109.019993.019993 2 2.9353 0.2062 1583.71 1583.8 6 62.5 1 Q.FTWVDAFPLSRPF.Q 399 0 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_PHA_lymphocytes_PK_111.018007.018007 2 3.2399 0.4062 2579.71 2580.9 1 45 2 Q.FTWVDAFPLSRPFQLGNYCNF.Y 399 0 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.010812.010812 3 4.3482 0.3885 3146.66 3148.5 1 31.034481 1 K.GKDEAMAIGGHWSPSLDGPDPEKDPSVLIK.T 493 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_PHA_lymphocytes_PK_111.000410.000410 2 3.9037 0.202 2318.71 2319.6 1 50 2 Q.FTWVDAFPLSRPFQLGNYC.N 399 0 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.002639.002639 3 3.1511 0.1428 3062.93 3062.1 1 27.884615 1 K.EADGEQDEEEKDDGEAKEISTPTHWSK.L 607 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011795.01179 2 3.9086 0.3697 2047.57 2048.4 1 61.764706 1 R.YILPDEPAIIVHPNWAAK.S 721 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010193.0101 3 3.5755 0.1658 3151.04 3148.5 1 28.448275 1 K.GKDEAMAIGGHWSPSLDGPDPEKDPSVLIK.T 493 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011636.01163 2 2.4417 0.0927 1950.09 1947.2 3 46.42857 1 R.PFQLGNYCNFYVMHR.E 410 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_NT_lymphocytes_Ti_110.012180.012180.3 3 5.7879 0.285 2204.12 2204.6 1 44.444447 2 R.RYILPDEPAIIVHPNWAAK.S 720 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.019216.0192 2 2.5353 0.1387 1773.43 1773 3 46.42857 2 K.DLEEILYTLGLHLSR.A 944 2 *
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NP_060707.2| gi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulatory protein 1 [Homo sapiens] 9 15 10.2 1150 132821 5.8 HsSD-NE_NT_lymphocytes_Ti_111.016860.016860.2 2 2.8262 0.1926 1774.95 1773 1 57.14286 1 K.DLEEILYTLGLHLSR.A 944 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_110.012874.012874 2 3.0721 0.1797 1769.77 1771 1 57.692307 1 R.KRLDQVEQELNELR.E 838 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.009302.009302 3 3.1969 0.2405 1652.99 1653.8 2 44.230766 1 R.LFYHIVDSDEVSTK.I 558 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_107.010076.010076 2 4.6976 0.3211 1990.25 1989.2 1 73.333336 1 R.LHTLEEEKEELAQYQK.W 200 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_110.014260.014260 2 2.8899 0.2096 2002.43 2001.3 1 59.375 1 T.TFRPELLESADKFYGVK.F 1174 1 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.012879.0128 2 3.3461 0.3389 1859.15 1861.1 1 56.25 1 K.AELGTDLLSQLSLEDQK.R 779 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008027.00802 2 5.417 0.3642 1988.03 1989.2 1 73.333336 2 R.LHTLEEEKEELAQYQK.W 200 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_106.001187.001187 2 3.4797 0.3082 2670.49 2669.9 1 38.636364 1 F.AIQKCDPAPFYLFDEIDQALDAQ.H 1130 0 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_105.010473.010473 2 2.9603 0.1733 1963.73 1964.1 1 50 1 K.NLEQYNKLDQDLNEVK.A 430 2 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_PHA_lymphocytes_PK_106.002578.002578 2 4.155 0.2718 2358.49 2357.5 1 50 3 Q.KCDPAPFYLFDEIDQALDAQ.H 1133 0 *
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_005436.1| gi|4885399|ref|NP_005436.1| structural maintenance of chromosomes 3 [Homo sapiens] 9 13 10.8 1217 141541 7.2 HsSD-NE_NT_lymphocytes_Ti_103.014635.014635.2 2 4.8585 0.3537 1553.61 1553.7 1 84.61539 1 K.NDVMNLLESAGFSR.S 119 2 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.008766.008766 2 2.1594 0.1099 1312.79 1312.5 3 72.22222 2 R.HRFEVNPVWK.K 480 2 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsSD-NE_PHA_lymphocytes_PK_110.017264.017264 2 2.8826 0.3361 1796.79 1795.1 4 53.571426 1 Q.VVPHITDAIQEWVMR.Q 113 1 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017777.01777 2 3.2374 0.2871 1893.43 1891.2 1 60.000004 1 R.VPLLLEEQGVVDYFLR.R 253 2 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.017950.0179 2 3.6512 0.2414 1892.91 1891.2 1 56.666668 2 R.VPLLLEEQGVVDYFLR.R 253 2 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011718.01171 2 2.5455 0.2143 2809.01 2807.1 3 31.818182 1 K.ISMFCHVEPEQVICVHDVSSIYR.V 230 2 *
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|NP_001896.2| gi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 5 8 14.9 591 66690 6.5 HsSD-NE_NT_lymphocytes_Ti_109.015592.015592.2 2 2.6062 0.1373 2919.19 2920.3 3 30.434782 1 R.MEIVELEDHPFFVGVQYHPEFLSR.P 509 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013638.01363 2 2.8221 0.1225 2711.45 2709.1 1 33.333336 1 K.EQALSTLQLEHTSTQALVSELLPAK.H 1340 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010209.0102 2 4.6154 0.2157 1560.83 1561.7 1 80.769226 2 R.DSALETLQGQLEEK.A 1161 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007712.00771 2 4.941 0.34 1823.33 1823 1 76.666664 3 R.LQQLGEAHQAETEVLR.R 771 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_112.013930.013930.3 3 6.9132 0.3724 2841.02 2838.1 1 38.04348 2 K.LREFASHLQQLQDALNELTEEHSK.A 327 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_104.010997.010997.2 2 2.8688 0.2423 1754.07 1754 1 57.14286 1 K.LEILQQQLQVANEAR.D 617 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_102.019010.019010.2 2 3.1436 0.2592 2263.43 2262.5 1 35 1 K.QQLSSLITDLQSSISNLSQAK.E 462 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_112.013939.013939.2 2 3.4254 0.3075 2837.35 2838.1 2 39.130436 2 K.LREFASHLQQLQDALNELTEEHSK.A 327 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_103.019104.019104.2 2 2.9325 0.3492 3189.55 3187.6 1 24.13793 2 R.LTAQVASLTSELTTLNATIQQQDQELAGLK.Q 496 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_105.015919.015919.2 2 3.7633 0.273 1824.95 1823 1 70 1 R.LQQLGEAHQAETEVLR.R 771 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_102.013804.013804.2 2 2.4082 0.1475 1516.35 1514.8 6 53.846157 1 K.GEVLGDVLQLETLK.Q 406 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_103.003570.003570.3 3 3.041 0.097 3793.7 3791.3 3 19.53125 1 R.QQRKRVSLEPHQGPGTPESKKATSCFPRPMTPR.D 1985 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_111.010752.010752.2 2 2.4571 0.2615 1238.61 1238.4 2 70 1 K.KAHGLLAEENR.G 1442 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_111.015971.015971.2 2 3.2755 0.3031 3121.03 3119.4 2 31.48148 1 R.GHFEEEKQQLSSLITDLQSSISNLSQAK.E 455 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_105.016663.016663.2 2 3.8852 0.3725 2502.77 2503.7 1 52.499996 2 K.FVLDHEDGLNLNEDLENFLQK.A 133 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_102.006922.006922.2 2 2.9383 0.1795 1607.99 1605.7 2 61.538464 1 R.AALMESQGQQQEER.G 986 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_102.017406.017406.2 2 3.7565 0.3175 2196.49 2194.4 1 42.5 1 R.SQAPLESSLDSLGDVFLDSGR.K 1782 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_PHA_lymphocytes_PK_105.017160.017160 2 5.072 0.3869 2357.43 2356.6 1 60.526318 1 F.VLDHEDGLNLNEDLENFLQK.A 134 1 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4099.409 2 4.1672 0.4459 2193.63 2194.4 1 55 1 R.SQAPLESSLDSLGDVFLDSGR.K 1782 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_110.019357.019357.3 3 3.9137 0.3999 3116.96 3119.4 1 33.333336 1 R.GHFEEEKQQLSSLITDLQSSISNLSQAK.E 455 2 *
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NP_006176.2| gi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 1 [Homo sapiens] 18 28 13.5 2115 238257 5.8 HsSD-NE_NT_lymphocytes_Ti_110.014178.014178.2 2 4.2924 0.4856 2160.37 2158.5 1 52.77778 2 R.LPPKVESLESLYFTPIPAR.S 1763 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsSD-NE_PHA_lymphocytes_Ti_114.012599.012599 3 4.0765 0.2356 2808.5 2809.1 4 30.434782 2 R.KGDSWAYIQYESLDAAHAAWTHMR.G 488 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsNaOH-NE_NT_lymphocytes_Ti_111.014949.01494 2 3.1734 0.292 1778.85 1777.2 3 50 1 R.LWVGGLGPWVPLAALAR.E 457 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.013254.0132 2 3.468 0.3712 2921.79 2919.3 1 41.304348 1 R.YQQQYLQPLPLTHYELVTDAFGHR.A 533 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3328.332 2 3.4592 0.212 1778.02 1777.2 4 53.125 1 R.LWVGGLGPWVPLAALAR.E 457 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsSD-NE_NT_lymphocytes_Ti_111.011664.011664.3 3 3.921 0.1844 2541.47 2541.8 1 28.125 1 R.SRSPLDKDTYPPSASVVGASVGGHR.H 257 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsSD-NE_NT_lymphocytes_Ti_109.014281.014281.2 2 2.743 0.3294 2918.25 2919.3 1 34.782608 1 R.YQQQYLQPLPLTHYELVTDAFGHR.A 533 2 *
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NP_073605.4| gi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Homo sapiens] 5 9 9.2 977 107188 10.1 HsSD-NE_NT_lymphocytes_Ti_108.013797.013797.3 3 4.5813 0.4349 2918.45 2919.3 1 35.869564 2 R.YQQQYLQPLPLTHYELVTDAFGHR.A 533 2 *
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsSD-NE_PHA_lymphocytes_PK_110.010333.010333 2 3.911 0.2296 1991.13 1992.2 1 66.66667 1 D.IHKDQPYYDIPDAPYR.I 967 1
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.020297.0202 2 3.3202 0.4051 2075.73 2073.4 1 44.736843 2 K.AGLTVDPVIVEAFLASLSNR.L 521 2
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010556.01055 2 3.1616 0.2285 1439.01 1438.7 6 66.66667 2 R.FPVVVHSVTPSLR.D 438 2
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.000778.0007 2 3.5311 0.3939 2187.93 2189.6 1 52.77778 2 R.SFPPDAILFYIPQIVQALR.Y 1586 2
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.5647.56 2 2.4364 0.0902 2189.74 2189.6 5 36.11111 1 R.SFPPDAILFYIPQIVQALR.Y 1586 2
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|NP_477352.2| gi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 3 alpha isoform 2 [Homo sapiens 5 10 5.1 2044 231317 6.9 HsSD-NE_NT_lymphocytes_Ti_108.002421.002421.3 3 3.7985 0.126 3913.7 3912.3 4 20.714287 2 K.TNIYLDEEGHQKDPDIGDLLDQLVEEITGSLSGPAK.D 1635 2
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsSD-NE_PHA_lymphocytes_PK_114.013271.01327 2 4.3491 0.3607 2157.03 2157.4 1 55.263157 1 R.KPRPLVLDPADPTWNVGHGS.W 693 1 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsSD-NE_PHA_lymphocytes_PK_109.009445.009445 2 3.1162 0.2149 1943.25 1944.2 5 50 2 F.TEQGNKRAEIISEIRAQ.L 830 0 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsSD-NE_PHA_lymphocytes_Ti_110.009222.009222 3 3.7022 0.2454 2751.47 2751.1 1 33.333336 2 K.QQLQKPRPIILDPADPTGNLGHNAR.W 1029 2 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.009768.00976 3 4.749 0.3299 2200.4 2198.5 1 45.588234 1 R.FIQDHLKPSPQFQEQVKK.A 419 2 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.019661.01966 3 4.5022 0.3626 4260.47 4257.8 1 26.38889 1 R.AQLESWWQDQVPSLSLQFPEQNVPEALQFQLVSTALK.S 502 2 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.016286.0162 2 2.9437 0.1889 2720.63 2719 1 35.416664 1 R.DGTSVQPWDVMPALLYQTPAGDLDK.F 733 2 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsSD-NE_NT_lymphocytes_Ti_112.011256.011256.2 2 4.3658 0.2001 2198.23 2198.5 1 64.70589 3 R.FIQDHLKPSPQFQEQVKK.A 419 2 *
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NP_006178.2| gi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [Homo sapiens] 8 13 13.1 1087 121170 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008294.0082 3 4.0418 0.2806 2070.59 2070.4 1 40.625 2 R.FIQDHLKPSPQFQEQVK.K 419 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009837.00983 2 2.3829 0.2206 1488.69 1488.7 1 59.090908 1 R.RPFSQNLVHVYK.D 689 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009750.0097 2 3.8446 0.3065 2800.63 2799.1 1 43.75 1 R.TLCTLGPNETAPFKPEGELHELSTR.L 820 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010300.01030 3 3.66 0.2904 3242.27 3239.6 1 27.419355 1 K.EAEAGPAETHDLVGPELTSGHNTQGLVLPLGK.S 908 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.018590.0185 3 4.678 0.3288 3258.17 3257.7 1 29.310345 2 R.ALLESYFHVLNADWPAGLSSGPEEALVTLR.V 275 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.019630.01963 3 3.5279 0.2135 3748.64 3747.2 2 21.774193 1 R.TYNDLSQYPVFPWVLQDYVSPTLDLSNPAVFR.D 2089 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.013318.01331 2 3.1095 0.3674 2380.43 2378.6 1 45 1 K.VGDVVLPPWASSPEDFIQQHR.Q 2244 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009666.00966 2 2.9516 0.3281 2800.33 2799.1 1 43.75 1 R.TLCTLGPNETAPFKPEGELHELSTR.L 820 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010407.0104 2 2.1006 0.1212 1447.97 1445.6 2 54.166668 1 K.LLFSGGHWDGSLR.V 2473 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.014919.0149 2 2.6535 0.3457 1294.57 1295.5 1 70 1 K.YGVQFILDALR.T 1060 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.018710.0187 2 3.515 0.2234 2376.11 2375.8 1 42.5 1 R.NEQPVLVLAQWLPSLPTAELR.L 448 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsSD-NE_PHA_lymphocytes_PK_106.019046.019046 2 3.1009 0.2261 1948.67 1949.3 1 46.875 1 F.FQESLQNADHLPPILLL.R 184 0 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsSD-NE_PHA_lymphocytes_PK_106.018671.01867 3 4.0784 0.1989 2196.29 2198.5 1 46.05263 1 R.RPEEAGAEVPLLPLDELHVL.A 47 1 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsSD-NE_NT_lymphocytes_PK_104.012951.012951. 3 3.5423 0.2804 2332.88 2333.6 7 22.826088 1 S.GTLTPASQPGTPSPLDGPRPFPAA.P 1378 0 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsSD-NE_NT_lymphocytes_Ti_110.010979.010979.3 3 5.7594 0.4099 3809.57 3807.1 1 26.82927 3 R.SSVGSGNTAGGGGSSGTLTPASQPGTPSPLDGPRPFPAAPGR.H 1363 2 *
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|NP_055990.1| gi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapiens] 14 18 10 2754 302515 6.4 HsSD-NE_PHA_lymphocytes_PK_106.018526.018526 2 4.2894 0.305 2197.87 2198.5 1 55.263157 1 R.RPEEAGAEVPLLPLDELHVL.A 47 1 *
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715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_107.016273.016273 2 2.8147 0.226 2226.01 2226.6 4 38.88889 1 H.SQLLKDSDFSFQEPIMALR.T 2087 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_108.016912.016912 2 3.4917 0.4019 1728.81 1730 4 60.714287 1 N.LYDLLVNEISHIGSR.G 193 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_Ti_103.009969.009969 2 2.4099 0.1786 1153.53 1151.4 1 83.33333 1 K.HLVELSILAR.T 2132 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_Ti_114.016287.016287 2 2.7408 0.2159 2322.79 2320.7 6 36.842106 1 R.SILYNLYDLLVNEISHIGSR.G 188 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_Ti_111.012233.012233 2 2.9989 0.1795 1968.03 1965.3 9 46.666668 1 R.KKIELGWEVIKDHLQK.S 265 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.012693.012693 2 2.9028 0.2383 1880.37 1881.1 1 43.333332 1 R.NLLSTHVQGFFTSCLR.H 1738 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_113.012520.012520 2 2.9631 0.3424 2348.17 2345.6 5 38.095238 1 D.FSGDLDPAPNPPHFPSHVIKAT.F 1246 0
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_107.017134.017134 2 3.1863 0.2792 1655.41 1655.9 3 61.538464 2 K.LLDPFPDHVVFKDL.R 1439 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011028.01102 2 2.1947 0.1812 1059.99 1060.4 2 93.75 2 K.VLIPHLVIR.S 1132 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013324.0133 2 3.5205 0.3099 1667.31 1665.9 1 63.333332 2 R.DIVDGMGITGVEGVFR.R 2791 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007614.0076 2 3.7489 0.2886 1814.65 1811.9 1 53.125 1 K.AVEVAGNYDGESSDELR.N 2242 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007964.00796 3 4.4941 0.2818 3272.33 3271.5 1 31.730768 2 K.ALYLQQRPEDETELHPTLNADDQECKR.N 2845 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013074.01307 2 4.0748 0.2529 1325.23 1323.6 1 90 2 K.FLPLMYQLAAR.M 2394 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_NT_lymphocytes_Ti_107.001649.001649.2 2 4.8741 0.4012 2318.09 2317.6 2 50 3 K.SQNDFDLVPWLQIATQLISK.Y 281 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_106.004307.004307 2 3.0246 0.1781 2425.91 2425.8 1 37.5 1 K.ELPGEEYPLPMEDVLELLKPL.S 831 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_105.020120.020120 2 4.1451 0.3377 1754.71 1754.1 1 80.769226 2 L.LYDPLFDWTMNPLK.A 2831 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_PHA_lymphocytes_PK_106.000960.000960 2 3.5873 0.4033 2094.95 2095.5 1 53.125 2 V.EVLLYDPLFDWTMNPLK.A 2828 1
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_NT_lymphocytes_Ti_103.009658.009658.2 2 3.1348 0.325 1429.29 1426.6 1 68.181816 3 K.LQQTAFENAYLK.A 993 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_NT_lymphocytes_Ti_107.016511.016511.2 2 2.6106 0.1272 2107.63 2108.4 3 41.17647 1 K.SKEETGISLQDLLLEIYR.S 1871 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_NT_lymphocytes_Ti_105.019267.019267.2 2 3.6193 0.3068 2450.63 2448.7 2 36.842106 1 K.ENLIELMADICHQVFNEDTR.S 221 2
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|XP_945884.2| gi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3"PREDICTED: similar to mutated in ataxia telangiectasia, partial [H 21 32 11 2934 336125 6.5 HsSD-NE_NT_lymphocytes_Ti_106.016728.016728.2 2 2.4522 0.1439 1708.79 1709 1 43.75 1 R.SVATSSIVGYILGLGDR.H 2733 2
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.012738.012738 2 3.2828 0.1701 2577.31 2577.8 4 42.857143 1 K.YTEHSTVGLAQQWDQLDQLGMR.M 2282 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_PHA_lymphocytes_Ti_107.008224.008224 2 3.0106 0.221 1591.21 1589.7 4 62.5 1 K.KHEAFETDFTVHK.D 1911 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.010119.010119 2 3.9715 0.3994 2346.39 2347.7 1 50 1 K.RLEAELAAHEPAIQGVLDTGKK.L 1808 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_PHA_lymphocytes_Ti_102.007018.007018 2 3.9458 0.3591 1547.65 1546.7 1 69.230774 2 K.HALLEADVAAHQDR.I 720 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.012951.01295 2 3.3799 0.3144 1708.91 1708.9 1 61.538464 2 R.AQLADSFHLQQFFR.D 567 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006638.00663 2 2.9808 0.1589 1724.41 1724.9 5 53.571426 1 R.LIQSHPESAEDLQEK.C 1299 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.006904.00690 2 3.2118 0.191 1327.63 1325.5 1 81.818184 1 R.SQLLGSAHEVQR.F 1226 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_103.013074.013074.2 2 3.6956 0.2475 2259.23 2259.5 2 45 1 K.EAALTSEEVGADLEQVEVLQK.K 1111 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_108.010559.010559.3 3 3.0433 0.1096 2348.36 2347.7 1 33.333336 1 K.RLEAELAAHEPAIQGVLDTGKK.L 1808 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_103.018492.018492.2 2 3.9792 0.0928 2212.47 2210.5 1 50 2 K.MTLVASEDYGDTLAAIQGLLK.K 1890 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_103.016736.016736.2 2 3.7633 0.4202 2298.41 2299.4 1 52.63158 1 K.ASAFNSWFENAEEDLTDPVR.C 2100 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_104.012916.012916.2 2 2.9715 0.1281 2368.79 2367.6 1 35 1 K.EAIVTSEELGQDLEHVEVLQK.K 169 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_109.019075.019075.2 2 2.9709 0.1893 2333.09 2332.6 3 41.666664 2 R.VASNPYTWFTMEALEETWR.N 2162 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_102.019413.019413.2 2 6.6012 0.4568 2130.17 2128.3 1 70 2 K.ALINADELASDVAGAEALLDR.H 382 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_109.013949.013949.2 2 3.6641 0.2766 1711.47 1708.9 1 69.230774 1 R.AQLADSFHLQQFFR.D 567 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_109.016426.016426.2 2 3.1018 0.2887 1974.15 1973.3 1 47.22222 1 K.IAALQAFADQLIAAGHYAK.G 1501 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_PHA_lymphocytes_PK_106.018304.018304 2 2.8568 0.3269 1959.65 1961.1 1 50 2 K.QQNFNTGIKDFDFWLS.E 1660 1 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4312.431 2 4.3266 0.3584 1975.1 1973.3 1 61.11111 1 K.IAALQAFADQLIAAGHYAK.G 1501 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_103.020194.020194.2 2 3.9467 0.2612 2420.03 2420.7 1 45.238094 2 K.QEAFLLNEDLGDSLDSVEALLK.K 486 2 *
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|NP_003118.2| gi|154759259|ref|NP_003118.2| "spectrin, alpha, non-erythrocytic 1 (alpha-fodrin) [Homo sapiens] " 18 28 12.9 2472 284538 5.3 HsSD-NE_NT_lymphocytes_Ti_112.014202.014202.2 2 4.0733 0.4159 2876.33 2877.2 1 42 2 R.AGTFQAFEQFGQQLLAHGHYASPEIK.Q 1392 2 *
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_PHA_lymphocytes_Ti_115.011798.011798 2 2.4537 0.2139 1395.83 1395.8 1 70 4 R.LHMVLRPFLLR.R 384 2 *
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_PHA_lymphocytes_Ti_109.015360.015360 2 2.7332 0.248 1858.25 1856 1 57.14286 4 K.TPEEVIEYSAVFWER.C 876 2 *
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_PHA_lymphocytes_PK_107.013696.013696 2 3.2667 0.1908 1425.17 1422.6 1 72.72727 3 T.GTPLQNNLHELW.S 337 0
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.006771.006771 2 2.3722 0.1996 1057.31 1055.2 2 72.22222 1 R.HGATHVFASK.E 656 2
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_PHA_lymphocytes_PK_111.000011.00001 2 3.1456 0.2642 2063.03 2063.4 1 52.941177 1 R.LLLTGTPLQNNLHELWSL.L 333 1 *
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.013364.01336 2 3.6742 0.1262 1113.51 1114.4 1 93.75 1 R.LLNILMQLR.K 446 2
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.013173.0131 2 3.5261 0.1039 1114.23 1114.4 1 93.75 1 R.LLNILMQLR.K 446 2
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NP_003592.2| gi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 7 16 8.8 1052 121933 8.1 HsSD-NE_NT_lymphocytes_Ti_111.012770.012770.3 3 3.4068 0.1752 3409.46 3408.7 1 27.586206 1 R.KCCNHPYLFDGAEPGPPYTTDMHLVTNSGK.M 455 2 *
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.008327.008327 3 3.6035 0.3028 2561.54 2560.7 1 31.818182 1 K.RGESEEPSSPQSLCHLVAPGHER.S 6381 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_Ti_107.000632.000632 3 5.7083 0.3778 4147.04 4146.6 1 22.972973 1 K.EVPFETLAQWNLEHATLNEAGNFLVEVSNDVVGSSISK.E 612 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_Ti_110.018520.018520 3 3.6657 0.1855 1990.4 1988.3 1 41.17647 1 K.GHVLLDLLEVLSGQQLPR.D 64 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.011468.011468 2 3.461 0.3294 2012.73 2011.3 1 60.000004 1 K.WESLHHELSLYVQQLK.I 926 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_PK_107.018533.018533 2 2.9048 0.1672 1125.45 1125.3 4 75 2 T.SVENLFRFL.T 5708 0
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_Ti_109.008355.008355 3 3.9468 0.2189 2561.39 2560.7 2 36.904762 2 K.SISDGHSWHVPDSPSCPEHHYK.Q 6447 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.015968.01596 3 5.6611 0.5026 3148.73 3148.6 1 31.25 3 K.TETGALVLHNIGYSAQHLDNLLQALITLK.K 2484 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.013025.01302 2 3.5114 0.4076 2011.91 2012.2 1 59.375 1 K.IQHLEQLLESITESENK.I 5162 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009128.0091 2 3.8456 0.3472 1620.27 1618.7 1 73.07692 3 K.EQSLNVSQDLDTIR.S 4972 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.007914.00791 2 3.9375 0.3328 2194.21 2193.4 1 52.941177 1 K.VQDTEISLQQQQQHLQLR.L 2635 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009669.00966 3 4.6439 0.3315 2043.26 2041.3 1 45.3125 2 K.NCQDKLETSLHVLNQIK.S 3153 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016985.01698 2 2.5474 0.0839 1823.79 1821.1 5 50 1 K.ELISWLVGQEFELEK.M 1912 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.014111.01411 3 4.7236 0.2848 3437.69 3438.7 1 26.724138 1 K.SSEPEHQEALQPVNLSELESIVTERPQFSR.Q 4349 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009626.0096 2 3.9857 0.3912 1661.97 1660.7 1 83.33333 1 K.WEEFDENYASLEK.D 4840 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009036.00903 2 4.8626 0.4474 2620.29 2618.9 1 39.583336 2 K.LSAEPVTDLSASDTQVAQENTLTVK.N 1337 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.018881.0188 3 4.4239 0.37 2432.51 2431.8 1 35.714287 1 K.NLLGELNPSIPLLPDDILSQIR.K 2745 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009525.0095 2 6.0155 0.4562 2620.03 2618.9 1 50 4 K.LSAEPVTDLSASDTQVAQENTLTVK.N 1337 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012023.01202 3 3.7817 0.2572 3546.02 3546.8 1 24.193548 1 K.AITEMISWMNNVEHQTSDEDSVHSPSSASQVK.H 5064 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009496.0094 2 3.9265 0.3713 1913.53 1912 1 59.375 2 K.SVLDQDDVDTSMEESLK.H 755 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012392.01239 2 4.9414 0.4278 2141.53 2140.4 1 64.70589 2 R.KIQHLEQLLESITESENK.I 5161 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017006.01700 2 3.1292 0.1254 1933.15 1931.2 2 50 1 R.QLSLLWEAAQGAVDSWR.G 6637 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.006280.00628 2 3.5347 0.1497 1380.47 1381.6 4 70 3 R.LKEELQVHEQK.T 1682 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_113.014787.01478 3 4.3931 0.0962 2862.35 2861.3 1 31.52174 1 R.QSLMQCQDFHQLSQNLLLWLASAK.N 6658 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.012435.0124 2 2.5022 0.1759 2370.09 2367.7 4 37.5 1 K.IEEALKVDVANSLPELLEQQK.T 5612 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009866.00986 3 4.895 0.2747 2563.52 2560.7 6 32.142857 2 K.SISDGHSWHVPDSPSCPEHHYK.Q 6447 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011826.01182 2 2.9646 0.1392 2013.05 2011.3 1 60.000004 2 K.WESLHHELSLYVQQLK.I 926 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008615.00861 2 3.2362 0.1149 1609.19 1607.8 1 65.38461 1 R.EQFESVAQLNNSLK.E 1988 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.017639.0176 2 4.6412 0.5082 2915.25 2914.3 1 40 2 R.YTELSSPFVTESQQDALLQGMVELVK.I 4727 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.014405.01440 2 3.0716 0.2743 2110.65 2108.3 1 50 1 K.SEPLDAVLIEDELEELHR.Y 6314 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011387.01138 2 3.7422 0.2501 1758.53 1757 1 65.38461 2 K.IQILNNWLEAQEER.L 5179 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009797.0097 3 3.4851 0.1792 2042.81 2041.3 1 37.5 1 K.NCQDKLETSLHVLNQIK.S 3153 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.012311.0123 3 3.3675 0.2047 2140.25 2140.4 7 36.764706 1 R.KIQHLEQLLESITESENK.I 5161 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010058.01005 2 4.9959 0.4232 2043.33 2042.4 1 75 1 R.KVNELQNQPLELDTMLR.N 2435 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.012298.0122 2 5.3829 0.4281 2141.39 2140.4 1 70.588234 1 R.KIQHLEQLLESITESENK.I 5161 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009761.00976 2 2.9613 0.1192 2043.71 2041.3 1 53.125 1 K.NCQDKLETSLHVLNQIK.S 3153 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_NT_lymphocytes_Ti_104.021422.021422.3 3 4.2042 0.1843 4651.43 4652.1 1 17.763157 1 K.LNELDSEVQDIVEQDPGQAQEWMDNLMIPFQQYQQVSQR.A 3734 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010058.0100 2 3.8714 0.4523 2688.61 2688.9 1 47.826088 1 R.KRGESEEPSSPQSLCHLVAPGHER.S 6380 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010709.010709.2 2 4.0439 0.2712 2620.11 2618.9 1 37.5 2 K.LSAEPVTDLSASDTQVAQENTLTVK.N 1337 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010034.0100 3 4.233 0.4045 2688.02 2688.9 1 34.782608 1 R.KRGESEEPSSPQSLCHLVAPGHER.S 6380 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012851.0128 2 4.903 0.2335 2568.29 2567.8 1 57.14286 1 K.HLHESLLQQLQDSVQNLDGHVR.E 2228 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.015736.0157 3 4.3115 0.3579 3150.95 3148.6 1 31.25 1 K.TETGALVLHNIGYSAQHLDNLLQALITLK.K 2484 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_PK_106.017394.017394 2 2.9285 0.3322 2108.51 2108.3 1 44.11765 1 K.SEPLDAVLIEDELEELHR.Y 6314 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.012183.0121 2 3.8048 0.3955 2398.77 2396.8 2 41.666664 1 R.FWYCMEHSKPVVLSLETLR.C 5296 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_NT_lymphocytes_Ti_103.018038.018038.2 2 3.4042 0.2133 1568.17 1565.8 1 75 2 K.LEDVLDSMWGMLR.A 4712 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_NT_lymphocytes_Ti_114.015976.015976.3 3 4.621 0.2771 3149.3 3148.6 1 28.57143 2 K.TETGALVLHNIGYSAQHLDNLLQALITLK.K 2484 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_PHA_lymphocytes_PK_107.001276.001276 2 3.4678 0.2585 2431.27 2431.8 1 40.476192 1 K.NLLGELNPSIPLLPDDILSQIR.K 2745 2
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|NP_055995.4| gi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3"spectrin repeat containing, nuclear envelope 2 isoform 1 [Homo sa 39 70 9.8 6885 796457 5.4 HsSD-NE_NT_lymphocytes_Ti_104.012962.012962.3 3 3.1866 0.1317 4569.32 4569.7 9 16.666668 1 R.SGCETPVSVDSIPLEWDHTGDVGGSSSHEEDEEGPYYSALSGK.S 6404 2
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsSD-NE_PHA_lymphocytes_PK_107.014126.014126 2 2.772 0.1581 2025.37 2024.3 4 50 1 R.AGGGAAEQEELHYIPIRVL.G 40 1 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsSD-NE_PHA_lymphocytes_PK_114.015028.015028 3 4.2092 0.3327 2927.51 2928.3 1 33 1 R.LAMTPTERPHGSDICTSWPRPIFGSL.H 682 1 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.009783.009783 2 2.3226 0.1621 1734.53 1735.9 1 46.42857 2 R.PIFGSLHHVPDLSCR.G 702 2 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.011808.01180 2 3.2895 0.3135 1208.77 1209.5 1 79.16667 1 R.LGINLLGGPLGGK.Q 638 2 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsSD-NE_NT_lymphocytes_Ti_104.011600.011600.2 2 3.0515 0.1801 1733.59 1732 1 61.538464 2 K.LQQENLQIFTQLQK.L 916 2 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.010629.0106 2 4.3832 0.4223 1738.81 1735.9 1 71.42857 1 R.PIFGSLHHVPDLSCR.G 702 2 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.010688.0106 3 3.2625 0.2327 1734.77 1735.9 1 53.571426 1 R.PIFGSLHHVPDLSCR.G 702 2 *
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NP_149107.3| gi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sapiens] 7 10 8.3 979 107034 5.7 HsSD-NE_PHA_lymphocytes_PK_106.010000.010000 2 3.0999 0.1633 1811.63 1812 1 53.125 1 R.AGGGAAEQEELHYIPIR.V 40 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.017895.017895 2 2.4354 0.1649 1796.15 1795 5 43.333332 1 R.LSGEAFDWLLGEIESK.F 1060 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_PHA_lymphocytes_PK_107.015305.015305 1 3.2299 0.256 1495.74 1495.7 1 68.181816 1 S.YLEMGHDITRLF.Y 657 0 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_PHA_lymphocytes_PK_115.013338.013338 3 3.5061 0.3443 1918.37 1917.3 5 39.0625 1 S.TWDGKVPQPAILKPRPL.W 569 0 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.020546.020546 2 3.2744 0.14 2081.05 2078.4 6 44.444447 1 R.TTSNDIVEIFTVLGIEAVR.K 1357 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011902.01190 2 3.4145 0.2848 2243.33 2243.3 5 39.473686 1 K.INAGFGDDLNCIFNDDNAEK.L 1235 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.017020.0170 2 3.8149 0.2753 1797.39 1795 1 70 5 R.LSGEAFDWLLGEIESK.F 1060 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008825.00882 2 2.8652 0.1612 1492.19 1491.7 2 72.72727 1 R.HLALLCDTMTCR.G 1397 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017276.01727 2 4.406 0.3412 1796.57 1795 1 63.333332 4 R.LSGEAFDWLLGEIESK.F 1060 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_NT_lymphocytes_Ti_103.011477.011477.2 2 3.3191 0.1547 1682.77 1682.9 1 76.92308 3 R.ISDEECFVLGMEPR.Y 228 2 *
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_000928.1| gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II polypeptide A [Homo sapiens] 8 19 6.8 1970 217204 7.4 HsSD-NE_NT_lymphocytes_Ti_112.015422.015422.2 2 2.7752 0.2621 2647.87 2650 1 32.608696 1 R.GFVENSYLAGLTPTEFFFHAMGGR.E 821 2 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsSD-NE_PHA_lymphocytes_PK_109.019864.019864 2 2.9817 0.1602 2288.17 2285.5 1 40 1 P.LQSTLDVGLESPPLSVSEERQ.L 662 0 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsSD-NE_PHA_lymphocytes_Ti_105.011379.011379 2 3.588 0.3683 2161.05 2162.4 1 42.5 1 R.VHLLNAHGLDEAGIDGGGIFR.E 754 2 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012467.01246 2 2.7689 0.2845 2426.81 2424.7 1 36.363636 1 R.IGPLQSTLDVGLESPPLSVSEER.Q 659 2 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.021500.0215 2 3.6565 0.3301 2192.95 2190.6 1 47.22222 1 K.ALYENMLVELPFAGFFLSK.L 828 2 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsSD-NE_NT_lymphocytes_Ti_104.013692.013692.2 2 4.7929 0.5275 2425.57 2424.7 1 47.727272 4 R.IGPLQSTLDVGLESPPLSVSEER.Q 659 2 *
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_055486.1| gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Homo sapiens] 5 10 6.7 1083 123937 6.7 HsSD-NE_PHA_lymphocytes_PK_106.014092.014092 2 2.9992 0.2161 1146.79 1146.4 2 87.5 2 S.VIEQILHYM.I 194 0 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_PHA_lymphocytes_PK_111.017738.017738 2 3.2034 0.2998 2319.25 2320.6 8 35.714287 1 R.RPVINAGDGVGEHPTQALLDIF.T 2040 1 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.009890.009890 2 4.2342 0.381 2542.93 2543.8 1 52.380955 1 R.GLPVTCEVAPHHLFLSHDDLER.L 1631 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_PHA_lymphocytes_PK_108.011984.011984 2 3.0511 0.3846 1586.43 1585.8 1 65.38461 4 R.VLSEPNPRPVFGIC.L 239 1 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_NT_lymphocytes_Ti_103.010060.01006 2 4.3982 0.3278 2103.65 2102.3 1 47.368423 2 R.NSVTGGTAAFEPSVDYCVVK.I 720 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.012502.0125 2 2.7359 0.1789 1652.37 1651 1 50 1 K.LFVEALGQIGPAPPLK.V 1435 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011972.0119 2 4.9478 0.4403 2286.77 2286.6 1 60.526318 2 R.TLHEWLQQHGIPGLQGVDTR.E 103 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_NT_lymphocytes_Ti_112.013228.013228.3 3 3.3169 0.3284 2286.17 2286.6 1 40.789474 1 R.TLHEWLQQHGIPGLQGVDTR.E 103 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_NT_lymphocytes_Ti_111.013601.013601.2 2 5.0122 0.3974 2286.01 2286.6 1 60.526318 2 R.TLHEWLQQHGIPGLQGVDTR.E 103 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_NT_lymphocytes_Ti_111.012630.012630.2 2 5.3529 0.4008 2543.77 2543.8 1 59.523808 2 R.GLPVTCEVAPHHLFLSHDDLER.L 1631 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011028.0110 2 4.5023 0.3572 2545.61 2543.8 1 54.761906 1 R.GLPVTCEVAPHHLFLSHDDLER.L 1631 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_NT_lymphocytes_Ti_106.016675.016675.3 3 3.9759 0.2471 4451.66 4449.8 1 18.292683 1 R.GAEVTVVPWDHALDSQEYEGLFLSNGPGDPASYPSVVSTLSR.V 197 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsSD-NE_NT_lymphocytes_Ti_111.014163.014163.2 2 2.7916 0.1244 2449.15 2447.9 1 36.363636 1 K.AIVHAVGQELQVTGPFNLQLIAK.D 1184 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.011956.0119 3 3.4133 0.2926 2287.28 2286.6 2 35.526314 1 R.TLHEWLQQHGIPGLQGVDTR.E 103 2 *
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NP_004332.2| gi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2/aspartate transcarbamylase/dih 10 21 9.7 2225 242981 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.016499.0164 3 4.4721 0.3908 3702.38 3704.2 1 20.833332 1 R.AAFALGGLGSGFASNREELSALVAPAFAHTSQVLVDK.S 556 2 *
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsSD-NE_PHA_lymphocytes_PK_108.018596.018596 2 3.1839 0.2132 2349.95 2348.6 3 37.5 2 L.TAFMPDSFLRPGGDHDCVLVL.L 455 0
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.008525.008525 2 2.8796 0.2293 1659.45 1660.9 1 57.692307 1 R.LHISQLQHENSILK.G 968 2
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.012442.012442 3 5.3455 0.3237 3507.53 3510 1 29.032257 1 K.LKDEVLKETVSQRPGATVPTDFATFPSSAFLR.A 1068 2
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008306.00830 2 3.8452 0.3723 1756.81 1754.9 1 81.25 1 K.LSHEGPGSELPAGALYR.K 1000 2
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.008468.0084 2 2.9182 0.3162 1753.23 1754.9 1 59.375 2 K.LSHEGPGSELPAGALYR.K 1000 2
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsSD-NE_NT_lymphocytes_Ti_111.013669.013669.3 3 4.0483 0.3073 3511.91 3510 1 25 2 K.LKDEVLKETVSQRPGATVPTDFATFPSSAFLR.A 1068 2

145



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008423.0084 2 2.7202 0.143 1661.95 1660.9 1 53.846157 1 R.LHISQLQHENSILK.G 968 2
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NP_075408.1| gi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapiens] 4 11 7.3 1144 127404 5.4 HsSD-NE_NT_lymphocytes_Ti_111.011743.011743.2 2 3.438 0.3573 1661.35 1660.9 1 69.230774 1 R.LHISQLQHENSILK.G 968 2
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_PHA_lymphocytes_PK_110.015409.015409 2 2.8239 0.1918 2079.65 2079.3 2 44.444447 1 L.STNSGLIGWVPHCDTLHAL.I 2231 0 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_PHA_lymphocytes_PK_108.009849.009849 2 2.7721 0.17 1326.59 1325.5 1 68.181816 1 Q.ILTELEHSGIGR.I 737 1 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.007430.007430 2 2.8792 0.293 1497.17 1495.6 3 63.636364 1 R.HCADHFLNSEHK.E 605 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.016188.0161 2 3.713 0.4533 1830.89 1828 1 69.230774 2 K.DLTQAWDLYYHVFR.R 2096 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013806.0138 2 4.9965 0.2537 2187.21 2186.4 1 63.88889 2 R.DFSHDDTLDVPTQVELLIK.Q 2512 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.012552.01255 2 3.0365 0.3691 1462.37 1461.8 1 79.16667 2 R.IHGALLILNELVR.I 261 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010481.0104 2 3.3208 0.3497 1523.83 1523.8 1 73.07692 1 K.LLVVGITDPDPDIR.Y 659 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.000075.00007 3 5.0208 0.3535 3375.95 3374.8 1 25.80645 1 K.LKDPDPDPNPGVINNVLATIGELAQVSGLEMR.K 783 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.012820.0128 2 2.4184 0.2293 1461.43 1461.8 1 66.66667 1 R.IHGALLILNELVR.I 261 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_NT_lymphocytes_Ti_110.017491.017491.2 2 3.4401 0.3534 1830.03 1828 1 65.38461 1 K.DLTQAWDLYYHVFR.R 2096 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_PHA_lymphocytes_PK_106.016784.016784 3 4.0958 0.2165 2264.09 2262.5 3 34.72222 1 L.WFDYGHWPDVNEALVEGVK.A 1910 1 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_NT_lymphocytes_Ti_108.012317.012317.2 2 4.3881 0.5173 2522.17 2522.7 1 50 2 R.FYDQLNHHIFELVSSSDANER.K 63 2 *
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_004949.1| gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamycin associated protein 1 [Homo sa 10 18 6.9 2549 288890 7.2 HsSD-NE_NT_lymphocytes_Ti_106.002697.002697.3 3 4.4286 0.2594 3374.21 3374.8 1 25 2 K.LKDPDPDPNPGVINNVLATIGELAQVSGLEMR.K 783 2 *
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_PHA_lymphocytes_PK_115.012901.01290 2 3.3437 0.1963 2065.37 2066.4 3 42.105263 1 K.AGVPLPPNLKPAPPPTIEEK.V 2073 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.000306.000306 2 3.769 0.2663 2714.59 2712.1 1 43.47826 3 R.SLPNEEIVQKIEEVLSGVLDTELR.Y 55 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_PHA_lymphocytes_Ti_111.008597.008597 2 2.1081 0.1051 1382.45 1381.5 2 60.000004 1 K.YKRQPEESESK.T 129 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008685.0086 3 4.4094 0.1816 3381.77 3379.6 3 26.85185 2 K.EDDDVIVNKPHVSDEEEEEPPFYHHPFK.L 2117 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007158.00715 2 3.606 0.2627 2587.13 2586.6 1 38 1 R.NEGQLNGETNTPIEGNQAGDAAASAR.S 29 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.014156.0141 3 3.5271 0.1256 4033.82 4032.6 7 16.891891 1 R.AFGPSETNESPAVVLEPPVVSMEVSEPHILETLKPATK.T 173 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_NT_lymphocytes_Ti_103.013337.013337.2 2 3.703 0.2624 1857.93 1858.2 1 55.88235 1 K.ILDSFAAAPVPTTTLVLK.S 241 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_NT_lymphocytes_Ti_111.018167.018167.2 2 2.8657 0.2278 2712.89 2712.1 3 34.782608 1 R.SLPNEEIVQKIEEVLSGVLDTELR.Y 55 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_NT_lymphocytes_Ti_104.010331.010331.2 2 4.7747 0.4018 1794.03 1792.9 1 70 1 K.SHDDGNIDLESDSFLK.F 142 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_NT_lymphocytes_Ti_115.012120.012120.3 3 5.3961 0.3182 2395.37 2394.9 1 40.476192 2 K.LSEPKPIFFNLNIAAAKPTPPK.S 2145 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsSD-NE_NT_lymphocytes_Ti_103.013228.013228.2 2 3.0177 0.2462 1573.83 1573.8 1 65.38461 2 K.IEEVLSGVLDTELR.Y 65 2
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NP_620305.1| gi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform F [Homo sapiens] 11 17 9.1 2426 263827 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011433.0114 2 2.6493 0.2401 2160.25 2159.4 2 50 1 R.WQPPEFLLVHDSGPDHRK.H 2385 2 *
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.022012.022012 2 3.5325 0.3482 2957.71 2955.3 1 34 2 R.NLQPNLYVVAELFTGSEDLDNVFVTR.L 528 2
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsSD-NE_PHA_lymphocytes_PK_111.018323.018323 2 2.829 0.2619 1623.73 1623.9 5 50 1 R.HGLIPNLLGEGIYAR.Y 1116 2
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsSD-NE_PHA_lymphocytes_PK_113.016856.016856 2 3.8187 0.4085 2260.73 2258.7 2 42.5 1 C.GVGKFPSLPILSPALMDVPYR.L 1032 1
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsNaOH-NE_NT_lymphocytes_Ti_102.010400.01040 2 3.2393 0.1022 1631.47 1630.8 6 65.38461 1 K.LFHVSEDPSDLNEK.H 1321 2
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.016277.0162 2 3.4036 0.1882 2652.57 2653 5 36.363636 1 K.GPNEYIQEIEFENLSPGSVIIFR.V 810 2
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsSD-NE_NT_lymphocytes_Ti_110.011468.011468.3 3 3.9968 0.3467 2513.12 2510.7 1 33.75 2 R.SCYSLANQLELNPDFSRPNRK.Y 154 2
726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|NP_000636.2| gi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637 "amylo-1, 6-glucosidase, 4-alpha-glucanotransferase isoform 2 [Ho 7 9 9.4 1515 172625 6.7 HsSD-NE_NT_lymphocytes_Ti_104.012645.012645.2 2 2.3043 0.0806 2472.81 2472.7 5 34.090908 1 K.WNPEALPSNTGEVNFQSGIIAAR.C 663 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.010972.010972 3 3.1489 0.1882 1610.54 1609.9 1 54.166668 1 R.SRNPDFLLHIIQR.Q 999 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsSD-NE_PHA_lymphocytes_Ti_105.023176.023176 2 3.3564 0.1711 2090.17 2089.3 1 56.25 2 R.YEELAESVEEYVLDMLR.D 433 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014414.01441 2 3.5378 0.2554 1741.29 1739 1 64.28571 2 R.DAVWWLHTVVPSISK.L 703 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.002500.00250 2 3.47 0.1547 2183.79 2181.5 1 47.368423 1 R.VQGPELISLVELILAEAETR.S 1918 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.021544.02154 2 3.2188 0.2584 2092.31 2089.3 1 56.25 1 R.YEELAESVEEYVLDMLR.D 433 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsSD-NE_PHA_lymphocytes_PK_105.018574.018574 2 2.7372 0.2754 1802.71 1804.1 3 50 1 L.LDIWFPEEKPLPTAF.L 1339 0
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.017316.0173 2 2.619 0.1046 2007.49 2006.3 5 42.105263 1 K.LSPSAASDAVLSALLSIFSR.Y 1256 2
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|NP_001073922.1| gi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_2912 integrator complex subunit 1 [Homo sapiens] 7 12 5.2 2381 264069 6.6 HsSD-NE_NT_lymphocytes_Ti_106.000563.000563.2 2 4.1117 0.3137 2529.37 2528.9 1 47.727272 3 R.VLGPEDDLAGMFLQIFPLSPDPR.W 1531 2
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NP_055427.2| gi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [Homo sapiens] 5 5 7.7 1118 121888 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.010576.010576 2 2.3051 0.1 1555.99 1553.8 2 50 1 K.LEIAGTVVGHWAGSR.R 947 2 *
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NP_055427.2| gi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [Homo sapiens] 5 5 7.7 1118 121888 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.011676.01167 2 2.5826 0.2003 1559.63 1558.8 1 61.538464 1 K.SPQTPELVEALAFR.E 652 2 *
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NP_055427.2| gi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [Homo sapiens] 5 5 7.7 1118 121888 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011590.0115 2 3.8687 0.2486 2099.69 2098.5 1 58.333332 1 R.NHMDITTPPLPPVAPEVLR.V 539 2 *
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NP_055427.2| gi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [Homo sapiens] 5 5 7.7 1118 121888 8.9 HsSD-NE_NT_lymphocytes_Ti_109.016276.016276.2 2 2.5633 0.1551 2713.61 2711.1 7 30.434782 1 R.SDTPAMLNPANVPTHLMVLCCVLR.Y 697 2 *
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NP_055427.2| gi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [Homo sapiens] 5 5 7.7 1118 121888 8.9 HsSD-NE_PHA_lymphocytes_PK_106.015060.015060 2 2.8252 0.2028 1695.95 1694.9 3 57.692307 1 F.YTDWVSGGQWNHML.G 62 0 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsSD-NE_PHA_lymphocytes_PK_112.012154.012154 2 4.3847 0.4097 1624.87 1623.9 1 82.14286 1 L.TWNKPSLSGVAPLPR.S 241 1 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.018611.018611 2 2.823 0.2881 2681.71 2681 9 33.333336 1 R.ANTNSLEVSWGAVATADSYLLQLQK.Y 375 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsSD-NE_PHA_lymphocytes_Ti_101.016582.016582 2 3.5775 0.4208 2981.75 2980.4 1 34.615387 1 R.LGDLWTLDIDTLTWNKPSLSGVAPLPR.S 229 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.017369.01736 2 3.9958 0.4658 2981.13 2980.4 1 40.384613 1 R.LGDLWTLDIDTLTWNKPSLSGVAPLPR.S 229 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017207.01720 2 2.8677 0.1806 1859.65 1857.2 1 50 1 K.MYVFGGWVPLVMDDVK.V 267 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.014082.0140 2 3.1784 0.3448 2980.91 2980.4 1 32.692307 1 R.LGDLWTLDIDTLTWNKPSLSGVAPLPR.S 229 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsSD-NE_NT_lymphocytes_Ti_111.015605.015605.2 2 3.8848 0.4037 2981.29 2980.4 1 38.46154 2 R.LGDLWTLDIDTLTWNKPSLSGVAPLPR.S 229 2 *
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NP_005325.2| gi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 5 9 4.2 2035 208730 7.5 HsSD-NE_NT_lymphocytes_Ti_102.010217.010217.2 2 4.1635 0.3069 1915.65 1914 1 52.941177 1 R.GDIPPGCAAYGFVCDGTR.L 76 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_Ti_114.017676.017676 2 4.3187 0.3776 2781.07 2782.2 1 47.916664 4 R.KDPELFLGLASNILNFITSSMLNSR.N 642 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_Ti_101.009987.009987 2 3.3602 0.306 2013.35 2012.2 1 53.125 1 K.CYGCASAVTEHCITLLR.A 3872 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_Ti_110.019596.019596 3 5.7314 0.4808 4750.52 4750.4 1 21.022726 1 R.GLAIQHPGTQVLIGTDSIPNLHKLEQVSSDEGIGTLAENLLEALR.E 4728 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_PK_107.013678.013678 2 3.94 0.4845 2331.59 2333.6 1 41.304348 1 A.APAPGTPATGADTTPGWEVAVRPL.L 13 0 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_Ti_115.017483.017483 3 5.1009 0.3915 2783 2782.2 1 33.333336 1 R.KDPELFLGLASNILNFITSSMLNSR.N 642 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.018152.0181 2 2.5795 0.2063 2451.65 2450.8 1 35 1 K.IYDLCVDALSPTFYFLLPSSK.I 2025 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsNaOH-NE_NT_lymphocytes_Ti_113.010924.01092 2 3.9596 0.4086 2410.47 2410.8 1 50 1 R.GLAIQHPGTQVLIGTDSIPNLHK.L 4728 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_NT_lymphocytes_Ti_109.019481.019481.2 2 3.6238 0.4553 2038.83 2038.4 1 58.823532 1 K.NLLPATLQLIDTYASFTR.A 1157 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011144.0111 2 2.9203 0.2457 2411.63 2410.8 1 36.363636 1 R.GLAIQHPGTQVLIGTDSIPNLHK.L 4728 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_PK_105.018213.018213 2 4.2645 0.2668 1549.79 1549.8 1 69.230774 2 A.GLLSEITDPESFLK.D 5163 1 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_NT_lymphocytes_Ti_103.020626.020626.2 2 6.4069 0.483 2359.61 2358.6 1 71.42857 6 K.LEQVSSDEGIGTLAENLLEALR.E 4751 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_NT_lymphocytes_Ti_104.007845.007845.3 3 3.2933 0.2286 2745.26 2746.9 1 26.85185 1 K.VNEAAPEKPQDDSGTAGGISSTSASVNR.Y 3767 2 *
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NP_065816.2| gi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 600 [Homo sapiens] 12 23 3.7 5183 573849 6 HsSD-NE_PHA_lymphocytes_PK_105.018243.018243 1 3.6867 0.3957 1549.72 1549.8 1 65.38461 2 A.GLLSEITDPESFLK.D 5163 1 *
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.009706.009706 2 3.879 0.3521 1588.65 1587.7 1 72.72727 1 R.HLTQYHDHHKDR.H 1549 2 *
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsSD-NE_PHA_lymphocytes_PK_110.015755.015755 2 2.7417 0.1816 1514.03 1514.8 4 62.5 1 K.SLPAKVEQILRME.M 705 1 *
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008631.00863 2 3.133 0.2516 2670.55 2669.7 7 35.714287 1 K.NASPEDVEYYNCQQELTDDLHK.Q 365 2 *
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.017913.01791 2 2.6765 0.1234 1645.51 1644 5 58.333332 1 K.ELWSLLHFIMPEK.F 652 2
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009262.0092 2 4.052 0.1248 2359.83 2357.5 3 36.95652 2 K.GATGATTTIYAVEADGDPNAGFEK.N 286 2 *
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NP_001261.2| gi|68299795|ref|NP_001261.2| chromodomain helicase DNA binding protein 1 [Homo sapiens] 6 8 6.4 1710 196687 7.1 HsSD-NE_NT_lymphocytes_Ti_109.011786.011786.2 2 3.1824 0.3284 2616.17 2615.9 2 29.166666 2 K.TVLHTGSAPSSSTPFNKEELSAILK.F 946 2 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsSD-NE_PHA_lymphocytes_Ti_112.016709.016709 3 3.796 0.1888 2429.66 2427.8 1 36.842106 1 R.GRPLDDIIDKLPEIWETLFR.V 1364 2 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsSD-NE_PHA_lymphocytes_Ti_111.021440.021440 3 5.8392 0.4727 4493.63 4491.9 1 23.214285 1 R.NADTLPDQEELIQSATETIGSFLDSTSPLLAIAACTALGEIGR.N 952 2 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsSD-NE_PHA_lymphocytes_PK_109.020557.020557 2 2.6732 0.1583 2013.69 2011.3 3 43.75 1 R.GRPLDDIIDKLPEIWET.L 1364 1 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.016431.01643 2 2.9885 0.2651 2161.43 2161.6 7 38.88889 2 R.TLMEALVASYLIKPEVQVR.Q 651 2 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsSD-NE_NT_lymphocytes_Ti_114.016655.016655.3 3 5.2807 0.2754 2427.47 2427.8 1 43.421055 2 R.GRPLDDIIDKLPEIWETLFR.V 1364 2 *
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|NP_001073867.1| gi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens] 5 8 5.2 2017 223692 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.001667.0016 3 3.7244 0.1419 2582.96 2582.1 1 34.090908 1 K.LIPALLESLSVLEPQVLNYLSLR.A 1468 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.007720.007720 2 4.5371 0.4261 1885.27 1887 1 59.375 1 R.HELTEISNVDVETQSGK.T 187 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009059.00905 1 2.2697 0.2011 1503.25 1501.7 4 50 1 R.ISAPNVDFNLEGPK.V 5447 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008987.00898 2 2.3314 0.1799 2028.97 2029.2 1 44.11765 5 K.VDIDAPDVDVHGPDWHLK.M 731 2
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011458.01145 2 3.049 0.2268 2686.35 2684.9 1 39.583336 1 K.LEGDLTGPSVDVEVPDVELECPDAK.L 2142 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009478.00947 2 3.3748 0.2642 1713.21 1712.9 1 60.000004 1 R.VDIETPNLEGTLTGPR.L 541 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011348.0113 2 3.0848 0.4492 2625.99 2626.8 1 43.75 2 K.LEGDLTGPSVGVEVPDVELECPDAK.L 1880 2
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009120.0091 2 2.7593 0.3021 2423.85 2423.5 1 42.5 1 R.EVFSSCSSEVVLSGDDEEYQR.I 103 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011609.0116 2 4.0118 0.3878 2687.01 2684.9 1 43.75 1 K.LEGDLTGPSVDVEVPDVELECPDAK.L 2142 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011734.0117 2 3.6323 0.1012 2567.01 2565.8 1 41.666664 1 K.ADIDISGPNVDVDVPDVNIEGPDAK.L 3629 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsSD-NE_NT_lymphocytes_Ti_102.013546.013546.2 2 3.4958 0.3768 2686.39 2684.9 3 33.333336 1 K.LEGDLTGPSVDVEVPDVELECPDAK.L 2142 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsSD-NE_NT_lymphocytes_Ti_102.014475.014475.2 2 3.7123 0.1303 2584.81 2582.9 3 33.333336 1 K.SPSLDVTVPEAELNLETPEISVGGK.G 4993 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsSD-NE_NT_lymphocytes_Ti_104.007966.007966.2 2 3.5455 0.2137 1819.93 1820.9 1 56.25 2 R.LKSEDGVEGDLGETQSR.T 133 2 *
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NP_001611.1| gi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [Homo sapiens] 11 19 3.7 5890 629114 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2316.231 2 2.4618 0.0848 1835.71 1834 1 50 1 R.DDGVFVQEVTQNSPAAR.T 29 2
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.015688.015688 2 3.2525 0.2342 2660.55 2658.1 1 43.18182 1 R.KGYWIILDELNLAPTDVLEALNR.L 1144 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_PHA_lymphocytes_PK_111.019962.019962 2 2.7836 0.2231 3065.55 3064.5 7 27.777779 1 L.EDIDYAPLDVVSVLIPLLENGELLIPGR.G 401 1 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.010280.010280 2 3.9703 0.4436 2277.41 2275.5 1 52.77778 1 K.LLHPFHEQFSDYSGSQILR.L 5434 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_PHA_lymphocytes_PK_109.001156.001156 2 2.6944 0.1899 1970.71 1969.3 1 50 1 R.SYMEEFPFPYYIILR.D 5556 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.014534.0145 2 3.5138 0.2301 2433.05 2433.7 1 45.454548 1 R.INLSEQTDITDLFGADLPVEGGK.G 1777 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.010977.01097 2 3.4701 0.4054 2274.35 2275.5 1 41.666664 1 K.LLHPFHEQFSDYSGSQILR.L 5434 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.019155.0191 2 3.0781 0.2379 2481.51 2479.8 1 38.636364 1 R.LVEGLDQFTGEVISSVSELQSLK.V 4080 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.006834.00683 2 2.3412 0.1289 1669.75 1670.7 4 50 1 K.EEASWQQSHHQFR.K 3371 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.018485.0184 2 2.61 0.1342 2822.81 2823.1 1 35.416664 1 R.NLMDFDPQTDQPDQLFALLESAANK.T 2609 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012363.01236 2 3.1395 0.3158 1771.55 1770.1 2 46.666668 1 R.FMLFATQNPPGLYGGR.K 1189 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_NT_lymphocytes_Ti_110.018370.018370.2 2 3.4702 0.1736 2163.39 2160.5 1 55.88235 1 K.EFTGIDNLWGIHPFFIPR.G 1696 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_NT_lymphocytes_Ti_111.012692.012692.2 2 3.534 0.3838 2344.51 2344.6 1 45 1 K.KHDEASSLSHPDLTSVIHLTR.S 2906 2 *
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NP_055426.1| gi|24415404|ref|NP_055426.1| "MDN1, midasin homolog [Homo sapiens] " 12 13 4.5 5596 632827 5.7 HsSD-NE_NT_lymphocytes_Ti_109.019012.019012.2 2 2.6605 0.1127 3036.87 3035.4 9 26 1 R.LAEPTEKEYDWLQHLANDGYMLLAGR.V 1284 2 *
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|NP_057049.4| gi|156151369|ref|NP_057049.4| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13; cell d 3 9 16.3 227 25821 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.006898.00689 2 2.2999 0.255 1132.49 1133.2 1 77.77778 1 K.VGESVFHTTR.W 189 2 *
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|NP_057049.4| gi|156151369|ref|NP_057049.4| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13; cell d 3 9 16.3 227 25821 9.8 HsNaOH-NE_NT_lymphocytes_Ti_109.012404.01240 2 2.7679 0.1946 1608.69 1609.9 1 57.692307 1 R.IALLPLLQAETDRR.T 152 2 *
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|NP_057049.4| gi|156151369|ref|NP_057049.4| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13; cell d 3 9 16.3 227 25821 9.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3182.31 2 3.2026 0.2712 1609.86 1609.9 1 69.230774 4 R.IALLPLLQAETDRR.T 152 2 *
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|NP_057049.4| gi|156151369|ref|NP_057049.4| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13; cell d 3 9 16.3 227 25821 9.8 HsSD-NE_NT_lymphocytes_Ti_106.016295.016295.1 1 2.3149 0.2683 1513.88 1513.8 1 54.166668 1 R.WVPPLIGELYGLR.T 199 2 *
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|NP_057049.4| gi|156151369|ref|NP_057049.4| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 13; cell d 3 9 16.3 227 25821 9.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3379.337 2 2.6753 0.2067 1609.97 1609.9 1 61.538464 2 R.IALLPLLQAETDRR.T 152 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsSD-NE_PHA_lymphocytes_PK_112.017373.017373 2 3.1971 0.1738 1575.49 1575.9 1 66.66667 1 A.LNWAWPPIFFGAR.Q 91 1 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsSD-NE_PHA_lymphocytes_PK_109.010287.010287 2 2.7334 0.2101 1151.65 1151.3 1 70 1 L.APSLGCFVGSR.F 14 1 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsSD-NE_PHA_lymphocytes_PK_112.016869.016869 2 2.9985 0.2023 1464.29 1462.7 1 68.181816 1 L.NWAWPPIFFGAR.Q 92 1 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.006338.00633 1 2.1036 0.1995 914.63 915.04 1 78.57143 13 R.FVHGEGLR.W 25 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_PHA_lymphocytes_PK_112.013494.013 2 3.7264 0.3586 2433.19 2430.9 1 50 2 D.LLLVSGAAAATTVAWYQVSPLAAR.L 112 1 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.006664.0066 1 1.9766 0.1657 914.62 915.04 3 71.42857 5 R.FVHGEGLR.W 25 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.016487.01648 3 3.8107 0.1062 2861.42 2859.4 4 29 1 K.AVVPLGLYTGQLALNWAWPPIFFGAR.Q 78 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_PHA_lymphocytes_PK_111.010172.010 1 1.8983 0.168 914.64 915.04 4 71.42857 1 R.FVHGEGLR.W 25 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.015587.01558 2 2.5944 0.2379 2859.13 2859.4 1 30.000002 4 K.AVVPLGLYTGQLALNWAWPPIFFGAR.Q 78 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.006513.00651 2 2.1964 0.1316 913.67 915.04 2 92.85714 1 R.FVHGEGLR.W 25 2 *
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NP_000705.2| gi|74275350|ref|NP_000705.2| translocator protein isoform PBR [Homo sapiens] 8 31 40.8 169 18828 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.006782.0067 2 2.5268 0.1048 914.93 915.04 4 85.71429 1 R.FVHGEGLR.W 25 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_PK_111.012335.012335 2 2.8093 0.2456 1116.35 1116.3 1 70 1 Y.VVLGRPGFSIA.D 132 0 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_Ti_104.010258.010258 2 2.7211 0.1978 1493.33 1493.6 2 62.5 2 K.LCLNICVGESGDR.L 20 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_Ti_104.016253.016253 2 2.5103 0.2439 2427.59 2424.6 1 38.095238 2 K.NNFSDTGNFGFGIQEHIDLGIK.Y 97 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_Ti_104.009534.009534 2 3.8622 0.3584 1623.15 1621.8 3 57.692307 10 R.KLCLNICVGESGDR.L 19 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_PK_110.010848.010848 2 3.3289 0.2919 1675.87 1676 1 67.85714 2 A.KVLEQLTGQTPVFSK.A 38 1 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_PK_113.019078.019078 2 4.2449 0.3196 1835.85 1834.1 1 66.66667 44 Q.EHIDLGIKYDPSIGIY.G 111 0 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.017817.017817 2 3.3262 0.3092 2864.55 2864.3 1 38 2 K.YDPSIGIYGLDFYVVLGRPGFSIADK.K 119 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009183.0091 2 3.7275 0.3257 1549.31 1547.8 1 76.92308 3 K.VLEQLTGQTPVFSK.A 39 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_NT_lymphocytes_Ti_103.011545.011545.2 2 2.953 0.224 1494.59 1493.6 1 75 3 K.LCLNICVGESGDR.L 20 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_NT_lymphocytes_Ti_115.016116.016116.2 2 3.6028 0.3444 2051.13 2048.3 1 55.88235 1 K.YDPSIGIYGLDFYVVLGR.P 119 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_PK_102.014631.01463 2 5.1022 0.4131 1521.51 1518.6 1 84.61539 4 K.NNFSDTGNFGFGIQ.E 97 1 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_NT_lymphocytes_Ti_102.010250.010250.2 2 3.8672 0.395 1548.61 1547.8 1 76.92308 4 K.VLEQLTGQTPVFSK.A 39 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_NT_lymphocytes_Ti_106.003462.003462.2 2 2.6906 0.2141 2426.65 2424.6 4 33.333336 1 K.NNFSDTGNFGFGIQEHIDLGIK.Y 97 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_NT_lymphocytes_Ti_109.012970.012970.2 2 2.8955 0.1912 1622.25 1621.8 1 57.692307 2 R.KLCLNICVGESGDR.L 19 2 *
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NP_000966.2| gi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sapiens] 11 82 43.3 178 20252 9.6 HsSD-NE_PHA_lymphocytes_PK_102.014565.014565 1 2.6738 0.2 1517.52 1518.6 1 57.692307 1 K.NNFSDTGNFGFGIQ.E 97 1 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011216.01121 2 2.8357 0.3067 2073.09 2075.4 5 44.444447 1 R.VSALTQMESACVSIHEALK.S 141 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.010796.0107 2 3.7834 0.3853 1653.39 1652.8 1 83.33333 4 K.FCFSNEFSTFTHK.T 108 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015674.01567 2 2.545 0.2164 2174.01 2171.3 5 38.235294 1 K.CTLEFQVITGGHYDVDCR.L 59 2 *
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738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.010736.0107 3 3.0885 0.1544 1652.99 1652.8 1 54.166668 1 K.FCFSNEFSTFTHK.T 108 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_PK_111.011864.0118 2 3.4416 0.2967 1586.09 1585.7 6 61.538464 3 F.QVGEDPPLFPSENR.V 127 1 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_PHA_lymphocytes_PK_111.010947.010 2 2.6511 0.2254 1057.11 1057.2 2 75 1 D.PPLFPSENR.V 132 1 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010917.01091 2 3.9148 0.3922 1651.75 1652.8 1 83.33333 3 K.FCFSNEFSTFTHK.T 108 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.011564.0115 2 3.7868 0.3107 2075.47 2075.4 1 58.333332 2 R.VSALTQMESACVSIHEALK.S 141 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.014486.01448 2 2.3295 0.1005 2359.29 2358.6 1 36.842106 1 K.TVYFDFQVGEDPPLFPSENR.V 121 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015417.0154 2 3.1405 0.2275 2358.89 2358.6 1 39.473686 1 K.TVYFDFQVGEDPPLFPSENR.V 121 2 *
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NP_861974.1| gi|32996709|ref|NP_861974.1| transmembrane emp24 protein transport domain containing 7 [Hom 8 22 36.6 224 25172 6.9 HsNaOH-NE_NT_lymphocytes_PK_115.012506.0125 2 4.2286 0.252 1363.91 1364.5 1 86.36364 4 A.SEITFELPDNAK.Q 35 1 *
739 ENSG00000135390:ENSMUSG00000062683:ENSRNOG00000026663 ATP5G2 gi|50593533|ref|NP_001002031.1| gi|50593533|ref|NP_001002031.1|;gi|50659069|ref|NP_00100 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 6 19.7 157 16334 9 HsNaOH-NE_NT_lymphocytes_Ti_104.004780.00478 1 2.2001 0.2461 733.37 733.8 2 83.33333 2 R.DIDTAAK.F 83 2
739 ENSG00000135390:ENSMUSG00000062683:ENSRNOG00000026663 ATP5G2 gi|50593533|ref|NP_001002031.1| gi|50593533|ref|NP_001002031.1|;gi|50659069|ref|NP_00100 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 6 19.7 157 16334 9 HsNaOH-NE_PHA_lymphocytes_PK_111.013852.013 2 2.8182 0.3451 1742.65 1740 6 44.11765 2 G.SGAGIGTVFGSLIIGYAR.N 103 1
739 ENSG00000135390:ENSMUSG00000062683:ENSRNOG00000026663 ATP5G2 gi|50593533|ref|NP_001002031.1| gi|50593533|ref|NP_001002031.1|;gi|50659069|ref|NP_00100 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 6 19.7 157 16334 9 HsSD-NE_PHA_lymphocytes_PK_104.013985.013985 2 2.695 0.3467 1295.23 1293.5 1 57.14286 1 A.TVGVAGSGAGIGTVF.G 97 0
739 ENSG00000135390:ENSMUSG00000062683:ENSRNOG00000026663 ATP5G2 gi|50593533|ref|NP_001002031.1| gi|50593533|ref|NP_001002031.1|;gi|50659069|ref|NP_00100 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 6 19.7 157 16334 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1432.143 1 2.3255 0.1331 733.57 733.8 4 83.33333 1 R.DIDTAAK.F 83 2
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsSD-NE_PHA_lymphocytes_PK_110.014094.014094 3 4.3837 0.2569 3219.71 3218.5 6 27.000002 2 A.LFNPDVCWDRNNPEPWNKLGPNDQYK.F 38 1 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsSD-NE_PHA_lymphocytes_PK_107.013771.01377 2 4.0678 0.2169 2372.47 2373.6 1 52.77778 2 L.ALFNPDVCWDRNNPEPWNK.L 37 1 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsSD-NE_PHA_lymphocytes_PK_108.012903.012903 2 3.4234 0.1699 2301.47 2302.5 3 44.11765 1 A.LFNPDVCWDRNNPEPWNK.L 38 1 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsSD-NE_PHA_lymphocytes_PK_111.015235.015235 2 2.9423 0.2359 1664.83 1662.9 1 62.5 4 L.RLALFNPDVCWDR.N 35 1 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011900.0119 2 2.9895 0.2849 1506.43 1506.7 1 68.181816 5 R.LALFNPDVCWDR.N 36 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012101.01210 2 2.8627 0.1737 2487.03 2486.7 6 36.842106 1 R.LALFNPDVCWDRNNPEPWNK.L 36 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_NT_lymphocytes_PK_107.007818.0078 2 2.9686 0.164 937.59 935.02 2 92.85714 1 K.LGPNDQYK.F 56 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008058.0080 2 2.9773 0.1201 1225.19 1222.3 1 77.77778 1 K.FYSVNVDYSK.L 64 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011379.01137 1 1.8452 0.1938 1506.81 1506.7 1 68.181816 1 R.LALFNPDVCWDR.N 36 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008027.0080 1 2.6564 0.2434 1222.32 1222.3 1 77.77778 2 K.FYSVNVDYSK.L 64 2 *
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_002480.1| gi|4505357|ref|NP_002480.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4, 9kDa 11 21 48.1 81 9370 9.4 HsSD-NE_PHA_lymphocytes_PK_106.011276.011276 1 2.4814 0.2899 1321.76 1322.4 3 66.66667 1 A.LFNPDVCWDR.N 38 1 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsSD-NE_PHA_lymphocytes_PK_108.009838.009838 2 5.1663 0.4521 2476.59 2477.8 1 54.761906 2 L.FQDIKKPAEDEWGKTPDAMKAA.M 79 0 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsSD-NE_PHA_lymphocytes_PK_110.010922.010922 2 3.7358 0.1803 1858.89 1857 2 60.000004 5 L.GSARTDPHLCDFLETH.F 118 0 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsSD-NE_PHA_lymphocytes_PK_111.011193.011193 2 2.532 0.188 1176.17 1176.3 2 77.77778 1 M.GDHLTNLHRL.G 146 0 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011075.01107 3 3.1631 0.2547 1720.94 1721 2 41.666664 1 K.KLNQALLDLHALGSAR.T 106 2 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3019.301 2 3.7736 0.2842 1608.57 1608.8 1 67.85714 2 R.LGGPEAGLGEYLFER.L 155 2 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2731.27 2 3.0169 0.334 1608.38 1608.8 1 60.714287 2 R.LGGPEAGLGEYLFER.L 155 2 *
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NP_000137.2| gi|20149498|ref|NP_000137.2| "ferritin, light polypeptide [Homo sapiens] " 6 17 42.9 175 20020 5.8 HsSD-NE_PHA_lymphocytes_PK_106.017624.017624 2 4.2393 0.3603 1611.77 1608.8 1 67.85714 4 L.GGPEAGLGEYLFERL.T 156 0 *
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009948.0099 2 3.7097 0.3085 1654.51 1651.8 1 76.92308 2 K.WVDGVDEIQYDVGR.I 57 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.018533.01853 2 6.1661 0.4266 2220.61 2218.6 1 67.5 6 R.LLGNVVASLAQALQELSTSFR.H 136 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.018576.01857 3 3.629 0.2513 2217.95 2218.6 1 37.5 1 R.LLGNVVASLAQALQELSTSFR.H 136 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.000994.0009 2 5.5884 0.4085 2219.99 2218.6 1 70 14 R.LLGNVVASLAQALQELSTSFR.H 136 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsSD-NE_NT_lymphocytes_Ti_111.019117.019117.2 2 4.8844 0.4465 2219.35 2218.6 1 67.5 6 R.LLGNVVASLAQALQELSTSFR.H 136 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.0291.02 3 4.0369 0.3054 2218.82 2218.6 1 32.5 1 R.LLGNVVASLAQALQELSTSFR.H 136 2
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NP_003754.2| gi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_00100143 syntaxin 16 isoform b [Homo sapiens] 3 34 11.5 304 34813 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.0286.02 2 5.9829 0.4449 2217.13 2218.6 1 65 4 R.LLGNVVASLAQALQELSTSFR.H 136 2
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_PHA_lymphocytes_Ti_102.010068.010068 2 4.0805 0.3991 1814.31 1812 1 63.333332 19 K.YGPIADVSIVYDQQSR.R 141 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_PHA_lymphocytes_Ti_103.014124.014124 2 4.3801 0.4596 2384.21 2385.6 1 55 6 R.ANPDPNCCLGVFGLSLYTTER.D 112 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_PHA_lymphocytes_Ti_103.013190.013190 2 4.2899 0.4217 1624.75 1622.8 1 69.230774 8 R.GFAFVYFENVDDAK.E 160 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008697.00869 2 2.2632 0.1358 1079.51 1079.3 1 75 2 R.IRVDFSITK.R 189 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013226.01322 2 3.6938 0.3146 1624.73 1622.8 1 69.230774 3 R.GFAFVYFENVDDAK.E 160 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013130.01313 2 3.8129 0.25 2388.17 2385.6 1 52.499996 8 R.ANPDPNCCLGVFGLSLYTTER.D 112 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009628.00962 2 4.5893 0.3178 1814.51 1812 1 73.333336 3 K.YGPIADVSIVYDQQSR.R 141 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009987.0099 2 5.2201 0.3985 1814.37 1812 1 73.333336 8 K.YGPIADVSIVYDQQSR.R 141 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013497.0134 2 3.9317 0.3004 2385.67 2385.6 1 47.5 8 R.ANPDPNCCLGVFGLSLYTTER.D 112 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013011.0130 2 4.784 0.3399 1624.43 1622.8 1 73.07692 13 R.GFAFVYFENVDDAK.E 160 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_NT_lymphocytes_Ti_110.015305.015305.2 2 4.9282 0.5055 2386.59 2385.6 1 60.000004 19 R.ANPDPNCCLGVFGLSLYTTER.D 112 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_NT_lymphocytes_Ti_104.011332.011332.2 2 5.6958 0.3946 1814.71 1812 1 73.333336 24 K.YGPIADVSIVYDQQSR.R 141 2 *
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_004584.1| gi|4759098|ref|NP_004584.1| "splicing factor, arginine/serine-rich 10 [Homo sapiens] " 4 125 20.8 288 33666 11.2 HsSD-NE_NT_lymphocytes_Ti_107.013985.013985.2 2 3.742 0.368 1625.05 1622.8 1 69.230774 4 R.GFAFVYFENVDDAK.E 160 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007139.00713 2 2.7359 0.2248 1123.07 1123.3 1 77.77778 2 R.TAHLGANPWR.C 83 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_NT_lymphocytes_PK_112.013247.0132 2 2.8243 0.1736 1332.39 1332.5 5 75 1 R.LLPYLAEDELR.A 128 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2614.261 2 2.84 0.2653 1331.51 1332.5 1 75 1 R.LLPYLAEDELR.A 128 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2580.25 2 2.1839 0.1254 1331.98 1332.5 3 70 1 R.LLPYLAEDELR.A 128 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2638.263 2 4.1096 0.241 1546.04 1545.8 1 75 2 R.GRLLPYLAEDELR.A 126 2 *
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_000398.1| gi|4504073|ref|NP_000398.1| "glycoprotein Ib, beta polypeptide precursor [Homo sapiens] " 5 11 19.4 206 21718 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2502.250 2 3.6871 0.2815 1213.7 1214.4 1 90 2 R.LSLTDPLVAER.A 190 2 *
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_PHA_lymphocytes_PK_111.015277.015277 2 2.7164 0.2887 2215.71 2216.5 5 39.473686 1 S.KIGSLIDVNQSKDPEGLRVF.Y 103 0
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.011193.011193 2 5.0021 0.4218 1855.95 1856 1 78.57143 18 K.FGHEFLEFEFRPDGK.L 17 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.010838.010838 3 4.0941 0.2077 2041.28 2041.3 1 50 3 K.GKFGHEFLEFEFRPDGK.L 15 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_PHA_lymphocytes_Ti_106.011185.011185 3 3.8574 0.2581 1856.75 1856 1 53.571426 4 K.FGHEFLEFEFRPDGK.L 17 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.014481.014481 2 2.4202 0.234 2045.95 2047.3 3 41.17647 1 R.QELEIVIGDEHISFTTSK.I 86 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.011436.0114 2 2.8682 0.2527 1858.91 1856 5 53.571426 1 K.FGHEFLEFEFRPDGK.L 17 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_NT_lymphocytes_Ti_112.012838.012838.2 2 3.8261 0.3913 2040.91 2041.3 1 59.375 2 K.GKFGHEFLEFEFRPDGK.L 15 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_NT_lymphocytes_Ti_110.012942.012942.3 3 3.1743 0.2292 1855.1 1856 1 44.642857 1 K.FGHEFLEFEFRPDGK.L 17 2
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_002361.1| gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapiens] 6 49 37 146 17164 6.1 HsSD-NE_NT_lymphocytes_Ti_110.012922.012922.2 2 4.9191 0.2851 1856.57 1856 1 71.42857 18 K.FGHEFLEFEFRPDGK.L 17 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.017928.017928 2 2.6712 0.2345 1386.79 1386.6 3 65 2 K.RISEQFTAMFR.R 380 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_113.001042.001042 2 6.9135 0.4377 1961.51 1960.2 1 85.29411 66 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.012939.012939 2 3.9775 0.1858 1697.93 1697.9 4 61.538464 1 K.NSSYFVEWIPNNVK.V 337 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_102.013649.013649 2 6.445 0.4255 1962.01 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_109.019231.01923 2 4.2758 0.3814 1766.39 1766 1 70 2 H.YTEGAELVDSVLDVVR.K 106 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_108.015958.015958 2 2.9301 0.1889 2643.07 2641.7 1 37.5 1 L.VENTDETYCIDNEALYDICFR.T 193 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_111.017411.01741 1 2.0601 0.1978 1276.56 1277.6 1 65 1 R.LHFFMPGFAPL.T 263 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_107.013400.013400 3 4.0671 0.3496 2086.19 2088.3 3 36.11111 3 K.GHYTEGAELVDSVLDVVRK.E 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_114.003742.003742 2 3.7087 0.3072 1915.37 1913.2 1 50 4 T.AIQELFKRISEQFTAM.F 373 0
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.014396.014396 3 3.2678 0.1499 1959.44 1960.2 4 36.764706 1 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013295.013295 2 3.0659 0.3244 1232.69 1230.4 1 72.22222 11 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.001694.00169 2 2.1649 0.1274 1616.29 1616.9 3 53.571426 1 R.AILVDLEPGTMDSVR.S 63 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010829.01082 1 2.4005 0.3008 1272.57 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008825.0088 2 2.9439 0.2512 1321.73 1320.6 2 81.818184 1 R.IMNTFSVVPSPK.V 163 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_PK_106.010811.0108 2 2.5989 0.1606 1002.31 1002.2 2 93.75 1 L.VDSVLDVVR.K 113 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.014451.01445 2 6.8458 0.4436 1962.43 1960.2 1 85.29411 11 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012092.01209 2 4.1962 0.386 1693.03 1693 1 82.14286 2 R.ALTVPELTQQMFDAK.N 283 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009765.0097 2 3.619 0.2913 1143.87 1144.4 1 94.44444 4 K.LAVNMVPFPR.L 253 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006322.00632 2 2.2538 0.1804 1066.67 1066.2 2 87.5 1 K.NMMAACDPR.H 298 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.003299.00329 2 3.0167 0.2509 1698.29 1697.9 1 65.38461 3 K.NSSYFVEWIPNNVK.T 337 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007701.0077 2 2.8901 0.0847 1260.51 1259.5 3 80 5 R.FPGQLNADLRK.L 242 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010286.01028 2 4.0086 0.3861 1147.29 1144.4 1 94.44444 6 K.LAVNMVPFPR.L 253 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010818.0108 2 3.3557 0.3345 1618.73 1616.9 1 60.714287 1 R.AILVDLEPGTMDSVR.S 63 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011829.011 1 2.9273 0.3045 1449.31 1447.5 5 54.545456 1 K.FWEVISDEHGID.P 20 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010306.0103 2 2.6957 0.1298 1230.41 1230.4 2 77.77778 2 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009768.00976 2 3.8014 0.2349 1232.25 1230.4 1 88.88889 3 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011415.0114 2 3.7806 0.4027 1697.09 1697.9 1 69.230774 2 K.NSSYFVEWIPNNVK.T 337 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.013242.013 2 3.3626 0.2364 1961.83 1960.2 1 52.941177 2 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009808.00980 1 2.0178 0.1237 1230.8 1230.4 1 66.66667 1 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_114.013218.013218.2 2 6.6157 0.421 1961.03 1960.2 1 85.29411 9 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3189.31 2 6.0202 0.5004 1959.59 1960.2 1 79.411766 3 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_103.009952.009952.2 2 3.6101 0.2685 1321.93 1320.6 1 86.36364 2 R.IMNTFSVVPSPK.V 163 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012286.012286.3 3 4.9864 0.3982 2087.93 2088.3 1 47.22222 2 K.GHYTEGAELVDSVLDVVRK.E 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_105.016067.016067 2 3.5218 0.2402 1373.31 1372.6 1 79.16667 1 E.GAELVDSVLDVVR.K 109 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_111.013757.013757.2 2 3.2269 0.2901 1388.61 1386.6 5 70 1 K.RISEQFTAMFR.R 380 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011165.011165.1 1 2.1052 0.1328 1230.84 1230.4 4 61.11111 2 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_103.012342.012342 2 3.4132 0.3198 1942.23 1941 1 53.125 1 W.YTGEGMDEMEFTEAESN.M 398 0
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_106.001805.001805 2 2.8701 0.2308 2882.69 2883 2 31.818182 4 H.QLVENTDETYCIDNEALYDICFR.T 191 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007942.0079 1 1.9715 0.101 1259.75 1259.5 4 70 1 R.FPGQLNADLRK.L 242 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3582.358 2 6.163 0.4097 1960.46 1960.2 1 82.35294 2 K.GHYTEGAELVDSVLDVVR.K 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011582.011582.2 2 3.6654 0.3134 1230.55 1230.4 1 94.44444 2 R.ISEQFTAMFR.R 381 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_104.015123.015123 2 4.9989 0.299 2580.19 2579.7 1 67.5 10 H.QLVENTDETYCIDNEALYDIC.F 191 0
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012329.012329.2 2 3.6346 0.2684 2089.97 2088.3 1 55.555557 1 K.GHYTEGAELVDSVLDVVRK.E 104 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_102.014698.014698 2 5.0188 0.458 2338.85 2338.4 1 66.66667 6 L.VENTDETYCIDNEALYDIC.F 193 0
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016179.016179.2 2 3.3214 0.0834 1697.29 1697.9 1 65.38461 1 K.NSSYFVEWIPNNVK.T 337 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_103.014922.014922 2 4.4796 0.4479 2450.71 2451.5 1 57.894737 3 Q.LVENTDETYCIDNEALYDIC.F 192 0
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_PHA_lymphocytes_PK_105.011816.011816 2 2.9965 0.2875 1300.85 1301.4 1 83.33333 1 D.NEALYDICFR.T 204 1
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012543.012543.1 1 2.8049 0.2225 1273.24 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_106.012964.012964.2 2 2.5213 0.1349 1876.69 1875.1 1 46.875 1 K.MSSTFIGNSTAIQELFK.R 363 2 *
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NP_006077.2| gi|50592996|ref|NP_006077.2| "tubulin, beta, 4 [Homo sapiens] " 31 207 43.6 450 50433 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012539.012539.2 2 3.8506 0.2234 1272.67 1272.6 1 90 2 R.KLAVNMVPFPR.L 252 2
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsSD-NE_PHA_lymphocytes_PK_111.016859.016859 2 3.096 0.1934 1124.43 1122.4 1 83.33333 2 A.LFVLPLLGLH.E 40 0 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsSD-NE_PHA_lymphocytes_PK_109.017701.01770 2 3.2622 0.188 1279.77 1280.6 1 72.72727 2 L.FVLPLLGLHEAA.S 41 0 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_PHA_lymphocytes_PK_112.014520.014 2 3.5135 0.1995 2234.61 2233.6 1 63.15789 2 C.SALFVLPLLGLHEAASFYQR.A 38 1 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.011037.01103 2 4.4966 0.393 1214.27 1214.5 1 86.36364 3 R.ALLANALTSALR.L 58 2 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_PHA_lymphocytes_PK_111.012077.012 2 2.5737 0.219 1213.97 1214.5 3 72.72727 1 R.ALLANALTSALR.L 58 2 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.011396.01139 2 2.8896 0.2744 1309.11 1308.5 1 75 1 R.LCLQSIAFISR.L 231 2 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011013.0110 2 2.848 0.2703 1213.83 1214.5 1 81.818184 1 R.ALLANALTSALR.L 58 2 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011348.0113 2 5.1359 0.3717 2023.73 2023.5 1 68.75 5 R.IVVEHIIMKPACPLFVR.R 213 2 *
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_060596.1| gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo sapiens] 7 19 24.3 247 27951 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011384.0113 3 4.2807 0.3401 2024.09 2023.5 1 45.3125 2 R.IVVEHIIMKPACPLFVR.R 213 2 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_112.012167.012167 1 2.5089 0.1531 1588.05 1587.9 1 58.333332 2 I.KIIAPPERKYSVW.I 329 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_115.017194.017194 1 2.2163 0.1924 1302.82 1303.6 6 59.090908 1 Y.ALPHAILRLDLA.G 171 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009362.009362 2 3.3047 0.211 1609.87 1610.8 1 62.5 1 M.KCDVDIRKDLYAN.T 285 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_108.011943.011943 1 2.1654 0.1507 1395.55 1396.6 2 68.181816 1 D.LAGRDLTDYLMK.I 181 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_114.019720.019720 2 3.3889 0.1803 1223.23 1223.5 1 85 13 R.KYSVWIGGSIL.A 337 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_114.018581.01858 2 3.8328 0.2755 1998.95 2000.4 7 41.17647 29 K.IIAPPERKYSVWIGGSIL.A 330 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.012133.012133 1 1.803 0.2287 1513.97 1514.9 1 54.166668 1 K.IKIIAPPERKYSV.W 328 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_112.011509.011509 1 2.2067 0.1766 1328.84 1328.6 4 55 1 K.IKIIAPPERKY.S 328 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.003017.003017 2 3.2634 0.1559 1738.69 1738.1 4 60.714287 5 L.DLAGRDLTDYLMKIL.T 180 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_110.010098.010098 1 2.947 0.399 1377.58 1378.6 2 59.090908 1 C.GIHETTFNSIMK.C 274 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.019346.019346 2 2.882 0.1901 1849.97 1851.2 3 53.333336 1 R.LDLAGRDLTDYLMKIL.T 179 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_112.011493.011493 1 2.3537 0.2238 1415.81 1415.7 6 45.454548 3 K.IKIIAPPERKYS.V 328 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.012757.012757 2 2.9944 0.1568 1587.09 1587.9 1 70.83333 2 I.KIIAPPERKYSVW.I 329 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.010158.010158 2 3.1175 0.2131 1037.25 1037.2 1 83.33333 2 Q.AVLSLYASGR.T 139 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_108.009714.009714 2 3.2817 0.1959 1744.03 1742 1 57.692307 1 I.MKCDVDIRKDLYAN.T 284 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_115.001070.001070 2 3.0096 0.2945 1302.85 1303.6 1 81.818184 17 Y.ALPHAILRLDLA.G 171 0
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748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.009725.009725 2 3.9211 0.3457 2038.55 2038.2 1 55.263157 2 S.LYASGRTTGIVMDSGDGVTH.T 143 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_108.010425.010425 1 2.4216 0.2427 996.52 997.14 1 75 3 R.KYSVWIGGS.I 337 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_114.001562.001562 2 3.0061 0.2174 1438.21 1438.7 4 68.181816 5 A.GRDLTDYLMKIL.T 183 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_114.011755.011755 2 2.7603 0.2061 1089.53 1087.2 1 88.88889 1 D.GQVITIGNER.F 246 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.010030.010030 2 4.1185 0.4353 2124.63 2125.3 1 67.5 2 L.SLYASGRTTGIVMDSGDGVTH.T 142 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.016132.016132 2 3.0233 0.1716 1652.51 1652.9 9 65.38461 1 L.RLDLAGRDLTDYLM.K 178 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.017654.017654 2 3.3382 0.2716 1625.71 1623 9 65.38461 3 D.LAGRDLTDYLMKIL.T 181 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_110.015616.015616 2 3.3137 0.2844 1780.15 1781.1 1 71.42857 2 L.RLDLAGRDLTDYLMK.I 178 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_114.013888.013888 2 2.7279 0.156 1698.97 1701.1 1 57.692307 3 K.IKIIAPPERKYSVW.I 328 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_108.010418.010418 2 2.7989 0.1846 1458.87 1459.7 1 68.181816 2 K.IIAPPERKYSVW.I 330 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.010754.010754 1 2.1768 0.1958 1211.63 1212.4 8 66.66667 1 A.GRDLTDYLMK.I 183 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.010343.010343 2 2.5265 0.1426 1542.39 1542.7 1 70 3 K.IWYHTFYNELR.V 86 2 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_112.013333.013333 2 2.6092 0.2416 1629.43 1629.9 1 53.846157 1 K.IIAPPERKYSVWIG.G 330 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_111.011982.011982 2 2.7431 0.2436 1162.31 1162.3 2 75 1 A.PPERKYSVW.I 333 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_110.012484.012484 1 2.1428 0.1621 1459.64 1459.7 1 54.545456 3 K.IIAPPERKYSVW.I 330 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.014963.014963 1 2.2558 0.2621 1520.72 1521.7 6 50 2 L.RLDLAGRDLTDYL.M 178 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_113.019969.019969 3 4.1946 0.1955 1851.38 1851.2 2 48.333332 1 R.LDLAGRDLTDYLMKIL.T 179 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_111.011927.011927 1 2.3736 0.2507 1347.32 1346.6 1 60.000004 1 I.IAPPERKYSVW.I 331 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_107.011944.011944 3 4.2231 0.2206 1398.59 1396.6 2 61.363636 1 D.LAGRDLTDYLMK.I 181 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_112.013177.013177 2 3.0035 0.1917 1687.57 1687 6 50 1 K.IIAPPERKYSVWIGG.S 330 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_111.011967.011967 1 2.2556 0.2893 1233.58 1233.4 1 55.555557 1 I.APPERKYSVW.I 332 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010100.01010 3 3.4113 0.095 1792.28 1792 1 45 1 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_PK_112.015471.015 2 4.145 0.4397 1912.75 1911.3 1 67.64706 6 T.PAMYVAIQAVLSLYASGR.T 131 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_PK_110.008925.008 2 2.7714 0.2557 1036.71 1037.2 1 83.33333 1 Q.AVLSLYASGR.T 139 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_PK_111.013889.013 2 4.397 0.4337 1612.43 1611.9 1 92.85714 25 M.YVAIQAVLSLYASGR.T 134 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_PK_111.015680.015 2 6.1497 0.4858 2011.81 2012.4 1 77.77778 23 N.TPAMYVAIQAVLSLYASGR.T 130 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_PK_106.008771.0087 1 2.4029 0.3206 1187.4 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 151 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017954.0179 2 3.6248 0.33 1611.45 1611.9 1 70.83333 2 R.DLTDYLMKILTER.G 185 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006026.0060 2 2.3063 0.0956 924.15 924.13 2 85.71429 1 K.IIAPPERK.Y 330 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.019406.01940 2 4.853 0.3129 1792.49 1792 1 83.33333 43 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_101.012710.01271 1 2.1359 0.1049 1000.08 999.17 7 64.28571 2 R.DLTDYLMK.I 185 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_PK_105.013046.0130 1 2.0687 0.208 998.29 999.17 5 71.42857 2 R.DLTDYLMK.I 185 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_PK_106.008938.0089 1 2.1856 0.1598 937.37 938 6 83.33333 1 T.NWDDMEK.I 79 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.017988.01798 2 3.1006 0.3252 1611.75 1611.9 1 75 2 R.DLTDYLMKILTER.G 185 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.009616.00961 2 2.6951 0.2295 1173.59 1172.4 1 80 2 R.HQGVMVGMGQK.D 41 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_PK_111.016047.016 3 4.4161 0.3168 2012.45 2012.4 1 41.666664 2 N.TPAMYVAIQAVLSLYASGR.T 130 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.006826.00682 1 2.1586 0.3881 1171.4 1172.4 1 65 1 R.HQGVMVGMGQK.D 41 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_PK_110.012870.0128 2 4.2243 0.2903 1791.73 1792 1 73.333336 10 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010544.0105 2 4.9056 0.3749 1794.63 1792 1 86.666664 3 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_111.018036.018036. 2 4.3129 0.3039 2274.93 2273.7 1 52.499996 17 T.FNTPAMYVAIQAVLSLYASGR.T 128 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_110.019796.019796. 2 5.9679 0.4501 2014.87 2012.4 1 75 94 N.TPAMYVAIQAVLSLYASGR.T 130 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2900.290 2 3.2447 0.1772 2095.88 2095.3 1 50 1 K.SYELPDGQVITIGNERFR.C 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.008924.008924 2 2.6539 0.2517 1190.67 1188.3 1 72.72727 1 T.GIVMDSGDGVTH.T 151 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_110.017990.017990. 3 4.9618 0.3331 2013.05 2012.4 1 47.22222 2 N.TPAMYVAIQAVLSLYASGR.T 130 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_Ti_109.012514.012514.3 3 5.063 0.2295 3199.16 3197.7 6 24.13793 3 R.TTGIVMDSGDGVTHIVPIYEGYALPHAILR.L 149 2 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_107.010835.010835. 2 2.8506 0.159 1348.29 1349.6 4 58.333332 1 V.AIQAVLSLYASGR.T 136 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011630.011630.2 2 3.7675 0.2151 1794.53 1792 1 70 4 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.010041.01004 1 2.0791 0.3076 1422.71 1423.6 2 63.636364 1 C.DVDIRKDLYANT.V 287 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_111.017872.017872. 2 4.397 0.3703 2128.61 2126.5 1 50 16 F.NTPAMYVAIQAVLSLYASGR.T 129 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_102.014201.01420 2 3.1211 0.2366 1179.71 1179.4 1 80 2 F.NTPAMYVAIQA.V 129 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_107.002333.002333. 2 2.6704 0.1612 1913.79 1911.3 1 47.058823 1 T.PAMYVAIQAVLSLYASGR.T 131 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2840.28 2 2.3105 0.158 2095.05 2095.3 1 47.058823 1 K.SYELPDGQVITIGNERFR.C 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_106.008978.008978 2 3.7336 0.2616 1925.49 1925.1 1 63.88889 2 L.YASGRTTGIVMDSGDGVTH.T 144 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_108.015273.015273. 2 5.4722 0.3805 1611.63 1611.9 1 89.28571 70 M.YVAIQAVLSLYASGR.T 134 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_106.008906.008906 1 2.0055 0.1655 1086.64 1087.2 5 61.11111 1 D.GQVITIGNER.F 246 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_106.008688.008688 2 2.5607 0.1746 1602.55 1603.7 1 63.333332 1 S.GRTTGIVMDSGDGVTH.T 147 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.009752.009752 1 2.5118 0.1878 1322.74 1322.5 1 60.000004 2 C.DVDIRKDLYAN.T 287 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.014967.014967 1 2.2281 0.1825 1236.87 1237.4 8 75 1 T.NWDDMEKIW.H 79 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3179.31 3 4.7146 0.3511 3194.89 3197.7 1 29.310345 1 R.TTGIVMDSGDGVTHIVPIYEGYALPHAILR.L 149 2 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_104.000371.00037 2 3.5383 0.206 1095.11 1095.3 8 77.77778 12 K.YSVWIGGSIL.A 338 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_106.010301.01030 2 3.363 0.265 1210.07 1212.4 3 83.33333 2 A.GRDLTDYLMK.I 183 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_104.008943.008943 1 2.1499 0.1742 793.31 793.87 9 64.28571 2 T.GIVMDSGD.G 151 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_104.008975.008975 1 2.3036 0.2597 850.28 850.92 2 62.5 1 T.GIVMDSGDG.V 151 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_106.008853.008853. 2 3.2006 0.152 1039.97 1037.2 1 77.77778 2 Q.AVLSLYASGR.T 139 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2897.28 2 2.4979 0.1528 2337.9 2338.7 5 32.5 1 R.VAPDEHPILLTEAPLNPKINR.E 97 2 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_106.010286.010286 3 3.9412 0.1731 1212.83 1212.4 1 69.44444 1 A.GRDLTDYLMK.I 183 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_103.014523.014523 2 4.1953 0.2986 1789.69 1792 1 83.33333 23 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.008802.008802 1 2.9483 0.2925 1187.46 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 151 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2592.25 2 4.363 0.2665 1791.62 1792 1 66.66667 2 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_108.015194.015194. 2 2.7523 0.1514 1813.21 1814.2 3 46.875 1 P.AMYVAIQAVLSLYASGR.T 132 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_112.016854.016854. 3 3.8674 0.2338 4614.5 4616.4 3 16.25 1 T.EAPLNPKINREKMTQIMFEAFNTPAMYVAIQAVLSLYASGR.T 108 1 *
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 155 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.015107.015107 1 2.7103 0.3193 1384.65 1383.6 5 54.545456 2 L.DLAGRDLTDYLM.K 180 0
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_106.013116.013116. 2 3.1816 0.3356 1448.87 1448.7 1 65.38461 5 Y.VAIQAVLSLYASGR.T 135 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012852.012852 1 3.1859 0.3109 1512.88 1511.7 1 66.66667 2 L.DLAGRDLTDYLMK.I 180 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012908.012908 2 3.2984 0.1765 1512.61 1511.7 1 70.83333 1 L.DLAGRDLTDYLMK.I 180 1
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2674.267 2 4.5182 0.2693 1791.24 1792 1 76.666664 9 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_105.011474.011474. 2 4.581 0.2696 1791.51 1792 1 80 4 K.SYELPDGQVITIGNER.F 240 2
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NP_001017992.1| gi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [Homo sapiens] 77 548 51.3 376 42003 5.6 HsSD-NE_NT_lymphocytes_PK_106.009705.009705. 2 3.0209 0.3207 1280.51 1278.5 1 72.72727 2 A.IQAVLSLYASGR.T 137 1
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_113.001607.001607 2 3.5755 0.3141 2264.31 2261.6 1 44.736843 5 M.AADAEPLEIILHLPLLCEDK.N 57 1 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_111.013591.01359 1 2.734 0.2599 1351.64 1351.6 3 55 1 I.ILHLPLLCEDK.N 66 1 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_113.003317.003317 2 3.0899 0.2351 2192.55 2190.5 1 47.22222 1 A.ADAEPLEIILHLPLLCEDK.N 58 1 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_Ti_111.003249.003249 2 4.3091 0.4402 3140.63 3138.7 1 35.185184 5 R.GISEFIVMAADAEPLEIILHLPLLCEDK.N 49 2 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_107.004365.004365 2 3.1616 0.2419 1890.95 1889.2 1 59.375 2 M.AADAEPLEIILHLPLLC.E 57 0 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.003429.003429 3 3.9032 0.1468 3138.62 3138.7 1 25.925926 1 R.GISEFIVMAADAEPLEIILHLPLLCEDK.N 49 2 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_113.019310.019310 2 2.8094 0.2357 2121.67 2119.4 1 47.058823 2 A.DAEPLEIILHLPLLCEDK.N 59 1 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_PK_108.016056.016056 2 3.6006 0.3207 1591.17 1593.9 1 75 4 L.EIILHLPLLCEDK.N 64 1 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.007215.007215 2 3.8535 0.2736 1718.79 1719 1 60.000004 4 R.ACGVSRPVIACSVTIK.E 92 2 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007917.00791 2 2.9739 0.1346 1718.07 1719 7 50 1 R.ACGVSRPVIACSVTIK.E 92 2 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_NT_lymphocytes_Ti_114.017873.017873.2 2 4.3607 0.4058 3139.39 3138.7 1 40.74074 3 R.GISEFIVMAADAEPLEIILHLPLLCEDK.N 49 2 *
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NP_001003796.1| gi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome protein 2-like 1 [Homo sapiens] 9 31 34.4 128 14174 8.5 HsSD-NE_NT_lymphocytes_Ti_110.009556.009556.2 2 3.6586 0.2693 1718.01 1719 1 56.666668 2 R.ACGVSRPVIACSVTIK.E 92 2 *
750 ENSG00000136942:ENSMUSG00000069439:ENSRNOG00000021300 RPL35 gi|6005860|ref|NP_009140.1| gi|6005860|ref|NP_009140.1| ribosomal protein L35 [Homo sapiens] 3 5 30.1 123 14551 11 HsSD-NE_PHA_lymphocytes_Ti_110.007092.007092 2 3.4533 0.1449 1281.41 1281.5 3 83.33333 1 R.RLNKHEENLK.T 94 2 *
750 ENSG00000136942:ENSMUSG00000069439:ENSRNOG00000021300 RPL35 gi|6005860|ref|NP_009140.1| gi|6005860|ref|NP_009140.1| ribosomal protein L35 [Homo sapiens] 3 5 30.1 123 14551 11 HsNaOH-NE_NT_lymphocytes_Ti_105.009584.00958 2 2.6934 0.2056 1557.71 1557.8 2 62.5 1 K.QLDDLKVELSQLR.V 20 2
750 ENSG00000136942:ENSMUSG00000069439:ENSRNOG00000021300 RPL35 gi|6005860|ref|NP_009140.1| gi|6005860|ref|NP_009140.1| ribosomal protein L35 [Homo sapiens] 3 5 30.1 123 14551 11 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1974.197 2 4.7919 0.4168 1656.14 1656.9 1 73.07692 2 R.VLTVINQTQKENLR.K 57 2 *
750 ENSG00000136942:ENSMUSG00000069439:ENSRNOG00000021300 RPL35 gi|6005860|ref|NP_009140.1| gi|6005860|ref|NP_009140.1| ribosomal protein L35 [Homo sapiens] 3 5 30.1 123 14551 11 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2032.20 2 3.7184 0.2962 1656.38 1656.9 1 76.92308 1 R.VLTVINQTQKENLR.K 57 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012708.01270 1 2.5025 0.3064 1527.76 1526.8 1 66.66667 1 R.FFVTTLPAFFHAK.D 103 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010338.0103 3 4.376 0.306 3276.02 3274.3 1 33.92857 2 R.EEVEPEEAEEGISEQPCPADTEVVEDSLR.Q 310 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006226.0062 2 4.911 0.4634 1628.47 1629.6 1 76.666664 2 R.SEANDQGPPGEDGVTR.E 294 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_105.015278.01527 2 4.8854 0.3667 1737.65 1737 1 78.57143 8 R.GPGIFEDLQNYILEK.K 124 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_PK_106.008625.0086 2 3.5003 0.2594 1556.41 1553.7 1 71.42857 1 A.TAGPEEAALPPEQSR.V 24 1 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_110.015170.01517 2 5.0033 0.2961 2058.77 2056.3 1 62.5 3 R.YRGPGIFEDLQNYILEK.K 122 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013388.0133 2 3.0327 0.3118 1526.85 1526.8 1 62.5 2 R.FFVTTLPAFFHAK.D 103 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_104.005742.00574 2 3.9355 0.3334 1628.83 1629.6 1 63.333332 2 R.SEANDQGPPGEDGVTR.E 294 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_110.015188.01518 3 5.1472 0.1392 2056.43 2056.3 2 50 1 R.YRGPGIFEDLQNYILEK.K 122 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014450.0144 2 4.9374 0.2417 2057.55 2056.3 1 65.625 9 R.YRGPGIFEDLQNYILEK.K 122 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_PK_105.007726.0077 2 3.9253 0.3174 1629.01 1629.6 1 53.333336 2 R.SEANDQGPPGEDGVTR.E 294 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.014727.0147 3 5.7474 0.1734 2058.83 2056.3 1 54.6875 2 R.YRGPGIFEDLQNYILEK.K 122 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_103.010503.01050 3 5.025 0.2986 3274.52 3274.3 1 29.464287 1 R.EEVEPEEAEEGISEQPCPADTEVVEDSLR.Q 310 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012630.01263 3 3.4717 0.105 1526.99 1526.8 7 43.75 2 R.FFVTTLPAFFHAK.D 103 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012692.01269 2 3.8925 0.3546 1528.59 1526.8 2 79.16667 4 R.FFVTTLPAFFHAK.D 103 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009269.00926 1 2.9667 0.3854 1459.9 1459.7 1 68.181816 4 K.KWQSVEPLTGWK.S 139 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_103.009388.00938 2 3.8698 0.3867 2938.15 2937.8 1 48 2 K.EDLGDEDEAEEEEEEDNLAAGVDEER.S 268 2 *
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009292.00929 2 3.9549 0.1813 1462.09 1459.7 1 81.818184 2 K.KWQSVEPLTGWK.S 139 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013550.0135 3 3.4977 0.1902 1527.38 1526.8 6 47.916664 3 R.FFVTTLPAFFHAK.D 103 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.009576.0095 2 2.9233 0.2131 1460.55 1459.7 1 77.27273 2 K.KWQSVEPLTGWK.S 139 2
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NP_066979.2| gi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 [Homo sapiens] 12 59 36.7 349 38952 4.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4174.417 2 5.317 0.3799 2055.71 2056.3 1 71.875 4 R.YRGPGIFEDLQNYILEK.K 122 2 *
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.012377.012377 2 3.3136 0.2262 2646.25 2646.9 2 36.363636 1 R.RDNYVPEVSALDQEIIEVDPDTK.E 81 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013802.0138 2 5.9233 0.4017 2490.87 2490.7 1 66.66667 6 R.DNYVPEVSALDQEIIEVDPDTK.E 82 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsNaOH-NE_NT_lymphocytes_PK_105.009566.0095 2 4.5718 0.1881 1402.21 1402.5 2 81.818184 2 L.DQEIIEVDPDTK.E 92 1
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.014386.0143 2 3.1589 0.4153 2410.71 2410.8 4 35.714287 4 K.LLDFGSLSNLQVTQPTVGMNFK.M 108 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_105.015549.015549.2 2 3.3389 0.1452 1045.87 1046.1 1 87.5 1 R.LGNDFHTNK.R 24 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_104.013229.013229.2 2 4.3971 0.4097 2646.03 2646.9 1 47.727272 4 R.RDNYVPEVSALDQEIIEVDPDTK.E 81 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_111.010343.010343.2 2 2.8499 0.1441 1202.65 1202.3 4 83.33333 2 R.LGNDFHTNKR.V 24 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_104.015548.015548.3 3 5.1145 0.2824 2411.21 2410.8 1 39.285713 1 K.LLDFGSLSNLQVTQPTVGMNFK.M 108 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006116.0061 2 2.5928 0.1008 1202.03 1202.3 7 77.77778 2 R.LGNDFHTNKR.V 24 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_102.016527.016527.2 2 3.8861 0.2448 2491.17 2490.7 2 47.61905 1 R.DNYVPEVSALDQEIIEVDPDTK.E 82 2
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|NP_001073968.1| gi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_00101 similar to 40S ribosomal protein S17 [Homo sapiens] 7 27 40.7 135 15602 9.6 HsSD-NE_NT_lymphocytes_Ti_104.015519.015519.2 2 4.6711 0.4107 2411.23 2410.8 1 52.380955 3 K.LLDFGSLSNLQVTQPTVGMNFK.M 108 2
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.001856.001856 3 5.8023 0.4473 2758.67 2757.2 1 33.653847 8 R.GALGSIALLGLVGTTVCSAFQHLGWVK.S 115 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.001748.001748 2 4.6319 0.4047 2758.75 2757.2 1 36.53846 16 R.GALGSIALLGLVGTTVCSAFQHLGWVK.S 115 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_PK_112.018811.01881 2 2.9544 0.2082 1938.63 1937.2 1 46.666668 2 R.AHQNTLEVYPPFLFFL.A 60 1 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.007913.007913 2 3.5761 0.3609 1766.67 1768 1 71.42857 6 R.VLYAYGYYTGEPSKR.S 98 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_PK_111.003002.003002 2 3.8436 0.3156 1825.29 1824.1 1 64.28571 4 R.AHQNTLEVYPPFLFF.L 60 1 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011165.01116 2 3.8802 0.5039 2976.57 2976.3 1 41.304348 3 K.YKVEYPIMYSTDPENGHIFNCIQR.A 36 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.010803.0108 3 3.3745 0.1903 2976.05 2976.3 1 32.608696 2 K.YKVEYPIMYSTDPENGHIFNCIQR.A 36 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.010944.0109 2 3.2816 0.2863 2978.05 2976.3 1 45.652176 2 K.YKVEYPIMYSTDPENGHIFNCIQR.A 36 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011012.01101 3 5.3226 0.3319 2976.23 2976.3 1 34.782608 2 K.YKVEYPIMYSTDPENGHIFNCIQR.A 36 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010587.01058 2 4.6295 0.4786 2685.71 2684.9 1 54.761906 2 K.VEYPIMYSTDPENGHIFNCIQR.A 38 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013649.0136 1 2.4633 0.1665 1315.62 1313.6 1 54.166668 1 R.IASGLGLAWIVGR.V 85 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.013787.01378 1 2.64 0.4112 1313.58 1313.6 2 62.5 1 R.IASGLGLAWIVGR.V 85 2 *
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.014058.0140 2 2.1738 0.1974 1312.87 1313.6 2 58.333332 1 R.IASGLGLAWIVGR.V 85 2 *
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753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_004519.1| gi|4758714|ref|NP_004519.1| microsomal glutathione S-transferase 3 [Homo sapiens] 11 51 63.8 152 16516 9.4 HsSD-NE_PHA_lymphocytes_PK_104.000585.000585 1 2.1094 0.1531 1060.59 1058.3 3 60.000004 1 R.SRGALGSIALL.G 113 1 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.009106.009106 2 5.4356 0.5598 2055.55 2056.1 1 78.125 12 R.TYADYESVNECMEGVCK.M 18 2 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008470.0084 2 3.014 0.3838 2054.33 2056.1 1 59.375 1 R.TYADYESVNECMEGVCK.M 18 2 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsSD-NE_PHA_lymphocytes_PK_102.003242.003242 2 3.1548 0.2772 1828.27 1828 1 63.333332 1 Y.DISQLFDFIDDLADLS.C 53 0 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsSD-NE_NT_lymphocytes_Ti_103.009510.009510.2 2 5.4238 0.5336 2055.27 2056.1 1 84.375 8 R.TYADYESVNECMEGVCK.M 18 2 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsSD-NE_PHA_lymphocytes_PK_106.003231.00323 2 4.2868 0.434 2206.91 2204.5 1 55.88235 4 S.QLFDFIDDLADLSCLVYR.A 56 1 *
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_004441.1| gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog [Homo sapiens] 4 28 36.5 104 12259 5.9 HsSD-NE_PHA_lymphocytes_PK_102.002690.002690 2 3.2185 0.3033 1511.93 1512.7 1 83.33333 2 S.QLFDFIDDLADLS.C 56 0 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsSD-NE_PHA_lymphocytes_Ti_115.019898.019898 2 3.0198 0.1635 2017.65 2015.2 7 47.058823 1 K.DGVFLYFEDNAGVIVNNK.G 92 2 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsSD-NE_PHA_lymphocytes_Ti_111.010317.010317 2 2.2941 0.1538 1147.43 1147.5 1 77.77778 1 R.KKVHPAVVIR.Q 74 2 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009754.00975 2 3.4955 0.3638 1461.57 1460.8 1 82.14286 2 R.LPAAGVGDMVMATVK.K 52 2 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsNaOH-NE_NT_lymphocytes_Ti_114.009166.00916 1 2.0659 0.1069 1018.41 1019.3 2 75 1 K.KVHPAVVIR.Q 75 2 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsNaOH-NE_PHA_lymphocytes_PK_111.010186.010 1 1.9474 0.1511 792.63 791.97 1 83.33333 1 V.HPAVVIR.Q 77 1 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsSD-NE_NT_lymphocytes_Ti_115.002484.002484.2 2 3.4079 0.241 2017.33 2015.2 1 47.058823 2 K.DGVFLYFEDNAGVIVNNK.G 92 2 *
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_000969.1| gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sapiens] 6 9 32.9 140 14865 10.5 HsSD-NE_NT_lymphocytes_Ti_108.011735.011735.2 2 3.3417 0.278 1844.45 1844.2 2 50 1 R.LNRLPAAGVGDMVMATVK.K 49 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsSD-NE_PHA_lymphocytes_Ti_109.011087.011087 2 3.2501 0.2745 1574.07 1576.9 2 66.66667 1 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsSD-NE_PHA_lymphocytes_Ti_108.009972.009972 2 3.2341 0.2721 1489.49 1486.7 1 77.27273 4 R.YLYTLVITDKEK.A 41 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsSD-NE_PHA_lymphocytes_Ti_104.010893.010893 3 3.5424 0.3168 1576.94 1576.9 1 56.25 2 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010865.01086 2 3.8479 0.258 1576.51 1576.9 1 70.83333 1 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010020.0100 3 4.2652 0.1788 1578.02 1576.9 1 56.25 3 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.010748.0107 2 4.9795 0.3619 1578.79 1576.9 1 91.66667 7 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsSD-NE_NT_lymphocytes_Ti_111.013296.013296.2 2 3.8771 0.2074 1579.37 1576.9 1 75 1 R.KIEEIKDFLLTAR.R 4 2 *
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NP_001030335.1| gi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sapiens] 3 20 35.7 70 8218 10.1 HsSD-NE_NT_lymphocytes_Ti_108.011414.011414.3 3 3.2651 0.3341 1577.9 1576.9 1 56.25 1 R.KIEEIKDFLLTAR.R 4 2 *
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_PHA_lymphocytes_PK_115.015334.015334 2 3.5608 0.3101 1948.01 1949.3 1 56.666668 2 F.FLTIHFPTDYPFKPPK.V 51 1
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_PHA_lymphocytes_PK_115.015526.015526 2 2.5767 0.2349 1906.15 1905.2 1 60.000004 2 T.IHFPTDYPFKPPKVAF.T 54 0
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_PHA_lymphocytes_PK_113.014036.014036 2 2.7969 0.1875 1859.63 1859.2 1 53.333336 2 L.TIHFPTDYPFKPPKVA.F 53 0
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.012316.012316 2 3.2847 0.1359 2099.81 2100.3 1 55.88235 3 R.IYHPNINSNGSICLDILR.S 73 2
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsNaOH-NE_NT_lymphocytes_PK_112.013587.0135 2 3.0923 0.1763 2021.71 2022.2 4 41.17647 2 C.SLLCDPNPDDPLVPEIAR.I 108 1
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_PHA_lymphocytes_PK_104.015506.015506 2 4.8269 0.3214 2023.39 2022.2 1 61.764706 4 C.SLLCDPNPDDPLVPEIAR.I 108 1
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NP_871620.1| gi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1| ubiquitin-conjugating enzyme E2D 3 isoform 1 [Homo sapiens] 6 17 41.5 147 16687 7.8 HsSD-NE_NT_lymphocytes_Ti_104.018334.018334.2 2 4.4335 0.3202 2710.97 2708.1 1 41.304348 2 K.VLLSICSLLCDPNPDDPLVPEIAR.I 102 2
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007750.00775 2 2.236 0.1234 943.13 943.14 1 85.71429 2 K.SIFLVAHR.K 35 2
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013718.01371 2 5.1562 0.229 2008.27 2006.2 1 61.764706 1 K.DPTGMDPDDIWQLSSSLK.R 44 2 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007146.00714 2 2.9443 0.1823 1188.09 1186.4 4 81.25 2 K.RFDDKYTLK.L 62 2 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006965.0069 1 2.2864 0.224 1053.53 1054.2 1 75 1 R.LHDSLAIER.K 112 2 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_NT_lymphocytes_PK_105.008744.0087 2 2.7742 0.1735 1080.17 1080.1 1 93.75 1 M.DAYEPEISR.L 103 1 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010700.0107 2 5.7885 0.4805 2216.73 2215.4 1 69.44444 4 K.FFDHSGTLVMDAYEPEISR.L 93 2 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010398.01039 2 5.6901 0.4384 2216.57 2215.4 1 66.66667 4 K.FFDHSGTLVMDAYEPEISR.L 93 2 *
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008283.0082 2 2.4007 0.1341 943.25 943.14 1 92.85714 4 K.SIFLVAHR.K 35 2
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_055567.1| gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 2 homolog [Homo sapiens] 6 21 51.2 123 14268 8.6 HsSD-NE_NT_lymphocytes_Ti_102.015519.015519.2 2 5.0828 0.4461 2006.53 2006.2 1 70.588234 2 K.DPTGMDPDDIWQLSSSLK.R 44 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_NT_lymphocytes_Ti_112.012603.01260 2 3.5398 0.4457 2387.99 2389.9 1 45.833336 1 R.QILLGPNTGLSGGMPGALPSLPGKI.- 118 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_NT_lymphocytes_PK_111.005114.0051 3 6.632 0.4412 2922.89 2922.9 1 39.583336 2 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009251.00925 2 5.4342 0.4454 2924.53 2922.9 1 50 2 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_NT_lymphocytes_PK_109.011376.0113 2 2.6694 0.2428 2553.07 2550.5 4 33.333336 1 K.GDAEKPEEELEEDDDEELDETL.S 23 1 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009782.0097 3 6.1496 0.3924 2924.84 2922.9 1 40.625 3 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009795.0097 2 5.3908 0.4645 2923.51 2922.9 1 47.916664 4 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013251.01325 2 3.3162 0.2349 1379.75 1379.6 1 85 1 R.LWGLTEMFPER.V 48 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsSD-NE_NT_lymphocytes_Ti_103.010717.010717.2 2 5.0308 0.4527 2922.01 2922.9 1 50 2 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_064628.1| gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom22 [Homo sapiens] 5 18 43 142 15522 4.3 HsSD-NE_NT_lymphocytes_Ti_103.010688.010688.3 3 4.7462 0.2176 2925.47 2922.9 1 38.541664 2 K.GDAEKPEEELEEDDDEELDETLSER.L 23 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007281.0072 2 5.2772 0.3903 2022.27 2022.1 1 72.22222 2 R.LSQDPEPDQQDPTLGGPAR.A 101 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007071.00707 2 4.4565 0.3096 2023.15 2022.1 1 63.88889 2 R.LSQDPEPDQQDPTLGGPAR.A 101 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_NT_lymphocytes_PK_107.008796.0087 2 5.0121 0.3975 2021.69 2022.1 1 72.22222 6 R.LSQDPEPDQQDPTLGGPAR.A 101 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_NT_lymphocytes_PK_107.009197.0091 2 3.17 0.2526 1269.37 1266.4 1 80 1 K.YSEVVLDSEPK.S 148 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010467.01046 2 4.7596 0.4111 2350.67 2349.6 1 52.499996 4 R.SGESVEEVPLYGNLHYLQTGR.L 80 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010460.01046 3 3.959 0.1257 3524.12 3525.8 1 22.580645 1 R.GRSRSHPGQGRSGESVEEVPLYGNLHYLQTGR.L 69 2 *
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_055265.1| gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane adaptor protein [Homo sapiens] 5 17 41.3 196 21126 6.3 HsSD-NE_NT_lymphocytes_Ti_102.010109.010109.2 2 3.0004 0.3729 2052.41 2052.2 1 41.666664 1 K.SQASGPEPELYASVCAQTR.R 159 2 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_108.000410.000410 2 2.8222 0.2301 1795.89 1794 1 57.14286 1 F.DITADLENIFDWNVK.Q 69 1 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011050.0110 2 2.3971 0.0881 1415.53 1414.6 1 77.27273 1 K.NNALNQVVLWDK.I 97 2 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010977.01097 1 2.9605 0.3802 1324.45 1323.4 2 55 4 K.YFFFDDGNGLK.G 127 2 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009242.00924 2 3.6312 0.3441 1413.75 1414.6 1 86.36364 2 K.NNALNQVVLWDK.I 97 2 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007036.00703 2 2.7306 0.2429 1037.43 1035.1 4 87.5 2 K.NVEDFTGPR.E 50 2 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsNaOH-NE_NT_lymphocytes_PK_115.014708.0147 2 2.5903 0.2061 1463.59 1464.6 2 68.181816 1 T.ADLENIFDWNVK.Q 72 1 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_106.012515.012515 1 2.6314 0.3034 1562.8 1562.7 1 57.692307 1 S.GHVSVPFPDTYEIT.K 164 0 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_105.014950.014950 1 2.723 0.1691 1279.47 1278.5 1 66.66667 2 D.LENIFDWNVK.Q 74 1 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_105.014908.014908 2 3.4021 0.3187 1278.49 1278.5 1 88.88889 2 D.LENIFDWNVK.Q 74 1 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_105.016949.016949 1 2.6354 0.2284 1464.95 1464.6 7 54.545456 3 T.ADLENIFDWNVK.Q 72 1 *
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NP_068747.1| gi|11345462|ref|NP_068747.1| signal peptidase complex subunit 3 [Homo sapiens] 9 24 33.9 180 20313 8.6 HsSD-NE_PHA_lymphocytes_PK_105.016988.016988 2 4.4412 0.3707 1463.75 1464.6 1 77.27273 5 T.ADLENIFDWNVK.Q 72 1 *
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NP_000092.2| gi|68509914|ref|NP_000092.2| "cytochrome b, alpha polypeptide [Homo sapiens] " 4 12 15.9 195 21013 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.009686.0096 2 3.1409 0.4376 3040.93 3041.4 1 35 1 R.KKPSEEEAAVAAGGPPGGPQVNPIPVTDEVV.- 165 2 *
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NP_000092.2| gi|68509914|ref|NP_000092.2| "cytochrome b, alpha polypeptide [Homo sapiens] " 4 12 15.9 195 21013 9.5 HsNaOH-NE_NT_lymphocytes_PK_104.004670.0046 2 3.4988 0.448 1830.73 1830 1 50 2 A.GGPPGGPQVNPIPVTDEVV.- 177 1 *
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NP_000092.2| gi|68509914|ref|NP_000092.2| "cytochrome b, alpha polypeptide [Homo sapiens] " 4 12 15.9 195 21013 9.5 HsNaOH-NE_NT_lymphocytes_PK_104.012390.0123 2 2.9322 0.3552 1900.89 1901.1 1 50 3 A.AGGPPGGPQVNPIPVTDEVV.- 176 1 *
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NP_000092.2| gi|68509914|ref|NP_000092.2| "cytochrome b, alpha polypeptide [Homo sapiens] " 4 12 15.9 195 21013 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.009689.00968 2 3.0462 0.495 3041.05 3041.4 1 40 1 R.KKPSEEEAAVAAGGPPGGPQVNPIPVTDEVV.- 165 2 *
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NP_000092.2| gi|68509914|ref|NP_000092.2| "cytochrome b, alpha polypeptide [Homo sapiens] " 4 12 15.9 195 21013 9.5 HsSD-NE_PHA_lymphocytes_PK_102.013720.013720 2 3.2438 0.377 1829.09 1830 1 52.77778 1 A.GGPPGGPQVNPIPVTDEVV.- 177 1 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.012342.0123 2 2.9615 0.2342 2056.35 2054.3 1 43.333332 2 R.WVTYFNKPDIDAWELR.K 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.011850.01185 2 4.6691 0.3804 2183.53 2182.5 1 65.625 2 R.WVTYFNKPDIDAWELRK.G 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.012832.01283 2 3.9631 0.3861 2054.17 2054.3 1 63.333332 2 R.WVTYFNKPDIDAWELR.K 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011906.01190 3 3.7507 0.2692 2181.98 2182.5 6 37.5 1 R.WVTYFNKPDIDAWELRK.G 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_NT_lymphocytes_Ti_105.017649.017649.3 3 5.2805 0.2357 3433.25 3430.9 1 28.448275 2 K.EIYPYVIQELRPTLNELGISTPEELGLDKV.- 121 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_NT_lymphocytes_Ti_109.012872.012872.2 2 4.7468 0.3879 2184.69 2182.5 1 65.625 9 R.WVTYFNKPDIDAWELRK.G 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_NT_lymphocytes_Ti_105.017458.017458.3 3 4.9178 0.3104 3333.74 3331.8 1 24.107143 3 K.EIYPYVIQELRPTLNELGISTPEELGLDK.V 121 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_NT_lymphocytes_Ti_111.013453.013453.3 3 4.224 0.3406 2184.56 2182.5 1 45.3125 3 R.WVTYFNKPDIDAWELRK.G 56 2 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_PHA_lymphocytes_PK_106.016149.016149 2 3.9096 0.3918 2424.29 2424.8 1 47.61905 4 Q.ELRPTLNELGISTPEELGLDKV.- 129 1 *
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_004246.1| gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va precursor [Homo sapiens] 7 32 31.3 150 16774 6.8 HsSD-NE_PHA_lymphocytes_PK_106.011580.011580 1 2.5263 0.1865 1269.74 1269.4 2 61.11111 4 T.YFNKPDIDAW.E 59 0 *
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_PHA_lymphocytes_Ti_110.021972.021972 3 5.5377 0.3627 3709.28 3710.1 1 26.51515 8 R.SNEGKLEGLTDEFEELEFLSTINVGLTSIANLPK.L 29 2 *
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_PHA_lymphocytes_PK_108.000064.000064 2 4.4884 0.3418 2200.91 2200.4 1 55.555557 29 R.SNEGKLEGLTDEFEELEFL.S 29 1 *
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_PHA_lymphocytes_Ti_110.001666.001666 2 2.775 0.2292 3195.85 3194.6 2 26.785713 3 K.LEGLTDEFEELEFLSTINVGLTSIANLPK.L 34 2 *
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012285.0122 2 5.1997 0.4478 1974.43 1974.1 1 70 4 K.SLDLFNCEVTNLNDYR.E 117 2
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_PHA_lymphocytes_PK_105.020246.020246 2 4.105 0.3585 2389.95 2388.5 1 50 2 R.SNEGKLEGLTDEFEELEFLST.I 29 1 *
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_NT_lymphocytes_Ti_102.013436.013436.2 2 4.0729 0.3697 1976.57 1974.1 1 60.000004 2 K.SLDLFNCEVTNLNDYR.E 117 2
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_NT_lymphocytes_Ti_102.009329.009329.2 2 3.8829 0.176 1101.79 1102.3 1 90 6 R.VSGGLEVLAEK.C 76 2
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_006296.1| gi|5453880|ref|NP_006296.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member A 7 55 24.5 249 28585 4.1 HsSD-NE_NT_lymphocytes_Ti_102.008999.008999.1 1 2.1308 0.1883 1101.75 1102.3 6 60.000004 1 R.VSGGLEVLAEK.C 76 2
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsSD-NE_PHA_lymphocytes_Ti_109.000321.000321 2 4.7677 0.4454 2211.85 2210.5 1 70.588234 6 K.ENVNVEEMFNCITELVLR.A 153 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.009986.00998 2 3.7211 0.4016 2017.03 2016.1 1 64.28571 2 K.RWLHEINQNCDDVCR.I 101 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007425.00742 2 3.5354 0.2661 1860.67 1859.9 1 61.538464 4 R.WLHEINQNCDDVCR.I 102 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.000017.0000 2 5.3241 0.4822 2210.35 2210.5 1 73.52941 21 K.ENVNVEEMFNCITELVLR.A 153 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.018668.0186 2 2.4791 0.151 2086.77 2084.3 5 38.88889 1 R.FADNTFSGSYITTIGVDFK.I 28 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.000034.00003 2 5.5324 0.4574 2210.69 2210.5 1 73.52941 7 K.ENVNVEEMFNCITELVLR.A 153 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007734.0077 2 4.8995 0.3781 1861.13 1859.9 1 84.61539 1 R.WLHEINQNCDDVCR.I 102 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.018546.01854 2 2.6814 0.1478 2086.27 2084.3 4 38.88889 1 R.FADNTFSGSYITTIGVDFK.I 28 2 *
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_006852.1| gi|5803135|ref|NP_006852.1| "RAB35, member RAS oncogene family [Homo sapiens] " 4 47 25.9 201 23025 8.3 HsSD-NE_NT_lymphocytes_Ti_109.001734.001734.2 2 3.1765 0.2152 2213.31 2210.5 8 35.294117 4 K.ENVNVEEMFNCITELVLR.A 153 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.006886.006886 2 2.7218 0.2341 2019.97 2019.2 2 43.75 2 R.AQIHEQNPSVEVVYYNK.G 307 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013820.01382 2 4.6939 0.4126 2076.39 2076.5 4 55.555557 2 R.FVPFAAVAAANCINIPLMR.Q 182 2
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007558.00755 2 2.8735 0.253 2018.31 2019.2 1 56.25 1 R.AQIHEQNPSVEVVYYNK.G 307 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008444.00844 2 3.6377 0.3075 1495.53 1495.7 1 83.33333 2 K.SSIHISNLEPELR.A 294 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.015734.0157 2 3.7463 0.22 2078.69 2076.5 1 55.555557 4 R.FVPFAAVAAANCINIPLMR.Q 182 2
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2102.21 2 2.765 0.1537 1370.6 1372.6 3 62.5 1 R.NLLLSGAQLEASR.N 39 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013670.0136 3 3.783 0.2079 2075.96 2076.5 1 41.666664 1 R.FVPFAAVAAANCINIPLMR.Q 182 2
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2560.256 2 2.4844 0.2908 1642.5 1642.9 5 46.42857 1 R.AGVVTPGITEDQLWR.A 59 2 *
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NP_112233.2| gi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 6 16 23.7 325 35979 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2537.25 2 3.3796 0.289 1644.11 1642.9 1 67.85714 2 R.AGVVTPGITEDQLWR.A 59 2 *
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsSD-NE_PHA_lymphocytes_PK_109.010516.010516 2 2.5238 0.1718 1109.21 1109.4 3 72.22222 1 Q.MVIDVLHPGK.A 23 1
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsSD-NE_PHA_lymphocytes_PK_109.017931.01793 2 3.0706 0.2045 1464.45 1461.8 1 77.27273 4 K.MYKTTPDVIFVF.G 47 1
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsNaOH-NE_NT_lymphocytes_Ti_110.015219.01521 2 3.2426 0.296 1399.81 1399.6 1 77.27273 4 K.TTPDVIFVFGFR.T 50 2
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008229.0082 2 2.7118 0.2269 1365.71 1365.7 2 68.181816 1 R.KQMVIDVLHPGK.A 21 2
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.012296.0122 2 4.4506 0.3232 1685.45 1682.9 1 71.42857 1 K.TTGFGMIYDSLDYAK.K 69 2
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008266.0082 1 2.6887 0.2379 1367.38 1365.7 1 59.090908 1 R.KQMVIDVLHPGK.A 21 2
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.013293.0132 2 3.683 0.3951 1400.25 1399.6 1 81.818184 9 K.TTPDVIFVFGFR.T 50 2
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NP_148982.1| gi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1| ribosomal protein S24 isoform a [Homo sapiens] 6 24 32.3 130 15069 10.9 HsSD-NE_NT_lymphocytes_Ti_102.013402.013402.2 2 3.8094 0.3639 1682.63 1682.9 1 67.85714 3 K.TTGFGMIYDSLDYAK.K 69 2
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsSD-NE_PHA_lymphocytes_PK_107.010490.010490 1 3.0028 0.3304 1351.79 1351.6 1 68.181816 4 R.LIDLHSPSEIVK.Q 88 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008393.00839 2 2.8359 0.132 1351.31 1351.6 6 68.181816 1 R.LIDLHSPSEIVK.Q 88 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.008619.0086 2 3.0933 0.1557 1351.39 1351.6 8 68.181816 1 R.LIDLHSPSEIVK.Q 88 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_NT_lymphocytes_Ti_106.006998.00699 2 2.976 0.1971 1248.49 1248.4 1 85 4 K.TPVEPEVAIHR.I 9 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_NT_lymphocytes_Ti_106.008219.00821 1 3.2374 0.2041 1353.85 1351.6 1 68.181816 2 R.LIDLHSPSEIVK.Q 88 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007233.0072 2 3.5515 0.2553 1250.51 1248.4 1 90 4 K.TPVEPEVAIHR.I 9 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008840.0088 2 3.6203 0.2577 1508.69 1507.8 1 75 3 K.RLIDLHSPSEIVK.Q 87 2 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsSD-NE_PHA_lymphocytes_PK_101.015834.015834 1 2.6076 0.1513 1359.72 1359.5 7 50 1 T.SISIEPGVEVEVT.I 103 0 *
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_001014.1| gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sapiens] 5 21 31.1 119 13373 9.9 HsSD-NE_NT_lymphocytes_Ti_111.012194.012194.2 2 2.8594 0.1792 1509.87 1507.8 4 58.333332 1 K.RLIDLHSPSEIVK.Q 87 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_PHA_lymphocytes_PK_110.012982.012982 2 3.1798 0.2195 1556.25 1553.6 1 70 2 R.NCWQNYLDFHR.C 29 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_PHA_lymphocytes_PK_110.012881.01288 1 3.1346 0.2102 1553.75 1553.6 1 75 1 R.NCWQNYLDFHR.C 29 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_PHA_lymphocytes_Ti_101.011002.011002 2 3.092 0.2447 1553.47 1553.6 1 75 1 R.NCWQNYLDFHR.C 29 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsNaOH-NE_NT_lymphocytes_Ti_110.010424.01042 2 3.0794 0.3114 1552.49 1553.6 2 75 2 R.NCWQNYLDFHR.C 29 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_PHA_lymphocytes_PK_106.014478.014478 2 3.8546 0.3956 2225.35 2223.4 1 55.555557 1 T.SWVTDWDEQRAEGTFPGKI.- 68 1 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_NT_lymphocytes_Ti_108.011203.011203.1 1 4.0383 0.234 1554.93 1553.6 1 70 3 R.NCWQNYLDFHR.C 29 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_NT_lymphocytes_Ti_104.010089.010089.1 1 1.992 0.3902 1469.75 1470.5 2 59.090908 1 K.GGDISVCEWYQR.V 48 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_NT_lymphocytes_Ti_105.016299.016299.3 3 3.476 0.1291 3172.1 3172.4 2 27.884615 1 R.VYQSLCPTSWVTDWDEQRAEGTFPGKI.- 60 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_NT_lymphocytes_Ti_104.010037.010037.2 2 2.8781 0.2933 1469.85 1470.5 1 72.72727 3 K.GGDISVCEWYQR.V 48 2 *
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_001854.1| gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb [Homo sapiens] 7 16 58.1 86 10192 7 HsSD-NE_PHA_lymphocytes_PK_106.012363.012363 2 3.477 0.1836 2110.57 2110.2 3 44.11765 1 T.SWVTDWDEQRAEGTFPGK.I 68 1 *
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_110.017634.017634 2 3.6502 0.2577 1664.83 1663 1 69.230774 3 R.LRPLSYPQTDVFLI.C 67 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_111.020534.020534 2 3.635 0.2873 1972.81 1970.3 1 60.000004 8 R.LRPLSYPQTDVFLICF.S 67 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_108.012536.012536 2 2.6725 0.2186 1437.49 1436.7 1 77.27273 1 R.LRPLSYPQTDVF.L 67 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_111.015077.015077 2 3.8388 0.4476 1821.73 1823.1 1 71.42857 4 R.LRPLSYPQTDVFLIC.F 67 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.006666.0066 1 2.6402 0.2136 1060.29 1061.2 1 75 1 K.CVVVGDGAVGK.T 6 2
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_PK_106.008130.0081 1 1.9552 0.2268 1001.5 1002.2 1 55 1 C.VVVGDGAVGKT.C 7 0
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007949.0079 1 2.1376 0.1684 951.63 951.07 4 71.42857 1 K.TVFDEAIR.A 167 2
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770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_PHA_lymphocytes_PK_112.012806.012 2 3.1961 0.2033 1664.67 1663 2 57.692307 1 R.LRPLSYPQTDVFLI.C 67 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010216.01021 2 4.7782 0.4406 1950.43 1950.1 1 81.25 2 K.PVNLGLWDTAGQEDYDR.L 50 2
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_PK_107.008529.0085 2 2.6062 0.3171 1323.51 1322.4 7 62.5 1 K.CVVVGDGAVGKTC.L 6 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 57 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_PK_106.007875.0078 1 2.0292 0.2029 901.47 901.05 7 61.11111 1 C.VVVGDGAVGK.T 7 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsNaOH-NE_NT_lymphocytes_PK_106.009482.0094 2 4.0249 0.3009 1470.41 1469.5 1 90.909096 3 A.LWDTAGQEDYDR.L 55 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_105.011922.011922 2 3.7967 0.3086 2349.83 2349.5 1 45 1 M.VDGKPVNLGLWDTAGQEDYDR.L 46 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_NT_lymphocytes_Ti_112.011542.011542.2 2 3.1491 0.3189 1587.53 1587.8 1 76.92308 2 R.HHCPNTPIILVGTK.L 103 2
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_NT_lymphocytes_Ti_104.011852.011852.2 2 5.0027 0.4875 1952.93 1950.1 1 78.125 4 K.PVNLGLWDTAGQEDYDR.L 50 2
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_105.008081.00808 1 2.3202 0.3 900.51 901.05 3 66.66667 2 C.VVVGDGAVGK.T 7 1
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_105.008258.008258 2 3.2371 0.2811 1162.03 1162.3 1 86.36364 2 C.VVVGDGAVGKTC.L 7 0
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_008839.2| gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin substrate 1 isoform Rac1 [Homo sap 16 41 38.5 192 21450 8.5 HsSD-NE_PHA_lymphocytes_PK_105.010338.010338 2 2.891 0.186 1021.83 1020.2 5 87.5 1 T.VFDEAIRAV.L 168 0
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsSD-NE_PHA_lymphocytes_Ti_104.018887.018887 2 3.3387 0.3277 1852.11 1851.1 1 50 3 K.TEFLSFMNTELAAFTK.N 37 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.013504.013504 2 2.655 0.2109 1308.67 1308.5 1 75 1 R.CIESLIAVFQK.Y 13 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsSD-NE_PHA_lymphocytes_Ti_113.015553.015553 3 4.8891 0.4595 3556.61 3559 1 29.032257 3 K.KLDTNSDGQLDFSEFLNLIGGLAMACHDSFLK.A 66 2 *
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.000632.0006 3 3.7457 0.2544 3430.25 3430.8 1 29.166666 1 K.LDTNSDGQLDFSEFLNLIGGLAMACHDSFLK.A 67 2 *
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012660.01266 2 2.707 0.24 1307.99 1308.5 1 75 2 R.CIESLIAVFQK.Y 13 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.017415.01741 2 4.4003 0.3793 1852.51 1851.1 1 73.333336 1 K.TEFLSFMNTELAAFTK.N 37 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.017750.0177 2 3.9821 0.3824 1851.49 1851.1 1 70 4 K.TEFLSFMNTELAAFTK.N 37 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.012664.0126 2 2.6768 0.2809 1310.67 1308.5 1 80 2 R.CIESLIAVFQK.Y 13 2
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_005611.1| gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 [Homo sapiens] 4 24 56.2 105 11740 7.2 HsSD-NE_NT_lymphocytes_Ti_109.018879.018879.2 2 4.6537 0.3345 1851.81 1851.1 1 73.333336 7 K.TEFLSFMNTELAAFTK.N 37 2
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_Ti_108.006728.00672 2 2.9382 0.3328 1642.67 1643.8 1 69.230774 2 R.AHQITDESLESTRR.I 13 2
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_Ti_105.009346.00934 2 3.7752 0.2622 1431.53 1428.7 1 76.92308 2 R.ILGLAIESQDAGIK.T 27 2
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_PHA_lymphocytes_Ti_106.006695.0066 2 2.9354 0.2824 1642.81 1643.8 5 53.846157 1 R.AHQITDESLESTRR.I 13 2
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_PK_114.011928.0119 2 3.9964 0.2734 2065.41 2065.2 2 44.11765 3 R.ITNDAREDEMEENLTQVG.S 143 1
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_PK_109.009114.0091 2 4.3672 0.2404 1555.63 1554.7 2 76.92308 1 L.NIGNEIDAQNPQIK.R 172 1
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_PK_109.009142.0091 2 3.3218 0.2585 1907.97 1909 3 53.333336 1 R.ITNDAREDEMEENLTQ.V 143 1
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NP_003816.2| gi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 23 isoform SNAP23A [Homo sap 5 12 28.4 211 23354 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1804.180 2 3.5911 0.3102 1643.73 1643.8 1 61.538464 2 R.AHQITDESLESTRR.I 13 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.013582.013582 2 2.7277 0.2004 2138.41 2136.5 1 46.666668 1 K.VFESWMHHWLLFEMSR.H 180 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsSD-NE_PHA_lymphocytes_Ti_110.008469.008469 2 3.0967 0.3036 2175.73 2176.4 1 47.22222 2 K.CQEEVSHIPAVHPGSFRPK.C 213 2 *
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.009401.009401 2 2.9042 0.2029 1989.05 1986.3 1 46.875 1 R.LDKLTVTSQNLQLENLR.M 78 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_PK_112.012257.0122 2 4.1936 0.3192 1662.63 1661.8 1 63.333332 4 K.ESLELEDPSSGLGVTK.Q 273 1
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_PK_111.010466.0104 2 2.8082 0.1673 1448.55 1448.6 2 66.66667 1 R.HSLEQKPTDAPPK.E 196 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009218.0092 2 3.2237 0.0883 1986.69 1986.3 3 59.375 1 R.LDKLTVTSQNLQLENLR.M 78 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008708.00870 2 5.1078 0.2414 1631.53 1629.9 1 73.07692 2 K.LTVTSQNLQLENLR.M 81 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010277.01027 2 4.0287 0.2234 1602.47 1600.8 1 80.769226 1 R.DLISNNEQLPMLGR.R 22 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.005936.0059 2 3.6066 0.2572 1450.95 1448.6 2 66.66667 12 R.HSLEQKPTDAPPK.V 196 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009142.00914 3 3.2272 0.2094 1987.07 1986.3 1 43.75 1 R.LDKLTVTSQNLQLENLR.M 78 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009118.00911 2 5.4532 0.3299 1989.17 1986.3 1 75 5 R.LDKLTVTSQNLQLENLR.M 78 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.004727.00472 2 3.5924 0.2674 1448.17 1448.6 5 62.5 14 R.HSLEQKPTDAPPK.E 196 2
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NP_001020330.1| gi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sapiens] 8 48 32.1 296 33516 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010068.0100 2 2.9608 0.3282 2174.17 2176.4 1 50 3 K.CQEEVSHIPAVHPGSFRPK.C 213 2 *
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_115.014517.014517 2 4.145 0.2715 2051.19 2048.4 1 64.70589 4 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.011978.011978 2 2.6761 0.2382 1569.29 1566.7 4 61.538464 1 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_107.016957.016957 1 1.9841 0.3431 1488.75 1489.8 1 50 2 L.KLGEIVTTIPTIGF.N 38 0
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.011588.011588 2 4.0134 0.3968 2154.47 2154.3 1 61.764706 9 R.HYFQNTQGLIFVVDSNDR.E 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.012611.012611 2 2.9351 0.1355 1090.33 1090.3 1 88.88889 1 R.DAVLLVFANK.Q 118 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_107.017218.017218 2 4.3592 0.4834 1831.49 1832.1 1 75 9 L.KLGEIVTTIPTIGFNVE.T 38 0
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.020667.020667 2 5.6715 0.5635 3088.95 3089.4 1 46.153847 11 R.NWYIQATCATSGDGLYEGLDWLANQLK.N 152 2 *
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_109.010865.010865 2 3.2396 0.2025 2438.33 2439.6 1 50 5 R.HYFQNTQGLIFVVDSNDRER.V 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_114.003178.003178 3 3.905 0.397 2439.17 2439.6 1 44.736843 8 R.HYFQNTQGLIFVVDSNDRER.V 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_108.001600.001600 2 2.8815 0.2512 1947.59 1945.3 1 55.88235 1 K.LKLGEIVTTIPTIGFNVE.T 37 1
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_107.015821.01582 2 3.2441 0.2846 1605.45 1603.9 1 60.714287 2 L.KLGEIVTTIPTIGFN.V 38 0
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.018817.018817 3 5.5878 0.3374 2048.63 2048.4 1 51.47059 8 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_108.020888.020888 2 3.1261 0.1914 1603.05 1603 1 60.714287 2 K.LKLGEIVTTIPTIGF.N 37 1
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.010578.01057 2 3.0532 0.1015 1091.03 1090.3 4 88.88889 1 R.DAVLLVFANK.Q 118 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010871.01087 2 2.7214 0.1535 1567.81 1566.7 1 69.230774 2 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011060.01106 1 2.4705 0.3659 1567.11 1566.7 1 53.846157 1 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.011718.0117 2 2.4868 0.2644 1569.23 1566.7 2 53.846157 1 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.020200.0202 2 4.6055 0.4471 3092.05 3089.4 1 42.307693 4 R.NWYIQATCATSGDGLYEGLDWLANQLK.N 152 2 *
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.018575.0185 3 4.0051 0.2727 2048.03 2048.4 1 48.52941 1 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010408.0104 3 3.8837 0.2272 2440.49 2439.6 1 42.105263 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018952.01895 3 3.6994 0.1999 2048.39 2048.4 4 38.235294 1 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011784.01178 2 4.3029 0.3471 2155.03 2154.3 1 50 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.019077.01907 2 4.0201 0.3004 2050.87 2048.4 1 52.941177 6 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010356.0103 2 2.7583 0.0922 2442.17 2439.6 1 50 2 R.HYFQNTQGLIFVVDSNDRER.V 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.020434.02043 2 4.9829 0.5433 3091.01 3089.4 1 40.384613 1 R.NWYIQATCATSGDGLYEGLDWLANQLK.N 152 2 *
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014300.0143 2 4.7709 0.3444 2327.19 2324.7 1 50 5 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_104.015243.015243.2 2 4.0613 0.3636 2324.93 2324.7 1 50 1 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_110.019961.019961.2 2 4.0668 0.2992 2049.37 2048.4 1 55.88235 11 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_104.010196.010196.2 2 3.0536 0.2894 1088.33 1088.4 1 85 2 R.ILMVGLDAAGK.T 20 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_115.012204.012204.2 2 4.0042 0.4485 2156.93 2154.3 1 52.941177 8 R.HYFQNTQGLIFVVDSNDR.E 80 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.014564.0145 2 2.5882 0.185 2047.35 2048.4 1 52.941177 1 R.MLAEDELRDAVLLVFANK.Q 110 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3791.379 2 3.7076 0.3115 2324.42 2324.7 2 42.5 2 K.LGEIVTTIPTIGFNVETVEYK.N 39 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_105.013964.013964 1 2.2721 0.2214 1357.13 1357.5 9 54.545456 1 M.LAEDELRDAVLL.V 111 0
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_104.012351.012351.1 1 3.6585 0.4202 1566.8 1566.7 1 65.38461 4 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_104.012347.012347.2 2 4.649 0.3856 1566.83 1566.7 1 80.769226 5 K.NISFTVWDVGGQDK.I 60 2
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_PHA_lymphocytes_PK_105.017092.017092 1 2.6562 0.2332 1489.12 1488.7 1 54.166668 2 R.MLAEDELRDAVLL.V 110 1
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_001650.1| gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo sapiens] 19 138 62.4 181 20601 7.4 HsSD-NE_NT_lymphocytes_Ti_103.009966.009966.1 1 2.3778 0.331 1087.47 1088.4 1 70 3 R.ILMVGLDAAGK.T 20 2
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsSD-NE_PHA_lymphocytes_PK_110.011071.01107 1 3.0001 0.2834 1181.5 1182.4 3 66.66667 3 W.FYVGEIIGKR.G 87 1 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.008337.00833 2 4.5581 0.4293 1588.35 1588.8 1 82.14286 2 K.TPALVNAAVTYSKPR.L 12 2 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010200.01020 2 2.734 0.1929 1163.19 1163.4 2 81.25 3 R.LATFWYYAK.V 27 2 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.010764.0107 2 2.7557 0.234 1163.09 1163.4 1 81.25 2 R.LATFWYYAK.V 27 2 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008625.0086 2 3.4649 0.47 1590.95 1588.8 1 64.28571 3 K.TPALVNAAVTYSKPR.L 12 2 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsSD-NE_PHA_lymphocytes_PK_106.011250.011250 1 2.4535 0.1984 1026.67 1026.2 1 75 2 W.FYVGEIIGK.R 87 1 *
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NP_006467.4| gi|51479156|ref|NP_006467.4| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 4 16 33 103 11428 9.6 HsSD-NE_NT_lymphocytes_Ti_109.012151.012151.2 2 2.4437 0.1396 1163.43 1163.4 1 87.5 1 R.LATFWYYAK.V 27 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_PHA_lymphocytes_Ti_106.013711.013711 3 4.032 0.0853 2082.83 2082.4 1 40.625 3 K.EKDNIDITLQWLIQHSK.S 166 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.012535.012535 3 4.6848 0.4089 3236.57 3238.8 1 32.142857 1 K.IEASKNELHNLLDKPQLQGIPVLVLGNKR.D 104 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.015383.01538 2 2.3355 0.1547 1826.65 1825.1 3 57.14286 1 K.DNIDITLQWLIQHSK.S 168 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011835.01183 2 2.856 0.0969 1697.69 1696.9 1 53.333336 1 R.GVSAIVYMVDAADQEK.I 88 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014015.01401 2 4.7715 0.305 2083.79 2082.4 2 62.5 3 K.EKDNIDITLQWLIQHSK.S 166 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012332.01233 3 5.9923 0.3868 3082.1 3082.6 1 40.74074 2 K.IEASKNELHNLLDKPQLQGIPVLVLGNK.R 104 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012454.01245 3 6.1283 0.3941 2556.47 2554 1 46.590908 3 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012530.01253 2 3.3953 0.4169 2553.05 2554 1 54.545456 2 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014164.01416 3 3.6597 0.1917 2082.32 2082.4 1 43.75 1 K.EKDNIDITLQWLIQHSK.S 166 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.013634.0136 3 3.779 0.1386 2082.56 2082.4 1 42.1875 5 K.EKDNIDITLQWLIQHSK.S 166 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.012056.0120 2 5.3273 0.3681 2710.33 2710.2 1 54.347824 5 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_NT_lymphocytes_Ti_115.012549.012549.2 2 5.0849 0.3149 2711.95 2710.2 2 50 3 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_NT_lymphocytes_Ti_112.013560.013560.3 3 5.0527 0.3301 3079.67 3082.6 1 37.037037 2 K.IEASKNELHNLLDKPQLQGIPVLVLGNK.R 104 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.012388.0123 2 4.58 0.2107 3084.51 3082.6 1 38.88889 2 K.IEASKNELHNLLDKPQLQGIPVLVLGNK.R 104 2 *
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013850.0138 2 3.7152 0.1819 2084.23 2082.4 2 50 1 K.EKDNIDITLQWLIQHSK.S 166 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_NT_lymphocytes_Ti_111.014130.014130.2 2 5.586 0.4108 2553.07 2554 1 54.545456 2 R.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_NT_lymphocytes_Ti_110.014788.014788.3 3 5.1951 0.4284 2554.58 2554 1 39.772728 3 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013964.0139 3 4.621 0.1994 2554.94 2554 1 32.954548 1 R.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012140.0121 3 5.7052 0.4171 2711.27 2710.2 1 44.56522 5 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NP_620150.1| gi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [Homo sapiens] 11 50 33.3 186 21416 7.8 HsSD-NE_NT_lymphocytes_Ti_114.012442.012442.3 3 6.1277 0.3269 2712.47 2710.2 1 48.913044 4 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_006045.1| gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapiens] 4 16 25.4 236 25609 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007751.00775 2 3.3145 0.2515 1275.79 1273.4 3 75 3 K.TQIDHYVGIAR.D 203 2
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_006045.1| gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapiens] 4 16 25.4 236 25609 8.5 HsNaOH-NE_NT_lymphocytes_PK_111.011048.0110 2 4.4772 0.5102 1897.23 1897 1 57.14286 4 F.GAEPSAPGGGGSPGACPALGTK.S 19 1
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_006045.1| gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapiens] 4 16 25.4 236 25609 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011433.01143 2 2.2185 0.0949 1823.11 1826 2 50 1 K.SCSSSCAVHDLIFWR.D 41 2
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_006045.1| gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapiens] 4 16 25.4 236 25609 8.5 HsSD-NE_NT_lymphocytes_Ti_109.012559.012559.2 2 2.4178 0.1744 1828.25 1826 2 50 1 K.SCSSSCAVHDLIFWR.D 41 2
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_006045.1| gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapiens] 4 16 25.4 236 25609 8.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4439.443 2 4.6581 0.2363 1391.47 1391.6 2 90.909096 7 R.LFLVEDLVDSLK.L 152 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.008990.008990 2 3.5699 0.2991 1474.79 1474.7 1 71.42857 10 R.VDVAVNCAGIAVASK.T 85 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_PHA_lymphocytes_Ti_101.014402.014402 2 3.7219 0.3116 1815.77 1814.1 1 52.63158 3 K.GLVAVITGGASGLGLATAER.L 10 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_PHA_lymphocytes_Ti_109.014889.014889 2 2.318 0.0933 1593.61 1591.9 3 53.846157 1 R.VLDVNLMGTFNVIR.L 117 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.020312.0203 2 4.2663 0.4231 2879.85 2880.3 1 44 3 R.LGDPAEYAHLVQAIIENPFLNGEVIR.L 227 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009802.00980 2 5.8916 0.4585 2197.93 2196.5 1 43.18182 2 R.LVGQGASAVLLDLPNSGGEAQAK.K 30 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.015443.0154 2 2.5089 0.0944 2086.93 2086.5 3 39.473686 1 R.VMTIAPGLFGTPLLTSLPEK.V 193 2 *
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.019820.0198 3 4.6899 0.1067 2882.24 2880.3 1 36 1 R.LGDPAEYAHLVQAIIENPFLNGEVIR.L 227 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.010634.01063 2 4.1228 0.2757 1623.31 1622.8 1 76.92308 2 K.VCNFLASQVPFPSR.L 213 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019424.01942 2 2.4432 0.1259 2880.87 2880.3 1 40 2 R.LGDPAEYAHLVQAIIENPFLNGEVIR.L 227 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008051.00805 2 3.1576 0.2758 1853.03 1851 6 40.625 1 K.KLGNNCVFAPADVTSEK.D 53 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.012881.0128 2 3.3261 0.3991 1816.57 1814.1 1 42.105263 1 K.GLVAVITGGASGLGLATAER.L 10 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010443.0104 2 5.6703 0.4467 2197.27 2196.5 1 54.545456 3 R.LVGQGASAVLLDLPNSGGEAQAK.K 30 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007898.00789 2 5.0758 0.4589 1475.61 1474.7 1 85.71429 2 R.VDVAVNCAGIAVASK.T 85 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_107.020657.020657.3 3 6.5289 0.1755 2880.8 2880.3 2 36 5 R.LGDPAEYAHLVQAIIENPFLNGEVIR.L 227 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_102.009236.009236.2 2 3.8402 0.3255 1476.27 1474.7 1 78.57143 3 R.VDVAVNCAGIAVASK.T 85 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_103.016481.016481.2 2 3.7641 0.386 2086.89 2086.5 1 52.63158 1 R.VMTIAPGLFGTPLLTSLPEK.V 193 2 *
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_108.015808.015808.2 2 2.3223 0.0996 1593.77 1591.9 2 53.846157 1 R.VLDVNLMGTFNVIR.L 117 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_108.021200.021200.2 2 5.5774 0.3871 2880.37 2880.3 1 40 6 R.LGDPAEYAHLVQAIIENPFLNGEVIR.L 227 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_102.011600.011600.2 2 6.1127 0.487 2196.13 2196.5 1 56.81818 3 R.LVGQGASAVLLDLPNSGGEAQAK.K 30 2
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_004484.1| gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydrogenase 10 isoform 1 [Homo sapie 9 54 57.1 261 26923 7.8 HsSD-NE_NT_lymphocytes_Ti_108.014077.014077.2 2 4.1132 0.4178 1813.77 1814.1 1 57.894737 3 K.GLVAVITGGASGLGLATAER.L 10 2
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsSD-NE_PHA_lymphocytes_PK_107.012880.012880 2 2.7209 0.2254 2244.69 2244.5 1 47.22222 1 Q.LYDKQREEYQPATPGLGMF.V 68 0 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010835.0108 2 3.5232 0.3152 2481.71 2480.7 1 54.761906 4 R.EEYQPATPGLGMFVEVKDPEDK.V 74 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_104.012638.01263 2 5.4832 0.4481 2087.29 2087.3 1 81.25 9 K.CFIEEIPDETMVIGNYR.T 49 2
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_104.012687.01268 3 3.9968 0.3465 2087.57 2087.3 1 39.0625 2 K.CFIEEIPDETMVIGNYR.T 49 2
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_107.021476.02147 2 3.8546 0.3936 2197.03 2194.4 1 44.736843 9 R.VHLDIQVGEHANDYAEIAAK.D 139 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_106.011618.01161 2 5.3265 0.3333 2215.77 2215.5 1 76.47059 5 K.KCFIEEIPDETMVIGNYR.T 48 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_109.012070.01207 2 4.0201 0.3556 1099.35 1099.3 1 94.44444 6 K.FSLFAGGMLR.V 129 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.011744.0117 2 3.6657 0.2951 2215.31 2215.5 1 58.823532 1 K.KCFIEEIPDETMVIGNYR.T 48 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.009630.0096 2 3.647 0.3393 2194.37 2194.4 2 44.736843 2 R.VHLDIQVGEHANDYAEIAAK.D 139 2 *
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009680.00968 3 5.4001 0.3983 2765.33 2765.1 1 40.217392 2 K.QREEYQPATPGLGMFVEVKDPEDK.V 72 2 *
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779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NP_059980.2| gi|39725636|ref|NP_059980.2| transmembrane emp24 protein transport domain containing 9 [Hom 8 44 32.3 235 27277 8 HsSD-NE_NT_lymphocytes_Ti_104.011907.011907.2 2 3.1072 0.3122 2480.39 2480.7 2 42.857143 3 R.EEYQPATPGLGMFVEVKDPEDK.V 74 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_Ti_113.014296.01429 2 4.0533 0.3302 1633.43 1632 1 69.230774 1 R.KLWDISEVMVGLLK.- 323 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010401.01040 2 3.9145 0.3725 1975.05 1975.3 1 50 2 R.RLEGTNVTVNVLHPGIVR.T 234 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009044.00904 2 2.5863 0.1703 2026.29 2026.2 7 36.842106 1 R.QAAECGPEPGVSGVGELIVR.E 93 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_PK_114.012345.0123 2 3.7662 0.3214 2021.95 2023.1 1 62.5 6 K.YGDINFDDLNSEQSYNK.S 197 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_PK_109.010361.0103 2 2.571 0.2497 1860.27 1859.9 1 46.666668 1 Y.GDINFDDLNSEQSYNK.S 198 1 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010550.01055 3 5.8881 0.3676 1972.73 1975.3 1 57.352943 1 R.RLEGTNVTVNVLHPGIVR.T 234 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.009459.0094 2 3.6528 0.1352 2436.45 2435.7 2 39.130436 1 K.TPVEGAQTSIYLASSPEVEGVSGR.Y 278 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.005458.00545 2 2.4126 0.136 1173.61 1172.3 2 70 1 R.ARAEEAAGQLR.R 78 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.009675.0096 2 4.4703 0.4582 2025.31 2026.2 1 71.05263 2 R.QAAECGPEPGVSGVGELIVR.E 93 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010757.0107 2 5.3643 0.4294 1975.57 1975.3 1 64.70589 2 R.RLEGTNVTVNVLHPGIVR.T 234 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsSD-NE_NT_lymphocytes_Ti_103.010930.010930.2 2 2.6987 0.3059 2025.81 2026.2 1 39.473686 1 R.QAAECGPEPGVSGVGELIVR.E 93 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsSD-NE_NT_lymphocytes_Ti_112.011999.011999.2 2 4.2346 0.4458 1974.91 1975.3 1 67.64706 1 R.RLEGTNVTVNVLHPGIVR.T 234 2 *
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NP_065956.1| gi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-trans and 9-cis) [Homo sapiens] 8 23 31 336 36865 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010714.0107 3 5.0302 0.3128 1975.55 1975.3 1 45.588234 3 R.RLEGTNVTVNVLHPGIVR.T 234 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_NT_lymphocytes_PK_106.009159.0091 2 4.438 0.353 2035.31 2036 1 64.70589 2 R.QEDEQDTDYDHVADGGLQ.A 107 1 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_NT_lymphocytes_PK_106.008114.0081 2 3.2859 0.2361 1112.21 1112.2 5 77.77778 1 S.SPEQVPVRAE.E 139 0 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.017470.01747 3 3.9138 0.2732 4146.05 4146.3 1 20.833332 1 R.DSDTEGDLVLGSPGPASAGGSAEALLSDLHAFAGSAAWDDSAR.A 152 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006686.00668 2 3.2639 0.2645 1320.21 1320.4 1 86.36364 1 R.AELGSTDNDLER.Q 95 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_NT_lymphocytes_Ti_115.010250.01025 2 3.6689 0.1725 1154.57 1153.4 1 88.88889 5 R.RLLWASPPGR.W 80 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008240.0082 3 6.3362 0.4785 4345.58 4345.3 1 26.923079 4 R.QEDEQDTDYDHVADGGLQADPGEGEQQCGEASSPEQVPVR.A 107 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsSD-NE_NT_lymphocytes_Ti_103.009364.009364.3 3 4.9947 0.3846 4343.96 4345.3 1 25 1 R.QEDEQDTDYDHVADGGLQADPGEGEQQCGEASSPEQVPVR.A 107 2 *
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_005599.1| gi|5032005|ref|NP_005599.1| "protein tyrosine phosphatase, receptor type, C-associated protein 6 18 51.9 206 21196 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.010511.0105 2 3.6023 0.179 1153.65 1153.4 1 83.33333 3 R.RLLWASPPGR.W 80 2 *
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsSD-NE_PHA_lymphocytes_Ti_103.009137.009137 2 3.3546 0.2511 1606.69 1603.7 2 57.692307 2 K.SSGEIVYCGQVFEK.S 57 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006860.00686 2 2.7266 0.2147 1096.53 1096.3 8 77.77778 1 R.IFAPNHVVAK.S 32 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_NT_lymphocytes_Ti_112.011698.01169 2 2.7543 0.224 1345.71 1346.6 1 83.33333 3 R.FWYFVSQLKK.M 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007688.0076 2 4.1538 0.4517 1455.67 1456.6 1 79.16667 2 R.DLTTAGAVTQCYR.D 99 2 *
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008631.0086 2 3.4995 0.3141 1604.25 1603.7 1 65.38461 3 K.SSGEIVYCGQVFEK.S 57 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012921.01292 2 3.0932 0.2576 1217.81 1218.4 1 87.5 3 R.FWYFVSQLK.K 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_NT_lymphocytes_Ti_110.012910.01291 1 2.7254 0.1796 1219.58 1218.4 1 75 2 R.FWYFVSQLK.K 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011955.01195 2 3.4009 0.1859 1461.45 1461.7 1 80 1 K.SRFWYFVSQLK.K 42 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.012830.0128 2 2.5457 0.14 1218.33 1218.4 1 87.5 2 R.FWYFVSQLK.K 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.012401.0124 1 2.4834 0.1972 1220.08 1218.4 1 75 1 R.FWYFVSQLK.K 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsSD-NE_NT_lymphocytes_Ti_103.010348.010348.2 2 2.967 0.2087 1605.13 1603.7 2 65.38461 3 K.SSGEIVYCGQVFEK.S 57 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012132.0121 2 3.0034 0.2489 1461.07 1461.7 1 70 2 K.SRFWYFVSQLK.K 42 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsSD-NE_NT_lymphocytes_Ti_109.013798.013798.2 2 3.0259 0.1668 1218.39 1218.4 1 87.5 4 R.FWYFVSQLK.K 44 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.007382.0073 2 2.8995 0.2 1095.91 1096.3 2 77.77778 2 R.IFAPNHVVAK.S 32 2
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NP_000971.1| gi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sapiens] 7 32 27.8 176 20762 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.011734.0117 2 2.382 0.1799 1347.35 1346.6 1 77.77778 1 R.FWYFVSQLKK.M 44 2
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.018026.01802 2 5.7009 0.4379 1822.59 1821.2 1 84.375 4 R.VYISLLPLGDGLTLAFK.I 245 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_NT_lymphocytes_Ti_115.017406.01740 3 5.3004 0.3645 2418.38 2416.9 1 37 2 R.LSVPAALALGSAALGAAFATGLFLGR.R 8 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.018302.0183 2 3.1998 0.2651 1823.23 1821.2 4 46.875 1 R.VYISLLPLGDGLTLAFK.I 245 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_NT_lymphocytes_PK_105.009174.0091 2 3.237 0.2748 1657.19 1656.7 1 64.28571 1 F.DVAVVDADKENCSAY.Y 180 0 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.021027.0210 3 4.8765 0.3921 2416.67 2416.9 1 40 5 R.LSVPAALALGSAALGAAFATGLFLGR.R 8 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsSD-NE_NT_lymphocytes_Ti_112.018781.018781.2 2 3.1858 0.218 2419.49 2416.9 1 42 1 R.LSVPAALALGSAALGAAFATGLFLGR.R 8 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.012704.0127 2 3.1741 0.2323 1680.43 1680.1 6 50 1 R.CLQLLRPGGILAVLR.V 198 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.019010.0190 2 2.6071 0.1047 1937.25 1934.4 7 41.17647 1 R.VYISLLPLGDGLTLAFKI.- 245 2 *
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NP_653190.2| gi|31542747|ref|NP_653190.2| catechol-O-methyltransferase domain containing 1 [Homo sapiens] 6 25 28.2 262 28809 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.020627.0206 2 4.224 0.3795 2419.55 2416.9 1 46 9 R.LSVPAALALGSAALGAAFATGLFLGR.R 8 2 *
784 ENSG00000100445:ENSMUSG00000022223:ENSRNOG00000020544 C14orf124 gi|116812630|ref|NP_064580.2| gi|116812630|ref|NP_064580.2| hypothetical protein LOC56948 [Homo sapiens] 3 11 22.9 293 31077 9 HsNaOH-NE_NT_lymphocytes_Ti_110.019218.01921 2 3.5696 0.3493 1675.71 1673 1 76.666664 3 R.AFIPLPSAVVQAVFGR.Q 240 2 *
784 ENSG00000100445:ENSMUSG00000022223:ENSRNOG00000020544 C14orf124 gi|116812630|ref|NP_064580.2| gi|116812630|ref|NP_064580.2| hypothetical protein LOC56948 [Homo sapiens] 3 11 22.9 293 31077 9 HsSD-NE_NT_lymphocytes_Ti_104.018232.018232.2 2 2.9546 0.2453 3182.61 3182.5 6 25.862068 1 R.ITWDELAASGLPSCDAAVNLAGENILNPLR.R 39 2 *
784 ENSG00000100445:ENSMUSG00000022223:ENSRNOG00000020544 C14orf124 gi|116812630|ref|NP_064580.2| gi|116812630|ref|NP_064580.2| hypothetical protein LOC56948 [Homo sapiens] 3 11 22.9 293 31077 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.018842.0188 2 5.1135 0.485 2057.97 2059.4 1 55 5 R.VLVGGGTGFIGTALTQLLNAR.G 3 2 *
784 ENSG00000100445:ENSMUSG00000022223:ENSRNOG00000020544 C14orf124 gi|116812630|ref|NP_064580.2| gi|116812630|ref|NP_064580.2| hypothetical protein LOC56948 [Homo sapiens] 3 11 22.9 293 31077 9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4703.47 2 3.2046 0.3446 1672.62 1673 1 70 2 R.AFIPLPSAVVQAVFGR.Q 240 2 *
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsSD-NE_PHA_lymphocytes_Ti_102.000117.000117 2 4.4401 0.538 2588.25 2589.9 1 57.14286 3 R.GVDLDQLLDMSYEQLMQLYSAR.Q 19 2
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.021885.0218 2 4.9689 0.4002 2591.21 2589.9 1 54.761906 9 R.GVDLDQLLDMSYEQLMQLYSAR.Q 19 2
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsSD-NE_NT_lymphocytes_Ti_106.001412.001412.2 2 5.5352 0.3926 2591.11 2589.9 1 59.523808 7 R.GVDLDQLLDMSYEQLMQLYSAR.Q 19 2
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012870.0128 3 3.7012 0.219 3170.54 3170.7 1 31.730768 2 K.TFNQVEIKPEMIGHYLGEFSITYKPVK.H 101 2 *
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsSD-NE_PHA_lymphocytes_PK_105.017159.017159 2 3.0923 0.2106 1540.77 1539.7 1 75 1 F.TYRGVDLDQLLDM.S 16 0
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_001009.1| gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sapiens] 4 24 35.9 145 17040 10.4 HsSD-NE_NT_lymphocytes_Ti_106.001380.001380.3 3 4.4668 0.3196 2589.35 2589.9 1 34.523808 2 R.GVDLDQLLDMSYEQLMQLYSAR.Q 19 2
786 ENSG00000107020:ENSMUSG00000016495:ENSRNOG00000015932 C9orf46 gi|8923932|ref|NP_060935.1| gi|8923932|ref|NP_060935.1| hypothetical protein LOC55848 [Homo sapiens] 2 6 15 147 17229 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.005201.005201 2 3.5131 0.2808 1492.45 1493.7 1 75 2 R.MKGEAEDILETEK.S 106 2 *
786 ENSG00000107020:ENSMUSG00000016495:ENSRNOG00000015932 C9orf46 gi|8923932|ref|NP_060935.1| gi|8923932|ref|NP_060935.1| hypothetical protein LOC55848 [Homo sapiens] 2 6 15 147 17229 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007656.0076 2 2.75 0.2991 1493.13 1493.7 1 75 2 R.MKGEAEDILETEK.S 106 2 *
786 ENSG00000107020:ENSMUSG00000016495:ENSRNOG00000015932 C9orf46 gi|8923932|ref|NP_060935.1| gi|8923932|ref|NP_060935.1| hypothetical protein LOC55848 [Homo sapiens] 2 6 15 147 17229 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007478.00747 2 2.5876 0.2103 1492.73 1493.7 1 75 1 R.MKGEAEDILETEK.S 106 2 *
786 ENSG00000107020:ENSMUSG00000016495:ENSRNOG00000015932 C9orf46 gi|8923932|ref|NP_060935.1| gi|8923932|ref|NP_060935.1| hypothetical protein LOC55848 [Homo sapiens] 2 6 15 147 17229 9.7 HsNaOH-NE_PHA_lymphocytes_PK_110.009788.009 2 2.9681 0.2404 1022.17 1022.2 1 87.5 1 D.LGYGTLLER.M 97 1 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_PK_110.008429.0084 2 3.2062 0.1898 1446.47 1446.6 1 70.83333 1 S.NQQITPGPAYSNR.E 86 1 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_PK_114.011973.0119 2 2.8674 0.2966 1855.51 1856 6 46.875 2 L.YGPDAPTISPSDTYYHA.G 235 0 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009534.00953 2 6.0791 0.4226 2194.39 2192.5 1 65.789474 4 R.IIGYVISNQQITPGPAYSNR.E 79 2 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009576.0095 2 3.8503 0.4243 2191.09 2192.5 1 52.63158 2 R.IIGYVISNQQITPGPAYSNR.E 79 2 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1984.198 2 2.7969 0.1138 1829.39 1830 4 46.42857 1 R.GYNWYKGETVDANRR.I 64 2 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2518.251 2 4.4362 0.4459 1643.97 1643.9 1 73.07692 3 K.EVLLLVHNLPQDPR.G 50 2 *
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NP_001807.2| gi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related cell adhesion molecule 8 [Homo 5 16 18.9 349 38154 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2443.244 2 4.6968 0.3959 2190.94 2192.5 1 60.526318 3 R.IIGYVISNQQITPGPAYSNR.E 79 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.023064.023064 2 4.5565 0.5271 3085.97 3086.5 1 34.482758 3 K.TLSTIATSTDAASVVHSTDLVVEAIVENLK.V 96 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_PHA_lymphocytes_Ti_107.022117.022117 3 6.6339 0.4867 3084.86 3086.5 1 31.034481 13 K.TLSTIATSTDAASVVHSTDLVVEAIVENLK.V 96 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011997.01199 2 4.2227 0.3459 1605.37 1605 1 80.769226 4 R.FAGLHFFNPVPVMK.L 166 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.011012.01101 2 4.1485 0.3977 2762.91 2763.1 1 39.130436 3 K.FIVDGWHEMDAENPLHQPSPSLNK.L 272 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.018578.01857 2 4.5285 0.4081 2359.49 2358.7 1 50 2 K.LGAGYPMGPFELLDYVGLDTTK.F 250 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.018524.0185 2 4.3204 0.3644 2358.03 2358.7 1 54.761906 4 K.LGAGYPMGPFELLDYVGLDTTK.F 250 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_NT_lymphocytes_Ti_111.000964.000964.2 2 4.0194 0.3726 3087.09 3086.5 1 34.482758 6 K.TLSTIATSTDAASVVHSTDLVVEAIVENLK.V 96 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.012281.0122 2 3.4182 0.3665 1605.45 1605 1 73.07692 6 R.FAGLHFFNPVPVMK.L 166 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_NT_lymphocytes_Ti_109.000507.000507.3 3 5.8884 0.4155 3089.12 3086.5 1 31.034481 8 K.TLSTIATSTDAASVVHSTDLVVEAIVENLK.V 96 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_NT_lymphocytes_Ti_104.019836.019836.2 2 4.8469 0.3645 2359.61 2358.7 1 57.14286 8 K.LGAGYPMGPFELLDYVGLDTTK.F 250 2 *
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NP_005318.2| gi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A dehydrogenase precursor [Homo sap 5 59 28.7 314 34294 8.9 HsSD-NE_NT_lymphocytes_Ti_112.013502.013502.2 2 4.1456 0.299 1606.81 1605 1 80.769226 2 R.FAGLHFFNPVPVMK.L 166 2 *
789 ENSG00000142534:ENSMUSG00000046620:ENSRNOG00000009583 RPS11 gi|4506681|ref|NP_001006.1| gi|4506681|ref|NP_001006.1| ribosomal protein S11 [Homo sapiens] 1 30 11.4 158 18431 10.3 HsSD-NE_PHA_lymphocytes_Ti_101.011606.011606 2 5.4304 0.3873 1987.25 1987.2 1 76.47059 15 R.DVQIGDIVTVGECRPLSK.T 119 2 *
789 ENSG00000142534:ENSMUSG00000046620:ENSRNOG00000009583 RPS11 gi|4506681|ref|NP_001006.1| gi|4506681|ref|NP_001006.1| ribosomal protein S11 [Homo sapiens] 1 30 11.4 158 18431 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009603.00960 2 5.1464 0.3398 1987.99 1987.2 1 70.588234 4 R.DVQIGDIVTVGECRPLSK.T 119 2 *
789 ENSG00000142534:ENSMUSG00000046620:ENSRNOG00000009583 RPS11 gi|4506681|ref|NP_001006.1| gi|4506681|ref|NP_001006.1| ribosomal protein S11 [Homo sapiens] 1 30 11.4 158 18431 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.010365.0103 2 4.4032 0.3681 1987.11 1987.2 1 58.823532 5 R.DVQIGDIVTVGECRPLSK.T 119 2 *
789 ENSG00000142534:ENSMUSG00000046620:ENSRNOG00000009583 RPS11 gi|4506681|ref|NP_001006.1| gi|4506681|ref|NP_001006.1| ribosomal protein S11 [Homo sapiens] 1 30 11.4 158 18431 10.3 HsSD-NE_NT_lymphocytes_Ti_104.011294.011294.2 2 4.9849 0.3432 1986.17 1987.2 1 70.588234 6 R.DVQIGDIVTVGECRPLSK.T 119 2 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008481.00848 2 5.3423 0.3976 1762.93 1761.8 1 82.14286 4 K.GYAYVEFENPDEAEK.A 204 2 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_Ti_115.011385.01138 3 5.0943 0.5313 2910.47 2912.3 1 29.807693 1 K.HMDGGQIDGQEITATAVLAPWPRPPPR.R 222 2 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_PK_106.009708.0097 2 2.8151 0.151 1542.01 1541.6 1 62.5 1 Y.AYVEFENPDEAEK.A 206 1 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008822.0088 2 4.9972 0.3858 1761.89 1761.8 1 82.14286 4 K.GYAYVEFENPDEAEK.A 204 2 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010473.0104 2 2.843 0.247 1442.93 1441.6 1 81.818184 2 K.DHIMEIFSTYGK.I 175 2
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_PK_105.008894.0088 2 3.6766 0.2387 1309.49 1307.4 2 90 1 Y.VEFENPDEAEK.A 208 1
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_Ti_108.010434.01043 1 3.4711 0.2823 1443.45 1441.6 1 68.181816 6 K.DHIMEIFSTYGK.I 175 2
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009974.00997 2 4.1114 0.3358 1443.39 1441.6 1 81.818184 4 K.DHIMEIFSTYGK.I 175 2
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsSD-NE_NT_lymphocytes_Ti_103.004439.004439.2 2 4.7528 0.4815 1760.97 1761.8 1 71.42857 3 K.GYAYVEFENPDEAEK.A 204 2 *
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NP_542161.1| gi|18379334|ref|NP_542161.1| "RNA-binding protein S1, serine-rich domain [Homo sapiens] " 6 32 17.7 305 34208 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.011554.0115 3 4.8251 0.4811 2913.53 2912.3 1 34.615387 6 K.HMDGGQIDGQEITATAVLAPWPRPPPR.R 222 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008912.00891 2 3.8977 0.3961 3126.05 3123.1 9 29.62963 1 R.PSYSSFTQGDSWGEGEVDEEEGCDQVAR.D 26 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009143.00914 3 6.3887 0.5338 3125.81 3123.1 1 37.962963 1 R.PSYSSFTQGDSWGEGEVDEEEGCDQVAR.D 26 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_NT_lymphocytes_PK_106.009408.0094 2 5.3642 0.4502 2224.77 2225.2 1 63.15789 2 Q.GDSWGEGEVDEEEGCDQVAR.D 34 1 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_NT_lymphocytes_PK_105.008241.0082 2 4.8467 0.3682 1781.29 1779.7 1 76.666664 2 W.GEGEVDEEEGCDQVAR.D 38 1 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.008222.0082 1 2.465 0.2136 1308.69 1308.4 1 59.090908 1 R.AEFSAGAWSEPR.K 57 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.008350.0083 2 2.8203 0.1185 1309.25 1308.4 2 72.72727 2 R.AEFSAGAWSEPR.K 57 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.005613.0056 2 2.7534 0.1959 1066.07 1065.2 8 70 2 R.RGPGTPGPVAR.P 15 2 *
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NP_689735.1| gi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 interacting protein 6 [Homo sapiens] 7 12 22.6 226 24676 6.3 HsSD-NE_NT_lymphocytes_Ti_102.010757.010757.2 2 4.6874 0.5564 3122.89 3123.1 1 40.74074 1 R.PSYSSFTQGDSWGEGEVDEEEGCDQVAR.D 26 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_PK_106.008584.0085 2 3.1279 0.1696 1151.17 1150.2 1 83.33333 2 S.SICEGTVEVR.Q 283 1 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.010143.01014 1 2.7594 0.1698 1336.39 1333.6 1 63.636364 2 R.VLALLCSGFQPK.V 262 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010234.0102 2 3.0796 0.3011 1399.45 1398.5 1 70 2 R.LSWYDPDFQAR.L 26 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.006939.00693 2 2.1821 0.081 988.27 987.11 1 85.71429 1 R.GLFCPHQK.L 339 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.007932.0079 2 2.7964 0.2885 1607.41 1608.7 1 53.571426 2 R.QGAQWAALCDSSSAR.S 293 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007934.0079 2 2.7894 0.2532 1357.87 1358.5 7 66.66667 2 K.LSQCHELWER.N 347 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.006670.0066 3 4.0207 0.3525 2239.64 2237.3 1 31.578945 2 R.SHAENPTASHVDNEYSQPPR.N 439 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.014187.0141 2 5.1492 0.4525 2302.47 2302.5 1 61.11111 4 K.TQDLENFLCNNLQCGSFLK.H 193 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.006350.00635 3 4.4303 0.4507 2235.71 2237.3 1 42.105263 7 R.SHAENPTASHVDNEYSQPPR.N 439 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014072.01407 2 4.6236 0.3864 2304.47 2302.5 1 55.555557 2 K.TQDLENFLCNNLQCGSFLK.H 193 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008031.00803 2 2.1803 0.0878 1238.01 1238.4 2 77.77778 1 K.CQGQLEVYLK.D 44 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007634.00763 2 4.4464 0.4494 1562.95 1563.7 1 82.14286 2 R.LVGGSSICEGTVEVR.Q 278 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.006334.00633 2 5.6743 0.4838 2237.25 2237.3 1 71.05263 9 R.SHAENPTASHVDNEYSQPPR.N 439 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.006669.0066 2 5.7254 0.5414 2236.51 2237.3 1 73.68421 7 R.SHAENPTASHVDNEYSQPPR.N 439 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010510.01051 2 3.7298 0.2955 1335.51 1333.6 1 77.27273 4 R.VLALLCSGFQPK.V 262 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsSD-NE_NT_lymphocytes_Ti_103.015317.015317.2 2 5.0018 0.4825 2303.19 2302.5 1 58.333332 2 K.TQDLENFLCNNLQCGSFLK.H 193 2 *
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_055022.1| gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 12 53 24.2 495 54625 8.3 HsSD-NE_NT_lymphocytes_Ti_103.008999.008999.2 2 3.4785 0.3104 1564.87 1563.7 1 64.28571 2 R.LVGGSSICEGTVEVR.Q 278 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.014904.014904 3 5.8561 0.4623 4500.32 4500.9 1 25.581396 3 K.IIATAVCHTDAYTLSGADPEGCFPVILGHEGAGIVESVGEGVTK.L 39 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_103.010677.010677 2 5.5976 0.4784 2012.09 2013.2 1 78.94737 2 K.VCLLGCGISTGYGAAVNTAK.L 169 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_108.021848.021848 3 5.2512 0.3626 4539.2 4539.9 1 22.435898 14 K.EFGATECINPQDFSKPIQEVLIEMTDGGVDYSFECIGNVK.V 234 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_PK_108.012014.012014 3 4.3016 0.3436 1835.63 1833.1 1 42.1875 3 A.ASGEEIATRPFQLVTGR.T 296 1
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_PK_109.018079.018079 2 3.0765 0.231 1766.85 1766.1 7 53.333336 1 S.VAKIDPLAPLDKVCLL.G 157 0 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.010386.010386 2 5.2542 0.3889 2148.59 2149.4 1 61.764706 3 K.IKVDEFVTHNLSFDEINK.A 340 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_109.020259.020259 3 5.1465 0.4018 4738.1 4739.2 1 19.512194 10 R.AKEFGATECINPQDFSKPIQEVLIEMTDGGVDYSFECIGNVK.V 232 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_PK_109.018210.018210 2 3.6284 0.3306 1595.47 1595.9 1 69.230774 7 A.KIDPLAPLDKVCLL.G 159 0 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_PHA_lymphocytes_Ti_105.010959.010959 3 3.588 0.2081 2899.91 2899.3 2 24.038462 1 K.AAVAWEAGKPLSIEEIEVAPPKAHEVR.I 10 2
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010767.01076 2 3.3592 0.2785 2306.39 2306.7 2 38.095238 2 K.AAVAWEAGKPLSIEEIEVAPPK.A 10 2
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009459.00945 2 2.7977 0.2053 2013.13 2013.2 4 47.368423 1 K.VCLLGCGISTGYGAAVNTAK.L 169 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_NT_lymphocytes_Ti_105.016081.016081.2 2 2.986 0.124 2306.79 2306.7 1 45.238094 1 K.AAVAWEAGKPLSIEEIEVAPPK.A 10 2
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_NT_lymphocytes_Ti_105.017832.017832.3 3 3.4507 0.1167 4503.23 4500.9 3 16.860466 1 K.IIATAVCHTDAYTLSGADPEGCFPVILGHEGAGIVESVGEGVTK.L 39 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_NT_lymphocytes_Ti_110.000521.000521.3 3 4.2081 0.2388 4540.67 4539.9 2 17.948719 2 K.EFGATECINPQDFSKPIQEVLIEMTDGGVDYSFECIGNVK.V 234 2 *
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NP_000662.3| gi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 chi subunit [Homo sapiens] 10 56 48.1 374 39724 7.5 HsSD-NE_NT_lymphocytes_Ti_102.011006.011006.2 2 5.9352 0.5096 2012.55 2013.2 1 76.31579 5 K.VCLLGCGISTGYGAAVNTAK.L 169 2 *
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.014947.014947 2 2.6445 0.2302 1199.83 1199.4 2 81.25 1 K.YPENFFLLR.G 113 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.012641.012641 2 2.2587 0.1249 1738.95 1738 5 46.42857 1 R.GKQSLETICLLLAYK.I 96 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_114.001410.001410 2 3.6834 0.3995 2472.53 2470.9 1 42.5 4 K.SREIFLSQPILLELEAPLKIC.G 41 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.019118.019118 2 4.1212 0.355 1837.15 1838.2 1 60.000004 4 F.LSQPILLELEAPLKIC.G 46 0
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_109.020310.020310 2 3.3634 0.1581 1659.79 1659 1 76.92308 1 K.SREIFLSQPILLEL.E 41 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.010095.010095 2 3.7142 0.1233 1640.25 1640.8 1 76.92308 6 R.AHQVVEDGYEFFAK.R 246 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.019120.019120 2 2.6906 0.2066 1894.37 1895.3 3 46.875 1 F.LSQPILLELEAPLKICG.D 46 0
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.017467.017467 2 4.0026 0.4557 2242.31 2243.5 1 55.555557 2 W.KTFTDCFNCLPIAAIVDEK.I 149 1
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794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_114.016062.016062 2 2.7737 0.2143 1803.47 1803.2 6 53.846157 2 L.AYKIKYPENFFLLR.G 108 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.009640.009640 2 4.0591 0.2785 1660.85 1661.8 1 73.07692 2 K.ICGDIHGQYTDLLR.L 60 2 *
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.019918.019918 2 3.4529 0.307 1678.99 1678.1 2 53.571426 2 F.LSQPILLELEAPLKI.C 46 0
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_112.019757.019757 2 3.3171 0.1789 1414.49 1412.7 2 75 1 Y.KIKYPENFFLL.R 110 0
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_109.016597.016597 2 3.2353 0.1605 1418.71 1416.7 1 86.36364 2 K.SREIFLSQPILL.E 41 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008728.00872 2 2.6653 0.353 1639.85 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 246 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.015722.0157 2 4.6869 0.2871 2198.77 2197.6 1 66.66667 1 K.SREIFLSQPILLELEAPLK.I 41 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010152.01015 2 5.1056 0.3582 2250.51 2249.5 1 61.11111 4 K.IFCCHGGLSPDLQSMEQIR.R 168 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015015.01501 2 5.3083 0.388 2113.87 2115.3 1 70.588234 2 K.TFTDCFNCLPIAAIVDEK.I 150 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.017142.0171 2 2.7272 0.1641 2585.77 2583.9 2 38.095238 1 R.LFEYGGFPPEANYLFLGDYVDR.G 74 2 *
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_104.018123.018123.2 2 3.7484 0.2445 2583.95 2583.9 1 45.238094 7 R.LFEYGGFPPEANYLFLGDYVDR.G 74 2 *
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_110.016922.016922.3 3 4.2057 0.3071 2199.2 2197.6 1 43.055553 2 K.SREIFLSQPILLELEAPLK.I 41 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_106.010640.010640 2 3.7399 0.4367 1640.53 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 246 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_102.016391.016391.2 2 3.5353 0.2676 2114.77 2115.3 1 58.823532 1 K.TFTDCFNCLPIAAIVDEK.I 150 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_106.017283.017283.2 2 5.2868 0.4164 1953.45 1954.4 1 71.875 2 R.EIFLSQPILLELEAPLK.I 43 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_110.011228.011228.3 3 3.0355 0.174 2407.43 2405.7 1 38.157894 1 K.IFCCHGGLSPDLQSMEQIRR.I 168 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001194.001194 2 4.0701 0.2603 2286.43 2284.7 1 55.263157 6 R.EIFLSQPILLELEAPLKICG.D 43 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001257.001257 2 5.0508 0.4306 2227.21 2227.7 1 63.88889 13 R.EIFLSQPILLELEAPLKIC.G 43 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_105.012436.012436 1 2.3356 0.3586 1441.62 1441.5 5 45.454548 1 R.AHQVVEDGYEFF.A 246 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_111.015125.015125.2 2 3.4465 0.3357 2199.13 2197.6 1 50 1 K.SREIFLSQPILLELEAPLK.I 41 2
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_106.016820.016820 2 2.6657 0.1666 1041.35 1041.2 1 100 1 Q.YTDLLRLF.E 68 0 *
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_PHA_lymphocytes_PK_107.001481.00148 3 3.9713 0.3047 2228.51 2227.7 4 34.72222 1 R.EIFLSQPILLELEAPLKIC.G 43 1
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NP_996759.1| gi|46249376|ref|NP_996759.1| "protein phosphatase 1, catalytic subunit, beta isoform 1 [Homo sa 25 78 41 327 37187 6.2 HsSD-NE_NT_lymphocytes_Ti_110.011125.011125.2 2 3.5055 0.3452 1642.39 1640.8 1 73.07692 1 R.AHQVVEDGYEFFAK.R 246 2
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008613.0086 2 3.3422 0.2391 1086.41 1086.3 1 90 3 K.LVLLGESAVGK.S 23 2
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013967.01396 2 2.6668 0.1161 1572.75 1569.9 1 61.538464 4 K.TSMNVNEIFMAIAK.K 166 2 *
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.012233.01223 2 3.4618 0.2887 2840.77 2838.1 1 37.5 1 K.RAVDFQEAQSYADDNSLLFMETSAK.T 141 2 *
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_NT_lymphocytes_PK_110.011390.0113 2 3.1738 0.2174 1300.21 1299.4 1 85 3 Q.TVCLDDTTVKF.E 61 0
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.013822.0138 2 2.4831 0.139 1572.13 1569.9 1 61.538464 1 K.TSMNVNEIFMAIAK.K 166 2 *
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.009185.0091 2 3.2352 0.2587 1183.61 1182.2 1 83.33333 1 Y.DITNEESFAR.A 101 1 *
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.013326.01332 2 3.527 0.2607 2684.11 2681.9 2 39.130436 1 R.AVDFQEAQSYADDNSLLFMETSAK.T 142 2 *
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NP_004153.2| gi|19923262|ref|NP_004153.2| "RAB5A, member RAS oncogene family [Homo sapiens] " 6 15 33 215 23659 8.1 HsSD-NE_NT_lymphocytes_Ti_103.009686.009686.2 2 3.1552 0.2288 1088.75 1086.3 1 85 1 K.LVLLGESAVGK.S 23 2
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsSD-NE_PHA_lymphocytes_PK_108.020381.02038 2 3.788 0.4197 1720.53 1719.9 1 63.333332 2 F.YLLSGLLDAFDGHAAR.A 40 1 *
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsNaOH-NE_NT_lymphocytes_Ti_113.013112.01311 2 4.0313 0.3405 1395.53 1394.7 1 87.5 7 K.SLISVIHLITAAR.N 187 2 *
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsNaOH-NE_NT_lymphocytes_Ti_110.016313.01631 2 3.5306 0.2716 1413.55 1413.8 1 83.33333 4 R.MGLWVTAPIALLK.S 174 2 *
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsSD-NE_PHA_lymphocytes_PK_106.011291.01129 2 2.5544 0.1953 1216.79 1215.5 1 80 1 K.MIDLSGNPVLR.I 122 2 *
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsNaOH-NE_PHA_lymphocytes_Ti_113.013064.0130 2 3.8473 0.3668 1395.69 1394.7 1 87.5 4 K.SLISVIHLITAAR.N 187 2 *
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_006310.1| gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-phosphatidyltransferase [Homo sapie 4 19 24.9 213 23539 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3101.310 2 4.5088 0.3591 1393.81 1394.7 1 87.5 1 K.SLISVIHLITAAR.N 187 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010582.010582 2 4.1966 0.4043 1714.83 1716.8 1 71.42857 1 R.GFGFVYFQNHDAADK.A 140 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_107.011804.011804 2 3.8826 0.2676 2319.83 2320.6 1 50 12 R.GHFEAFGTLTDCVVVVNPQTK.R 25 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_107.009656.009656 3 4.4359 0.3091 1874.18 1873 1 53.333336 3 K.RGFGFVYFQNHDAADK.A 139 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.007097.007097 1 1.9887 0.1189 991.59 992.13 2 78.57143 3 K.FHPIQGHR.V 160 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_103.012423.012423 2 4.6483 0.3591 2178.37 2179.3 1 50 5 K.GDVAEGDLIEHFSQFGTVEK.A 107 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_106.009620.009620 2 3.6667 0.3848 1874.87 1873 1 60.000004 4 K.RGFGFVYFQNHDAADK.A 139 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_Ti_104.011903.011903 2 3.4561 0.2317 1691.31 1691.9 1 76.666664 3 K.LFIGGLNVQTSESGLR.G 9 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_PHA_lymphocytes_PK_108.010060.010060 1 2.1003 0.3783 1437.77 1438.5 1 62.5 1 Q.TSESGLRGHFEAF.G 18 0 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011176.01117 2 4.1775 0.2729 2322.79 2320.6 1 50 2 R.GHFEAFGTLTDCVVVVNPQTK.R 25 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.011244.01124 2 3.9905 0.2876 2179.39 2179.3 1 44.736843 1 K.GDVAEGDLIEHFSQFGTVEK.A 107 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010377.01037 2 2.6695 0.2872 1691.67 1691.9 1 56.666668 1 K.LFIGGLNVQTSESGLR.G 9 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009582.00958 2 3.759 0.3357 1718.65 1716.8 1 60.714287 3 R.GFGFVYFQNHDAADK.A 140 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_NT_lymphocytes_Ti_104.011906.011906.2 2 5.3296 0.3949 1692.77 1691.9 1 90 9 K.LFIGGLNVQTSESGLR.G 9 2 *
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_006796.1| gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleoprotein A0 [Homo sapiens] 8 49 26.6 305 30841 9.3 HsSD-NE_NT_lymphocytes_Ti_112.010312.010312.1 1 2.1303 0.1306 993.62 992.13 5 71.42857 1 K.FHPIQGHR.V 160 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_Ti_104.009646.009646 2 3.0939 0.1902 1686.71 1686.8 1 65.38461 1 K.GCWDSIHVVEVQEK.S 146 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_109.002540.002540 2 2.6581 0.2117 1808.03 1806.1 8 46.666668 1 S.SVYLWDLDHGFAGVIL.I 118 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsNaOH-NE_NT_lymphocytes_Ti_105.007896.00789 2 3.645 0.3436 1697.37 1697.8 1 73.07692 1 R.KLEVEANNAFDQYR.D 95 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_105.016007.016007 2 3.2185 0.1831 1481.43 1480.6 2 62.5 1 S.SVYLWDLDHGFAG.V 118 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_105.014750.014750 2 2.7088 0.2487 1881.01 1882 2 53.333336 1 N.NAFDQYRDLYFEGGVS.S 102 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_106.017799.017799 1 2.4107 0.3447 1578.76 1579.8 1 50 2 S.SVYLWDLDHGFAGV.I 118 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_NT_lymphocytes_Ti_102.009446.009446.2 2 2.8862 0.3872 1567.83 1569.7 1 75 1 K.LEVEANNAFDQYR.D 96 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_NT_lymphocytes_Ti_105.002240.002240.2 2 5.4895 0.3467 2787.65 2785.1 1 50 9 K.NLSDLIDLVPSLCEDLLSSVDQPLK.I 24 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_106.016046.016046 1 3.4569 0.4302 1480.7 1480.6 1 62.5 5 S.SVYLWDLDHGFAG.V 118 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_106.020223.020223 1 2.2998 0.2099 1456.05 1456.7 6 58.333332 1 Y.LWDLDHGFAGVIL.I 121 0 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_NT_lymphocytes_Ti_103.002468.002468.3 3 5.1721 0.2895 2786.72 2785.1 1 35.416664 3 K.NLSDLIDLVPSLCEDLLSSVDQPLK.I 24 2 *
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_004921.1| gi|4826659|ref|NP_004921.1| F-actin capping protein beta subunit [Homo sapiens] 12 28 28.7 272 30629 6 HsSD-NE_PHA_lymphocytes_PK_106.016264.016264 1 2.8883 0.3699 1423.26 1423.6 1 68.181816 2 S.SVYLWDLDHGFA.G 118 0 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.015682.015682 2 3.5514 0.3125 2515.91 2517 1 45 1 R.YQNIWNINLQLRPSLITGIMK.D 29 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.011059.011059 3 4.4595 0.2341 1368.32 1367.6 2 67.5 8 R.HHLQIPIHFPK.D 75 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.011119.011119 2 3.6445 0.2664 1369.51 1367.6 2 75 3 R.HHLQIPIHFPK.D 75 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_PHA_lymphocytes_Ti_114.011169.011169 1 2.5368 0.2337 1367.71 1367.6 1 60.000004 5 R.HHLQIPIHFPK.D 75 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_NT_lymphocytes_Ti_115.016079.01607 2 3.329 0.2315 2711.41 2709.1 6 35.714287 3 R.TVELFYDVLSPYSWLGFEILCR.Y 7 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011960.01196 2 2.9882 0.1598 1254.41 1254.5 1 85 1 R.MELLAHLLGEK.W 203 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009494.00949 2 5.4678 0.3456 1730.41 1729.9 1 76.666664 2 R.NEDITEPQSILAAAEK.A 129 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010042.0100 2 4.0486 0.3617 1728.71 1729.9 1 73.333336 1 R.NEDITEPQSILAAAEK.A 129 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009744.00974 2 2.9993 0.1522 1772.35 1772.1 6 53.571426 1 R.FLTAVNLEHPEMLEK.A 102 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012044.01204 1 2.4989 0.1736 1255.02 1254.5 2 65 2 R.MELLAHLLGEK.W 203 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.013346.0133 3 4.1237 0.4587 2515.16 2517 1 37.5 1 R.YQNIWNINLQLRPSLITGIMK.D 29 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_NT_lymphocytes_Ti_115.013853.013853.2 2 3.2065 0.3882 2515.81 2517 1 37.5 2 R.YQNIWNINLQLRPSLITGIMK.D 29 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013431.0134 2 3.1207 0.3236 2515.11 2517 1 40 2 R.YQNIWNINLQLRPSLITGIMK.D 29 2 *
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_057001.1| gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [Homo sapiens] 11 33 53.5 226 25497 8.4 HsSD-NE_NT_lymphocytes_Ti_111.014223.014223.3 3 3.6655 0.0833 2691.35 2691 1 28.125 1 R.YGAFGLPITVAHVDGQTHMLFGSDR.M 178 2 *
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|NP_001036816.1| gi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001 tropomyosin 3 isoform 4 [Homo sapiens] 4 9 20.2 248 28870 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008152.00815 2 2.6689 0.1992 1288.17 1285.5 1 80 1 R.KLVIIEGDLER.T 132 2
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|NP_001036816.1| gi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001 tropomyosin 3 isoform 4 [Homo sapiens] 4 9 20.2 248 28870 4.8 HsSD-NE_NT_lymphocytes_Ti_109.010156.010156.2 2 3.0728 0.1243 1288.03 1285.5 1 80 1 R.KLVIIEGDLER.T 132 2
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|NP_001036816.1| gi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001 tropomyosin 3 isoform 4 [Homo sapiens] 4 9 20.2 248 28870 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1879.187 2 2.8427 0.1453 1816.74 1817 1 46.42857 2 K.HIAEEADRKYEEVAR.K 117 2
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|NP_001036816.1| gi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001 tropomyosin 3 isoform 4 [Homo sapiens] 4 9 20.2 248 28870 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1898.189 2 5.2228 0.3452 1544.08 1544.7 1 76.92308 3 R.AREQAEAEVASLNR.R 41 2
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|NP_001036816.1| gi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001 tropomyosin 3 isoform 4 [Homo sapiens] 4 9 20.2 248 28870 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010298.010298 2 2.7995 0.1789 1244.33 1244.4 1 83.33333 2 R.IQLVEEELDR.A 56 2
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008553.00855 3 4.0376 0.3334 3889.97 3889.9 1 22.794117 1 R.KVDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR.Q 13 2 *
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008934.0089 3 3.6675 0.2541 3891.77 3889.9 9 21.323528 1 R.KVDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR.Q 13 2 *
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.009404.0094 3 3.5987 0.1711 3761.69 3761.7 1 21.212122 1 K.VDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR.Q 14 2 *
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010572.010572.3 3 5.9764 0.4223 3760.34 3761.7 1 31.060606 1 K.VDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR.Q 14 2 *
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsSD-NE_NT_lymphocytes_Ti_104.010014.010014.3 3 6.0818 0.422 3891.02 3889.9 1 30.882353 3 R.KVDVDEYDENKFVDEEDGGDGQAGPDEGEVDSCLR.Q 13 2 *
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_005708.1| gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex subunit 5 [Homo sapiens] 3 8 31.1 151 16320 5.7 HsSD-NE_NT_lymphocytes_PK_107.008517.008517. 2 2.7105 0.2224 1069.75 1071.3 2 68.181816 1 K.ALAAGGVGSIVR.V 132 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsSD-NE_PHA_lymphocytes_Ti_101.017774.017774 2 4.8078 0.3574 2430.33 2428.8 1 43.18182 4 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.016286.01628 2 4.8311 0.4628 2229.47 2229.6 1 65 2 R.TLTMVSLGCGFVGPVVGGWYK.V 51 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.018573.0185 3 4.7948 0.3252 2428.67 2428.8 1 34.090908 1 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.018369.01836 3 4.5864 0.3157 2428.31 2428.8 4 31.818182 2 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.002187.00218 3 6.3725 0.4847 3684.98 3683.2 1 28.787878 2 K.MLLDQGGFAPCFLGCFLPLVGALNGLSAQDNWAK.L 89 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007227.0072 2 2.1644 0.195 894.65 894.06 2 85.71429 1 R.ALAAHPWK.V 10 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.018358.01835 2 4.1003 0.3863 2429.79 2428.8 1 47.727272 2 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007002.00700 2 2.2829 0.1461 896.09 894.06 2 85.71429 1 R.ALAAHPWK.V 10 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014516.0145 2 3.2093 0.268 2431.47 2428.8 1 36.363636 1 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsSD-NE_NT_lymphocytes_Ti_110.017332.017332.2 2 3.767 0.4384 2230.71 2229.6 1 50 3 R.TLTMVSLGCGFVGPVVGGWYK.V 51 2 *
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_002428.1| gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 5 23 48.9 176 19733 9.5 HsSD-NE_NT_lymphocytes_Ti_108.019665.019665.2 2 3.8692 0.2715 2429.81 2428.8 1 45.454548 4 K.VQVLTAGSLMGLGDIISQQLVER.R 18 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.015853.015853 2 3.756 0.4472 2823.53 2824 1 45.238094 2 R.HCAEPFTEYWTCIDYTGQQLFR.H 77 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_PHA_lymphocytes_PK_112.003686.003686 2 2.9186 0.1692 1757.29 1757.8 4 50 2 K.RHCAEPFTEYWTC.I 76 1 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_PHA_lymphocytes_Ti_109.016082.016082 3 3.8629 0.3589 2825.81 2824 1 36.904762 1 R.HCAEPFTEYWTCIDYTGQQLFR.H 77 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.007908.0079 2 2.846 0.1573 2256.37 2257.4 2 42.5 1 R.PRPDPSPEIEGDLQPATHGSR.F 146 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_NT_lymphocytes_Ti_112.014365.014365.2 2 4.2339 0.4457 2823.27 2824 1 47.61905 6 R.HCAEPFTEYWTCIDYTGQQLFR.H 77 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_NT_lymphocytes_Ti_111.010891.010891.2 2 3.4785 0.1952 1809.71 1810 4 53.571426 2 K.VKTDRPLPENPYHSR.P 131 2 *
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_055037.1| gi|7657369|ref|NP_055037.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8, 19kDa 6 16 34.3 172 20105 7.6 HsSD-NE_NT_lymphocytes_Ti_111.010914.010914.3 3 3.847 0.2397 1810.82 1810 2 46.42857 2 K.VKTDRPLPENPYHSR.P 131 2 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.006999.00699 3 3.4288 0.1259 1989.77 1987.1 4 34.375 1 K.YHPDKNPDNPEAADKFK.E 42 2 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.006630.00663 2 4.038 0.3791 1986.21 1987.1 1 65.625 2 K.YHPDKNPDNPEAADKFK.E 42 2 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.013120.0131 2 5.114 0.5061 2870.19 2870 1 50 2 K.APEGEETEFYVSPEDLEAQLQSDER.E 140 2 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsNaOH-NE_NT_lymphocytes_PK_110.009970.0099 2 2.6355 0.1518 1742.05 1742.9 5 46.666668 1 Q.SDEREATDTPIVIQPA.S 161 0 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.006898.0068 2 4.2153 0.3037 1987.39 1987.1 1 68.75 5 K.YHPDKNPDNPEAADKFK.E 42 2 *
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NP_079495.1| gi|45504382|ref|NP_079495.1| "DnaJ (Hsp40) homolog, subfamily C, member 5 [Homo sapiens] " 4 14 27.3 198 22149 5.1 HsSD-NE_NT_lymphocytes_Ti_102.014718.014718.2 2 4.5522 0.3959 2870.09 2870 1 47.916664 3 K.APEGEETEFYVSPEDLEAQLQSDER.E 140 2 *
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsSD-NE_PHA_lymphocytes_Ti_105.014394.014394 2 4.2737 0.3588 2630.23 2628 1 43.18182 3 K.HISCPLLILHAEDDPVVPFQLGR.K 320 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007072.0070 2 5.7592 0.5131 1959.77 1957 1 65 1 R.CAAAGSSSSGSAAAALDADCR.L 15 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.013364.01336 3 6.1697 0.4581 2414.06 2414.7 1 39.772728 4 R.SGDNPVYIWGHSLGTGVATNLVR.R 235 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.015026.01502 2 4.3327 0.3227 1699.95 1697 1 80.769226 2 R.GMTYDALHVFDWIK.A 219 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.021140.02114 2 4.8724 0.5176 2238.23 2238.5 1 63.88889 7 R.YFPGFDWFFLDPITSSGIK.F 293 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.020744.0207 2 4.8206 0.5815 2237.57 2238.5 1 63.88889 6 R.YFPGFDWFFLDPITSSGIK.F 293 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007156.00715 2 5.2318 0.5004 1956.73 1957 1 65 1 R.CAAAGSSSSGSAAAALDADCR.L 15 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013248.01324 2 4.8266 0.391 2415.57 2414.7 1 54.545456 5 R.SGDNPVYIWGHSLGTGVATNLVR.R 235 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013644.01364 2 3.054 0.095 1022.39 1022.3 1 92.85714 1 K.LIFLNFVR.V 100 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.013353.01335 2 3.1073 0.2665 1912.99 1914.2 1 53.125 1 R.ETPPDALILESPFTNIR.E 263 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013203.0132 2 2.8075 0.2748 2413.95 2414.7 1 36.363636 1 R.SGDNPVYIWGHSLGTGVATNLVR.R 235 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.014856.0148 2 2.9165 0.2007 1699.75 1697 1 61.538464 1 R.GMTYDALHVFDWIK.A 219 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.012681.0126 2 4.3623 0.3513 2628.85 2628 1 52.272724 8 K.HISCPLLILHAEDDPVVPFQLGR.K 320 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.009251.0092 2 3.5371 0.1716 1468.27 1465.7 1 77.27273 2 R.KRTEPVALEHER.C 3 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsSD-NE_NT_lymphocytes_Ti_112.013847.013847.2 2 3.6137 0.3713 2625.95 2628 1 43.18182 1 K.HISCPLLILHAEDDPVVPFQLGR.K 320 2
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|NP_001035937.1| gi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_0564 abhydrolase domain containing 12 isoform a [Homo sapiens] 10 46 38.2 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010726.0107 2 4.0551 0.4297 1756.73 1757 1 67.85714 2 K.VLSSLGYHVVTFDYR.G 192 2
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011039.01103 2 3.6115 0.4163 1362.31 1359.7 1 73.07692 1 R.PLLLALHGPSGVGK.S 187 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009460.00946 1 2.3807 0.1982 1199.73 1199.3 2 72.22222 1 R.DYLATHVHSR.P 177 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009906.00990 2 3.5285 0.2991 1700.51 1701.9 1 57.14286 3 R.SVLEDSALVLQYHAR.H 213 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_Ti_114.014034.01403 3 4.2701 0.3999 2217.8 2218.7 1 41.666664 1 R.EHPLWQAAAIVPFLLLDKR.D 351 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_Ti_113.015279.01527 3 3.8593 0.2875 3258.26 3256.8 1 26.85185 4 K.TPLLVLDDVELMPRPLLDELHGFLQPQR.S 260 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3470.347 2 4.228 0.2959 1663.87 1663.9 1 80.769226 2 R.PLLDELHGFLQPQR.S 274 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsSD-NE_NT_lymphocytes_Ti_114.014407.014407.2 2 2.6516 0.1217 2217.39 2218.7 2 41.666664 1 R.EHPLWQAAAIVPFLLLDKR.D 351 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.009800.0098 2 2.68 0.3046 2146.59 2147.4 6 35.714287 1 R.LLQPGGGPDVGTGAPRPGCSPR.A 44 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.014063.0140 3 4.7631 0.3883 2219.24 2218.7 1 44.444447 4 R.EHPLWQAAAIVPFLLLDKR.D 351 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.010953.0109 2 4.817 0.3945 1361.35 1359.7 1 84.61539 6 R.PLLLALHGPSGVGK.S 187 2 *
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|NP_060193.2| gi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [Homo sapiens] 8 26 25.5 423 46914 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2664.266 2 4.0122 0.3375 1701.75 1701.9 1 67.85714 2 R.SVLEDSALVLQYHAR.H 213 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.009955.009955 3 5.175 0.3458 2157.44 2158.3 1 48.4375 2 R.SQHERDPWYSWDQPGLR.L 82 2 *
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807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.012075.012075 2 3.337 0.2611 2102.65 2100.4 1 63.333332 2 R.LNWGEPMHWHLDMYNR.N 99 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010696.01069 2 3.6544 0.4215 1519.81 1520.6 1 81.818184 2 R.DPWYSWDQPGLR.L 87 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.009754.0097 2 3.4049 0.2444 2160.87 2158.3 2 56.25 3 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009573.00957 3 4.7208 0.3527 2158.64 2158.3 2 37.5 2 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009680.00968 2 3.3496 0.2532 2158.51 2158.3 2 53.125 3 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.009844.0098 3 4.1549 0.3859 2156.27 2158.3 3 35.9375 3 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsSD-NE_NT_lymphocytes_Ti_110.011419.011419.2 2 3.0166 0.2119 2158.05 2158.3 3 46.875 1 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsSD-NE_NT_lymphocytes_Ti_108.010600.010600.3 3 4.0848 0.1958 2158.64 2158.3 1 42.1875 3 R.SQHERDPWYSWDQPGLR.L 82 2 *
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_004995.1| gi|4826854|ref|NP_004995.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8, 19kDa 5 24 26.3 186 21766 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012062.0120 2 3.8736 0.4174 2099.73 2100.4 1 66.66667 2 R.LNWGEPMHWHLDMYNR.N 99 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsSD-NE_PHA_lymphocytes_Ti_103.010200.010200 2 3.7092 0.316 1718.95 1719.9 1 75 2 R.IIDVVYNASNNELVR.T 78 2
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008890.00889 2 4.3188 0.3336 1720.17 1719.9 1 71.42857 1 R.IIDVVYNASNNELVR.T 78 2
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010088.0100 2 4.9758 0.4293 1789.27 1788.8 1 71.42857 2 R.LDVGNFSWGSECCTR.K 60 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009910.0099 2 2.576 0.143 1722.47 1719.9 1 67.85714 1 R.IIDVVYNASNNELVR.T 78 2
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008819.0088 2 3.5265 0.3037 1510.03 1507.7 1 75 1 K.ISSLLEEQFQQGK.L 158 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.009526.00952 2 3.9841 0.356 1791.63 1788.8 1 67.85714 3 R.LDVGNFSWGSECCTR.K 60 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009728.00972 2 3.3767 0.2435 1622.65 1620.8 1 75 2 R.QWYESHYALPLGR.K 111 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008477.00847 2 3.6093 0.2967 1507.59 1507.7 1 79.16667 2 K.ISSLLEEQFQQGK.L 158 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsSD-NE_NT_lymphocytes_Ti_103.011318.011318.2 2 3.8027 0.3959 1790.33 1788.8 1 64.28571 1 R.LDVGNFSWGSECCTR.K 60 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.009318.0093 2 2.4204 0.1657 1503.67 1504.7 7 54.166668 1 K.RKYELGRPAANTK.I 25 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.009300.0093 2 2.6465 0.2487 1351.19 1348.5 1 63.636364 1 R.KYELGRPAANTK.I 26 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsSD-NE_NT_lymphocytes_Ti_108.010799.010799.2 2 2.4264 0.1314 1619.63 1620.8 1 62.5 1 R.QWYESHYALPLGR.K 111 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsSD-NE_NT_lymphocytes_Ti_103.009862.009862.1 1 4.0592 0.2932 1507.76 1507.7 1 66.66667 2 K.ISSLLEEQFQQGK.L 158 2 *
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_001003.1| gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapiens] 7 26 33.2 208 24205 10.3 HsSD-NE_NT_lymphocytes_Ti_103.009970.009970.2 2 3.8509 0.3184 1509.45 1507.7 1 75 6 K.ISSLLEEQFQQGK.L 158 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010449.01044 1 2.3233 0.3116 1500.97 1500.7 1 54.166668 1 K.GISLNPEQWSQLK.E 102 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014558.01455 2 3.6094 0.2923 2744.13 2743 2 36.95652 1 K.GISLNPEQWSQLKEQISDIDDAVR.K 102 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsNaOH-NE_NT_lymphocytes_PK_107.009344.0093 2 2.7339 0.2305 1263.11 1261.3 2 80 1 K.EQISDIDDAVR.K 115 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.008547.0085 1 2.84 0.3919 1251.86 1252.5 1 70 3 K.KQVAPEKPVKK.Q 29 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsSD-NE_NT_lymphocytes_Ti_111.009668.009668.2 2 2.6156 0.1364 1252.59 1252.5 8 75 1 K.KQVAPEKPVKK.Q 29 2 *
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NP_006704.2| gi|19923784|ref|NP_006704.2| activated RNA polymerase II transcription cofactor 4 [Homo sapien 5 9 27.6 127 14365 9.6 HsSD-NE_NT_lymphocytes_Ti_111.009713.009713.1 1 3.1922 0.3274 1251.87 1252.5 1 75 2 K.KQVAPEKPVKK.Q 29 2 *
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.005939.00593 2 3.3778 0.1759 1269.49 1267.4 1 90 6 R.HEVGHIDNSMK.I 96 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_111.012329.01232 2 2.6428 0.2023 1015.77 1016.3 3 85.71429 3 R.IIPAIWFR.Y 225 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006200.0062 2 2.2881 0.1842 1267.51 1267.4 1 80 3 R.HEVGHIDNSMK.I 96 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008908.0089 2 3.3338 0.279 1573.91 1572.8 1 61.538464 1 R.LTSNPLASHDYILK.I 177 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008559.00855 2 2.6984 0.0816 1572.53 1572.8 4 53.846157 1 R.LTSNPLASHDYILK.I 177 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.012728.0127 2 5.4971 0.4181 2504.81 2502.7 1 52.173912 2 K.LSFGDTLQVQNIHGAFNALGGADR.L 153 2 *
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_PK_106.005340.0053 2 2.7552 0.1719 1409.27 1409.5 2 70.83333 1 E.LYVDDPDKDSGGK.I 56 1
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.013184.01318 3 3.3472 0.2538 2502.38 2502.7 1 29.347824 1 K.LSFGDTLQVQNIHGAFNALGGADR.L 153 2 *
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008285.00828 1 2.2875 0.4361 1572.9 1572.8 1 50 2 R.LTSNPLASHDYILK.I 177 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.012974.01297 2 5.2809 0.4758 2501.95 2502.7 1 54.347824 4 K.LSFGDTLQVQNIHGAFNALGGADR.L 153 2 *
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.012329.0123 2 2.3214 0.1607 1015.91 1016.3 1 85.71429 1 R.IIPAIWFR.Y 225 2
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NP_001026881.1| gi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi intermediate compartment 32 kDa pro 7 28 24.1 290 32592 7.1 HsSD-NE_NT_lymphocytes_Ti_106.012519.012519.3 3 3.7088 0.2687 2503.25 2502.7 1 31.52174 3 K.LSFGDTLQVQNIHGAFNALGGADR.L 153 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.016248.016248 2 5.2765 0.4082 2546.97 2545.8 1 54.166668 8 K.VATAQDDITGDGTTSNVLIIGELLK.Q 80 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.011555.011555 2 4.2015 0.2935 2318.15 2316.7 1 45 1 K.DGNVLLHEMQIQHPTASLIAK.V 59 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.011549.011549 3 3.489 0.1897 2313.8 2316.7 1 33.75 1 K.DGNVLLHEMQIQHPTASLIAK.V 59 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.017589.017589 3 4.0986 0.2422 3888.02 3887.2 1 25.714287 2 R.LTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEK.F 324 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.000002.000002 3 4.7788 0.3238 2206.28 2207.6 1 33.75 7 K.VHAELADVLTEAVVDSILAIK.K 160 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.020108.020108 3 4.1136 0.2865 2437.04 2436.9 1 30.681818 1 R.TKVHAELADVLTEAVVDSILAIK.K 158 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_113.015865.015865 2 5.8424 0.634 2204.79 2207.6 1 80 8 K.VHAELADVLTEAVVDSILAIK.K 160 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.007860.007860 2 3.5241 0.3535 1499.49 1499.7 1 75 4 K.QADLYISEGLHPR.I 105 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.006929.006929 2 2.7324 0.2578 1285.57 1287.4 1 70 4 K.HKSETDTSLIR.G 198 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.014927.014927 2 4.3929 0.3178 2112.07 2111.5 1 68.75 9 K.KQDEPIDLFMIEIMEMK.H 181 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.011454.011454 2 3.143 0.3039 1765.43 1763 1 56.666668 2 K.VLAQNSGFDLQETLVK.I 450 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.016402.016402 2 5.1883 0.4868 2437.79 2436.9 1 56.81818 3 R.TKVHAELADVLTEAVVDSILAIK.K 158 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.014948.01494 2 3.4848 0.3646 2546.81 2545.8 1 35.416664 1 K.VATAQDDITGDGTTSNVLIIGELLK.Q 80 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016644.0166 2 3.0203 0.1537 2473.41 2471.8 1 33.333336 2 K.NAIDDGCVVPGAGAVEVAMAEALIK.H 400 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016702.0167 3 3.2478 0.2509 2472.56 2471.8 1 26.041666 1 K.NAIDDGCVVPGAGAVEVAMAEALIK.H 400 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016636.01663 3 3.0071 0.1897 2471.24 2471.8 1 28.125 1 K.NAIDDGCVVPGAGAVEVAMAEALIK.H 400 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.006107.00610 2 2.7188 0.2613 1288.71 1287.4 4 60.000004 1 K.HKSETDTSLIR.G 198 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_108.001167.001167.3 3 3.9265 0.1494 2207.36 2207.6 1 32.5 4 K.VHAELADVLTEAVVDSILAIK.K 160 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_102.011258.011258.2 2 4.4153 0.4486 1761.93 1763 1 70 6 K.VLAQNSGFDLQETLVK.I 450 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_109.001365.001365.2 2 6.6425 0.5618 2206.57 2207.6 1 75 7 K.VHAELADVLTEAVVDSILAIK.K 160 2
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_108.011593.011593.2 2 4.3481 0.44 2315.79 2316.7 1 45 2 K.DGNVLLHEMQIQHPTASLIAK.V 59 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_108.011642.011642.3 3 3.3736 0.2408 2314.73 2316.7 4 32.5 1 K.DGNVLLHEMQIQHPTASLIAK.V 59 2 *
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_001753.1| gi|4502643|ref|NP_001753.1| "chaperonin containing TCP1, subunit 6A isoform a [Homo sapiens 14 77 35.2 531 58024 6.7 HsSD-NE_NT_lymphocytes_Ti_104.016371.016371.2 2 2.9286 0.16 2546.77 2545.8 1 33.333336 1 K.VATAQDDITGDGTTSNVLIIGELLK.Q 80 2 *
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013482.0134 2 3.87 0.4103 2621.13 2620.8 1 50 1 R.AESDFEQLPDDVAISANIADIEEK.R 9 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_PHA_lymphocytes_PK_106.014320.014320 2 3.7109 0.4041 1989.49 1989.2 1 56.666668 1 K.ILKDFPEEDDPTNWLR.C 226 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_NT_lymphocytes_Ti_102.015437.015437.2 2 3.424 0.2809 2620.71 2620.8 1 36.95652 1 R.AESDFEQLPDDVAISANIADIEEK.R 9 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_NT_lymphocytes_Ti_102.012479.012479.2 2 3.2636 0.2029 1633.11 1630.8 2 53.571426 1 K.DIAVEEDLSSTPLLK.D 254 2 *
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_NT_lymphocytes_Ti_102.010636.010636.2 2 2.9636 0.0818 1302.27 1300.4 4 68.181816 1 R.AEALFDFTGNSK.L 175 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_NT_lymphocytes_Ti_102.010619.010619.1 1 2.9924 0.404 1300.46 1300.4 2 54.545456 1 R.AEALFDFTGNSK.L 175 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsSD-NE_NT_lymphocytes_Ti_106.018289.018289.2 2 4.536 0.4631 1875.23 1873.2 1 63.333332 2 K.SLLSLPVWVLMDEDVR.I 115 2
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NP_000622.2| gi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isoform 1 [Homo sapiens] 7 10 29.8 339 39032 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2908.29 2 3.6514 0.1356 2190.88 2189.4 1 52.941177 2 R.IFFYQSPYDSEQVPQALR.R 131 2
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007899.00789 2 3.4452 0.3159 2448.87 2450.6 1 47.727272 2 R.SSPSGPSNPSNPSVEEKLEHLEK.Q 207 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.008076.0080 2 3.4946 0.3006 2451.39 2450.6 1 43.18182 3 R.SSPSGPSNPSNPSVEEKLEHLEK.Q 207 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011471.01147 2 3.202 0.2218 2244.75 2244.4 1 42.105263 1 R.RTVNTFSQSVSSLFGEDNVR.A 48 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.012921.0129 2 2.3699 0.15 2090.09 2088.2 1 47.22222 1 R.TVNTFSQSVSSLFGEDNVR.A 49 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_NT_lymphocytes_PK_106.007575.0075 2 3.9353 0.2708 1702.39 1700.8 1 62.5 2 R.SSPSGPSNPSNPSVEEK.L 207 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012122.01212 2 3.718 0.4578 2086.69 2088.2 1 55.555557 3 R.TVNTFSQSVSSLFGEDNVR.A 49 2 *
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NP_542193.3| gi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapiens] 4 13 17.1 251 27836 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3384.338 2 3.1858 0.2585 2088.43 2088.2 1 52.77778 1 R.TVNTFSQSVSSLFGEDNVR.A 49 2 *
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_002026.1| gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reductase precursor [Homo sapiens] 4 11 18.7 332 36187 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010785.01078 2 3.666 0.2842 1600.37 1600.9 1 76.92308 4 R.LMSINYLGSVYPSR.A 141 2 *
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_002026.1| gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reductase precursor [Homo sapiens] 4 11 18.7 332 36187 7.1 HsNaOH-NE_NT_lymphocytes_PK_112.012432.0124 2 3.6527 0.282 1750.19 1750.9 1 67.85714 2 S.VDVSQDYNQVENVIK.Q 92 1 *
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_002026.1| gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reductase precursor [Homo sapiens] 4 11 18.7 332 36187 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010955.0109 2 3.6322 0.2442 1602.89 1600.9 1 73.07692 1 R.LMSINYLGSVYPSR.A 141 2 *
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_002026.1| gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reductase precursor [Homo sapiens] 4 11 18.7 332 36187 7.1 HsNaOH-NE_NT_lymphocytes_PK_112.011760.0117 2 3.9352 0.3353 1880.15 1880 1 68.75 2 T.VAYPPDTDTPGFAEENR.T 213 1 *
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_002026.1| gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reductase precursor [Homo sapiens] 4 11 18.7 332 36187 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1918.191 2 4.0018 0.3854 1791.68 1791 1 63.333332 2 R.LISETTSVCKPEQVAK.Q 237 2 *
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_PHA_lymphocytes_Ti_104.008744.008744 2 5.4531 0.4591 2509.99 2510.7 1 63.15789 3 R.HQEGEIFDTEKEKYEITEQR.K 227 2 *
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_PHA_lymphocytes_Ti_114.014324.014324 2 4.4016 0.4147 1526.87 1526.9 1 75 10 R.ASITPGTILIILTGR.H 142 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_PHA_lymphocytes_Ti_104.009051.009051 3 3.2682 0.1709 2513.27 2510.7 1 39.473686 2 R.HQEGEIFDTEKEKYEITEQR.K 227 2 *
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008762.00876 2 2.0082 0.1649 997.71 999.16 2 85.71429 1 K.KPFSQHVR.K 131 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008352.0083 2 4.5412 0.4399 2513.23 2510.7 1 55.263157 4 R.HQEGEIFDTEKEKYEITEQR.K 227 2 *
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007116.0071 1 2.0707 0.1514 868.66 867.03 1 71.42857 1 K.FVIATSTK.I 193 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006826.0068 2 4.028 0.3426 1590.53 1590.7 1 79.16667 2 R.HQEGEIFDTEKEK.Y 227 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_NT_lymphocytes_Ti_115.013948.01394 2 3.0555 0.3144 1526.31 1526.9 3 60.714287 2 R.ASITPGTILIILTGR.H 142 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007812.00781 2 4.6269 0.473 2510.79 2510.7 1 60.526318 1 R.HQEGEIFDTEKEKYEITEQR.K 227 2 *
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_NT_lymphocytes_Ti_115.014744.014744.2 2 4.639 0.3725 1526.65 1526.9 1 82.14286 4 R.ASITPGTILIILTGR.H 142 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_NT_lymphocytes_Ti_108.015464.015464.2 2 4.9555 0.3564 1767.39 1765.1 1 71.875 4 K.QLASGLLLVTGPLVLNR.V 167 2
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NP_001019833.1| gi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapiens] 8 36 23.6 288 32728 10.6 HsSD-NE_NT_lymphocytes_Ti_112.010070.010070.1 1 1.9688 0.1358 998.64 999.16 3 71.42857 2 K.KPFSQHVR.K 131 2
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|NP_001070984.1| gi|117553619|ref|NP_001070984.1| "solute carrier family 39, member 7 [Homo sapiens] " 3 48 7.9 469 50118 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.020135.020135 2 2.9737 0.1099 2694.65 2695 1 32 2 R.VSGYLNLAADLAHNFTDGLAIGASFR.G 317 2 *
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|NP_001070984.1| gi|117553619|ref|NP_001070984.1| "solute carrier family 39, member 7 [Homo sapiens] " 3 48 7.9 469 50118 6.9 HsNaOH-NE_NT_lymphocytes_Ti_112.015234.01523 2 4.9346 0.4543 2695.25 2695 1 50 11 R.VSGYLNLAADLAHNFTDGLAIGASFR.G 317 2 *
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|NP_001070984.1| gi|117553619|ref|NP_001070984.1| "solute carrier family 39, member 7 [Homo sapiens] " 3 48 7.9 469 50118 6.9 HsSD-NE_PHA_lymphocytes_PK_106.009362.009362 1 2.2925 0.2086 1279.49 1279.4 1 70 3 L.LHEVPHEVGDF.A 357 0 *
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|NP_001070984.1| gi|117553619|ref|NP_001070984.1| "solute carrier family 39, member 7 [Homo sapiens] " 3 48 7.9 469 50118 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.019922.0199 3 3.8397 0.3673 2695.16 2695 1 39 3 R.VSGYLNLAADLAHNFTDGLAIGASFR.G 317 2 *
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|NP_001070984.1| gi|117553619|ref|NP_001070984.1| "solute carrier family 39, member 7 [Homo sapiens] " 3 48 7.9 469 50118 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.020988.0209 2 4.7796 0.4114 2696.13 2695 1 48 29 R.VSGYLNLAADLAHNFTDGLAIGASFR.G 317 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_PHA_lymphocytes_PK_109.011635.011635 2 3.875 0.3407 2184.83 2185.4 1 57.894737 1 F.FKLPGGELNPGEDEVEGLKR.L 104 1 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_PHA_lymphocytes_Ti_114.013773.013773 3 3.5099 0.2843 4596.38 4596.1 1 17.567568 2 R.QDGVLQDWVIDDCIGNWWRPNFEPPQYPYIPAHITKPK.E 132 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_PHA_lymphocytes_PK_111.015818.015818 2 3.1133 0.2633 2064.57 2062.3 1 50 2 N.WWRPNFEPPQYPYIPA.H 148 0 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_PHA_lymphocytes_Ti_106.008108.008108 2 2.8562 0.3151 1388.37 1389.6 1 68.181816 7 R.TVEGVLIVHEHR.L 79 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.020894.0208 3 4.0306 0.3674 3116.96 3116.6 1 26.785713 1 K.LVAAPLFELYDNAPGYGPIISSLPQLLSR.F 193 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.020963.0209 2 2.9971 0.4235 3116.57 3116.6 1 35.714287 1 K.LVAAPLFELYDNAPGYGPIISSLPQLLSR.F 193 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_NT_lymphocytes_Ti_106.000137.000137.2 2 3.5836 0.4748 3117.63 3116.6 1 37.5 2 K.LVAAPLFELYDNAPGYGPIISSLPQLLSR.F 193 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_NT_lymphocytes_Ti_106.000050.000050.3 3 5.3502 0.4026 3118.7 3116.6 1 39.285713 5 K.LVAAPLFELYDNAPGYGPIISSLPQLLSR.F 193 2 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_PHA_lymphocytes_PK_106.014229.014229 2 3.318 0.3793 1901.57 1901.1 1 44.11765 1 F.FKLPGGELNPGEDEVEGL.K 104 0 *
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_008937.1| gi|5901926|ref|NP_008937.1| cleavage and polyadenylation specific factor 5 [Homo sapiens] 8 23 43.6 227 26227 8.8 HsSD-NE_NT_lymphocytes_Ti_112.012193.012193.2 2 3.5177 0.2121 2240.33 2238.6 1 50 1 R.PNFEPPQYPYIPAHITKPK.E 151 2 *
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NP_002474.3| gi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related cell adhesion molecule 6 (non-sp 3 8 14.8 344 37195 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008812.00881 2 3.9824 0.2673 1519.01 1517.8 1 79.16667 2 K.EVLLLAHNLPQNR.I 50 2 *
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NP_002474.3| gi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related cell adhesion molecule 6 (non-sp 3 8 14.8 344 37195 5.8 HsNaOH-NE_NT_lymphocytes_PK_107.008578.0085 2 2.8121 0.2344 1221.31 1219.3 1 72.72727 1 L.YGPDGPTISPSK.A 235 1 *
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NP_002474.3| gi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related cell adhesion molecule 6 (non-sp 3 8 14.8 344 37195 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.012200.01220 2 3.2797 0.1961 2624.59 2621.9 1 40 1 R.VDGNSLIVGYVIGTQQATPGPAYSGR.E 73 2 *
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NP_002474.3| gi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related cell adhesion molecule 6 (non-sp 3 8 14.8 344 37195 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008758.0087 2 3.0189 0.3476 1517.15 1517.8 1 58.333332 3 K.EVLLLAHNLPQNR.I 50 2 *
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NP_002474.3| gi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related cell adhesion molecule 6 (non-sp 3 8 14.8 344 37195 5.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2320.23 2 2.929 0.1803 1518.46 1517.8 1 66.66667 1 K.EVLLLAHNLPQNR.I 50 2 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.014576.014576 3 4.6279 0.3726 2136.86 2137.5 1 45.833336 2 R.INAGMLAQFIDKPVCFVGR.L 12 2 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_PHA_lymphocytes_PK_108.016460.016460 1 2.0415 0.216 1390.23 1390.6 1 60.000004 1 K.IIHDFPQFYPL.G 105 1 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_PHA_lymphocytes_PK_107.004109.004109 2 3.0915 0.1515 2503.59 2500.8 7 34.090908 1 K.NGTIELMEPLDEEISGIVEVVGR.V 50 2 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_PHA_lymphocytes_PK_108.016410.016410 2 2.5358 0.1652 1392.81 1390.6 7 60.000004 1 K.IIHDFPQFYPL.G 105 1 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.012965.0129 2 2.5126 0.1918 2042.01 2040.3 1 43.75 2 K.IIHDFPQFYPLGIVQHD.- 105 2 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_NT_lymphocytes_Ti_111.014490.014490.2 2 4.5343 0.3618 2136.97 2137.5 1 55.555557 3 R.INAGMLAQFIDKPVCFVGR.L 12 2 *
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_002938.1| gi|4506587|ref|NP_002938.1| "replication protein A3, 14kDa [Homo sapiens] " 6 11 48.8 121 13569 5.1 HsSD-NE_NT_lymphocytes_Ti_109.015415.015415.3 3 4.2831 0.3032 2139.56 2137.5 1 43.055553 1 R.INAGMLAQFIDKPVCFVGR.L 12 2 *
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|NP_004861.2| gi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization defect 1 [Homo sapiens] 4 13 18.6 247 26638 8.9 HsSD-NE_PHA_lymphocytes_PK_110.017036.017036 2 3.1175 0.1568 1144.47 1144.4 1 88.88889 1 G.SLLVKLPQVF.K 54 0
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|NP_004861.2| gi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization defect 1 [Homo sapiens] 4 13 18.6 247 26638 8.9 HsSD-NE_PHA_lymphocytes_PK_109.020628.020628 2 3.6563 0.2084 2188.89 2189.6 1 55.88235 5 R.LLVPILLPEKCYDQLFVQ.W 12 1
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|NP_004861.2| gi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization defect 1 [Homo sapiens] 4 13 18.6 247 26638 8.9 HsNaOH-NE_NT_lymphocytes_PK_110.008865.0088 1 1.9198 0.169 910.58 911.09 1 75 1 S.NVPAVVVGR.L 161 1 *
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|NP_004861.2| gi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization defect 1 [Homo sapiens] 4 13 18.6 247 26638 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.013560.01356 2 3.7701 0.2912 1296.85 1297.6 1 76.92308 2 K.GLGLGIVAGSLLVK.L 45 2
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|NP_004861.2| gi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization defect 1 [Homo sapiens] 4 13 18.6 247 26638 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.013134.0131 2 4.3472 0.3046 1297.61 1297.6 1 73.07692 4 K.GLGLGIVAGSLLVK.L 45 2
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.006776.006776 2 4.9534 0.285 1780.55 1778.8 1 85.71429 5 R.THYSNIEANESEEVR.Q 85 2 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_PHA_lymphocytes_PK_106.009479.009479 2 4.6651 0.4533 2054.73 2054.1 1 71.875 1 R.THYSNIEANESEEVRQF.R 85 1 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_NT_lymphocytes_Ti_103.016972.016972.2 2 4.6336 0.4872 2269.25 2270.4 1 61.11111 3 R.YSDESGNMDFDNFISCLVR.L 217 2 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_NT_lymphocytes_Ti_108.016065.016065.3 3 5.213 0.4339 2448.71 2448.8 1 41.304348 3 R.ILGGVISAISEAAAQYNPEPPPPR.T 61 2 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016641.016641.2 2 3.2457 0.3243 2449.03 2448.8 1 41.304348 5 R.ILGGVISAISEAAAQYNPEPPPPR.T 61 2 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4175.417 2 2.2974 0.1064 2450.66 2448.8 4 28.260868 1 R.ILGGVISAISEAAAQYNPEPPPPR.T 61 2 *
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NP_001003962.1| gi|51599151|ref|NP_001003962.1| "calpain, small subunit 1 [Homo sapiens] " 5 21 22.4 268 28316 5.2 HsSD-NE_PHA_lymphocytes_PK_106.008520.008520 2 4.0328 0.3304 1779.37 1778.8 1 82.14286 3 R.THYSNIEANESEEVR.Q 85 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsSD-NE_PHA_lymphocytes_PK_110.015538.015538 3 4.0156 0.2207 2497.79 2498.8 1 36.363636 1 T.GFIKNPSTSLGPTLEPEEVVNRL.M 224 0 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013510.01351 2 2.7944 0.1065 1696.57 1693.9 1 53.846157 4 K.TFEVNVLAHFWTTK.A 140 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_Ti_108.018722.01872 2 4.546 0.4524 1840.41 1840.2 1 80 5 K.MIFIPSSIAFLTTLER.I 256 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011607.01160 2 3.2034 0.274 1738.13 1738 1 58.823532 3 K.SVTGEIVLITGAGHGIGR.L 33 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.008022.00802 2 4.4595 0.3602 2230.99 2228.4 1 63.88889 1 K.VHTFVVDCSNREDIYSSAK.K 87 2 *
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822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_PK_115.012184.0121 2 3.9689 0.4263 1938.37 1940.1 1 61.764706 1 K.NPSTSLGPTLEPEEVVNR.L 228 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.018719.01871 3 4.9469 0.3606 1841.21 1840.2 1 51.666664 1 K.MIFIPSSIAFLTTLER.I 256 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012812.0128 2 3.7746 0.3203 1573.31 1573.8 1 75 2 K.TLTDELAALQITGVK.T 198 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.013062.0130 2 3.0992 0.2991 1695.81 1693.9 1 61.538464 2 K.TFEVNVLAHFWTTK.A 140 2 *
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|NP_057329.2| gi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR family) member 8 [Homo sapiens] 8 21 35 300 32936 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.018280.0182 2 4.3393 0.4367 1839.69 1840.2 1 80 1 K.MIFIPSSIAFLTTLER.I 256 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsSD-NE_PHA_lymphocytes_Ti_105.008686.008686 3 4.1302 0.4496 2614.28 2612.7 1 30.000002 1 R.EKTYSECEDGTYSPEISWHHR.K 413 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.007901.0079 2 3.5986 0.3291 2612.81 2612.7 1 45 1 R.EKTYSECEDGTYSPEISWHHR.K 413 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012191.0121 2 3.0571 0.3001 1640.35 1639.9 1 65.38461 1 R.AVLQFTPASWTYVR.W 263 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012216.01221 1 2.377 0.143 1360.7 1358.7 1 66.66667 1 R.ILFIGGITAPTVR.Q 324 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.012033.01203 2 4.2494 0.2628 1359.19 1358.7 1 83.33333 3 R.ILFIGGITAPTVR.Q 324 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.012125.0121 2 4.2645 0.2662 1360.65 1358.7 1 87.5 4 R.ILFIGGITAPTVR.Q 324 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007766.00776 2 4.3059 0.4806 2353.81 2355.4 1 55.555557 4 K.TYSECEDGTYSPEISWHHR.K 415 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.007982.0079 2 4.0128 0.4511 2353.61 2355.4 1 61.11111 3 K.TYSECEDGTYSPEISWHHR.K 415 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012252.01225 2 4.9925 0.4436 1642.69 1639.9 1 80.769226 6 R.AVLQFTPASWTYVR.W 263 2 *
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_055569.1| gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [Homo sapiens] 6 27 10.1 473 55528 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3334.333 2 3.8345 0.3388 1640.6 1639.9 1 73.07692 3 R.AVLQFTPASWTYVR.W 263 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.010288.0102 2 3.7054 0.2568 2392.81 2393.7 1 55 4 R.FVQDHFDHNISPTIGASFMTK.T 26 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.014262.0142 2 3.4946 0.2634 1607.71 1604.8 1 73.07692 1 K.NAINIEELFQGISR.Q 152 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.014644.01464 2 3.7441 0.3244 1605.99 1604.8 1 76.92308 3 K.NAINIEELFQGISR.Q 152 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009917.00991 2 4.1402 0.2799 1954.15 1951.2 1 50 2 K.ELKEHGPENIVMAIAGNK.C 103 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsSD-NE_NT_lymphocytes_Ti_109.011575.011575.2 2 3.595 0.3166 2393.55 2393.7 1 45 1 R.FVQDHFDHNISPTIGASFMTK.T 26 2 *
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NP_006859.2| gi|33589861|ref|NP_006859.2| "RAB31, member RAS oncogene family [Homo sapiens] " 3 12 27.2 195 21700 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3742.374 2 3.8354 0.304 1604.85 1604.8 1 65.38461 1 K.NAINIEELFQGISR.Q 152 2 *
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsSD-NE_PHA_lymphocytes_Ti_101.008170.008170 2 4.5496 0.3353 1641.83 1641.9 1 89.28571 3 R.VYNVTQHAVGIVVNK.Q 64 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010560.01056 2 2.4565 0.1751 1243.69 1244.5 1 70 2 K.HGVVPLATYMR.I 22 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsNaOH-NE_NT_lymphocytes_Ti_111.010571.01057 1 2.7602 0.3861 1244.76 1244.5 1 65 1 K.HGVVPLATYMR.I 22 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008204.00820 2 5.2942 0.3804 1642.41 1641.9 1 89.28571 7 R.VYNVTQHAVGIVVNK.Q 64 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsSD-NE_NT_lymphocytes_Ti_110.009811.009811.2 2 2.4976 0.0872 1641.91 1641.9 5 53.571426 1 R.VYNVTQHAVGIVVNK.Q 64 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsSD-NE_NT_lymphocytes_Ti_104.014536.014536.2 2 2.7337 0.121 2080.77 2079.4 1 50 1 R.TNGKEPELLEPIPYEFMA.- 143 2
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|XP_001720542.1| gi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_0017PREDICTED: similar to hCG1782414 isoform 1 [Homo sapiens] 4 16 27.5 160 18535 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010392.0103 2 3.7504 0.338 1644.71 1641.9 1 78.57143 1 R.VYNVTQHAVGIVVNK.Q 64 2
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsNaOH-NE_NT_lymphocytes_Ti_110.020792.02079 3 6.055 0.4508 4009.64 4010.5 1 33.333336 8 R.LPEFADWAQEQGDAPAILFDKEFCEWMIQQIGPK.L 82 2 *
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014916.0149 2 5.4775 0.3901 2363.61 2362.6 1 65 2 R.LPEFADWAQEQGDAPAILFDK.E 82 2 *
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsSD-NE_PHA_lymphocytes_PK_105.017583.017583 2 3.1907 0.2939 1800.03 1799 1 50 2 Q.GDAPAILFDKEFCEW.M 93 0 *
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.015153.0151 3 7.1518 0.5136 4010.09 4010.5 1 28.030304 7 R.LPEFADWAQEQGDAPAILFDKEFCEWMIQQIGPK.L 82 2 *
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsSD-NE_NT_lymphocytes_Ti_104.015837.015837.2 2 4.2601 0.3742 2362.41 2362.6 1 45 2 R.LPEFADWAQEQGDAPAILFDK.E 82 2 *
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NP_006111.2| gi|18765715|ref|NP_006111.2| "major histocompatibility complex, class II, DM alpha precursor [Ho 3 24 13 261 29207 4.7 HsSD-NE_NT_lymphocytes_Ti_111.000122.000122.3 3 5.3305 0.3464 4010.18 4010.5 1 27.272728 3 R.LPEFADWAQEQGDAPAILFDKEFCEWMIQQIGPK.L 82 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007389.00738 2 3.9993 0.467 1722.63 1723.8 1 62.5 5 R.GLGGEVPGSHQGPDPYR.Q 125 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.010330.0103 2 2.9498 0.2898 1451.95 1450.7 1 70.83333 1 R.TTAAMWALQTVEK.E 110 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.015681.01568 3 4.7142 0.3697 3060.92 3062.4 1 25.925926 1 R.YHGLSSLCNLGCVLSNGLCLAGLALEIR.S 160 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009660.00966 2 4.0777 0.2833 1451.03 1450.7 1 83.33333 2 R.TTAAMWALQTVEK.E 110 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011528.011528.2 2 3.0205 0.1955 1451.95 1450.7 1 70.83333 1 R.TTAAMWALQTVEK.E 110 2 *
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NP_940938.1| gi|63055043|ref|NP_940938.1| transmembrane protein 205 [Homo sapiens] 3 12 30.7 189 21198 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1934.193 2 3.7457 0.3504 1722.6 1723.8 1 62.5 2 R.GLGGEVPGSHQGPDPYR.Q 125 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_PHA_lymphocytes_Ti_102.009647.009647 3 4.8625 0.3551 2471.96 2470.8 1 35.869564 4 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.012951.012951 2 3.4133 0.3455 1512.99 1513.8 1 71.42857 2 K.TVAGQDAVIVLLGTR.N 64 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.010232.0102 3 3.5743 0.1469 2469.77 2470.8 1 32.608696 1 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011091.01109 3 5.1396 0.4113 2473.55 2470.8 1 36.95652 1 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_NT_lymphocytes_Ti_108.011035.011035.2 2 4.8497 0.3876 2470.91 2470.8 1 47.826088 6 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_NT_lymphocytes_Ti_109.011513.011513.3 3 5.9303 0.4333 2468.81 2470.8 1 42.391304 6 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_NT_lymphocytes_Ti_111.012098.012098.1 1 2.1658 0.2203 1126.42 1126.3 1 68.75 1 K.HDLGHFMLR.C 179 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010304.0103 2 4.6825 0.3348 2471.89 2470.8 1 43.47826 2 R.LPSEGPRPAHVVVGDVLQAADVDK.T 40 2 *
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_000704.1| gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin reductase (NADPH)) [Homo sapiens] 5 25 23.3 206 22119 7.6 HsSD-NE_NT_lymphocytes_Ti_111.012114.012114.2 2 2.5867 0.2468 1126.19 1126.3 1 87.5 2 K.HDLGHFMLR.C 179 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_PHA_lymphocytes_PK_110.010130.010130 3 4.0737 0.1645 3101.42 3102.4 5 25.961538 3 A.SISYTGPTERPPNEPEETPVQRPSLYR.R 251 1 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011194.01119 2 3.1393 0.4332 2792.69 2793 8 39.130436 2 R.NNQLDPTSKEDFLNICIEPDTISK.G 319 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.015321.0153 2 3.7939 0.4003 2616.69 2617 1 45.833336 3 K.IPIGFIPLGETSSLSHTLFAESGNK.V 147 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.012102.01210 2 5.0141 0.4186 2692.33 2690 1 54.545456 2 R.RLASYWAQPQDALSQEVSPEVWK.D 282 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.014338.0143 3 5.2827 0.4422 2615.36 2617 1 38.541664 5 K.IPIGFIPLGETSSLSHTLFAESGNK.V 147 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008756.0087 1 2.5568 0.3922 1410.88 1409.7 1 58.333332 1 K.VQHITDATLAIVK.G 172 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.011444.0114 2 3.1525 0.3171 2793.71 2793 1 36.95652 2 R.NNQLDPTSKEDFLNICIEPDTISK.G 319 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010472.01047 3 4.3757 0.3903 4080.71 4080.4 1 23.529411 1 K.EWPQTHQASISYTGPTERPPNEPEETPVQRPSLYR.R 243 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_NT_lymphocytes_Ti_114.013654.013654.2 2 3.2483 0.2595 2035.31 2035.3 1 55.88235 1 K.TTAGLCLLTWGGHWLYGK.H 15 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_NT_lymphocytes_Ti_108.012079.012079.2 2 4.433 0.4101 1780.89 1780.1 1 59.375 6 K.NAAPILHLSGMDVTIVK.T 83 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008999.0089 3 4.7165 0.2906 4078.85 4080.4 1 22.794117 3 K.EWPQTHQASISYTGPTERPPNEPEETPVQRPSLYR.R 243 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.013306.0133 2 3.4803 0.142 2038.11 2035.3 1 52.941177 1 K.TTAGLCLLTWGGHWLYGK.H 15 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_NT_lymphocytes_Ti_104.012602.012602.2 2 4.0246 0.4179 2792.09 2793 1 41.304348 2 R.NNQLDPTSKEDFLNICIEPDTISK.G 319 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_NT_lymphocytes_Ti_110.016570.016570.3 3 3.4225 0.234 2615.75 2617 1 29.166666 2 K.IPIGFIPLGETSSLSHTLFAESGNK.V 147 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011348.0113 2 2.8348 0.2137 1780.19 1780.1 8 46.875 1 K.NAAPILHLSGMDVTIVK.T 83 2 *
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_060708.1| gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapiens] 9 40 36.7 422 47137 8.1 HsSD-NE_NT_lymphocytes_Ti_110.010524.010524.3 3 4.6493 0.2533 4078.07 4080.4 5 19.117647 5 K.EWPQTHQASISYTGPTERPPNEPEETPVQRPSLYR.R 243 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsSD-NE_PHA_lymphocytes_PK_112.011465.011465 2 3.443 0.3255 1807.75 1808 1 57.14286 1 K.FIHDQTSPNPKYRGF.F 150 1 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsSD-NE_PHA_lymphocytes_PK_115.013885.013885 2 3.4567 0.2683 2386.65 2387.7 1 44.736843 2 T.SLRNWYRGDNPNKPMNPLIT.G 204 0 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013061.01306 2 2.9578 0.3824 1515.59 1516.8 1 72.72727 1 R.FGMFEFLSNHMR.D 102 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.013552.0135 2 3.1645 0.4275 1515.85 1516.8 1 68.181816 4 R.FGMFEFLSNHMR.D 102 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.002438.00243 3 4.1527 0.2623 3499.61 3498 1 19.852942 2 R.GDNPNKPMNPLITGVFGAIAGAASVFGNTPLDVIK.T 211 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010241.01024 1 2.1568 0.2394 1001.69 1002.2 2 68.75 1 R.SHGVLGLYR.G 77 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_109.017282.01728 2 2.9879 0.1773 2445.41 2444.9 1 34.782608 2 R.GLLCGLGAGVAEAVVVVCPMETIK.V 124 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_108.005858.00585 2 3.3225 0.2232 1284.23 1284.4 3 75 1 K.FIHDQTSPNPK.Y 150 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_Ti_106.010892.01089 2 3.0266 0.2568 1234.59 1235.5 2 77.27273 1 R.GLSSLLYGSIPK.A 86 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2955.295 2 3.4493 0.3228 1234.7 1235.5 3 68.181816 1 R.GLSSLLYGSIPK.A 86 2 *
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NP_005975.1| gi|21389315|ref|NP_005975.1| "solute carrier family 25 (mitochondrial carrier; citrate transporter), m 8 20 36.7 311 34013 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.001436.0014 3 4.7938 0.4914 3495.89 3498 1 25.735294 4 R.GDNPNKPMNPLITGVFGAIAGAASVFGNTPLDVIK.T 211 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010769.01076 2 5.6401 0.3269 1834.57 1832.1 1 88.2353 2 K.IFEEDPAVGAIVLTGGDK.A 75 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.008130.00813 2 2.6957 0.1568 1467.09 1467.7 3 66.66667 2 K.NNTVGLIQLNRPK.A 44 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsSD-NE_PHA_lymphocytes_PK_103.018926.018926 2 3.7063 0.2378 1663.11 1661.8 1 73.07692 2 K.ICPVETLVEEAIQC.A 212 1 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsSD-NE_NT_lymphocytes_Ti_103.017123.017123.3 3 5.7591 0.2677 1971.35 1972.2 1 52.941177 2 K.ALNALCDGLIDELNQALK.I 57 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3016.301 2 3.3296 0.1407 2128.43 2126.4 3 40 1 K.AQFAQPEILIGTIPGAGGTQR.L 158 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsSD-NE_NT_lymphocytes_Ti_104.018236.018236.2 2 5.4699 0.3776 1992.41 1990.2 1 71.875 13 K.ICPVETLVEEAIQCAEK.I 212 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsSD-NE_NT_lymphocytes_Ti_104.018094.018094.3 3 4.7801 0.1765 1990.04 1990.2 1 51.5625 2 K.ICPVETLVEEAIQCAEK.I 212 2 *
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NP_004083.2| gi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-coenzyme A hydratase 1 precursor 8 30 30 290 31371 8.1 HsSD-NE_NT_lymphocytes_Ti_103.017266.017266.2 2 5.6683 0.3272 1974.17 1972.2 1 73.52941 6 K.ALNALCDGLIDELNQALK.I 57 2 *
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.012472.01247 2 2.988 0.3036 1406.81 1407.7 1 76.92308 2 R.QGALAPWPIVGLGK.F 419 2
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.016900.01690 2 3.3725 0.3284 2880.13 2880.3 3 30.769232 1 K.WVISLTPLSQPGPSSNIIGQSVEEAIR.G 682 2
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_PK_109.009474.0094 2 4.2635 0.3881 2286.39 2286.4 1 54.761906 1 S.SEDQPSTQPAEAVDRGESAPTL.S 296 0
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_PK_112.011382.0113 2 4.2127 0.4557 1926.91 1928.1 1 65.789474 6 L.STSPSPSSPSPTSPSPTLGR.R 318 1
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.016654.0166 2 3.3819 0.3805 2879.53 2880.3 4 30.769232 1 K.WVISLTPLSQPGPSSNIIGQSVEEAIR.G 682 2
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_PK_113.011241.0112 2 4.2705 0.4212 1840.37 1841 1 55.555557 4 S.TSPSPSSPSPTSPSPTLGR.R 319 1
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1328.132 2 2.7426 0.2155 1142.56 1142.2 6 62.5 2 R.AVGPSGGGGETPR.T 26 2
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.010284.0102 1 1.8679 0.3429 1244.94 1245.5 2 66.66667 1 R.RRPEIGTFLR.K 338 2
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|NP_114401.2| gi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093 hypothetical protein LOC23731 isoform 1 [Homo sapiens] 8 20 12.1 879 97357 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.010319.0103 3 3.6492 0.3071 1248.29 1245.5 1 75 2 R.RRPEIGTFLR.K 338 2
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.012645.012645 2 2.7369 0.2548 2196.15 2194.6 6 39.473686 1 R.HKIPVMALVGNDAGWTQISR.E 537 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013852.0138 2 4.6809 0.4893 2225.99 2227.5 1 61.11111 2 K.LVEGLQGQTWAPDWVEELR.E 405 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.015574.01557 3 3.9305 0.2448 3354.17 3351.8 1 27.67857 2 R.NREEMLLNSDIFWKPQEAVQGDVGSFVLK.L 376 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.011578.01157 2 4.1814 0.3537 2195.93 2194.6 1 60.526318 2 R.HKIPVMALVGNDAGWTQISR.E 537 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.017388.0173 2 4.0118 0.3254 2008.19 2006.3 1 52.499996 7 R.WLDPGAFGTLGVGAGFALGAK.L 487 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.011537.01153 3 4.2558 0.2859 2196.56 2194.6 1 40.789474 3 R.HKIPVMALVGNDAGWTQISR.E 537 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007268.0072 2 2.0304 0.1535 1123.51 1123.3 3 70 1 R.HGGENVAAVLR.A 53 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.017621.0176 2 6.4224 0.3979 2370.87 2368.8 1 68.181816 4 K.NAQMAQSPILLLGGAASTLLQNR.G 135 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008937.00893 2 3.835 0.4252 2309.81 2310.5 1 52.499996 2 R.EQVPSLGSNVACGLAYTDYHK.A 557 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.013904.01390 2 5.2878 0.4184 2226.93 2227.5 1 63.88889 2 K.LVEGLQGQTWAPDWVEELR.E 405 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.014714.0147 3 3.9094 0.1873 3352.43 3351.8 2 23.214285 2 R.NREEMLLNSDIFWKPQEAVQGDVGSFVLK.L 376 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.012550.01255 3 3.0864 0.0929 1917.29 1917.2 3 40.625 1 R.GALQAVDQLSLFRPLCK.F 158 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.016658.01665 2 4.2008 0.4977 2008.99 2006.3 1 50 5 R.WLDPGAFGTLGVGAGFALGAK.L 487 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.012987.0129 2 4.1646 0.4669 1916.53 1917.2 1 62.5 3 R.GALQAVDQLSLFRPLCK.F 158 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009447.00944 2 3.2721 0.2188 2185.15 2185.5 1 43.47826 1 R.LSGTVGVAAVTAGPGLTNTVTAVK.N 111 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.016001.01600 3 6.0669 0.4772 4526.96 4524.1 1 25.641027 3 R.VVSWYLENYLANLFAGAWEPQPEGPLPLDIPQASPQQVQR.C 236 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.017934.01793 2 6.0558 0.399 2371.09 2368.8 1 68.181816 3 K.NAQMAQSPILLLGGAASTLLQNR.G 135 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.012951.0129 3 5.0266 0.2874 2102.87 2102.5 1 51.38889 1 R.FIFTLVGGHISPLLVACEK.L 69 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011084.0110 3 4.7967 0.3163 2198.33 2198.6 1 36.25 3 R.AKRPLMVLGSQALLTPTSADK.L 283 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011715.0117 2 3.7734 0.325 2193.77 2194.6 1 55.263157 4 R.HKIPVMALVGNDAGWTQISR.E 537 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.016076.0160 3 5.0597 0.4702 4523.99 4524.1 1 23.717949 1 R.VVSWYLENYLANLFAGAWEPQPEGPLPLDIPQASPQQVQR.C 236 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.010575.0105 2 3.0153 0.3161 1392.07 1389.6 2 66.66667 1 R.DGHPVVVNILIGR.T 610 2 *
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NP_006835.2| gi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate synthase)-like [Homo sapiens] 15 56 44 632 67868 8.1 HsSD-NE_NT_lymphocytes_Ti_104.014925.014925.2 2 5.0194 0.4508 2225.71 2227.5 1 63.88889 2 K.LVEGLQGQTWAPDWVEELR.E 405 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_107.014489.014489 1 2.1079 0.1505 1108.94 1109.3 7 71.42857 1 A.AEYLYFFR.V 148 1 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_111.010875.010875 2 2.5943 0.2206 1028.25 1027.2 2 81.25 1 F.RVLVPATDR.N 155 1 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_110.016265.016265 2 2.8358 0.1816 1796.69 1796 1 57.692307 1 H.GFRQEYLDTLYRYA.K 122 0 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsNaOH-NE_NT_lymphocytes_Ti_113.014948.01494 2 2.897 0.1947 1542.95 1542.9 1 75 6 R.HLVFPLLEFLSVK.E 17 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_105.019504.019504 2 2.7806 0.2289 1868.31 1866 1 53.571426 1 E.SYTYKDPITEFVECL.Y 285 0 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_NT_lymphocytes_Ti_113.014670.014670.1 1 3.1199 0.1733 1544.33 1542.9 1 70.83333 3 R.HLVFPLLEFLSVK.E 17 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_104.011360.011360 1 1.9795 0.1941 994.46 995.08 1 71.42857 1 D.PITEFVEC.L 291 0 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_105.019679.019679 2 3.996 0.4643 2122.45 2123.3 1 53.125 2 Q.QESYTYKDPITEFVECL.Y 283 0 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_NT_lymphocytes_Ti_104.018329.018329.2 2 4.6421 0.4205 2208.63 2208.5 1 55.555557 5 K.LASEILMQNWDAAMEDLTR.L 173 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.015020.0150 2 3.0687 0.3189 1542.29 1542.9 1 79.16667 7 R.HLVFPLLEFLSVK.E 17 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_NT_lymphocytes_Ti_112.015622.015622.2 2 3.4904 0.2503 1542.81 1542.9 1 79.16667 6 R.HLVFPLLEFLSVK.E 17 2 *
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_001559.1| gi|4503521|ref|NP_001559.1| "eukaryotic translation initiation factor 3, subunit 6 48kDa [Homo sa 10 36 17.8 445 52221 6 HsSD-NE_PHA_lymphocytes_PK_105.019227.019227 2 3.0787 0.217 1615.83 1615.8 1 70.83333 2 Y.TYKDPITEFVECL.Y 287 0 *
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsSD-NE_PHA_lymphocytes_PK_108.018048.018048 2 2.8441 0.2606 1704.03 1704 5 46.666668 2 K.AAGVNVEPFWPGLFAK.A 34 2
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsNaOH-NE_NT_lymphocytes_Ti_107.014498.01449 2 3.5412 0.422 1703.39 1704 1 60.000004 2 K.AAGVNVEPFWPGLFAK.A 34 2
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.011850.0118 2 3.1031 0.4367 1953.75 1951 1 53.125 2 K.KEESEESDDDMGFGLFD.- 98 2
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsSD-NE_NT_lymphocytes_Ti_102.012897.012897.2 2 3.2913 0.1785 1949.67 1951 1 53.125 1 K.KEESEESDDDMGFGLFD.- 98 2
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsSD-NE_PHA_lymphocytes_PK_105.011376.011376 2 3.5093 0.3197 1925.81 1926.1 5 43.75 1 L.ILHDDEVTVTEDKINAL.I 15 0
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_000994.1| gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [Homo sapiens] 4 9 81.6 114 11514 4.3 HsSD-NE_NT_lymphocytes_Ti_104.013368.013368.3 3 3.4467 0.2975 3809.99 3811.2 2 19.047619 1 K.ALANVNIGSLICNVGAGGPAPAAGAAPAGGPAPSTAAAPAEEK.K 50 2
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010018.01001 1 2.8611 0.1473 1218.3 1216.4 8 65 1 K.VTGEVLDILTR.L 393 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008831.0088 2 3.0945 0.1664 1420.37 1419.6 7 62.5 2 R.AQADLAYQLQVAK.T 232 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010024.01002 2 3.5491 0.2079 1218.83 1216.4 2 85 1 K.VTGEVLDILTR.L 393 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.016773.01677 2 3.2194 0.2955 1983.63 1984.3 1 47.22222 3 K.VASSDLVNMGISVVSYTLK.D 134 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007938.00793 2 2.937 0.2743 1378.33 1379.6 1 75 4 R.MRGEAEAFAIGAR.A 318 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.006857.00685 2 3.794 0.2559 1472.29 1470.6 1 83.33333 2 R.AQQVAVQEQEIAR.R 262 2 *

154



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015574.01557 2 3.5726 0.3368 2340.45 2340.7 1 47.368423 1 K.KAEAFQLYQEAAQLDMLLEK.L 341 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008133.00813 2 3.1919 0.1293 1577.83 1575.8 3 65.38461 1 R.RAQADLAYQLQVAK.T 231 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.016002.01600 3 3.7079 0.308 2341.58 2340.7 1 35.526314 1 K.KAEAFQLYQEAAQLDMLLEK.L 341 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.011214.0112 2 3.2308 0.2479 2020.13 2019.2 1 55.88235 3 K.TEAEIAHIALETLEGHQR.A 92 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_Ti_112.009740.00974 2 3.5979 0.2437 1650.61 1649.9 1 57.14286 1 R.LTGVSISQVNHKPLR.T 411 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsSD-NE_NT_lymphocytes_Ti_104.009099.009099.2 2 4.5583 0.4507 1656.19 1656.7 1 76.92308 2 K.DIHDDQDYLHSLGK.A 153 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsSD-NE_NT_lymphocytes_Ti_110.018667.018667.2 2 3.2008 0.1837 1986.77 1984.3 1 47.22222 1 K.VASSDLVNMGISVVSYTLK.D 134 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsSD-NE_NT_lymphocytes_Ti_104.012713.012713.2 2 3.1749 0.2735 1472.75 1470.8 1 58.333332 1 K.EMLAAACQMFLGK.T 79 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3598.359 2 3.2103 0.1396 2028.47 2027.3 2 47.058823 1 K.VTGEVLDILTRLPESVER.L 393 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2823.282 2 3.3036 0.2011 1501.41 1501.8 1 81.818184 1 R.VFVLPCIQQIQR.I 29 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.017001.0170 2 4.5902 0.4617 1985.83 1984.3 1 72.22222 2 K.VASSDLVNMGISVVSYTLK.D 134 2 *
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_005794.1| gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 16 30 43.1 427 47355 7.5 HsSD-NE_NT_lymphocytes_Ti_102.008295.008295.2 2 4.3298 0.3844 1381.27 1380.6 1 75 2 K.ITLVSSGSGTMGAAK.V 378 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.013139.013139 2 2.605 0.1451 2205.27 2206.3 1 50 1 R.TGASFQQAQEEFSQGIFSSR.T 293 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.007912.00791 2 3.4772 0.2826 1396.63 1394.6 1 68.181816 1 R.ELQNTVANLHVR.Q 105 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008097.0080 2 3.5059 0.2658 1679.45 1679.9 1 61.538464 1 K.ERELQNTVANLHVR.Q 103 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008110.0081 3 3.3047 0.2444 1679.21 1679.9 7 44.230766 1 K.ERELQNTVANLHVR.Q 103 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011352.01135 2 5.7282 0.4357 2208.91 2206.3 1 65.789474 7 R.TGASFQQAQEEFSQGIFSSR.T 293 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008060.0080 2 3.0818 0.271 1394.71 1394.6 1 68.181816 3 R.ELQNTVANLHVR.Q 105 2 *
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_005688.2| gi|5730031|ref|NP_005688.2| secretory carrier membrane protein 2 [Homo sapiens] 4 16 10.3 329 36649 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2982.298 2 5.0254 0.4567 2205.43 2206.3 1 57.894737 2 R.TGASFQQAQEEFSQGIFSSR.T 293 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.012800.0128 2 4.4848 0.1898 1533.49 1533.8 1 76.92308 3 R.DLLVVDTPGLFDTK.E 58 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010932.0109 2 3.285 0.2438 2348.09 2349.6 1 47.5 2 R.KEELEGQSFHDFIADADVGLK.S 134 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012722.01272 2 5.068 0.1366 1534.65 1533.8 1 84.61539 2 R.DLLVVDTPGLFDTK.E 58 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.015473.01547 2 3.5449 0.1659 1545.87 1544.7 1 79.16667 5 K.ESQVQELVELIEK.M 179 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014913.0149 2 4.3039 0.304 1543.87 1544.7 1 79.16667 4 K.ESQVQELVELIEK.M 179 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010780.01078 2 4.5855 0.4677 1724.05 1724.9 1 66.66667 1 K.SATANTILGEEIFDSR.I 22 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.010736.01073 2 2.9215 0.1197 2349.85 2349.6 1 47.5 1 R.KEELEGQSFHDFIADADVGLK.S 134 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsSD-NE_NT_lymphocytes_Ti_102.014258.014258.2 2 3.4382 0.1423 1533.69 1533.8 2 69.230774 2 R.DLLVVDTPGLFDTK.E 58 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsSD-NE_PHA_lymphocytes_PK_106.013278.013278 2 2.638 0.2264 1534.81 1535.7 1 61.538464 1 Q.SFHDFIADADVGLK.S 141 1 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsSD-NE_NT_lymphocytes_Ti_102.014327.014327.1 1 3.4695 0.1315 1535.16 1533.8 1 61.538464 2 R.DLLVVDTPGLFDTK.E 58 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsSD-NE_NT_lymphocytes_Ti_106.014802.014802.2 2 3.0567 0.195 1546.81 1544.7 1 66.66667 1 K.ESQVQELVELIEK.M 179 2 *
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NP_694968.1| gi|23397516|ref|NP_694968.1| "GTPase, IMAP family member 7 [Homo sapiens] " 7 26 28.3 300 34509 6.4 HsSD-NE_NT_lymphocytes_Ti_104.010384.010384.2 2 3.4289 0.3307 2572.91 2571.7 1 50 2 K.MVQCNEGAYFSDDIYKDTEER.L 192 2 *
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsSD-NE_PHA_lymphocytes_PK_111.013136.013136 1 2.1769 0.1732 1355.69 1354.6 1 53.846157 1 A.AGPALSPVPPVVHL.T 82 0
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.010335.010335 3 4.7889 0.5135 4136.21 4137.5 1 23.780487 8 R.GYEWDAGDVGAAPPGAAPAPGIFSSQPGHTPHPAASRDPVAR.T 27 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.012305.01230 2 3.9 0.3723 1951.23 1952.2 1 59.375 2 R.DFAEMSSQLHLTPFTAR.G 111 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.012230.0122 2 4.1898 0.206 1951.63 1952.2 1 62.5 2 R.DFAEMSSQLHLTPFTAR.G 111 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.021292.0212 2 2.8718 0.2865 2296.61 2296.7 1 41.666664 1 R.EMSPLVDNIALWMTEYLNR.H 165 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsSD-NE_NT_lymphocytes_Ti_113.011261.011261.3 3 5.9694 0.4437 3599.03 3598.9 1 26.38889 2 R.GYEWDAGDVGAAPPGAAPAPGIFSSQPGHTPHPAASR.D 27 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010988.0109 3 6.3601 0.5263 3597.14 3598.9 1 25.694445 8 R.GYEWDAGDVGAAPPGAAPAPGIFSSQPGHTPHPAASR.D 27 2
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NP_000624.2| gi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha isoform [Homo sapiens] 6 27 45.2 239 26266 7.3 HsSD-NE_NT_lymphocytes_Ti_115.012317.012317.2 2 4.6085 0.5248 2888.67 2888.4 1 39.655174 3 R.TSPLQTPAAPGAAAGPALSPVPPVVHLTLR.Q 69 2
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.011853.011853 2 3.2712 0.2603 1631.25 1630.9 6 62.5 1 K.HELLQPFNVLYEK.E 299 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_106.003723.003723 2 3.4954 0.3014 1855.29 1853 1 50 2 R.SLVEASSSGVSVLSLCEK.G 34 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.006634.006634 2 2.7535 0.2911 1184.93 1183.3 1 80 4 K.AAHLCAEAALR.L 145 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_114.000126.000126 2 3.7167 0.242 2267.17 2265.5 1 42.5 4 K.AEFEVHEVYAVDVLVSSGEGK.A 216 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.010661.010661 2 4.1566 0.3576 2479.17 2477.8 1 50 1 K.KGIAFPTSISVNNCVCHFSPLK.S 72 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_Ti_115.017737.017737 3 5.0133 0.413 3239.3 3237.6 1 28.333334 14 K.IDLGVHVDGFIANVAHTFVVDVAQGTQVTGR.K 108 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011121.01112 2 4.6704 0.4004 2169.43 2170.5 1 52.77778 4 K.VAHSFNCTPIEGMLSHQLK.Q 173 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007220.00722 2 3.1463 0.2779 1927.27 1928.2 1 56.25 1 R.LVKPGNQNTQVTEAWNK.V 156 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_NT_lymphocytes_Ti_113.000423.000423.2 2 2.8928 0.2156 2266.59 2265.5 3 37.5 3 K.AEFEVHEVYAVDVLVSSGEGK.A 216 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_PHA_lymphocytes_PK_105.010036.010036 2 3.4533 0.4 1526.51 1526.7 1 70.83333 1 F.NVLYEKEGEFVAQ.F 306 0 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_NT_lymphocytes_Ti_115.019158.019158.3 3 4.0692 0.1999 3240.2 3237.6 1 23.333334 1 K.IDLGVHVDGFIANVAHTFVVDVAQGTQVTGR.K 108 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_NT_lymphocytes_Ti_111.013487.013487.2 2 4.2992 0.3765 2349.15 2349.6 1 55 3 K.GIAFPTSISVNNCVCHFSPLK.S 73 2 *
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|NP_006182.2| gi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sapiens] 10 41 40.4 394 43787 6.6 HsSD-NE_NT_lymphocytes_Ti_111.012762.012762.2 2 4.5322 0.3847 2171.13 2170.5 1 61.11111 2 K.VAHSFNCTPIEGMLSHQLK.Q 173 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsSD-NE_PHA_lymphocytes_Ti_111.012029.012029 2 2.0097 0.1598 2084.97 2085.5 2 41.17647 1 K.HLHVLINNAGVMMCPYSK.T 120 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015992.01599 2 3.5835 0.3004 1771.71 1773 1 71.42857 2 R.RLWDVSCDLLGLPID.- 304 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007253.0072 1 3.2773 0.3799 1215.59 1215.4 1 70.83333 2 K.VVVVTGANTGIGK.E 43 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008008.00800 2 4.6326 0.4866 2075.85 2075.3 1 65.789474 4 K.GSGVTTYSVHPGTVQSELVR.H 222 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007126.00712 1 3.1438 0.348 1216.14 1215.4 1 58.333332 2 K.VVVVTGANTGIGK.E 43 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010661.01066 1 2.762 0.3425 1389.78 1389.6 2 68.181816 1 K.LANILFTQELAR.R 207 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010650.01065 2 4.0015 0.27 1391.77 1389.6 1 86.36364 2 K.LANILFTQELAR.R 207 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009556.00955 3 3.7097 0.2802 1224.11 1223.4 1 63.88889 1 R.IHFHNLQGEK.F 185 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010940.0109 3 4.319 0.2937 2086.22 2085.5 1 47.058823 1 K.HLHVLINNAGVMMCPYSK.T 120 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009874.0098 1 1.8023 0.2326 1222.74 1223.4 1 72.22222 1 R.IHFHNLQGEK.F 185 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2135.213 2 4.0104 0.4463 2073.94 2075.3 1 50 1 K.GSGVTTYSVHPGTVQSELVR.H 222 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010455.0104 1 2.5409 0.2279 1403.68 1403.6 1 62.5 1 R.IVNVSSLAHHLGR.I 172 2 *
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NP_057110.2| gi|20070272|ref|NP_057110.2| androgen-regulated short-chain dehydrogenase/reductase 1 [Homo 11 23 31.8 318 35414 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010491.0104 2 3.1362 0.168 1405.59 1403.6 1 75 1 R.IVNVSSLAHHLGR.I 172 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsSD-NE_PHA_lymphocytes_Ti_102.016198.016198 3 4.2592 0.3451 3132.74 3134.7 1 22.413794 1 R.VPLASQGLGPGSTVLLVVDKCDEPLSILVR.N 58 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsSD-NE_PHA_lymphocytes_Ti_115.013265.013265 3 6.3942 0.5649 4478.9 4479.2 1 21.428572 5 R.LAVHPSGVALQDRVPLASQGLGPGSTVLLVVDKCDEPLSILVR.N 45 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.012305.01230 2 4.192 0.4406 1950.57 1951.3 1 57.894737 2 R.VPLASQGLGPGSTVLLVVDK.C 58 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007479.00747 2 2.9911 0.371 1366.35 1363.6 1 79.16667 3 R.LAVHPSGVALQDR.V 45 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsSD-NE_PHA_lymphocytes_PK_106.018998.018998 2 3.4446 0.2653 2679.53 2679.1 1 45.652176 1 T.FEGKPLEDQLPLGEYGLKPLSTVF.M 126 0 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsSD-NE_NT_lymphocytes_Ti_114.013906.013906.3 3 4.6807 0.3878 3132.95 3134.7 1 26.724138 2 R.VPLASQGLGPGSTVLLVVDKCDEPLSILVR.N 58 2 *
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_005092.1| gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Homo sapiens] 5 15 40.6 165 17887 7.5 HsSD-NE_NT_lymphocytes_Ti_108.013144.013144.2 2 3.0451 0.0991 1952.47 1951.3 7 39.473686 1 R.VPLASQGLGPGSTVLLVVDK.C 58 2 *
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_006749.1| gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374 U2 small nuclear RNA auxillary factor 1 isoform a [Homo sapiens] 4 19 23.3 240 27872 8.8 HsSD-NE_PHA_lymphocytes_PK_110.014486.014486 2 4.1184 0.394 2114.03 2115.4 1 55.88235 4 R.WFNGQPIHAELSPVTDFR.E 134 2
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_006749.1| gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374 U2 small nuclear RNA auxillary factor 1 isoform a [Homo sapiens] 4 19 23.3 240 27872 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011357.01135 3 4.5056 0.2096 2116.22 2115.4 2 42.647057 1 R.WFNGQPIHAELSPVTDFR.E 134 2
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_006749.1| gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374 U2 small nuclear RNA auxillary factor 1 isoform a [Homo sapiens] 4 19 23.3 240 27872 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011456.01145 2 3.3611 0.1441 2115.67 2115.4 1 52.941177 2 R.WFNGQPIHAELSPVTDFR.E 134 2
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_006749.1| gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374 U2 small nuclear RNA auxillary factor 1 isoform a [Homo sapiens] 4 19 23.3 240 27872 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.011120.0111 3 3.5397 0.1974 1662.2 1664.9 1 46.153847 2 R.GGFCNFMHLKPISR.E 166 2
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_006749.1| gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374 U2 small nuclear RNA auxillary factor 1 isoform a [Homo sapiens] 4 19 23.3 240 27872 8.8 HsSD-NE_NT_lymphocytes_Ti_104.012532.012532.2 2 4.4708 0.4275 2756.79 2755 1 43.47826 10 K.YGEVEEMNVCDNLGDHLVGNVYVK.F 93 2
844 ENSG00000063438:ENSMUSG00000021575:ENSRNOG00000014721 PDCD6 gi|7019485|ref|NP_037364.1| gi|7019485|ref|NP_037364.1| programmed cell death 6 [Homo sapiens] 2 8 22.5 191 21868 5.4 HsNaOH-NE_NT_lymphocytes_PK_114.011048.0110 2 3.1386 0.4158 1383.05 1383.5 1 63.333332 2 Y.SYRPGPGAGPGPAAGA.A 5 0 *
844 ENSG00000063438:ENSMUSG00000021575:ENSRNOG00000014721 PDCD6 gi|7019485|ref|NP_037364.1| gi|7019485|ref|NP_037364.1| programmed cell death 6 [Homo sapiens] 2 8 22.5 191 21868 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.014970.0149 2 2.1305 0.139 2920.25 2919.2 3 30.769232 1 R.SGVISDTELQQALSNGTWTPFNPVTVR.S 40 2 *
844 ENSG00000063438:ENSMUSG00000021575:ENSRNOG00000014721 PDCD6 gi|7019485|ref|NP_037364.1| gi|7019485|ref|NP_037364.1| programmed cell death 6 [Homo sapiens] 2 8 22.5 191 21868 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.014962.01496 2 2.5981 0.1872 2920.31 2919.2 1 40.384613 1 R.SGVISDTELQQALSNGTWTPFNPVTVR.S 40 2 *
844 ENSG00000063438:ENSMUSG00000021575:ENSRNOG00000014721 PDCD6 gi|7019485|ref|NP_037364.1| gi|7019485|ref|NP_037364.1| programmed cell death 6 [Homo sapiens] 2 8 22.5 191 21868 5.4 HsSD-NE_NT_lymphocytes_Ti_104.016241.016241.2 2 5.2126 0.3898 2920.27 2919.2 1 44.230766 4 R.SGVISDTELQQALSNGTWTPFNPVTVR.S 40 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.020070.020070 2 3.4639 0.3514 2031.89 2030.3 1 47.058823 8 K.GLTLIELWEGLTVDDVQK.S 483 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_PHA_lymphocytes_Ti_109.002417.002417 2 4.1728 0.2842 2872.03 2869.3 1 40.74074 21 K.DIPDGATVLVGGFGLCGIPENLIDALLK.T 52 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_PHA_lymphocytes_Ti_108.002554.002554 3 4.3585 0.2693 2871.65 2869.3 1 27.777779 8 K.DIPDGATVLVGGFGLCGIPENLIDALLK.T 52 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.017985.017985 2 2.4734 0.1077 2380.49 2379.7 2 37.5 1 R.EFNGQHFILEEAITGDFALVK.A 191 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.014634.0146 2 4.5692 0.3347 2102.73 2102.4 1 47.5 1 K.GLTAVSNNAGVDNFGLGLLLR.S 84 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.001142.0011 2 3.3906 0.3021 2869.21 2869.3 1 37.037037 5 K.DIPDGATVLVGGFGLCGIPENLIDALLK.T 52 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_PHA_lymphocytes_PK_105.019991.01999 2 3.1467 0.2972 2140.39 2141.4 4 38.88889 1 E.EIVDIGAFAPEDIHIPQIY.V 247 0 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_NT_lymphocytes_Ti_104.012728.012728.2 2 4.5263 0.4486 2596.93 2596.9 1 38.46154 5 R.AGGAGVPAFYTPTGYGTLVQEGGSPIK.Y 147 2 *
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_000427.1| gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 precursor [Homo sapiens] 7 57 25.8 520 56158 7.5 HsSD-NE_NT_lymphocytes_Ti_105.002770.002770.2 2 4.7227 0.4048 2868.63 2869.3 1 46.296295 7 K.DIPDGATVLVGGFGLCGIPENLIDALLK.T 52 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007191.00719 2 3.0181 0.3084 1351.25 1351.5 1 77.27273 2 K.AKKGEEALFTTR.E 64 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_PK_105.007556.0075 2 5.1038 0.3238 2198.39 2199 1 58.333332 2 Q.TDGDCEEDEEEENDGETPK.S 375 1 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006606.00660 2 2.694 0.2949 1142.87 1142.2 1 87.5 1 R.ESVVDYCNR.L 76 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_PK_106.005756.0057 2 3.0286 0.2716 1890.23 1890 1 50 1 K.DGEKEESKKEETPGTPK.K 144 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007186.00718 2 3.1534 0.2569 1152.37 1152.3 1 88.88889 2 K.KGEEALFTTR.E 66 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.006936.0069 3 3.9602 0.1065 2958.32 2955.8 3 27.083334 1 K.EELEQQTDGDCEEDEEEENDGETPK.S 369 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.007276.0072 2 3.1746 0.1755 1151.59 1152.3 1 88.88889 2 K.KGEEALFTTR.E 66 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.004394.0043 3 4.4795 0.1502 2145.83 2146.4 1 44.444447 1 K.KKDGEKEESKKEETPGTPK.K 142 2 *
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_003253.1| gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sapiens] 8 13 19.3 399 45862 7.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1286.128 2 2.671 0.1369 1373.67 1373.5 5 68.181816 1 R.IQEVGEPSKEEK.A 11 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013101.0131 2 2.7499 0.2393 3182.33 3180.6 1 30.769232 1 R.VLTLSERPLDFLDLERPPTTPQNEEIR.A 119 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010826.0108 3 3.1206 0.2267 2199.89 2199.5 3 33.82353 2 R.AYQQILDVLDENRRPVLR.G 238 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_NT_lymphocytes_Ti_105.012131.01213 2 3.3759 0.3778 2995.09 2994.3 1 37.037037 1 K.VAPPNADLEQGFQEGVPNASVIMQVPER.I 55 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.013851.0138 2 4.0164 0.3928 2727.79 2727.9 1 38 1 R.YGISNIDTTIEGTSDDLTVVDAASLR.R 272 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_NT_lymphocytes_Ti_109.014072.01407 3 6.0852 0.4215 3458.69 3457 1 30.645163 4 R.IVVAGNNEDVSFSRPADLDLIQSTPFKPLALK.T 83 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007610.0076 3 3.8453 0.3191 1558.46 1557.7 1 54.545456 1 R.RLQLLEEENKER.A 306 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007539.0075 2 3.6909 0.1606 1560.51 1557.7 1 86.36364 2 R.RLQLLEEENKER.A 306 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3739.373 3 4.2103 0.212 3181.33 3180.6 9 24.038462 2 R.VLTLSERPLDFLDLERPPTTPQNEEIR.A 119 2 *
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NP_064579.3| gi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [Homo sapiens] 8 15 41.8 342 38465 9 HsSD-NE_NT_lymphocytes_Ti_106.013115.013115.3 3 4.4631 0.3297 3457.43 3457 1 26.612906 1 R.IVVAGNNEDVSFSRPADLDLIQSTPFKPLALK.T 83 2 *
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.009754.009754 2 3.3646 0.1692 2080.31 2078.3 1 56.25 2 K.KIGDEYFTFITDCKDPK.A 353 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.011613.011613 2 3.2522 0.2328 1187.57 1186.4 1 90 3 K.TAVETAVLLLR.I 507 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.020167.020167 3 6.4823 0.4306 3418.64 3419.9 1 35.185184 10 R.ILQMEEEYIQQLCEDIIQLKPDVVITEK.G 266 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.010176.010176 2 4.2212 0.4543 2508.43 2507.7 1 42.857143 1 K.HTQENCETWGVNGETGTLVDMK.E 469 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010194.01019 2 3.434 0.2331 1550.77 1548.7 3 61.538464 2 R.WSSLACNIALDAVK.M 167 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_104.007337.007337.2 2 2.7552 0.1654 986.49 984.1 3 93.75 3 R.IDDIVSGHK.K 518 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_106.019162.019162.3 3 5.3596 0.3845 3422.42 3419.9 1 27.777779 4 R.ILQMEEEYIQQLCEDIIQLKPDVVITEK.G 266 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_PK_106.009866.009866. 2 2.9423 0.2314 1167.53 1167.4 4 75 1 R.AVAQALEVIPR.T 438 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_105.015520.015520.1 1 2.6057 0.1833 1120.61 1121.3 2 66.66667 2 R.EIQVQHPAAK.S 69 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_110.018109.018109.2 2 3.5402 0.3422 2737.01 2737.2 1 35.416664 2 K.KISIPVDISDSDMMLNIINSSITTK.A 138 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_108.012231.012231.2 2 2.8615 0.0819 1186.05 1186.4 2 85 1 K.TAVETAVLLLR.I 507 2
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NP_001008883.1| gi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_00598 "chaperonin containing TCP1, subunit 3 isoform b [Homo sapiens] " 10 34 29.2 544 60463 6.5 HsSD-NE_NT_lymphocytes_Ti_102.007998.007998.2 2 2.8687 0.2436 1335.47 1334.5 1 77.27273 3 R.TLIQNCGASTIR.L 449 2
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsSD-NE_PHA_lymphocytes_Ti_101.002164.002164 2 2.5994 0.2616 1340.45 1342.4 3 68.181816 1 R.NIEEHASADVEK.M 105 2 *
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013118.01311 2 3.9848 0.4144 1580.41 1580.8 1 84.61539 5 K.ANINVENAFFTLAR.D 154 2 *
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.014350.0143 2 2.4252 0.1495 1656.99 1656 1 53.571426 1 R.GAMGIMLVYDITNEK.S 80 2
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1587.158 2 4.3048 0.2673 1342.14 1342.4 1 86.36364 2 R.NIEEHASADVEK.M 105 2 *
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsSD-NE_NT_lymphocytes_Ti_107.013614.013614.2 2 3.7648 0.3389 1581.23 1580.8 1 69.230774 2 K.ANINVENAFFTLAR.D 154 2 *
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsSD-NE_PHA_lymphocytes_PK_106.018383.018383 2 3.5196 0.159 1176.35 1176.4 1 87.5 2 K.TYDYLFKLL.L 4 1
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsSD-NE_NT_lymphocytes_Ti_106.012750.012750.1 1 2.2181 0.0965 1582.02 1580.8 5 42.307693 1 K.ANINVENAFFTLAR.D 154 2 *
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NP_005361.2| gi|16933567|ref|NP_005361.2| mel transforming oncogene [Homo sapiens] 5 15 24.2 207 23668 9.1 HsSD-NE_NT_lymphocytes_Ti_104.007313.007313.2 2 3.1118 0.134 1342.45 1342.4 1 81.818184 1 R.NIEEHASADVEK.M 105 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_PHA_lymphocytes_PK_108.012260.012260 1 2.8335 0.2534 1473.73 1474.7 1 66.66667 1 A.SLKPEFVDIINAK.Q 236 1
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.010768.010768 2 4.6346 0.2487 1545.05 1543.8 1 85.71429 2 R.KQSLGELIGTLNAAK.V 19 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_PHA_lymphocytes_PK_108.012314.012314 2 4.3224 0.2559 1475.87 1474.7 1 79.16667 5 A.SLKPEFVDIINAK.Q 236 1
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.009110.009110 2 3.9797 0.3214 1587.61 1587.7 1 73.07692 4 K.DCGATWVVLGHSER.R 86 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.012374.012374 2 6.1834 0.3874 1809.83 1809.1 1 82.35294 8 K.VAHALAEGLGVIACIGEK.L 114 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.011897.01189 2 3.3115 0.2584 1810.33 1809.1 1 58.823532 1 K.VAHALAEGLGVIACIGEK.L 114 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008001.0080 2 3.759 0.1703 1614.79 1615.8 2 73.07692 3 R.RHVFGESDELIGQK.V 100 2
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011010.01101 2 3.9972 0.4447 2193.47 2193.4 1 44.736843 2 K.VPADTEVVCAPPTAYIDFAR.Q 34 2 *
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_000356.1| gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Homo sapiens] 7 30 37.8 249 26669 6.9 HsSD-NE_NT_lymphocytes_Ti_109.013243.013243.2 2 3.2616 0.2869 1809.69 1809.1 1 47.058823 4 K.VAHALAEGLGVIACIGEK.L 114 2 *
851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_000989.1| gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sapiens] 3 8 29.3 92 10275 10.4 HsSD-NE_PHA_lymphocytes_Ti_104.009905.009905 2 2.811 0.1636 1830.49 1828 2 44.11765 1 K.TVAGGAWTYNTTSAVTVK.S 63 2 *
851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_000989.1| gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sapiens] 3 8 29.3 92 10275 10.4 HsNaOH-NE_NT_lymphocytes_Ti_111.009026.00902 2 2.6781 0.1342 1054.33 1054.2 1 87.5 2 K.KIEISQHAK.Y 28 2 *
851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_000989.1| gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sapiens] 3 8 29.3 92 10275 10.4 HsNaOH-NE_NT_lymphocytes_Ti_111.008993.00899 1 2.5929 0.1236 1055.63 1054.2 1 75 1 K.KIEISQHAK.Y 28 2 *
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851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_000989.1| gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sapiens] 3 8 29.3 92 10275 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.008544.0085 2 3.5163 0.3257 1828.71 1828 1 55.88235 1 K.TVAGGAWTYNTTSAVTVK.S 63 2 *
851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_000989.1| gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sapiens] 3 8 29.3 92 10275 10.4 HsSD-NE_NT_lymphocytes_Ti_103.009654.009654.2 2 4.3506 0.4563 1830.41 1828 1 70.588234 3 K.TVAGGAWTYNTTSAVTVK.S 63 2 *
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.012714.01271 2 3.0894 0.2161 2123.47 2122.4 1 42.105263 1 K.LVDELMEAPGDVEALAPPVR.H 211 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.017906.01790 2 6.3085 0.3686 1869.53 1868.2 1 90 4 R.HLIATQLLSNLEDIMR.I 231 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.014208.01420 2 3.3608 0.3378 2298.27 2298.6 1 44.736843 1 K.GPFTYISPSNTELTLMIQER.G 255 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009089.00908 2 4.4949 0.4759 2974.49 2974 1 44 3 K.FSDCWNTEGSYDCVCSPGYEPVSGAK.T 79 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008944.0089 2 3.0928 0.2423 1695.47 1695.9 1 65.38461 2 K.KQAELEEIYESSIR.G 329 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008750.0087 2 3.8123 0.1973 1391.29 1390.6 1 79.16667 2 K.TSSAEVTIQNVIK.L 198 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_PK_109.008801.0088 2 2.6253 0.194 1230.15 1229.3 6 68.181816 1 A.GIENEGGQVGLR.C 507 1
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007454.00745 2 3.3938 0.3572 1587.71 1587.7 1 64.28571 1 R.GGHWATEGCQVLGSK.N 412 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.013947.0139 2 3.6816 0.3714 2298.87 2298.6 1 52.63158 6 K.GPFTYISPSNTELTLMIQER.G 255 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsSD-NE_NT_lymphocytes_Ti_110.018262.018262.2 2 5.3202 0.4462 1866.89 1868.2 1 90 4 R.HLIATQLLSNLEDIMR.I 231 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.017128.0171 2 6.0609 0.4084 1870.85 1868.2 1 90 6 R.HLIATQLLSNLEDIMR.I 231 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsSD-NE_NT_lymphocytes_Ti_109.017879.017879.3 3 4.6359 0.2498 1868.3 1868.2 1 60.000004 2 R.HLIATQLLSNLEDIMR.I 231 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsSD-NE_NT_lymphocytes_Ti_102.010704.010704.2 2 4.4544 0.4404 2974.51 2974 1 42 1 K.FSDCWNTEGSYDCVCSPGYEPVSGAK.T 79 2
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NP_001775.2| gi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1| CD97 antigen isoform 2 precursor [Homo sapiens] 9 39 18.3 742 81743 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.017129.0171 3 4.4619 0.2103 1868.18 1868.2 1 58.333332 5 R.HLIATQLLSNLEDIMR.I 231 2
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010720.01072 3 5.4786 0.5165 3898.25 3898.4 1 27.702703 5 K.TAVVQTTPPHDLAATQIPPAPPSPSIQGQSVLSYSPSR.S 109 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.002028.00202 2 5.175 0.4113 2703.99 2701.1 1 65.909096 3 R.NWINETILVPLVQEIESVSTQMR.R 341 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010173.01017 2 2.9113 0.2174 2531.03 2531.8 1 39.583336 1 K.LASFSPSPPSPYPTTVGPVESSGLR.S 192 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.019085.0190 2 2.7244 0.136 2888.35 2886.2 1 36.95652 2 R.KWDTDLPTDSAIIMHVFCTYLDSR.L 438 2
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012077.01207 2 4.1986 0.358 2175.65 2173.6 1 45 3 K.YTVAPTSLVVSPGQQTLLGLK.T 88 2
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.003012.0030 2 3.2405 0.1811 2702.93 2701.1 1 40.909092 1 R.NWINETILVPLVQEIESVSTQMR.R 341 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.021544.0215 2 4.2663 0.4287 3064.71 3063.5 2 34 4 K.APLIPTLNTIVQYLDLTPNQEYLFER.I 388 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011061.0110 3 5.4144 0.4738 3898.1 3898.4 1 27.702703 4 K.TAVVQTTPPHDLAATQIPPAPPSPSIQGQSVLSYSPSR.S 109 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsSD-NE_NT_lymphocytes_Ti_108.003002.003002.2 2 2.6766 0.1317 2703.77 2701.1 2 31.818182 1 R.NWINETILVPLVQEIESVSTQMR.R 341 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsSD-NE_NT_lymphocytes_Ti_104.007092.007092.2 2 3.108 0.2665 1722.15 1721.8 1 60.000004 1 R.SQAPCANKDEADLSSK.Q 297 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011921.011921.2 2 3.2535 0.1683 1833.97 1835.1 1 56.25 1 R.MGCPELQIGEASITSLK.Q 365 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsSD-NE_NT_lymphocytes_Ti_107.002800.002800.3 3 3.2855 0.3145 2704.07 2701.1 1 29.545454 1 R.NWINETILVPLVQEIESVSTQMR.R 341 2 *
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NP_116231.2| gi|66348165|ref|NP_116231.2| transmembrane protein 209 [Homo sapiens] 10 28 38.5 561 62922 8.6 HsSD-NE_NT_lymphocytes_PK_112.000124.000124. 3 3.5961 0.1656 3588.95 3589.2 3 20.535715 1 W.PLWYIELALASLFSLNALFDFWRYFKYTV.A 62 0
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_113.010611.010611 2 3.0881 0.1209 2093.05 2094.6 6 44.736843 3 K.VAHPIRPKPPSATSIPAILK.A 57 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_PK_111.011351.01135 2 2.9496 0.3124 2536.75 2537.7 1 42.857143 1 C.SISNEVPEHPCVSPVSNHVYER.R 6 1 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.009932.009932 2 5.7709 0.3908 2602.21 2603 1 60.869564 4 K.KVTSVVFHPSQDLVFSASPDATIR.I 266 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_PK_111.013232.013232 1 2.5641 0.3412 1444.84 1445.6 1 50 2 A.NFPGHSGPITSIAF.S 387 0 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.013413.013413 3 5.2118 0.2138 3604.61 3603.9 1 26.470589 6 R.TNVANFPGHSGPITSIAFSENGYYLATAADDSSVK.L 383 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_113.002878.002878 3 4.8365 0.3624 3903.86 3901.2 8 17.857143 1 R.AHESAVTGLSLHATGDYLLSSSDDQYWAFSDIQTGR.V 304 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.010178.010178 3 5.672 0.459 2601.77 2603 1 42.391304 2 K.KVTSVVFHPSQDLVFSASPDATIR.I 266 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_PHA_lymphocytes_Ti_102.011349.011349 2 3.4504 0.3724 2902.05 2902.2 1 38.88889 4 R.QVASHVGLHSASIPGILALDLCPSDTNK.I 209 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006948.00694 2 3.4368 0.3126 1802.43 1799.9 1 78.57143 2 R.QELSHALYQHDAACR.V 101 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012153.01215 2 2.7875 0.373 2902.17 2902.2 2 31.48148 1 R.QVASHVGLHSASIPGILALDLCPSDTNK.I 209 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011264.01126 2 2.7829 0.0898 2603.15 2603 1 41.304348 1 K.KVTSVVFHPSQDLVFSASPDATIR.I 266 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.011039.01103 2 3.4364 0.188 2717.63 2716 1 39.130436 1 K.YIAENGTDPINNQPLSEEQLIDIK.V 33 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_107.013566.013566.3 3 3.7111 0.0903 3605.33 3603.9 1 19.852942 2 R.TNVANFPGHSGPITSIAFSENGYYLATAADDSSVK.L 383 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_107.015744.015744.2 2 3.6102 0.3025 2035.89 2033.3 1 53.125 1 K.ALQDEWDAVMLHSFTLR.Q 77 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_102.012615.012615.2 2 4.5936 0.3749 2714.75 2716 1 47.826088 2 K.YIAENGTDPINNQPLSEEQLIDIK.V 33 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_105.016751.016751.3 3 4.7011 0.2776 4769.3 4769.6 1 19.02174 2 R.EALATLKPQAGLIVPQAVPSSQPSVVGAGEPMDLGELVGMTPEIIQK.L 129 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_111.013758.013758.2 2 3.6642 0.2831 2903.31 2902.2 1 37.037037 2 R.QVASHVGLHSASIPGILALDLCPSDTNK.I 209 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_111.012893.012893.2 2 5.7828 0.4352 2603.01 2603 1 58.69565 4 K.KVTSVVFHPSQDLVFSASPDATIR.I 266 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_113.003042.003042.3 3 4.6712 0.2112 3900.59 3901.2 1 20.714287 3 R.AHESAVTGLSLHATGDYLLSSSDDQYWAFSDIQTGR.V 304 2 *
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_055317.1| gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA processing factor 19 homolog [Homo sap 13 46 59.5 504 55181 6.6 HsSD-NE_NT_lymphocytes_Ti_104.013058.013058.3 3 6.0762 0.4542 3474.38 3475.7 1 30.645163 2 K.VTDETSGCSLTCAQFHPDGLIFGTGTMDSQIK.I 344 2 *
855 ENSG00000115271:ENSMUSG00000026893:ENSRNOG00000024395 GCA gi|6912388|ref|NP_036330.1| gi|6912388|ref|NP_036330.1| "grancalcin, EF-hand calcium binding protein [Homo sapiens] " 2 7 12.4 217 24010 5.2 HsNaOH-NE_NT_lymphocytes_PK_105.008968.0089 2 4.1106 0.2696 1617.99 1616.7 1 71.42857 2 A.VAGQDGEVDAEELQR.C 61 1 *
855 ENSG00000115271:ENSMUSG00000026893:ENSRNOG00000024395 GCA gi|6912388|ref|NP_036330.1| gi|6912388|ref|NP_036330.1| "grancalcin, EF-hand calcium binding protein [Homo sapiens] " 2 7 12.4 217 24010 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010368.01036 2 2.9682 0.2005 1540.61 1537.7 1 81.818184 1 R.IFFDDYVACCVK.L 173 2 *
855 ENSG00000115271:ENSMUSG00000026893:ENSRNOG00000024395 GCA gi|6912388|ref|NP_036330.1| gi|6912388|ref|NP_036330.1| "grancalcin, EF-hand calcium binding protein [Homo sapiens] " 2 7 12.4 217 24010 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010851.0108 2 3.4715 0.3041 1538.47 1537.7 1 81.818184 2 R.IFFDDYVACCVK.L 173 2 *
855 ENSG00000115271:ENSMUSG00000026893:ENSRNOG00000024395 GCA gi|6912388|ref|NP_036330.1| gi|6912388|ref|NP_036330.1| "grancalcin, EF-hand calcium binding protein [Homo sapiens] " 2 7 12.4 217 24010 5.2 HsSD-NE_NT_lymphocytes_Ti_103.011864.011864.2 2 4.2128 0.2693 1539.93 1537.7 1 81.818184 2 R.IFFDDYVACCVK.L 173 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.008500.008500 2 5.1493 0.3903 2406.91 2407.7 1 57.14286 2 K.HGEVCPAGWKPGSDTIKPDVQK.S 169 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_PHA_lymphocytes_Ti_111.012254.012254 2 2.8771 0.1227 2885.25 2883.2 4 33.333336 1 K.KLNCQVIGASVDSHFCHLAWVNTPK.K 68 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.010643.010643 3 3.9397 0.2786 2752.58 2755 1 33.695652 1 K.LNCQVIGASVDSHFCHLAWVNTPK.K 69 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.010682.010682 2 5.0185 0.4945 2753.65 2755 1 41.304348 2 K.LNCQVIGASVDSHFCHLAWVNTPK.K 69 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009387.00938 1 2.4099 0.3319 980.67 981.14 2 75 1 K.IGHPAPNFK.A 8 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_NT_lymphocytes_Ti_111.012572.012572.2 2 4.1708 0.4041 1908.25 1908.3 1 61.764706 4 K.KQGGLGPMNIPLVSDPKR.T 93 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010960.0109 2 3.0313 0.3312 1908.81 1908.3 2 52.941177 1 K.KQGGLGPMNIPLVSDPKR.T 93 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007904.0079 2 5.0843 0.4374 2406.83 2407.7 1 59.523808 3 K.HGEVCPAGWKPGSDTIKPDVQK.S 169 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_NT_lymphocytes_Ti_112.012780.012780.2 2 4.8834 0.3673 2754.11 2755 1 41.304348 1 K.LNCQVIGASVDSHFCHLAWVNTPK.K 69 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010170.0101 3 3.4286 0.1711 2406.77 2407.7 1 35.714287 1 K.HGEVCPAGWKPGSDTIKPDVQK.S 169 2 *
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NP_859048.1| gi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 8 18 42.2 199 22110 8.1 HsSD-NE_NT_lymphocytes_Ti_104.009953.009953.2 2 2.4383 0.1458 1197.47 1197.4 1 83.33333 1 R.LVQAFQFTDK.H 159 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsSD-NE_PHA_lymphocytes_PK_111.004112.004112 2 3.0605 0.2129 1908.77 1907.2 1 53.333336 4 K.LQPSIIFIDEIDSFLR.N 184 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.021500.02150 2 4.6494 0.2621 1906.75 1907.2 1 76.666664 8 K.LQPSIIFIDEIDSFLR.N 184 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.012411.0124 2 3.1787 0.1533 1604.41 1603.7 8 53.846157 1 K.DAAFQNVLTHVCLD.- 348 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.011013.01101 2 2.7324 0.1515 2256.55 2256.5 2 44.444447 1 R.FINLQPSTLTDKWYGESQK.L 154 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.021171.0211 2 4.3532 0.0818 1910.07 1907.2 1 76.666664 8 K.LQPSIIFIDEIDSFLR.N 184 2 *
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NP_116199.2| gi|31377644|ref|NP_116199.2| "ATPase family, AAA domain containing 1 [Homo sapiens] " 3 24 13.6 361 40744 6.9 HsSD-NE_NT_lymphocytes_Ti_110.000310.000310.2 2 4.3769 0.227 1909.33 1907.2 1 76.666664 2 K.LQPSIIFIDEIDSFLR.N 184 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009701.00970 2 4.5501 0.4008 1848.17 1847.1 1 64.70589 2 K.FPSSGPVTPQPTALTFAK.S 360 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011050.01105 2 2.1991 0.1841 1456.99 1457.8 4 58.333332 1 K.EVLPHVPLGVIQR.D 306 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_PK_103.016283.0162 2 2.8377 0.1706 1607.83 1605.8 1 57.692307 1 C.STPLLNSPPSFVCW.S 112 0 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013092.0130 2 2.5518 0.3136 1997.83 1995.3 8 44.11765 1 R.LPPTPLLLFPEEEATNGR.E 151 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010127.01012 2 3.3318 0.2963 1191.53 1191.4 1 85 2 R.TMCAVLGLVAR.Q 68 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_Ti_113.011140.01114 3 4.0694 0.3024 2933.6 2934.3 3 25 1 R.LRPQSAQSSFPPSPGPSPDVQLATLAQR.V 276 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011082.01108 1 2.9097 0.3385 1458.99 1457.8 3 50 2 K.EVLPHVPLGVIQR.D 306 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsSD-NE_NT_lymphocytes_Ti_112.012173.012173.3 3 5.6484 0.4372 2935.46 2934.3 1 37.037037 1 R.LRPQSAQSSFPPSPGPSPDVQLATLAQR.V 276 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.010727.0107 2 2.0503 0.2938 2934.23 2934.3 4 37.037037 1 R.LRPQSAQSSFPPSPGPSPDVQLATLAQR.V 276 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.011156.0111 3 5.5713 0.3484 2937.05 2934.3 1 38.88889 5 R.LRPQSAQSSFPPSPGPSPDVQLATLAQR.V 276 2 *
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NP_853553.1| gi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Homo sapiens] 9 19 30.5 410 45787 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.014045.0140 3 5.1087 0.4899 4238.96 4238.8 1 25.694445 2 R.VLISNHVTPFDHNIVNLLTTCSTPLLNSPPSFVCWSR.G 91 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.006336.006336 2 2.8621 0.1893 1925.25 1926.2 1 55.88235 2 K.KPLTSSSAAPQRPISTQR.T 151 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016316.01631 2 3.1161 0.1856 2030.25 2027.3 1 50 1 R.HDMLAWINESLQLNLTK.I 18 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009158.00915 2 4.0221 0.3129 1926.45 1926.2 1 44.11765 3 K.KPLTSSSAAPQRPISTQR.T 151 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.014980.0149 2 4.0012 0.3481 1638.47 1635.8 1 86.36364 2 K.FQDNFEFVQWFK.K 101 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008846.00884 2 5.0324 0.5168 2270.37 2271.4 1 63.88889 1 R.NIELICQENEGENDPVLQR.I 223 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009488.0094 2 4.5257 0.3324 1927.61 1926.2 1 58.823532 5 K.KPLTSSSAAPQRPISTQR.T 151 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsSD-NE_NT_lymphocytes_Ti_112.010429.010429.2 2 3.5834 0.3025 1923.37 1926.2 1 55.88235 1 K.KPLTSSSAAPQRPISTQR.T 151 2 *
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_036457.1| gi|6912494|ref|NP_036457.1| "microtubule-associated protein, RP/EB family, member 1 [Homo s 4 21 24.6 268 29999 5.1 HsSD-NE_NT_lymphocytes_Ti_102.010341.010341.2 2 5.8032 0.4668 2269.83 2271.4 1 72.22222 6 R.NIELICQENEGENDPVLQR.I 223 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.015364.015364 2 4.0335 0.3849 2873.65 2871.3 1 39.583336 2 K.HVLVEYPMTLSLAAAQELWELAEQK.G 93 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.009447.009447 2 3.2316 0.1577 1526.89 1524.8 1 70.83333 2 R.ILHCLGLAEEIQK.Y 278 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsSD-NE_PHA_lymphocytes_PK_107.013379.013379 1 2.9924 0.3015 1202.64 1202.5 4 61.11111 3 K.HVLVEYPMTL.S 93 1 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011595.01159 2 3.2725 0.3971 1186.39 1186.4 1 90 2 R.FGFPAFSGISR.L 162 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008840.00884 2 3.4934 0.1797 1523.93 1524.8 2 70.83333 4 R.ILHCLGLAEEIQK.Y 278 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.009065.0090 2 3.391 0.3032 1526.19 1524.8 3 70.83333 1 R.ILHCLGLAEEIQK.Y 278 2 *
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NP_000703.2| gi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sapiens] 5 16 21.3 296 33428 6.4 HsSD-NE_PHA_lymphocytes_PK_102.013515.013515 2 3.5156 0.3228 1475.63 1475.6 1 76.92308 2 D.GVQQISLEDALSSQ.E 53 0 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsSD-NE_PHA_lymphocytes_PK_114.014375.014375 2 2.7874 0.2297 2126.01 2123.3 5 38.235294 1 R.RVHLAPPPTWEGYDPSWN.- 428 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007490.0074 2 2.6754 0.2417 1272.47 1273.4 1 75 1 R.LAQDAEVELER.Q 57 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.020297.0202 2 3.38 0.2481 2577.95 2576.9 2 35.714287 2 R.FPAAVVVEDDLEVAPDFFEYFR.A 202 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.010997.01099 2 3.4921 0.3659 2121.79 2123.3 1 52.941177 1 R.RVHLAPPPTWEGYDPSWN.- 428 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011375.01137 2 4.4719 0.485 1968.69 1967.1 1 65.625 5 R.VHLAPPPTWEGYDPSWN.- 429 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013118.01311 2 3.2065 0.1112 1486.03 1486.7 1 73.07692 1 R.GLLQQIGDALSSQR.G 70 2 *
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_002397.1| gi|4505161|ref|NP_002397.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminyl 5 12 14.6 445 50862 9.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3009.30 2 3.0593 0.1869 1486.36 1486.7 1 69.230774 1 R.GLLQQIGDALSSQR.G 70 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_PHA_lymphocytes_PK_110.013650.013650 3 4.1096 0.2184 2091.92 2090.3 1 39.705883 2 K.FITHAPPGEFNEVFNDVR.L 20 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.008147.008147 2 3.193 0.2681 2030.55 2030.2 1 53.125 1 K.IQVHYYEDGNVQLVSHK.D 194 2
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010928.01092 3 4.0626 0.3411 2090.9 2090.3 1 42.647057 2 K.FITHAPPGEFNEVFNDVR.L 20 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010773.01077 2 2.8436 0.3712 2089.51 2090.3 1 61.764706 1 K.FITHAPPGEFNEVFNDVR.L 20 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007190.00719 2 4.1636 0.3722 1708.41 1706.8 1 70 1 K.DVQDSLTVSNEAQTAK.E 211 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_103.012978.012978.2 2 5.6201 0.4667 3042.53 3042.3 1 42 2 K.IIENAENEYQTAISENYQTMSDTTFK.A 231 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_107.011652.011652.2 2 3.3437 0.2487 2314.85 2315.6 1 34.210526 1 K.TIDGQQTIIACIESHQFQPK.N 147 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_104.010342.010342.2 2 3.874 0.341 2249.23 2246.4 1 52.63158 4 K.IEGYEDQVLITEHGDLGNSR.F 67 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012388.012388.2 2 2.9299 0.1673 1571.05 1571.9 4 57.14286 1 K.FTITPPTAQVVGVLK.I 179 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2812.281 2 2.6299 0.1097 2089.31 2090.3 7 41.17647 1 K.FITHAPPGEFNEVFNDVR.L 20 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_102.008302.008302.2 2 2.8885 0.2705 1707.81 1706.8 2 56.666668 1 K.DVQDSLTVSNEAQTAK.E 211 2 *
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_006126.1| gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 subunit [Homo sapiens] 9 18 46.2 286 32923 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012412.012412.1 1 2.3748 0.1614 1572.01 1571.9 3 46.42857 1 K.FTITPPTAQVVGVLK.I 179 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsSD-NE_PHA_lymphocytes_Ti_104.021890.021890 2 6.0654 0.4193 2053.91 2053.4 1 73.68421 13 K.YLASGAIDGIINIFDIATGK.L 162 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.021226.0212 2 3.4206 0.3221 2056.29 2053.4 4 34.210526 3 K.YLASGAIDGIINIFDIATGK.L 162 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.021035.02103 2 4.6927 0.4779 2053.91 2053.4 1 57.894737 2 K.YLASGAIDGIINIFDIATGK.L 162 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsSD-NE_NT_lymphocytes_Ti_102.012080.012080.2 2 3.1199 0.1365 1974.09 1974.1 1 46.875 1 K.IVSVGDDQEIHIYDCPI.- 289 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsSD-NE_NT_lymphocytes_Ti_102.014174.014174.2 2 4.5875 0.4987 2258.69 2258.5 1 57.5 2 R.SLTFSPDSQLLVTASDDGYIK.I 195 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsSD-NE_NT_lymphocytes_Ti_108.000132.000132.2 2 5.0803 0.3762 2054.71 2053.4 1 55.263157 3 K.YLASGAIDGIINIFDIATGK.L 162 2 *
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NP_079510.1| gi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sapiens] 4 26 23.3 305 33581 5.5 HsSD-NE_NT_lymphocytes_Ti_111.011721.011721.1 1 2.4701 0.4293 1487.97 1488.8 1 66.66667 2 K.LLHTLEGHAMPIR.S 182 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016304.0163 2 3.4017 0.1895 1434.75 1434.7 1 86.36364 6 K.WIVLFPEGGFLR.K 178 2
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.014432.01443 2 3.8506 0.251 1967.09 1966.2 1 63.333332 3 K.DVPLETDDLTTWLYQR.F 291 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.016695.01669 2 3.3739 0.2066 1433.61 1434.7 1 86.36364 7 K.WIVLFPEGGFLR.K 178 2
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015686.0156 2 3.4674 0.45 2564.13 2564.9 1 52.499996 1 R.IFPIKDVPLETDDLTTWLYQR.F 286 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.011196.0111 2 2.7292 0.1833 2442.29 2442.7 1 40 1 R.FVEKEDLLSHFYETGAFPPSK.G 307 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.011853.01185 2 3.4156 0.3683 2443.93 2442.7 1 50 1 R.FVEKEDLLSHFYETGAFPPSK.G 307 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.009066.0090 2 2.7754 0.1922 1211.77 1211.5 1 80 1 K.IILNALVAQQK.N 220 2 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsSD-NE_NT_lymphocytes_Ti_109.017234.017234.2 2 3.3248 0.1524 1436.69 1434.7 2 90.909096 1 K.WIVLFPEGGFLR.K 178 2
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsSD-NE_NT_lymphocytes_Ti_108.016809.016809.1 1 2.6296 0.3164 1434.73 1434.7 8 59.090908 1 K.WIVLFPEGGFLR.K 178 2
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsSD-NE_PHA_lymphocytes_PK_105.017760.017760 2 3.286 0.2223 2004.05 2004.3 1 46.875 1 R.IFPIKDVPLETDDLTTW.L 286 1 *
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_055688.1| gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltransferase 1 [Homo sapiens] 8 25 21.4 370 43089 8.9 HsSD-NE_NT_lymphocytes_Ti_106.014685.014685.2 2 3.4632 0.2606 1677.23 1675.9 1 57.692307 2 K.AEPIDIQTWILGYR.K 262 2
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.016820.016820 2 3.7878 0.3859 1732.73 1731 1 71.42857 13 K.IGLVEALCGFQFTFK.H 273 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.017475.01747 2 3.0679 0.298 1733.59 1731 1 46.42857 1 K.IGLVEALCGFQFTFK.H 273 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015507.0155 2 3.7368 0.4834 2641.07 2642 1 37.5 1 R.ITFTGEADQAPGVEPGDIVLLLQEK.E 231 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.020140.0201 3 3.6844 0.1673 2992.67 2993.3 1 25 2 R.EGSGGGGGMDDIFSHIFGGGLFGFMGNQSR.S 76 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015534.0155 3 4.8453 0.3587 2644.58 2642 1 38.541664 2 R.ITFTGEADQAPGVEPGDIVLLLQEK.E 231 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsSD-NE_NT_lymphocytes_Ti_108.021067.021067.2 2 4.2018 0.4904 2992.73 2993.3 1 36.206894 2 R.EGSGGGGGMDDIFSHIFGGGLFGFMGNQSR.S 76 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsSD-NE_NT_lymphocytes_Ti_104.016395.016395.2 2 5.2742 0.433 2641.87 2642 1 50 7 R.ITFTGEADQAPGVEPGDIVLLLQEK.E 231 2 *
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865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsSD-NE_NT_lymphocytes_Ti_103.016603.016603.3 3 4.5367 0.2975 2644.88 2642 1 35.416664 3 R.ITFTGEADQAPGVEPGDIVLLLQEK.E 231 2 *
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_005871.1| gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Homo sapiens] 5 35 17 412 45746 6.5 HsSD-NE_NT_lymphocytes_Ti_109.021352.021352.3 3 5.3275 0.3708 2996.21 2993.3 1 31.034481 4 R.EGSGGGGGMDDIFSHIFGGGLFGFMGNQSR.S 76 2 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsSD-NE_PHA_lymphocytes_PK_110.011886.011886 2 3.1438 0.273 1452.69 1452.7 1 77.27273 2 C.SLFPDHPLLQER.E 157 1 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsSD-NE_PHA_lymphocytes_PK_109.011709.011709 1 2.0126 0.2543 1452.92 1452.7 8 50 1 C.SLFPDHPLLQER.E 157 1 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsSD-NE_PHA_lymphocytes_PK_108.011758.011758 2 2.5477 0.1594 1769.45 1769 4 53.571426 1 R.LVPFDHAESTYGLYR.T 82 2 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007308.0073 2 2.6211 0.1966 1603.19 1602.9 3 60.714287 1 K.IVAPISDSPKPPPQR.V 171 2 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2510.251 2 2.1214 0.1927 1769.85 1769 3 46.42857 1 R.LVPFDHAESTYGLYR.T 82 2 *
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_036220.1| gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Homo sapiens] 5 9 26.4 258 27547 6.1 HsSD-NE_NT_lymphocytes_Ti_103.015736.015736.2 2 4.5984 0.2887 2867.63 2867.2 2 42 3 R.LPIPESQVITINPELPVEEAAEDYAK.K 103 2 *
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_PHA_lymphocytes_PK_109.012484.012484 2 2.962 0.2958 1707.63 1705.9 1 69.230774 1 K.ACQSIYPLHDVFVR.K 200 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_PHA_lymphocytes_Ti_103.014518.014518 2 2.813 0.2041 1953.61 1953.2 1 56.25 2 R.VFEVSLADLQNDEVAFR.K 66 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.013784.0137 2 4.9036 0.4223 1956.07 1953.2 1 75 8 R.VFEVSLADLQNDEVAFR.K 66 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009222.0092 2 3.4861 0.315 1579.51 1579.7 1 75 2 K.NCLTNFHGMDLTR.D 95 2 *
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_NT_lymphocytes_Ti_104.017661.017661.2 2 3.6901 0.3585 1955.89 1953.2 1 53.125 1 R.VFEVSLADLQNDEVAFR.K 66 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.008841.0088 2 3.6062 0.3237 1348.51 1346.5 1 70 2 R.KTSYAQHQQVR.Q 152 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_PHA_lymphocytes_PK_106.016474.016474 2 3.1171 0.1748 1199.77 1199.4 1 88.88889 1 K.TTDGYLLRLF.C 129 1
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_NT_lymphocytes_Ti_111.009942.009942.2 2 3.9854 0.2371 1349.25 1346.5 1 75 2 R.KTSYAQHQQVR.Q 152 2
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_000997.1| gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sapiens] 6 20 25 264 29945 9.7 HsSD-NE_NT_lymphocytes_Ti_108.013361.013361.2 2 3.0768 0.2072 2083.75 2081.3 1 44.11765 1 R.VFEVSLADLQNDEVAFRK.F 66 2
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsSD-NE_PHA_lymphocytes_Ti_105.008625.008625 3 4.319 0.2997 1434.2 1434.6 1 68.181816 2 R.KIHIDLPNEQAR.L 298 2 *
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsSD-NE_PHA_lymphocytes_Ti_101.007888.007888 2 2.4791 0.1798 1276.35 1274.4 2 70 1 K.HGEIDYEAIVK.L 323 2 *
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.016125.01612 2 3.0695 0.3292 2034.73 2035.3 1 53.125 1 R.TLMELLNQMDGFDTLHR.V 256 2 *
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsSD-NE_NT_lymphocytes_Ti_103.014124.014124.1 1 2.518 0.2621 1442.46 1441.7 4 46.153847 1 K.ALQSVGQIVGEVLK.Q 49 2 *
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3276.32 2 3.0066 0.3025 1800.08 1799.1 2 53.571426 1 R.EVIELPLTNPELFQR.V 147 2 *
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NP_002797.2| gi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 6 [Homo sapiens] 6 8 25.4 389 44173 7.5 HsSD-NE_NT_lymphocytes_Ti_104.013431.013431.3 3 5.9478 0.3679 3337.91 3336.6 1 29.310345 2 R.EVDPLVYNMSHEDPGNVSYSEIGGLSEQIR.E 114 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsSD-NE_PHA_lymphocytes_PK_107.019564.019564 2 2.8676 0.2101 1202.59 1202.4 4 77.77778 1 A.FFDPSLLHLL.Y 502 0
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011817.01181 1 2.7622 0.112 1424.17 1422.8 5 58.333332 1 R.LLFGIAQPQLPPK.C 395 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008986.00898 3 3.0338 0.2627 2239.49 2239.5 1 33.333336 1 R.ESVPLDDQEKLPFTVVHER.E 72 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011786.01178 2 4.0457 0.2613 1833.11 1832.1 1 65.625 2 R.ASLPYSQISGLNALQLR.L 44 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.016598.01659 3 4.8218 0.3325 3419.18 3421 1 24.166666 1 R.LGSSAASLYPVLNFLLYVPELAHSPLYIQDK.D 311 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011435.0114 2 3.2802 0.3665 2852.91 2853.1 1 39.583336 3 R.FDSASSSYYLDMHSLPHVINPVESR.L 286 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008765.0087 2 2.4712 0.1359 1793.69 1794.1 3 46.666668 1 K.ISNIVIKDDVASEVYK.A 452 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011837.01183 2 2.8094 0.1884 1207.27 1206.5 9 77.77778 1 R.VMEVFLAQLR.L 385 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.017352.01735 3 4.1465 0.241 2133.17 2133.4 1 38.75 2 R.SVENLATATTTLTSLAQLLGK.I 431 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.017720.0177 2 6.4371 0.4551 2134.53 2133.4 1 72.5 3 R.SVENLATATTTLTSLAQLLGK.I 431 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012884.0128 2 2.9072 0.1875 2069.13 2066.3 1 50 1 K.CLLSGPTSEGLMTWELDR.L 408 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008996.00899 2 2.9115 0.2371 2238.83 2239.5 1 47.22222 2 R.ESVPLDDQEKLPFTVVHER.E 72 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.017679.0176 3 5.1548 0.275 2133.92 2133.4 1 41.25 1 R.SVENLATATTTLTSLAQLLGK.I 431 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011483.0114 3 4.2968 0.3374 2853.74 2853.1 1 29.166666 1 R.FDSASSSYYLDMHSLPHVINPVESR.L 286 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011699.01169 2 2.6854 0.1174 1422.57 1422.8 1 70.83333 2 R.LLFGIAQPQLPPK.C 395 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.018783.01878 2 3.3599 0.3874 2851.87 2850.3 1 34.615387 1 R.IVQVAQAMSLTEDVLAAALADHLPEDK.W 186 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011736.01173 2 3.8989 0.3945 2853.97 2853.1 1 41.666664 3 R.FDSASSSYYLDMHSLPHVINPVESR.L 286 2 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsSD-NE_PHA_lymphocytes_PK_107.001454.001454 2 3.6828 0.3041 1516.47 1515.8 1 83.33333 2 S.ELAFFDPSLLHLL.Y 499 0 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsSD-NE_PHA_lymphocytes_PK_106.001674.001674 2 3.0282 0.3116 1603.31 1602.9 2 65.38461 1 S.SELAFFDPSLLHLL.Y 498 0 *
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsSD-NE_NT_lymphocytes_Ti_103.018941.018941.2 2 6.3161 0.4571 2135.79 2133.4 1 70 1 R.SVENLATATTTLTSLAQLLGK.I 431 2
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NP_149975.1| gi|15088795|ref|NP_149975.1| "phosphatidylinositol glycan anchor biosynthesis, class S [Homo sa 17 33 38 555 61656 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.016208.0162 3 5.5384 0.4237 3419.96 3421 1 25.833332 2 R.LGSSAASLYPVLNFLLYVPELAHSPLYIQDK.D 311 2 *
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011681.011681 2 2.9626 0.1545 1942.15 1940.2 1 43.75 1 K.FSQELLSNGELNHLPLK.E 541 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.011148.011148 2 2.008 0.1818 2089.35 2087.4 1 41.17647 1 K.PPPNSYSLYCAELMANMK.D 263 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.008428.008428 2 2.1712 0.1037 1295.13 1293.5 6 72.22222 1 K.KKDYEVELLR.F 314 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_113.012293.012293 2 3.0144 0.2238 1612.05 1610.8 3 61.538464 2 R.TLTELILDAQEHVK.N 84 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.011428.011428 3 4.7598 0.4064 2888.09 2889.3 2 28.125 1 K.FDGRPTKPPPNSYSLYCAELMANMK.D 256 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.007061.007061 2 3.0275 0.3128 1581.77 1583.7 1 75 1 R.FREDHPDLIQNAK.K 179 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.012484.012484 2 3.2452 0.228 2034.79 2035.3 1 50 3 K.RAEEIWQQSVIGDYLAR.F 450 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.011787.01178 2 2.9502 0.2617 2033.87 2035.3 2 46.875 3 K.RAEEIWQQSVIGDYLAR.F 450 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007304.00730 1 2.3029 0.2763 1583.85 1583.7 1 66.66667 2 R.FREDHPDLIQNAK.K 179 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007940.00794 2 2.7751 0.2064 1292.95 1293.5 1 83.33333 1 K.KKDYEVELLR.F 314 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.015924.01592 2 3.3042 0.328 1785.93 1785 1 61.538464 2 R.WSQEDMLTLLECMK.N 22 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008069.00806 1 2.1797 0.1431 1294.99 1293.5 8 61.11111 1 K.KKDYEVELLR.F 314 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.011297.0112 2 3.3909 0.1122 1612.99 1610.8 1 73.07692 2 R.TLTELILDAQEHVK.N 84 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.011666.01166 2 3.9687 0.346 1612.67 1610.8 1 76.92308 3 R.TLTELILDAQEHVK.N 84 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.013143.01314 2 3.6314 0.3215 1880.99 1879.1 1 63.333332 4 R.AEEIWQQSVIGDYLAR.F 451 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007274.0072 3 3.7975 0.3321 1584.11 1583.7 1 52.083332 4 R.FREDHPDLIQNAK.K 179 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.015744.0157 2 2.4578 0.1451 1785.73 1785 1 53.846157 1 R.WSQEDMLTLLECMK.N 22 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010095.01009 2 2.8008 0.2234 2226.19 2225.5 7 38.88889 2 K.FSQELLSNGELNHLPLKER.M 541 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011538.01153 2 2.8174 0.1211 1540.91 1541.8 1 62.5 1 K.RPVSAMFIFSEEK.R 372 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007256.00725 2 4.1238 0.147 1584.85 1583.7 1 83.33333 2 R.FREDHPDLIQNAK.K 179 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010174.01017 2 3.8214 0.2621 1940.21 1940.2 1 56.25 2 K.FSQELLSNGELNHLPLK.E 541 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.007076.0070 2 4.7954 0.3915 1583.51 1583.7 1 87.5 6 R.FREDHPDLIQNAK.K 179 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_NT_lymphocytes_Ti_108.010984.010984.2 2 2.601 0.0972 2228.35 2225.5 1 44.444447 1 K.FSQELLSNGELNHLPLKER.M 541 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_NT_lymphocytes_Ti_107.016542.016542.2 2 3.1777 0.1848 1786.19 1785 1 65.38461 1 R.WSQEDMLTLLECMK.N 22 2
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|NP_001070151.1| gi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_05504 "upstream binding transcription factor, RNA polymerase I isoform b 14 50 17.2 727 84937 5.6 HsSD-NE_NT_lymphocytes_Ti_110.013517.013517.2 2 3.302 0.3155 1610.81 1610.8 1 65.38461 2 R.TLTELILDAQEHVK.N 84 2
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_PHA_lymphocytes_Ti_114.011109.011109 3 4.0579 0.2082 1919.15 1918.4 1 45.3125 6 R.ILNFLMHPKPSGKPLPK.S 179 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_PHA_lymphocytes_Ti_113.011014.011014 2 4.1269 0.3445 1920.33 1918.4 1 59.375 3 R.ILNFLMHPKPSGKPLPK.S 179 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.007870.007870 2 3.3731 0.3078 1898.53 1898.3 1 56.666668 2 K.LKKPPTDEELKETIKK.L 316 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_PHA_lymphocytes_Ti_104.007636.007636 2 3.3538 0.2249 1657.31 1656.9 4 50 4 K.KPPTDEELKETIKK.L 318 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010052.01005 2 2.6183 0.3688 1355.85 1357.5 2 72.72727 1 K.NVGQFSGFPFEK.G 126 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008993.0089 2 3.0523 0.1914 1549.95 1547.9 8 57.692307 2 K.KLLASANLEEVTMK.Q 331 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007022.00702 2 4.1546 0.3174 1656.41 1656.9 1 69.230774 4 K.KPPTDEELKETIKK.L 318 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_NT_lymphocytes_Ti_112.010907.010907.2 2 3.4502 0.1573 1576.21 1576.9 1 73.07692 1 K.LLYNRPGTVSSLKK.N 112 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_NT_lymphocytes_Ti_111.010952.010952.2 2 3.1785 0.3206 1897.95 1898.3 1 60.000004 1 K.LKKPPTDEELKETIKK.L 316 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsSD-NE_NT_lymphocytes_Ti_103.010193.010193.2 2 4.2096 0.3985 1420.31 1419.7 1 91.66667 3 K.LLASANLEEVTMK.Q 332 2 *
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_003463.1| gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 9 29 21.1 375 42674 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010942.0109 1 1.8964 0.1593 891.51 892.09 1 75 2 R.IHFFLSK.K 94 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsSD-NE_PHA_lymphocytes_Ti_112.011695.011695 3 4.857 0.3344 3956.72 3956.5 2 21.527777 1 K.KINNAHTIGCNAVSWAPAVVPGSLIDHPSGQKPNYIK.R 144 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsSD-NE_PHA_lymphocytes_Ti_114.011567.011567 3 4.1178 0.3064 3984.8 3984.5 1 21.527777 1 K.INNAHTIGCNAVSWAPAVVPGSLIDHPSGQKPNYIKR.F 145 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsSD-NE_PHA_lymphocytes_Ti_108.011152.011152 3 5.4726 0.4101 3827.81 3828.3 1 27.857143 3 K.INNAHTIGCNAVSWAPAVVPGSLIDHPSGQKPNYIK.R 145 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_101.006887.0068 2 2.9893 0.2596 1708.41 1706.7 1 50 1 K.GQGSVSASVTEGQQNEQ.- 306 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsNaOH-NE_NT_lymphocytes_Ti_114.012189.01218 3 3.707 0.2482 3102.71 3103.4 1 27.884615 2 R.GHEGPVWQVAWAHPMYGNILASCSYDR.K 55 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsSD-NE_NT_lymphocytes_Ti_104.012014.012014.2 2 3.9933 0.2488 2015.79 2015.2 1 65.625 2 R.VFIWTCDDASSNTWSPK.L 240 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsSD-NE_NT_lymphocytes_Ti_101.006668.006668.2 2 5.1697 0.4541 1707.35 1706.7 1 75 13 K.GQGSVSASVTEGQQNEQ.- 306 2 *
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NP_899195.1| gi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 6 25 30.7 322 35541 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.012443.0124 3 3.8104 0.2585 3103.7 3103.4 1 29.807693 2 R.GHEGPVWQVAWAHPMYGNILASCSYDR.K 55 2 *
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_003281.1| gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 4 8 24.2 248 28522 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013996.01399 2 4.1237 0.1955 2342.51 2341.5 1 47.368423 1 K.EENVGLHQTLDQTLNELNCI.- 229 2 *
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_003281.1| gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 4 8 24.2 248 28522 4.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1879.187 2 2.8427 0.1453 1816.74 1817 1 46.42857 2 K.HIAEEADRKYEEVAR.K 117 2
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_003281.1| gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 4 8 24.2 248 28522 4.7 HsSD-NE_PHA_lymphocytes_PK_105.010298.010298 2 2.7995 0.1789 1244.33 1244.4 1 83.33333 2 R.IQLVEEELDR.A 56 2
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_003281.1| gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 4 8 24.2 248 28522 4.7 HsSD-NE_NT_lymphocytes_Ti_103.015286.015286.2 2 5.9593 0.3631 2342.65 2341.5 1 63.15789 2 K.EENVGLHQTLDQTLNELNCI.- 229 2 *
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_003281.1| gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 4 8 24.2 248 28522 4.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1899.189 2 4.3793 0.2505 1743.59 1743.9 1 67.85714 1 R.KIQALQQQADEAEDR.A 13 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.010401.010401 2 2.7803 0.1658 1676.33 1676.9 1 60.714287 1 K.FSHEEIAMATVTALR.R 244 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.012424.012424 3 4.6399 0.3399 3177.47 3178.5 2 25.925926 1 R.YASICQQNGIVPIVEPEILPDGDHDLKR.C 174 2
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.011442.011442 2 3.6783 0.2827 2089.23 2089.4 1 61.764706 1 R.VNPCIGGVILFHETLYQK.A 70 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_PHA_lymphocytes_Ti_112.011392.011392 3 4.0325 0.2349 3132.44 3133.6 1 32.407406 2 K.ALSDHHIYLEGTLLKPNMVTPGHACTQK.F 216 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.012147.0121 2 5.2791 0.47 2109.83 2108.4 1 63.15789 3 K.IGEHTPSALAIMENANVLAR.Y 154 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2939.293 3 4.0605 0.1983 3181.45 3178.5 1 27.777779 1 R.YASICQQNGIVPIVEPEILPDGDHDLKR.C 174 2
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_NT_lymphocytes_Ti_103.010536.010536.2 2 5.5525 0.5473 2227.69 2229.4 1 66.66667 4 K.YTPSGQAGAAASESLFVSNHAY.- 343 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_NT_lymphocytes_Ti_112.014918.014918.2 2 3.155 0.1841 2091.79 2089.4 1 47.058823 2 R.VNPCIGGVILFHETLYQK.A 70 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.012243.0122 2 3.6956 0.2531 1811.47 1810.1 2 60.714287 1 K.CPLLKPWALTFSYGR.A 290 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.011913.0119 2 2.9907 0.2259 2091.65 2089.4 1 44.11765 1 R.VNPCIGGVILFHETLYQK.A 70 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_NT_lymphocytes_Ti_103.010536.010536.3 3 4.0289 0.3774 3341.03 3343.6 1 21.875 2 R.ALANSLACQGKYTPSGQAGAAASESLFVSNHAY.- 332 2 *
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NP_908932.1| gi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 8 20 43.1 364 39420 8.1 HsSD-NE_NT_lymphocytes_Ti_107.012059.012059.2 2 2.772 0.3141 2107.33 2108.4 7 36.842106 1 K.IGEHTPSALAIMENANVLAR.Y 154 2 *
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.015099.015099 2 3.3762 0.1406 2176.43 2174.4 1 50 2 K.SVSQGFCFNILCVGETGLGK.S 36 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_109.013880.013880 2 5.166 0.5434 2105.77 2108.4 1 68.42105 2 R.TVPLAGHVGFDSLPDQLVNK.S 16 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.009891.009891 3 5.8595 0.2839 3145.76 3147.3 1 29.62963 2 K.FEGEPATHTQPGVQLQSNTYDLQESNVR.L 67 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.010008.010008 3 4.8831 0.302 3192.86 3195.5 1 29.807693 1 R.CKLEEMGFKDTDPDSKPFSLQETYEAK.R 301 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_106.016480.016480 2 4.7431 0.3021 2616.01 2613.9 1 47.727272 1 T.VGFGDQINKEDSYKPIVEFIDAQ.F 103 0
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014074.014074 2 3.7804 0.3907 2309.11 2310.5 2 39.473686 1 F.GDQINKEDSYKPIVEFIDAQ.F 106 0
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_106.013581.01358 2 2.6369 0.2073 2140.13 2138.4 3 44.11765 1 D.QINKEDSYKPIVEFIDAQ.F 108 0
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_NT_lymphocytes_Ti_102.008499.008499.2 2 4.9538 0.4308 1975.37 1976.2 1 63.15789 2 K.TAAELLQSQGSQAGGSQTLK.R 401 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_106.016355.016355 2 3.9282 0.2816 2714.93 2715 1 36.95652 3 S.TVGFGDQINKEDSYKPIVEFIDAQ.F 102 0
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009105.0091 2 2.0485 0.0968 1129.83 1128.2 8 81.25 1 R.VLHTYHDSR.I 139 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_NT_lymphocytes_Ti_112.010104.010104.2 2 3.0531 0.2765 1286.25 1284.4 1 77.77778 2 R.RVLHTYHDSR.I 138 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_PHA_lymphocytes_PK_105.014914.014914 2 3.1243 0.1995 1654.29 1654.8 1 65.38461 1 K.EDSYKPIVEFIDAQ.F 112 1
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_NT_lymphocytes_Ti_111.010226.010226.1 1 2.4597 0.2425 1127.7 1128.2 1 68.75 2 R.VLHTYHDSR.I 139 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_NT_lymphocytes_Ti_109.015800.015800.2 2 2.991 0.1131 2177.07 2174.4 1 42.105263 1 K.SVSQGFCFNILCVGETGLGK.S 36 2
875 ENSG00000125354:ENSMUSG00000050379:NA 6-Sep gi|21361478|ref|NP_055944.2| gi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1| septin 6 isoform B [Homo sapiens] 13 24 34.3 434 49717 6.7 HsSD-NE_NT_lymphocytes_Ti_105.016084.016084.2 2 3.9419 0.3822 2107.31 2108.4 2 47.368423 2 R.TVPLAGHVGFDSLPDQLVNK.S 16 2
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.021999.0219 2 4.2046 0.4228 2453.77 2453.7 1 47.916664 9 R.AVSDASAGDYGSAIETLVTAISLIK.Q 432 2 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.006711.0067 2 2.6057 0.1825 1749.35 1749.9 7 53.571426 1 K.RELHGQNPVVTPCNK.Q 147 2 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.020661.02066 2 4.7201 0.453 2453.77 2453.7 1 45.833336 1 R.AVSDASAGDYGSAIETLVTAISLIK.Q 432 2 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_PHA_lymphocytes_PK_105.020008.020008 2 4.579 0.486 2019.99 2018.2 1 68.75 1 N.LTWWTTDEDLTEAVHSL.G 88 0 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_NT_lymphocytes_Ti_107.000814.000814.2 2 5.8549 0.5115 2455.15 2453.7 1 60.416668 14 R.AVSDASAGDYGSAIETLVTAISLIK.Q 432 2 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_PHA_lymphocytes_PK_105.014753.014753 2 2.7432 0.248 1618.59 1617.7 2 53.846157 1 W.WTTDEDLTEAVHSL.G 91 0 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_NT_lymphocytes_Ti_111.010639.010639.2 2 4.2098 0.335 1748.93 1749.9 1 71.42857 3 K.RELHGQNPVVTPCNK.Q 147 2 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_PHA_lymphocytes_PK_105.020468.020468 2 4.0201 0.3736 2132.37 2132.3 1 55.88235 2 G.NLTWWTTDEDLTEAVHSL.G 87 0 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_PHA_lymphocytes_PK_105.018273.018273 2 3.092 0.2759 1905.57 1905 1 63.333332 1 L.TWWTTDEDLTEAVHSL.G 89 0 *
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_008938.1| gi|5901928|ref|NP_008938.1| "cleavage and polyadenylation specific factor 6, 68 kD subunit [Hom 7 35 13.1 551 59209 7.4 HsSD-NE_NT_lymphocytes_Ti_104.012251.012251.2 2 4.1219 0.4573 1666.39 1666.8 1 84.61539 2 R.TPLSEAEFEEIMNR.N 407 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_Ti_114.014678.014678 2 3.8264 0.3855 2597.39 2599 1 50 3 R.AQHIVPCTISQLLSATLVDEVFR.I 43 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.019062.019062 3 5.2381 0.3576 2600.9 2599 1 38.636364 4 R.AQHIVPCTISQLLSATLVDEVFR.I 43 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.018844.018844 2 2.5605 0.1786 1714.89 1712 2 50 2 R.IGNVEISQVTIVGIIR.H 66 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.011417.011417 3 4.2854 0.2179 2540.63 2538.7 2 30.952381 3 K.QAVDFLSNEGHIYSTVDDDHFK.S 244 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_PK_105.015690.015690 2 3.4069 0.2221 1149.19 1149.3 1 88.88889 2 A.TLVDEVFRIG.N 58 0 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_NT_lymphocytes_Ti_115.015209.015209.2 2 5.1046 0.4141 2601.75 2599 1 61.363636 4 R.AQHIVPCTISQLLSATLVDEVFR.I 43 2 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsSD-NE_PHA_lymphocytes_PK_105.012108.012108 2 2.9052 0.1905 1048.15 1048.2 1 81.25 1 T.LVDEVFRIG.N 59 0 *
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_002937.1| gi|4506585|ref|NP_002937.1| "replication protein A2, 32kDa [Homo sapiens] " 6 21 22.6 270 29247 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.014980.0149 2 3.6147 0.3247 2600.57 2599 1 45.454548 2 R.AQHIVPCTISQLLSATLVDEVFR.I 43 2 *
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_PK_107.011143.011143 2 3.3614 0.3864 1482.61 1481.6 1 65.38461 4 H.GGLSPSIDTLDHIR.A 168 1
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_PK_108.011164.011164 1 2.5694 0.4174 1369.91 1370.5 1 58.333332 2 F.CLHGGLSPSIDTL.D 165 0
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878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_PK_112.013318.013318 1 2.5235 0.2464 1562.99 1561.7 1 54.545456 3 Y.NWCHDRNVVTIF.S 249 0
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_PK_110.017054.017054 2 2.618 0.1907 1210.25 1208.4 2 87.5 1 Q.FHDLMELFR.I 62 1
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.005979.005979 2 2.278 0.1703 950.25 952.06 3 85.71429 1 R.RGEPHVTR.R 295 2
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.016533.01653 3 4.167 0.4189 4225.37 4225.8 1 20.833332 1 K.YFTDLFDYLPLTALVDGQIFCLHGGLSPSIDTLDHIR.A 145 2
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010131.01013 2 4.103 0.3895 1706.37 1704.9 1 61.538464 1 R.NVVTIFSAPNYCYR.C 255 2
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsSD-NE_PHA_lymphocytes_PK_107.000068.000068 2 2.7361 0.205 1707.91 1708 5 53.846157 1 W.KYFTDLFDYLPLTA.L 144 0
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_002706.1| gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552 "protein phosphatase 2, catalytic subunit, alpha isoform [Homo sap 8 17 24.3 309 35594 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.019149.0191 3 3.8347 0.2827 4225.94 4225.8 3 20.13889 3 K.YFTDLFDYLPLTALVDGQIFCLHGGLSPSIDTLDHIR.A 145 2
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_PHA_lymphocytes_PK_111.015857.015857 2 3.3541 0.1907 1736.55 1734 1 60.000004 2 T.SLRPPVQANPDLLSLL.T 349 0 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_PHA_lymphocytes_PK_113.015247.015247 2 2.7218 0.1533 1403.45 1402.6 6 63.636364 3 A.CVGFRFPILGVH.L 296 0 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.007391.007391 2 4.4951 0.3242 1604.91 1606.8 1 80.769226 1 R.LKETHSHVSPETIK.L 258 2 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsNaOH-NE_NT_lymphocytes_PK_105.008157.0081 2 3.6053 0.212 1478.23 1478.5 1 75 2 F.GDLDQNQDGCISR.E 465 1 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_NT_lymphocytes_Ti_104.020266.020266.2 2 4.1368 0.2827 1908.29 1907.2 1 56.25 2 K.DLVALQLALPDWLDPAR.T 310 2 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_NT_lymphocytes_Ti_103.014386.014386.2 2 5.1564 0.4468 2476.05 2475.6 1 57.14286 3 R.GNFPYLSAFGDLDQNQDGCISR.E 456 2 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_PHA_lymphocytes_PK_105.015950.015950 2 4.459 0.3407 1932.13 1933.2 1 62.5 1 S.AFPAEFDLNPELAEQIK.E 85 1 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_NT_lymphocytes_Ti_102.018288.018288.2 2 4.0221 0.3275 2483.47 2482.8 1 55 3 R.YWISAFPAEFDLNPELAEQIK.E 81 2 *
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|NP_001092141.1| gi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [Homo sapiens] 9 22 19.9 609 69249 7.8 HsSD-NE_NT_lymphocytes_Ti_104.011588.011588.2 2 5.3061 0.4471 2220.73 2220.4 1 72.22222 5 R.NFDVDGDGHISQEEFQIIR.G 437 2 *
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_PHA_lymphocytes_PK_108.004107.004107 2 3.8276 0.2123 2633.13 2630.9 1 40.909092 3 W.IVGEYAERIDNADELLESFLEGF.H 451 0
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_PHA_lymphocytes_Ti_108.021460.021460 3 4.2277 0.3419 2996.24 2994.4 1 25.961538 5 R.LASQANIAQVLAELKEYATEVDVDFVR.K 345 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.012936.01293 2 3.9713 0.2975 1571.95 1569.8 1 75 2 R.LASQANIAQVLAELK.E 345 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_PHA_lymphocytes_PK_105.017720.017720 2 4.4684 0.2711 2186.13 2184.4 1 58.333332 6 W.IVGEYAERIDNADELLESF.L 451 0
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_105.016837.016837.2 2 2.9558 0.1253 2926.11 2927.2 1 38 1 K.KPTETQELVQQVLSLATQDSDNPDLR.D 495 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_112.014926.014926.2 2 3.5085 0.2679 2422.29 2422.9 1 40.476192 2 K.KLAPPLVTLLSAEPELQYVALR.N 283 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_110.000124.000124.3 3 4.5589 0.4353 2994.2 2994.4 1 35.576923 4 R.LASQANIAQVLAELKEYATEVDVDFVR.K 345 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_106.018579.018579.2 2 3.2621 0.3107 2294.35 2294.7 1 42.5 2 K.LAPPLVTLLSAEPELQYVALR.N 284 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5184.518 2 4.9627 0.374 2294.7 2294.7 1 55 3 K.LAPPLVTLLSAEPELQYVALR.N 284 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_104.014526.014526.2 2 2.935 0.1384 2540.61 2537.9 2 35.714287 1 K.DVSALFPDVVNCMQTDNLELKK.L 46 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_NT_lymphocytes_Ti_105.000104.000104.3 3 5.8029 0.5183 4175.3 4176.6 1 25.641027 2 K.DLISDSNPMVVANAVAALSEIAESHPSSNLLDLNPQSINK.L 167 2
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_PHA_lymphocytes_PK_106.001595.001595 2 3.8707 0.3087 2640.25 2637.8 1 40.909092 3 R.IDNADELLESFLEGFHDESTQVQ.L 459 1
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NP_001118.2| gi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 beta 1 subunit isoform a [Homo 11 36 20 949 104637 5.1 HsSD-NE_PHA_lymphocytes_PK_106.001448.001448 2 3.1091 0.1879 2570.75 2571.9 1 45.238094 2 A.EKPLISEETDLIEPTLLDELIC.Y 544 0
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NP_115745.2| gi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 [Homo sapiens] 5 7 28.9 273 31683 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007791.00779 2 4.3951 0.3141 2163.93 2163.3 1 56.25 2 K.IQHLEFSCSEKEQEIER.L 242 2
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NP_115745.2| gi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 [Homo sapiens] 5 7 28.9 273 31683 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011204.01120 2 2.7065 0.1356 2080.89 2080.3 4 53.125 1 R.HFTVVGDDYHAWNINYK.K 27 2
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NP_115745.2| gi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 [Homo sapiens] 5 7 28.9 273 31683 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007745.0077 2 4.1093 0.5111 2813.57 2813.8 1 52.173912 2 K.WENEEEEEEEEQPPPTPVSGEEGR.A 45 2 *
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NP_115745.2| gi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 [Homo sapiens] 5 7 28.9 273 31683 6.8 HsNaOH-NE_NT_lymphocytes_PK_105.009213.0092 2 2.5284 0.1766 1843.71 1845.1 1 52.941177 1 A.PDVAPAPGPAPRAPLDFR.G 72 1 *
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NP_115745.2| gi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 [Homo sapiens] 5 7 28.9 273 31683 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1828.183 2 3.0342 0.2699 1358.42 1358.5 1 60.714287 1 R.AAAPDVAPAPGPAPR.A 69 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsSD-NE_PHA_lymphocytes_Ti_114.016115.016115 2 5.1069 0.4804 2072.57 2073.4 1 70.588234 3 K.FAEVEHVVNAILFLLSDR.S 209 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.009230.009230 2 2.268 0.1233 1186.01 1184.4 2 75 1 R.AVIQVSQIVAR.G 110 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.003068.00306 2 2.2869 0.3089 2849.07 2850.4 4 25.925926 1 R.ALGSVGPVDLLVNNAAVALLQPFLEVTK.E 70 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011920.01192 2 3.9953 0.4237 2333.39 2333.4 1 55.263157 2 R.ECPGIEPVCVDLGDWEATER.A 50 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.002782.0027 2 3.7978 0.2887 2852.19 2850.4 1 37.037037 2 R.ALGSVGPVDLLVNNAAVALLQPFLEVTK.E 70 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsSD-NE_NT_lymphocytes_Ti_102.013396.013396.2 2 4.3773 0.5213 2332.17 2333.4 1 57.894737 1 R.ECPGIEPVCVDLGDWEATER.A 50 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.006634.0066 2 2.398 0.1062 1183.47 1182.3 7 68.181816 1 R.GTVQALHATGAR.V 22 2 *
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_057370.1| gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [Homo sapiens] 5 17 36.5 244 25913 8.1 HsSD-NE_NT_lymphocytes_Ti_107.003857.003857.2 2 3.8529 0.2841 2849.49 2850.4 1 35.185184 6 R.ALGSVGPVDLLVNNAAVALLQPFLEVTK.E 70 2 *
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|NP_061160.2| gi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Homo sapiens] 3 8 4.4 1088 114874 4.4 HsNaOH-NE_NT_lymphocytes_Ti_108.001502.00150 2 3.2006 0.2413 2383.11 2381.7 5 36.363636 2 R.GALDSLGTFVSYLLGDAVPTVER.E 17 2 *
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|NP_061160.2| gi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Homo sapiens] 3 8 4.4 1088 114874 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008818.0088 2 3.6952 0.0998 1632.93 1630.7 1 76.92308 1 K.IVEEEAQEDLEGLR.G 58 2 *
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|NP_061160.2| gi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Homo sapiens] 3 8 4.4 1088 114874 4.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010841.01084 2 2.1346 0.1696 1282.83 1281.5 5 80 1 R.LYLPGLHQALR.G 6 2 *
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|NP_061160.2| gi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Homo sapiens] 3 8 4.4 1088 114874 4.4 HsSD-NE_NT_lymphocytes_Ti_103.004438.004438.2 2 2.8546 0.1797 1630.49 1630.7 1 65.38461 1 K.IVEEEAQEDLEGLR.G 58 2 *
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|NP_061160.2| gi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Homo sapiens] 3 8 4.4 1088 114874 4.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.5712.57 2 4.14 0.4249 2380.88 2381.7 1 50 3 R.GALDSLGTFVSYLLGDAVPTVER.E 17 2 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.008857.008857 2 2.3151 0.2662 954.77 955.07 1 71.42857 2 K.HLHTHGPR.V 316 2 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_Ti_108.008139.008139 2 3.7518 0.3513 2165.55 2165.3 1 47.058823 3 R.IHTGDRPYVCPFDGCNKK.F 376 2 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_Ti_110.008395.008395 2 5.8196 0.4942 2361.09 2361.6 1 68.42105 2 R.HQLVHTGEKPFQCTFEGCGK.R 343 2
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_Ti_112.009030.009030 1 2.3134 0.1154 954.6 955.07 3 71.42857 3 K.HLHTHGPR.V 316 2 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_Ti_112.010540.010540 3 4.228 0.2136 2676.29 2673.9 3 28.57143 6 K.RHQLVHTGEKPFQCTFEGCGKR.F 342 2
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_PK_110.010376.010376 2 3.4002 0.3347 2206.35 2207.5 1 55.555557 1 A.LQPLVTDDPTQVHHHQEVI.L 86 0 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsNaOH-NE_NT_lymphocytes_Ti_111.008866.00886 1 2.2413 0.2154 906.8 907.06 3 64.28571 1 K.SHILTHAK.A 402 2 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_PHA_lymphocytes_PK_105.007983.007983 3 5.3172 0.4035 2848.13 2849.6 1 31.896553 2 T.VVGEEEEEDDDDEDGGGGDHGGGGGHGHAG.H 40 0 *
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_NT_lymphocytes_Ti_111.011609.011609.2 2 6.1389 0.4809 2361.91 2361.6 1 65.789474 4 R.HQLVHTGEKPFQCTFEGCGK.R 343 2
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_NT_lymphocytes_Ti_111.011613.011613.3 3 3.733 0.2377 2360.24 2361.6 1 39.473686 1 R.HQLVHTGEKPFQCTFEGCGK.R 343 2
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_003394.1| gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sapiens] 9 28 25.4 414 44713 6.3 HsSD-NE_NT_lymphocytes_Ti_112.011130.011130.2 2 3.6766 0.4129 2164.51 2165.3 1 50 3 R.IHTGDRPYVCPFDGCNKK.F 376 2 *
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.006179.006179 2 3.4939 0.3047 1811.65 1811 1 66.66667 1 K.KFSNQETSVEIGESVR.G 34 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011836.01183 2 4.8799 0.4146 1804.73 1803.1 1 87.5 3 K.VYAILTHGIFSGPAISR.I 244 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsSD-NE_NT_lymphocytes_Ti_109.013461.013461.2 2 3.5372 0.3858 1787.59 1788 1 56.666668 2 R.THNGESVSYLFSHVPL.- 303 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsSD-NE_NT_lymphocytes_Ti_110.011682.011682.2 2 3.0587 0.182 1185.41 1184.4 3 77.77778 1 R.LNVEFALIHK.E 185 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2804.280 2 4.8856 0.2851 1803.74 1803.1 1 75 2 K.VYAILTHGIFSGPAISR.I 244 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsSD-NE_NT_lymphocytes_Ti_111.013512.013512.3 3 4.5843 0.3222 1803.77 1803.1 1 51.5625 1 K.VYAILTHGIFSGPAISR.I 244 2
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_002756.1| gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180 phosphoribosyl pyrophosphate synthetase 2 isoform 2 [Homo sapie 5 16 18.6 318 34769 6.6 HsSD-NE_NT_lymphocytes_Ti_111.013479.013479.2 2 4.6512 0.4458 1803.77 1803.1 1 81.25 6 K.VYAILTHGIFSGPAISR.I 244 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_PHA_lymphocytes_Ti_112.015567.015567 3 5.7299 0.3249 3372.77 3373.8 1 31.666666 7 R.KPPTFGDASVIALELLNSGYEFDEGSIIFNK.F 159 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.004595.004595 1 2.5772 0.1488 1215.8 1214.4 1 59.090908 1 R.GLCGAIHSSIAK.Q 101 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_PHA_lymphocytes_Ti_106.003770.003770 2 3.0756 0.1955 1317.45 1315.5 1 75 1 K.ELIEIISGAAALD.- 286 2 *
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007846.00784 1 1.8978 0.1856 1099.09 1097.3 3 66.66667 1 K.HLLIGVSSDR.G 91 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010785.01078 2 3.4237 0.3618 1327.87 1327.6 1 86.36364 1 R.IYGLGSLALYEK.A 68 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.009315.0093 2 2.96 0.3774 1293.53 1293.5 1 70 1 R.THSDQFLVAFK.E 144 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.010766.0107 1 2.8001 0.267 1329.29 1327.6 1 59.090908 1 R.IYGLGSLALYEK.A 68 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.010780.0107 2 3.2197 0.2253 1326.53 1327.6 1 81.818184 1 R.IYGLGSLALYEK.A 68 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_NT_lymphocytes_Ti_114.020519.020519.3 3 3.8851 0.0937 3375.02 3373.8 1 25.833332 3 R.KPPTFGDASVIALELLNSGYEFDEGSIIFNK.F 159 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_NT_lymphocytes_Ti_104.012092.012092.2 2 4.9877 0.3013 1329.59 1327.6 1 90.909096 1 R.IYGLGSLALYEK.A 68 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_NT_lymphocytes_Ti_109.013379.013379.2 2 3.1 0.2222 1753.45 1754 1 57.14286 1 K.NASEMIDKLTLTFNR.T 263 2
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NP_001001973.1| gi|50345988|ref|NP_001001973.1| "ATP synthase, H+ transporting, mitochondrial F1 complex, gamma 8 21 34.9 298 32996 9.2 HsSD-NE_NT_lymphocytes_Ti_104.012082.012082.1 1 2.6233 0.1323 1328.92 1327.6 1 59.090908 2 R.IYGLGSLALYEK.A 68 2
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_PHA_lymphocytes_Ti_102.019530.019530 3 3.0175 0.125 3238.97 3236.8 7 24.074074 1 R.ENDIKSYFGRKVAIDASMSIYQFLIAVR.Q 20 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.009750.009750 2 3.1981 0.2745 2006.65 2007.3 1 53.333336 4 R.RLDPNKYPVPENWLHK.E 262 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.015137.015137 2 3.4598 0.3325 2759.25 2758.2 1 40 3 K.HLLSLMGIPYLDAPSEAEASCAALVK.A 143 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_PHA_lymphocytes_Ti_104.009404.009404 2 2.1966 0.1464 1366.97 1368.6 1 75 1 K.KLPIQEFHLSR.I 201 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_PHA_lymphocytes_Ti_107.009453.009453 3 3.6905 0.1609 2006.78 2007.3 9 38.333332 2 R.RLDPNKYPVPENWLHK.E 262 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012120.01212 2 3.9023 0.3871 2323.55 2323.6 1 44.736843 2 K.EAHQLFLEPEVLDPESVELK.W 278 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010684.01068 3 3.855 0.3978 1368.8 1368.6 2 57.5 2 K.KLPIQEFHLSR.I 201 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.015194.0151 2 2.7978 0.2797 2758.15 2758.2 3 30.000002 2 K.HLLSLMGIPYLDAPSEAEASCAALVK.A 143 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.015455.01545 2 3.3714 0.2804 2759.49 2758.2 1 36 3 K.HLLSLMGIPYLDAPSEAEASCAALVK.A 143 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_NT_lymphocytes_Ti_112.012037.012037.2 2 3.3789 0.1697 2008.69 2007.3 2 60.000004 1 R.RLDPNKYPVPENWLHK.E 262 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_NT_lymphocytes_Ti_107.015251.015251.2 2 3.0549 0.2855 2757.91 2758.2 1 36 1 K.HLLSLMGIPYLDAPSEAEASCAALVK.A 143 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010830.0108 2 3.3488 0.1943 1369.45 1368.6 1 85 2 K.KLPIQEFHLSR.I 201 2 *
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_004102.1| gi|4758356|ref|NP_004102.1| flap structure-specific endonuclease 1 [Homo sapiens] 7 25 26.6 380 42593 8.6 HsSD-NE_NT_lymphocytes_Ti_112.012088.012088.3 3 4.0546 0.1918 2010.17 2007.3 1 41.666664 1 R.RLDPNKYPVPENWLHK.E 262 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_107.012434.012434 2 3.9696 0.282 2268.45 2267.5 3 47.22222 2 K.ALEEGLTPQEICDKYHIIH.A 322 1 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_108.003059.003059 2 3.5895 0.3836 2172.89 2170.5 3 44.11765 10 K.WGTPVPLEGFEDKVFYVW.F 501 1 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_110.011506.011506 1 2.3687 0.1801 1193.44 1194.3 1 70 2 N.NVPHLGNIIGC.V 277 0 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.011681.011681 3 3.3315 0.2395 2884.55 2886.2 1 33.695652 2 K.ALEEGLTPQEICDKYHIIHADIYR.W 322 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.012921.012921 3 4.9118 0.2088 2641.43 2642 1 33.695652 2 R.GRAEVLISTVGPEDCVVPFLTRPK.V 24 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_111.013856.013856 2 2.7761 0.3273 1924.55 1926.2 1 64.70589 1 T.NFLCTLPAGHQIGTVSPL.F 784 0 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_112.012733.012733 2 4.7464 0.3906 2069.37 2068.4 1 69.44444 2 F.LCTLPAGHQIGTVSPLFQK.L 786 1 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_108.009924.009924 2 3.4439 0.2015 1061.11 1059.2 4 92.85714 1 K.RLEEWLGR.T 460 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.010776.0107 2 3.2711 0.4097 2885.91 2886.2 1 39.130436 1 K.ALEEGLTPQEICDKYHIIHADIYR.W 322 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012768.01276 2 3.0805 0.3246 2430.05 2428.8 1 42.857143 1 R.AEVLISTVGPEDCVVPFLTRPK.V 26 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.014558.01455 3 3.1747 0.1109 2779.52 2777.2 1 30.681818 1 R.FYLLYIRPEGQDSAFSWTDLLLK.N 619 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008346.00834 2 3.6062 0.2818 1613.09 1613.8 1 70.83333 2 R.HGNQYIQVNEPWK.R 714 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012833.01283 3 3.5979 0.1808 2429.09 2428.8 7 30.952381 2 R.AEVLISTVGPEDCVVPFLTRPK.V 26 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010892.0108 2 3.7216 0.2562 1955.39 1956.2 1 65.625 3 R.SCPVVQSSQHLFLDLPK.L 440 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011762.01176 2 3.8126 0.3098 1735.05 1732.9 1 60.714287 3 K.NNSELLNNLGNFINR.A 642 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009863.00986 2 2.8566 0.1048 1564.09 1561.8 5 66.66667 1 K.RGFVLQDTVEQLR.C 376 2 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_106.011367.011367 1 2.3096 0.3653 1556.8 1556.7 1 54.166668 3 L.YIRPEGQDSAFSW.T 623 0 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsSD-NE_PHA_lymphocytes_PK_106.017672.017672 2 2.6306 0.307 1721.85 1722 3 53.571426 1 K.WGTPVPLEGFEDKVF.Y 501 1 *
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NP_004981.2| gi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Homo sapiens] 19 41 20.9 900 101116 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010354.0103 2 2.5089 0.2087 1770.43 1770 1 69.230774 1 R.HGNQYIQVNEPWKR.I 714 2 *
889 ENSG00000105419:ENSMUSG00000041420:ENSRNOG00000021390 MEIS3 gi|57863281|ref|NP_064545.1| gi|57863281|ref|NP_064545.1| "Meis1, myeloid ecotropic viral integration site 1 homolog 3 isoform 1 5 5.2 421 46175 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.020848.02084 2 2.5673 0.1156 2264.11 2262.5 3 42.857143 1 R.RSEAPVLPDVCLGLGSPSPGPR.W 288 2 *
889 ENSG00000105419:ENSMUSG00000041420:ENSRNOG00000021390 MEIS3 gi|57863281|ref|NP_064545.1| gi|57863281|ref|NP_064545.1| "Meis1, myeloid ecotropic viral integration site 1 homolog 3 isoform 1 5 5.2 421 46175 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.020590.0205 2 3.6542 0.1405 2264.69 2262.5 5 45.238094 1 R.RSEAPVLPDVCLGLGSPSPGPR.W 288 2 *
889 ENSG00000105419:ENSMUSG00000041420:ENSRNOG00000021390 MEIS3 gi|57863281|ref|NP_064545.1| gi|57863281|ref|NP_064545.1| "Meis1, myeloid ecotropic viral integration site 1 homolog 3 isoform 1 5 5.2 421 46175 5.3 HsSD-NE_NT_lymphocytes_Ti_113.015550.015550.2 2 4.3006 0.2039 2262.21 2262.5 4 47.61905 2 R.RSEAPVLPDVCLGLGSPSPGPR.W 288 2 *
889 ENSG00000105419:ENSMUSG00000041420:ENSRNOG00000021390 MEIS3 gi|57863281|ref|NP_064545.1| gi|57863281|ref|NP_064545.1| "Meis1, myeloid ecotropic viral integration site 1 homolog 3 isoform 1 5 5.2 421 46175 5.3 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.5164.51 2 2.823 0.1529 2263.84 2262.5 6 30.952381 1 R.RSEAPVLPDVCLGLGSPSPGPR.W 288 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_114.003418.00341 3 5.0216 0.5093 2391.62 2391.4 1 39.130436 3 R.HGSGSGHSSSHGQHGSGSSYSYSR.G 312 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_115.007460.00746 3 3.8404 0.373 1860.95 1860.8 1 39.473686 2 R.HGSGSGHSSSHGQHGSGSGR.S 2188 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.008811.00881 3 4.2559 0.3823 2711.24 2711.7 1 28.703705 2 K.SSSGQSSGYSQHGSGSGHSSGYGQHGSR.S 236 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.008073.00807 2 4.8864 0.4668 1860.21 1859.8 1 63.88889 6 R.HGSSSGSSSHYGQHGSGSR.Q 1209 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_115.007503.00750 2 4.9663 0.5463 1860.25 1860.8 1 65.789474 2 R.HGSGSGHSSSHGQHGSGSGR.S 2188 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.008697.00869 2 2.6643 0.347 1948.47 1949 1 44.736843 8 R.QSLGHGQHGSGSGQSPSPSR.G 992 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.009150.00915 2 6.1363 0.4081 2478.95 2478.4 1 54.000004 2 R.HGSGSGHSSSYGQHGSGSGWSSSSGR.H 1365 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_108.005885.00588 2 5.4489 0.473 1929.81 1930 1 66.66667 8 R.GPYESGSGHSSGLGHQESR.S 572 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_PK_111.010006.010 2 3.1701 0.4048 1584.53 1585.6 1 56.666668 2 R.GPYESGSGHSSGLGHR.E 1038 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.009152.00915 3 3.2989 0.3201 3715.73 3713.7 5 16.447369 1 R.HGAGSGQSPSRGRHGSGSGHSSSYGQHGSGSGWSSSSGR.H 1352 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.006324.0063 2 2.879 0.2701 1930.53 1930 1 47.22222 1 R.GPYESGSGHSSGLGHQESR.S 572 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_NT_lymphocytes_Ti_111.009017.00901 3 5.6168 0.4645 2870.42 2870.8 1 28.57143 2 R.SEQHGSSSGLSSSYGQHGSGSHQSSGHGR.Q 739 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsSD-NE_NT_lymphocytes_Ti_111.009669.009669.2 2 4.6343 0.5015 1858.63 1859.8 1 63.88889 2 R.HGSSSGSSSHYGQHGSGSR.Q 1209 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_114.007593.0075 3 3.8638 0.2947 1860.53 1860.8 1 44.736843 2 R.HGSGSGHSSSHGQHGSGSGR.S 2188 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsSD-NE_NT_lymphocytes_Ti_111.008959.008959.2 2 2.8493 0.2296 1861.59 1860.8 1 44.736843 2 R.HGSGSGHSSSHGQHGSGSGR.S 2188 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsSD-NE_NT_lymphocytes_Ti_111.010490.010490.2 2 4.5153 0.4007 2478.01 2478.4 1 44 3 R.HGSGSGHSSSYGQHGSGSGWSSSSGR.H 1365 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_115.004385.0043 2 3.1679 0.465 1859.51 1860.8 1 44.736843 4 R.HGSGSGHSSSHGQHGSGSGR.S 2188 2 *
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.008474.0084 2 5.4654 0.5502 1860.31 1859.8 1 69.44444 6 R.HGSSSGSSSHYGQHGSGSR.Q 1209 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsSD-NE_NT_lymphocytes_Ti_111.010269.010269.3 3 5.4152 0.3549 2870.84 2870.8 1 27.67857 1 R.SEQHGSSSGLSSSYGQHGSGSHQSSGHGR.Q 739 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_113.008476.0084 2 3.0287 0.3564 1887.07 1886.9 1 55.263157 6 R.HGSGLGHSSSHGQHGSGSGR.S 1248 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.009272.0092 2 4.8102 0.5062 1587.73 1585.6 1 70 33 R.GPYESGSGHSSGLGHR.E 1038 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.009324.0093 2 5.9058 0.404 2479.31 2478.4 1 56 2 R.HGSGSGHSSSYGQHGSGSGWSSSSGR.H 1365 2
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NP_001009931.1| gi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 12 110 8.2 2850 282389 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.009327.0093 3 3.4473 0.179 3716.21 3713.7 1 16.447369 1 R.HGAGSGQSPSRGRHGSGSGHSSSYGQHGSGSGWSSSSGR.H 1352 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsSD-NE_PHA_lymphocytes_Ti_110.018415.018415 2 2.3369 0.0825 2617.49 2614.8 8 30.952381 1 R.GWWFSEQEADVFSALEEPAVCR.G 72 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsSD-NE_PHA_lymphocytes_Ti_102.000525.000525 2 2.6635 0.2847 2943.57 2944.3 4 31.034481 1 R.LGPFDGLLGFSQGAALAALVCALGQAGDPR.F 109 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.012916.0129 3 4.4498 0.294 2355.05 2353.7 1 33.75 2 K.ESILQRPLSLPSLHVFGDTDK.V 160 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012750.01275 2 3.529 0.2495 1309.37 1309.6 1 85 1 R.FILLVSGFCPR.G 144 2 *
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891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.012879.0128 2 2.8983 0.2702 2353.67 2353.7 3 40 3 K.ESILQRPLSLPSLHVFGDTDK.V 160 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008836.0088 3 3.6891 0.2514 2256.05 2253.5 1 35.714287 1 R.AELVCLSGPHPVPDPPGPEGAR.S 37 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008853.0088 2 2.0761 0.0852 2252.43 2253.5 6 35.714287 1 R.AELVCLSGPHPVPDPPGPEGAR.S 37 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsSD-NE_NT_lymphocytes_Ti_114.012221.012221.3 3 4.0488 0.2574 3614.03 3615.1 3 22.058825 1 K.VIPSQESVQLASQFPGAITLTHSGGHFIPAAAPQR.Q 181 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsSD-NE_NT_lymphocytes_Ti_108.013451.013451.3 3 3.9131 0.2459 2353.88 2353.7 2 31.25 2 K.ESILQRPLSLPSLHVFGDTDK.V 160 2 *
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NP_543012.1| gi|18201880|ref|NP_543012.1| candidate tumor suppressor in ovarian cancer 2 [Homo sapiens] 8 14 62.1 227 24418 6.9 HsSD-NE_NT_lymphocytes_Ti_107.003299.003299.2 2 2.5302 0.0875 2946.27 2944.3 4 27.586206 1 R.LGPFDGLLGFSQGAALAALVCALGQAGDPR.F 109 2 *
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_PHA_lymphocytes_Ti_113.003234.003234 2 3.0203 0.3115 1751.57 1750 1 56.666668 2 K.KEHVNVVFIGHVDAGK.S 72 2
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_PHA_lymphocytes_PK_111.001868.001868 3 4.6226 0.2243 2166.65 2167.5 1 52.941177 2 W.YIGLPFIPYLDNLPNFNR.S 279 1 *
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_PHA_lymphocytes_PK_110.000296.000296 2 4.9347 0.3892 2165.97 2167.5 1 70.588234 12 W.YIGLPFIPYLDNLPNFNR.S 279 1 *
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.010054.010054 2 3.0632 0.3234 1415.77 1414.6 1 77.27273 3 R.TFDAQIVIIEHK.S 392 2 *
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.012405.012405 2 3.2683 0.2697 2072.27 2073.3 1 44.11765 1 R.TAGTICLETFKDFPQMGR.F 459 2
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_NT_lymphocytes_Ti_114.010154.010154.2 2 3.1516 0.2147 1364.23 1364.6 4 68.181816 2 R.KHFTILDAPGHK.S 152 2
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010029.0100 2 3.2839 0.2878 1364.61 1364.6 2 72.72727 2 K.KHFTILDAPGHK.S 152 2
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_002085.1| gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo sapiens] 7 27 20.4 499 55756 5.6 HsSD-NE_NT_lymphocytes_Ti_107.013181.013181.3 3 5.0287 0.3222 3012.89 3012.3 1 36 3 R.LKGIEEEEILPGFILCDPNNLCHSGR.T 366 2 *
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_PHA_lymphocytes_Ti_105.000652.000652 2 2.5227 0.1624 2720.63 2721.2 1 31.25 1 -.MTSVRENILFGMGNPLLDISAVVDK.D 1 2 *
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.008656.008656 2 2.1927 0.14 1172.65 1172.4 9 65 1 R.AGHYAASIIIR.R 322 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.016646.016646 2 3.7602 0.1093 2245.19 2245.6 1 47.368423 2 K.VMPYVDILFGNETEAATFAR.E 213 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.003786.003786 2 3.9032 0.2836 1768.55 1767 1 63.333332 3 K.FKVEYHAGGSTQNSIK.V 56 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_PHA_lymphocytes_Ti_105.008726.008726 3 4.8314 0.3629 3479.57 3479.6 1 25.833332 2 R.KAAEAHVDAHYYEQNEQPTGTCAACITGDNR.S 102 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.019042.0190 2 4.3168 0.3699 2149.31 2146.5 1 57.894737 1 R.ENILFGMGNPLLDISAVVDK.D 6 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009081.00908 2 4.2586 0.3677 1410.67 1409.6 1 83.33333 1 R.SLIANLAAANCYK.K 133 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007517.00751 3 3.8597 0.2311 3351.38 3351.4 7 21.551723 1 K.AAEAHVDAHYYEQNEQPTGTCAACITGDNR.S 103 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.022120.0221 3 3.4089 0.233 2767.37 2765.2 2 29.166666 2 R.ENILFGMGNPLLDISAVVDKDFLDK.Y 6 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_NT_lymphocytes_Ti_104.018950.018950.3 3 4.6273 0.3372 3327.14 3324.7 1 26.666668 2 K.EIIDTNGAGDAFVGGFLSQLVSDKPLTECIR.A 291 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_NT_lymphocytes_Ti_107.017568.017568.2 2 4.8138 0.2976 1891.21 1890.2 1 80 2 R.IFTLNLSAPFISQFYK.E 192 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_NT_lymphocytes_Ti_104.010668.010668.1 1 2.8665 0.2752 1410.82 1409.6 1 54.166668 2 R.SLIANLAAANCYK.K 133 2
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NP_001114.2| gi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Homo sapiens] 13 23 48.7 345 38703 6.7 HsSD-NE_NT_lymphocytes_Ti_106.001570.001570.2 2 4.0563 0.5162 2762.89 2765.2 1 41.666664 3 R.ENILFGMGNPLLDISAVVDKDFLDK.Y 6 2
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_113.011878.01187 2 3.4141 0.2386 1377.75 1377.7 1 81.818184 3 R.RIFGLLMGTLQK.F 144 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008764.00876 2 4.7975 0.3813 1938.09 1939.1 1 73.333336 4 K.VELAQLQEEWNEHNAK.I 213 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007422.00742 3 3.7531 0.2329 3369.71 3371.4 1 25.892857 1 K.VAQREEELEETGNQHNDVEIEEAGEEEEK.E 312 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008549.00854 2 3.9983 0.1913 1876.75 1875.2 1 65.625 2 K.LTEVPVEPVLTVHPESK.S 537 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.006729.0067 2 2.6519 0.0926 1709.83 1708.9 7 50 1 K.LTGRDPNDVRPIQAR.L 29 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007499.00749 2 3.9189 0.2386 2918.29 2916.9 1 39.583336 1 R.EEELEETGNQHNDVEIEEAGEEEEK.E 316 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.009221.0092 2 3.9715 0.4006 1940.79 1939.1 2 63.333332 3 K.VELAQLQEEWNEHNAK.I 213 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_PK_105.009321.0093 2 2.9903 0.2914 2013.27 2015 1 53.125 1 R.EEELEETGNQHNDVEIE.E 316 1 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012868.01286 2 3.9246 0.1556 1224.03 1221.5 1 90 1 R.IFGLLMGTLQK.F 145 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsSD-NE_NT_lymphocytes_Ti_104.008506.008506.3 3 5.6584 0.3415 3369.89 3371.4 1 27.67857 2 K.VAQREEELEETGNQHNDVEIEEAGEEEEK.E 312 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.010551.0105 3 3.8704 0.2837 1329.98 1329.6 1 75 4 K.TKPHLFYIPGR.M 237 2 *
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NP_002678.2| gi|33356174|ref|NP_002678.2| "pinin, desmosome associated protein [Homo sapiens] " 10 27 13.9 717 81614 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.010490.0104 2 2.7356 0.2272 1329.65 1329.6 1 85 4 K.TKPHLFYIPGR.M 237 2 *
895 ENSG00000067167:ENSMUSG00000025935:NA TRAM1 gi|7657655|ref|NP_055109.1| gi|7657655|ref|NP_055109.1| translocation associated membrane protein 1 [Homo sapiens] 3 8 7.2 374 43072 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010608.01060 2 4.0769 0.3173 2126.83 2124.4 1 50 1 R.AENQKLDFSTGNFNVLAVR.I 279 2 *
895 ENSG00000067167:ENSMUSG00000025935:NA TRAM1 gi|7657655|ref|NP_055109.1| gi|7657655|ref|NP_055109.1| translocation associated membrane protein 1 [Homo sapiens] 3 8 7.2 374 43072 9.6 HsNaOH-NE_NT_lymphocytes_PK_108.007960.0079 1 2.1063 0.2539 865.38 865.96 5 71.42857 2 K.SPPVLSHE.F 10 1 *
895 ENSG00000067167:ENSMUSG00000025935:NA TRAM1 gi|7657655|ref|NP_055109.1| gi|7657655|ref|NP_055109.1| translocation associated membrane protein 1 [Homo sapiens] 3 8 7.2 374 43072 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012369.0123 2 4.0922 0.3235 1555.59 1553.8 1 69.230774 4 K.LDFSTGNFNVLAVR.I 284 2 *
895 ENSG00000067167:ENSMUSG00000025935:NA TRAM1 gi|7657655|ref|NP_055109.1| gi|7657655|ref|NP_055109.1| translocation associated membrane protein 1 [Homo sapiens] 3 8 7.2 374 43072 9.6 HsSD-NE_NT_lymphocytes_Ti_103.013382.013382.2 2 3.3836 0.1706 1556.17 1553.8 1 69.230774 1 K.LDFSTGNFNVLAVR.I 284 2 *
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.020735.020735 2 2.5541 0.1087 1855.09 1853.2 1 43.75 1 K.LWISNGGLADIFTVFAK.T 248 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007166.00716 2 3.5392 0.4184 1197.29 1197.3 2 77.27273 4 R.GFGGITHGPPEK.K 287 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010204.0102 2 3.9835 0.3797 2498.99 2498.7 1 41.666664 2 K.LASGETVAAFCLTEPSSGSDAASIR.T 205 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010905.0109 2 3.5231 0.3907 1458.37 1458.7 1 71.42857 4 K.NPFGNAGLLLGEAGK.Q 493 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011901.01190 2 3.0059 0.3184 1850.79 1851.1 1 50 2 R.AGLGSGLSLSGLVHPELSR.S 513 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009368.00936 2 3.7357 0.3873 1325.61 1325.5 1 75 2 R.GFGGITHGPPEKK.M 287 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010739.01073 2 3.7462 0.3804 1458.37 1458.7 1 75 3 K.NPFGNAGLLLGEAGK.Q 493 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010752.01075 1 2.9132 0.3598 1459.43 1458.7 1 57.14286 1 K.NPFGNAGLLLGEAGK.Q 493 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019770.01977 2 3.8512 0.172 1855.69 1853.2 1 75 3 K.LWISNGGLADIFTVFAK.T 248 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008116.00811 2 2.6018 0.1567 1199.37 1199.4 1 77.77778 3 K.IHNFGLIQEK.L 373 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009329.00932 2 3.3968 0.1881 1316.47 1317.5 3 75 1 K.GIVNEQFLLQR.L 557 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013851.01385 2 2.9391 0.3391 2638.91 2637.9 1 39.583336 1 K.ELGAFGLQVPSELGGVGLCNTQYAR.L 138 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011721.0117 2 2.8331 0.2522 1850.25 1851.1 1 44.444447 2 R.AGLGSGLSLSGLVHPELSR.S 513 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.013887.01388 3 3.4618 0.1284 2637.17 2637.9 2 28.125 1 K.ELGAFGLQVPSELGGVGLCNTQYAR.L 138 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsSD-NE_NT_lymphocytes_Ti_103.015226.015226.2 2 4.2878 0.3778 2637.99 2637.9 1 52.083332 2 K.ELGAFGLQVPSELGGVGLCNTQYAR.L 138 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsSD-NE_NT_lymphocytes_Ti_103.010655.010655.2 2 3.1324 0.1749 1414.83 1413.5 1 62.5 1 K.ASNTAEVFFDGVR.V 304 2
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_000009.1| gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031 "acyl-Coenzyme A dehydrogenase, very long chain isoform 1 precu 12 35 22.6 655 70390 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.009600.0096 2 2.8637 0.2825 1326.21 1325.5 8 58.333332 2 R.GFGGITHGPPEKK.M 287 2
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsSD-NE_PHA_lymphocytes_PK_107.009870.009870 3 4.0581 0.2149 2724.32 2722 1 38.04348 1 Q.TEEKTCDLVGEKGKESEKELALVK.R 27 1 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008067.00806 2 4.6342 0.4668 1631.25 1629.7 1 92.30769 1 R.HTLADNFNPVSEER.G 148 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.012735.0127 2 3.479 0.3197 2071.77 2071.3 1 50 2 K.SFESTVGQGSDTYIYIFR.V 59 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.020432.02043 3 6.1689 0.4728 3182.33 3184.5 1 37.5 4 K.GMEQFPHLAFWQDLGNLVADGCDFVCR.S 219 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.020036.0200 3 6.1316 0.3935 3183.86 3184.5 1 37.5 3 K.GMEQFPHLAFWQDLGNLVADGCDFVCR.S 219 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.013420.01342 2 2.4945 0.2399 2074.17 2071.3 3 44.11765 1 K.SFESTVGQGSDTYIYIFR.V 59 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsSD-NE_NT_lymphocytes_Ti_108.020715.020715.3 3 4.7556 0.3779 3185.36 3184.5 1 31.730768 1 K.GMEQFPHLAFWQDLGNLVADGCDFVCR.S 219 2 *
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_002346.1| gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-phosphate receptor precursor [Homo 5 14 30 277 30993 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.020010.0200 2 2.0517 0.3749 3184.51 3184.5 1 36.53846 1 K.GMEQFPHLAFWQDLGNLVADGCDFVCR.S 219 2 *
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsSD-NE_PHA_lymphocytes_PK_107.015534.015534 1 2.3483 0.2151 1323.65 1323.5 5 50 1 K.GYNKAVDWWAL.G 215 1
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsSD-NE_PHA_lymphocytes_Ti_104.019064.019064 2 2.3746 0.0857 1674.15 1671.9 3 54.166668 2 K.WFATTDWIAIYQR.K 297 2
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3754.375 2 3.4418 0.2381 1388.51 1389.7 1 68.181816 1 R.ILQAVNFPFLVK.L 95 2
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsSD-NE_PHA_lymphocytes_PK_106.014768.014768 2 3.7097 0.1721 2089.19 2087.4 5 46.875 1 L.DLIYRDLKPENLLIDQQ.G 162 0
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsSD-NE_NT_lymphocytes_Ti_104.015560.015560.2 2 5.1388 0.1842 2193.77 2193.5 1 63.88889 5 R.TWTLCGTPEYLAPEIILSK.G 196 2
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_002721.1| gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1| cAMP-dependent protein kinase catalytic subunit alpha isoform 1 [H 6 13 24.5 351 40590 8.8 HsSD-NE_NT_lymphocytes_Ti_109.012329.012329.2 2 3.328 0.3567 1662.97 1662.9 2 65.38461 3 R.FPSHFSSDLKDLLR.N 258 2
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsSD-NE_PHA_lymphocytes_PK_110.019936.019936 2 3.6196 0.3016 1871.73 1871.2 1 60.714287 3 L.LMHLPPEEAFWCLVQ.I 188 0 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsSD-NE_PHA_lymphocytes_PK_109.018776.018776 2 3.0352 0.2525 1643.47 1643.9 1 66.66667 1 L.LMHLPPEEAFWCL.V 188 0 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsSD-NE_PHA_lymphocytes_PK_110.015180.015180 2 2.7215 0.2718 1995.51 1995.3 1 50 1 C.EVYLPGYYGPHMEAVRL.D 205 0 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011900.01190 2 3.5505 0.2373 1429.41 1428.6 1 80.769226 2 R.GACPGLLETLGALR.A 303 2 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_NT_lymphocytes_Ti_114.011943.01194 3 3.7523 0.24 2718.8 2720.2 1 31.52174 1 R.QFPLHEMFVSPQGHGQQGLLQVLK.A 142 2 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009677.00967 2 3.0481 0.2039 2198.01 2196.4 1 42.857143 1 R.YGFIGGSSAEPGPGHPPADLIR.Q 40 2 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009893.0098 2 3.7696 0.3961 2196.71 2196.4 1 47.61905 2 R.YGFIGGSSAEPGPGHPPADLIR.Q 40 2 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.003464.0034 2 2.7669 0.171 1746.29 1744 4 53.125 1 R.LAGAQAIFEAQQLAGVR.R 368 2 *
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NP_940919.1| gi|38348348|ref|NP_940919.1| "TBC1 domain family, member 10C [Homo sapiens] " 7 13 24.4 446 49712 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3079.307 2 5.0832 0.3527 1744.33 1744 1 59.375 1 R.LAGAQAIFEAQQLAGVR.R 368 2 *
900 ENSG00000179820:ENSMUSG00000068566:ENSRNOG00000016588 MYADM gi|66932929|ref|NP_001018657.1| gi|66932929|ref|NP_001018657.1| myeloid-associated differentiation marker [Homo sapiens] 3 9 10.2 322 35274 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008410.00841 3 3.3965 0.2482 2253.92 2253.5 4 35.227272 1 R.TTITTTTTSSSGLGSPMIVGSPR.A 8 2 *
900 ENSG00000179820:ENSMUSG00000068566:ENSRNOG00000016588 MYADM gi|66932929|ref|NP_001018657.1| gi|66932929|ref|NP_001018657.1| myeloid-associated differentiation marker [Homo sapiens] 3 9 10.2 322 35274 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.008800.0088 3 4.1796 0.3021 2255.96 2253.5 3 32.954548 2 R.TTITTTTTSSSGLGSPMIVGSPR.A 8 2 *
900 ENSG00000179820:ENSMUSG00000068566:ENSRNOG00000016588 MYADM gi|66932929|ref|NP_001018657.1| gi|66932929|ref|NP_001018657.1| myeloid-associated differentiation marker [Homo sapiens] 3 9 10.2 322 35274 8.2 HsSD-NE_NT_lymphocytes_Ti_102.009868.009868.2 2 5.3123 0.4007 2253.89 2253.5 1 54.545456 4 R.TTITTTTTSSSGLGSPMIVGSPR.A 8 2 *
900 ENSG00000179820:ENSMUSG00000068566:ENSRNOG00000016588 MYADM gi|66932929|ref|NP_001018657.1| gi|66932929|ref|NP_001018657.1| myeloid-associated differentiation marker [Homo sapiens] 3 9 10.2 322 35274 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2530.253 2 2.7891 0.3104 1082.35 1082.3 1 88.88889 2 R.ALTQPLGLLR.L 31 2 *
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsSD-NE_PHA_lymphocytes_PK_109.015288.015288 2 2.519 0.1653 1212.03 1211.4 2 81.25 1 A.ILRFPYESW.G 263 0
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsSD-NE_PHA_lymphocytes_PK_113.012130.012130 2 3.8718 0.2547 1933.27 1933.3 1 59.375 2 K.LSVIHRDVKPSNVLINK.E 184 2
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012290.01229 2 3.5335 0.3283 1728.17 1728.9 1 73.07692 2 R.FPYESWGTPFQQLK.Q 266 2
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009262.00926 2 3.9674 0.3823 1751.83 1751 3 56.666668 1 R.ISCMSKPPAPNPTPPR.N 27 2 *
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsSD-NE_NT_lymphocytes_Ti_104.013095.013095.2 2 3.947 0.3712 1717.81 1717.9 1 80.769226 1 R.FSPEFVDFTAQCLR.K 294 2
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NP_659731.1| gi|21618349|ref|NP_659731.1| mitogen-activated protein kinase kinase 3 isoform B [Homo sapiens 6 8 20.7 347 39318 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1684.168 1 1.9621 0.111 822.25 822.94 6 78.57143 1 R.GAYGVVEK.V 73 2
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_PHA_lymphocytes_Ti_107.013490.013490 2 3.0756 0.2566 1879.49 1880.1 3 50 3 R.AHLLAEVIENLECDPR.H 295 2 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.018348.018348 2 2.8204 0.2641 2711.19 2713.1 1 38.636364 1 R.NITLPHLESQSLSIQWVYNILDK.K 160 2 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_PHA_lymphocytes_PK_109.010657.010657 1 1.8532 0.2677 1539.75 1540.7 1 46.42857 1 L.GFEAPGSGVERAHLL.A 284 0 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008662.0086 2 4.9231 0.3519 1917.75 1918 1 66.66667 2 K.VNEASGDGDGEDAVVILEK.T 68 2 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_NT_lymphocytes_Ti_107.013607.013607.2 2 4.3703 0.3379 1882.51 1880.1 1 80 3 R.AHLLAEVIENLECDPR.H 295 2 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_NT_lymphocytes_Ti_111.014216.014216.2 2 2.9412 0.139 2189.63 2187.4 3 43.75 1 K.WNQQQLDDLYLIAICHR.R 208 2 *
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_054745.1| gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo sapiens] 5 15 25.5 337 38609 6.4 HsSD-NE_NT_lymphocytes_Ti_102.009585.009585.2 2 4.9912 0.3136 1919.17 1918 1 69.44444 4 K.VNEASGDGDGEDAVVILEK.T 68 2 *
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.013323.01332 2 3.6154 0.2777 1467.77 1467.7 1 83.33333 3 K.TECALLGFVTDLK.Q 535 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012087.01208 2 4.4533 0.3404 1916.61 1916.2 1 61.764706 1 K.YGDLLPADGILIQGNDLK.I 216 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.018852.01885 2 3.4271 0.1073 2208.57 2205.6 1 45 1 R.NGQLIQLPVAEIVVGDIAQVK.Y 195 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.000153.00015 3 4.336 0.3583 4615.1 4615 1 21.875 5 R.DFDDTEPSWDNENEILTELTCIAVVGIEDPVRPEVPDAIAK.C 644 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.011714.01171 2 5.2685 0.347 1883.45 1882.1 1 75 3 K.EASDIILTDDNFTSIVK.A 812 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009069.00906 2 4.3233 0.3532 2149.09 2146.3 1 63.88889 1 R.DALTQINVHYGGVQNLCSR.L 39 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008303.00830 2 2.553 0.3207 2900.49 2900.1 3 28 1 K.TQDGVALEIQPLNSQEGIDNEEKDKK.A 315 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009776.00977 2 3.7919 0.2876 1846.31 1844 1 66.66667 4 K.DAEGLDEIDHAEMELR.R 1072 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.006735.00673 2 2.2306 0.2059 1643.79 1645.8 2 46.42857 1 K.IDESSLTGESDHVKK.S 234 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011916.01191 2 4.4585 0.4008 2272.49 2271.6 1 58.333332 1 K.SIHSFMTHPEFAIEEELPR.T 1126 2 *
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009704.0097 2 4.4034 0.398 2528.77 2528.7 1 45.454548 3 K.TQDGVALEIQPLNSQEGIDNEEK.D 315 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013692.0136 2 3.8729 0.3827 1467.17 1467.7 1 87.5 2 K.TECALLGFVTDLK.Q 535 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011246.01124 2 2.8227 0.169 1077.57 1076.3 1 100 2 R.RGQILWFR.G 1088 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_PK_114.013563.0135 2 3.8802 0.2893 1881.81 1882.1 1 59.375 2 K.EASDIILTDDNFTSIVK.A 812 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009521.00952 2 5.4613 0.4592 2015.49 2015.2 1 71.875 3 K.AFHSSLHESIQKPYNQK.S 1109 2 *
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.018392.0183 3 3.0887 0.1199 2824.97 2822.4 1 29 1 K.FSIIRNGQLIQLPVAEIVVGDIAQVK.Y 190 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009440.0094 2 4.1545 0.2937 2148.83 2146.3 1 61.11111 2 R.DALTQINVHYGGVQNLCSR.L 39 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008637.00863 2 3.5391 0.1055 1651.83 1651.9 1 68.75 1 K.KADVGFAMGIAGTDVAK.E 795 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsSD-NE_NT_lymphocytes_Ti_108.012447.012447.2 2 4.6443 0.3751 2273.61 2271.6 1 69.44444 1 K.SIHSFMTHPEFAIEEELPR.T 1126 2 *
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsSD-NE_NT_lymphocytes_Ti_102.013578.013578.2 2 3.0622 0.1112 1916.41 1916.2 7 50 1 K.YGDLLPADGILIQGNDLK.I 216 2
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NP_001675.3| gi|48255957|ref|NP_001675.3| plasma membrane calcium ATPase 4 isoform 4b [Homo sapiens] 15 46 20.9 1205 133930 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.021866.0218 3 4.4364 0.3455 4616.54 4615 1 20 7 R.DFDDTEPSWDNENEILTELTCIAVVGIEDPVRPEVPDAIAK.C 644 2
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsSD-NE_PHA_lymphocytes_PK_110.000006.000006 2 4.8736 0.458 2539.49 2538.9 1 56.81818 5 K.HIYQPYPSGADVPFGPPLDIQIL.H 418 1 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsSD-NE_PHA_lymphocytes_PK_108.015969.015969 2 4.5022 0.452 2313.85 2312.6 1 57.5 6 K.HIYQPYPSGADVPFGPPLDIQ.I 418 1 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018003.01800 3 4.3085 0.406 2923.04 2923.1 1 33.695652 3 R.IGFAPSSWIDDYFDWVKPQSSCCR.V 935 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008558.0085 2 4.5549 0.3654 1815.35 1814.9 1 62.5 3 R.GAEDGTSVQASESCLFR.F 803 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011841.01184 2 3.9846 0.2977 1961.77 1961.2 1 64.28571 2 R.LEKEYFDQHFGPFFR.T 390 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.017924.01792 2 4.1914 0.3997 2924.47 2923.1 1 41.304348 3 R.IGFAPSSWIDDYFDWVKPQSSCCR.V 935 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.013277.0132 2 4.3697 0.3772 2927.43 2926.2 1 38 2 K.SISQYLHAGPPVYFVLEEGHDYTSSK.G 878 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.013028.0130 3 6.19 0.4756 2924.84 2926.2 1 40 3 K.SISQYLHAGPPVYFVLEEGHDYTSSK.G 878 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011156.01115 2 5.6557 0.5475 1881.53 1882.1 1 75 7 K.GGHAAYSSAVNILLGHGTR.V 1014 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.011223.0112 3 3.8318 0.3833 1961.15 1961.2 1 50 1 R.LEKEYFDQHFGPFFR.T 390 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.011468.01146 2 3.2707 0.395 1591.21 1590.7 2 54.545456 2 K.EYFDQHFGPFFR.T 393 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009314.00931 2 3.8866 0.4602 1805.81 1807 1 75 2 K.RYNCEYSGPPKPLPK.D 39 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.011109.01110 2 3.3853 0.3175 1519.57 1520.8 1 91.66667 2 R.FLPMFLSDNPNPK.C 998 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011252.0112 2 4.9109 0.2849 1963.17 1961.2 1 71.42857 4 R.LEKEYFDQHFGPFFR.T 390 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011594.0115 2 2.7967 0.2644 1589.45 1590.7 1 59.090908 1 K.EYFDQHFGPFFR.T 393 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.017558.0175 2 3.3053 0.3721 2922.83 2923.1 3 32.608696 2 R.IGFAPSSWIDDYFDWVKPQSSCCR.V 935 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.007199.00719 2 3.0232 0.1694 1650.27 1650.8 1 73.07692 1 R.YNCEYSGPPKPLPK.D 40 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsSD-NE_NT_lymphocytes_Ti_110.012740.012740.2 2 2.9553 0.2092 1962.37 1961.2 1 57.14286 1 R.LEKEYFDQHFGPFFR.T 390 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.015831.0158 3 4.5307 0.2992 2553.86 2552.8 1 36.842106 2 R.CPSCFYNLLNLFCELTCSPR.Q 97 2 *
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904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsSD-NE_NT_lymphocytes_Ti_111.014011.014011.3 3 4.2551 0.3615 2926.46 2926.2 1 32 1 K.SISQYLHAGPPVYFVLEEGHDYTSSK.G 878 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsSD-NE_NT_lymphocytes_Ti_112.012499.012499.2 2 3.9231 0.4746 1881.59 1882.1 1 52.77778 1 K.GGHAAYSSAVNILLGHGTR.V 1014 2 *
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_000262.1| gi|4557803|ref|NP_000262.1| "Niemann-Pick disease, type C1 precursor [Homo sapiens] " 15 56 13.5 1278 142148 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.009605.0096 2 3.6174 0.4382 1805.95 1807 1 78.57143 2 K.RYNCEYSGPPKPLPK.D 39 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.014386.014386 3 6.8391 0.4068 4196.84 4195.6 1 33.088234 6 K.YLAHLEQLKEEELNPDFIEQVAEFCSYILSHSNVK.T 244 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.014482.014482 3 6.9108 0.4288 4323.11 4323.8 1 30.714285 5 K.KYLAHLEQLKEEELNPDFIEQVAEFCSYILSHSNVK.T 243 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.002400.002400 2 3.0776 0.2418 2729.05 2727 1 32.608696 2 R.DFTLELEVDGEPITADDYLELSLK.L 182 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_PK_109.018555.018555 2 3.3217 0.3151 1904.57 1906.2 1 63.333332 1 K.VQLPTETLQELLDLHR.D 341 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.019481.019481 2 2.6797 0.2525 2013.05 2012.5 7 38.88889 1 K.ILSAITQPVVVVAIVGLYR.T 30 2
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_NT_lymphocytes_Ti_113.011672.01167 2 3.048 0.2868 1411.65 1411.7 1 75 2 K.GIWMWCVPHPK.K 77 2
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014433.0144 2 4.0815 0.3894 1905.81 1906.2 1 70 2 K.VQLPTETLQELLDLHR.D 341 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.020192.0201 2 2.9534 0.4114 3049.43 3049.3 1 33.333336 4 K.ANSSPGNNSVDDSADFVSFFPAFVWTLR.D 154 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010377.0103 2 3.6083 0.3346 2108.45 2108.4 1 50 2 K.KPEHTLVLLDTEGLGDIEK.G 88 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.020205.0202 3 5.546 0.3427 3051.44 3049.3 1 30.555555 1 K.ANSSPGNNSVDDSADFVSFFPAFVWTLR.D 154 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_NT_lymphocytes_Ti_115.014904.014904.3 3 4.9591 0.2921 4198.28 4195.6 1 24.264706 3 K.YLAHLEQLKEEELNPDFIEQVAEFCSYILSHSNVK.T 244 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_NT_lymphocytes_Ti_113.019580.019580.2 2 2.6996 0.1231 2729.09 2727 4 30.434782 2 R.DFTLELEVDGEPITADDYLELSLK.L 182 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_NT_lymphocytes_Ti_106.020230.020230.2 2 3.047 0.4633 3047.43 3049.3 1 35.185184 2 K.ANSSPGNNSVDDSADFVSFFPAFVWTLR.D 154 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_NT_lymphocytes_Ti_108.011595.011595.2 2 2.9149 0.1755 2109.15 2108.4 1 44.444447 1 K.KPEHTLVLLDTEGLGDIEK.G 88 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014643.0146 3 3.3761 0.4319 4194.14 4195.6 1 26.470589 1 K.YLAHLEQLKEEELNPDFIEQVAEFCSYILSHSNVK.T 244 2 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_PK_106.011711.01171 2 3.0555 0.2381 1692.51 1692.9 1 50 1 Q.AMDQLHYVTELTDR.I 138 1 *
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NP_004111.2| gi|38327558|ref|NP_004111.2| "guanylate binding protein 2, interferon-inducible [Homo sapiens] " 11 37 28.3 591 67209 5.7 HsSD-NE_PHA_lymphocytes_PK_105.017188.017188 2 3.02 0.3558 2100.33 2098.2 2 43.75 1 L.KEEELNPDFIEQVAEFC.S 252 0 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_PHA_lymphocytes_PK_107.020176.020176 2 4.3835 0.4328 1675.55 1676.1 1 78.57143 2 R.ILEPGLNILIPVLDR.I 58 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.018264.0182 2 5.6959 0.553 2307.31 2304.5 1 65 1 R.ESLNASIVDAINQAADCWGIR.C 151 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.020244.02024 2 2.3913 0.3389 3052.07 3052.5 1 31.034481 1 K.DSNTILLPSNPGDVTSMVAQAMGVYGALTK.A 292 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012515.01251 2 4.5204 0.411 2016.07 2015.3 1 65.625 1 R.NTVVLFVPQQEAWVVER.M 35 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.020644.0206 2 2.9679 0.3425 3054.87 3052.5 1 36.206894 1 K.DSNTILLPSNPGDVTSMVAQAMGVYGALTK.A 292 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_NT_lymphocytes_Ti_105.016921.016921.2 2 4.1896 0.352 1676.19 1676.1 1 82.14286 2 R.ILEPGLNILIPVLDR.I 58 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_NT_lymphocytes_Ti_107.013399.013399.2 2 4.3869 0.3086 2015.79 2015.3 1 56.25 3 R.NTVVLFVPQQEAWVVER.M 35 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_NT_lymphocytes_Ti_103.000705.000705.2 2 4.1354 0.4098 3054.07 3052.5 1 43.103447 4 K.DSNTILLPSNPGDVTSMVAQAMGVYGALTK.A 292 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_NT_lymphocytes_Ti_104.019436.019436.3 3 4.2233 0.1534 2303.63 2304.5 1 37.5 2 R.ESLNASIVDAINQAADCWGIR.C 151 2 *
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_038470.1| gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sapiens] 5 19 23.3 356 38534 7.4 HsSD-NE_NT_lymphocytes_Ti_105.017975.017975.2 2 3.8066 0.4361 2303.03 2304.5 1 37.5 2 R.ESLNASIVDAINQAADCWGIR.C 151 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_PHA_lymphocytes_Ti_104.016295.016295 2 3.2919 0.0857 2337.51 2335.7 2 45 1 R.AIEALKEFNEDGALAVLQQFK.D 61 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.010794.010794 2 3.9816 0.3668 2698.97 2696 1 40 2 R.KYGGPPPDSVYSGQQPSVGTEIFVGK.I 143 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_PHA_lymphocytes_Ti_107.011945.011945 2 4.2972 0.5117 2445.77 2443.7 1 45.238094 2 K.VAEKLDEIYVAGLVAHSDLDER.A 39 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_PHA_lymphocytes_Ti_105.012412.012412 3 4.0133 0.3694 2441.75 2443.7 1 41.666664 2 K.VAEKLDEIYVAGLVAHSDLDER.A 39 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_PHA_lymphocytes_Ti_105.010130.010130 2 2.5852 0.3242 1552.25 1554.7 3 68.181816 1 K.LKDYAFIHFDER.D 370 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.015825.0158 2 4.0076 0.2869 1595.35 1594.8 3 83.33333 2 R.DLFEDELVPLFEK.A 172 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009075.00907 2 4.1057 0.2212 1943.89 1944.1 1 62.5 1 K.VTEGLTDVILYHQPDDK.K 266 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011306.0113 2 3.6936 0.3452 1474.33 1474.7 1 83.33333 1 R.NLANTVTEEILEK.A 344 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.016109.01610 2 4.1798 0.2096 1596.95 1594.8 2 87.5 2 R.DLFEDELVPLFEK.A 172 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_102.014852.014852.2 2 5.1437 0.284 2657.77 2655.9 1 45.652176 2 K.VWGNVGTVEWADPIEDPDPEVMAK.V 313 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_102.017660.017660.2 2 4.2124 0.3177 1593.77 1594.8 3 83.33333 5 R.DLFEDELVPLFEK.A 172 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_103.012286.012286.2 2 3.4921 0.3418 1474.39 1474.7 1 83.33333 2 R.NLANTVTEEILEK.A 344 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_106.014778.014778.2 2 5.5657 0.419 2338.31 2335.7 1 65 3 R.AIEALKEFNEDGALAVLQQFK.D 61 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_106.014747.014747.3 3 4.1157 0.2024 2336.57 2335.7 1 37.5 3 R.AIEALKEFNEDGALAVLQQFK.D 61 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_102.015194.015194.2 2 4.4498 0.3013 1709.59 1709.9 1 71.42857 2 K.EFNEDGALAVLQQFK.D 67 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_108.012656.012656.2 2 3.1228 0.131 1945.23 1944.1 3 46.875 1 K.VTEGLTDVILYHQPDDK.K 266 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011285.011285.2 2 4.4687 0.4451 2567.33 2567.8 1 41.666664 4 K.YGGPPPDSVYSGQQPSVGTEIFVGK.I 144 2 *
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NP_006363.3| gi|23397427|ref|NP_006363.3| "synaptotagmin binding, cytoplasmic RNA interacting protein [Hom 13 38 23.8 623 69633 8.6 HsSD-NE_NT_lymphocytes_Ti_102.017684.017684.1 1 3.9407 0.2046 1595.67 1594.8 3 70.83333 2 R.DLFEDELVPLFEK.A 172 2 *
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|NP_002991.2| gi|115387094|ref|NP_002991.2| "succinate dehydrogenase complex, subunit B, iron sulfur (Ip) [Hom 5 14 21.1 280 31630 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.006692.006692 2 3.5648 0.1262 1422.87 1423.6 1 81.818184 3 K.IKNEVDSTLTFR.R 79 2 *
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|NP_002991.2| gi|115387094|ref|NP_002991.2| "succinate dehydrogenase complex, subunit B, iron sulfur (Ip) [Hom 5 14 21.1 280 31630 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013030.01303 2 2.5297 0.1816 1672.99 1673.9 1 61.538464 1 K.DLVPDLSNFYAQYK.S 138 2 *
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|NP_002991.2| gi|115387094|ref|NP_002991.2| "succinate dehydrogenase complex, subunit B, iron sulfur (Ip) [Hom 5 14 21.1 280 31630 8.8 HsSD-NE_PHA_lymphocytes_PK_105.013947.013947 2 2.624 0.3274 1512.93 1513.7 1 77.27273 1 R.EKLDGLYECILC.A 178 1 *
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|NP_002991.2| gi|115387094|ref|NP_002991.2| "succinate dehydrogenase complex, subunit B, iron sulfur (Ip) [Hom 5 14 21.1 280 31630 8.8 HsSD-NE_PHA_lymphocytes_PK_105.014081.01408 2 3.2594 0.2987 1353.73 1353.5 1 75 2 R.EKLDGLYECIL.C 178 1 *
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|NP_002991.2| gi|115387094|ref|NP_002991.2| "succinate dehydrogenase complex, subunit B, iron sulfur (Ip) [Hom 5 14 21.1 280 31630 8.8 HsSD-NE_NT_lymphocytes_Ti_102.009346.009346.2 2 5.576 0.4582 2255.99 2257.4 1 62.5 7 R.EGICGSCAMNINGGNTLACTR.R 95 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_Ti_112.013033.013033 2 2.7636 0.2822 3121.19 3119.4 5 31.25 1 K.HYPCTLVGTWNTWYGEQDQAVHLWR.Y 105 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_PK_110.018685.018685 2 2.7415 0.3197 2004.29 2002.3 2 43.333332 1 R.SYQLRPGTMIEWGNYW.A 191 1 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.007979.007979 2 3.7383 0.2344 1993.83 1991.2 1 66.66667 1 K.LQFHNVKPECLEAYNK.I 76 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_Ti_112.012742.012742 3 5.9473 0.4059 3743.12 3742.1 1 32.75862 7 K.IHEDKHYPCTLVGTWNTWYGEQDQAVHLWR.Y 100 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_Ti_114.013239.013239 2 4.4429 0.1889 2120.61 2118.4 1 65.625 2 R.KNQLLLEFSFWNEPVPR.S 165 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.018742.018742 2 2.8662 0.1753 2481.31 2480.8 1 39.473686 1 K.HGWEELVYYTVPLIQEMESR.I 256 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.019386.01938 2 3.2657 0.3357 2480.55 2480.8 1 47.368423 2 K.HGWEELVYYTVPLIQEMESR.I 256 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010428.0104 2 2.5551 0.1646 1990.29 1991.2 4 50 1 K.LQFHNVKPECLEAYNK.I 76 2 *
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_001474.1| gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapiens] 7 18 34.6 286 33743 9.4 HsSD-NE_PHA_lymphocytes_PK_106.013569.013569 2 3.0998 0.2868 1408.89 1408.6 1 70 2 L.EFSFWNEPVPR.S 171 1 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.009528.009528 3 4.6542 0.2916 3133.79 3134.5 1 25.833332 2 K.IGTQGNVNFGGRPQLPGSHPATWSAGGIISR.I 262 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_PHA_lymphocytes_PK_114.012868.012868 2 3.9999 0.393 1991.81 1993.2 1 50 8 Q.GNVNFGGRPQLPGSHPATW.S 266 0 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.010515.010515 2 3.5944 0.3704 1464.41 1462.7 1 73.07692 1 R.NYLGGFALSVAHGR.K 46 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.014202.0142 2 4.7251 0.3653 2261.53 2259.5 1 57.894737 4 R.EEAEDYLVQGGMSDGLYLLR.Q 23 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016115.0161 2 2.6378 0.1636 1828.15 1825.2 5 43.75 1 K.TVAVKILKNEANDPALK.D 398 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_NT_lymphocytes_Ti_109.014501.014501.2 2 3.9547 0.4249 1602.59 1599.9 1 80.769226 2 K.NIIELVHQVSMGMK.Y 470 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_NT_lymphocytes_Ti_110.011309.011309.2 2 4.3704 0.4811 2738.89 2739.9 1 50 6 R.THASPADLCHYHSQESDGLVCLLK.K 81 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_NT_lymphocytes_Ti_111.012613.012613.3 3 3.2009 0.1778 2740.61 2739.9 1 31.52174 1 R.THASPADLCHYHSQESDGLVCLLK.K 81 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_NT_lymphocytes_Ti_114.013282.013282.2 2 4.7412 0.4755 1959.35 1958.2 1 71.42857 1 K.KFDTLWQLVEHYSYK.A 233 2 *
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NP_003168.2| gi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sapiens] 10 27 22.7 635 72066 8.2 HsSD-NE_NT_lymphocytes_Ti_112.010313.010313.1 1 2.3373 0.2026 1154.51 1155.3 2 62.5 1 R.KAHHYTIER.E 60 2 *
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsSD-NE_PHA_lymphocytes_Ti_105.017876.017876 3 6.1328 0.4451 2281.73 2280.6 1 51.315792 3 R.KFDLGQDVIDFTGHALALYR.T 174 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.017368.017368 2 3.9334 0.3525 2152.17 2152.4 1 55.555557 2 K.FDLGQDVIDFTGHALALYR.T 175 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.017254.017254 2 4.1745 0.3792 2283.37 2280.6 1 60.526318 1 R.KFDLGQDVIDFTGHALALYR.T 174 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017913.01791 2 3.5199 0.2663 2152.41 2152.4 1 47.22222 2 K.FDLGQDVIDFTGHALALYR.T 175 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.017751.0177 2 2.8646 0.1953 2153.51 2152.4 1 47.22222 1 K.FDLGQDVIDFTGHALALYR.T 175 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.017054.0170 2 3.3086 0.3147 2282.57 2280.6 1 52.63158 2 R.KFDLGQDVIDFTGHALALYR.T 174 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015274.01527 2 5.226 0.4999 2143.15 2142.5 1 69.44444 2 K.SPYLYPLYGLGELPQGFAR.L 222 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsSD-NE_NT_lymphocytes_Ti_102.008616.008616.2 2 3.5981 0.1005 2200.77 2200.3 1 55.555557 1 K.NTNDANSCQIIIPQNQVNR.K 310 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4139.413 2 3.768 0.3138 2141.66 2142.5 1 52.77778 2 K.SPYLYPLYGLGELPQGFAR.L 222 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.017055.0170 3 6.0118 0.453 2280.89 2280.6 1 55.263157 5 R.KFDLGQDVIDFTGHALALYR.T 174 2
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_001484.1| gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Homo sapiens] 6 22 17.2 447 50583 5.1 HsSD-NE_NT_lymphocytes_Ti_102.012489.012489.2 2 3.9268 0.2951 2149.73 2148.3 1 44.444447 1 R.NPYYGGESSSITPLEELYK.R 36 2 *
912 ENSG00000130810:NA:NA PPAN-P2RY11 gi|47174861|ref|NP_064615.3| gi|47174861|ref|NP_064615.3|;gi|99028871|ref|NP_00103575 peter pan homolog [Homo sapiens] 3 4 14.6 473 53194 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009977.00997 2 4.2554 0.3598 1840.33 1838 1 63.333332 1 R.NLEAYAANPHSFVFTR.G 21 2
912 ENSG00000130810:NA:NA PPAN-P2RY11 gi|47174861|ref|NP_064615.3| gi|47174861|ref|NP_064615.3|;gi|99028871|ref|NP_00103575 peter pan homolog [Homo sapiens] 3 4 14.6 473 53194 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012101.0121 2 3.57 0.2696 2000.33 1999.2 1 60.000004 1 R.CLLIDYNPDSQELDFR.H 180 2
912 ENSG00000130810:NA:NA PPAN-P2RY11 gi|47174861|ref|NP_064615.3| gi|47174861|ref|NP_064615.3|;gi|99028871|ref|NP_00103575 peter pan homolog [Homo sapiens] 3 4 14.6 473 53194 10.1 HsSD-NE_NT_lymphocytes_Ti_104.015330.015330.3 3 4.3152 0.36 3805.82 3806.1 1 25 1 R.LQDISELLATGAGLSESEAEPDGDHNITELPQAVAGR.G 224 2
912 ENSG00000130810:NA:NA PPAN-P2RY11 gi|47174861|ref|NP_064615.3| gi|47174861|ref|NP_064615.3|;gi|99028871|ref|NP_00103575 peter pan homolog [Homo sapiens] 3 4 14.6 473 53194 10.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2552.25 2 4.4405 0.2906 1837.28 1838 1 63.333332 1 R.NLEAYAANPHSFVFTR.G 21 2
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsSD-NE_PHA_lymphocytes_PK_114.018145.018145 2 3.2174 0.2901 2768.25 2768.1 4 32.608696 4 R.FRAPELLFRPDLIGEESEGIHEVL.V 256 1 *
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsSD-NE_PHA_lymphocytes_PK_107.014180.014180 2 3.1614 0.2411 2448.79 2448.7 1 36.95652 1 T.GRTTGVVLDSGDGVTHAVPIYEGF.A 151 0
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.015230.0152 2 4.7693 0.4515 1685.85 1685 1 76.666664 2 R.TLFSNIVLSGGSTLFK.G 293 2 *
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.012706.0127 3 4.2258 0.2865 3161.81 3159.6 3 24.13793 2 R.TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR.I 153 2
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.015352.01535 2 4.3489 0.4056 1687.35 1685 1 73.333336 3 R.TLFSNIVLSGGSTLFK.G 293 2 *
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.014668.0146 3 4.6859 0.347 3154.55 3151.6 1 29.62963 1 R.APELLFRPDLIGEESEGIHEVLVFAIQK.S 258 2 *
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsSD-NE_NT_lymphocytes_Ti_108.013383.013383.3 3 4.583 0.2362 3162.41 3159.6 1 33.62069 1 R.TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR.V 153 2
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 159 0
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_005727.1| gi|5031569|ref|NP_005727.1| "ARP1 actin-related protein 1 homolog A, centractin alpha [Homo s 6 17 20.7 376 42614 6.6 HsSD-NE_NT_lymphocytes_Ti_106.014902.014902.2 2 3.3032 0.2794 1685.85 1685 1 66.66667 2 R.TLFSNIVLSGGSTLFK.G 293 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.007461.00746 2 3.0092 0.0842 1402.45 1401.5 1 76.92308 4 R.GDPAHAGLAELGHR.L 422 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.012743.01274 2 2.8509 0.1368 1863.75 1862.1 1 63.333332 2 K.DSHDPLPSWAELLRPK.Y 566 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.015368.01536 2 3.8239 0.4615 1796.65 1796 1 70 3 K.ELPLSPAFFGEDGIFR.H 635 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007496.0074 2 3.3821 0.4005 1400.61 1401.5 1 80.769226 2 R.GDPAHAGLAELGHR.L 422 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.012112.0121 3 3.9462 0.3728 1861.61 1862.1 1 46.666668 2 K.DSHDPLPSWAELLRPK.Y 566 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_NT_lymphocytes_PK_105.008993.0089 2 2.849 0.2019 1482.23 1480.5 1 83.33333 1 L.SESETGPMEEVER.Q 218 1 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010402.01040 2 2.9575 0.2491 1639.37 1637.8 1 67.85714 1 R.QVLPDPEVLEAVGDR.Q 231 2 *
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NP_065385.2| gi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox interacting protein 1 [Homo sapiens] 7 21 12.6 731 80643 5.3 HsSD-NE_PHA_lymphocytes_PK_106.003993.003993 2 3.6327 0.4327 2084.57 2083.3 1 47.058823 6 R.FRDFVDALEDSLEEVAVQ.Q 656 1 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.011880.011880 2 3.9187 0.3943 2126.43 2126.2 1 55.555557 2 K.HAVSDPSILDSLDLNEDER.E 155 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_PHA_lymphocytes_Ti_107.011995.011995 3 4.6657 0.3768 2436.53 2435.7 1 50 4 R.HVAEVLEYTKDEQLESLFQR.T 114 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.015155.015155 2 2.7169 0.1261 1549.27 1547.9 9 57.14286 1 R.TEGLSVLSQAMAVIK.E 245 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_PHA_lymphocytes_Ti_106.011997.011997 2 5.1571 0.3507 2435.39 2435.7 1 71.05263 1 R.HVAEVLEYTKDEQLESLFQR.T 114 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009960.0099 2 2.1913 0.0866 1875.25 1874 2 46.875 1 R.ADIEVACYGYEGIDAVK.E 193 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.011854.01185 2 3.3367 0.3157 2435.95 2435.7 1 47.368423 2 R.HVAEVLEYTKDEQLESLFQR.T 114 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007011.0070 2 3.6393 0.3777 1349.35 1349.4 1 77.27273 1 K.VVTDTDETELAR.Q 277 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011508.0115 2 4.3162 0.3218 2438.23 2435.7 1 60.526318 1 R.HVAEVLEYTKDEQLESLFQR.T 114 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_NT_lymphocytes_Ti_103.014972.014972.2 2 4.5364 0.4375 1548.85 1547.9 1 78.57143 1 R.TEGLSVLSQAMAVIK.E 245 2 *
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_004085.1| gi|4758256|ref|NP_004085.1| "eukaryotic translation initiation factor 2, subunit 1 alpha, 35kDa [H 6 17 26.3 315 36112 5.1 HsSD-NE_NT_lymphocytes_Ti_107.011905.011905.2 2 4.5914 0.3081 2435.17 2435.7 1 63.15789 3 R.HVAEVLEYTKDEQLESLFQR.T 114 2 *
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsSD-NE_PHA_lymphocytes_PK_110.010336.010336 2 4.2381 0.3505 1798.93 1800 1 70 4 K.IFVGGIPHNCGETELR.E 115 2
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsSD-NE_PHA_lymphocytes_Ti_113.015514.015514 2 3.437 0.1747 1701.25 1701 1 53.571426 3 K.FGVVTEVVMIYDAEK.Q 136 2
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsSD-NE_PHA_lymphocytes_Ti_109.013206.013206 2 3.3245 0.252 1823.07 1824 6 53.333336 4 K.LFVGGLDWSTTQETLR.S 12 2
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.008336.00833 2 4.1933 0.3463 1798.75 1800 1 76.666664 2 K.IFVGGIPHNCGETELR.E 115 2
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012599.01259 2 3.2648 0.1471 1825.69 1824 2 46.666668 1 K.LFVGGLDWSTTQETLR.S 12 2
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NP_061832.2| gi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform b [Homo sapiens] 3 18 11.5 407 43383 8.6 HsSD-NE_NT_lymphocytes_Ti_104.013220.013220.2 2 5.3625 0.4144 1825.47 1824 1 80 4 K.LFVGGLDWSTTQETLR.S 12 2
917 ENSG00000148908:ENSMUSG00000030844:NA RGS10 gi|52694755|ref|NP_001005339.1| gi|52694755|ref|NP_001005339.1| regulator of G-protein signaling 10 isoform a [Homo sapiens] 2 10 12.2 181 21210 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.007005.007005 3 4.5043 0.2486 2353.19 2353.5 1 34.523808 6 R.KRPPSDIHDSDGSSSSSHQSLK.S 12 2 *
917 ENSG00000148908:ENSMUSG00000030844:NA RGS10 gi|52694755|ref|NP_001005339.1| gi|52694755|ref|NP_001005339.1| regulator of G-protein signaling 10 isoform a [Homo sapiens] 2 10 12.2 181 21210 7.5 HsNaOH-NE_NT_lymphocytes_Ti_112.008753.00875 3 4.0067 0.3267 2354.12 2353.5 6 36.904762 1 R.KRPPSDIHDSDGSSSSSHQSLK.S 12 2 *
917 ENSG00000148908:ENSMUSG00000030844:NA RGS10 gi|52694755|ref|NP_001005339.1| gi|52694755|ref|NP_001005339.1| regulator of G-protein signaling 10 isoform a [Homo sapiens] 2 10 12.2 181 21210 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.008994.0089 3 4.193 0.2847 2353.79 2353.5 1 41.666664 1 R.KRPPSDIHDSDGSSSSSHQSLK.S 12 2 *
917 ENSG00000148908:ENSMUSG00000030844:NA RGS10 gi|52694755|ref|NP_001005339.1| gi|52694755|ref|NP_001005339.1| regulator of G-protein signaling 10 isoform a [Homo sapiens] 2 10 12.2 181 21210 7.5 HsSD-NE_NT_lymphocytes_Ti_111.010139.010139.2 2 4.224 0.2759 2353.11 2353.5 1 52.380955 2 R.KRPPSDIHDSDGSSSSSHQSLK.S 12 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsSD-NE_PHA_lymphocytes_Ti_111.011860.011860 2 2.7201 0.2953 2249.33 2247.6 2 34.090908 1 R.HLGSPATSVPGMGLHPPGPPLAR.P 224 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006399.00639 2 2.7535 0.2918 1416.33 1416.5 1 69.230774 1 K.ECEPPSAGAAVTAR.P 148 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.019113.01911 3 4.8384 0.4513 2663.63 2663 1 37.5 2 R.TKPSTVEVLESIDKEIQALEEFR.E 10 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_NT_lymphocytes_Ti_114.009724.00972 2 4.8576 0.4099 2460.87 2461.8 1 52.083332 4 R.NLSPTPASPNQGPPPQVPVSPGPPK.D 175 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.019298.01929 2 3.1603 0.35 2665.31 2663 1 34.090908 1 R.TKPSTVEVLESIDKEIQALEEFR.E 10 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010656.01065 2 3.6459 0.2833 1420.05 1419.6 1 85 2 R.CAYCFFLNPAR.K 298 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsSD-NE_NT_lymphocytes_Ti_109.019303.019303.2 2 3.773 0.4439 2661.03 2663 1 38.636364 1 R.TKPSTVEVLESIDKEIQALEEFR.E 10 2 *
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NP_085153.1| gi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 6 19 22.4 428 47740 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010041.0100 2 4.5075 0.3517 2461.87 2461.8 1 50 7 R.NLSPTPASPNQGPPPQVPVSPGPPK.D 175 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010803.01080 2 4.8241 0.5064 2154.81 2156.5 1 60.526318 1 R.NLALCPANHAPLQEAAVIPR.L 507 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_PK_107.009626.0096 2 2.8566 0.2373 1341.79 1342.5 3 72.72727 1 K.LLNDEDPVVVTK.A 150 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010173.01017 2 3.1247 0.2453 1411.69 1412.7 1 73.07692 2 R.ALMGSPQLVAAVVR.T 178 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009822.00982 2 3.0386 0.1608 1451.31 1450.7 1 77.27273 1 K.LLNQPNQWPLVK.A 488 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009708.00970 2 3.5249 0.2492 1900.87 1900.2 1 56.25 1 R.MEEIVEGCTGALHILAR.D 556 2
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.001043.00104 2 3.7531 0.4186 2351.13 2348.7 1 55.263157 1 R.LNTIPLFVQLLYSSVENIQR.V 583 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.016514.0165 2 2.9916 0.2825 2349.91 2348.7 1 42.105263 2 R.LNTIPLFVQLLYSSVENIQR.V 583 2 *
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3769.376 2 4.3196 0.3146 2350.34 2348.7 1 39.473686 3 R.LNTIPLFVQLLYSSVENIQR.V 583 2 *
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919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NP_068831.1| gi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapiens] 7 13 14.8 745 81745 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1764.176 2 3.5143 0.437 1601.9 1600.7 1 67.85714 1 R.HVAAGTQQPYTDGVR.M 541 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_PHA_lymphocytes_PK_108.018568.018568 2 3.2684 0.2492 1424.55 1424.7 1 72.72727 4 T.LYFKDGPLNMIL.D 118 0 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_PHA_lymphocytes_Ti_106.017392.017392 2 2.7144 0.17 2327.07 2325.5 3 41.17647 1 K.GETDEEYLWCIEQTLYFK.D 104 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_PHA_lymphocytes_PK_108.012587.012587 2 2.5352 0.175 1118.15 1118.3 3 72.22222 1 T.TGCIDIILGR.H 276 1 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_PHA_lymphocytes_PK_115.013571.01357 2 2.9328 0.2416 1537.43 1536.9 4 54.166668 2 L.IHTKYPQLLPGIR.G 139 1 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.016272.01627 2 3.9839 0.3236 2255.75 2253.5 1 52.499996 2 K.DGPLNMILDDGGDLTNLIHTK.Y 122 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.007203.00720 2 2.6185 0.091 1381.87 1381.6 2 75 1 K.KLDEAVAEAHLGK.L 389 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_NT_lymphocytes_Ti_104.017955.017955.2 2 3.8431 0.2635 2254.15 2253.5 2 42.5 1 K.DGPLNMILDDGGDLTNLIHTK.Y 122 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_NT_lymphocytes_Ti_104.017012.017012.3 3 3.428 0.3289 2253.29 2253.5 1 41.25 1 K.DGPLNMILDDGGDLTNLIHTK.Y 122 2 *
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_000678.1| gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrolase [Homo sapiens] 8 14 16.4 432 47716 6.3 HsSD-NE_PHA_lymphocytes_PK_105.020252.020252 2 4.0619 0.2237 2212.43 2212.5 1 55.263157 1 L.YFKDGPLNMILDDGGDLTNL.I 119 0 *
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsSD-NE_PHA_lymphocytes_Ti_113.012904.012904 3 3.3673 0.2604 3693.29 3694.1 1 21.212122 1 R.LGQHVPTLHPTSEELTIAGMTFTTFDLGGHEQAR.R 50 2 *
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010643.01064 2 2.6873 0.1018 1342.89 1343.6 1 80 2 K.TTLLHMLKDDR.L 39 2
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.016844.0168 2 2.8865 0.1923 2498.89 2498.9 1 38.636364 1 K.VELNALMTDETISNVPILILGNK.I 113 2 *
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.008462.0084 2 2.3978 0.1489 1345.19 1343.6 1 75 1 K.TTLLHMLKDDR.L 39 2
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsSD-NE_NT_lymphocytes_Ti_104.018167.018167.2 2 3.9156 0.3204 2497.49 2498.9 1 50 3 K.VELNALMTDETISNVPILILGNK.I 113 2 *
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsSD-NE_NT_lymphocytes_Ti_109.018052.018052.2 2 3.3079 0.1827 2277.71 2275.5 4 39.473686 1 K.NYLPAINGIVFLVDCADHSR.L 88 2 *
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_064535.1| gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sapiens] 4 10 44.4 198 22367 6.7 HsSD-NE_NT_lymphocytes_Ti_109.009963.009963.2 2 2.2488 0.1349 1345.83 1343.6 1 70 1 K.TTLLHMLKDDR.L 39 2
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.007796.007796 3 3.0646 0.272 2148.62 2150.3 1 41.666664 1 K.HTHIDKPDCSGPPMDISNK.A 242 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.009124.009124 2 3.3982 0.2642 1840.53 1839 1 57.14286 1 K.KSDECKAEIELFVNR.L 52 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009381.0093 2 4.9098 0.3102 2079.37 2079.2 1 71.875 2 R.YNQMDSTEDAQEEFGWK.L 333 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.014198.0141 2 4.5547 0.5132 2756.35 2756.9 1 50 7 R.LDSVESVLPYEYTAFDFCQASEGK.R 67 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011015.01101 2 4.0526 0.2752 1792.29 1790 1 85.71429 2 R.FCNPGFPIGCYITDK.G 173 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.014222.0142 3 5.659 0.4556 2759.39 2756.9 1 38.04348 3 R.LDSVESVLPYEYTAFDFCQASEGK.R 67 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.010190.0101 2 2.4477 0.1527 1308.85 1307.5 2 75 2 K.LVHGDIFRPPR.K 350 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.010318.0103 2 5.1183 0.4809 1603.71 1602.8 1 76.92308 5 K.RPSENLGQVLFGER.I 91 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsSD-NE_NT_lymphocytes_Ti_102.015843.015843.2 2 4.9957 0.4255 2757.45 2756.9 1 43.47826 4 R.LDSVESVLPYEYTAFDFCQASEGK.R 67 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011164.0111 2 3.3085 0.3958 2182.85 2183.4 1 50 2 R.FCNPGFPIGCYITDKGHAK.D 173 2 *
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_004791.1| gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily member 2 [Homo sapiens] 10 30 17.9 663 75776 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009863.0098 2 3.6811 0.2887 2147.77 2150.3 4 52.77778 1 K.HTHIDKPDCSGPPMDISNK.A 242 2 *
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsSD-NE_PHA_lymphocytes_PK_112.003816.003816 2 3.2676 0.325 2224.91 2224.5 1 41.666664 1 C.LEDLIHEIAFPGKHFQEIS.W 185 0
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsNaOH-NE_NT_lymphocytes_Ti_110.020471.02047 3 4.6255 0.3758 2060.39 2059.4 1 50 2 K.FGVICLEDLIHEIAFPGK.H 180 2 *
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009972.00997 2 2.8285 0.239 1645.07 1645.9 1 65.38461 1 R.RLEVKPHALELPDK.H 71 2 *
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010968.0109 2 3.3463 0.3186 1448.21 1446.6 1 80 2 K.RLESFLHDSWR.Q 51 2
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsSD-NE_NT_lymphocytes_Ti_110.021259.021259.3 3 4.0221 0.2008 2060.21 2059.4 1 44.11765 1 K.FGVICLEDLIHEIAFPGK.H 180 2 *
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NP_940888.2| gi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo sapiens] 4 10 19.9 246 28661 10.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.020016.0200 3 5.2678 0.3216 2059.46 2059.4 1 45.588234 3 K.FGVICLEDLIHEIAFPGK.H 180 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.007301.007301 2 4.983 0.5599 2465.09 2466.6 1 58.69565 2 R.TQSSASLAASYAAQQHPQAAASYR.G 518 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_PHA_lymphocytes_Ti_101.007294.007294 3 3.6965 0.3023 2467.67 2466.6 1 31.52174 2 R.TQSSASLAASYAAQQHPQAAASYR.G 518 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_PHA_lymphocytes_Ti_110.007842.007842 2 2.9926 0.1576 1558.57 1556.8 2 61.538464 5 R.AIEALHGHELRPGR.A 51 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_PHA_lymphocytes_Ti_107.007783.007783 3 3.2751 0.2111 1559.06 1556.8 1 53.846157 5 R.AIEALHGHELRPGR.A 51 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_PHA_lymphocytes_Ti_103.009222.009222 2 3.5271 0.4126 1750.87 1752.9 1 73.333336 3 K.IFVGNVSAACTSQELR.S 81 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007948.0079 2 4.3792 0.4799 2466.67 2466.6 1 50 2 R.TQSSASLAASYAAQQHPQAAASYR.G 518 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsNaOH-NE_NT_lymphocytes_Ti_113.009646.00964 2 2.9236 0.2394 1554.43 1556.8 1 61.538464 5 R.AIEALHGHELRPGR.A 51 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsNaOH-NE_NT_lymphocytes_Ti_113.009650.00965 3 3.1528 0.3224 1556.15 1556.8 1 51.923077 2 R.AIEALHGHELRPGR.A 51 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.006656.0066 2 3.0192 0.252 1302.51 1301.4 7 65 2 R.RLPDAHSDYAR.Y 637 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_NT_lymphocytes_Ti_103.008530.008530.2 2 2.8315 0.2257 1221.77 1220.4 1 72.72727 2 R.AQPSVSLGAAYR.A 239 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_NT_lymphocytes_Ti_112.010882.010882.2 2 2.7743 0.1939 1556.59 1556.8 1 57.692307 2 R.AIEALHGHELRPGR.A 51 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsSD-NE_NT_lymphocytes_Ti_103.008249.008249.2 2 2.632 0.1656 1209.13 1206.3 1 77.27273 1 R.AQPSASLGVGYR.T 251 2 *
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_006319.1| gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Homo sapiens] 8 34 13.3 669 69492 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009753.0097 2 2.5495 0.1329 1556.69 1556.8 3 61.538464 1 R.AIEALHGHELRPGR.A 51 2 *
925 ENSG00000165282:ENSMUSG00000028454:ENSRNOG00000009930 PIGO gi|23397648|ref|NP_116023.2| gi|23397648|ref|NP_116023.2|;gi|38045917|ref|NP_690577.2| "phosphatidylinositol glycan anchor biosynthesis, class O isoform 1 2 8 1.7 1089 118699 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.020646.02064 3 5.55 0.2692 1959.2 1958.3 1 48.52941 2 K.GAEATLPTVIAELQQFLR.G 416 2
925 ENSG00000165282:ENSMUSG00000028454:ENSRNOG00000009930 PIGO gi|23397648|ref|NP_116023.2| gi|23397648|ref|NP_116023.2|;gi|38045917|ref|NP_690577.2| "phosphatidylinositol glycan anchor biosynthesis, class O isoform 1 2 8 1.7 1089 118699 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.020876.0208 2 4.5614 0.3694 1958.15 1958.3 1 61.764706 2 K.GAEATLPTVIAELQQFLR.G 416 2
925 ENSG00000165282:ENSMUSG00000028454:ENSRNOG00000009930 PIGO gi|23397648|ref|NP_116023.2| gi|23397648|ref|NP_116023.2|;gi|38045917|ref|NP_690577.2| "phosphatidylinositol glycan anchor biosynthesis, class O isoform 1 2 8 1.7 1089 118699 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.4794.47 2 3.1227 0.243 1958.59 1958.3 1 41.17647 1 K.GAEATLPTVIAELQQFLR.G 416 2
925 ENSG00000165282:ENSMUSG00000028454:ENSRNOG00000009930 PIGO gi|23397648|ref|NP_116023.2| gi|23397648|ref|NP_116023.2|;gi|38045917|ref|NP_690577.2| "phosphatidylinositol glycan anchor biosynthesis, class O isoform 1 2 8 1.7 1089 118699 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5728.572 2 4.0999 0.2358 1959.92 1958.3 1 61.764706 3 K.GAEATLPTVIAELQQFLR.G 416 2
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsSD-NE_PHA_lymphocytes_PK_109.017600.017600 2 3.3425 0.2072 2280.33 2277.7 1 47.368423 1 A.EALQKAPDVTTLPRNVMFVF.F 310 0 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsSD-NE_PHA_lymphocytes_PK_109.012367.012367 2 3.8148 0.3395 2399.47 2400.6 1 45.454548 3 L.TKPSPASGFSPSVQCPNDGFGVY.S 126 0 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_NT_lymphocytes_Ti_113.011807.01180 3 3.2629 0.2082 4532.57 4531.9 1 21.428572 1 R.IAGLAVSLTKPSPASGFSPSVQCPNDGFGVYSNSYGPEFAHCR.E 118 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_NT_lymphocytes_Ti_108.000388.00038 2 3.4189 0.5719 3011.91 3012.4 1 42.857143 2 R.SFFWNVAPGAESAVASFVTQLAAAEALQK.A 286 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.000500.0005 3 6.0095 0.4847 3012.08 3012.4 1 33.92857 3 R.SFFWNVAPGAESAVASFVTQLAAAEALQK.A 286 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_NT_lymphocytes_Ti_104.013377.01337 1 2.5912 0.1606 1374.07 1373.5 1 63.636364 1 R.NQVEDLLATLEK.S 392 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.000494.0004 2 5.6799 0.5813 3015.17 3012.4 1 48.214287 9 R.SFFWNVAPGAESAVASFVTQLAAAEALQK.A 286 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsSD-NE_NT_lymphocytes_Ti_107.001556.001556.2 2 4.1868 0.4787 3015.03 3012.4 1 39.285713 3 R.SFFWNVAPGAESAVASFVTQLAAAEALQK.A 286 2 *
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NP_056146.1| gi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens] 6 27 14 709 78411 6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011859.0118 3 5.5638 0.4908 4532.9 4531.9 1 25 4 R.IAGLAVSLTKPSPASGFSPSVQCPNDGFGVYSNSYGPEFAHCR.E 118 2 *
927 ENSG00000116350:ENSMUSG00000028911:ENSRNOG00000010007 SFRS4 gi|21361282|ref|NP_005617.2| gi|21361282|ref|NP_005617.2| "splicing factor, arginine/serine-rich 4 [Homo sapiens] " 1 7 2.4 494 56678 11.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012226.01222 2 2.7409 0.0838 1433.35 1432.5 1 77.27273 1 K.NGYGFVEFDDLR.D 35 2 *
927 ENSG00000116350:ENSMUSG00000028911:ENSRNOG00000010007 SFRS4 gi|21361282|ref|NP_005617.2| gi|21361282|ref|NP_005617.2| "splicing factor, arginine/serine-rich 4 [Homo sapiens] " 1 7 2.4 494 56678 11.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012248.0122 2 2.9788 0.1434 1434.57 1432.5 1 81.818184 4 K.NGYGFVEFDDLR.D 35 2 *
927 ENSG00000116350:ENSMUSG00000028911:ENSRNOG00000010007 SFRS4 gi|21361282|ref|NP_005617.2| gi|21361282|ref|NP_005617.2| "splicing factor, arginine/serine-rich 4 [Homo sapiens] " 1 7 2.4 494 56678 11.5 HsSD-NE_NT_lymphocytes_PK_104.013073.013073. 2 2.5899 0.1694 1432.47 1432.5 1 68.181816 1 K.NGYGFVEFDDLR.D 35 2 *
927 ENSG00000116350:ENSMUSG00000028911:ENSRNOG00000010007 SFRS4 gi|21361282|ref|NP_005617.2| gi|21361282|ref|NP_005617.2| "splicing factor, arginine/serine-rich 4 [Homo sapiens] " 1 7 2.4 494 56678 11.5 HsSD-NE_NT_lymphocytes_Ti_102.013832.013832.2 2 2.6536 0.237 1433.57 1432.5 1 68.181816 1 K.NGYGFVEFDDLR.D 35 2 *
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.022301.022301 2 3.93 0.2671 2949.05 2946.4 1 34.615387 1 K.GEQILLSDNAASLAVQAFLQMCNLPIK.V 20 2
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsSD-NE_PHA_lymphocytes_PK_110.020002.020002 2 2.7661 0.2366 1556.33 1557.8 2 66.66667 1 R.YGSPYPWPLNHIL.A 135 1
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsSD-NE_PHA_lymphocytes_PK_107.015059.015059 2 4.3843 0.4439 2221.79 2221.4 1 52.77778 1 W.GKKTLDQVLEDVDQCCQAL.S 165 0
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsSD-NE_NT_lymphocytes_Ti_112.014440.014440.3 3 5.0446 0.3436 2406.89 2407.9 2 38.095238 2 K.VPFIHVGNQVVSELGPIVQFVK.A 62 2
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.013415.0134 3 3.9461 0.2307 2407.7 2407.9 1 38.095238 2 K.VPFIHVGNQVVSELGPIVQFVK.A 62 2
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NP_001006636.1| gi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545 metaxin 2 isoform b [Homo sapiens] 5 9 32 253 28823 6.5 HsSD-NE_NT_lymphocytes_Ti_112.014442.014442.2 2 5.4896 0.4619 2406.01 2407.9 1 66.66667 2 K.VPFIHVGNQVVSELGPIVQFVK.A 62 2
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014924.01492 2 3.4476 0.3834 2763.65 2763 5 28.57143 1 K.ENGTVTAANASTLNDGAAALVLMTADAAK.R 274 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014796.0147 2 3.7026 0.2006 2765.77 2763 1 32.142857 2 K.ENGTVTAANASTLNDGAAALVLMTADAAK.R 274 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4495.449 2 4.7825 0.4073 1703.35 1703 1 68.75 2 R.TPIGSFLGSLSLLPATK.L 50 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsSD-NE_NT_lymphocytes_Ti_106.001883.001883.3 3 4.1917 0.3072 2822.87 2820.4 5 25 2 R.IVAFADAAVEPIDFPIAPVYAASMVLK.D 312 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsSD-NE_NT_lymphocytes_Ti_105.016875.016875.2 2 4.7145 0.4132 1703.61 1703 1 71.875 2 R.TPIGSFLGSLSLLPATK.L 50 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsSD-NE_NT_lymphocytes_Ti_106.000952.000952.2 2 3.1773 0.2907 2822.27 2820.4 5 28.846153 1 R.IVAFADAAVEPIDFPIAPVYAASMVLK.D 312 2 *
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_000010.1| gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransferase 1 precursor [Homo sapiens] 5 11 19.4 427 45200 8.8 HsSD-NE_NT_lymphocytes_Ti_111.011069.011069.1 1 2.2421 0.1356 1088.76 1089.3 1 66.66667 1 R.IVGHLTHALK.Q 394 2 *
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.002036.002036 3 5.5112 0.426 3205.76 3202.8 1 31.034481 5 R.AFTLGLAGLLGEGVFNFGELLMHPVLESLR.N 197 2
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.021570.021570 3 3.2665 0.2309 1701.95 1702.1 1 64.28571 1 R.VNPLSLVEIILHVVR.Q 71 2
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.015779.015779 2 3.9519 0.3557 1699.75 1702.1 1 75 4 R.VNPLSLVEIILHVVR.Q 71 2
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsNaOH-NE_NT_lymphocytes_Ti_113.016485.01648 2 3.8267 0.3019 1702.47 1702.1 1 64.28571 2 R.VNPLSLVEIILHVVR.Q 71 2
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_PK_105.018567.018567 2 3.3454 0.1968 2031.21 2032.3 1 58.823532 1 T.KETIEDVEEMLNNLPGVT.S 132 0
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_NT_lymphocytes_Ti_115.010197.010197.2 2 2.9923 0.262 1312.19 1310.6 1 66.66667 1 K.RVHMTWVQPR.V 330 2
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_PK_106.016560.016560 2 3.5616 0.2043 2567.87 2566.9 2 45.238094 1 R.FLGCVDIKDLPVSEQQERAFTL.G 179 1
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|NP_002808.3| gi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase subunit 13 isoform 1 [Homo sapiens] 7 16 29 376 42946 5.8 HsSD-NE_PHA_lymphocytes_PK_105.017066.017066 2 2.9544 0.1562 2086.59 2087.3 1 50 1 L.DFVQDPCFAQGDGLIKLY.E 43 0 *
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsSD-NE_PHA_lymphocytes_PK_108.011666.011666 2 2.5702 0.2604 1207.67 1208.4 2 83.33333 1 W.GLDEPLLKHW.E 194 0
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013322.0133 2 4.3431 0.3028 1579.57 1577.9 1 92.30769 4 R.FDPQFALTNIAVLK.H 79 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.014015.01401 2 3.1364 0.2293 2039.21 2036.3 1 50 1 K.ISYLTFLPSADEIYDCK.V 173 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009576.0095 1 3.8241 0.3243 1437.65 1436.7 3 63.636364 3 K.VEHWGLDEPLLK.H 190 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009417.00941 3 4.7565 0.2376 1439.03 1436.7 1 65.909096 1 K.VEHWGLDEPLLK.H 190 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009339.00933 1 3.7891 0.3435 1437.68 1436.7 1 68.181816 2 R.VEHWGLDEPLLK.H 190 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.016275.01627 3 3.1653 0.1127 3454.19 3453.9 1 25 1 K.ISYLTFLPSADEIYDCKVEHWGLDEPLLK.H 173 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsSD-NE_PHA_lymphocytes_PK_106.011522.011522 2 2.6917 0.17 1439.11 1436.7 3 63.636364 1 R.VEHWGLDEPLLK.H 190 2
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsSD-NE_PHA_lymphocytes_PK_106.017822.017822 2 2.9245 0.3269 2225.49 2226.5 1 44.444447 1 K.HWEPEIPAPMSELTETVVC.A 202 1
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|XP_001722157.1| gi|169217612|ref|XP_001722157.1| "HLA-DQA1 major histocompatibility complex, class II, DQ alpha 1; 8 17 24.4 254 27937 5.4 HsSD-NE_NT_lymphocytes_Ti_104.014451.014451.2 2 4.662 0.2762 1577.27 1577.9 1 88.46153 2 R.FDPQFALTNIAVLK.H 79 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.018266.018266 3 4.5747 0.2851 2907.29 2906.4 1 32.291664 4 K.IPTAKPELFAYPLDWSIVDSILMER.R 745 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.018242.018242 2 3.3109 0.3976 2906.89 2906.4 1 33.333336 3 K.IPTAKPELFAYPLDWSIVDSILMER.R 745 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008772.0087 2 3.1352 0.2513 2212.43 2212.3 1 39.473686 1 K.ENDENCGPTTTVFVGNISEK.A 78 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_114.015494.015494.3 3 4.3854 0.3589 2906.45 2906.4 2 31.25 1 K.IPTAKPELFAYPLDWSIVDSILMER.R 745 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_114.012751.012751.2 2 4.1357 0.2356 1727.57 1726.2 1 82.14286 7 R.RFPVAPLIPYPLITK.E 247 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_104.007742.007742.2 2 3.9181 0.398 2032.73 2034.1 1 61.764706 2 R.EYSSELNAPSQESDSHPR.K 217 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_PHA_lymphocytes_PK_107.000356.000356 2 3.5092 0.4256 1909.23 1909.2 1 63.333332 1 F.AYPLDWSIVDSILMER.R 754 1
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.015129.0151 3 4.5164 0.3893 2908.46 2906.4 1 34.375 2 K.IPTAKPELFAYPLDWSIVDSILMER.R 745 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_112.015947.015947.2 2 4.327 0.4559 2905.13 2906.4 1 39.583336 2 K.IPTAKPELFAYPLDWSIVDSILMER.R 745 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_104.008433.008433.3 3 3.2259 0.2042 1661.81 1661.8 4 44.642857 2 R.LLAEGHPDPDAELQR.M 550 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_104.008450.008450.2 2 3.3587 0.2804 1661.13 1661.8 1 53.571426 1 R.LLAEGHPDPDAELQR.M 550 2
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NP_067062.1| gi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Homo sapiens] 8 28 11 843 100186 6.3 HsSD-NE_NT_lymphocytes_Ti_102.009646.009646.2 2 3.7979 0.4143 2211.31 2212.3 1 47.368423 2 K.ENDENCGPTTTVFVGNISEK.A 78 2
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.009838.009838 2 4.1335 0.3142 2328.91 2326.4 1 52.77778 3 R.EIELLCQEHGQENDDLVQR.L 274 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011654.011654 3 3.1195 0.1895 2323.58 2325.6 1 36.842106 1 K.SDKDLETQVIQLNEQVHSLK.L 236 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.015813.0158 2 3.0989 0.2138 1601.21 1601.8 2 72.72727 2 R.FQDNLDFIQWFK.K 144 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.007492.0074 2 3.4312 0.3182 1329.97 1330.5 1 77.77778 2 K.LEHEYIHNFK.L 110 2
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.008721.00872 2 2.9434 0.1808 1713.59 1713.9 1 58.823532 2 K.SSPAAKPGSTPSRPSSAK.R 208 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsNaOH-NE_NT_lymphocytes_Ti_114.007749.00774 2 3.7366 0.335 1377.35 1377.5 1 80.769226 2 K.KSHHANSPTAGAAK.S 194 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.008021.0080 2 3.4145 0.259 1378.77 1377.5 1 65.38461 1 K.KSHHANSPTAGAAK.S 194 2 *
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NP_055083.1| gi|10346135|ref|NP_055083.1| "microtubule-associated protein, RP/EB family, member 2 [Homo s 6 14 28.4 327 37031 5.6 HsSD-NE_NT_lymphocytes_Ti_104.009839.009839.2 2 4.2766 0.3747 2326.09 2326.4 1 55.555557 1 R.EIELLCQEHGQENDDLVQR.L 274 2 *
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008895.00889 2 4.2388 0.4377 2839.75 2840.1 1 47.916664 1 K.ALQEAHQQTLDDLQAEEDKVNTLTK.A 1004 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008865.00886 3 4.0254 0.2744 1895.9 1896 1 42.1875 1 K.HADSVAELGEQIDNLQR.V 1202 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008447.00844 3 3.0766 0.205 1649.57 1651 6 37.5 1 K.KAITDAAMMAEELKK.E 1763 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008141.00814 2 4.736 0.3974 1711.61 1711 1 75 1 R.VQLLHTQNTSLINTK.K 1719 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010653.0106 1 2.1525 0.1459 1245.66 1246.4 2 70 1 R.DIDDLELTLAK.V 959 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007566.00756 2 3.2791 0.1643 1507.49 1504.6 1 64.28571 1 R.ENQSILITGESGAGK.T 171 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_PK_109.011356.0113 2 3.7205 0.3056 1703.55 1704.8 1 64.28571 9 Q.TLDDLQAEEDKVNTL.T 1012 0
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010794.01079 1 2.2632 0.0875 1467.98 1466.7 9 45.833336 1 K.LASADIETYLLEK.S 261 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008045.0080 2 4.1836 0.4009 1652.19 1649.8 1 66.66667 2 R.LEEAGGATSAQIEMNK.K 1156 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.006806.0068 2 2.8063 0.2597 1514.21 1511.6 1 63.636364 1 R.KLQHELEEAEER.A 1904 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008169.0081 2 3.9685 0.2375 1563.25 1562.6 1 76.92308 2 R.AEDEEEINAELTAK.K 932 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010368.01036 1 2.9088 0.2486 1247.64 1246.4 1 70 2 K.DIDDLELTLAK.V 959 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_PK_105.007702.0077 2 3.149 0.204 1517.71 1518.5 1 73.07692 2 R.EEQAEPDGTEVADK.A 373 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007772.00777 2 5.0112 0.2835 1562.93 1562.6 1 80.769226 3 R.AEDEEEINAELTAK.K 932 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009880.00988 2 5.3261 0.3331 2104.59 2102.3 1 70.588234 1 K.IKLEQQVDDLEGSLEQEK.K 1031 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009357.00935 3 5.7585 0.2776 2969.09 2968.2 2 32 2 K.KALQEAHQQTLDDLQAEEDKVNTLTK.A 1003 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010389.01038 2 4.6064 0.3632 1732.59 1732 1 67.85714 2 K.TPGAMEHELVLHQLR.C 686 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007376.00737 2 5.3813 0.4741 1649.77 1649.8 1 90 2 R.LEEAGGATSAQIEMNK.K 1156 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008159.00815 2 3.8344 0.22 1989.83 1989.1 1 65.625 2 K.LEQQVDDLEGSLEQEKK.L 1033 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007613.00761 1 2.718 0.3979 1562.56 1562.6 1 53.846157 1 R.AEDEEEINAELTAK.K 932 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010683.0106 2 3.9508 0.2468 1247.35 1246.4 1 85 1 R.DIDDLELTLAK.V 959 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.005846.00584 2 2.0529 0.1087 1226.07 1225.3 3 66.66667 1 R.TKYETDAIQR.T 1379 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010268.01026 2 4.0568 0.3669 1654.43 1653.8 1 80.769226 2 K.NAYEESLDQLETLK.R 1492 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010301.01030 2 4.228 0.1599 1246.37 1246.4 1 85 1 K.DIDDLELTLAK.V 959 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009268.00926 2 3.1394 0.1958 1809.51 1810 4 50 1 K.NAYEESLDQLETLKR.E 1492 2
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934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010595.01059 1 2.2602 0.2062 1301.58 1300.5 1 63.636364 1 K.GSSFQTVSALFR.E 647 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008517.00851 2 2.7037 0.0932 1720.53 1718.9 6 53.571426 1 K.NKDPLNETVVGLYQK.S 600 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.014613.01461 3 4.9552 0.3832 2357.21 2356.8 1 38.75 1 K.AGLLGLLEEMRDDKLAQLITR.T 773 2 *
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008848.00884 3 4.4234 0.2909 2842.43 2840.1 1 35.416664 1 K.ALQEAHQQTLDDLQAEEDKVNTLTK.A 1004 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_PK_106.005843.0058 2 2.6042 0.1622 1802.61 1802.8 1 66.66667 1 K.QREEQAEPDGTEVADK.A 371 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011486.01148 2 3.5471 0.1422 1400.39 1399.6 1 81.818184 1 R.ANLLQAEIEELR.A 1684 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008534.00853 2 4.7029 0.3679 1860.45 1861 1 80 2 K.LEQQVDDLEGSLEQEK.K 1033 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014220.01422 2 2.3326 0.114 1575.15 1572.8 2 53.333336 1 K.GQTVEQVSNAVGALAK.A 417 2 *
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010955.01095 2 4.2745 0.3454 1466.33 1466.7 1 87.5 1 K.LASADIETYLLEK.S 261 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009219.00921 2 5.124 0.4894 1897.25 1896 1 62.5 7 K.HADSVAELGEQIDNLQR.V 1202 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010748.0107 2 4.3456 0.2774 1861.61 1861 1 70 3 K.LEQQVDDLEGSLEQEK.K 1033 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009069.00906 2 2.1172 0.2475 979.67 981.1 1 78.57143 1 R.STHPHFVR.C 670 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011878.011878.2 2 3.7752 0.2112 1246.09 1246.4 1 85 1 R.DIDDLELTLAK.V 959 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_104.012954.012954.2 2 2.7127 0.1714 1401.71 1399.6 1 68.181816 1 R.ANLLQAEIEELR.A 1684 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_102.009201.009201.2 2 3.9203 0.1984 1485.27 1485.7 1 79.16667 2 K.IEDEQALGIQLQK.K 1100 2 *
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_102.008590.008590.2 2 4.2079 0.1868 1562.93 1562.6 1 73.07692 4 R.AEDEEEINAELTAK.K 932 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_102.007990.007990.2 2 4.6011 0.3653 1649.53 1649.8 1 70 6 R.LEEAGGATSAQIEMNK.K 1156 2
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|NP_060004.3| gi|153792663|ref|NP_060004.3| "myosin, heavy chain 2, skeletal muscle, adult [Homo sapiens] " 33 81 16.8 1941 223042 5.8 HsSD-NE_NT_lymphocytes_Ti_111.015665.015665.3 3 4.9637 0.2551 2358.98 2356.8 1 41.25 2 K.AGLLGLLEEMRDDKLAQLITR.T 773 2 *
935 ENSG00000082153:ENSMUSG00000051223:NA BZW1 gi|41281429|ref|NP_055485.2| gi|41281429|ref|NP_055485.2| basic leucine zipper and W2 domains 1 [Homo sapiens] 1 9 7.4 353 40539 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.019262.01926 2 2.8483 0.3131 2898.51 2899.1 1 38 1 R.FDPTQFQDCIIQGLTETGTDLEAVAK.F 27 2 *
935 ENSG00000082153:ENSMUSG00000051223:NA BZW1 gi|41281429|ref|NP_055485.2| gi|41281429|ref|NP_055485.2| basic leucine zipper and W2 domains 1 [Homo sapiens] 1 9 7.4 353 40539 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.019881.0198 2 3.4855 0.3341 2900.23 2899.1 1 38 3 R.FDPTQFQDCIIQGLTETGTDLEAVAK.F 27 2 *
935 ENSG00000082153:ENSMUSG00000051223:NA BZW1 gi|41281429|ref|NP_055485.2| gi|41281429|ref|NP_055485.2| basic leucine zipper and W2 domains 1 [Homo sapiens] 1 9 7.4 353 40539 6.5 HsSD-NE_NT_lymphocytes_Ti_104.021478.021478.2 2 5.4907 0.4098 2900.63 2899.1 1 52 4 R.FDPTQFQDCIIQGLTETGTDLEAVAK.F 27 2 *
935 ENSG00000082153:ENSMUSG00000051223:NA BZW1 gi|41281429|ref|NP_055485.2| gi|41281429|ref|NP_055485.2| basic leucine zipper and W2 domains 1 [Homo sapiens] 1 9 7.4 353 40539 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.5074.507 2 3.3403 0.2042 2897.88 2899.1 1 34 1 R.FDPTQFQDCIIQGLTETGTDLEAVAK.F 27 2 *
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_004359.1| gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapiens] 3 11 14.6 309 33697 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.014127.0141 2 3.8047 0.4655 1863.65 1863.1 1 65.625 1 R.TWIEGLTGLSIGPDFQK.G 36 2
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_004359.1| gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapiens] 3 11 14.6 309 33697 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014391.01439 2 3.669 0.3444 1866.01 1863.1 1 62.5 2 R.TWIEGLTGLSIGPDFQK.G 36 2
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_004359.1| gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapiens] 3 11 14.6 309 33697 7.3 HsSD-NE_NT_lymphocytes_Ti_103.009103.009103.2 2 3.789 0.1553 1479.29 1477.7 1 76.92308 2 K.AGQCVIGLQMGTNK.C 161 2 *
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_004359.1| gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapiens] 3 11 14.6 309 33697 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1955.195 2 3.5555 0.3436 1690.6 1690.9 1 65.38461 1 R.LLSKYDPQKEAELR.T 22 2
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_004359.1| gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapiens] 3 11 14.6 309 33697 7.3 HsSD-NE_NT_lymphocytes_Ti_108.015572.015572.2 2 4.8032 0.4452 1864.35 1863.1 1 75 5 R.TWIEGLTGLSIGPDFQK.G 36 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsSD-NE_PHA_lymphocytes_Ti_110.018669.018669 2 3.9447 0.2614 2349.09 2349.7 1 58.333332 1 R.FRLENDLEELALYQIQLLK.D 301 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsSD-NE_PHA_lymphocytes_Ti_108.018862.018862 3 4.0321 0.1371 2349.89 2349.7 1 45.833336 3 R.FRLENDLEELALYQIQLLK.D 301 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsSD-NE_PHA_lymphocytes_PK_114.020958.020958 2 3.3882 0.2741 1977.69 1975.3 1 50 7 R.VEHLSEFLVDIKPSLTF.D 248 1 *
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsNaOH-NE_NT_lymphocytes_Ti_108.013200.01320 2 3.4333 0.3531 2403.41 2402.7 1 38.636364 2 R.AYAPGGPAYQPVVEAFGTDILHK.D 395 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsNaOH-NE_NT_lymphocytes_Ti_110.019270.01927 3 3.5276 0.1908 2349.65 2349.7 2 37.5 1 R.FRLENDLEELALYQIQLLK.D 301 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009404.0094 2 3.2359 0.2926 1594.81 1594.8 3 53.571426 2 K.GLGAFVIDSDHLGHR.A 380 2
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|NP_001035997.1| gi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [Homo sapiens] 6 18 16 564 62329 7 HsNaOH-NE_NT_lymphocytes_Ti_108.014724.01472 2 2.986 0.3441 1609.31 1610 1 60.000004 2 R.SGLLVLTTPLASLAPR.L 6 2 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.014475.0144 3 3.3377 0.1201 2748.38 2747.1 1 30.434782 2 K.HAAWYPSEILDPHVVLLTSDNVIR.I 175 2 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsNaOH-NE_NT_lymphocytes_PK_112.012461.0124 2 2.9725 0.1757 1874.29 1873.9 1 50 1 L.ASGEDDPFDSDFSCPVK.L 378 1 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_NT_lymphocytes_Ti_111.014672.014672.3 3 3.6757 0.2779 2746.82 2747.1 1 30.434782 1 K.HAAWYPSEILDPHVVLLTSDNVIR.I 175 2 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_PHA_lymphocytes_PK_106.020552.020552 2 3.2391 0.2922 1751.53 1753.1 2 60.714287 1 A.AWYPSEILDPHVVLL.T 177 0 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_PHA_lymphocytes_PK_105.010790.010790 2 3.3378 0.2438 2115.29 2115.2 8 44.444447 1 L.KLASGEDDPFDSDFSCPVK.L 376 1 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_PHA_lymphocytes_PK_105.014127.014127 2 3.9985 0.3244 1522.79 1523.7 1 75 2 F.LWDGEDSSFLVVR.L 70 1 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_PHA_lymphocytes_PK_106.020080.020080 2 3.257 0.268 1682.77 1682 1 73.07692 2 A.WYPSEILDPHVVLL.T 178 0 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011206.011206.2 2 4.9858 0.4627 1969.71 1967.2 1 65.625 6 K.LLHSFHSELPVLSDSER.D 643 2 *
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NP_002523.2| gi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapiens] 8 19 10 741 83542 5.7 HsSD-NE_NT_lymphocytes_Ti_112.012180.012180.2 2 4.9486 0.3811 2097.81 2095.4 1 58.823532 3 K.KLLHSFHSELPVLSDSER.D 642 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.020782.0207 2 3.9898 0.3358 2258.93 2256.6 1 52.63158 2 K.EILDTALKEIDEVGDLLQLK.Y 519 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013569.01356 2 3.9187 0.4734 1871.71 1869.2 1 67.64706 1 R.NIGVVVVGFPATPIIESR.A 490 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012750.01275 2 3.3514 0.2188 2684.99 2685.1 1 35.416664 1 R.THSHSAVYATSLSPPVVEQIITSMK.C 400 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011973.0119 2 2.4473 0.1107 2025.95 2025.4 6 38.88889 1 K.RNIGVVVVGFPATPIIESR.A 489 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012675.0126 2 2.7718 0.1912 2685.95 2685.1 1 35.416664 1 R.THSHSAVYATSLSPPVVEQIITSMK.C 400 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3635.363 2 3.9692 0.3051 1870.45 1869.2 1 61.764706 2 R.NIGVVVVGFPATPIIESR.A 490 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsSD-NE_NT_lymphocytes_Ti_104.013248.013248.2 2 4.4751 0.412 2283.79 2283.5 1 55.555557 1 R.LVPLLDRPFDETTYEETED.- 544 2 *
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_004854.1| gi|4758668|ref|NP_004854.1| "serine palmitoyltransferase, long chain base subunit 2 [Homo sapi 5 12 14.8 562 62924 7.8 HsSD-NE_NT_lymphocytes_Ti_107.014070.014070.2 2 3.6483 0.4102 1870.65 1869.2 1 47.058823 3 R.NIGVVVVGFPATPIIESR.A 490 2 *
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_005850.1| gi|5032007|ref|NP_005850.1| purine-rich element binding protein A [Homo sapiens] 3 6 15.2 322 34911 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.012946.0129 2 3.3776 0.3996 2312.51 2312.6 1 40.909092 1 R.GPGLGSTQGQTIALPAQGLIEFR.D 177 2 *
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_005850.1| gi|5032007|ref|NP_005850.1| purine-rich element binding protein A [Homo sapiens] 3 6 15.2 322 34911 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010503.0105 2 3.4225 0.2387 2735.99 2734.9 1 43.75 2 K.LIDDYGVEEEPAELPEGTSLTVDNK.R 205 2 *
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_005850.1| gi|5032007|ref|NP_005850.1| purine-rich element binding protein A [Homo sapiens] 3 6 15.2 322 34911 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009458.00945 2 2.8014 0.1011 2893.67 2891.1 2 36 1 K.LIDDYGVEEEPAELPEGTSLTVDNKR.F 205 2 *
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_005850.1| gi|5032007|ref|NP_005850.1| purine-rich element binding protein A [Homo sapiens] 3 6 15.2 322 34911 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3502.350 2 3.4655 0.2878 2311.59 2312.6 5 34.090908 1 R.GPGLGSTQGQTIALPAQGLIEFR.D 177 2 *
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_005850.1| gi|5032007|ref|NP_005850.1| purine-rich element binding protein A [Homo sapiens] 3 6 15.2 322 34911 6.4 HsSD-NE_NT_lymphocytes_Ti_104.011067.011067.2 2 3.8298 0.3822 2891.25 2891.1 1 40 1 K.LIDDYGVEEEPAELPEGTSLTVDNKR.F 205 2 *
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_PHA_lymphocytes_Ti_111.010407.010407 2 2.7526 0.2574 1084.47 1084.2 7 85.71429 1 R.IFTHHLCR.A 878 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_PHA_lymphocytes_Ti_113.015779.015779 2 4.3056 0.4209 2106.01 2105.4 1 58.333332 6 R.EAVSSAFFSLLQTLSTQFK.Q 511 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010103.010103 2 2.9752 0.1605 2049.85 2051.3 9 46.875 1 K.LLQALAQYQNHLQEQPR.K 162 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.014031.01403 2 3.6707 0.3571 2069.67 2068.4 1 47.058823 1 K.AQHQQALSSLELLNVLFR.T 1077 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.000617.00061 2 4.2143 0.4361 2105.91 2105.4 1 58.333332 2 R.EAVSSAFFSLLQTLSTQFK.Q 511 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.012274.01227 2 2.3352 0.1032 1223.81 1223.5 1 80 1 R.KLPAIALDLLR.L 263 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.013623.0136 2 2.6623 0.0811 2593.93 2592.7 5 33.333336 1 K.FAPEMDDYVGTFLEGCQDDPER.Q 348 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_110.015369.01536 2 3.0641 0.2341 1608.23 1606.8 1 86.36364 3 K.MQFWPASYLCFR.L 296 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013616.01361 2 3.7677 0.349 2593.93 2592.7 1 47.61905 3 K.FAPEMDDYVGTFLEGCQDDPER.Q 348 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.018564.01856 2 4.0189 0.3274 2486.97 2484.9 1 52.380955 1 K.ADLNIILSSPEQLELFLLAQQK.V 203 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.016322.0163 2 3.4912 0.3578 2172.83 2172.4 1 59.375 3 R.EFLDFFWDIAKPEQETR.L 34 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.018819.0188 2 3.8152 0.3483 2484.69 2484.9 1 42.857143 4 K.ADLNIILSSPEQLELFLLAQQK.V 203 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_115.014166.01416 2 2.9873 0.1886 2636.03 2633.1 1 36.95652 1 R.QLAVLVAFSSVTNQGLPVTPTFWR.V 370 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.017084.01708 3 6.753 0.4126 3865.79 3865.3 1 33.59375 2 R.ETARPCYSLALAQLLQSFEDLPLCSILQQIQEK.Y 86 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_NT_lymphocytes_Ti_115.010125.01012 2 3.5414 0.2961 1511.35 1511.7 1 70.83333 3 R.SVFGHICSHLTPR.A 672 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_102.015177.015177.2 2 3.7654 0.4103 2594.55 2592.7 1 47.61905 1 K.FAPEMDDYVGTFLEGCQDDPER.Q 348 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_108.015682.015682.2 2 2.6331 0.1869 1605.73 1606.8 1 59.090908 2 K.MQFWPASYLCFR.L 296 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_110.001458.001458.2 2 2.9016 0.3009 2107.67 2105.4 1 41.666664 1 R.EAVSSAFFSLLQTLSTQFK.Q 511 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_108.019177.019177.2 2 3.4814 0.4351 1708.97 1710 1 67.85714 3 R.NSPLTVPMFLSLFSR.H 990 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_106.016477.016477.2 2 3.0881 0.2663 2171.89 2172.4 1 50 5 R.EFLDFFWDIAKPEQETR.L 34 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.015975.0159 2 2.5356 0.1884 2104.95 2105.4 3 38.88889 1 R.EAVSSAFFSLLQTLSTQFK.Q 511 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_106.019051.019051.2 2 3.5798 0.3533 2487.83 2484.9 1 40.476192 2 K.ADLNIILSSPEQLELFLLAQQK.V 203 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.021010.0210 3 3.7682 0.1586 3865.7 3865.3 3 21.09375 1 R.ETARPCYSLALAQLLQSFEDLPLCSILQQIQEK.Y 86 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsSD-NE_NT_lymphocytes_Ti_113.013932.013932.2 2 3.409 0.281 2068.13 2068.4 1 52.941177 1 K.AQHQQALSSLELLNVLFR.T 1077 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.002084.0020 2 3.4314 0.1323 2163.29 2161.6 1 52.77778 2 K.QPENALVLELLEPLLSIIR.R 839 2
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|NP_055335.2| gi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099 MYB binding protein 1a isoform 2 [Homo sapiens] 15 54 19.6 1328 148854 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.007624.0076 2 3.0462 0.2936 1217.15 1217.5 1 83.33333 2 R.LALKEDKFPR.F 274 2
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010763.0107 2 2.5975 0.108 1272.49 1272.4 4 70 1 K.DALYFLDDTAK.M 590 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.015513.0155 3 3.5243 0.1085 3041.51 3039.2 1 28.846153 1 R.TSNTDGIDSFLDKVDEVSTEPIPESWR.S 185 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.018356.0183 2 2.9239 0.2923 2279.47 2277.8 1 45 1 K.VLLVSPELQAAVEEILPSLKK.D 154 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.015269.01526 2 3.2662 0.3461 3042.19 3039.2 1 36.53846 1 R.TSNTDGIDSFLDKVDEVSTEPIPESWR.S 185 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013311.0133 2 3.3331 0.4188 2333.29 2334.6 1 45.238094 1 R.SEVTFSTPALYIYTSGTTGLPK.A 212 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.015453.0154 2 2.1106 0.445 3038.59 3039.2 1 34.615387 1 R.TSNTDGIDSFLDKVDEVSTEPIPESWR.S 185 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013631.0136 2 3.6502 0.4087 1545.35 1542.8 1 76.92308 1 R.IWYGTGLTFVSGLK.A 242 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013778.0137 3 4.0108 0.1965 4067.57 4068.4 2 19.444445 3 R.WKGENVATTEVADTVGLVDFVQEVNVYGVHVPDHEGR.I 487 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011664.0116 2 4.1649 0.33 1822.57 1823.1 1 64.28571 2 K.KLFQHIADYLPSYAR.P 541 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.014630.0146 2 4.4479 0.3088 1681.81 1682 1 76.92308 3 K.YNVTVIQYIGELLR.Y 304 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011734.0117 2 3.4475 0.1752 1947.27 1948.2 1 50 2 K.LFQHIADYLPSYARPR.F 542 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009896.0098 1 2.2396 0.3315 1031.63 1032.2 3 62.5 1 R.ALHDHLGLR.Q 94 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsSD-NE_NT_lymphocytes_Ti_111.011185.011185.1 1 2.1123 0.2073 1031.62 1032.2 7 62.5 2 R.ALHDHLGLR.Q 94 2 *
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_003636.1| gi|4503653|ref|NP_003636.1| "solute carrier family 27 (fatty acid transporter), member 2 [Homo s 11 22 27.7 620 70312 8.4 HsSD-NE_PHA_lymphocytes_PK_105.018869.018869 2 3.336 0.4368 3038.71 3039.2 1 30.769232 2 R.TSNTDGIDSFLDKVDEVSTEPIPESWR.S 185 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_PHA_lymphocytes_Ti_106.020725.020725 2 3.889 0.4104 2294.29 2291.6 3 40 1 R.ISLTQAGLEALFESNLLDDLK.S 152 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_PHA_lymphocytes_PK_107.011645.011645 2 3.2088 0.1608 1515.85 1513.8 3 70.83333 2 Q.LLRELTGEDVLVR.A 212 1 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014516.01451 2 4.4095 0.2702 2085.83 2086.3 1 55.555557 2 R.IVENSDAVTEILNNAELLK.Q 110 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.019368.01936 2 5.2178 0.4677 2291.63 2291.6 1 62.5 3 R.ISLTQAGLEALFESNLLDDLK.S 152 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012250.01225 2 2.7636 0.3642 1510.45 1510.7 2 62.5 2 R.LGPLFSLLNENHR.E 46 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_NT_lymphocytes_Ti_105.018635.018635.2 2 3.6414 0.2478 2293.99 2291.6 1 45 2 R.ISLTQAGLEALFESNLLDDLK.S 152 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_NT_lymphocytes_Ti_110.013393.013393.2 2 3.2361 0.2546 1511.65 1510.7 1 70.83333 2 R.LGPLFSLLNENHR.E 46 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010718.010718.2 2 4.2269 0.3469 2362.89 2362.6 1 45.238094 1 R.TYLSEGPYYVKPVSTTAVEGAE.- 483 2 *
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_005038.1| gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase subunit 5 [Homo sapiens] 6 17 18.1 504 56196 5.5 HsSD-NE_PHA_lymphocytes_PK_105.019274.019274 2 4.2089 0.3126 1511.79 1511.7 1 87.5 2 L.FESNLLDDLKSVM.K 163 0 *
944 ENSG00000087008:ENSMUSG00000029098:ENSRNOG00000008474 ACOX3 gi|156104864|ref|NP_003492.2| gi|156104864|ref|NP_003492.2| "acyl-Coenzyme A oxidase 3, pristanoyl isoform a [Homo sapiens] " 4 8 12.3 700 77629 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.019578.0195 3 3.6345 0.2375 4496.03 4493.7 1 19.736843 2 R.DDNDPNCTYEGDNNILLQQTSNYLLGLLAHQVHDGACFR.S 442 2
944 ENSG00000087008:ENSMUSG00000029098:ENSRNOG00000008474 ACOX3 gi|156104864|ref|NP_003492.2| gi|156104864|ref|NP_003492.2| "acyl-Coenzyme A oxidase 3, pristanoyl isoform a [Homo sapiens] " 4 8 12.3 700 77629 7.3 HsNaOH-NE_NT_lymphocytes_PK_114.014391.0143 2 2.8224 0.2529 1813.19 1811.1 1 56.25 2 L.VDVIAPPDFVLDSPIGR.A 641 1 *
944 ENSG00000087008:ENSMUSG00000029098:ENSRNOG00000008474 ACOX3 gi|156104864|ref|NP_003492.2| gi|156104864|ref|NP_003492.2| "acyl-Coenzyme A oxidase 3, pristanoyl isoform a [Homo sapiens] " 4 8 12.3 700 77629 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014099.01409 2 3.6792 0.3152 1597.41 1594.8 1 76.92308 2 K.TIFSALENDPLFAR.S 50 2
944 ENSG00000087008:ENSMUSG00000029098:ENSRNOG00000008474 ACOX3 gi|156104864|ref|NP_003492.2| gi|156104864|ref|NP_003492.2| "acyl-Coenzyme A oxidase 3, pristanoyl isoform a [Homo sapiens] " 4 8 12.3 700 77629 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3329.332 2 4.1072 0.4455 1821.72 1822.2 1 63.333332 2 R.LLPYLAAVYALDHFSK.S 356 2
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsSD-NE_PHA_lymphocytes_Ti_112.011381.011381 2 3.162 0.2521 2750.13 2748 4 39.130436 2 R.GTHHGLLANPHSIYSEMWHTQSSR.V 689 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.012046.0120 2 5.789 0.3945 2097.29 2095.2 1 60.526318 1 K.ADNDAGNAAIDSLLNYETVK.Y 326 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.018266.01826 2 4.2498 0.3366 1621.47 1622 1 80.769226 3 R.QALIDMNTLFTLLK.V 437 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.021518.02151 3 5.0534 0.3555 3338.09 3335.8 1 29.166666 1 R.AILKDPPVILYDEATSSLDSITEETILGAMK.D 623 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_115.013476.01347 3 3.1475 0.101 4028.63 4027.6 8 17.36111 1 R.AVGVVPQDAVLFHNTIYYNLLYGNISASPEEVYAVAK.L 548 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011806.01180 2 6.113 0.4366 2096.93 2095.2 1 65.789474 2 K.ADNDAGNAAIDSLLNYETVK.Y 326 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.011962.0119 2 3.9583 0.3559 2066.17 2064.3 1 66.66667 1 K.GSIYLAGQNIQDVSLESLR.R 528 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.020530.02053 2 3.6752 0.2923 2912.37 2910.3 2 32.692307 3 K.DPPVILYDEATSSLDSITEETILGAMK.D 627 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008193.00819 2 2.9655 0.1848 1079.33 1079.3 1 88.88889 2 K.LAGLHDAILR.M 585 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.018051.0180 2 4.1585 0.3227 1623.87 1622 1 80.769226 4 R.QALIDMNTLFTLLK.V 437 2 *
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NP_004290.2| gi|42490749|ref|NP_004290.2| "ATP-binding cassette, sub-family B, member 7 [Homo sapiens] " 8 21 20.6 753 82769 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4616.461 3 3.1528 0.2342 4027.32 4027.6 2 18.055555 1 R.AVGVVPQDAVLFHNTIYYNLLYGNISASPEEVYAVAK.L 548 2 *
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.008110.008110 2 3.2921 0.2648 2254.57 2251.6 1 45 2 R.VLAGQTLDINMAGEPKPDRPK.G 79 2
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.008348.00834 2 4.5349 0.2416 2253.89 2251.6 1 57.5 2 R.VLAGQTLDINMAGEPKPDRPK.G 79 2
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.006761.00676 3 4.6631 0.3911 4182.26 4182.2 1 25.5 2 K.KGDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR.T 208 2
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsNaOH-NE_NT_lymphocytes_Ti_112.009155.00915 3 3.5673 0.3239 4310.54 4310.4 1 19.117647 1 K.KKGDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR.T 207 2
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008568.0085 2 3.6593 0.2276 2254.09 2251.6 1 55 3 R.VLAGQTLDINMAGEPKPDRPK.G 79 2
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NP_031393.2| gi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1| "RNA binding protein (autoantigenic, hnRNP-associated with lethal 3 11 25.2 290 30364 9.6 HsSD-NE_NT_lymphocytes_Ti_111.010593.010593.3 3 4.7894 0.4116 4309.22 4310.4 1 22.549019 1 K.KKGDGGGAGGGGGGGGSGGGGSGGGGGGGSSRPPAPQENTTSEAGLPQGEAR.T 207 2
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_107.018538.018538 2 2.9039 0.2083 1258.73 1259.5 1 83.33333 2 Q.NLTEWIEILK.T 224 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_Ti_112.015622.015622 3 6.0285 0.4095 4557.23 4555.1 1 25.694445 6 K.NLKPHIQGIIQDVIFPLMCYTDADEELWQEDPYEYIR.M 341 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_108.011679.011679 2 3.7773 0.3582 2022.49 2024.2 1 65.625 2 L.LHIIRETENDDLTNVIQ.K 547 0 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_110.016808.016808 2 3.618 0.2668 1476.05 1474.7 2 72.72727 1 A.LYYNPHLLLNTL.E 790 0 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_108.011643.011643 2 2.8378 0.24 1760.39 1757.9 3 53.571426 1 R.FPNNVEPVTNHFITQ.W 806 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.014895.014895 2 2.6166 0.1656 1734.45 1734 2 53.571426 1 R.ENIVEAIIHSPELIR.V 93 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.017757.017757 2 3.5405 0.2912 1683.23 1682 1 56.666668 1 K.DGALHMIGSLAEILLK.K 430 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_110.011188.011188 3 4.4149 0.3767 2153.45 2152.4 1 48.52941 2 L.LHIIRETENDDLTNVIQK.M 547 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_110.011160.011160 2 4.5066 0.2246 2151.91 2152.4 1 61.764706 2 L.LHIIRETENDDLTNVIQK.M 547 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_Ti_108.019528.019528 2 2.687 0.1082 2970.53 2970.4 4 28 1 R.MKFDVFEDFISPTTAAQTLLFTACSK.R 378 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsNaOH-NE_NT_lymphocytes_Ti_113.011033.01103 2 2.0939 0.0805 981.79 980.2 3 85.71429 1 K.WALHILAR.L 263 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014667.01466 2 3.2499 0.272 1734.79 1734 1 53.571426 1 R.ENIVEAIIHSPELIR.V 93 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsNaOH-NE_NT_lymphocytes_Ti_114.013242.01324 2 3.4482 0.307 1652.57 1652.1 1 64.28571 1 R.SPLVAAMQHFLPVLK.D 168 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_NT_lymphocytes_Ti_104.017079.017079.2 2 3.7599 0.2949 1831.59 1832.1 1 63.333332 3 R.GIDQCIPLFVEAALER.L 753 2 *
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947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_105.016044.016044 2 3.8274 0.2061 2630.59 2627.8 1 52.63158 1 L.MCYTDADEELWQEDPYEYIR.M 358 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_NT_lymphocytes_Ti_112.014447.014447.2 2 4.3921 0.3952 1652.37 1652.1 1 71.42857 2 R.SPLVAAMQHFLPVLK.D 168 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_NT_lymphocytes_Ti_110.015533.015533.2 2 4.3539 0.5271 2312.47 2314.6 1 47.368423 2 R.VLQQTLNYINQGVSHALTWK.N 321 2 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010398.010398 1 2.3198 0.1541 1408.54 1408.5 2 54.166668 1 Y.VTVDTDTLLSDTK.Y 701 1 *
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_006382.1| gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 17 32 23.2 1038 119516 4.8 HsSD-NE_PHA_lymphocytes_PK_106.013336.013336 2 3.6303 0.2074 2342.37 2340.6 1 47.368423 1 L.LSVVEDHKEITQQLEGICLQ.V 619 0 *
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.010587.010587 3 4.3015 0.2584 2932.67 2932.2 1 30.769232 1 K.DHLTAATHWASMDPAVVHPELNGAAYR.Y 354 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_PHA_lymphocytes_Ti_115.012369.012369 3 5.3228 0.4107 4018.49 4016.4 1 23.484848 4 R.VSTLQDLLFHSDCVTLHCGLNEHNHHLINDFTVK.Q 220 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.010046.010046 2 3.9116 0.3616 2150.27 2150.3 1 50 2 K.DVATVAFCDAQSTQEIHEK.V 47 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009764.00976 2 2.6177 0.175 2114.89 2117.3 1 47.368423 1 R.GAALDVHESEPFSFSQGPLK.D 286 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.018260.01826 3 5.3556 0.3675 3517.76 3518.8 1 27.34375 2 K.SAGDLGIAVCNVPAASVEETADSTLCHILNLYR.R 109 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.017121.0171 2 4.5668 0.372 2211.67 2210.5 1 58.333332 2 K.AFGFNVLFYDPYLSDGVER.A 195 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_NT_lymphocytes_Ti_104.009863.009863.2 2 3.7694 0.136 2152.57 2150.3 2 47.22222 1 K.DVATVAFCDAQSTQEIHEK.V 47 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_NT_lymphocytes_Ti_105.018459.018459.3 3 4.399 0.1922 3518.42 3518.8 1 25.78125 3 K.SAGDLGIAVCNVPAASVEETADSTLCHILNLYR.R 109 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_NT_lymphocytes_Ti_109.014744.014744.2 2 3.4061 0.3671 2003.67 2003.4 2 52.941177 2 K.VLNEAVGALMYHTITLTR.E 66 2
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_001319.1| gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632 C-terminal binding protein 1 isoform 1 [Homo sapiens] 8 19 41.6 440 47535 6.8 HsSD-NE_NT_lymphocytes_Ti_111.012746.012746.2 2 3.1927 0.2721 1355.59 1355.6 3 62.5 1 R.IRGETLGIIGLGR.V 172 2
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_002564.1| gi|4505587|ref|NP_002564.1| "platelet-activating factor acetylhydrolase, isoform Ib, gamma subu 4 9 25.5 231 25734 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.009324.009324 3 3.1422 0.1436 2418.65 2417.7 1 32.954548 1 K.IVVVWVGTNNHGHTAEQVTGGIK.A 96 2 *
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_002564.1| gi|4505587|ref|NP_002564.1| "platelet-activating factor acetylhydrolase, isoform Ib, gamma subu 4 9 25.5 231 25734 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007323.00732 2 3.0974 0.283 1438.59 1435.6 1 77.27273 2 R.LENGELEHIRPK.I 84 2 *
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_002564.1| gi|4505587|ref|NP_002564.1| "platelet-activating factor acetylhydrolase, isoform Ib, gamma subu 4 9 25.5 231 25734 6.8 HsSD-NE_NT_lymphocytes_Ti_115.011094.011094.2 2 3.2271 0.3922 2417.07 2417.7 2 34.090908 1 K.IVVVWVGTNNHGHTAEQVTGGIK.A 96 2 *
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_002564.1| gi|4505587|ref|NP_002564.1| "platelet-activating factor acetylhydrolase, isoform Ib, gamma subu 4 9 25.5 231 25734 6.8 HsSD-NE_NT_lymphocytes_Ti_113.013498.013498.2 2 3.3251 0.3882 2664.89 2666 1 36.95652 2 R.ELFSPLHALNFGIGGDGTQHVLWR.L 60 2 *
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_002564.1| gi|4505587|ref|NP_002564.1| "platelet-activating factor acetylhydrolase, isoform Ib, gamma subu 4 9 25.5 231 25734 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.013212.0132 2 4.0155 0.4283 2665.71 2666 3 36.95652 3 R.ELFSPLHALNFGIGGDGTQHVLWR.L 60 2 *
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsSD-NE_PHA_lymphocytes_Ti_104.010542.010542 3 3.8255 0.2422 2903.33 2903.1 1 28 2 K.GYLKDPEKTQEALDSDGWLHTGDIGR.W 559 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.011469.011469 2 2.9674 0.2776 1709.47 1711 1 57.14286 1 R.SQPVLQIFVHGESLR.S 621 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.013180.01318 2 4.5639 0.3888 2003.91 2002.3 2 50 2 R.SSLVGVVVPDTDVLPSFAAK.L 636 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013097.0130 2 4.0186 0.3538 1725.53 1722.9 1 66.66667 1 K.SGIEILSLYDAENLGK.E 282 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008882.00888 2 4.4497 0.4776 1971.71 1972.1 1 61.764706 2 K.TQEALDSDGWLHTGDIGR.W 567 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011625.01162 2 3.5965 0.3985 1710.75 1711 1 67.85714 2 R.SQPVLQIFVHGESLR.S 621 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008501.00850 2 3.8471 0.3163 1462.39 1462.7 1 75 2 K.ADIAMVICDTPQK.A 234 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.013186.01318 2 3.3567 0.2629 2340.01 2338.8 2 45 1 K.AIFLHPEPFSIENGLLTPTLK.A 696 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009504.0095 3 4.5153 0.3294 2903.66 2903.1 1 36 2 K.GYLKDPEKTQEALDSDGWLHTGDIGR.W 559 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.011038.0110 2 2.9367 0.2306 1710.71 1711 5 53.571426 2 R.SQPVLQIFVHGESLR.S 621 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010742.01074 2 3.1933 0.2314 1340.45 1340.7 1 81.818184 3 K.TLKPTLFPAVPR.L 398 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012200.01220 2 2.5808 0.1769 1821.93 1819.1 2 50 1 K.VIILMDPFDDDLKQR.G 264 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsSD-NE_NT_lymphocytes_Ti_111.013385.013385.2 2 2.5689 0.1417 1712.97 1711 4 57.14286 1 R.SQPVLQIFVHGESLR.S 621 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010914.0109 2 2.9155 0.2678 1340.31 1340.7 1 68.181816 2 K.TLKPTLFPAVPR.L 398 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsSD-NE_NT_lymphocytes_Ti_109.012188.012188.2 2 3.727 0.378 1887.09 1887.2 1 58.823532 2 K.GAMITHQNIVSNAAAFLK.C 326 2
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NP_057318.2| gi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain family member 5 isoform a [Homo 11 27 21.1 739 82263 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010906.0109 1 2.3911 0.1316 1342.09 1340.7 3 59.090908 1 K.TLKPTLFPAVPR.L 398 2
951 ENSG00000171763:ENSMUSG00000074876:ENSRNOG00000000169 SPATA5L1 gi|13129040|ref|NP_076968.1| gi|13129040|ref|NP_076968.1| spermatogenesis associated 5-like 1 [Homo sapiens] 3 8 6.4 753 80682 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.000588.0005 2 4.3495 0.4333 2005.75 2003.3 1 58.333332 2 R.ASTPAILFLDEIDSILGAR.S 555 2 *
951 ENSG00000171763:ENSMUSG00000074876:ENSRNOG00000000169 SPATA5L1 gi|13129040|ref|NP_076968.1| gi|13129040|ref|NP_076968.1| spermatogenesis associated 5-like 1 [Homo sapiens] 3 8 6.4 753 80682 8 HsNaOH-NE_NT_lymphocytes_Ti_113.010178.01017 2 3.2706 0.3081 1147.21 1147.4 1 86.36364 2 R.LGPAALHALGAR.L 31 2 *
951 ENSG00000171763:ENSMUSG00000074876:ENSRNOG00000000169 SPATA5L1 gi|13129040|ref|NP_076968.1| gi|13129040|ref|NP_076968.1| spermatogenesis associated 5-like 1 [Homo sapiens] 3 8 6.4 753 80682 8 HsSD-NE_NT_lymphocytes_Ti_104.019126.019126.2 2 3.8357 0.3341 2007.33 2008.2 1 53.125 3 K.NQDNPVIDEIDFLEAFK.N 426 2 *
951 ENSG00000171763:ENSMUSG00000074876:ENSRNOG00000000169 SPATA5L1 gi|13129040|ref|NP_076968.1| gi|13129040|ref|NP_076968.1| spermatogenesis associated 5-like 1 [Homo sapiens] 3 8 6.4 753 80682 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.5374.53 2 2.421 0.1764 2004.37 2003.3 9 44.444447 1 R.ASTPAILFLDEIDSILGAR.S 555 2 *
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_PHA_lymphocytes_PK_108.004107.004107 2 3.8276 0.2123 2633.13 2630.9 1 40.909092 3 W.IVGEYAERIDNADELLESFLEGF.H 451 0
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.021460.021460 3 4.2277 0.3419 2996.24 2994.4 1 25.961538 5 R.LASQANIAQVLAELKEYATEVDVDFVR.K 345 2
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.017336.01733 2 3.7429 0.3989 2267.89 2266.7 1 45 2 K.LAPPLVTLLSGEPEVQYVALR.N 284 2
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012936.01293 2 3.9713 0.2975 1571.95 1569.8 1 75 2 R.LASQANIAQVLAELK.E 345 2
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_NT_lymphocytes_Ti_106.016981.016981.2 2 3.0612 0.2521 2267.57 2266.7 7 37.5 1 K.LAPPLVTLLSGEPEVQYVALR.N 284 2
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_NT_lymphocytes_Ti_110.000124.000124.3 3 4.5589 0.4353 2994.2 2994.4 1 35.576923 4 R.LASQANIAQVLAELKEYATEVDVDFVR.K 345 2
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_PHA_lymphocytes_PK_106.001595.001595 2 3.8707 0.3087 2640.25 2637.8 1 40.909092 3 R.IDNADELLESFLEGFHDESTQVQ.L 459 1
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_PHA_lymphocytes_PK_106.001448.001448 2 3.1091 0.1879 2570.75 2571.9 1 45.238094 2 A.EKPLISEETDLIEPTLLDELIC.Y 544 0
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_001273.1| gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177 "adaptor-related protein complex 2, beta 1 subunit isoform b [Homo 7 28 10.8 937 104553 5.4 HsSD-NE_PHA_lymphocytes_PK_105.017720.017720 2 4.4684 0.2711 2186.13 2184.4 1 58.333332 6 W.IVGEYAERIDNADELLESF.L 451 0
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsSD-NE_PHA_lymphocytes_Ti_102.017610.017610 2 3.8736 0.246 1603.15 1601.9 1 71.42857 6 K.ADIWSLGITAIELAK.G 200 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.007640.0076 2 3.035 0.2906 1344.25 1344.5 2 70.83333 1 K.AANVLLSEQGDVK.L 147 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010193.0101 2 3.0434 0.1739 1679.47 1677.9 1 63.333332 1 K.LADFGVAGQLTDTQIK.R 160 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009609.00960 2 4.2253 0.318 1678.77 1677.9 1 70 1 K.LADFGVAGQLTDTQIK.R 160 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.017493.01749 2 3.3088 0.1592 1604.05 1601.9 3 67.85714 1 K.ADIWSLGITAIELAK.G 200 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsSD-NE_NT_lymphocytes_Ti_102.011136.011136.2 2 5.3336 0.3294 1677.45 1677.9 1 83.33333 3 K.LADFGVAGQLTDTQIK.R 160 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014942.014942.2 2 3.5859 0.2158 1569.05 1568.8 1 76.92308 3 R.AGPFDEFQIATMLK.E 113 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsSD-NE_NT_lymphocytes_Ti_106.001431.001431.3 3 3.3301 0.1832 3614.69 3614.9 3 22.5 1 K.IIDLEEAEDEIEDIQQEITVLSQCDSSYVTK.Y 54 2
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NP_057626.2| gi|15011880|ref|NP_057626.2| serine/threonine protein kinase MST4 isoform 1 [Homo sapiens] 6 19 21.4 416 46529 5.3 HsSD-NE_NT_lymphocytes_Ti_104.015029.015029.1 1 3.391 0.1873 1569.2 1568.8 2 53.846157 2 R.AGPFDEFQIATMLK.E 113 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsSD-NE_PHA_lymphocytes_PK_107.019937.019937 2 2.5693 0.1677 1596.23 1596.8 1 57.692307 1 Y.SWLGETLPLWGSHL.L 541 0
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017108.0171 3 3.2144 0.0845 2378.54 2377.7 1 35 1 K.ELLSSLTECLTVDPLSASVWR.Q 384 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009563.00956 2 3.8842 0.2731 1426.49 1427.7 1 86.36364 2 R.ICIQAILQDKPK.I 221 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014296.01429 3 3.8891 0.329 2449.64 2446.8 1 32.5 1 K.HLSQSSLLLEHLLSSWEQIPK.K 410 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014187.01418 2 4.4294 0.4601 2446.93 2446.8 1 55 2 K.HLSQSSLLLEHLLSSWEQIPK.K 410 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017159.0171 2 5.546 0.4348 2379.85 2377.7 1 67.5 3 K.ELLSSLTECLTVDPLSASVWR.Q 384 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009843.00984 2 3.6025 0.1656 1875.71 1873.1 1 60.000004 1 K.YDLTPAIQTTSTLYER.G 47 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.012482.01248 2 4.456 0.4074 2456.05 2455.8 1 50 3 K.VLAFGAKPDSTLHTYFPSFLSR.A 351 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009720.0097 2 3.864 0.1403 1428.95 1427.7 1 86.36364 3 R.ICIQAILQDKPK.I 221 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.015785.01578 2 4.3251 0.3991 2505.89 2505.8 1 40.476192 1 K.KELLSSLTECLTVDPLSASVWR.Q 383 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsSD-NE_NT_lymphocytes_Ti_115.014324.014324.3 3 6.1245 0.4616 2446.88 2446.8 1 45 1 K.HLSQSSLLLEHLLSSWEQIPK.K 410 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.010224.0102 2 4.3635 0.4829 2741.07 2741 1 41.304348 1 K.LQAPLSEPTLSQHTHDYPYSLVSR.E 153 2 *
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.014073.0140 2 4.8258 0.4798 2448.03 2446.8 1 55 3 K.HLSQSSLLLEHLLSSWEQIPK.K 410 2
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|NP_060197.4| gi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 isoform 1 [Homo sapiens] 10 24 19 689 77151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.012270.0122 2 2.7926 0.1821 2458.75 2455.8 1 35.714287 1 K.VLAFGAKPDSTLHTYFPSFLSR.A 351 2
955 NA:ENSMUSG00000063754:ENSRNOG00000032777 RPL26 gi|4506621|ref|NP_000978.1| gi|4506621|ref|NP_000978.1| ribosomal protein L26 [Homo sapiens] 2 6 6.2 145 17258 10.6 HsSD-NE_PHA_lymphocytes_PK_112.011312.011312 1 2.1371 0.2547 1078.59 1079.2 1 62.5 1 R.HFNAPSHIR.R 18 2 *
955 NA:ENSMUSG00000063754:ENSRNOG00000032777 RPL26 gi|4506621|ref|NP_000978.1| gi|4506621|ref|NP_000978.1| ribosomal protein L26 [Homo sapiens] 2 6 6.2 145 17258 10.6 HsSD-NE_PHA_lymphocytes_Ti_110.007422.007422 2 2.6525 0.1623 1077.95 1079.2 1 81.25 2 R.HFNAPSHIR.R 18 2 *
955 NA:ENSMUSG00000063754:ENSRNOG00000032777 RPL26 gi|4506621|ref|NP_000978.1| gi|4506621|ref|NP_000978.1| ribosomal protein L26 [Homo sapiens] 2 6 6.2 145 17258 10.6 HsSD-NE_NT_lymphocytes_Ti_111.010788.010788.1 1 2.3283 0.1642 1080.64 1079.2 6 62.5 1 R.HFNAPSHIR.R 18 2 *
955 NA:ENSMUSG00000063754:ENSRNOG00000032777 RPL26 gi|4506621|ref|NP_000978.1| gi|4506621|ref|NP_000978.1| ribosomal protein L26 [Homo sapiens] 2 6 6.2 145 17258 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009500.0095 2 2.7589 0.1414 1079.43 1079.2 1 87.5 2 R.HFNAPSHIR.R 18 2 *
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_PHA_lymphocytes_PK_108.021105.021105 2 4.0352 0.3113 2156.91 2155.5 1 58.823532 1 W.YTGLPFIPYLDNLPNFNR.S 408 1 *
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_PHA_lymphocytes_Ti_113.003234.003234 2 3.0203 0.3115 1751.57 1750 1 56.666668 2 K.KEHVNVVFIGHVDAGK.S 201 2
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.012405.012405 2 3.2683 0.2697 2072.27 2073.3 1 44.11765 1 R.TAGTICLETFKDFPQMGR.F 588 2
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_NT_lymphocytes_Ti_112.013741.013741.2 2 2.865 0.2948 1926.07 1928.2 1 59.375 1 K.PFVPNVHAAEFVPSFLR.G 58 2 *
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_NT_lymphocytes_PK_106.016847.016847. 3 3.5168 0.2295 3798.77 3796.3 8 17.647058 1 S.AVAEAQREPLSSAFSRKLNVNAKPFVPNVHAAEFV.P 35 0 *
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsSD-NE_NT_lymphocytes_Ti_114.010154.010154.2 2 3.1516 0.2147 1364.23 1364.6 4 68.181816 2 R.KHFTILDAPGHK.S 281 2
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NP_060564.2| gi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Homo sapiens] 6 10 16.6 628 68883 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010029.0100 2 3.2839 0.2878 1364.61 1364.6 2 72.72727 2 K.KHFTILDAPGHK.S 281 2
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsSD-NE_PHA_lymphocytes_Ti_110.021894.021894 3 4.6966 0.4144 2621.63 2620.9 1 30.208334 4 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsSD-NE_PHA_lymphocytes_Ti_101.019395.019395 2 4.8165 0.4787 2620.31 2620.9 1 58.333332 3 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.021527.0215 3 4.5443 0.3056 2620.7 2620.9 1 29.166666 1 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsNaOH-NE_NT_lymphocytes_Ti_106.020922.02092 2 3.8425 0.4134 2619.47 2620.9 2 37.5 1 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsSD-NE_NT_lymphocytes_Ti_102.008626.008626.2 2 4.2779 0.2943 1541.29 1539.7 1 83.33333 1 R.ITEIYEGTSEIQR.L 387 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsSD-NE_NT_lymphocytes_Ti_106.000608.000608.3 3 4.7387 0.4092 2620.73 2620.9 1 32.291664 5 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_000008.1| gi|4557233|ref|NP_000008.1| "acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain precurso 3 18 9.2 412 44297 8 HsSD-NE_NT_lymphocytes_Ti_105.000624.000624.2 2 5.3669 0.525 2619.29 2620.9 1 58.333332 3 R.IGIASQALGIAQTALDCAVNYAENR.M 273 2 *
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsSD-NE_PHA_lymphocytes_Ti_111.011337.011337 2 3.5613 0.2151 1874.13 1874.1 1 57.14286 1 K.HSFDTFSHQRPCLLK.S 414 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012670.01267 2 3.8091 0.3956 1564.39 1561.8 1 80.769226 2 R.EKDILTAIAADLCK.S 38 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_NT_lymphocytes_Ti_114.010443.01044 2 4.5926 0.4383 1683.29 1684 1 80.769226 5 R.EKPLALYVFSHNHK.L 356 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009281.00928 1 2.6046 0.134 1435.19 1434.5 1 63.636364 1 K.NVDEAINFINER.E 344 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007923.0079 2 3.0425 0.1912 1168.75 1166.2 4 87.5 1 K.DCDLDIVCR.R 219 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008324.00832 2 2.946 0.1356 2032.55 2030.1 1 50 1 K.SPCYIDKDCDLDIVCR.R 212 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010701.0107 2 5.0702 0.408 1684.31 1684 1 76.92308 4 R.EKPLALYVFSHNHK.L 356 2
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_000373.1| gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976 aldehyde dehydrogenase 3A2 isoform 2 [Homo sapiens] 6 17 14.6 485 54848 7.9 HsSD-NE_NT_lymphocytes_Ti_114.010438.010438.2 2 4.0585 0.3083 1872.67 1874.1 1 64.28571 2 K.HSFDTFSHQRPCLLK.S 414 2
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsSD-NE_PHA_lymphocytes_Ti_106.009052.009052 2 2.0972 0.0978 1449.49 1447.6 1 59.090908 1 R.AHLVAVFNEYQR.M 389 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007191.00719 2 4.3394 0.3841 1814.29 1814.9 1 73.333336 2 K.SLYHDISGDTSGDYRK.I 480 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.008614.00861 2 3.6429 0.3874 1447.27 1447.6 1 86.36364 2 R.AHLVAVFNEYQR.M 389 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012339.01233 2 3.3252 0.2229 1337.83 1338.6 2 80 2 K.TPVLFDIYEIK.E 272 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1852.185 2 3.7873 0.2877 1337.09 1337.4 1 72.72727 1 R.DAQELYAAGENR.L 360 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2911.291 2 2.536 0.2159 2044.37 2044.3 7 41.666664 1 R.GTITDAPGFDPLRDAEVLR.K 192 2 *
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NP_665876.1| gi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 7 20 17 505 54390 7.7 HsSD-NE_NT_lymphocytes_Ti_104.014476.014476.2 2 4.1008 0.1935 1704.61 1704.9 2 60.000004 4 K.GVGTDEACLIEILASR.S 287 2 *
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NP_054817.2| gi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1| peroxiredoxin 3 isoform b [Homo sapiens] 4 8 22.7 238 25839 7.5 HsSD-NE_PHA_lymphocytes_PK_108.009116.009116 1 2.4703 0.23 1028.61 1029.1 1 62.5 1 V.SVDSHFSHL.A 115 0
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NP_054817.2| gi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1| peroxiredoxin 3 isoform b [Homo sapiens] 4 8 22.7 238 25839 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012076.0120 2 4.0787 0.4155 1463.87 1463.7 1 84.61539 2 R.DYGVLLEGSGLALR.G 153 2
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NP_054817.2| gi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1| peroxiredoxin 3 isoform b [Homo sapiens] 4 8 22.7 238 25839 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.009375.00937 3 5.3973 0.4167 3387.26 3387.7 1 25 2 K.AFQYVETHGEVCPANWTPDSPTIKPSPAASK.E 200 2
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NP_054817.2| gi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1| peroxiredoxin 3 isoform b [Homo sapiens] 4 8 22.7 238 25839 7.5 HsSD-NE_NT_lymphocytes_Ti_103.013312.013312.2 2 4.6857 0.3878 1463.09 1463.7 1 84.61539 2 R.DYGVLLEGSGLALR.G 153 2
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NP_054817.2| gi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1| peroxiredoxin 3 isoform b [Homo sapiens] 4 8 22.7 238 25839 7.5 HsSD-NE_NT_lymphocytes_Ti_102.013247.013247.1 1 2.7419 0.2479 1464.5 1463.7 1 50 1 R.DYGVLLEGSGLALR.G 153 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsSD-NE_PHA_lymphocytes_Ti_113.011000.011000 3 3.6773 0.2341 1613.54 1613.9 1 52.083332 5 K.RLRDPLQVHLPLR.Q 333 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.015741.01574 2 2.8994 0.1726 2331.27 2331.6 1 47.22222 2 K.TLVQQLYTTLCIEQHQLNK.E 181 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015332.0153 2 4.244 0.3713 1694.61 1692 1 60.000004 1 R.VAASTGIDLLLLDDFK.L 135 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010853.0108 3 4.048 0.2576 1458.38 1457.8 1 59.090908 2 R.LRDPLQVHLPLR.Q 334 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsSD-NE_NT_lymphocytes_Ti_114.011104.011104.2 2 3.2575 0.2205 1457.75 1457.8 1 81.818184 2 R.LRDPLQVHLPLR.Q 334 2
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC29gi|24308400|ref|NP_612366.1| gi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_6123 coiled-coil domain containing 109A [Homo sapiens] 6 14 18.5 351 39867 8.6 HsSD-NE_NT_lymphocytes_Ti_109.014966.014966.2 2 3.4511 0.1435 1967.55 1968.3 1 65.625 2 R.CQFTLKPISDSVGVFLR.Q 97 2
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.005322.005322 2 3.0126 0.1077 1435.31 1432.6 6 63.636364 1 R.EYLSEEVQAVHK.N 482 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_PK_112.011872.011872 2 3.3447 0.2147 2224.25 2224.5 1 47.22222 1 K.KLPHPDLPAEEKEQLLHND.E 359 1 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_Ti_114.012675.012675 2 3.2869 0.2649 1542.79 1542.9 1 75 4 K.RPPGDIMFLLVQR.F 264 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.010026.010026 1 2.8857 0.2285 1099.77 1099.3 1 72.22222 1 R.IHVLHHGTGK.W 516 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_Ti_108.009999.009999 2 4.263 0.4157 1906.51 1907.2 1 59.375 2 K.AHVSPHEMLQAVVLCSK.K 292 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_PK_107.001071.00107 2 3.8596 0.2177 2701.05 2700 1 45.454548 2 Y.CLPDNYEIIDSSLEDITYVLKPT.F 174 0 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_PHA_lymphocytes_PK_105.016774.016774 2 3.7208 0.2296 1213.31 1213.4 1 83.33333 1 R.SVLDFDFEKL.C 114 1 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_NT_lymphocytes_Ti_103.011314.011314.2 2 3.1373 0.3337 1353.47 1354.6 1 77.27273 1 K.TIVTDVFQGSMR.I 343 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_NT_lymphocytes_Ti_104.017199.017199.2 2 4.4425 0.3737 2026.03 2027.3 1 63.88889 2 K.ANDYANAVLQALSNVPPLR.N 232 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_NT_lymphocytes_Ti_104.008558.008558.2 2 3.6829 0.3195 1433.27 1432.6 1 72.72727 2 R.EYLSEEVQAVHK.N 482 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.012309.0123 2 3.2955 0.2319 1543.61 1542.9 1 66.66667 2 K.RPPGDIMFLLVQR.F 264 2 *
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NP_006581.2| gi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Homo sapiens] 10 20 25.7 565 65381 8.9 HsSD-NE_NT_lymphocytes_Ti_110.014980.014980.2 2 2.1833 0.1222 1264.47 1264.6 6 61.11111 1 K.LPPYLIFCIK.R 446 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.009234.009234 2 5.7148 0.4899 2210.99 2210.5 1 76.31579 6 R.LHLGSTPHNLTDANIHELAR.K 305 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.009220.009220 3 4.3515 0.4051 2208.5 2210.5 1 50 1 R.LHLGSTPHNLTDANIHELAR.K 305 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010200.01020 2 5.5541 0.5089 2210.57 2210.5 1 71.05263 2 R.LHLGSTPHNLTDANIHELAR.K 305 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsSD-NE_NT_lymphocytes_Ti_112.013808.013808.2 2 4.122 0.3468 1812.17 1811.2 1 70 2 K.EAVILPIKFPHLFTGK.R 141 2
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsSD-NE_NT_lymphocytes_Ti_112.011728.011728.2 2 5.4683 0.4801 2209.75 2210.5 1 65.789474 2 R.LHLGSTPHNLTDANIHELAR.K 305 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010514.0105 2 5.6995 0.5413 2209.73 2210.5 1 71.05263 4 R.LHLGSTPHNLTDANIHELAR.K 305 2 *
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_037377.1| gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A [Homo sapiens] 4 18 11.4 437 48898 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012194.0121 2 4.0672 0.4784 1732.89 1733 1 80.769226 1 R.LYQHAVEYFLHAIK.Y 31 2 *
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsSD-NE_PHA_lymphocytes_PK_115.012623.012623 3 4.5262 0.2501 2321.87 2322.7 1 42.105263 4 K.TLLQKPHVDITDPEKPHQPK.K 209 2 *
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsNaOH-NE_NT_lymphocytes_Ti_106.006285.00628 2 4.2008 0.227 1484.59 1485.6 1 73.07692 4 R.KETSGTQGIEGHLK.G 352 2 *
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007500.0075 2 2.8848 0.174 1850.11 1847.9 1 55.88235 1 K.LEAEGEAMEDAAAPGDDR.G 400 2 *
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.007584.0075 2 2.9507 0.5061 2694.09 2695 1 48 1 R.AEGQLQASPPGAAEGHLEKPVPEPQR.K 318 2 *
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsSD-NE_NT_lymphocytes_Ti_114.010062.010062.2 2 4.4382 0.2782 2322.71 2322.7 1 55.263157 2 K.TLLQKPHVDITDPEKPHQPK.K 209 2 *
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964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NP_066553.3| gi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase flavoprotein 3 isoform a precurs 6 13 16.7 473 50984 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009924.0099 2 3.5327 0.4334 2823.03 2823.1 8 36.53846 1 R.AEGQLQASPPGAAEGHLEKPVPEPQRK.A 318 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.017334.017334 3 4.0447 0.1084 4431.71 4431.9 2 18.918919 1 K.VLTCTDLEQGPNFFLDFENAQPTESEKEIYNQVNVVLK.D 7 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.014823.0148 2 2.9185 0.2298 3134.03 3131.3 2 32.692307 1 K.VLTCTDLEQGPNFFLDFENAQPTESEK.E 7 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012459.01245 2 3.7135 0.3033 1509.33 1509.6 1 79.16667 1 K.DAEGILEDLQSYR.G 45 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.017343.01734 3 4.2151 0.2031 4434.14 4431.9 1 21.621622 1 K.VLTCTDLEQGPNFFLDFENAQPTESEKEIYNQVNVVLK.D 7 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.012478.01247 1 2.6408 0.1733 1511.37 1509.6 3 54.166668 2 K.DAEGILEDLQSYR.G 45 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsSD-NE_PHA_lymphocytes_PK_105.009812.009812 2 4.9337 0.519 2096.23 2097.2 1 66.66667 1 R.INNVPAEGENEVNNELANR.M 168 2 *
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NP_057707.3| gi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [Homo sapiens] 6 8 25.6 324 36748 6.1 HsSD-NE_NT_lymphocytes_Ti_104.012599.012599.2 2 3.1552 0.165 1502.19 1502.8 3 66.66667 1 R.MSLFYAEATPMLK.T 187 2
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.014003.014003 2 5.0712 0.4711 1973.93 1974.3 1 75 2 K.IWNVHSVLNVLHSLVDK.S 221 2 *
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_PHA_lymphocytes_PK_107.011789.011789 2 3.1783 0.3119 1713.77 1712.9 7 57.14286 1 K.FLSPVVPNYDNVHPN.Y 420 1
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011276.01127 2 3.3365 0.3043 1921.75 1920 1 56.666668 1 K.GDPQVYEELFSYSCPK.F 404 2 *
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_PHA_lymphocytes_PK_106.019082.019082 2 3.809 0.2018 1782.49 1781 3 53.571426 2 K.LAGFLDLTEQEFRIQ.L 475 1
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_NT_lymphocytes_Ti_103.009824.009824.2 2 3.8889 0.2442 1850.79 1850 1 56.666668 3 K.VFSDEVQQQAQLSTIR.S 446 2
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_PHA_lymphocytes_PK_105.017259.017259 1 2.3194 0.2308 1596.69 1596.8 3 58.333332 1 A.GFLDLTEQEFRIQ.L 477 0
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_PHA_lymphocytes_PK_105.017152.017152 2 3.5264 0.2798 1595.63 1596.8 1 70.83333 3 A.GFLDLTEQEFRIQ.L 477 0
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_057175.1| gi|7705433|ref|NP_057175.1| eukaryotic translation initiation factor 3 subunit 6 interacting protein 8 15 16 564 66727 6.3 HsSD-NE_NT_lymphocytes_Ti_114.011566.011566.2 2 3.1836 0.3779 3128.07 3125.6 1 36 2 K.FLSPVVPNYDNVHPNYHKEPFLQQLK.V 420 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_PHA_lymphocytes_Ti_109.009614.009614 2 4.8228 0.3564 2579.81 2579.9 1 52.272724 1 K.KGEICHLLCKPEYAYGSAGSLPK.I 99 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010474.01047 3 4.3677 0.3029 2582.27 2579.9 1 32.954548 2 K.KGEICHLLCKPEYAYGSAGSLPK.I 99 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_109.010640.010640.2 2 2.3548 0.0981 2450.75 2451.7 1 35.714287 1 K.GEICHLLCKPEYAYGSAGSLPK.I 100 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_112.011887.011887.3 3 5.5447 0.4084 2577.29 2579.9 1 43.18182 3 K.KGEICHLLCKPEYAYGSAGSLPK.I 99 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_103.011424.011424.3 3 3.2935 0.2853 2125.7 2128.3 1 38.157894 1 R.DVAFTVGEGEDHDIPIGIDK.A 185 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_103.011416.011416.2 2 4.7589 0.4158 2127.91 2128.3 1 63.15789 3 R.DVAFTVGEGEDHDIPIGIDK.A 185 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_PHA_lymphocytes_PK_105.013671.01367 3 4.3938 0.3321 1711.16 1711.9 1 51.785713 2 L.DFKGEDLFEDGGIIR.R 136 1 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_110.011338.011338.2 2 3.4805 0.3419 2112.95 2111.3 1 52.941177 1 K.KFDSSHDRNEPFVFSLGK.G 66 2 *
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_004108.1| gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sapiens] 7 16 16.6 457 51212 5.9 HsSD-NE_NT_lymphocytes_Ti_111.012179.012179.2 2 5.3698 0.3878 2582.11 2579.9 1 47.727272 2 K.KGEICHLLCKPEYAYGSAGSLPK.I 99 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsSD-NE_PHA_lymphocytes_PK_107.011790.011790 2 4.3849 0.3933 1661.63 1660.9 1 82.14286 1 K.NKDPITIVDVPAHLQ.N 116 1 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010438.0104 2 5.3907 0.4587 1855.63 1853 1 75 3 R.ELLESNFTLVGDDGTNK.E 173 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009165.00916 2 2.699 0.1282 2530.03 2527.7 6 34.782608 1 R.ELLESNFTLVGDDGTNKEATSTGK.L 173 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009210.0092 2 3.028 0.1453 1197.17 1198.4 1 88.88889 2 K.RQDLLNVLAR.M 227 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009254.00925 2 3.6397 0.1838 1197.95 1198.4 1 88.88889 3 K.RQDLLNVLAR.M 227 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.008188.00818 2 3.0096 0.3284 1244.43 1244.4 1 77.77778 2 R.LAQAWFNTHR.E 163 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011501.0115 3 3.2591 0.121 2921.9 2922.3 2 26.041666 1 K.MVHFLTHYADKIESVHFSDQFSGPK.I 317 2 *
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_064583.1| gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [Homo sapiens] 7 15 22.4 483 55816 4.9 HsSD-NE_NT_lymphocytes_Ti_102.021018.021018.2 2 2.7367 0.0903 2573.75 2574.9 1 39.130436 2 K.YGLPDSLAILSEMGEVTDGMMDTK.M 293 2 *
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_PHA_lymphocytes_PK_109.009549.009549 2 3.4043 0.2066 1956.75 1956.2 2 53.125 1 K.SVQPTSEERIPKTIEIK.S 309 2
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.011146.011146 2 3.8008 0.3295 2226.57 2227.4 1 50 7 K.WGTIEVENTTHCEFAYLR.D 502 2
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.009776.009776 2 2.4821 0.1068 1438.79 1439.6 3 63.636364 2 K.DITSSIHFEAYR.V 532 2 *
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_PHA_lymphocytes_Ti_114.012548.012548 3 4.3413 0.129 2908.82 2906.3 1 38.04348 1 R.VHCCLYFIPATGHSLRPLDIEFMK.R 390 2
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_PHA_lymphocytes_Ti_114.012555.012555 2 3.7676 0.3687 2907.19 2906.3 1 47.826088 4 R.VHCCLYFIPATGHSLRPLDIEFMK.R 390 2
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.016763.0167 2 2.8266 0.2621 2013.49 2011.3 1 52.941177 1 K.APVDFGYVGIDSILEQMR.R 254 2 *
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 9-Sep gi|116256489|ref|NP_006631.2| gi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens] 6 22 15.7 568 63666 8.4 HsSD-NE_NT_lymphocytes_Ti_109.012778.012778.2 2 3.5512 0.3079 2226.93 2227.4 1 47.058823 6 K.WGTIEVENTTHCEFAYLR.D 502 2
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NP_001013860.1| gi|66392157|ref|NP_001013860.1| "RGD motif, leucine rich repeats, tropomodulin domain and proline- 2 8 2 1435 154688 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.012719.01271 2 3.1717 0.3475 1258.39 1258.5 1 77.27273 2 R.AAPAALQLFLSR.A 449 2 *
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NP_001013860.1| gi|66392157|ref|NP_001013860.1| "RGD motif, leucine rich repeats, tropomodulin domain and proline- 2 8 2 1435 154688 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018309.0183 2 4.6264 0.3749 1942.97 1941.2 1 71.875 1 R.GLPELLPEQLLQDAFTR.L 845 2 *
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NP_001013860.1| gi|66392157|ref|NP_001013860.1| "RGD motif, leucine rich repeats, tropomodulin domain and proline- 2 8 2 1435 154688 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.017903.01790 2 2.3993 0.2038 1940.01 1941.2 1 56.25 1 R.GLPELLPEQLLQDAFTR.L 845 2 *
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NP_001013860.1| gi|66392157|ref|NP_001013860.1| "RGD motif, leucine rich repeats, tropomodulin domain and proline- 2 8 2 1435 154688 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4515.45 2 3.8346 0.2292 1940.84 1941.2 1 68.75 2 R.GLPELLPEQLLQDAFTR.L 845 2 *
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NP_001013860.1| gi|66392157|ref|NP_001013860.1| "RGD motif, leucine rich repeats, tropomodulin domain and proline- 2 8 2 1435 154688 6.8 HsSD-NE_NT_lymphocytes_Ti_104.019568.019568.2 2 4.4765 0.4084 1940.99 1941.2 1 75 2 R.GLPELLPEQLLQDAFTR.L 845 2 *
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.008340.008340 2 4.3071 0.2837 2032.97 2030.2 1 58.823532 1 K.IAIKDALNENSQLQESQK.Q 206 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.006752.0067 2 2.8151 0.1252 1748.21 1747.9 1 60.714287 1 K.VHAEQVLNDKESHIK.T 251 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.007502.0075 2 3.1496 0.3158 1548.25 1548.7 1 76.92308 2 R.GPGNPLDHQITNER.G 561 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011891.01189 2 4.5308 0.3262 2298.77 2296.6 1 63.15789 2 K.FELLEKDPYALDVPNTAFGR.E 495 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011832.01183 3 3.5741 0.3129 2297.87 2296.6 1 40.789474 2 K.FELLEKDPYALDVPNTAFGR.E 495 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007809.00780 2 3.068 0.2359 1721.39 1718.9 3 53.571426 1 K.SKHSEQDELMADISK.R 157 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009482.00948 2 5.4046 0.4587 1747.01 1747.9 1 75 2 K.VHAEQVLNDKESHIK.T 251 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007061.00706 2 3.7905 0.3908 1575.53 1577.7 1 62.5 2 K.ISHATEELETYRK.R 421 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008998.00899 2 3.608 0.3689 1987.97 1985.1 1 64.70589 1 R.EHSPYGPSPLGWPSSETR.A 515 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006843.0068 2 4.376 0.4095 1567.11 1567.6 1 80.769226 2 K.EATEAQSLEATCEK.L 120 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3608.360 2 3.1611 0.2815 1511.53 1511.8 1 65.38461 1 R.AFLSPPTLLEGPLR.L 533 2
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NP_005921.2| gi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1| "CTAGE family, member 5 isoform 1 [Homo sapiens] " 11 19 19.3 804 90996 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.007222.0072 2 3.3547 0.386 1643.65 1641.8 1 65.38461 2 R.TIHSYQGQIISHEK.K 445 2
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NP_002768.3| gi|71361688|ref|NP_002768.3| "proteinase 3 (serine proteinase, neutrophil, Wegener granulomato 2 6 14.1 256 27807 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.006093.006093 2 2.3592 0.1188 1291.79 1291.5 1 72.72727 1 R.LVNVVLGAHNVR.T 80 2 *
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NP_002768.3| gi|71361688|ref|NP_002768.3| "proteinase 3 (serine proteinase, neutrophil, Wegener granulomato 2 6 14.1 256 27807 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.007982.00798 2 2.094 0.1091 1293.25 1291.5 7 72.72727 1 R.LVNVVLGAHNVR.T 80 2 *
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NP_002768.3| gi|71361688|ref|NP_002768.3| "proteinase 3 (serine proteinase, neutrophil, Wegener granulomato 2 6 14.1 256 27807 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.010980.01098 2 4.7357 0.3591 2811.59 2810 1 47.826088 1 R.TQEPTQQHFSVAQVFLNNYDAENK.L 92 2 *
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NP_002768.3| gi|71361688|ref|NP_002768.3| "proteinase 3 (serine proteinase, neutrophil, Wegener granulomato 2 6 14.1 256 27807 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2497.249 2 3.6201 0.2496 1291.34 1291.5 1 86.36364 1 R.LVNVVLGAHNVR.T 80 2 *
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NP_002768.3| gi|71361688|ref|NP_002768.3| "proteinase 3 (serine proteinase, neutrophil, Wegener granulomato 2 6 14.1 256 27807 8.3 HsSD-NE_NT_lymphocytes_Ti_110.009532.009532.2 2 3.5522 0.2918 1291.65 1291.5 1 86.36364 2 R.LVNVVLGAHNVR.T 80 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.010022.010022 3 3.7599 0.1756 3850.82 3850.2 3 22.142857 2 R.TSDRPPDPLEPPSLPAERPGPPTPAAAHSIPYNSCR.E 99 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.014285.01428 2 3.6763 0.1798 1546.69 1544.8 1 77.27273 2 R.DTLWHLFNTLQR.R 53 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.009063.00906 3 4.2047 0.2636 2767.79 2766 1 29.166666 2 R.LPGPTGSVVSTGTSFSSSSPGLASAGAAEGK.Q 240 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008254.00825 2 3.3101 0.3968 2761.37 2761.8 1 29.62963 1 R.NEETPAAPTPAGATGGSSAWLDSSSENR.G 385 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.018023.0180 2 3.8423 0.3891 2400.29 2400.6 1 55 2 R.GCELVDLADEVASVYQSYQPR.T 78 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.018581.01858 2 2.9436 0.144 2743.75 2743.1 4 34.090908 1 R.NFSNFCNVDVVEILPYLPCLTAR.D 15 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.010888.0108 3 3.7297 0.2769 4021.4 4023.4 2 20.394737 2 K.SEGTFGIHVAENPSIQLLEGNPGPPADPDGGPRPQADRK.F 462 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010517.010517.2 2 3.5622 0.4342 2765.71 2766 1 31.666666 2 R.LPGPTGSVVSTGTSFSSSSPGLASAGAAEGK.Q 240 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsSD-NE_NT_lymphocytes_Ti_109.019815.019815.2 2 3.157 0.111 2742.79 2743.1 1 36.363636 1 R.NFSNFCNVDVVEILPYLPCLTAR.D 15 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsSD-NE_NT_lymphocytes_Ti_115.010606.010606.3 3 4.1625 0.3315 3567.29 3568.1 1 22.222223 1 K.VPANPASVSTVPSKLPTSSKPPGAVPSNALTNPAPSK.L 312 2 *
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NP_065797.2| gi|83776598|ref|NP_065797.2| virus-induced signaling adapter [Homo sapiens] 9 18 42 540 56528 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.018470.0184 2 3.338 0.1798 2745.63 2743.1 1 43.18182 2 R.NFSNFCNVDVVEILPYLPCLTAR.D 15 2 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsSD-NE_PHA_lymphocytes_PK_109.017053.017053 2 3.5075 0.267 2236.53 2237.5 1 47.22222 2 K.IFTLPGDCLIYPAHDYHGF.T 182 1 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsSD-NE_PHA_lymphocytes_Ti_111.011556.011556 2 4.4713 0.5418 2349.09 2349.6 1 45 1 R.LLYAVNTHCHADHITGSGLLR.S 72 2 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010490.0104 3 4.0451 0.42 2350.19 2349.6 1 38.75 1 R.LLYAVNTHCHADHITGSGLLR.S 72 2 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsSD-NE_NT_lymphocytes_Ti_106.015591.015591.2 2 3.1572 0.2889 2065.15 2065.3 1 50 2 R.QMFEPVSCTFTYLLGDR.E 27 2 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsSD-NE_NT_lymphocytes_Ti_104.009014.009014.2 2 4.6159 0.4254 1796.87 1797.9 1 59.375 2 R.LSGAQADLHIEDGDSIR.F 105 2 *
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NP_055112.2| gi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 5 10 29.1 254 27873 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010499.0104 2 4.9182 0.5184 2350.03 2349.6 1 45 2 R.LLYAVNTHCHADHITGSGLLR.S 72 2 *
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsSD-NE_PHA_lymphocytes_Ti_105.009785.009785 3 6.407 0.4421 3653.69 3654.8 1 29.83871 2 R.SPEGEQEDRPGLHAYEKEDSDEVHLEELSLSK.E 111 2
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.013508.0135 2 3.0048 0.1208 2024.15 2023.2 2 56.25 1 K.IDQWLEQYTQAIETAGR.T 227 2
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006465.00646 2 4.6361 0.4326 1943.17 1943 3 53.125 4 R.SPEGEQEDRPGLHAYEK.E 111 2
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsSD-NE_NT_lymphocytes_Ti_105.015673.015673.2 2 3.683 0.2762 2248.37 2247.4 1 55.263157 1 R.DRQLQAQDEEGGGHVPERPK.Q 41 2 *
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsSD-NE_NT_lymphocytes_Ti_103.008992.008992.3 3 4.0123 0.3576 2864.81 2865.9 3 26.923079 1 K.EGPGPEDTVQDNLGAAGAEEEQEEHQK.C 143 2
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NP_002330.1| gi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isoform 1 [Homo sapiens] 6 12 35.1 339 37192 4.7 HsSD-NE_NT_lymphocytes_Ti_103.012311.012311.2 2 5.299 0.4685 2379.71 2380.7 1 47.727272 3 R.TPSPLVLEGTIEQSSPPLSPTTK.L 175 2
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.017655.017655 2 4.0669 0.2625 1793.43 1791.1 1 70 3 K.VLGILAMIDEGETDWK.V 140 2 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.012883.012883 2 3.4771 0.3387 1697.53 1696 1 57.692307 2 R.LKPGYLEATVDWFR.R 178 2 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.012367.012367 2 2.8211 0.2261 1853.75 1852.1 3 50 2 K.RLKPGYLEATVDWFR.R 177 2 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_PHA_lymphocytes_PK_107.012751.01275 2 4.314 0.3831 1703.91 1701.9 1 80.769226 2 F.HDIPIYADKDVFHM.V 33 0 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.009062.009062 2 4.1043 0.3679 2231.75 2231.5 1 66.66667 2 R.YKVPDGKPENEFAFNAEFK.D 193 2 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.016593.0165 2 2.8643 0.1417 1792.15 1791.1 6 46.666668 1 K.VLGILAMIDEGETDWK.V 140 2 *
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NP_066952.1| gi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapiens] 6 13 30.1 289 32660 5.9 HsSD-NE_NT_lymphocytes_Ti_114.014842.014842.3 3 3.9596 0.1376 3757.28 3759.3 1 21.774193 1 R.AAPFSLEYRVFLKNEKGQYISPFHDIPIYADK.D 10 2 *
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NP_001880.2| gi|13236495|ref|NP_001880.2| "crystallin, zeta [Homo sapiens] " 4 11 20.4 329 35207 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.010250.010250 2 5.0584 0.4781 2181.99 2181.4 1 63.636364 1 K.AGESVLVHGASGGVGLAACQIAR.A 148 2 *
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NP_001880.2| gi|13236495|ref|NP_001880.2| "crystallin, zeta [Homo sapiens] " 4 11 20.4 329 35207 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.006497.00649 2 3.7832 0.4309 1690.57 1691.8 1 59.375 5 K.VAEAHENIIHGSGATGK.M 308 2 *
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NP_001880.2| gi|13236495|ref|NP_001880.2| "crystallin, zeta [Homo sapiens] " 4 11 20.4 329 35207 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.006690.0066 2 2.6374 0.269 1693.21 1691.8 1 62.5 1 K.VAEAHENIIHGSGATGK.M 308 2 *
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NP_001880.2| gi|13236495|ref|NP_001880.2| "crystallin, zeta [Homo sapiens] " 4 11 20.4 329 35207 8.4 HsSD-NE_NT_lymphocytes_Ti_106.014658.014658.2 2 4.2304 0.4021 2717.53 2718.1 1 48.076923 3 R.KPLLPYTPGSDVAGVIEAVGDNASAFK.K 62 2 *
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NP_001880.2| gi|13236495|ref|NP_001880.2| "crystallin, zeta [Homo sapiens] " 4 11 20.4 329 35207 8.4 HsSD-NE_NT_lymphocytes_Ti_107.015515.015515.3 3 3.6308 0.3367 2719.34 2718.1 1 27.884615 1 R.KPLLPYTPGSDVAGVIEAVGDNASAFK.K 62 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016550.0165 2 5.1967 0.4079 1903.59 1902.2 1 68.75 2 R.ELGLAESDIIDIPQLFK.L 556 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.015257.01525 2 3.6549 0.3039 2947.89 2945.3 1 39.130436 1 K.VCSLLEPLGLQCTFINDFFTYHIR.H 616 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsSD-NE_NT_lymphocytes_Ti_107.013657.013657.2 2 3.5269 0.3099 2205.05 2205.4 1 55.555557 2 R.TWTWGPCGQGAILLVNCDR.D 138 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsSD-NE_NT_lymphocytes_Ti_110.018026.018026.2 2 2.9906 0.1731 2780.37 2779.1 1 34.782608 3 K.LYSDWLSVGHVDEFLSFVPAPDRK.G 462 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsSD-NE_NT_lymphocytes_Ti_115.015461.015461.2 2 4.0183 0.3548 2945.51 2945.3 1 47.826088 2 K.VCSLLEPLGLQCTFINDFFTYHIR.H 616 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsSD-NE_NT_lymphocytes_Ti_102.018224.018224.2 2 4.7631 0.4115 1902.99 1902.2 1 71.875 4 R.ELGLAESDIIDIPQLFK.L 556 2 *
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_036519.1| gi|6912576|ref|NP_036519.1| "peptidyl arginine deiminase, type IV [Homo sapiens] " 4 16 12.7 663 74095 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4439.443 2 4.0038 0.3751 1902.81 1902.2 1 62.5 2 R.ELGLAESDIIDIPQLFK.L 556 2 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.015573.015573 3 3.0706 0.1702 2957.18 2956.4 1 25 1 K.VFDMLTVAALIDEQILCVHGGLSPDIK.T 145 2 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.021083.021083 3 3.686 0.1333 4764.83 4764.2 8 17.307693 1 R.LCDYVCDLLLEESNVQPVSTPVTVCGDIHGQFYDLCELFR.T 27 2 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.015167.01516 2 3.7696 0.3917 2537.89 2537.7 1 45.238094 1 K.GAFCDLVWSDPEDVDTWAISPR.G 189 2 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsSD-NE_PHA_lymphocytes_PK_106.019810.019810 2 4.5119 0.3226 3068.81 3068.3 1 48 2 K.RLCDYVCDLLLEESNVQPVSTPVTVC.G 26 1 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsSD-NE_NT_lymphocytes_Ti_103.013774.013774.2 2 3.2524 0.2897 2133.45 2133.3 1 52.77778 2 R.TGGQVPDTNYIFMGDFVDR.G 67 2 *
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_002712.1| gi|4506029|ref|NP_002712.1| "protein phosphatase 6, catalytic subunit [Homo sapiens] " 6 8 35.7 305 35144 5.7 HsSD-NE_PHA_lymphocytes_PK_106.016707.016707 2 2.8694 0.3075 1263.47 1263.4 1 87.5 1 Q.FYDLCELFR.T 58 1 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_PHA_lymphocytes_Ti_113.011943.011943 2 3.643 0.2544 1528.85 1527.8 1 77.27273 1 R.FRFPHIDLVVQR.T 427 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_PHA_lymphocytes_PK_109.000003.000003 2 4.1801 0.4608 1629.75 1629.9 1 81.818184 4 K.EFPVYLWQPFFR.H 161 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_110.002189.002189.2 2 2.9604 0.2725 3172.25 3170.6 2 26.785713 1 K.SCLESVQPFLASILEELMGPVSSGFSEVR.V 338 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_PHA_lymphocytes_PK_105.009885.009885 2 3.2411 0.3155 1469.91 1470.6 1 86.36364 2 L.FEKEVNEVSQNF.Q 369 0 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_108.011738.011738.2 2 3.3047 0.3135 2480.73 2481.8 1 35.714287 2 R.HFPDPLASSEKENTQPFVVLPK.E 139 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_PHA_lymphocytes_PK_105.010808.010808 2 3.0777 0.1612 1145.67 1145.3 1 87.5 3 E.NVYEEILHQ.I 539 0 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_PHA_lymphocytes_PK_105.020343.020343 2 3.3472 0.1641 1953.59 1954.4 8 50 2 N.LVMEELLPTLQTDLLPK.M 244 1 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011048.0110 3 3.2591 0.3112 2481.65 2481.8 4 29.761904 1 R.HFPDPLASSEKENTQPFVVLPK.E 139 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_114.018624.018624.3 3 4.0147 0.3509 2788.19 2787.2 4 26.041666 1 R.TWLGLLEEAYTLVQHQVSEGLSALK.E 271 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_115.018260.018260.3 3 4.6492 0.3582 3359.09 3361.7 1 29.464287 1 R.TWLGLLEEAYTLVQHQVSEGLSALKEECR.A 271 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_107.017897.017897.2 2 2.7374 0.212 1630.07 1629.9 6 54.545456 2 K.EFPVYLWQPFFR.H 161 2 *
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NP_443198.1| gi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sapiens] 11 22 16.8 928 103135 4.8 HsSD-NE_NT_lymphocytes_Ti_111.011636.011636.2 2 4.2671 0.4856 1767.01 1766.9 1 76.92308 2 R.HGYFCFHEAADQKR.F 173 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.008330.008330 2 2.8394 0.2919 1747.19 1750.1 1 53.571426 1 K.KKPFVYTQGQAVLNR.A 162 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.013130.013130 3 4.0356 0.1584 4153.49 4154.5 1 20 1 R.ERPGSEEPPAEPVSFYTQPFSHYGQALCVSFPQPCR.A 96 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.008260.008260 2 4.7339 0.4179 1927.87 1927.1 1 55.88235 1 R.RPLHSAQAVDVASASNFR.A 15 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.008379.008379 3 4.4588 0.426 1751.03 1750.1 1 51.785713 4 K.KKPFVYTQGQAVLNR.A 162 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsNaOH-NE_NT_lymphocytes_Ti_114.012708.01270 2 2.1635 0.1973 1480.33 1477.7 3 59.090908 1 R.AFELLHLHLDLR.A 33 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012561.01256 3 4.6363 0.3888 4156.7 4154.5 6 19.285715 2 R.ERPGSEEPPAEPVSFYTQPFSHYGQALCVSFPQPCR.A 96 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_NT_lymphocytes_Ti_112.011093.011093.2 2 5.5883 0.4181 1926.65 1927.1 1 64.70589 2 R.RPLHSAQAVDVASASNFR.A 15 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_NT_lymphocytes_Ti_111.014064.014064.3 3 5.8621 0.464 4154.33 4154.5 1 24.285715 2 R.ERPGSEEPPAEPVSFYTQPFSHYGQALCVSFPQPCR.A 96 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.009994.0099 2 4.5512 0.3203 1929.83 1927.1 1 67.64706 1 R.RPLHSAQAVDVASASNFR.A 15 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_NT_lymphocytes_Ti_106.018888.018888.2 2 2.4595 0.2008 3183.41 3183.5 8 27.777779 1 R.VWAEPCLIDAAKEEYNGVIEEFLATGEK.L 249 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013552.0135 3 4.6208 0.3197 4154.24 4154.5 9 20 3 R.ERPGSEEPPAEPVSFYTQPFSHYGQALCVSFPQPCR.A 96 2 *
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NP_064601.3| gi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminopeptidase B) [Homo sapiens] 7 23 20.3 650 72596 5.8 HsSD-NE_NT_lymphocytes_Ti_114.015595.015595.2 2 4.3264 0.4105 2693.95 2695 1 45.454548 4 K.GFCFVSYLAHLVGDQDQFDSFLK.A 417 2 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsSD-NE_PHA_lymphocytes_Ti_112.015451.015451 2 2.8651 0.3537 2688.73 2691.1 3 33.333336 1 K.TIPWFVSDTTIHDFNWLIEQVK.H 284 2 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.009826.0098 3 4.2366 0.2274 2041.04 2041.4 1 46.875 2 K.LRNELQTDKPFIPLVEK.F 65 2 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsSD-NE_NT_lymphocytes_Ti_104.017583.017583.2 2 5.2328 0.4154 2909.99 2907.1 1 47.826088 3 K.FVDTDIWNQYLEYQQSLLNESDGK.S 82 2 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsSD-NE_PHA_lymphocytes_PK_106.019628.019628 2 3.1409 0.1548 1371.81 1371.6 2 80 1 L.LNDMEHLWSLL.S 223 0 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsSD-NE_NT_lymphocytes_Ti_103.015005.015005.2 2 4.5282 0.4301 2911.25 2912.2 1 48.076923 2 K.AEIQVGLQPGQGEQLLASEPSWWTTGK.Y 405 2 *
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NP_078849.1| gi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [Homo sapiens] 6 11 27 441 51172 5.8 HsSD-NE_PHA_lymphocytes_PK_105.020378.020378 2 4.6695 0.3121 2210.29 2211.5 1 55.88235 2 R.TIEDLDENQLKDEFFKLL.Q 168 1 *
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983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_PHA_lymphocytes_PK_112.013815.013815 2 4.1351 0.273 2568.99 2568 1 54.347824 1 T.SLYVRPVLIGNEPSLGVSQPTRAL.L 166 0 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_PHA_lymphocytes_PK_111.012993.012993 2 2.9189 0.2518 2382.45 2383.8 4 40.476192 1 T.SLYVRPVLIGNEPSLGVSQPTR.A 166 1 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_PHA_lymphocytes_Ti_107.013612.013612 3 4.0554 0.373 4150.19 4150.7 1 25 1 R.RLIEVDKDWVPDAAGTSLYVRPVLIGNEPSLGVSQPTR.A 150 2 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_PHA_lymphocytes_PK_112.013688.013688 2 3.3739 0.3077 2480.69 2480.9 1 47.727272 1 S.LYVRPVLIGNEPSLGVSQPTRAL.L 167 0 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.013671.0136 3 3.3815 0.1732 3993.2 3994.5 4 20.13889 1 R.LIEVDKDWVPDAAGTSLYVRPVLIGNEPSLGVSQPTR.A 151 2 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_NT_lymphocytes_Ti_109.016088.016088.2 2 4.1065 0.2975 2009.05 2007.3 1 66.66667 1 R.LCLPSFDKLELLECIR.R 134 2 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_NT_lymphocytes_Ti_107.015123.015123.3 3 3.5872 0.3088 2007.71 2007.3 2 51.666664 1 R.LCLPSFDKLELLECIR.R 134 2 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_NT_lymphocytes_Ti_106.013429.013429.3 3 3.6986 0.1171 3995.63 3994.5 2 21.527777 1 R.LIEVDKDWVPDAAGTSLYVRPVLIGNEPSLGVSQPTR.A 151 2 *
983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NP_001181.2| gi|50658084|ref|NP_001181.2| "branched chain aminotransferase 2, mitochondrial [Homo sapiens 8 10 19.9 392 44288 8.6 HsSD-NE_PHA_lymphocytes_PK_105.020483.020483 2 3.6126 0.2848 2288.31 2287.7 7 40.476192 2 H.EDGVLELVTPPLNGVILPGVVR.Q 277 1 *
984 ENSG00000145907:ENSMUSG00000018583:ENSRNOG00000032820 G3BP1 gi|38327552|ref|NP_938405.1| gi|38327552|ref|NP_938405.1| Ras-GTPase-activating protein SH3-domain-binding protein [Homo 4 5 14.6 466 52164 5.5 HsSD-NE_PHA_lymphocytes_Ti_113.012971.012971 3 5.1969 0.3688 4100.33 4097.5 1 24.264706 1 R.HPDSHQLFIGNLPHEVDKSELKDFFQSYGNVVELR.I 336 2 *
984 ENSG00000145907:ENSMUSG00000018583:ENSRNOG00000032820 G3BP1 gi|38327552|ref|NP_938405.1| gi|38327552|ref|NP_938405.1| Ras-GTPase-activating protein SH3-domain-binding protein [Homo 4 5 14.6 466 52164 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.010427.01042 2 2.9793 0.1093 1866.51 1864.1 2 60.714287 1 R.QYYTLLNQAPDMLHR.F 18 2 *
984 ENSG00000145907:ENSMUSG00000018583:ENSRNOG00000032820 G3BP1 gi|38327552|ref|NP_938405.1| gi|38327552|ref|NP_938405.1| Ras-GTPase-activating protein SH3-domain-binding protein [Homo 4 5 14.6 466 52164 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.008787.0087 2 4.187 0.2584 2175.25 2175.2 1 58.823532 2 F.VTEPQEESEEEVEEPEER.Q 142 1 *
984 ENSG00000145907:ENSMUSG00000018583:ENSRNOG00000032820 G3BP1 gi|38327552|ref|NP_938405.1| gi|38327552|ref|NP_938405.1| Ras-GTPase-activating protein SH3-domain-binding protein [Homo 4 5 14.6 466 52164 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011960.011960.3 3 3.4065 0.2406 2084 2084.3 1 35.294117 1 R.HPDSHQLFIGNLPHEVDK.S 336 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsSD-NE_PHA_lymphocytes_PK_114.014411.01441 2 3.8112 0.384 1978.77 1979.4 1 50 2 L.GIEPPKGVLLFGPPGTGKTL.C 205 0 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008574.0085 3 3.3634 0.1239 1689.83 1689 1 50 3 K.LREVVETPLLHPER.F 187 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008562.0085 2 2.4986 0.119 1687.75 1689 1 57.692307 1 K.LREVVETPLLHPER.F 187 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.010433.01043 2 2.8934 0.2486 1403.53 1404.6 1 81.818184 1 R.KIEFSLPDLEGR.T 340 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsSD-NE_NT_lymphocytes_Ti_104.016485.016485.2 2 3.1988 0.3034 1761.97 1763 1 53.571426 3 R.TMLELINQLDGFDPR.G 298 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsSD-NE_NT_lymphocytes_Ti_102.013052.013052.2 2 5.4657 0.1823 2121.93 2122.4 1 63.88889 1 K.FVVDLSDQVAPTDIEEGMR.V 121 2 *
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_002794.1| gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 2 [Homo sapiens] 7 12 19.4 433 48634 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.012519.0125 2 3.2471 0.2003 2237.45 2238.7 1 35.714287 1 R.FVNLGIEPPKGVLLFGPPGTGK.T 201 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.009948.00994 2 4.1554 0.2367 1431.79 1430.6 1 90 2 R.FEQEYLNDLMK.K 536 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009633.00963 2 3.029 0.2238 1735.87 1735.9 1 53.571426 1 K.TWLIDLGKPTDCSTK.L 911 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_PK_114.011741.0117 2 3.3124 0.355 1660.01 1657.7 1 56.666668 1 L.NWDPDRPSAPTIGGSS.C 301 0 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014234.01423 2 2.6973 0.2174 2635.93 2635.8 2 42.857143 1 R.MDAESGLWQSFSCEAQLPYVCR.K 320 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014548.01454 2 3.0714 0.3106 2484.87 2484.6 1 42.5 2 R.WAETNGQLEDCVVLDTDGFWK.T 1187 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007254.00725 2 3.5286 0.2118 1940.39 1939 1 65.625 3 K.HDHSATIVSIKDEDENK.F 1566 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.009459.00945 2 2.4523 0.1257 1010.01 1010.2 3 92.85714 1 R.LFHLHSQK.C 75 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.013425.01342 2 4.0623 0.3568 1581.55 1581.9 1 75 2 K.IFWIGLNQLYSAR.G 275 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.014228.0142 2 3.3041 0.244 2635.77 2635.8 2 40.476192 1 R.MDAESGLWQSFSCEAQLPYVCR.K 320 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.006118.0061 2 2.6863 0.1823 1217.35 1219.3 4 72.22222 2 K.KVECEHGFGR.V 1647 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007824.0078 2 3.5417 0.2974 2269.53 2270.4 1 50 1 K.KGGSEESLCDQPYHEIYTR.D 142 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010335.0103 2 2.6816 0.096 1733.05 1734 3 50 1 R.ELTYSNFHPLLVSGR.L 1030 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.014453.0144 2 4.3393 0.1619 2486.09 2484.6 1 52.499996 3 R.WAETNGQLEDCVVLDTDGFWK.T 1187 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010774.01077 2 2.5807 0.2138 1373.91 1373.6 1 75 2 R.YHCALILNLQK.S 1058 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.007568.00756 2 5.1676 0.4541 2269.69 2270.4 1 66.66667 2 K.KGGSEESLCDQPYHEIYTR.D 142 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_PK_112.012686.0126 2 3.1968 0.1885 1599.03 1598.6 1 69.230774 1 F.SQDDELNFGWSDGK.R 1167 1 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010364.01036 2 3.999 0.3946 1733.41 1734 1 67.85714 3 R.ELTYSNFHPLLVSGR.L 1030 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.006941.0069 2 5.6589 0.4368 1938.35 1939 1 78.125 4 K.HDHSATIVSIKDEDENK.F 1566 2 *
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|NP_002340.2| gi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sapiens] 14 34 12 1722 198310 6.7 HsSD-NE_PHA_lymphocytes_PK_106.011535.011535 2 2.8742 0.1604 1836.67 1835 1 57.14286 1 L.SIRDEKENNFVLEQL.L 1288 0 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsSD-NE_PHA_lymphocytes_PK_110.011516.011516 2 3.6394 0.3137 2035.79 2036.3 1 50 3 A.HVIRGQDGSPQIENIQPF.S 575 0 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsSD-NE_PHA_lymphocytes_PK_111.013878.013878 1 2.7391 0.3216 1412.75 1412.7 1 62.5 2 S.FTLGPGKLPIQLQ.A 392 0 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsSD-NE_PHA_lymphocytes_PK_112.001140.001140 2 2.9194 0.1888 2449.93 2447.7 1 40 1 R.HLLGDWLESQPWEFLVGSDAF.C 28 1 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsSD-NE_PHA_lymphocytes_PK_109.004078.004078 2 3.5932 0.2776 2232.37 2229.5 1 50 3 R.HLLGDWLESQPWEFLVGSD.A 28 1 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.016960.01696 2 3.1319 0.2854 2721.97 2721.9 1 35.416664 1 R.CESLVDIYSQLQQEVGAAGGELEPK.T 228 2 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012820.01282 2 3.1943 0.1244 1516.65 1513.8 1 75 1 R.GLLPEHFLFLAQK.I 468 2 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009234.00923 2 2.335 0.1297 1291.03 1288.5 4 66.66667 1 R.LYVDFPQHLR.H 18 2 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008021.00802 2 2.2299 0.0817 937.47 937.13 7 85.71429 1 R.VGEIHLLR.E 141 2 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsSD-NE_NT_lymphocytes_Ti_110.014414.014414.2 2 2.6202 0.1084 1514.53 1513.8 3 62.5 1 R.GLLPEHFLFLAQK.I 468 2 *
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NP_003144.3| gi|23397678|ref|NP_003144.3| signal transducer and activator of transcription 6 [Homo sapiens] 9 18 14.2 847 94135 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.010376.0103 2 2.9601 0.3496 1267.81 1266.6 1 81.818184 4 R.FLGAPAKPPLVR.A 301 2 *
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.004145.004145 2 3.4993 0.271 1941.83 1942.1 5 47.22222 1 R.VNLEESSGVENSPAGARPK.R 292 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_PHA_lymphocytes_Ti_107.012777.012777 2 2.6646 0.1321 2044.53 2042.3 1 50 1 K.HILYGCSELFNATQFIK.Q 618 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_PHA_lymphocytes_PK_108.016686.016686 2 2.7992 0.1697 1963.85 1965.3 1 50 1 L.IYDRFGQDIISPLLSVK.E 47 1 *
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014220.01422 2 3.3687 0.3067 2153.47 2153.3 1 55.555557 1 K.GSPFPEVAESVQQELESYR.A 331 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.011854.01185 2 3.2275 0.1828 1420.03 1417.7 1 79.16667 1 R.FGQDIISPLLSVK.E 51 2 *
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_NT_lymphocytes_Ti_103.015576.015576.2 2 5.0437 0.452 2155.11 2153.3 1 63.88889 2 K.GSPFPEVAESVQQELESYR.A 331 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_PHA_lymphocytes_PK_107.002093.002093 2 4.0294 0.2584 2583.07 2580.9 1 38.636364 2 R.AINRPDITDTEMETVMDTIVDSL.F 175 1
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_NT_lymphocytes_Ti_109.013623.013623.2 2 3.9553 0.4197 1887.01 1888.2 1 62.5 2 R.LIDLHTNVATAVLEHIK.A 398 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_PHA_lymphocytes_PK_106.008682.008682 2 3.9905 0.4617 1940.25 1942.1 1 55.555557 2 R.VNLEESSGVENSPAGARPK.R 292 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_NT_lymphocytes_Ti_109.013451.013451.3 3 4.3876 0.2142 2421.62 2418.6 1 36.25 2 K.HKGSPFPEVAESVQQELESYR.A 329 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_NT_lymphocytes_Ti_109.017488.017488.3 3 4.51 0.3652 2850.68 2853.3 1 35 1 R.NSLFTGDTLGAGQFSFQRPLLVLVDR.N 238 2
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NP_057190.2| gi|33469966|ref|NP_057190.2| vesicle transport-related protein isoform a [Homo sapiens] 10 17 21.8 642 72380 6.3 HsSD-NE_NT_lymphocytes_Ti_109.013639.013639.3 3 3.3338 0.2322 1888.31 1888.2 1 42.1875 1 R.LIDLHTNVATAVLEHIK.A 398 2
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_PHA_lymphocytes_PK_108.014588.014588 2 3.3194 0.2829 1959.89 1957.2 1 55.88235 1 T.VTDPVHDIAFAPNLGRSF.H 218 0
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_PHA_lymphocytes_PK_107.015871.01587 2 3.1664 0.2157 2190.57 2189.5 1 39.473686 2 L.MTVTDPVHDIAFAPNLGRSF.H 216 0
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_PHA_lymphocytes_Ti_108.009944.009944 3 4.7719 0.3941 2283.26 2281.5 1 43.421055 2 R.SIAADHKDLIHDVSFDFHGR.R 6 2
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.012120.012120 2 3.7939 0.329 1920.35 1918.1 1 62.5 1 R.TAAVWEEIVGESNDKLR.G 82 2
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_NT_lymphocytes_Ti_109.011203.011203.2 2 2.5025 0.1688 1734.17 1733 4 46.666668 1 K.HMGLMLATCSADGIVR.I 125 2
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsSD-NE_NT_lymphocytes_Ti_111.012620.012620.2 2 4.9584 0.4328 2281.01 2281.5 1 63.15789 2 R.SIAADHKDLIHDVSFDFHGR.R 6 2
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NP_112493.2| gi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_00101345 sec13-like protein isoform 2 [Homo sapiens] 6 10 20.3 360 39649 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.011074.0110 2 3.6557 0.2159 2282.59 2281.5 1 50 1 R.SIAADHKDLIHDVSFDFHGR.R 6 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsSD-NE_PHA_lymphocytes_Ti_102.009285.009285 3 3.5204 0.2013 2236.49 2233.6 2 36.25 1 R.KVETDHIVAAVGLEPNVELAK.T 384 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsSD-NE_PHA_lymphocytes_Ti_113.003119.003119 3 3.9145 0.32 1656.47 1655.8 1 53.846157 3 R.RRVEHHDHAVVSGR.L 446 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsSD-NE_PHA_lymphocytes_Ti_107.006951.006951 2 3.4092 0.3353 1342.57 1343.4 1 72.72727 2 R.VEHHDHAVVSGR.L 448 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.003464.00346 3 3.3817 0.2825 1500.47 1499.6 1 54.166668 1 R.RVEHHDHAVVSGR.L 447 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.017462.01746 2 3.2717 0.3413 1995.91 1993.3 3 36.842106 2 K.SITIIGGGFLGSELACALGR.K 298 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.008504.00850 2 3.4126 0.3594 1499.43 1499.6 1 66.66667 2 R.RVEHHDHAVVSGR.L 447 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006594.00659 2 3.5319 0.3212 1839.57 1839 1 60.000004 1 K.IIKDGEQHEDLNEVAK.L 587 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.011145.01114 2 3.5938 0.181 1447.05 1445.7 1 79.16667 2 R.ALGTEVIQLFPEK.G 321 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.009515.0095 2 4.0786 0.3747 2232.81 2233.6 1 57.5 1 R.KVETDHIVAAVGLEPNVELAK.T 384 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsSD-NE_NT_lymphocytes_Ti_102.011700.011700.1 1 1.8927 0.1591 1471.92 1471.6 1 50 1 K.TGGLEIDSDFGGFR.V 405 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsSD-NE_NT_lymphocytes_Ti_102.007551.007551.2 2 3.4784 0.2278 1531.39 1531.6 2 67.85714 1 K.AALSASEGEEVPQDK.A 109 2
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NP_665811.1| gi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1| programmed cell death 8 isoform 2 [Homo sapiens] 11 19 18.6 609 66295 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.008702.0087 2 3.1787 0.1798 1343.77 1343.4 1 72.72727 2 R.VEHHDHAVVSGR.L 448 2
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsSD-NE_PHA_lymphocytes_PK_107.019078.019078 2 4.0773 0.4211 1883.63 1884.2 1 56.25 5 L.EVPEGRPIFLSPWVGSL.Q 267 0 *
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsSD-NE_PHA_lymphocytes_PK_108.018231.01823 2 3.8204 0.3035 2308.03 2305.6 3 39.473686 2 L.QDPALKDLVLTCPTLPWHSL.I 183 0
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.011562.01156 2 2.1282 0.098 1430.33 1431.6 7 59.090908 1 K.GPFWTWEPSAPR.T 165 2
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.018773.0187 2 2.549 0.1627 2813.37 2813.1 4 31.25 1 K.GQPDLPEGSLPIATVEELTDTFYYR.L 514 2 *
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsSD-NE_NT_lymphocytes_Ti_103.015763.015763.2 2 4.939 0.3522 1944.01 1943.2 1 71.875 1 R.YSLADLTAQFSLPCEVK.V 440 2 *
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsSD-NE_NT_lymphocytes_Ti_104.020363.020363.3 3 3.8998 0.3003 4344.44 4341.7 4 16.447369 1 K.TSQTMELAPNFQGYFTPLNTPQSYETLEELVSATTQSSK.Q 67 2
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|NP_001099026.1| gi|157738677|ref|NP_001099026.1| basement membrane-induced gene isoform 3 [Homo sapiens] 6 14 20.2 643 72049 6.1 HsSD-NE_NT_lymphocytes_Ti_106.018761.018761.2 2 3.4734 0.3163 2814.25 2813.1 1 45.833336 3 K.GQPDLPEGSLPIATVEELTDTFYYR.L 514 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsSD-NE_PHA_lymphocytes_PK_115.013271.01327 3 4.3087 0.1927 3399.56 3396.9 1 29.6875 1 R.VLGKPEPAAQPVPESLPGEPEILPQAPANAHLK.D 419 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.015188.0151 2 2.5221 0.1454 1529.55 1527.8 1 62.5 1 R.SILTQIDHILMDK.E 391 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsNaOH-NE_NT_lymphocytes_Ti_115.010688.01068 3 5.6619 0.2775 3396.32 3396.9 1 31.25 2 R.VLGKPEPAAQPVPESLPGEPEILPQAPANAHLK.D 419 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012668.012668.3 3 5.3474 0.2539 3398.99 3396.9 1 32.03125 2 R.VLGKPEPAAQPVPESLPGEPEILPQAPANAHLK.D 419 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011012.0110 3 5.7253 0.2006 3396.77 3396.9 1 35.9375 6 R.VLGKPEPAAQPVPESLPGEPEILPQAPANAHLK.D 419 2 *
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_036270.1| gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcription factor [Homo sapiens] 3 16 11.4 560 63133 4.9 HsSD-NE_NT_lymphocytes_Ti_104.015884.015884.2 2 4.1945 0.2627 2300.47 2299.4 1 58.823532 4 K.DLDEEIFDDDDFYHQLLR.E 452 2 *
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NP_057381.2| gi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo sapiens] 5 6 15.4 505 56700 6.2 HsSD-NE_PHA_lymphocytes_PK_111.011826.011826 2 3.2358 0.255 1588.87 1588.8 1 62.5 1 Y.DYAVKKPWLAYPH.Y 426 0 *
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NP_057381.2| gi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo sapiens] 5 6 15.4 505 56700 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.014736.0147 2 2.5197 0.1041 1725.21 1724 1 57.14286 1 R.SDFYDIVLVATPLNR.K 305 2 *
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NP_057381.2| gi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo sapiens] 5 6 15.4 505 56700 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007336.00733 2 2.985 0.1034 1111.79 1111.3 6 81.25 2 K.CPSIILHDR.L 445 2 *
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NP_057381.2| gi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo sapiens] 5 6 15.4 505 56700 6.2 HsNaOH-NE_NT_lymphocytes_PK_110.010710.0107 2 2.5279 0.3309 1754.15 1753.8 1 53.571426 1 R.EKEDPEPSTDGTYVW.K 391 1 *
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NP_057381.2| gi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo sapiens] 5 6 15.4 505 56700 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.017572.0175 2 3.0246 0.3793 2796.19 2794.2 2 36 1 K.FGLNTVLTTDNSDLFINSIGIVPSVR.E 365 2 *
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NP_997637.1| gi|47132583|ref|NP_997637.1| "cAMP-dependent protein kinase, regulatory subunit alpha 1 [Homo 3 12 15.5 381 42982 5.3 HsSD-NE_PHA_lymphocytes_Ti_115.000345.000345 2 3.5595 0.2219 2591.51 2589 1 32.608696 3 K.IVVQGEPGDEFFIILEGSAAVLQR.R 282 2 *
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NP_997637.1| gi|47132583|ref|NP_997637.1| "cAMP-dependent protein kinase, regulatory subunit alpha 1 [Homo 3 12 15.5 381 42982 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010689.01068 2 3.3649 0.0832 1861.65 1861.1 3 53.125 2 R.LTVADALEPVQFEDGQK.I 265 2 *
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NP_997637.1| gi|47132583|ref|NP_997637.1| "cAMP-dependent protein kinase, regulatory subunit alpha 1 [Homo 3 12 15.5 381 42982 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.016281.0162 2 2.5717 0.1492 2051.75 2050.4 4 44.11765 1 R.LGPSDYFGEIALLMNRPR.A 318 2 *
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NP_997637.1| gi|47132583|ref|NP_997637.1| "cAMP-dependent protein kinase, regulatory subunit alpha 1 [Homo 3 12 15.5 381 42982 5.3 HsSD-NE_NT_lymphocytes_Ti_113.017884.017884.2 2 3.3927 0.3181 2591.17 2589 2 32.608696 4 K.IVVQGEPGDEFFIILEGSAAVLQR.R 282 2 *
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NP_997637.1| gi|47132583|ref|NP_997637.1| "cAMP-dependent protein kinase, regulatory subunit alpha 1 [Homo 3 12 15.5 381 42982 5.3 HsSD-NE_NT_lymphocytes_Ti_102.012298.012298.2 2 3.6898 0.2021 1860.67 1861.1 1 53.125 2 R.LTVADALEPVQFEDGQK.I 265 2 *
995 ENSG00000105364:ENSMUSG00000003299:ENSRNOG00000020659 MRPL4 gi|22547138|ref|NP_666499.1| gi|22547138|ref|NP_666499.1| mitochondrial ribosomal protein L4 isoform a [Homo sapiens] 4 9 20.9 311 34919 9.7 HsSD-NE_PHA_lymphocytes_PK_113.013233.013233 2 2.5709 0.2605 2484.03 2484.8 1 38.636364 1 F.SLPYSDFPRPLPHATQGPAATPY.H 287 0 *
995 ENSG00000105364:ENSMUSG00000003299:ENSRNOG00000020659 MRPL4 gi|22547138|ref|NP_666499.1| gi|22547138|ref|NP_666499.1| mitochondrial ribosomal protein L4 isoform a [Homo sapiens] 4 9 20.9 311 34919 9.7 HsSD-NE_PHA_lymphocytes_Ti_115.012280.012280 3 3.8223 0.2566 3719.12 3719.2 1 28.225807 6 R.YRPLYPFSLPYSDFPRPLPHATQGPAATPYHC.- 280 2 *
995 ENSG00000105364:ENSMUSG00000003299:ENSRNOG00000020659 MRPL4 gi|22547138|ref|NP_666499.1| gi|22547138|ref|NP_666499.1| mitochondrial ribosomal protein L4 isoform a [Homo sapiens] 4 9 20.9 311 34919 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010674.01067 2 3.4293 0.3123 1679.81 1679.9 1 66.66667 1 R.VGLADLHPDVFATAPR.L 77 2
995 ENSG00000105364:ENSMUSG00000003299:ENSRNOG00000020659 MRPL4 gi|22547138|ref|NP_666499.1| gi|22547138|ref|NP_666499.1| mitochondrial ribosomal protein L4 isoform a [Homo sapiens] 4 9 20.9 311 34919 9.7 HsSD-NE_NT_lymphocytes_Ti_110.015649.015649.2 2 4.0955 0.3805 1926.93 1926.3 2 56.25 1 K.HQTLVLTLPTVAFLEDK.L 256 2 *
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.012459.012459 3 4.5392 0.3527 2947.34 2948.2 1 34 1 R.SLVESVSSSPNKESNEEEQVWHFLGK.- 309 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsSD-NE_PHA_lymphocytes_Ti_109.018980.018980 2 3.5887 0.3564 1789.29 1787.1 1 63.333332 1 K.ILGILALIDEGETDWK.L 188 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009287.0092 2 2.657 0.2291 2130.49 2129.2 1 44.444447 1 K.STNCFGDNDPIDVCEIGSK.I 158 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.013046.01304 2 3.7148 0.4188 1742.65 1743 1 76.92308 2 K.FKPGYLEATLNWFR.L 226 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsSD-NE_NT_lymphocytes_Ti_102.010407.010407.2 2 2.8281 0.2361 2114.11 2111.2 1 50 1 K.CNGGAINCTNVQISDSPFR.C 283 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsSD-NE_NT_lymphocytes_Ti_114.013115.013115.2 2 2.6987 0.2252 1742.61 1743 1 69.230774 2 K.FKPGYLEATLNWFR.L 226 2
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NP_789845.1| gi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_00102936 inorganic pyrophosphatase 2 isoform 1 precursor [Homo sapiens] 5 10 28.1 334 37920 7.4 HsSD-NE_NT_lymphocytes_Ti_106.018143.018143.2 2 3.667 0.3158 1787.09 1787.1 1 60.000004 2 K.ILGILALIDEGETDWK.L 188 2
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsSD-NE_PHA_lymphocytes_Ti_103.020417.020417 3 4.5265 0.4037 3598.97 3596.1 1 22.794117 2 R.TGGVPSQLLVHGALAFPLGLDASLNCFLAAAHYGR.G 231 2
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsSD-NE_PHA_lymphocytes_PK_111.014165.014165 2 3.2849 0.2135 1919.25 1920.1 3 47.058823 1 S.QNPGHCPLAGFPGNIILN.C 369 0
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsSD-NE_PHA_lymphocytes_PK_114.015934.015934 2 3.2957 0.2169 2283.65 2282.7 6 45.238094 2 W.LCPCPGAPVGVHPSLAPLVNIL.Q 85 0
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsSD-NE_PHA_lymphocytes_PK_114.016948.016948 2 3.9955 0.4243 2555.73 2556 1 43.47826 4 V.SWLCPCPGAPVGVHPSLAPLVNIL.Q 83 0
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsSD-NE_PHA_lymphocytes_PK_114.017075.017075 2 3.8778 0.4139 2724.79 2726.2 1 44 5 N.AVSWLCPCPGAPVGVHPSLAPLVNIL.Q 81 0
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.019319.0193 2 2.678 0.2268 2313.99 2311.7 1 40.476192 1 R.GPIPSELLLIGEAAFPVMVNDK.G 24 2
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.011054.01105 2 3.5193 0.2964 1118.47 1118.4 1 94.44444 2 K.MGPFLLNAVR.W 282 2
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NP_775949.1| gi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [Homo sapiens] 8 20 14.9 845 91978 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.010443.0104 2 3.3328 0.3985 1728.57 1728.9 1 71.42857 3 R.GVWGPIHELGHNQQR.H 751 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.011931.011931 2 2.9167 0.2684 2253.31 2250.7 3 42.105263 1 K.ISNIVHISNLVRPFTLGQLK.E 1010 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_PHA_lymphocytes_Ti_103.009884.009884 3 3.0993 0.0997 2787.89 2787 2 28.125 1 K.HSTPHAAFQPNSQIGEEMSQNSFIK.Q 114 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.010397.010397 2 4.7236 0.4983 1958.03 1958.1 1 71.875 5 K.SHCFVTYSTVEEAVATR.T 1050 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.013337.013337 2 3.4836 0.229 1512.51 1509.7 4 62.5 6 R.TGTLVEEAFWIDK.I 1035 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.012548.012548 2 3.0401 0.2748 1721.15 1722.1 1 60.000004 2 R.SAQPLPLKIEELALAK.G 525 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006569.0065 2 4.15 0.3911 2118.31 2119.1 1 58.333332 1 K.LSEGSQPAEEEEDQETPSR.N 239 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.012633.01263 2 3.7403 0.2831 1510.45 1509.7 1 70.83333 2 R.TGTLVEEAFWIDK.I 1035 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.012086.01208 2 3.9344 0.3189 1723.85 1722.1 1 70 2 R.SAQPLPLKIEELALAK.G 525 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008720.00872 3 4.3874 0.2647 3464.54 3464.7 1 26.612906 1 R.DSSTSYTETKDPSSGQEVATPPVPQLQVCEPK.E 663 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013499.01349 2 3.9461 0.3023 2107.31 2104.4 1 52.941177 2 K.AAPCIYWLPLTDSQIVQK.E 1220 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009300.00930 1 2.0248 0.381 1118.62 1119.3 1 61.11111 1 R.ASHTLLPSHR.L 560 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.012051.0120 2 2.4702 0.1718 1722.75 1722.1 9 46.666668 1 R.SAQPLPLKIEELALAK.G 525 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009729.00972 2 3.6142 0.3235 1960.51 1958.1 1 53.125 1 K.SHCFVTYSTVEEAVATR.T 1050 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008367.00836 2 3.1092 0.2881 2045.63 2046.1 1 60.000004 1 K.FLCADYAEQDELDYHR.G 1081 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008910.00891 2 3.2439 0.246 2363.57 2364.6 1 45.238094 1 K.DPSSGQEVATPPVPQLQVCEPK.E 673 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_NT_lymphocytes_Ti_104.009833.009833.2 2 4.4046 0.4049 2045.61 2046.1 1 76.666664 2 K.FLCADYAEQDELDYHR.G 1081 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_NT_lymphocytes_Ti_102.012340.012340.2 2 3.672 0.412 2423.75 2422.7 1 50 1 K.ASLVALPEQTASEEETPPPLLTK.E 399 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.012201.0122 2 3.7004 0.3326 2249.07 2250.7 1 57.894737 1 K.ISNIVHISNLVRPFTLGQLK.E 1010 2 *
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998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_NT_lymphocytes_Ti_110.011408.011408.2 2 5.3272 0.4635 1959.25 1958.1 1 71.875 4 K.SHCFVTYSTVEEAVATR.T 1050 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_NT_lymphocytes_Ti_115.012584.012584.2 2 4.9222 0.3485 2250.05 2250.7 1 60.526318 3 K.ISNIVHISNLVRPFTLGQLK.E 1010 2 *
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_055792.1| gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation inducer 1 [Homo sapiens] 13 41 15.6 1341 151887 6.4 HsSD-NE_NT_lymphocytes_Ti_115.012591.012591.3 3 5.0818 0.4129 2250.77 2250.7 1 40.789474 2 K.ISNIVHISNLVRPFTLGQLK.E 1010 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsSD-NE_PHA_lymphocytes_Ti_101.008938.008938 2 2.9954 0.2919 1604.69 1604.8 1 69.230774 2 R.VHVTQEDFEMAVAK.V 376 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsSD-NE_PHA_lymphocytes_Ti_114.012756.012756 2 4.6058 0.4193 2458.69 2459.8 1 52.499996 1 R.LLREELQLLQEQGSYVGEVVR.A 58 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015742.01574 2 3.9517 0.37 1824.15 1824.1 1 70 1 R.TMLELLNQLDGFEATK.N 272 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013876.01387 2 3.5908 0.2675 2459.85 2459.8 1 40 1 R.LLREELQLLQEQGSYVGEVVR.A 58 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008033.00803 2 2.2665 0.1475 1605.15 1604.8 4 57.692307 1 R.VHVTQEDFEMAVAK.V 376 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsSD-NE_NT_lymphocytes_Ti_107.014004.014004.2 2 4.6576 0.4155 2459.19 2459.8 1 57.5 1 R.LLREELQLLQEQGSYVGEVVR.A 58 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsSD-NE_NT_lymphocytes_Ti_108.014054.014054.2 2 3.7773 0.2282 2460.37 2458.9 1 35.714287 2 K.EVIELPVKHPELFEALGIAQPK.G 163 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.007076.0070 2 2.9021 0.2726 1429.57 1428.6 5 50 1 R.AVAHHTDCTFIR.V 202 2 *
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NP_002796.4| gi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 5 [Homo sapiens] 5 12 20.9 406 45626 7.5 HsSD-NE_NT_lymphocytes_Ti_104.016494.016494.2 2 4.6815 0.4285 1823.63 1824.1 1 66.66667 2 R.TMLELLNQLDGFEATK.N 272 2 *

1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.009586.009586 3 5.1398 0.3133 3546.56 3548.2 1 26.5625 1 K.KPLPPTPEEDQILKKPLPPEPAAAPVSTSELKK.V 186 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.015213.015213 2 3.493 0.2758 2181.33 2183.4 1 56.25 2 R.KGDEYFILEESNLPWWR.A 237 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.017794.01779 2 2.9826 0.2762 3023.01 3022.4 2 33.333336 1 R.FPYPFQVVYDEGPLYVFSPTEELRK.R 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018641.0186 2 2.6667 0.1305 2897.11 2894.3 1 36.95652 1 R.FPYPFQVVYDEGPLYVFSPTEELR.K 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_NT_lymphocytes_Ti_114.009455.00945 2 3.6511 0.308 1960.81 1961.3 1 44.444447 3 K.KPLPPEPAAAPVSTSELKK.V 200 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017100.0171 2 2.7993 0.2062 3024.81 3022.4 1 35.416664 2 R.FPYPFQVVYDEGPLYVFSPTEELRK.R 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.018720.01872 2 2.8804 0.3012 2895.39 2894.3 1 32.608696 1 R.FPYPFQVVYDEGPLYVFSPTEELR.K 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsSD-NE_NT_lymphocytes_Ti_106.018665.018665.2 2 3.4331 0.2671 2893.93 2894.3 1 30.434782 2 R.FPYPFQVVYDEGPLYVFSPTEELR.K 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.017409.0174 3 6.6958 0.5384 3021.71 3022.4 1 43.75 3 R.FPYPFQVVYDEGPLYVFSPTEELRK.R 98 2 *
1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_000052.1| gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyrosine kinase [Homo sapiens] 6 18 11.4 659 76281 7.8 HsSD-NE_NT_lymphocytes_Ti_108.017983.017983.3 3 5.1167 0.4019 3021.56 3022.4 1 29.166666 2 R.FPYPFQVVYDEGPLYVFSPTEELRK.R 98 2 *
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.019934.0199 2 5.2693 0.4093 2892.51 2890.3 1 52.083332 3 K.VPFALFESFPEDFYVEGLPEGVPFR.R 757 2
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011634.0116 2 3.6568 0.3518 2357.97 2358.6 1 57.894737 2 K.FEAHPNDLYVEGLPENIPFR.S 495 2
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009795.00979 2 2.9272 0.1845 1031.31 1031.2 1 100 2 R.RPSTFGIPR.L 782 2
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsSD-NE_NT_lymphocytes_Ti_109.018403.018403.3 3 3.911 0.3534 3272.27 3271.7 1 25.892857 3 K.GPVTIPYPLFQSHVEDLYVEGLPEGIPFR.R 381 2
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsSD-NE_PHA_lymphocytes_PK_106.018940.018940 2 3.6388 0.295 2629.71 2629 1 45.454548 4 L.GLTEAVKVPYPVFESNPEFLYVE.G 588 0
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsSD-NE_NT_lymphocytes_Ti_105.017197.017197.2 2 5.1788 0.4338 2897.55 2897.3 1 47.916664 4 K.VPYPVFESNPEFLYVEGLPEGIPFR.S 595 2
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsSD-NE_PHA_lymphocytes_PK_106.014988.014988 2 4.0155 0.4611 2057.71 2058.3 1 58.823532 2 Q.SHVEDLYVEGLPEGIPFR.R 392 1
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NP_127492.1| gi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1| "general transcription factor II, i isoform 1 [Homo sapiens] " 7 22 11.5 998 112416 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.017234.0172 3 4.3002 0.3763 3273.95 3271.7 1 29.464287 2 K.GPVTIPYPLFQSHVEDLYVEGLPEGIPFR.R 381 2
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_PHA_lymphocytes_PK_107.019553.019553 2 3.5368 0.276 2508.07 2508.8 2 38.095238 2 L.CETFLEKIVCTPGQGLGDLRTL.E 303 0 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_PHA_lymphocytes_PK_110.014129.014129 2 3.0299 0.1881 2194.85 2195.5 1 45 1 W.LENSLKGLPKETTVGAVTVTH.K 872 0 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_PHA_lymphocytes_PK_110.020693.020693 2 2.9129 0.2509 1917.93 1919.2 4 56.666668 1 L.ARLPLDKITECLSELC.S 570 0 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsNaOH-NE_NT_lymphocytes_Ti_114.018597.01859 3 3.6525 0.2823 2697.41 2695.2 1 30.208334 1 K.DLSPVIVTQLALAIADLALQMPSWK.G 99 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsNaOH-NE_NT_lymphocytes_Ti_115.018338.01833 2 3.8539 0.3861 2695.97 2695.2 1 43.75 3 K.DLSPVIVTQLALAIADLALQMPSWK.G 99 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_NT_lymphocytes_Ti_103.016523.016523.2 2 3.8876 0.3297 2068.93 2067.3 1 58.333332 2 K.SVDPENNPTLVEVLEGVVR.L 450 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_NT_lymphocytes_Ti_104.017501.017501.2 2 4.0782 0.2877 1762.85 1761.1 3 50 1 R.SLDSFLLSPEAAVGLLK.G 547 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_PHA_lymphocytes_PK_105.019036.019036 2 4.3902 0.3943 2067.77 2067.3 1 61.11111 1 K.SVDPENNPTLVEVLEGVVR.L 450 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_NT_lymphocytes_Ti_112.015732.015732.2 2 4.0778 0.3522 2249.79 2249.6 1 50 2 R.SQVVIPILQWAIASTTLDHR.D 770 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_NT_lymphocytes_Ti_109.013474.013474.2 2 4.2393 0.4548 1796.91 1796 1 67.85714 2 R.SVHAWEISDQLLQIR.Q 40 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsSD-NE_NT_lymphocytes_Ti_110.001492.001492.3 3 4.5783 0.2594 2874.35 2873.3 1 31.25 2 K.YSNDVTSLPFLLEILTVLPEEVHSR.S 133 2 *
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_036602.1| gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 10 21 19.5 923 104203 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.000029.0000 3 4.7864 0.4118 2873.3 2873.3 1 32.291664 3 K.YSNDVTSLPFLLEILTVLPEEVHSR.S 133 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.010589.01058 2 2.8215 0.2151 1357.87 1358.6 1 81.818184 3 R.KVGITLFTVSHR.K 615 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.018653.0186 2 2.4894 0.1082 2544.11 2544.1 9 29.166666 1 K.GIEGVQVIPLIPGAGEIIIADNIIK.F 417 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015027.01502 2 3.5705 0.1972 1344.23 1344.6 1 90.909096 2 R.VLGELWPLFGGR.L 485 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.018461.01846 2 3.4413 0.249 2545.97 2544.1 2 37.5 3 K.GIEGVQVIPLIPGAGEIIIADNIIK.F 417 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.019041.01904 3 3.5627 0.1067 2547.05 2544.1 1 27.083334 1 K.GIEGVQVIPLIPGAGEIIIADNIIK.F 417 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4496.449 2 2.5893 0.1167 2525.22 2525.9 6 30.952381 1 K.GISDLVLKEYLDNVQLGHILER.E 536 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011856.0118 2 2.1697 0.1648 1954.79 1956.4 1 46.666668 1 K.LFYVPQRPYMTLGTLR.D 505 2 *
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_002849.1| gi|4506341|ref|NP_002849.1| "ATP-binding cassette, sub-family D, member 3 [Homo sapiens] " 7 14 16.1 659 75476 9.4 HsSD-NE_NT_lymphocytes_Ti_103.018422.018422.2 2 5.0642 0.3755 2095.67 2096.2 1 63.88889 2 R.EGGWDSVQDWMDVLSGGEK.Q 558 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_PHA_lymphocytes_Ti_101.011048.011048 2 5.1138 0.3845 2311.79 2311.5 1 61.11111 2 R.NLAMEATYINHNFSQQCLR.M 311 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_PHA_lymphocytes_Ti_115.013647.013647 3 4.6962 0.2302 3413.63 3411.9 1 25.862068 1 R.HVILGTQQFKPNEFASQINLSVENAWGILR.C 463 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.010778.0107 2 4.5937 0.4059 2582.63 2582.7 1 57.5 2 R.YLEVSEPQDIECCGALEYYDK.A 184 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.013682.0136 2 3.5832 0.2179 1460.53 1459.8 1 81.818184 1 R.NMLQFNLQILPK.S 113 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsNaOH-NE_NT_lymphocytes_Ti_110.010240.01024 2 4.6745 0.3561 2312.05 2311.5 1 63.88889 1 R.NLAMEATYINHNFSQQCLR.M 311 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_NT_lymphocytes_Ti_108.011069.011069.2 2 5.0306 0.3926 2311.97 2311.5 1 63.88889 2 R.NLAMEATYINHNFSQQCLR.M 311 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_NT_lymphocytes_Ti_109.018071.018071.2 2 2.7873 0.0942 2172.61 2171.4 2 47.368423 1 K.TQGNVFATDAILATLMSCTR.S 241 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_NT_lymphocytes_Ti_103.010732.010732.2 2 4.1557 0.2689 1130.17 1129.3 4 94.44444 3 K.LGDDIDLIVR.C 365 2 *
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_003744.1| gi|4503523|ref|NP_003744.1| eukaryotic translation initiation factor 3 subunit D [Homo sapiens] 6 16 20.4 548 63973 6 HsSD-NE_NT_lymphocytes_Ti_102.012062.012062.2 2 5.0329 0.4213 2581.99 2582.7 1 65 3 R.YLEVSEPQDIECCGALEYYDK.A 184 2 *
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|NP_056098.1| gi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 4 8 10.7 675 77319 9 HsSD-NE_PHA_lymphocytes_PK_108.003490.003490 2 3.5181 0.2946 2447.89 2445.8 1 42.105263 3 Q.WNIVGEFSNLPQEELIEWIK.Y 524 1 *
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|NP_056098.1| gi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 4 8 10.7 675 77319 9 HsNaOH-NE_NT_lymphocytes_Ti_106.009369.00936 2 3.2334 0.2546 2291.15 2289.5 8 42.5 1 R.SKPGCSMPEIWDVEDPANAGK.T 623 2 *
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|NP_056098.1| gi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 4 8 10.7 675 77319 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.012238.0122 2 2.6944 0.2188 1786.31 1786 2 46.875 1 K.IFGIADDAHIGNLLTSK.F 361 2 *
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|NP_056098.1| gi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 4 8 10.7 675 77319 9 HsNaOH-NE_NT_lymphocytes_Ti_110.017806.01780 2 3.8617 0.212 1773.63 1772.1 1 80.769226 2 R.FNLYPEVILASWYR.I 105 2 *
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|NP_056098.1| gi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 4 8 10.7 675 77319 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4726.472 2 3.3254 0.2565 1771.38 1772.1 1 61.538464 1 R.FNLYPEVILASWYR.I 105 2 *
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsSD-NE_PHA_lymphocytes_Ti_111.009130.009130 1 2.0964 0.2159 990.55 991.14 4 68.75 1 R.THSVGKPHK.C 194 2
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.010466.01046 2 4.5354 0.3883 1926.47 1927.1 1 64.70589 2 R.SNHSAQDSAVENLLLLSK.A 361 2 *
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010410.01041 2 3.9194 0.3811 1665.59 1663.9 1 71.42857 4 R.SGLIYLTNHIAPHAR.N 409 2 *
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010406.01040 3 3.6248 0.2501 1663.07 1663.9 8 41.07143 3 R.SGLIYLTNHIAPHAR.N 409 2 *
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsSD-NE_PHA_lymphocytes_PK_105.013494.013494 1 1.8668 0.1932 1380.33 1380.6 9 63.636364 1 V.MDQAINNAINYL.G 311 0 *
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_006051.1| gi|5174501|ref|NP_006051.1| "zinc finger protein, subfamily 1A, 1 (Ikaros) [Homo sapiens] " 5 12 10.4 519 57528 6.6 HsSD-NE_NT_lymphocytes_Ti_112.011988.011988.2 2 3.5827 0.3448 1663.11 1663.9 1 75 1 R.SGLIYLTNHIAPHAR.N 409 2 *
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NP_036515.3| gi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Homo sapiens] 4 6 23.4 214 23799 5.4 HsSD-NE_PHA_lymphocytes_Ti_114.012858.012858 3 3.0996 0.1976 3871.22 3873.3 2 18.181818 1 K.AGSTALYWACHGGHKDIVEMLFTQPNIELNQQNK.L 105 2 *
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NP_036515.3| gi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Homo sapiens] 4 6 23.4 214 23799 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011366.0113 2 2.9863 0.1262 1700.55 1698 1 50 1 K.LAFDMATNAACASLLK.K 175 2 *
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NP_036515.3| gi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Homo sapiens] 4 6 23.4 214 23799 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.015056.01505 3 3.8679 0.2516 2278.16 2275.6 1 38.88889 1 K.DIVEMLFTQPNIELNQQNK.L 120 2 *
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NP_036515.3| gi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Homo sapiens] 4 6 23.4 214 23799 5.4 HsSD-NE_NT_lymphocytes_Ti_102.012598.012598.2 2 3.517 0.2895 1697.63 1698 1 56.666668 1 K.LAFDMATNAACASLLK.K 175 2 *
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NP_036515.3| gi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Homo sapiens] 4 6 23.4 214 23799 5.4 HsSD-NE_NT_lymphocytes_Ti_103.016192.016192.2 2 5.176 0.3355 2275.09 2275.6 1 55.555557 2 K.DIVEMLFTQPNIELNQQNK.L 120 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsSD-NE_PHA_lymphocytes_PK_110.016829.016829 2 3.0747 0.2205 1712.33 1712.9 1 50 2 R.GCHLGVFPSYYEPW.G 499 1
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008882.00888 2 3.7917 0.3281 1665.49 1667 1 67.85714 2 R.TQVELLEAPTPALKR.T 75 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.016758.01675 3 3.6456 0.1246 2825.33 2823.2 1 34.782608 2 K.VIFHPEFLSSTSPLLPVDYEEFVR.G 475 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012717.01271 2 3.7769 0.3334 2503.65 2503.7 1 50 2 K.VTGDEWGDNYFLVGPYTEQGVR.T 53 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.016847.01684 2 4.0052 0.4437 2825.53 2823.2 1 47.826088 3 K.VIFHPEFLSSTSPLLPVDYEEFVR.G 475 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsSD-NE_NT_lymphocytes_Ti_107.016490.016490.2 2 4.8121 0.4392 2822.27 2823.2 1 54.347824 3 K.VIFHPEFLSSTSPLLPVDYEEFVR.G 475 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsSD-NE_NT_lymphocytes_Ti_114.012208.012208.2 2 3.9035 0.3498 2720.95 2719.1 1 41.666664 1 R.AAAHCAHVFTTVSQITAIEAQHLLK.R 247 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.011956.0119 3 3.6587 0.2842 2721.98 2719.1 1 30.208334 1 R.AAAHCAHVFTTVSQITAIEAQHLLK.R 247 2 *
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NP_002094.2| gi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Homo sapiens] 7 17 13.6 737 83786 6.2 HsSD-NE_NT_lymphocytes_Ti_103.013996.013996.2 2 3.5859 0.1866 2503.63 2503.7 1 42.857143 1 K.VTGDEWGDNYFLVGPYTEQGVR.T 53 2 *
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsSD-NE_PHA_lymphocytes_Ti_111.010839.010839 2 3.6454 0.2258 2017.69 2018.4 1 52.941177 3 K.TLPGMHHPIQMKPADSEK.S 115 2
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.021902.0219 3 5.0611 0.3499 4057.04 4055.6 1 25.714287 2 K.EGPEGANLFIYHLPQEFGDQDILQMFMPFGNVISAK.V 431 2
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.013318.01331 2 4.4781 0.4359 1912.87 1912.2 1 76.666664 2 K.ELFEPYGAVYQINVLR.D 65 2
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsNaOH-NE_NT_lymphocytes_Ti_110.000489.00048 3 4.6932 0.4006 4054.73 4055.6 1 22.857143 3 K.EGPEGANLFIYHLPQEFGDQDILQMFMPFGNVISAK.V 431 2
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsSD-NE_NT_lymphocytes_Ti_115.010068.010068.2 2 3.2685 0.1552 2017.63 2018.4 1 52.941177 1 K.TLPGMHHPIQMKPADSEK.S 115 2
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|NP_006552.3| gi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077 "CUG triplet repeat, RNA binding protein 2 isoform 2 [Homo sapien 3 14 13.4 521 55732 8.6 HsSD-NE_NT_lymphocytes_Ti_110.001232.001232.3 3 5.5589 0.5138 4053.65 4055.6 1 22.857143 3 K.EGPEGANLFIYHLPQEFGDQDILQMFMPFGNVISAK.V 431 2
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_PHA_lymphocytes_Ti_113.012561.012561 2 3.9159 0.3812 2735.57 2734.2 1 34.782608 1 K.RPPSPIKFDLNEPLHLSFLQNAAK.L 740 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.008825.008825 2 3.8892 0.3052 1898.81 1899.1 1 73.333336 3 R.DKFESSFSHKPSLFNK.F 643 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.010515.010515 3 3.9884 0.2267 3636.38 3634 3 23.333334 4 K.GHTEVIVPHLTESYNSHRDPPEEEIPFCTLK.S 598 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.008967.008967 2 4.1752 0.3046 1703.55 1703.9 2 60.714287 4 K.IQSGHSLEGCFQVIK.L 673 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.014501.014501 2 2.2807 0.1934 2236.05 2234.6 1 38.88889 1 R.WTVHGKEDFTLLDFINAVK.E 958 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.006459.0064 2 2.9741 0.2325 1511.93 1509.6 1 70.83333 2 R.KPDHVPISSEDER.N 810 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.005615.00561 2 3.2578 0.298 1510.71 1509.6 1 62.5 3 R.KPDHVPISSEDER.N 810 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.014040.0140 2 4.4744 0.4036 2352.31 2349.5 1 55.263157 1 R.LFCDFGDEFEVLDTTGEEPK.E 195 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002938.00293 3 3.5695 0.3523 3599.63 3599 2 24.13793 1 K.FSPLCQWLYLEAADIVESLGKPECEEFLPR.G 410 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.017577.0175 2 3.446 0.3467 1525.45 1525.7 1 66.66667 1 K.EDFTLLDFINAVK.E 964 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.020940.02094 2 2.7626 0.0989 2339.97 2337.7 2 39.473686 1 K.NCFLNLAIPIVVFTETTEVR.K 923 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_NT_lymphocytes_Ti_110.014287.014287.2 2 2.7282 0.1631 1597.85 1596.9 1 66.66667 3 K.ALQLLHCFPLDIR.L 715 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_NT_lymphocytes_Ti_110.009895.009895.2 2 3.9684 0.384 1897.85 1899.1 1 73.333336 2 R.DKFESSFSHKPSLFNK.F 643 2 *
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|NP_060697.4| gi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-like 2 [Homo sapiens] 11 30 19.1 1052 117970 6.1 HsSD-NE_NT_lymphocytes_Ti_104.018812.018812.2 2 4.7742 0.343 1525.21 1525.7 1 83.33333 3 K.EDFTLLDFINAVK.E 964 2 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_PK_112.012332.012332 2 3.7007 0.3864 1789.51 1788 1 75 1 S.FHKYGEYFPGTGDLR.D 198 1
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.008844.008844 2 2.5986 0.1153 1847.25 1847 3 43.75 1 K.QQTDIAVNWAGGLHHAK.K 127 2 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.005032.005032 3 3.7723 0.0821 2033.09 2033.2 1 42.1875 1 K.KEVTEEEKTKEEKPEAK.G 457 2 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008229.00822 2 3.4446 0.27 2232.53 2234.4 1 58.333332 1 K.LHISPSNMTNQNTNEYLEK.I 343 2 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.016425.01642 2 2.6376 0.2535 1830.47 1828.2 1 59.375 1 K.SFNLPMLMLGGGGYTIR.N 290 2 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_PK_103.000402.000402 2 4.3668 0.4046 2054.07 2053.2 1 59.375 2 R.FNVGEDCPVFDGLFEFC.Q 94 1
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_PK_105.020210.020210 2 3.493 0.4169 2996.07 2998.3 1 43.75 1 A.VALDTEIPNELPYNDYFEYFGPDFK.L 318 1 *
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_PHA_lymphocytes_PK_105.020198.020198 2 3.5188 0.3895 1803.83 1802.9 1 61.538464 1 L.PYNDYFEYFGPDFK.L 329 1
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsSD-NE_NT_lymphocytes_Ti_112.010601.010601.1 1 1.9709 0.1452 1201.77 1202.5 2 68.75 1 R.KMEIYRPHK.A 50 2
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NP_004955.2| gi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sapiens] 10 11 28.2 482 55103 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.009497.0094 2 2.5109 0.183 1202.29 1202.5 1 81.25 1 R.KMEIYRPHK.A 50 2
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_PHA_lymphocytes_Ti_102.015515.015515 3 4.2267 0.2597 3623.78 3623.2 1 23.484848 1 R.VIGTLEEVHMPQNGINHPGITALAQAFAVNPLLR.V 206 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_PHA_lymphocytes_Ti_114.018850.018850 3 5.2554 0.4325 4752.5 4751.4 1 21.11111 2 R.LRTEIPPALISLGEGLITAGAQLVELDLSDNAFGPDGVQGFEALLK.S 92 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsNaOH-NE_NT_lymphocytes_Ti_112.014067.01406 2 3.5327 0.246 2579.81 2578 2 36.95652 1 K.ALAPLLLAFVTKPNSALESCSFAR.H 554 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_NT_lymphocytes_Ti_103.018850.018850.2 2 4.2798 0.3273 3011.95 3010.3 1 32.692307 3 K.LDLNGNTLGEEGCEQLQEVLEGFNMAK.V 326 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.021587.0215 3 3.6369 0.1816 4485.02 4482.1 3 18.60465 1 R.TEIPPALISLGEGLITAGAQLVELDLSDNAFGPDGVQGFEALLK.S 94 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_NT_lymphocytes_Ti_111.015455.015455.3 3 5.1829 0.4928 2577.92 2578 1 44.56522 2 K.ALAPLLLAFVTKPNSALESCSFAR.H 554 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_NT_lymphocytes_Ti_115.019844.019844.3 3 6.9562 0.5705 4752.23 4751.4 1 26.11111 4 R.LRTEIPPALISLGEGLITAGAQLVELDLSDNAFGPDGVQGFEALLK.S 92 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsSD-NE_NT_lymphocytes_Ti_112.014821.014821.2 2 3.6616 0.4408 2576.27 2578 1 39.130436 2 K.ALAPLLLAFVTKPNSALESCSFAR.H 554 2 *
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_002874.1| gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 [Homo sapiens] 7 17 24.4 587 63542 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009988.0099 2 2.6817 0.2494 1384.83 1383.6 1 72.72727 1 K.ILAAALTECHRK.S 161 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.009910.009910 2 3.2488 0.2474 2469.37 2468.6 1 40 1 R.NKDTYFLSSEECITAGDFQNK.H 330 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.016678.01667 2 2.8098 0.215 1963.67 1961.3 3 46.875 1 R.PLPVEYLIIDITTTFPK.D 442 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_NT_lymphocytes_Ti_103.016415.016415.3 3 4.7519 0.3815 2024.78 2024.2 2 39.705883 1 K.VFGAPNVVEDEIDQYLSK.Q 99 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_PHA_lymphocytes_PK_107.000417.000417 2 3.7813 0.3975 1812.03 1810 1 63.333332 4 Q.NTSSVFLDTISDFHLL.L 495 0 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_NT_lymphocytes_Ti_102.016833.016833.2 2 4.2238 0.3986 2026.73 2024.2 1 58.823532 1 K.VFGAPNVVEDEIDQYLSK.Q 99 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_NT_lymphocytes_Ti_102.014387.014387.2 2 2.9979 0.254 2727.39 2727 2 33.333336 1 R.AEVAAIYEPPQIGTQNSLELLEDPK.A 268 2 *
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|NP_060391.2| gi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Homo sapiens] 7 11 16.9 608 68120 6.4 HsSD-NE_PHA_lymphocytes_PK_106.011441.01144 1 2.3733 0.3337 1316.66 1316.5 1 60.000004 2 T.TTFPKDPVYTF.S 454 0 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsSD-NE_PHA_lymphocytes_PK_109.002774.002774 2 3.5672 0.2395 1616.91 1615 1 76.92308 1 H.NIPLETIIPILQHL.K 818 0 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsSD-NE_PHA_lymphocytes_PK_111.020887.020887 2 3.2022 0.2384 1744.39 1743.1 9 46.42857 1 H.NIPLETIIPILQHLK.Y 818 1 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.014170.01417 2 3.0597 0.1391 2590.77 2591 1 40.909092 1 K.DIIHNPQALSPQFTGILQLLQSR.T 273 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.017813.01781 2 3.8983 0.3728 2020.83 2020.3 1 62.5 3 K.LAQLTLEQILEHLDNLR.L 915 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.017733.01773 3 4.2344 0.3443 2019.83 2020.3 1 48.4375 2 K.LAQLTLEQILEHLDNLR.L 915 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011754.01175 2 4.367 0.3663 2308.07 2306.6 1 58.333332 2 R.LLCHLTPSIYTEFPDETLR.S 737 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.017216.0172 3 4.1022 0.3052 2021.69 2020.3 1 46.875 2 K.LAQLTLEQILEHLDNLR.L 915 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsSD-NE_NT_lymphocytes_Ti_109.018131.018131.3 3 4.0474 0.3053 2020.31 2020.3 1 51.5625 2 K.LAQLTLEQILEHLDNLR.L 915 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsSD-NE_NT_lymphocytes_Ti_111.015716.015716.2 2 3.9642 0.3485 2590.95 2591 1 47.727272 4 K.DIIHNPQALSPQFTGILQLLQSR.T 273 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.014223.0142 2 3.1752 0.2282 2591.17 2591 1 38.636364 1 K.DIIHNPQALSPQFTGILQLLQSR.T 273 2 *
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1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsSD-NE_NT_lymphocytes_Ti_110.018493.018493.2 2 3.546 0.1938 2019.37 2020.3 1 59.375 5 K.LAQLTLEQILEHLDNLR.L 915 2 *
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NP_075391.3| gi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Homo sapiens] 7 25 8.4 1042 118013 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.011026.0110 2 3.1604 0.1705 1591.37 1591.9 1 65.38461 1 K.RVLAHLAPLFDNPK.L 467 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsSD-NE_PHA_lymphocytes_Ti_107.014438.014438 2 2.9184 0.1795 2309.79 2308.5 3 37.5 1 R.GAVDSYDVTVDEELGEIQLVR.I 49 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013038.0130 2 3.2108 0.0904 1287.25 1287.5 1 80 2 R.DDGLLVWEAIR.T 473 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014386.01438 2 4.0851 0.273 1794.05 1792.1 1 67.85714 3 R.WMEWNPGFPLSIDAK.C 145 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008685.00868 2 2.5326 0.2278 1658.29 1655.8 1 62.5 1 K.TPHGDYIEFPCYR.W 90 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.009614.0096 3 4.1942 0.2751 1694.3 1694.9 1 54.166668 3 K.HLLDKPFYNDFER.G 36 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013028.01302 2 3.3469 0.2074 2111.65 2110.4 1 52.941177 2 K.QLPYYYLSPDRIPNSVAI.- 657 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.009753.0097 2 3.4013 0.1787 1693.67 1694.9 1 79.16667 3 K.HLLDKPFYNDFER.G 36 2 *
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_000689.1| gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Homo sapiens] 8 16 17.2 674 77983 5.8 HsSD-NE_NT_lymphocytes_Ti_104.015848.015848.2 2 3.5615 0.2084 2702.73 2704.1 4 39.583336 1 K.IVPIAIQLNQIPGDENPIFLPSDAK.Y 321 2 *
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.019481.019481 2 2.6797 0.2525 2013.05 2012.5 7 38.88889 1 K.ILSAITQPVVVVAIVGLYR.T 30 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_PHA_lymphocytes_PK_108.019449.019449 2 2.9553 0.2546 1329.37 1328.6 1 83.33333 2 S.FFPDFVWTLR.D 172 1
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.012606.012606 2 2.6118 0.1791 1636.15 1634.9 7 53.846157 1 R.KGIQAEEILQTYLK.S 451 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_PHA_lymphocytes_Ti_102.020222.020222 2 2.6646 0.1504 3113.21 3110.3 2 32 1 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 251 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011847.01184 2 3.5444 0.2588 1635.83 1634.9 1 65.38461 2 R.KGIQAEEILQTYLK.S 451 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.018874.01887 2 4.5806 0.3802 3112.13 3110.3 1 42 2 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 251 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.019510.0195 2 2.4511 0.242 3110.35 3110.3 5 32 1 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 251 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsNaOH-NE_NT_lymphocytes_Ti_113.011672.01167 2 3.048 0.2868 1411.65 1411.7 1 75 2 K.GIWMWCVPHPK.K 77 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.017499.0174 2 4.1738 0.3136 1963.25 1963.2 1 59.375 2 R.CSALLQVIFSPLEEEVK.A 405 2 *
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_NT_lymphocytes_Ti_108.012626.012626.2 2 3.2547 0.0943 1635.19 1634.9 7 57.692307 1 R.KGIQAEEILQTYLK.S 451 2
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|NP_060754.2| gi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo sapiens] 6 20 16.3 595 68114 6.5 HsSD-NE_NT_lymphocytes_Ti_106.019824.019824.2 2 3.9696 0.3095 3110.59 3110.3 1 40 5 K.LQDEELDPEFVQQVADFCSYIFSNSK.T 251 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsSD-NE_PHA_lymphocytes_Ti_107.000347.000347 2 3.506 0.2378 2378.53 2376.6 1 50 2 R.DFMLSFSTDPQDFIQEWLR.S 434 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.021569.0215 2 3.0697 0.2178 2377.37 2376.6 1 41.666664 1 R.DFMLSFSTDPQDFIQEWLR.S 434 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsNaOH-NE_NT_lymphocytes_Ti_108.009251.00925 2 3.5835 0.3233 1342.55 1341.6 1 85 2 R.RQELEQVLGIR.L 498 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.012710.0127 3 4.7106 0.4062 2665.76 2664 1 40.476192 3 K.SLVIELDKELYGPDNHLVEWHR.M 234 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.021202.02120 2 3.6681 0.2846 2378.95 2376.6 1 47.22222 1 R.DFMLSFSTDPQDFIQEWLR.S 434 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsSD-NE_NT_lymphocytes_Ti_109.012616.012616.3 3 3.9722 0.2942 2735.24 2734.1 1 34.375 1 K.LAGLLQHPDPIVINHVISVDPNDQK.K 356 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsSD-NE_NT_lymphocytes_Ti_109.012652.012652.2 2 3.028 0.2002 2734.03 2734.1 1 37.5 1 K.LAGLLQHPDPIVINHVISVDPNDQK.K 356 2
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|NP_003068.3| gi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091 SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 13 15.1 510 57173 9.6 HsSD-NE_NT_lymphocytes_Ti_107.001672.001672.2 2 3.5591 0.3721 2376.41 2376.6 1 50 2 R.DFMLSFSTDPQDFIQEWLR.S 434 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.010570.010570 2 4.033 0.3023 3131.03 3131.5 1 38 1 K.EKPKEEEWEKPKDAAGLECKPRPLHK.T 314 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_PK_115.012474.012474 2 3.3585 0.2748 1639.43 1639.9 1 63.333332 1 K.RPALPEIKPAQPPGPA.Q 679 1
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.011280.011280 3 3.4597 0.137 2414.54 2412.7 1 39.705883 1 R.RQQMQDFFLAHKDEEWFR.S 102 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.008805.008805 3 3.8028 0.2471 3133.55 3131.5 3 28 1 K.EKPKEEEWEKPKDAAGLECKPRPLHK.T 314 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_Ti_114.016086.016086 2 2.5029 0.1934 2969.25 2968.5 1 34 1 R.VFLSLMETGWFDNLLLDIDKADAIVK.M 144 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.020537.020537 3 4.1826 0.4226 4509.02 4510.8 1 23.170732 9 K.NITDYLIEEVSAEEEELLGSSGGAPPEEPPKEGNPAEINVER.D 480 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.018080.01808 3 4.2927 0.3667 4512.77 4510.8 1 24.390244 1 K.NITDYLIEEVSAEEEELLGSSGGAPPEEPPKEGNPAEINVER.D 480 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.013089.01308 2 2.8628 0.3002 2673.59 2674.1 1 39.583336 2 R.TQLWASEPGTPPLPTSLPSQNPILK.N 455 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_NT_lymphocytes_Ti_105.018047.018047.3 3 3.8669 0.3935 4510.13 4510.8 1 23.170732 3 K.NITDYLIEEVSAEEEELLGSSGGAPPEEPPKEGNPAEINVER.D 480 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_NT_lymphocytes_Ti_103.013066.013066.2 2 2.1828 0.0863 1739.27 1737.1 3 53.125 1 R.LGSIAEIDLGVPPPVMK.T 55 2
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NP_877952.1| gi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isoform b [Homo sapiens] 9 22 23 796 90251 5.7 HsSD-NE_NT_lymphocytes_Ti_103.014080.014080.2 2 3.2346 0.3805 1515.57 1516.7 1 70.83333 1 K.EVAFFNNFLTDAK.R 666 2
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsSD-NE_PHA_lymphocytes_PK_113.013249.013249 3 3.6024 0.2058 1365.8 1365.6 8 57.5 1 S.LHFPFNPDLHK.V 389 1 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsSD-NE_PHA_lymphocytes_PK_113.013219.013219 1 2.4472 0.1957 1364.59 1365.6 1 75 2 S.LHFPFNPDLHK.V 389 1 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.016046.0160 2 3.9315 0.5371 2052.19 2052.3 1 64.70589 2 R.QPEDTWAALEGLSFSPFR.E 714 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.005898.0058 2 3.0299 0.2198 1985.69 1983.2 4 47.058823 1 K.VGKNEQGEPEDLKKPEGK.N 328 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.013257.01325 2 3.993 0.3773 1524.21 1522.7 1 70.83333 2 R.DLSHILGIPQSWR.L 661 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007163.00716 2 2.1276 0.2737 962.39 962.14 2 75 2 K.HVVPLPDGK.S 597 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012243.01224 2 4.208 0.3441 1670.03 1668.9 1 80.769226 3 K.FYELPALSAEIVCR.M 864 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010164.01016 2 2.7587 0.1467 1557.69 1554.8 1 66.66667 1 R.LVEIQFPAEHGWK.E 942 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010374.0103 2 2.7285 0.1655 1727.99 1726 2 61.538464 1 R.EKQHLLSIDEPLFR.S 746 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010598.0105 2 2.7742 0.2486 2203.17 2203.3 1 41.17647 2 K.EEPLSQITAYCNSCWDTK.G 968 2 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsSD-NE_PHA_lymphocytes_PK_106.021614.021614 2 4.146 0.2258 1456.47 1456.6 1 86.36364 2 L.LEGSLDWLCHLL.T 637 0 *
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NP_066005.2| gi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [Homo sapiens] 11 21 13.2 1063 118436 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011693.011693.2 2 3.0034 0.0907 2203.09 2203.3 6 38.235294 2 K.EEPLSQITAYCNSCWDTK.G 968 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.013908.013908 2 3.9906 0.4008 2977.15 2975.4 1 42 1 R.GHNCPKPVLNFYEANFPANVMDVIAR.Q 86 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.013902.013902 3 4.9917 0.2882 2977.04 2975.4 1 32 4 R.GHNCPKPVLNFYEANFPANVMDVIAR.Q 86 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007280.00728 2 2.7939 0.1434 1390.63 1390.5 1 75 2 K.NFYQEHPDLAR.R 57 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010161.0101 2 3.2074 0.1938 1370.23 1369.6 8 70.83333 1 R.GDGPICLVLAPTR.E 165 2
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_114.012851.012851.2 2 3.3722 0.1994 2365.09 2362.8 2 44.736843 1 K.TLSYLLPAIVHINHQPFLER.G 145 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_106.017187.017187.2 2 4.8367 0.2518 2284.45 2281.6 1 63.15789 1 K.PVLNFYEANFPANVMDVIAR.Q 92 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012500.0125 3 3.1524 0.2116 2361.05 2362.8 5 35.526314 2 K.TLSYLLPAIVHINHQPFLER.G 145 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_103.010828.010828.2 2 3.4068 0.1476 1794.97 1793.9 1 64.28571 2 R.ELAQQVQQVAAEYCR.A 178 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_114.013169.013169.2 2 3.977 0.4476 2974.03 2975.4 1 42 1 R.GHNCPKPVLNFYEANFPANVMDVIAR.Q 86 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013067.0130 2 3.9504 0.4249 2975.95 2975.4 1 36 1 R.GHNCPKPVLNFYEANFPANVMDVIAR.Q 86 2 *
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_104.011398.011398.2 2 3.043 0.1944 1338.87 1337.6 1 80 1 R.MLDMGFEPQIR.K 253 2
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_PHA_lymphocytes_PK_106.012400.012400 2 4.0411 0.242 1371.55 1369.6 1 79.16667 1 R.GDGPICLVLAPTR.E 165 2
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_004387.1| gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 5 [Homo sapiens] 9 19 15.6 614 69148 8.9 HsSD-NE_NT_lymphocytes_Ti_114.013175.013175.3 3 4.4301 0.225 2974.43 2975.4 1 29 1 R.GHNCPKPVLNFYEANFPANVMDVIAR.Q 86 2 *
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsSD-NE_PHA_lymphocytes_Ti_104.008742.008742 2 3.3839 0.2559 2087.23 2087.3 4 50 1 R.LEHVVEEEKVDISEDGMK.A 186 2
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012120.01212 2 3.5375 0.2794 2485.25 2484.8 6 40 1 K.YRPQTLNDLISHQDILSTIQK.F 26 2 *
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.020684.0206 2 3.1397 0.3885 2388.09 2388.7 1 44.736843 2 K.SDIANILDWMLNQDFTTAYR.N 245 2
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsSD-NE_NT_lymphocytes_Ti_114.011443.011443.1 1 2.7136 0.2887 1462.81 1463.8 1 61.538464 2 R.LPHLLLYGPPGTGK.T 53 2 *
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsSD-NE_NT_lymphocytes_Ti_106.000087.000087.2 2 5.5064 0.4364 2389.25 2388.7 1 57.894737 2 K.SDIANILDWMLNQDFTTAYR.N 245 2
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_031396.1| gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [Homo sapiens] 5 9 23.2 340 38497 7.2 HsSD-NE_NT_lymphocytes_Ti_114.012056.012056.2 2 4.1888 0.2512 2239.53 2238.6 1 50 1 K.FINEDRLPHLLLYGPPGTGK.T 47 2 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsSD-NE_PHA_lymphocytes_PK_114.012766.012766 2 2.7927 0.1727 1634.25 1633.9 4 50 1 V.RLPGSVGTPLPGVQVR.I 373 1 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.015558.01555 2 2.8017 0.2258 2209.07 2209.6 1 42.105263 3 R.NVLAPYAVPSELVLVEEIPR.N 539 2 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.015603.0156 2 2.2583 0.207 2209.99 2209.6 5 39.473686 1 R.NVLAPYAVPSELVLVEEIPR.N 539 2 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsSD-NE_NT_lymphocytes_Ti_107.016263.016263.2 2 3.3552 0.334 2210.29 2209.6 1 50 2 R.NVLAPYAVPSELVLVEEIPR.N 539 2 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsSD-NE_NT_lymphocytes_Ti_103.013162.013162.2 2 4.2249 0.2775 1627.65 1626 1 73.333336 1 R.LMVSGSAALPLPVLEK.W 327 2 *
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NP_777577.1| gi|28372537|ref|NP_777577.1| acyl-CoA synthetase family member 3 [Homo sapiens] 4 14 14.6 576 64131 8.1 HsSD-NE_NT_lymphocytes_Ti_110.016946.016946.3 3 5.9885 0.3575 3431.75 3429 2 27.419355 6 R.KLGVPLLPLTPAIYTGAVEEPAEVPVPEQGWR.N 162 2 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.017361.017361 3 3.3663 0.2599 2607.11 2607.1 1 31.818182 1 K.VSEPLLWELFLQAGPVVNTHMPK.D 24 2 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsSD-NE_PHA_lymphocytes_PK_115.013206.013206 2 3.1486 0.1669 3120.97 3120.5 2 29.310345 1 A.AQNPLSQADRPHQLFADAPPPPSAPNPVVS.S 197 0 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsSD-NE_PHA_lymphocytes_PK_115.013153.013153 2 2.8716 0.2428 3050.49 3049.4 1 30.357143 1 A.QNPLSQADRPHQLFADAPPPPSAPNPVVS.S 198 0 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsSD-NE_PHA_lymphocytes_PK_115.013192.013192 3 3.7603 0.3278 3120.92 3120.5 1 29.310345 2 A.AQNPLSQADRPHQLFADAPPPPSAPNPVVS.S 197 0 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.014790.0147 2 3.4409 0.2482 2190.07 2187.4 8 36.842106 2 K.NLDVGANIFIGNLDPEIDEK.L 95 2 *
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_005841.1| gi|5032069|ref|NP_005841.1| "splicing factor 3b, subunit 4 [Homo sapiens] " 5 9 17.2 424 44386 8.6 HsSD-NE_NT_lymphocytes_Ti_114.014890.014890.3 3 4.3201 0.4019 2606.87 2607.1 1 35.227272 2 K.VSEPLLWELFLQAGPVVNTHMPK.D 24 2 *
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_004951.1| gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in malignant liposarcoma) [Homo sapien 5 7 13.7 526 53426 9.4 HsSD-NE_PHA_lymphocytes_Ti_104.017283.017283 3 5.6606 0.3569 3589.46 3587.7 1 22.580645 2 R.HDSEQDNSDNNTIFVQGLGENVTIESVADYFK.Q 275 2 *
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_004951.1| gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in malignant liposarcoma) [Homo sapien 5 7 13.7 526 53426 9.4 HsSD-NE_PHA_lymphocytes_Ti_101.005373.005373 2 3.2871 0.238 1664.37 1662.8 1 70 1 K.LKGEATVSFDDPPSAK.A 333 2 *
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_004951.1| gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in malignant liposarcoma) [Homo sapien 5 7 13.7 526 53426 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009094.00909 3 3.4165 0.3235 2256.2 2254.4 1 38.04348 2 K.APKPDGPGGGPGGSHMGGNYGDDR.R 449 2 *
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_004951.1| gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in malignant liposarcoma) [Homo sapien 5 7 13.7 526 53426 9.4 HsNaOH-NE_NT_lymphocytes_PK_106.009329.0093 2 2.8178 0.162 1864.05 1863.8 1 53.333336 1 R.HDSEQDNSDNNTIFVQ.G 275 1 *
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_004951.1| gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in malignant liposarcoma) [Homo sapien 5 7 13.7 526 53426 9.4 HsSD-NE_NT_lymphocytes_Ti_102.008202.008202.2 2 3.5046 0.2805 1424.29 1421.5 1 80.769226 1 K.GEATVSFDDPPSAK.A 335 2
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsSD-NE_PHA_lymphocytes_PK_110.018522.018522 2 2.8137 0.256 1667.01 1666.9 1 66.66667 1 Q.TCFKYNFPLVTLY.A 169 0
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.015928.0159 2 2.512 0.0878 1601.75 1600.9 8 57.692307 1 K.YNFPLVTLYATLGK.E 173 2
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.007696.00769 2 3.7807 0.2904 2132.25 2132.3 1 58.823532 2 K.LKDWQEGGYTINDKPNPR.G 499 2
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012614.01261 2 4.1924 0.3983 1989.73 1989.2 1 61.764706 2 R.LSPEPWTPETGLVTDAFK.L 673 2
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsSD-NE_PHA_lymphocytes_PK_106.019090.019090 2 3.3362 0.3116 1475.71 1475.7 1 75 2 K.DTYIGYLPLAHVL.E 313 1
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NP_075266.1| gi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1| acyl-CoA synthetase long-chain family member 4 isoform 2 [Homo 5 9 9.4 711 79188 8.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3416.341 2 3.5292 0.389 1988.17 1989.2 1 52.941177 1 R.LSPEPWTPETGLVTDAFK.L 673 2
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsSD-NE_PHA_lymphocytes_PK_109.000399.000399 3 4.0558 0.2553 3178.67 3176.7 1 25 1 R.GAPIIPVAAKPGGPEAPETEAPQGIPELIELL.T 178 1 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011230.01123 2 4.8886 0.424 2234.11 2232.6 1 52.499996 2 R.GLVCAPESLHTVHAALISVEK.I 301 2 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010444.0104 2 4.392 0.4595 2231.49 2232.6 1 47.5 1 R.GLVCAPESLHTVHAALISVEK.I 301 2 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011721.01172 2 2.9991 0.3078 2017.95 2017.2 1 47.368423 1 K.VHLSTGELGIIDSAFGQSGK.F 508 2 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.017012.01701 2 2.8517 0.2751 1952.51 1951.2 4 44.11765 2 R.GITLDLGFSCFSVPLPAR.L 46 2 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011558.0115 3 4.3464 0.3905 1592 1591.9 1 48.076923 1 R.LAFHGILLHGLEDR.N 444 2 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsSD-NE_PHA_lymphocytes_PK_106.020720.020720 2 3.2641 0.2244 2529.07 2528.9 2 37.5 2 V.AAKPGGPEAPETEAPQGIPELIELL.T 185 0 *
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NP_068756.2| gi|54607086|ref|NP_068756.2| "eukaryotic elongation factor, selenocysteine-tRNA-specific [Homo 7 11 23.7 596 65305 8.4 HsSD-NE_NT_lymphocytes_Ti_106.013673.013673.3 3 3.3944 0.1492 3856.31 3857.3 1 18.571428 1 R.SSLPEFQAAPEAEPEPGEPLLQVTLVDCPGHASLIR.T 66 2 *
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsSD-NE_PHA_lymphocytes_Ti_109.016424.016424 3 3.0827 0.1263 2880.26 2881.3 1 26.041666 1 K.HGVQVWALGSDQLLQELRDPTLTFR.L 769 2
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsSD-NE_PHA_lymphocytes_PK_110.013837.013837 1 2.7299 0.3711 1561.86 1561.8 1 50 1 A.ELQPPLFDVHPLR.V 210 1
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsSD-NE_PHA_lymphocytes_PK_114.013861.01386 2 4.682 0.3866 2335.23 2334.7 1 58.69565 5 F.ALLTGPGSELPAVCIGVSPGRPGK.S 661 1
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsSD-NE_PHA_lymphocytes_PK_107.010781.01078 1 1.9734 0.1846 1237.95 1237.4 2 66.66667 1 S.YVCREVLQGL.A 116 0
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.009482.00948 2 3.4249 0.3875 1269.89 1270.4 1 72.72727 2 R.AGNPIAHISPHR.L 578 2
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011594.01159 2 3.1134 0.3803 1736.59 1737 3 53.571426 1 K.TPHLYSHSILGLLER.K 559 2
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsNaOH-NE_NT_lymphocytes_Ti_112.017547.01754 3 3.3311 0.2657 3741.17 3739.2 1 18.75 1 K.GGYNELCDIWSLGITAIELAELQPPLFDVHPLR.V 190 2
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|NP_001036065.1| gi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_00911 mitogen-activated protein kinase kinase kinase kinase 1 isoform 1 7 14 14.5 821 90425 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.009716.0097 2 3.1574 0.3166 1270.31 1270.4 1 72.72727 2 R.AGNPIAHISPHR.L 578 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_PHA_lymphocytes_PK_107.012624.012624 2 2.515 0.1671 1299.39 1297.5 1 70 1 L.DFLRGGDLFTR.L 142 1
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_PHA_lymphocytes_PK_107.012648.012648 1 2.2264 0.164 1297.64 1297.5 2 70 1 L.DFLRGGDLFTR.L 142 1
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_PHA_lymphocytes_PK_108.015972.015972 2 3.215 0.1953 1409.81 1410.6 7 72.72727 1 L.DFLRGGDLFTRL.S 142 0
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_PHA_lymphocytes_PK_109.011834.011834 2 3.2733 0.3291 2021.27 2020.3 2 56.25 1 Y.RDLKPENILLDEEGHIK.L 186 1
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.015353.0153 2 3.2719 0.1886 1794.93 1792.1 1 53.333336 1 K.LGMPQFLSTEAQSLLR.A 279 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008193.00819 2 3.718 0.2892 1734.77 1735 1 57.14286 1 K.LPQSQLSHQDLQLVK.G 681 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009048.00904 2 2.46 0.2471 1413.55 1410.6 5 60.000004 1 R.HVFYSTIDWNK.L 318 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_NT_lymphocytes_Ti_113.011100.01110 3 4.1838 0.3239 3131.63 3132.6 1 28.448275 2 K.GAMAATYSALNSSKPTPQLKPIESSILAQR.R 696 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_NT_lymphocytes_Ti_105.016613.016613.2 2 3.9716 0.2745 1793.75 1792.1 4 53.333336 1 K.LGMPQFLSTEAQSLLR.A 279 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010203.0102 3 4.4769 0.4196 1711.22 1711 1 48.333332 3 R.APQAPLHSVVQQLHGK.N 395 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010198.0101 2 3.8719 0.4324 1712.33 1711 1 66.66667 3 R.APQAPLHSVVQQLHGK.N 395 2
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NP_002944.2| gi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_00100666 "ribosomal protein S6 kinase, 90kDa, polypeptide 1 isoform a [Hom 11 17 17.7 735 82723 7.8 HsSD-NE_PHA_lymphocytes_PK_106.012447.012447 2 3.6961 0.3592 1468.17 1467.7 1 75 1 R.DILADVNHPFVVK.L 114 2
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsSD-NE_PHA_lymphocytes_Ti_107.019747.019747 2 3.5674 0.3143 2144.23 2143.4 6 38.88889 1 K.GELSGHFEDLLLAIVNCVR.N 230 2 *
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008630.0086 2 3.0728 0.27 1585.71 1586.6 1 75 1 K.SLGDDISSETSGDFR.K 139 2 *
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.020366.02036 2 3.6604 0.1793 2145.63 2143.4 1 58.333332 2 K.GELSGHFEDLLLAIVNCVR.N 230 2 *
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsSD-NE_NT_lymphocytes_Ti_102.010440.010440.2 2 3.1783 0.2721 1441.81 1442.6 3 75 1 K.SDTSGDYEITLLK.I 305 2 *
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsSD-NE_NT_lymphocytes_Ti_102.010545.010545.2 2 3.5527 0.2298 1784.37 1782.9 1 53.333336 2 R.DYPDFSPSVDAEAIQK.A 14 2 *
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_005130.1| gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 4 8 19.5 323 36375 5.9 HsSD-NE_NT_lymphocytes_Ti_115.015491.015491.2 2 4.2037 0.3758 2145.53 2143.4 1 52.77778 1 K.GELSGHFEDLLLAIVNCVR.N 230 2 *
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_055410.1| gi|7657033|ref|NP_055410.1| "5',3'-nucleotidase, cytosolic [Homo sapiens] " 3 5 24.9 201 23383 6.6 HsSD-NE_PHA_lymphocytes_Ti_107.020081.020081 2 2.9401 0.1457 1935.87 1934.3 3 41.17647 1 R.VLVDMDGVLADFEAGLLR.G 7 2 *
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_055410.1| gi|7657033|ref|NP_055410.1| "5',3'-nucleotidase, cytosolic [Homo sapiens] " 3 5 24.9 201 23383 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.008470.008470 2 2.7359 0.1386 1636.59 1634.8 2 62.5 1 R.RFPEEPHVPLEQR.R 29 2 *
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_055410.1| gi|7657033|ref|NP_055410.1| "5',3'-nucleotidase, cytosolic [Homo sapiens] " 3 5 24.9 201 23383 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010972.01097 2 3.0058 0.3138 2403.45 2402.5 1 44.444447 1 R.GQEETPSWEHILFTCCHNR.H 151 2 *
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_055410.1| gi|7657033|ref|NP_055410.1| "5',3'-nucleotidase, cytosolic [Homo sapiens] " 3 5 24.9 201 23383 6.6 HsSD-NE_NT_lymphocytes_Ti_107.020274.020274.2 2 2.9936 0.152 1933.87 1934.3 1 47.058823 1 R.VLVDMDGVLADFEAGLLR.G 7 2 *
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_055410.1| gi|7657033|ref|NP_055410.1| "5',3'-nucleotidase, cytosolic [Homo sapiens] " 3 5 24.9 201 23383 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008343.0083 2 2.8458 0.2368 1633.23 1634.8 1 66.66667 1 R.RFPEEPHVPLEQR.R 29 2 *
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NP_110424.1| gi|13540580|ref|NP_110424.1| "family with sequence similarity 49, member A [Homo sapiens] " 2 8 11.5 323 37313 6 HsSD-NE_PHA_lymphocytes_Ti_107.003099.003099 2 3.1012 0.3046 2736.23 2736.1 1 36.95652 1 R.EIWNQISAVLQDSESILADLQAYK.G 33 2 *
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NP_110424.1| gi|13540580|ref|NP_110424.1| "family with sequence similarity 49, member A [Homo sapiens] " 2 8 11.5 323 37313 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.002576.0025 2 4.3182 0.2827 2738.63 2736.1 1 36.95652 2 R.EIWNQISAVLQDSESILADLQAYK.G 33 2 *
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NP_110424.1| gi|13540580|ref|NP_110424.1| "family with sequence similarity 49, member A [Homo sapiens] " 2 8 11.5 323 37313 6 HsNaOH-NE_NT_lymphocytes_Ti_115.016469.01646 2 3.6532 0.3365 2736.95 2736.1 7 32.608696 1 R.EIWNQISAVLQDSESILADLQAYK.G 33 2 *
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NP_110424.1| gi|13540580|ref|NP_110424.1| "family with sequence similarity 49, member A [Homo sapiens] " 2 8 11.5 323 37313 6 HsSD-NE_NT_lymphocytes_Ti_104.012599.012599.2 2 3.1552 0.165 1502.19 1502.8 3 66.66667 1 R.MSLFYAEATPMLK.T 186 2
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NP_110424.1| gi|13540580|ref|NP_110424.1| "family with sequence similarity 49, member A [Homo sapiens] " 2 8 11.5 323 37313 6 HsSD-NE_NT_lymphocytes_Ti_108.003796.003796.2 2 3.9559 0.3625 2738.25 2736.1 1 41.304348 3 R.EIWNQISAVLQDSESILADLQAYK.G 33 2 *
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009746.0097 2 3.3403 0.2989 2081.33 2080.3 3 41.666664 1 R.HALDEVNLASCQLDPAGLR.T 725 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.008870.00887 2 3.1463 0.3563 1726.53 1726.9 2 61.538464 2 R.DLLLHDQCQITTLR.L 772 2
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1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.015570.01557 2 4.1002 0.4124 2686.89 2686.9 1 45.652176 1 R.EEDYYNDDVLDQMGASILGVEGPR.R 585 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.016251.01625 2 2.8189 0.1888 1142.35 1142.5 1 83.33333 2 R.ALPLLFNLIK.V 548 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.009059.0090 2 2.7396 0.2559 1727.75 1726.9 3 53.846157 1 R.DLLLHDQCQITTLR.L 772 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_Ti_111.014069.01406 3 3.42 0.2695 4448.51 4448 1 18.75 2 R.ESTPDELLRPPAELALEHQPPQAGLPPLALSQLFNPDACGR.R 117 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009524.00952 2 4.7605 0.5144 2080.75 2080.3 1 58.333332 2 R.HALDEVNLASCQLDPAGLR.T 725 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4454.445 2 2.5691 0.1581 2665.42 2665 9 29.166666 1 R.LAGTGLCSDPEEPQEPAAIIVNLLR.K 253 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsSD-NE_NT_lymphocytes_Ti_115.015430.015430.3 3 4.3614 0.2304 3271.31 3269.7 1 35.185184 2 R.RHPDEPPEDEVFELFPMFMGGLLSAHNR.A 609 2
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NP_078894.2| gi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 [Homo sapiens] 7 15 16.5 975 107616 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4358.435 2 2.7219 0.0805 1142.32 1142.5 1 83.33333 1 R.ALPLLFNLIK.V 548 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_PHA_lymphocytes_Ti_109.012906.012906 3 3.6119 0.1924 2946.71 2947.3 1 32.608696 1 K.RKQDEWIKFDDDKVSIVTPEDILR.L 442 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.013702.013702 2 5.1122 0.4218 2792.03 2791.1 1 47.727272 1 R.KQDEWIKFDDDKVSIVTPEDILR.L 443 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.004762.004762 2 3.0462 0.2574 2441.15 2439.5 1 36.95652 1 K.LEAIEDDSVKETDSSSASAATPSK.K 215 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007076.00707 2 3.6835 0.5623 2438.55 2439.5 1 50 1 K.LEAIEDDSVKETDSSSASAATPSK.K 215 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_PHA_lymphocytes_PK_105.013937.013937 2 4.0309 0.2392 1864.29 1863.1 1 53.333336 1 K.FDDDKVSIVTPEDILR.L 450 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_NT_lymphocytes_Ti_103.012276.012276.2 2 3.4848 0.1034 1851.07 1851 4 53.571426 1 K.ENQLQLSCFINQEVK.Y 270 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_NT_lymphocytes_Ti_104.012244.012244.2 2 2.7716 0.279 1862.73 1863.1 2 46.666668 1 K.FDDDKVSIVTPEDILR.L 450 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_PHA_lymphocytes_PK_105.011196.011196 2 3.6203 0.2631 2543.67 2543.7 1 42.5 1 Q.FAEKGEQGQYLQQDANECWIQ.M 186 0
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_NT_lymphocytes_Ti_102.012654.012654.2 2 3.4884 0.2916 1853.17 1853.1 1 56.666668 1 K.FEGVELNTDEPPMVFK.A 15 2
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_005142.1| gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411 ubiquitin specific protease 14 isoform a [Homo sapiens] 7 11 20.2 494 56069 5.3 HsSD-NE_NT_lymphocytes_Ti_103.008074.008074.2 2 5.0013 0.442 2438.59 2439.5 1 56.521736 2 K.LEAIEDDSVKETDSSSASAATPSK.K 215 2
1034 ENSG00000136051:ENSMUSG00000034560:ENSRNOG00000008331 KIAA1033 gi|40018629|ref|NP_056090.1| gi|40018629|ref|NP_056090.1| hypothetical protein LOC23325 [Homo sapiens] 2 6 2.6 1173 136403 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.011252.01125 2 3.2962 0.2083 1553.87 1551.7 1 72.72727 1 R.EFDSLHWFQSVR.E 1066 2 *
1034 ENSG00000136051:ENSMUSG00000034560:ENSRNOG00000008331 KIAA1033 gi|40018629|ref|NP_056090.1| gi|40018629|ref|NP_056090.1| hypothetical protein LOC23325 [Homo sapiens] 2 6 2.6 1173 136403 7.4 HsSD-NE_PHA_lymphocytes_PK_105.019197.019197 2 3.7421 0.338 2142.55 2142.4 1 52.77778 1 R.AVFPIYLDDVYENAVDAAR.L 611 2 *
1034 ENSG00000136051:ENSMUSG00000034560:ENSRNOG00000008331 KIAA1033 gi|40018629|ref|NP_056090.1| gi|40018629|ref|NP_056090.1| hypothetical protein LOC23325 [Homo sapiens] 2 6 2.6 1173 136403 7.4 HsSD-NE_NT_lymphocytes_Ti_104.016359.016359.2 2 5.7714 0.5315 2140.99 2142.4 1 75 3 R.AVFPIYLDDVYENAVDAAR.L 611 2 *
1034 ENSG00000136051:ENSMUSG00000034560:ENSRNOG00000008331 KIAA1033 gi|40018629|ref|NP_056090.1| gi|40018629|ref|NP_056090.1| hypothetical protein LOC23325 [Homo sapiens] 2 6 2.6 1173 136403 7.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3887.38 2 3.6049 0.3384 2143.37 2142.4 1 52.77778 1 R.AVFPIYLDDVYENAVDAAR.L 611 2 *
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NP_060124.2| gi|38201706|ref|NP_060124.2| sterile alpha motif domain containing 9 [Homo sapiens] 5 6 5 1589 184280 7.8 HsNaOH-NE_PHA_lymphocytes_PK_110.001148.001 3 3.6799 0.1617 2937.71 2938.3 9 24.074074 1 T.SKQKQKGKENPDMANPSAMSTTAKGSKS.L 110 0 *
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NP_060124.2| gi|38201706|ref|NP_060124.2| sterile alpha motif domain containing 9 [Homo sapiens] 5 6 5 1589 184280 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.013553.0135 3 4.9064 0.3576 2760.5 2760.1 1 40.217392 1 R.YKLDFSLQPETGPGNLIDPIHEFK.A 175 2 *
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NP_060124.2| gi|38201706|ref|NP_060124.2| sterile alpha motif domain containing 9 [Homo sapiens] 5 6 5 1589 184280 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.012401.01240 2 3.8306 0.2929 1522.59 1522.7 1 79.16667 1 R.FNPNAFICQALAR.H 1078 2 *
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NP_060124.2| gi|38201706|ref|NP_060124.2| sterile alpha motif domain containing 9 [Homo sapiens] 5 6 5 1589 184280 7.8 HsSD-NE_NT_lymphocytes_Ti_108.014216.014216.2 2 3.221 0.2797 2758.95 2760.1 3 32.608696 2 R.YKLDFSLQPETGPGNLIDPIHEFK.A 175 2 *
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NP_060124.2| gi|38201706|ref|NP_060124.2| sterile alpha motif domain containing 9 [Homo sapiens] 5 6 5 1589 184280 7.8 HsSD-NE_NT_lymphocytes_Ti_112.013412.013412.2 2 2.3314 0.1628 1508.61 1510.9 6 53.846157 1 K.RLLPSIGLSTVLLK.K 630 2 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsSD-NE_PHA_lymphocytes_PK_109.001562.001562 2 2.9912 0.2081 1827.75 1828.1 1 46.666668 2 F.KGWPWLLPDGSPVDIF.A 455 0 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsSD-NE_PHA_lymphocytes_PK_111.019197.019197 2 2.9906 0.152 2741.97 2742.2 2 36.95652 1 F.VQGPAWQFKGWPWLLPDGSPVDIF.A 447 0 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsNaOH-NE_NT_lymphocytes_Ti_110.012490.01249 2 3.709 0.4328 1575.63 1576.9 1 73.07692 1 R.VVAVFVQGPAWQFK.G 442 2 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsSD-NE_NT_lymphocytes_Ti_109.013617.013617.2 2 4.037 0.3778 1575.75 1576.9 1 76.92308 1 R.VVAVFVQGPAWQFK.G 442 2 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.012410.0124 2 3.3824 0.3324 1577.87 1576.9 1 73.07692 2 R.VVAVFVQGPAWQFK.G 442 2 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsSD-NE_NT_lymphocytes_Ti_108.013090.013090.1 1 2.5971 0.3939 1576.98 1576.9 1 57.692307 2 R.VVAVFVQGPAWQFK.G 442 2 *
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NP_078805.3| gi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 5 10 5.8 531 60577 9.6 HsSD-NE_NT_lymphocytes_Ti_104.018807.018807.2 2 2.5206 0.1854 1897.63 1899.2 2 50 1 K.GWPWLLPDGSPVDIFAK.I 456 2 *
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.016155.016155 2 3.1439 0.1538 2532.09 2531.9 1 44.736843 2 R.EKLTELMFEHYNIPAFFLCK.T 134 2
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.011903.011903 2 3.4773 0.3315 3093.39 3093.5 1 32.75862 3 R.STGLILDSGATHTTAIPVHDGYVLQQGIVK.S 165 2
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.010983.0109 3 4.6129 0.4709 3093.35 3093.5 1 33.62069 1 R.STGLILDSGATHTTAIPVHDGYVLQQGIVK.S 165 2
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.014009.01400 2 3.0072 0.1542 2275.09 2274.6 1 47.058823 1 K.LTELMFEHYNIPAFFLCK.T 136 2
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsSD-NE_NT_lymphocytes_Ti_107.011249.011249.3 3 6.5789 0.3931 3093.62 3093.5 1 39.655174 3 R.STGLILDSGATHTTAIPVHDGYVLQQGIVK.S 165 2
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_004292.1| gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sapiens] 5 11 14.7 429 47461 5.6 HsSD-NE_NT_lymphocytes_Ti_103.013201.013201.2 2 3.194 0.1126 1435.87 1434.7 1 79.16667 1 K.VDFPTAIGMVVER.D 35 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.008716.008716 3 3.5053 0.1835 1835.33 1833.1 2 44.642857 1 K.LRHEVQEHFPEALAR.L 534 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsSD-NE_PHA_lymphocytes_PK_108.011706.011706 2 2.8514 0.1721 1152.39 1152.3 2 83.33333 2 T.GVYLNFPVSR.N 29 1 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007794.0077 2 2.4676 0.1071 1563.73 1563.7 1 62.5 1 R.HEVQEHFPEALAR.L 536 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011812.01181 2 3.5795 0.174 1460.61 1457.7 1 81.818184 1 R.LCDVQPFLPVLR.L 89 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.013802.01380 2 2.3144 0.1814 2094.37 2094.3 2 50 1 R.ESGQLFHIDFGHFLGNFK.T 903 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_NT_lymphocytes_Ti_113.013346.01334 2 4.5228 0.3049 2008.29 2005.4 1 62.5 1 R.VPFILTYDFVHVIQQGK.T 930 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_NT_lymphocytes_Ti_113.016536.01653 2 4.3756 0.3199 2308.79 2307.7 1 47.22222 2 R.KLTDDELFQYLLQLVQVLK.Y 602 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.018534.0185 2 3.1936 0.3565 2726.31 2724.1 1 34.782608 1 K.EENQSVVVDFLLPTGVYLNFPVSR.N 15 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007754.00775 2 3.5762 0.2948 1566.63 1563.7 1 70.83333 2 R.HEVQEHFPEALAR.L 536 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.015340.0153 2 2.484 0.1548 2094.79 2094.3 1 44.11765 1 R.ESGQLFHIDFGHFLGNFK.T 903 2 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsSD-NE_PHA_lymphocytes_PK_105.016402.016402 1 2.8822 0.1831 1386.11 1385.6 2 60.000004 1 R.KLTDDELFQYL.L 602 1 *
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|NP_005017.3| gi|156564405|ref|NP_005017.3| "phosphoinositide-3-kinase, catalytic, delta polypeptide [Homo sap 10 15 10.1 1044 119479 7.2 HsSD-NE_PHA_lymphocytes_PK_105.016460.016460 2 2.8128 0.2294 1383.85 1385.6 2 75 1 R.KLTDDELFQYL.L 602 1 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsSD-NE_PHA_lymphocytes_Ti_101.009107.009107 2 3.8962 0.2749 2045.79 2043.3 1 64.70589 1 K.MILIQDGSQNTNVDKPLR.I 267 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007403.0074 2 2.274 0.0873 1108.29 1107.3 4 66.66667 2 K.IAHIMGPPDR.C 369 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010204.0102 3 4.6437 0.3789 2187.38 2186.5 1 40 1 K.KLASQGDSISSQLGPIHPPPR.T 122 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsSD-NE_PHA_lymphocytes_PK_106.009867.009867 2 3.935 0.2188 1080.49 1080.3 1 90 1 R.IGGGIDVPVPR.H 321 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsSD-NE_NT_lymphocytes_Ti_104.009467.009467.2 2 4.0364 0.2387 1079.95 1080.3 2 85 2 R.IGGGIDVPVPR.H 321 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsSD-NE_NT_lymphocytes_Ti_104.007727.007727.2 2 3.993 0.3055 1981.35 1982.2 1 58.823532 2 K.IGQQPQQPGAPPQQDYTK.A 629 2 *
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|NP_003676.2| gi|154355000|ref|NP_003676.2| KH-type splicing regulatory protein (FUSE binding protein 2) [Homo 6 12 11 711 73115 7.3 HsSD-NE_NT_lymphocytes_Ti_114.010375.010375.2 2 5.1153 0.3679 2186.31 2186.5 1 62.5 3 K.KLASQGDSISSQLGPIHPPPR.T 122 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.010238.010238 2 4.5033 0.286 1766.35 1769 1 71.42857 3 K.TQAIVCQQLDLTHLK.E 196 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.019770.0197 3 4.6423 0.2631 4116.02 4115.6 1 21.428572 1 R.DAYTHPQFVTDVMKPLQIENIIDQEVQTLSGGELQR.V 434 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.017406.01740 2 2.6845 0.125 1961.99 1959.1 2 53.571426 1 K.YDDPPDWQEILTYFR.G 134 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.014146.01414 3 4.8752 0.2641 3111.38 3108.5 1 37.037037 1 R.VALALCLGKPADVYLIDEPSAYLDSEQR.L 470 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013186.01318 2 2.498 0.084 1953.53 1951.2 2 46.875 1 R.EGINIFLDGYVPTENLR.F 307 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013976.01397 2 3.1727 0.2413 1878.89 1878.1 1 60.000004 1 K.ADIFMFDEPSSYLDVK.Q 235 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.017190.0171 2 4.5389 0.4124 1961.97 1959.1 1 82.14286 1 K.YDDPPDWQEILTYFR.G 134 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsSD-NE_NT_lymphocytes_Ti_107.020244.020244.3 3 4.1064 0.1754 4114.64 4115.6 1 20.714287 1 R.DAYTHPQFVTDVMKPLQIENIIDQEVQTLSGGELQR.V 434 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsSD-NE_NT_lymphocytes_Ti_103.018419.018419.2 2 3.4958 0.2312 1958.57 1959.1 1 64.28571 3 K.YDDPPDWQEILTYFR.G 134 2 *
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|NP_001035809.1| gi|108773784|ref|NP_001035809.1| "ATP-binding cassette, sub-family E, member 1 [Homo sapiens] " 6 14 21.2 599 67314 8.3 HsSD-NE_NT_lymphocytes_Ti_104.015383.015383.2 2 3.0818 0.2191 1952.83 1951.2 2 43.75 1 R.EGINIFLDGYVPTENLR.F 307 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.020052.020052 2 2.4967 0.1019 2082.21 2079.4 6 36.11111 1 K.GAGGEDLIMLDIYAIEELR.A 456 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008043.0080 2 3.1911 0.1387 1486.13 1483.6 3 69.230774 1 K.VGAEDADGIDMAYR.V 283 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010264.0102 2 3.8887 0.4392 2245.15 2242.4 1 50 1 K.TCFYAEQGGQIYDEGYLVK.V 532 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.019656.01965 2 3.6665 0.3664 3102.51 3100.5 1 31.48148 2 K.TIPGDTAWLLYDTYGFPVDLTGLIAEEK.G 405 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011214.01121 2 3.8595 0.3272 1609.33 1606.9 2 71.42857 1 R.GGYVLHIGTIYGDLK.V 570 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.018621.0186 2 4.3324 0.207 2122.39 2120.4 1 55.555557 1 K.NVGCLQEALQLATSFAQLR.L 944 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016167.01616 2 3.1272 0.1485 2056.33 2054.4 2 50 1 R.EIADLGEALATAVIPQWQK.D 794 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_107.013831.013831.2 2 3.1576 0.2095 1574.15 1574.8 1 75 4 K.VGDQVWLFIDEPR.R 585 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_106.000148.000148.2 2 4.0943 0.354 3100.59 3100.5 1 31.48148 1 K.TIPGDTAWLLYDTYGFPVDLTGLIAEEK.G 405 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_103.011483.011483.2 2 3.4453 0.3255 2244.73 2242.4 1 50 2 K.TCFYAEQGGQIYDEGYLVK.V 532 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_106.016375.016375.2 2 2.6096 0.1239 1862.67 1861.2 6 53.333336 1 K.MALELLTQEFGIPIER.L 117 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_103.008212.008212.2 2 2.8576 0.1328 1648.49 1645.8 3 53.846157 1 K.ITCLCQVPQNAANR.G 899 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_103.017188.017188.3 3 4.4579 0.2619 2054.39 2054.4 1 44.444447 1 R.EIADLGEALATAVIPQWQK.D 794 2 *
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|NP_001596.2| gi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sapiens] 11 23 18.2 968 106810 5.5 HsSD-NE_NT_lymphocytes_Ti_106.018408.018408.2 2 4.8741 0.3541 2120.03 2120.4 1 63.88889 5 K.NVGCLQEALQLATSFAQLR.L 944 2 *
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|NP_001758.2| gi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 3 8 9.4 351 39448 9.6 HsSD-NE_PHA_lymphocytes_Ti_108.006756.006756 2 3.0536 0.296 1530.97 1531.7 1 61.538464 1 K.RPPAPSGTQVHQQK.G 311 2 *
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|NP_001758.2| gi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 3 8 9.4 351 39448 9.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008540.00854 3 3.9428 0.1701 1532.75 1531.7 1 55.76923 1 K.RPPAPSGTQVHQQK.G 311 2 *
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|NP_001758.2| gi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 3 8 9.4 351 39448 9.6 HsSD-NE_NT_lymphocytes_Ti_112.009826.009826.3 3 4.7815 0.3302 1531.61 1531.7 1 61.538464 2 K.RPPAPSGTQVHQQK.G 311 2 *
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|NP_001758.2| gi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 3 8 9.4 351 39448 9.6 HsSD-NE_NT_lymphocytes_Ti_115.008849.008849.2 2 3.0941 0.1 1531.19 1531.7 1 61.538464 1 K.RPPAPSGTQVHQQK.G 311 2 *
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|NP_001758.2| gi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 3 8 9.4 351 39448 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006902.0069 2 3.6504 0.3759 1916.71 1918.1 5 47.22222 3 R.VQPKPPHGAAENSLSPSSN.- 333 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsSD-NE_PHA_lymphocytes_PK_115.012792.012792 3 3.7003 0.3174 2761.64 2759 1 33.333336 1 R.KLGPGRPLPTFPTSECTSDVEPDTR.E 58 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_PHA_lymphocytes_Ti_102.002129.0021 1 1.9405 0.1041 1384.26 1383.6 5 54.545456 1 K.RQRSGPNRGAKR.R 657 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_NT_lymphocytes_Ti_104.014484.01448 2 2.8208 0.1255 2605.17 2602.8 2 36.95652 1 R.VPQSVVDEEDSGLQSTLEASLELR.G 483 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_NT_lymphocytes_Ti_106.006813.00681 2 3.303 0.308 2146.31 2147.4 1 42.105263 2 R.QEQQEGPVGPAPSRPALQEK.Q 612 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_NT_lymphocytes_Ti_109.020264.02026 2 3.5774 0.3822 2764.75 2762.2 1 37.5 3 R.SGTAYSLVAPDEIPYLLDLHLFLGR.S 435 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_PHA_lymphocytes_Ti_114.010452.0104 2 3.9685 0.3783 2759.95 2759 1 39.583336 2 R.KLGPGRPLPTFPTSECTSDVEPDTR.E 58 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_PHA_lymphocytes_Ti_114.008913.0089 2 3.3432 0.1413 1519.39 1517.6 1 63.333332 2 R.GQGASRPHAPGTPAGR.V 803 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.015417.0154 2 3.7871 0.5009 2761.31 2762.2 1 39.583336 2 R.SGTAYSLVAPDEIPYLLDLHLFLGR.S 435 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsSD-NE_NT_lymphocytes_Ti_112.015955.015955.2 2 3.3516 0.2985 2761.43 2762.2 1 31.25 1 R.SGTAYSLVAPDEIPYLLDLHLFLGR.S 435 2 *
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NP_076977.3| gi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 isoform 2 [Homo sapi 8 17 15.2 881 98595 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.009273.0092 2 2.6897 0.2496 1324.89 1325.5 2 68.181816 2 R.SRPAPSPESIKR.A 522 2 *
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_PHA_lymphocytes_PK_108.000050.000050 2 3.2556 0.2394 1831.81 1832.1 1 64.28571 2 K.TDVLILPEEVEWIKF.N 586 1
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_PHA_lymphocytes_PK_112.019984.019984 2 3.2328 0.224 2063.11 2061.4 1 56.25 1 K.TKTDVLILPEEVEWIKF.N 584 1
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_PHA_lymphocytes_PK_111.000178.000178 2 2.9758 0.3199 2015.55 2016.5 1 52.77778 1 I.ALLAPEPLLVGLPYTVVIH.Y 132 0
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.016288.01628 2 3.4197 0.3207 2197.85 2195.4 6 41.17647 1 R.CVQQTIETIEENIGWMDK.N 907 2
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.006796.0067 2 4.9237 0.4609 2022.83 2023.1 1 55.88235 4 R.SQHSSSSSHWHQEGVDVK.T 501 2
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014231.01423 2 2.7512 0.1886 1517.83 1516.8 1 62.5 1 K.TQEFPQILTLIGR.N 829 2
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_NT_lymphocytes_Ti_103.012214.012214.2 2 2.5827 0.1386 1036.85 1036.3 1 87.5 1 K.ALDLSLYLK.H 657 2
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_PHA_lymphocytes_PK_106.017169.017169 2 3.3688 0.1743 1571.79 1571.9 1 75 2 R.LPEYVIPVHYDLL.I 54 1
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NP_001035548.1| gi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_05752 type 1 tumor necrosis factor receptor shedding aminopeptidase reg 9 14 13.3 941 107235 6.5 HsSD-NE_PHA_lymphocytes_PK_106.017196.017196 2 3.1362 0.1613 2127.61 2125.3 1 50 1 Y.YIVHYEDDGWDSLTGLLK.G 608 1
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|NP_001103361.1| gi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_0027 mitogen-activated protein kinase 3 isoform 3 [Homo sapiens] 5 8 26.9 335 38275 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.019407.019407 3 5.3505 0.4953 4684.61 4685.2 1 23.717949 2 K.RITVEEALAHPYLEQYYDPTDEPVAEEPFTFAMELDDLPK.E 274 2
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|NP_001103361.1| gi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_0027 mitogen-activated protein kinase 3 isoform 3 [Homo sapiens] 5 8 26.9 335 38275 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007779.00777 2 3.6082 0.2893 1743.25 1742 1 62.5 3 R.RTEGVGPGVPGEVEMVK.G 16 2
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|NP_001103361.1| gi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_0027 mitogen-activated protein kinase 3 isoform 3 [Homo sapiens] 5 8 26.9 335 38275 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.019100.0191 3 4.1908 0.1936 4529.6 4529 1 21.052631 1 R.ITVEEALAHPYLEQYYDPTDEPVAEEPFTFAMELDDLPK.E 275 2
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|NP_001103361.1| gi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_0027 mitogen-activated protein kinase 3 isoform 3 [Homo sapiens] 5 8 26.9 335 38275 6.2 HsSD-NE_NT_lymphocytes_Ti_109.015129.015129.2 2 2.6632 0.2611 2610.11 2609.9 1 34.090908 1 R.YTQLQYIGEGAYGMVSSAYDHVR.K 42 2
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|NP_001103361.1| gi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_0027 mitogen-activated protein kinase 3 isoform 3 [Homo sapiens] 5 8 26.9 335 38275 6.2 HsSD-NE_NT_lymphocytes_Ti_111.010973.010973.2 2 2.7215 0.2036 1211.75 1210.4 2 83.33333 1 K.YIHSANVLHR.D 156 2
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_PHA_lymphocytes_Ti_111.011597.011597 2 3.1544 0.2743 2036.73 2034.3 1 53.125 1 R.VQSHILHLEHDLVHVTR.K 567 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_PHA_lymphocytes_Ti_111.011577.011577 3 5.574 0.4025 2035.64 2034.3 1 56.25 2 R.VQSHILHLEHDLVHVTR.K 567 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsNaOH-NE_NT_lymphocytes_Ti_112.011471.01147 2 2.7121 0.1219 1586.85 1587.9 6 53.846157 1 R.RFNIPPSTLSTILK.N 34 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_NT_lymphocytes_Ti_114.011659.011659.2 2 3.7861 0.4711 1946.85 1946.3 1 53.125 1 R.HVQLAFFPPGTVHPLER.G 311 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_NT_lymphocytes_Ti_114.010697.010697.3 3 5.1856 0.4416 2033.87 2034.3 1 50 2 R.VQSHILHLEHDLVHVTR.K 567 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_NT_lymphocytes_Ti_115.010902.010902.2 2 4.0687 0.4596 2035.07 2034.3 1 56.25 4 R.VQSHILHLEHDLVHVTR.K 567 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsSD-NE_NT_lymphocytes_Ti_107.011717.011717.3 3 3.1942 0.0846 2761.43 2763.3 2 27.272728 1 R.KTNKLSPYDKLEGLLIAWFQQIR.A 67 2 *
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NP_001801.1| gi|21735415|ref|NP_001801.1| centromere protein B [Homo sapiens] 5 14 11.9 599 65171 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.010608.0106 2 3.7515 0.3623 2034.97 2034.3 1 65.625 2 R.VQSHILHLEHDLVHVTR.K 567 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsSD-NE_PHA_lymphocytes_Ti_109.010016.010016 3 4.0162 0.3669 2681.48 2683 1 31.25 2 R.KKGTVVYGEPITASLGTDGSHYWSK.N 269 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.008307.008307 2 3.539 0.3808 1682.19 1683.9 1 56.666668 3 K.IVLEDGTLHVTEGSGR.Y 452 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.018370.018370 2 4.0615 0.3026 1986.87 1985.3 1 63.333332 5 R.FQLTDCQIYEVLSVIR.D 174 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.017648.01764 2 3.9576 0.2642 1987.61 1985.3 1 50 1 R.FQLTDCQIYEVLSVIR.D 174 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsSD-NE_NT_lymphocytes_Ti_102.014007.014007.2 2 2.9 0.1865 1903.03 1901.1 1 47.058823 1 R.IAVGSDADLVIWDPDSVK.T 401 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.013865.0138 2 3.2125 0.2009 1988.25 1985.3 1 56.666668 1 R.FQLTDCQIYEVLSVIR.D 174 2 *
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_001377.1| gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo sapiens] 5 14 18.4 572 62294 6.4 HsSD-NE_NT_lymphocytes_Ti_109.019235.019235.2 2 4.1479 0.3974 3141.57 3139.6 2 29.310345 1 K.AALAGGTTMIIDHVVPEPGTSLLAAFDQWR.E 95 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.007142.007142 3 6.298 0.4303 2845.91 2846 1 35.576923 2 K.KKEGVILTNESAASTGQPDNDVTEGQR.A 711 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.008249.008249 2 4.6666 0.3967 1851.81 1852 1 70 2 K.FHQFLVSETESGNISR.Q 145 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.010727.010727 3 3.6609 0.2022 2899.79 2902.4 9 28.260868 1 R.HTQIRPTMFPPKDPEKLQAMHLER.C 385 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.011162.011162 2 2.2394 0.1396 1910.01 1909.2 1 56.666668 1 K.KWTTLNSLQLHGLQLR.I 286 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.011784.01178 2 3.1328 0.2353 1780.55 1781.1 1 50 1 K.WTTLNSLQLHGLQLR.I 287 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012716.01271 2 3.0514 0.2769 1888.37 1886.2 1 53.333336 1 R.LAQEGIYTLYPFINSR.I 603 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011909.01190 2 4.3965 0.3938 2462.87 2462.7 1 50 2 K.YEPDSANPDALQCPIVLCGWR.G 661 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011981.01198 2 5.4493 0.3455 1845.55 1843 1 70.588234 2 K.SEGALELADVSNELPGLK.W 339 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_NT_lymphocytes_Ti_105.016321.016321.2 2 3.647 0.3402 1885.65 1886.2 1 60.000004 1 R.LAQEGIYTLYPFINSR.I 603 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_NT_lymphocytes_Ti_102.018255.018255.2 2 2.7657 0.1376 2246.09 2245.5 2 41.666664 1 K.EDPFVFIPEDDPLFPPIEK.F 517 2 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_PHA_lymphocytes_PK_106.018543.018543 2 3.5483 0.2737 2375.55 2373.7 1 44.736843 1 F.KEDPFVFIPEDDPLFPPIEK.F 516 1 *
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NP_060225.4| gi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 protein [Homo sapiens] 11 16 21.1 767 86471 6.8 HsSD-NE_NT_lymphocytes_Ti_106.018264.018264.2 2 2.9355 0.2483 2839.35 2838.3 1 39.130436 1 K.LFGFKEDPFVFIPEDDPLFPPIEK.F 512 2 *
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsSD-NE_PHA_lymphocytes_PK_111.013808.013808 3 4.5889 0.3094 3350.96 3348.7 1 28.225807 3 L.LDSDGEFLPVRDFVAPHLAQPTGSQSPPPGSK.R 528 1
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1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.006988.00698 2 3.3725 0.2445 1396.33 1396.6 5 63.636364 2 R.LSHLLSEKPEDK.G 107 2
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008524.00852 2 3.1406 0.1912 1089.95 1088.4 1 83.33333 2 K.VLVMLAAQSR.R 261 2 *
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011247.01124 2 3.0316 0.3017 2231.25 2231.4 1 50 1 R.LNFHPDQEDQFFSLVHEK.L 379 2
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.011114.0111 2 2.6141 0.0989 2231.85 2231.4 1 41.17647 1 R.LNFHPDQEDQFFSLVHEK.L 379 2
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NP_004740.2| gi|40217812|ref|NP_004740.2| cell cycle progression 2 protein isoform 1 [Homo sapiens] 5 10 14.3 631 70738 7.4 HsSD-NE_NT_lymphocytes_Ti_112.014766.014766.2 2 2.4536 0.1989 2028.51 2026.4 3 38.235294 1 R.AQDITLPHLCSVLLAFAR.L 361 2
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsSD-NE_PHA_lymphocytes_PK_109.019536.019536 2 2.7618 0.1533 1404.67 1405.7 8 72.72727 1 S.LFPLLPQDVHLL.N 176 0 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsSD-NE_PHA_lymphocytes_PK_110.001028.001028 2 3.3706 0.3251 1711.45 1711.1 1 64.28571 4 A.FASLFPLLPQDVHLL.N 173 0 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017278.0172 2 2.6812 0.2303 2528.71 2525.8 9 32.608696 1 R.EECFAVGSLSQVIAADLANYAPAK.N 234 2 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017316.01731 2 2.5878 0.1169 1628.37 1626 2 57.692307 1 R.VTPGQLMSYIQLFK.N 381 2 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.015348.01534 2 4.221 0.2808 2245.37 2242.6 1 47.5 1 K.LGSLGDVDSTTLTPELLLQIR.C 197 2 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsSD-NE_NT_lymphocytes_Ti_111.011519.011519.2 2 2.3704 0.1314 2140.87 2140.4 6 41.666664 1 K.SVYVPGNHTHQASYKPLLK.Q 559 2 *
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NP_689753.2| gi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [Homo sapiens] 7 10 15.9 684 75127 6.7 HsSD-NE_NT_lymphocytes_Ti_111.015137.015137.2 2 3.2336 0.3092 1853.75 1854.2 1 56.666668 1 R.LLKPLNIPELLFATDR.L 662 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_PHA_lymphocytes_Ti_109.013138.013138 2 2.4281 0.0962 2065.83 2064.2 1 44.11765 1 K.NFLYDIAGCSGTFTVQNR.E 205 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.007167.007167 2 2.395 0.3269 1238.73 1236.3 2 61.11111 2 K.THHNDTELIR.K 390 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.016265.016265 3 4.5439 0.2427 4040.75 4041.6 1 20.945946 1 K.IANEVIGEMNLKPEEVFLAQGTLRPDLIESASLVASGK.A 347 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.008732.008732 3 3.4864 0.3085 1724.96 1726 1 51.923077 1 K.VIEPLKDFHKDEVR.I 407 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.008020.00802 2 2.8538 0.1977 1727.73 1726 6 61.538464 1 K.VIEPLKDFHKDEVR.I 407 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.013841.01384 3 4.5493 0.2984 3247.82 3246.8 1 30.172413 1 R.VVYIFGPPVKEPPTDVTPTFLTTGVLSTLR.Q 560 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_NT_lymphocytes_Ti_110.017182.017182.2 2 3.4023 0.4002 2822.81 2824.1 4 30.434782 3 R.SYSYVCGISSKDEPDWESLIFLAR.L 525 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_NT_lymphocytes_Ti_104.017625.017625.2 2 3.5298 0.3423 1591.63 1591.8 2 70.83333 1 K.DEPDWESLIFLAR.L 536 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016988.0169 3 5.5886 0.3404 3248.78 3246.8 1 33.62069 2 R.VVYIFGPPVKEPPTDVTPTFLTTGVLSTLR.Q 560 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_NT_lymphocytes_Ti_110.017230.017230.3 3 3.4437 0.2322 2825.45 2824.1 1 32.608696 1 R.SYSYVCGISSKDEPDWESLIFLAR.L 525 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_NT_lymphocytes_Ti_103.017298.017298.2 2 3.3943 0.2511 2180.87 2180.5 9 44.444447 1 R.ELFVQSEIFPLETPAFAIK.E 47 2 *
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_003866.1| gi|4504035|ref|NP_003866.1| guanine monophosphate synthetase [Homo sapiens] 10 16 22.1 693 76715 6.9 HsSD-NE_NT_lymphocytes_Ti_110.018317.018317.3 3 3.408 0.1256 3247.01 3246.8 2 25.862068 1 R.VVYIFGPPVKEPPTDVTPTFLTTGVLSTLR.Q 560 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.011114.011114 2 2.776 0.134 1415.95 1415.7 2 66.66667 2 K.VVVVQAISALCQK.Y 377 2
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_PHA_lymphocytes_PK_111.000063.000063 2 4.0527 0.3208 1644.69 1644 1 71.42857 2 Q.LAAIPEFLNIGPLFK.S 615 1 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.015302.01530 2 3.6637 0.2685 1245.51 1245.5 1 86.36364 4 R.SIATLAITTLLK.T 339 2
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.019090.01909 2 4.3051 0.3047 2001.35 1999.4 1 52.941177 3 K.FGAQNESLLPSILVLLQR.C 498 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.014564.0145 2 3.809 0.257 1245.43 1245.5 1 86.36364 5 R.SIATLAITTLLK.T 339 2
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.018663.0186 2 4.3216 0.3125 2000.57 1999.4 1 55.88235 1 K.FGAQNESLLPSILVLLQR.C 498 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.020837.0208 2 2.8668 0.2363 2338.15 2336.6 2 39.473686 1 K.TLEEAVNNIITFLGMQPCER.S 793 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_NT_lymphocytes_Ti_107.016545.016545.2 2 2.847 0.1469 1916.53 1917.1 7 43.75 1 R.AIVDCIISIVEENPESK.E 416 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_NT_lymphocytes_Ti_105.000701.000701.2 2 3.6119 0.185 2535.27 2532.9 1 47.61905 1 R.QDIFQEQLAAIPEFLNIGPLFK.S 608 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_NT_lymphocytes_Ti_106.000246.000246.2 2 2.5922 0.1227 2337.61 2336.6 7 34.210526 1 K.TLEEAVNNIITFLGMQPCER.S 793 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_NT_lymphocytes_Ti_108.019343.019343.2 2 5.1387 0.2815 2001.63 1999.4 1 61.764706 3 K.FGAQNESLLPSILVLLQR.C 498 2 *
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|NP_036265.3| gi|109134349|ref|NP_036265.3| "coatomer protein complex, subunit gamma 2 [Homo sapiens] " 7 28 11.7 871 97622 5.8 HsSD-NE_NT_lymphocytes_Ti_108.015298.015298.2 2 3.6766 0.2295 1245.01 1245.5 1 81.818184 4 R.SIATLAITTLLK.T 339 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsSD-NE_PHA_lymphocytes_Ti_109.016506.016506 3 3.853 0.1607 2876.06 2874.2 1 29 1 K.SISHYHETLGEALQGVELEFSGLDIK.F 72 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsSD-NE_PHA_lymphocytes_Ti_108.016282.016282 2 4.3238 0.4329 2874.69 2874.2 1 44 3 K.SISHYHETLGEALQGVELEFSGLDIK.F 72 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.017086.01708 2 3.3052 0.4725 2873.23 2874.2 2 32 4 K.SISHYHETLGEALQGVELEFSGLDIK.F 72 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.015963.0159 2 5.1439 0.4508 2875.19 2874.2 1 46 4 K.SISHYHETLGEALQGVELEFSGLDIK.F 72 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009617.0096 2 2.568 0.2999 1346.35 1348.6 7 63.636364 1 R.VNAVPRPIPEKK.W 430 2
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NP_064508.2| gi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2transmembrane 9 superfamily member 3 precursor [Homo sapiens] 3 15 6.5 589 67870 7.2 HsSD-NE_NT_lymphocytes_Ti_109.016997.016997.2 2 3.9021 0.358 2875.37 2874.2 1 40 2 K.SISHYHETLGEALQGVELEFSGLDIK.F 72 2
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_000104.1| gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 5 6 26.2 332 37809 7 HsNaOH-NE_NT_lymphocytes_Ti_115.010480.01048 2 3.2411 0.3383 1596.39 1596.9 5 53.571426 1 K.KPLTLSLHGWTGTGK.N 94 2 *
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_000104.1| gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 5 6 26.2 332 37809 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.014799.0147 3 3.4885 0.1127 2976.02 2973.4 1 33 1 K.MHAGLIDAIKPFLDYYDLVDGVSYQK.A 175 2 *
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_000104.1| gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 5 6 26.2 332 37809 7 HsSD-NE_PHA_lymphocytes_PK_105.015900.015900 2 4.1931 0.361 1741.59 1741.9 1 75 1 E.NIYEGGLNSDYVHLF.V 118 0 *
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_000104.1| gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 5 6 26.2 332 37809 7 HsNaOH-NE_PHA_lymphocytes_Ti_114.012665.0126 2 2.8824 0.1765 1788.05 1786.2 1 50 1 K.IILNAVFGFINNPKPK.K 78 2 *
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_000104.1| gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 5 6 26.2 332 37809 7 HsSD-NE_NT_lymphocytes_Ti_104.021119.021119.2 2 4.0103 0.3732 1870.81 1872.2 1 67.85714 2 R.NLIDYFVPFLPLEYK.H 261 2 *
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NP_055535.2| gi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo sapiens] 3 17 3.6 1235 142695 5.1 HsSD-NE_PHA_lymphocytes_PK_108.002744.002744 2 5.1684 0.4297 2326.31 2323.5 1 62.5 10 R.DLNPEDFWEIIGELGDGAFGK.V 27 2 *
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NP_055535.2| gi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo sapiens] 3 17 3.6 1235 142695 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.006596.00659 2 3.1028 0.123 1393.75 1394.5 2 75 1 K.CHLLVEHETQK.L 1153 2
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NP_055535.2| gi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo sapiens] 3 17 3.6 1235 142695 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.000483.0004 2 3.7482 0.3924 2323.05 2323.5 1 52.499996 3 R.DLNPEDFWEIIGELGDGAFGK.V 27 2 *
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NP_055535.2| gi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo sapiens] 3 17 3.6 1235 142695 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.000146.00014 2 5.9751 0.5094 2322.49 2323.5 1 65 2 R.DLNPEDFWEIIGELGDGAFGK.V 27 2 *
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NP_055535.2| gi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo sapiens] 3 17 3.6 1235 142695 5.1 HsSD-NE_NT_lymphocytes_Ti_103.013027.013027.1 1 2.6049 0.1593 1378.15 1377.6 2 58.333332 1 K.AGNILFTLDGDIK.L 158 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsSD-NE_PHA_lymphocytes_Ti_105.020016.020016 3 4.2499 0.2353 3576.98 3574.1 3 23.387096 1 K.IQVLTDKIDVLLQQIEELGSEGKVEEAQGMMK.L 129 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010410.01041 2 2.838 0.1343 1321.63 1321.5 1 75 1 R.YLQSLLAEVER.R 88 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014363.01436 2 4.2982 0.3985 2013.71 2013.2 1 63.333332 2 K.YYLCGFCPAELFTNTR.S 37 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.018995.0189 3 3.4292 0.2576 2571.02 2570 1 32.954548 1 K.IQVLTDKIDVLLQQIEELGSEGK.V 129 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsSD-NE_NT_lymphocytes_Ti_107.018803.018803.3 3 4.5282 0.3304 3572.96 3574.1 1 25.80645 2 K.IQVLTDKIDVLLQQIEELGSEGKVEEAQGMMK.L 129 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsSD-NE_NT_lymphocytes_Ti_102.007281.007281.2 2 5.2 0.5087 1714.53 1715.9 1 67.64706 1 R.LALSQNQQSSGAAGPTGK.N 107 2 *
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NP_006098.2| gi|52426743|ref|NP_006098.2| cisplatin resistance-associated overexpressed protein [Homo sapie 6 9 21.1 432 51466 9.8 HsSD-NE_NT_lymphocytes_Ti_102.009270.009270.2 2 2.7434 0.1213 1501.97 1500.6 1 61.538464 1 R.STTSTIESFAAQEK.Q 174 2 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsSD-NE_PHA_lymphocytes_PK_111.017316.017316 2 3.0877 0.2429 2123.77 2124.4 1 44.736843 1 R.GRDWGLLPLLQPSSPSSLLS.A 586 1 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsSD-NE_PHA_lymphocytes_PK_107.020101.02010 2 4.4293 0.3808 2073.63 2072.4 1 59.375 3 L.MQEVFTEFFPGCVVHPF.G 187 0 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.006538.0065 2 3.6966 0.4964 1816.81 1814.9 1 64.70589 2 K.HGAPGEEGQPSHAALAER.G 721 2 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.006185.00618 2 3.6046 0.4084 1814.25 1814.9 2 52.941177 3 K.HGAPGEEGQPSHAALAER.G 721 2 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsSD-NE_NT_lymphocytes_Ti_106.013185.013185.2 2 2.4769 0.1732 2481.09 2479.8 1 36.363636 1 R.LGPLNLQDPFDLSHNVAANVTSR.V 536 2 *
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NP_073741.1| gi|12383074|ref|NP_073741.1| "terminal uridylyl transferase 1, U6 snRNA-specific [Homo sapiens] 5 12 11.1 874 93789 6.2 HsSD-NE_PHA_lymphocytes_PK_105.020524.020524 2 4.6371 0.3906 2154.73 2154.4 1 58.333332 2 C.DLDLFLDLGDLEEPQPVPK.A 216 1 *
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NP_002905.2| gi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [Homo sapiens] 4 6 15.9 320 35244 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.014032.014032 3 4.993 0.275 2466.83 2465.9 1 38.75 1 K.ILAHLWHLGYSPEDIIGNIFR.V 247 2
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NP_002905.2| gi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [Homo sapiens] 4 6 15.9 320 35244 5.5 HsSD-NE_PHA_lymphocytes_PK_109.003161.00316 2 2.5723 0.1807 1877.63 1875.1 1 53.333336 1 H.LWHLGYSPEDIIGNIF.R 251 0
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NP_002905.2| gi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [Homo sapiens] 4 6 15.9 320 35244 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.017538.01753 2 3.4522 0.2515 1756.25 1757.1 2 50 1 K.IAEGVNSLLQMAGLLAR.L 293 2
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NP_002905.2| gi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [Homo sapiens] 4 6 15.9 320 35244 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008024.008024.2 2 2.7899 0.1726 1447.77 1446.6 1 75 1 K.LNEIVGNEDTVSR.L 47 2
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NP_002905.2| gi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [Homo sapiens] 4 6 15.9 320 35244 5.5 HsSD-NE_NT_lymphocytes_Ti_105.017284.017284.2 2 4.4558 0.3335 1757.29 1757.1 1 62.5 2 K.IAEGVNSLLQMAGLLAR.L 293 2
1059 ENSG00000100883:ENSMUSG00000073079:ENSRNOG00000032776 SRP54 gi|4507215|ref|NP_003127.1| gi|4507215|ref|NP_003127.1| signal recognition particle 54kDa [Homo sapiens] 4 11 15.5 504 55705 8.8 HsSD-NE_PHA_lymphocytes_Ti_112.012085.012085 2 2.9403 0.2666 1881.61 1883.1 1 53.333336 4 K.FKNENFEIIIVDTSGR.H 179 2
1059 ENSG00000100883:ENSMUSG00000073079:ENSRNOG00000032776 SRP54 gi|4507215|ref|NP_003127.1| gi|4507215|ref|NP_003127.1| signal recognition particle 54kDa [Homo sapiens] 4 11 15.5 504 55705 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.021303.0213 2 3.0213 0.2761 2263.49 2262.7 1 42.5 1 K.MGPFSQILGMIPGFGTDFMSK.G 342 2 *
1059 ENSG00000100883:ENSMUSG00000073079:ENSRNOG00000032776 SRP54 gi|4507215|ref|NP_003127.1| gi|4507215|ref|NP_003127.1| signal recognition particle 54kDa [Homo sapiens] 4 11 15.5 504 55705 8.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013512.01351 2 3.9971 0.3087 2166.13 2163.4 1 55.555557 2 K.SPIIFIGTGEHIDDFEPFK.T 268 2
1059 ENSG00000100883:ENSMUSG00000073079:ENSRNOG00000032776 SRP54 gi|4507215|ref|NP_003127.1| gi|4507215|ref|NP_003127.1| signal recognition particle 54kDa [Homo sapiens] 4 11 15.5 504 55705 8.8 HsSD-NE_NT_lymphocytes_Ti_103.015150.015150.2 2 5.5973 0.4878 2445.35 2446.8 1 59.523808 4 R.IPFYGSYTEMDPVIIASEGVEK.F 157 2 *
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_PHA_lymphocytes_Ti_108.014194.014194 2 2.7988 0.2681 1795.87 1795 1 53.571426 1 K.AVEVAWETLQEEFSR.F 669 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_PHA_lymphocytes_Ti_103.012410.012410 2 3.4118 0.1429 1757.75 1754.9 5 62.5 1 K.HWEEILQQSLWER.V 615 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.012590.01259 2 4.0188 0.4155 1754.75 1754.9 1 70.83333 3 K.HWEEILQQSLWER.V 615 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.015203.01520 2 2.3599 0.0938 1786.75 1786 7 50 1 K.NEILDEVISLSQVTPK.H 599 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.006392.00639 2 3.1884 0.2773 1205.97 1204.3 1 88.88889 2 K.GKEHDDIFDK.L 690 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008916.00891 2 3.7221 0.1643 1709.73 1709 1 65.38461 1 K.IDQLQEELLHTQLK.Y 215 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_NT_lymphocytes_Ti_111.001502.001502.3 3 3.3752 0.2499 3263.99 3261.5 1 25.925926 2 K.SLIDMYSEVLDVLSDYDASYNTQDHLPR.V 263 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_PHA_lymphocytes_PK_106.017642.017642 2 3.134 0.1999 2379.87 2379.5 1 44.736843 1 K.GNSSESIEAIREYEEEFFQN.S 506 1
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_NT_lymphocytes_Ti_111.014055.014055.2 2 4.3211 0.3229 1756.89 1754.9 1 87.5 1 K.HWEEILQQSLWER.V 615 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_NT_lymphocytes_Ti_102.018452.018452.2 2 4.8382 0.3962 2258.97 2259.7 1 64.28571 5 R.MVLVDLPGVINTVTSGMAPDTK.E 394 2
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NP_056375.1| gi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1| optic atrophy 1 isoform 1 [Homo sapiens] 9 19 15.8 960 111657 7.9 HsSD-NE_NT_lymphocytes_Ti_111.011815.011815.1 1 3.0092 0.3511 1536.62 1535.8 1 57.692307 1 K.VTLSEGPHHVALFK.D 329 2
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_PHA_lymphocytes_PK_108.019568.019568 2 2.7973 0.1995 2056.83 2057.4 3 41.666664 1 K.SLDPSNLEHLITPLVTIGH.I 754 1 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_PHA_lymphocytes_PK_110.009965.009965 2 2.6473 0.3241 1110.59 1111.3 2 87.5 1 R.FNDIHVPIR.L 322 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.014694.0146 2 3.4942 0.4171 1451.55 1451.7 1 86.36364 1 R.LLVACCLADIFR.I 78 2
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010211.01021 2 3.9139 0.3627 2165.97 2166.4 1 47.058823 1 K.DSELASQNKPLWQCYLGR.F 304 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014944.01494 2 3.8354 0.4337 1451.37 1451.7 1 86.36364 4 R.LLVACCLADIFR.I 78 2
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008699.00869 2 3.8516 0.4192 1842.45 1842.1 1 56.25 1 R.LLTTILHSDGDLTEQGK.I 853 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008878.0088 2 3.1917 0.2462 1841.21 1842.1 1 62.5 1 R.LLTTILHSDGDLTEQGK.I 853 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_NT_lymphocytes_Ti_113.010076.01007 2 2.9301 0.2677 1115.39 1115.4 1 83.33333 2 R.SALLPVLHHK.S 708 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007679.0076 2 3.9365 0.216 2104.39 2105.1 1 55.263157 1 K.SIDGTADDEDEGVPTDQAIR.A 628 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_NT_lymphocytes_Ti_114.016228.016228.3 3 4.5407 0.3631 3507.23 3507.1 1 28.125 1 K.SLDPSNLEHLITPLVTIGHIALLAPDQFAAPLK.S 754 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.013553.0135 3 4.4662 0.3909 2737.67 2736.1 1 36.95652 1 K.VLSFTHPISFHSAETFESLLACLK.M 655 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_NT_lymphocytes_Ti_108.015662.015662.2 2 3.991 0.4433 1451.75 1451.7 1 86.36364 7 R.LLVACCLADIFR.I 78 2
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.012248.0122 2 3.4146 0.366 1809.71 1810.1 1 60.714287 2 K.KDILLVNDHLLNFVR.E 380 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_PHA_lymphocytes_PK_103.014375.014375 2 3.2128 0.2204 1472.15 1472.5 1 81.818184 3 C.FELEDSNEIFTQ.L 145 0 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.015764.0157 3 4.7645 0.3971 3505.64 3507.1 1 25 1 K.SLDPSNLEHLITPLVTIGHIALLAPDQFAAPLK.S 754 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_NT_lymphocytes_Ti_112.015611.015611.3 3 3.379 0.2742 2908.01 2910.4 3 27.083334 1 K.LLSLLPEYVVPYTIHLLAHDPDYVK.V 983 2 *
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_055847.1| gi|7657269|ref|NP_055847.1| "PDS5, regulator of cohesion maintenance, homolog B [Homo sapi 12 31 13.5 1447 164666 8.5 HsSD-NE_NT_lymphocytes_Ti_112.011492.011492.2 2 2.6782 0.221 1116.09 1115.4 6 77.77778 2 R.SALLPVLHHK.S 708 2 *
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016558.01655 2 3.1277 0.261 2742.45 2742 1 31.25 1 R.DGLEDPLEDTGLVQQQLDQLSTIGR.C 427 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.020024.0200 2 5.5993 0.4522 1875.03 1874.1 1 73.333336 6 R.DSSLFDIFTLSCNLLK.Q 183 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.010175.01017 2 3.1484 0.2747 2014.91 2015.3 1 53.125 2 R.AIELWYHDPACTTPVLK.L 757 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008777.00877 2 4.2685 0.376 2335.21 2334.5 1 52.77778 1 R.ILENPQSLSDPNNYHEFCR.L 314 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011087.01108 2 3.6892 0.3106 1852.29 1850 1 61.538464 2 K.LGWFDCQKDDYVFR.N 118 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.012852.01285 2 3.2411 0.0971 2083.95 2081.4 9 44.11765 1 K.NLNLNDESQHGLLMQLLK.L 204 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsSD-NE_NT_lymphocytes_Ti_102.018735.018735.2 2 4.8687 0.3476 2742.37 2742 1 52.083332 3 R.DGLEDPLEDTGLVQQQLDQLSTIGR.C 427 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsSD-NE_NT_lymphocytes_Ti_103.021410.021410.2 2 4.3415 0.3341 1876.65 1874.1 1 66.66667 3 R.DSSLFDIFTLSCNLLK.Q 183 2
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|NP_055839.3| gi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093 exportin 7 isoform b [Homo sapiens] 7 20 10.1 1087 123907 6.3 HsSD-NE_PHA_lymphocytes_PK_105.013325.013325 2 3.2166 0.3512 1657.47 1657.8 2 53.571426 1 L.RDGLEDPLEDTGLVQ.Q 426 0
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.007192.00719 2 2.785 0.1483 1446.41 1445.7 2 68.181816 1 R.IFVNDDRHVMAK.H 6 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.012252.01225 2 4.4508 0.3697 2511.71 2511.8 1 50 2 R.VLECLASGIVMPDGSGIYDPCEK.E 275 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012468.0124 2 4.0648 0.4273 2514.11 2511.8 1 47.727272 1 R.VLECLASGIVMPDGSGIYDPCEK.E 275 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011297.01129 2 3.5428 0.3886 2106.45 2103.5 1 50 2 K.NTKEPPLSLTIHLTSPVVR.E 159 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4992.499 2 2.5033 0.2771 2416.5 2417.8 6 31.818182 1 K.AYAALAALEKLFPDTPLALDANK.K 578 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsSD-NE_NT_lymphocytes_Ti_112.012653.012653.2 2 3.1947 0.2907 2102.69 2103.5 1 44.444447 4 K.NTKEPPLSLTIHLTSPVVR.E 159 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsSD-NE_NT_lymphocytes_Ti_103.011051.011051.2 2 3.1398 0.3146 1910.45 1911.1 1 50 2 K.VLAGETLSVNDPPDVLDR.Q 183 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsSD-NE_NT_lymphocytes_Ti_102.013838.013838.3 3 3.4383 0.2271 2512.34 2511.8 1 30.681818 1 R.VLECLASGIVMPDGSGIYDPCEK.E 275 2
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NP_036350.2| gi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2| interleukin enhancer binding factor 3 isoform a [Homo sapiens] 6 18 10.6 894 95339 8.8 HsSD-NE_NT_lymphocytes_Ti_102.013750.013750.2 2 4.8131 0.3747 2510.59 2511.8 1 50 4 R.VLECLASGIVMPDGSGIYDPCEK.E 275 2
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_PHA_lymphocytes_Ti_108.010323.010323 3 3.9916 0.3119 2025.71 2027.3 1 44.11765 2 R.LLAAVEAFYSPPSHDRPR.N 686 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_PHA_lymphocytes_Ti_104.010421.010421 2 2.4132 0.0813 2026.53 2027.3 4 44.11765 1 R.LLAAVEAFYSPPSHDRPR.N 686 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_PHA_lymphocytes_Ti_112.013702.013702 3 4.2563 0.1148 3607.22 3607.2 1 22.65625 2 R.RQGPPHINHDDPSLVPNVPYFDLPAGLMAPLVK.L 628 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_PHA_lymphocytes_Ti_114.012861.012861 3 3.7065 0.2943 2045.75 2045.4 1 41.666664 4 R.LHLIYLINDVLHHCQR.K 212 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsNaOH-NE_NT_lymphocytes_Ti_112.011280.01128 2 2.1672 0.1185 2026.13 2027.3 4 41.17647 1 R.LLAAVEAFYSPPSHDRPR.N 686 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.018038.0180 3 6.0932 0.3214 2997.17 2995.3 1 41.666664 1 K.LLEETQLDMNEFDNLLQPIIDTCTK.D 146 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.018004.0180 2 3.6045 0.3344 2995.39 2995.3 1 43.75 2 K.LLEETQLDMNEFDNLLQPIIDTCTK.D 146 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_NT_lymphocytes_Ti_103.019372.019372.2 2 5.1466 0.3216 2996.07 2995.3 1 50 4 K.LLEETQLDMNEFDNLLQPIIDTCTK.D 146 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_NT_lymphocytes_Ti_112.011038.011038.2 2 3.8384 0.4571 1506.67 1505.7 1 83.33333 2 K.SPPHCELMAGHLR.N 186 2 *
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|NP_006378.3| gi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic reticulum protein [Homo sapiens 7 20 11.5 916 103702 9 HsSD-NE_NT_lymphocytes_Ti_112.012660.012660.2 2 3.0515 0.1922 2028.75 2027.3 1 50 1 R.LLAAVEAFYSPPSHDRPR.N 686 2 *
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_060563.1| gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sapiens] 5 8 17.9 385 42286 8.2 HsSD-NE_PHA_lymphocytes_Ti_105.009492.009492 2 3.912 0.3958 2154.73 2155.4 1 58.823532 2 R.VWHDKDKDTSSDPLLELR.V 111 2 *
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_060563.1| gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sapiens] 5 8 17.9 385 42286 8.2 HsSD-NE_PHA_lymphocytes_Ti_105.009470.009470 3 4.2469 0.377 2153.81 2155.4 1 41.17647 2 R.VWHDKDKDTSSDPLLELR.V 111 2 *
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_060563.1| gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sapiens] 5 8 17.9 385 42286 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.012773.01277 2 3.5685 0.297 1874.91 1872.1 1 56.666668 2 R.VPIWDQDIQFLPGSQK.L 182 2 *
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_060563.1| gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sapiens] 5 8 17.9 385 42286 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.009203.0092 2 2.6735 0.1639 1704.73 1701.9 1 53.333336 1 R.MRQDPAHPHVVATGGK.E 136 2 *
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_060563.1| gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sapiens] 5 8 17.9 385 42286 8.2 HsSD-NE_NT_lymphocytes_Ti_103.013272.013272.2 2 3.9346 0.3406 1960.87 1961.2 1 58.333332 1 R.GLAQADGTLITCVDSGILR.V 92 2 *
1066 ENSG00000184575:ENSMUSG00000034667:ENSRNOG00000007088 XPOT gi|8051636|ref|NP_009166.2| gi|8051636|ref|NP_009166.2| tRNA exportin [Homo sapiens] 3 6 7.1 962 109964 5.4 HsSD-NE_PHA_lymphocytes_PK_109.014556.014556 2 3.9556 0.3062 1878.03 1876.1 1 58.823532 3 L.SKLVELWGGKDGPVGFAD.F 850 0 *
1066 ENSG00000184575:ENSMUSG00000034667:ENSRNOG00000007088 XPOT gi|8051636|ref|NP_009166.2| gi|8051636|ref|NP_009166.2| tRNA exportin [Homo sapiens] 3 6 7.1 962 109964 5.4 HsNaOH-NE_NT_lymphocytes_PK_111.012220.0122 2 3.4398 0.1601 1539.63 1537.6 1 70.83333 1 F.SIDQEEDVDFLAR.F 278 1 *
1066 ENSG00000184575:ENSMUSG00000034667:ENSRNOG00000007088 XPOT gi|8051636|ref|NP_009166.2| gi|8051636|ref|NP_009166.2| tRNA exportin [Homo sapiens] 3 6 7.1 962 109964 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.020308.02030 3 4.8207 0.4026 4377.41 4376.8 1 23.61111 1 K.RGPECVQYLQQEYLPSLQVAPEIIQEFCQALQQPDAK.V 911 2 *
1066 ENSG00000184575:ENSMUSG00000034667:ENSRNOG00000007088 XPOT gi|8051636|ref|NP_009166.2| gi|8051636|ref|NP_009166.2| tRNA exportin [Homo sapiens] 3 6 7.1 962 109964 5.4 HsSD-NE_NT_lymphocytes_Ti_107.020321.020321.3 3 4.3552 0.4149 4375.55 4376.8 1 26.38889 1 K.RGPECVQYLQQEYLPSLQVAPEIIQEFCQALQQPDAK.V 911 2 *
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.007059.007059 2 3.6208 0.3698 2005.57 2006.3 1 50 2 R.ITHQIVDRPGQQTSVIGR.C 373 2 *
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1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009573.00957 2 3.8514 0.4168 2005.55 2006.3 1 55.88235 1 R.ITHQIVDRPGQQTSVIGR.C 373 2 *
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsNaOH-NE_NT_lymphocytes_Ti_112.009582.00958 3 3.5054 0.3314 2006.03 2006.3 2 39.705883 2 R.ITHQIVDRPGQQTSVIGR.C 373 2 *
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.009920.0099 2 4.1501 0.4155 2007.33 2006.3 1 61.764706 2 R.ITHQIVDRPGQQTSVIGR.C 373 2 *
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsSD-NE_NT_lymphocytes_Ti_112.015061.015061.2 2 3.7459 0.3066 2783.25 2783.3 1 37.5 2 R.LLLPVAEYFSGVQLPPHLSPFVTEK.E 406 2 *
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_055118.1| gi|7657455|ref|NP_055118.1| "pescadillo homolog 1, containing BRCT domain [Homo sapiens] " 3 11 7.3 588 68003 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.014105.0141 2 3.0745 0.376 2782.63 2783.3 1 37.5 2 R.LLLPVAEYFSGVQLPPHLSPFVTEK.E 406 2 *
1068 ENSG00000027869:ENSMUSG00000028071:ENSRNOG00000013294 SH2D2A gi|4503633|ref|NP_003966.1| gi|4503633|ref|NP_003966.1| SH2 domain protein 2A [Homo sapiens] 3 6 9.8 389 42907 7.4 HsSD-NE_PHA_lymphocytes_PK_110.011167.011167 2 3.5036 0.307 1855.77 1853.1 1 56.25 1 T.AHPLSPYGETLTEPLAR.Q 172 1 *
1068 ENSG00000027869:ENSMUSG00000028071:ENSRNOG00000013294 SH2D2A gi|4503633|ref|NP_003966.1| gi|4503633|ref|NP_003966.1| SH2 domain protein 2A [Homo sapiens] 3 6 9.8 389 42907 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.012778.0127 2 3.4955 0.4333 2950.93 2950.4 1 38 2 R.LQDLLLHYTAHPLSPYGETLTEPLAR.Q 163 2 *
1068 ENSG00000027869:ENSMUSG00000028071:ENSRNOG00000013294 SH2D2A gi|4503633|ref|NP_003966.1| gi|4503633|ref|NP_003966.1| SH2 domain protein 2A [Homo sapiens] 3 6 9.8 389 42907 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.006286.00628 2 3.4067 0.3863 1293.39 1291.4 1 81.818184 2 R.HVVLGEDSAHAR.L 151 2 *
1068 ENSG00000027869:ENSMUSG00000028071:ENSRNOG00000013294 SH2D2A gi|4503633|ref|NP_003966.1| gi|4503633|ref|NP_003966.1| SH2 domain protein 2A [Homo sapiens] 3 6 9.8 389 42907 7.4 HsSD-NE_NT_lymphocytes_Ti_110.014108.014108.2 2 3.7392 0.345 2950.55 2950.4 1 40 1 R.LQDLLLHYTAHPLSPYGETLTEPLAR.Q 163 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_PHA_lymphocytes_PK_112.018116.018116 2 2.6095 0.305 1616.89 1616.9 1 50 1 Q.WDLGLGHLPRFFGT.A 406 0 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_PHA_lymphocytes_PK_111.016437.016437 2 3.385 0.1975 2026.11 2024.3 2 47.058823 2 W.TLLPGFCTRPTDVAISFK.G 624 1 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_PHA_lymphocytes_PK_110.020394.020394 2 3.6462 0.2783 1843.83 1844.2 3 56.666668 3 L.TLLKDLLPCFPEGLVK.S 309 1 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014426.0144 2 2.9499 0.1592 1954.25 1953.2 1 50 1 R.TYLTITDTQLVNSLLEK.A 719 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012033.01203 2 3.2668 0.4685 1405.55 1405.6 1 68.181816 1 R.LQWDLGLGHLPR.F 404 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.016766.0167 2 3.3017 0.2743 1750.89 1748.1 2 57.14286 1 K.EFITALIPEVILCTK.E 853 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011206.0112 3 5.2454 0.4163 2855.99 2853.2 1 35 3 R.VLEEVCASPQGPGALFVQSHLEDLKK.T 794 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_NT_lymphocytes_Ti_105.016945.016945.2 2 5.0042 0.4575 2472.07 2472.8 1 47.727272 4 K.NFLPILFNLYGQPVAAGDTPAPR.R 688 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_NT_lymphocytes_Ti_110.013261.013261.2 2 2.5451 0.296 1406.49 1405.6 1 68.181816 2 R.LQWDLGLGHLPR.F 404 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.018681.0186 2 5.0569 0.4261 1848.01 1847.2 1 76.666664 1 R.LGFFTTYFLPLANTLK.S 582 2 *
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NP_055994.1| gi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 homolog [Homo sapiens] 9 20 11.3 1297 143732 8.8 HsSD-NE_NT_lymphocytes_Ti_107.018997.018997.2 2 3.0662 0.2072 1848.99 1847.2 1 50 1 R.LGFFTTYFLPLANTLK.S 582 2 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsSD-NE_PHA_lymphocytes_PK_110.001191.00119 2 3.1388 0.2136 1835.61 1834.1 2 50 3 F.ADNSGIDIILGVFPFVR.E 622 1 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.018134.0181 3 5.0861 0.3556 3433.19 3433.9 3 25 3 R.LERPLVDLPLLLDPPSYVPDTVDLTDDALAR.K 415 2 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.013431.01343 2 2.6977 0.1149 2206.55 2206.5 6 43.75 1 K.LQERPWLVDSYSEWLQR.L 593 2 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.009358.0093 2 2.4846 0.2885 1330.45 1329.5 2 75 1 K.KFDELLHLASR.G 234 2 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.012658.01265 2 3.5292 0.3872 1377.01 1376.6 1 75 2 R.HEGYLGAIGAFLK.G 355 2 *
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_060686.1| gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sapiens] 5 11 11.5 773 85991 6.3 HsSD-NE_NT_lymphocytes_Ti_109.010952.010952.2 2 3.4126 0.2575 1331.71 1329.5 1 90 1 K.KFDELLHLASR.G 234 2 *
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.009752.009752 2 3.9924 0.3104 1885.91 1886.1 1 66.66667 2 R.DLKPENILLDDHGHIR.I 311 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008879.00887 2 3.6393 0.3133 1778.39 1778.1 1 68.75 1 R.ISDLGLAVHVPEGQTIK.G 327 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.017685.01768 3 3.8701 0.1129 2638.31 2635.9 3 28.57143 1 R.LTHEYLSVAPFADYLDSIYFNR.F 148 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011123.0111 2 4.4524 0.3902 1395.27 1394.6 1 86.36364 2 K.DVLDIEQFSTVK.G 476 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsSD-NE_NT_lymphocytes_Ti_102.012293.012293.2 2 2.2293 0.1213 1393.77 1394.6 5 63.636364 1 K.DVLDIEQFSTVK.G 476 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsSD-NE_NT_lymphocytes_Ti_109.018157.018157.3 3 3.9168 0.3595 2633.84 2635.9 1 28.57143 1 R.LTHEYLSVAPFADYLDSIYFNR.F 148 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.017100.0171 2 3.6413 0.3966 2635.73 2635.9 1 45.238094 1 R.LTHEYLSVAPFADYLDSIYFNR.F 148 2
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NP_002073.2| gi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_00100410 G protein-coupled receptor kinase 6 isoform B [Homo sapiens] 5 11 11.4 589 67258 8.5 HsSD-NE_NT_lymphocytes_Ti_109.018050.018050.2 2 3.0032 0.22 2634.97 2635.9 2 38.095238 2 R.LTHEYLSVAPFADYLDSIYFNR.F 148 2
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsSD-NE_PHA_lymphocytes_PK_108.014411.01441 2 2.6918 0.2791 1650.13 1649.8 1 75 1 A.HDQNSNLLIEYFR.N 305 1
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.008238.008238 3 4.216 0.3119 2841.2 2842 1 28.260868 1 K.SVGRDEREDITHTYKYPEGSSEER.E 430 2
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010995.01099 2 4.3221 0.2862 2499.71 2498.7 1 52.499996 1 R.VVTNYNSAHDQNSNLLIEYFR.N 297 2
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.017211.0172 2 2.8749 0.348 2483.11 2482.7 5 38.095238 2 R.WDNNYGDGVSPMSWIGSVDILR.R 241 2
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013128.0131 1 3.1264 0.158 1582 1580.8 2 58.333332 1 K.YLLNLNLEPFSEK.S 528 2 *
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsSD-NE_PHA_lymphocytes_PK_105.012591.01259 2 2.6194 0.2296 1706.83 1707.8 4 46.42857 1 R.FPLRDAVEEGDWTAT.V 77 1
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NP_004604.2| gi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Homo sapiens] 7 11 16.3 687 77329 5.2 HsSD-NE_PHA_lymphocytes_PK_103.000893.000893 2 4.2344 0.4276 2040.19 2039.2 1 59.375 4 K.NIPWNFGQFEDGILDIC.L 177 1
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NP_663612.1| gi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 4 5 20.5 337 37092 6.7 HsSD-NE_PHA_lymphocytes_PK_110.012965.012965 2 2.6025 0.1812 1318.33 1317.5 3 70 1 T.CSVVELVNKLR.A 166 1 *
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NP_663612.1| gi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 4 5 20.5 337 37092 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.020400.02040 3 5.0535 0.2817 2688.65 2687 1 32.608696 1 R.ENLLQLLTDDEAWNGFVAAAELPR.D 23 2 *
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NP_663612.1| gi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 4 5 20.5 337 37092 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.021286.0212 3 5.3513 0.3614 2689.55 2687 1 42.391304 1 R.ENLLQLLTDDEAWNGFVAAAELPR.D 23 2 *
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NP_663612.1| gi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 4 5 20.5 337 37092 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.020106.0201 2 2.4846 0.2265 2878.59 2879.2 1 28 1 K.EFVGGNTPNVLTLVDNWYQVTQGIGR.N 197 2 *
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NP_663612.1| gi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 4 5 20.5 337 37092 6.7 HsSD-NE_NT_lymphocytes_Ti_106.018843.018843.3 3 4.1209 0.3368 3642.92 3644 5 21.774193 1 R.ENLLQLLTDDEAWNGFVAAAELPRDEADELRK.A 23 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_PHA_lymphocytes_Ti_113.014039.014039 2 2.8511 0.2133 2652.57 2651 6 28.260868 1 R.KTEPATGFIDGDLIESFLDISRPK.M 1081 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_PHA_lymphocytes_Ti_113.014060.014060 3 3.2892 0.104 2650.58 2651 5 26.086956 2 R.KTEPATGFIDGDLIESFLDISRPK.M 1081 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_PHA_lymphocytes_PK_109.013963.013963 2 2.7582 0.2223 1982.93 1984.2 3 47.058823 1 R.IGRPSETGIIGIIDPECR.M 112 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.017435.01743 3 3.2928 0.1375 2652.41 2651 3 29.347824 1 R.KTEPATGFIDGDLIESFLDISRPK.M 1081 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_NT_lymphocytes_Ti_103.009614.009614.2 2 2.4997 0.1161 1220.93 1219.3 6 70 1 K.QSGESIDIITR.A 93 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_NT_lymphocytes_Ti_108.017305.017305.3 3 6.1115 0.3299 2650.19 2651 1 45.652176 4 R.KTEPATGFIDGDLIESFLDISRPK.M 1081 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_NT_lymphocytes_Ti_109.017741.017741.2 2 3.6784 0.2868 2649.47 2651 1 39.130436 5 R.KTEPATGFIDGDLIESFLDISRPK.M 1081 2 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_PHA_lymphocytes_PK_106.009069.009069 2 3.6623 0.4037 1756.41 1756.8 1 63.333332 2 S.STAPHETSFGEEVEVH.N 774 0 *
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|NP_001914.3| gi|148529014|ref|NP_001914.3| damage-specific DNA binding protein 1 [Homo sapiens] 6 20 8.7 1140 126968 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009144.009144.2 2 4.1054 0.4026 2956.09 2954.2 2 34.482758 3 R.IEVQDTSGGTTALRPSASTQALSSSVSSSK.L 740 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_PHA_lymphocytes_Ti_102.007230.007230 2 4.3341 0.4807 2071.45 2070.2 1 57.894737 1 R.SSLGQSASETEEDTVSVSKK.E 302 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_PHA_lymphocytes_PK_108.015998.015998 2 3.4633 0.1655 1631.89 1630.9 1 69.230774 3 R.GIEKPPFELPDFIK.R 516 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_PHA_lymphocytes_Ti_104.007754.007754 2 4.13 0.3781 1927.09 1927.2 1 59.375 2 K.EKEPEKLDKLENSAAPK.K 404 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.007618.007618 3 5.7972 0.3383 3248.57 3249.3 1 31.48148 1 K.KKGFEEEHKDSDDDSSDDEQEKKPEAPK.L 421 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007487.0074 2 4.9463 0.5354 1941.35 1942 1 72.22222 2 R.SSLGQSASETEEDTVSVSK.K 302 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_NT_lymphocytes_Ti_110.013561.013561.2 2 2.1131 0.1247 1308.37 1308.6 5 65 1 K.VPPPWLIAMQR.Y 628 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_NT_lymphocytes_Ti_111.013651.013651.2 2 4.2181 0.2599 1787.41 1787.1 2 60.714287 2 K.RGIEKPPFELPDFIK.R 515 2 *
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NP_006833.2| gi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo sapiens] 8 14 10.2 895 100228 5.7 HsSD-NE_NT_lymphocytes_Ti_111.013653.013653.3 3 4.2704 0.1804 1787.6 1787.1 1 48.214287 2 K.RGIEKPPFELPDFIK.R 515 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.010613.010613 2 3.682 0.3124 1887.15 1887 1 56.25 3 R.TAGCVTGGEEIYLLCDK.V 259 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.013386.013386 2 2.645 0.1652 2804.83 2804.9 5 30.434782 1 R.FYEEEENGGVWEGFGDFSPTDVHR.Q 285 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_PHA_lymphocytes_PK_109.014842.014842 2 2.8891 0.3391 2750.53 2751.9 1 24.13793 1 F.GSGGGGGGTGSTGPGYSFPHYGFPTYGGIT.F 390 0 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011225.0112 2 3.5402 0.3455 2413.41 2413.7 1 43.18182 2 R.GYNPGLLVHPDLAYLQAEGGGDR.Q 165 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_NT_lymphocytes_Ti_105.015971.015971.2 2 2.6241 0.1811 1591.67 1592.8 1 57.692307 1 R.RLEPVVSDAIYDSK.A 231 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_NT_lymphocytes_Ti_104.013310.013310.3 3 3.3273 0.185 2805.71 2804.9 1 34.782608 1 R.FYEEEENGGVWEGFGDFSPTDVHR.Q 285 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_NT_lymphocytes_Ti_104.015129.015129.2 2 3.8278 0.3973 1791.67 1792.1 1 70 2 R.LMFTAFLPDSTGSFTR.R 215 2 *
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NP_003989.2| gi|34577122|ref|NP_003989.2| "nuclear factor kappa-B, subunit 1 [Homo sapiens] " 8 14 14.9 969 105427 5.4 HsSD-NE_NT_lymphocytes_Ti_109.011084.011084.2 2 4.5984 0.4374 2440.63 2441.8 1 50 3 R.RKSDLETSEPKPFLYYPEIK.D 336 2 *
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsSD-NE_PHA_lymphocytes_PK_108.018981.01898 2 3.2451 0.2026 2585.65 2584.9 3 32.608696 1 S.SVHDGVPVPFQLPPGVSNEAQYVF.T 983 0
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.017444.01744 2 2.7873 0.3442 2252.59 2253.6 1 45.238094 1 K.DVPVAEEVSALFAGELNPVAPK.A 589 2
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014390.01439 2 2.8341 0.1377 2253.83 2254.5 1 47.5 2 K.LEDPDPGVQSAAVNVICELAR.R 192 2 *
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.017650.0176 2 2.7467 0.1499 2256.29 2253.6 1 38.095238 1 K.DVPVAEEVSALFAGELNPVAPK.A 589 2
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.015333.0153 2 5.0372 0.4642 2872.73 2872.1 1 44.230766 3 K.DLSSPSQYDTGVALTGLSCFVTPDLAR.D 119 2
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.004542.00454 2 3.2286 0.2858 1537.81 1539.6 1 58.333332 2 K.HRPSEADEEELAR.R 655 2
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsSD-NE_NT_lymphocytes_Ti_102.015977.015977.2 2 4.5938 0.4773 2256.45 2254.5 1 65 2 K.LEDPDPGVQSAAVNVICELAR.R 192 2 *
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsSD-NE_NT_lymphocytes_Ti_102.017385.017385.2 2 4.3368 0.536 2871.63 2872.1 1 42.307693 4 K.DLSSPSQYDTGVALTGLSCFVTPDLAR.D 119 2
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|NP_003929.4| gi|117553580|ref|NP_003929.4| "adaptor-related protein complex 3, delta 1 subunit isoform 2 [Hom 5 19 9.3 1153 130158 8.5 HsSD-NE_NT_lymphocytes_Ti_102.019893.019893.2 2 4.1783 0.3046 2254.81 2253.6 1 50 3 K.DVPVAEEVSALFAGELNPVAPK.A 589 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.008367.008367 2 3.3529 0.3432 1896.67 1894.1 1 52.941177 1 R.SSLKAEAENTSEVSTVLK.L 379 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsSD-NE_PHA_lymphocytes_PK_107.015998.015998 1 2.0216 0.1848 1353.72 1354.5 8 60.000004 1 T.SYTRAVDWWGL.G 791 0
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010050.0100 3 4.6475 0.3672 4409.93 4407.8 1 25 1 K.SSRDPPSSPSSLSSPIQESTAPELPSETQETPGPALCSPLRK.S 566 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsSD-NE_PHA_lymphocytes_PK_105.018300.018300 2 4.911 0.4397 2683.49 2681.8 1 50 3 L.VGESPFPGDDEEEVFDSIVNDEVR.Y 810 1
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.011103.0111 3 4.3919 0.2633 2798.15 2799.2 5 28 2 R.LAGPFPATHYSTLCKPAPLTGTLEVR.V 304 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsSD-NE_NT_lymphocytes_Ti_115.011508.011508.2 2 2.7626 0.1969 2798.49 2799.2 1 30.000002 2 R.LAGPFPATHYSTLCKPAPLTGTLEVR.V 304 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010826.0108 2 2.6705 0.3158 1436.71 1437.7 1 62.5 2 R.RLPPPFVPTLSGR.T 886 2
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NP_002732.3| gi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Homo sapiens] 7 14 14.2 942 103932 6.4 HsSD-NE_NT_lymphocytes_Ti_115.011504.011504.3 3 4.6223 0.3419 2798.72 2799.2 1 27.000002 2 R.LAGPFPATHYSTLCKPAPLTGTLEVR.V 304 2
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.018635.0186 2 4.1572 0.3884 1707.47 1705.1 1 67.85714 1 K.ILLANFLAQTEALMR.G 424 2
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007469.00746 2 3.365 0.2361 1656.03 1656.8 8 53.571426 1 K.TFTTQETITNAETAK.E 212 2 *
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.019038.01903 2 3.0032 0.2383 1705.77 1705.1 3 50 2 K.ILLANFLAQTEALMR.G 424 2
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008577.00857 2 3.2941 0.2862 1605.45 1603.8 1 65.38461 1 R.VWYVSNIDGTHIAK.T 181 2 *
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsSD-NE_PHA_lymphocytes_PK_106.021474.021474 2 3.0818 0.3765 1888.61 1888.1 2 57.14286 1 K.VKEFGIDPQNMFEFW.D 253 1 *
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011676.0116 3 3.3982 0.2277 3316.94 3317.6 1 26.724138 1 R.VDHQTGPIVWGEPGTNGQHAFYQLIHQGTK.M 371 2
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NP_000166.2| gi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Homo sapiens] 5 8 15.9 558 63147 8.3 HsSD-NE_NT_lymphocytes_Ti_107.018929.018929.2 2 2.7776 0.3211 1707.13 1705.1 1 64.28571 1 K.ILLANFLAQTEALMR.G 424 2
1080 ENSG00000144591:ENSMUSG00000033021:ENSRNOG00000019946 GMPPA gi|45447090|ref|NP_995319.1| gi|45447090|ref|NP_995319.1| GDP-mannose pyrophosphorylase A [Homo sapiens] 3 5 12.9 420 46291 7.2 HsSD-NE_PHA_lymphocytes_PK_111.015629.015629 2 3.0636 0.1801 1959.49 1957.4 2 50 1 L.SFEVPKPLFPVAGVPMIQ.H 21 0 *
1080 ENSG00000144591:ENSMUSG00000033021:ENSRNOG00000019946 GMPPA gi|45447090|ref|NP_995319.1| gi|45447090|ref|NP_995319.1| GDP-mannose pyrophosphorylase A [Homo sapiens] 3 5 12.9 420 46291 7.2 HsSD-NE_PHA_lymphocytes_Ti_112.013414.013414 2 2.8042 0.1119 2014.19 2012.5 1 41.17647 1 R.VRIPAEVLILNSIVLPHK.E 391 2 *
1080 ENSG00000144591:ENSMUSG00000033021:ENSRNOG00000019946 GMPPA gi|45447090|ref|NP_995319.1| gi|45447090|ref|NP_995319.1| GDP-mannose pyrophosphorylase A [Homo sapiens] 3 5 12.9 420 46291 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012018.01201 2 3.9642 0.3634 2028.29 2027.3 1 64.70589 2 R.YLQEFAPLGTGGGLYHFR.D 82 2 *
1080 ENSG00000144591:ENSMUSG00000033021:ENSRNOG00000019946 GMPPA gi|45447090|ref|NP_995319.1| gi|45447090|ref|NP_995319.1| GDP-mannose pyrophosphorylase A [Homo sapiens] 3 5 12.9 420 46291 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.011967.0119 2 2.5327 0.1621 2027.71 2027.3 1 47.058823 1 R.YLQEFAPLGTGGGLYHFR.D 82 2 *
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.008373.008373 2 2.2711 0.1424 1419.25 1418.6 1 65 1 R.HYWEVEVGDRK.E 353 2
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.008356.008356 3 3.6085 0.1329 1418.75 1418.6 2 62.5 1 R.HYWEVEVGDRK.E 353 2
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012286.01228 2 4.8716 0.3369 1783.85 1781.2 1 66.66667 2 R.ILTLEPTALTICPIPK.E 459 2
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009898.00989 2 3.9409 0.3319 1750.79 1748.9 1 70.83333 1 K.YLCYFQDGDFYEK.A 82 2
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.007905.00790 2 2.8319 0.1775 1418.37 1418.6 2 75 1 R.HYWEVEVGDRK.E 353 2
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsSD-NE_PHA_lymphocytes_PK_105.015274.015274 2 2.5703 0.1541 2487.73 2488.8 5 34.782608 1 K.WSDTKGENIPAVEAPVVADGVGLY.A 137 1
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NP_932078.1| gi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1| "butyrophilin, subfamily 3, member A3 isoform b [Homo sapiens] " 6 8 14.6 542 60557 5.4 HsSD-NE_NT_lymphocytes_Ti_104.008391.008391.2 2 3.0416 0.3638 1722.89 1721.9 1 57.14286 1 R.QVVNVYADGKEVEDR.Q 32 2
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_PHA_lymphocytes_Ti_108.010150.010150 3 3.9645 0.2044 1995.71 1996.2 3 45.3125 1 K.DRDHFQLGTLSHTLNIK.A 613 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_PHA_lymphocytes_Ti_115.016264.016264 3 3.9934 0.278 3284.36 3284 1 27.586206 1 R.VLSSIRVPIIVPIMMLAIKEASADLSPYVR.K 138 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_PHA_lymphocytes_Ti_108.010184.010184 2 2.7608 0.2538 1996.27 1996.2 1 46.875 1 K.DRDHFQLGTLSHTLNIK.A 613 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.012419.0124 2 3.8845 0.3741 2203.75 2202.4 1 44.736843 1 K.ATGYLELSNWPEVAPDPSVR.N 630 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_NT_lymphocytes_Ti_111.015237.01523 2 2.7775 0.1851 1438.49 1439 5 62.5 1 R.VPIIVPIMMLAIK.E 144 2
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_NT_lymphocytes_Ti_107.012362.01236 2 3.4253 0.1546 1277.65 1276.6 1 85 2 K.LLTQYILNLGK.Y 553 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_NT_lymphocytes_Ti_107.013061.01306 2 3.6169 0.2117 1563.23 1561.7 1 75 4 R.ASILWLIGENCER.V 497 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_NT_lymphocytes_Ti_105.012083.01208 2 3.0591 0.1526 2202.49 2202.4 4 36.842106 1 K.ATGYLELSNWPEVAPDPSVR.N 630 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007238.0072 2 2.8072 0.1228 1181.75 1181.4 1 72.22222 1 R.KIENIHIGEK.K 913 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_NT_lymphocytes_Ti_107.013640.013640.2 2 2.5131 0.104 1563.27 1561.7 1 66.66667 1 R.ASILWLIGENCER.V 497 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_NT_lymphocytes_Ti_114.011572.011572.2 2 3.8772 0.34 1928.65 1928.4 1 59.375 2 K.KIFLAQKPAPLLESPFK.D 596 2 *
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NP_003655.3| gi|32484979|ref|NP_003655.3| "adaptor-related protein complex 3, beta 1 subunit [Homo sapiens] " 9 18 10.8 1094 121320 6 HsSD-NE_NT_lymphocytes_Ti_110.019657.019657.2 2 2.9246 0.1998 1438.45 1439 3 66.66667 2 R.VPIIVPIMMLAIK.E 144 2
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.009381.009381 2 2.5538 0.1121 1731.85 1732 2 50 1 R.VFHAGFGVVLGEDKKK.F 436 2 *
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.011725.011725 2 3.4176 0.2905 2760.27 2759.1 1 34.782608 2 K.HLPDNECIEKVEIAGPGFINVHLR.K 144 2 *
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsSD-NE_PHA_lymphocytes_PK_108.018226.018226 2 3.781 0.3121 2157.43 2156.4 1 58.333332 3 A.HLQDKFPDYLTVSPPIGDL.Q 251 0 *
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.011289.011289 2 3.0536 0.1403 1522.75 1522.8 5 57.692307 1 K.VEIAGPGFINVHLR.K 154 2 *
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010678.01067 2 2.0109 0.1617 1343.15 1343.6 5 59.090908 1 K.GFDILGIKPVQR.M 648 2 *
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NP_002878.2| gi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo sapiens] 6 9 13.8 660 75379 6.7 HsSD-NE_NT_lymphocytes_Ti_103.010914.010914.2 2 2.6921 0.2329 2137.85 2139.4 7 39.473686 1 K.VLTAEELNAAQTSVAYGCIK.Y 485 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.012908.01290 2 2.6697 0.0889 1490.21 1488.7 3 72.72727 1 R.IYNQSFFQSLLK.A 264 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.016817.01681 2 2.8179 0.3452 1414.23 1412.7 1 68.181816 1 K.LWVGQLLQLVDK.K 969 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.020418.02041 3 5.3113 0.313 2485.28 2483.9 1 39.772728 1 R.LLLGLVGDCLVEPFWPLGTGVAR.G 386 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.020031.0200 2 4.7392 0.4216 2486.09 2483.9 1 54.545456 2 R.LLLGLVGDCLVEPFWPLGTGVAR.G 386 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013672.01367 3 3.316 0.1179 3071.69 3069.5 5 22.222223 1 R.HALESSFVGWGLPVQSPQALVAMEKEEK.E 843 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.020525.02052 2 4.6067 0.4575 2486.83 2483.9 1 50 2 R.LLLGLVGDCLVEPFWPLGTGVAR.G 386 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsSD-NE_NT_lymphocytes_Ti_102.018462.018462.3 3 4.0134 0.4113 3158.24 3157.3 2 23.148148 1 K.ESPFSSEEEEEDVPLDSDVEQALQTFAK.T 871 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsSD-NE_NT_lymphocytes_Ti_102.018449.018449.2 2 5.2831 0.4218 3158.49 3157.3 1 40.74074 3 K.ESPFSSEEEEEDVPLDSDVEQALQTFAK.T 871 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsSD-NE_NT_lymphocytes_Ti_107.020592.020592.2 2 3.3801 0.2577 2484.03 2483.9 9 31.818182 1 R.LLLGLVGDCLVEPFWPLGTGVAR.G 386 2 *
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NP_073602.2| gi|20127616|ref|NP_073602.2| "microtubule associated monoxygenase, calponin and LIM domain 7 14 9.7 1067 117932 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5491.549 2 3.3487 0.247 2484.03 2483.9 4 36.363636 1 R.LLLGLVGDCLVEPFWPLGTGVAR.G 386 2 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011397.01139 2 2.4809 0.0957 1827.75 1826 1 50 1 K.DYDGWTPLHAAAHWGK.E 229 2 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.019257.0192 3 4.3179 0.2463 2454.02 2454.7 1 36.904762 1 K.VGQTAFDVADEDILGYLEELQK.K 264 2 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsSD-NE_NT_lymphocytes_Ti_104.020648.020648.2 2 6.214 0.4922 2454.01 2454.7 1 64.28571 9 K.VGQTAFDVADEDILGYLEELQK.K 264 2 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsSD-NE_PHA_lymphocytes_PK_105.021038.021038 2 4.2833 0.2813 2070.11 2069.3 1 61.764706 2 T.AFDVADEDILGYLEELQK.K 268 1 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsSD-NE_PHA_lymphocytes_PK_105.020141.02014 3 4.8059 0.2804 2833.67 2833 1 31.25 1 N.SEGDTPLDIAEEEAMEELLQNEVNR.Q 137 1 *
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_002471.1| gi|4505317|ref|NP_002471.1| "protein phosphatase 1, regulatory (inhibitor) subunit 12A [Homo sa 6 15 7.5 1030 115281 5.4 HsSD-NE_NT_lymphocytes_Ti_102.011511.011511.2 2 2.7029 0.1414 1696.59 1695 1 65.38461 1 R.ILVDNLCDMEMVNK.V 250 2 *
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1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.008974.008974 3 3.4002 0.1528 1286.24 1285.5 1 61.11111 1 R.RIELLEEVKR.L 905 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_PK_108.009867.009867 2 3.8895 0.2499 2465.67 2466.6 1 47.5 4 R.LGHGEEELETEKDFSRYGRVN.Y 879 1 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_PK_108.010599.010599 2 4.5055 0.3429 1910.09 1911.2 1 68.75 1 F.TVVEVAKPNIGENWPTR.V 518 1 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.012359.012359 2 2.9959 0.1183 1871.65 1870.2 1 50 1 R.PLHLHIIPTEPFPTTR.K 1327 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015732.01573 2 2.068 0.118 2247.91 2245.5 1 47.22222 1 K.TDVAVQIISNIYHNFPEQR.T 830 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_NT_lymphocytes_Ti_108.015983.015983.2 2 3.6196 0.3406 1933.75 1932.2 1 73.333336 4 R.REEDGHLFSQLLDMLK.F 291 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_NT_lymphocytes_Ti_107.014022.014022.2 2 3.6137 0.2045 1795.97 1795 1 64.28571 2 R.FQGQQNDYILLSLVR.T 1263 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_PK_105.021364.021364 2 3.6484 0.1501 1830.41 1828 6 64.28571 1 K.NEDTTFDKEFLLELL.V 393 1 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_NT_lymphocytes_Ti_112.014171.014171.2 2 4.2777 0.2459 1762.81 1760.1 1 76.92308 2 K.LNLQFLTLHDYLLR.N 455 2 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_PHA_lymphocytes_PK_105.009785.009785 2 3.0759 0.2238 1478.79 1476.5 1 79.16667 1 A.LAETDGEFSLHEQ.T 131 0 *
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NP_055506.1| gi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 10 19 10.5 1485 171294 6.4 HsSD-NE_NT_lymphocytes_Ti_109.016654.016654.2 2 4.0792 0.3198 2248.43 2245.5 1 55.555557 1 K.TDVAVQIISNIYHNFPEQR.T 830 2 *
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006359.00635 2 2.2356 0.1795 1208.77 1210.3 2 77.77778 1 R.VIEDNEYTAR.E 391 2
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008840.0088 2 3.4043 0.3104 1425.09 1422.6 1 70.83333 1 R.AANVLVSESLMCK.I 370 2 *
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011043.01104 2 3.615 0.2264 1530.47 1528.8 1 64.28571 2 R.QLLAPGNSAGAFLIR.E 142 2 *
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsSD-NE_PHA_lymphocytes_PK_106.011518.011518 1 2.6875 0.3284 1505.17 1504.8 3 50 1 Y.AVVTREEPIYIIT.E 307 0 *
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsSD-NE_NT_lymphocytes_Ti_104.015352.015352.3 3 3.4061 0.1651 2934.44 2934.2 1 27.000002 1 K.DPEEQGDIVVALYPYDGIHPDDLSFK.K 60 2 *
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_002341.1| gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1) oncogene homolog isoform A [H 6 7 17.8 512 58574 7.1 HsSD-NE_NT_lymphocytes_Ti_102.010223.010223.2 2 3.0675 0.2153 1528.71 1527.7 1 69.230774 1 R.TNADVMTALSQGYR.M 448 2 *
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsSD-NE_PHA_lymphocytes_Ti_112.010573.010573 2 3.3204 0.354 1341.33 1341.5 1 88.88889 3 K.HLHDNWILHR.D 527 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007568.00756 2 2.1219 0.1275 1286.03 1286.4 2 70 1 R.IEEGTYGVVYR.A 419 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010887.01088 2 2.9354 0.1084 1367.91 1367.6 8 75 1 K.TSNLLLSHAGILK.V 540 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsSD-NE_NT_lymphocytes_Ti_109.012645.012645.3 3 4.8659 0.4522 4533.44 4534.9 1 19.886364 1 R.GTSPRPPEGGLGYSQLGDDDLKETGFHLTTTNQGASAAGPGFSLK.F 725 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.010323.0103 2 2.6465 0.3603 1343.01 1341.5 2 66.66667 2 K.HLHDNWILHR.D 527 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsSD-NE_NT_lymphocytes_Ti_115.010424.010424.3 3 4.4854 0.1857 1341.65 1341.5 1 75 1 K.HLHDNWILHR.D 527 2
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|NP_277071.2| gi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1cell division cycle 2-like 2 isoform 4 [Homo sapiens] 5 13 10.3 770 90045 5.3 HsSD-NE_NT_lymphocytes_Ti_115.010478.010478.2 2 3.584 0.2995 1341.55 1341.5 1 83.33333 4 K.HLHDNWILHR.D 527 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsSD-NE_PHA_lymphocytes_Ti_102.008079.008079 2 3.1729 0.0993 1821.15 1819 2 60.000004 1 R.IYVASVHQDLSDDDIK.S 211 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.011106.01110 2 3.544 0.21 2366.49 2363.6 4 40.476192 1 K.VGRPSNIGQAQPIIDQLAEEAR.A 185 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008856.0088 2 5.2791 0.4261 1826.27 1824.8 1 83.33333 2 K.DIDDDLEGEVTEECGK.F 457 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsSD-NE_NT_lymphocytes_Ti_107.001169.001169.2 2 4.5854 0.4801 3057.53 3058.5 1 42.592594 3 K.GFAFVEYEVPEAAQLALEQMNSVMLGGR.N 154 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009201.009201.2 2 3.509 0.3294 1816.39 1819 1 76.666664 1 R.IYVASVHQDLSDDDIK.S 211 2
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NP_055096.2| gi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60KDa isoform b [Homo sapiens] 5 9 20.8 542 58172 5.3 HsSD-NE_NT_lymphocytes_Ti_108.015931.015931.2 2 4.2049 0.3992 2795.65 2796.3 1 30.000002 1 K.AVTPPMPLLTPATPGGLPPAAAVAAAAATAK.I 285 2
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsSD-NE_PHA_lymphocytes_PK_107.014221.01422 2 3.6759 0.3978 2144.25 2144.4 1 59.375 1 R.ALDEYYDKHFTEFVPLR.T 460 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.011951.011951 2 2.6707 0.1723 2159.33 2160.4 1 42.5 1 R.VGSHITGGDIYGIVSENSLIK.H 143 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsSD-NE_PHA_lymphocytes_PK_108.010122.010122 2 2.5628 0.2884 1309.93 1309.5 1 68.181816 1 R.VGHSELVGEIIR.L 45 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsNaOH-NE_NT_lymphocytes_Ti_113.014722.01472 3 5.5564 0.4623 4143.11 4144.8 1 28.289473 2 R.TGKPLSVELGPGIMGAIFDGIQRPLSDISSQTQSIYIPR.G 82 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008956.00895 2 2.3548 0.1395 1146.49 1146.3 3 75 1 K.HFTEFVPLR.T 468 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsSD-NE_NT_lymphocytes_Ti_107.015158.015158.2 2 3.9748 0.419 2043.11 2043.3 1 75 1 K.IKSDYAQLLEDMQNAFR.S 597 2 *
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NP_001681.2| gi|19913424|ref|NP_001681.2| "ATPase, H+ transporting, lysosomal 70kD, V1 subunit A, isoform 1 7 8 17.2 617 68304 5.5 HsSD-NE_NT_lymphocytes_Ti_103.016877.016877.2 2 3.4776 0.3395 1801.99 1802 1 60.714287 1 K.SDYAQLLEDMQNAFR.S 599 2 *
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.009064.009064 2 2.6363 0.1653 2009.47 2010.3 1 53.125 1 K.WAEKPAFGTPLEEHLKR.S 244 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.019428.01942 3 3.8782 0.2777 2702.81 2701.1 1 32.291664 2 K.KLPLTALAQNMQEASTQLEDSLLGK.M 68 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009159.0091 2 2.7241 0.2283 1856.67 1854.1 3 50 1 K.WAEKPAFGTPLEEHLK.R 244 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.019434.01943 2 4.3389 0.3885 2703.69 2701.1 1 39.583336 1 K.KLPLTALAQNMQEASTQLEDSLLGK.M 68 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014895.01489 2 3.1038 0.3214 2139.89 2141.5 1 52.77778 2 K.EIVDPLYGIAEVEIPNIQK.Q 118 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsSD-NE_NT_lymphocytes_Ti_103.020354.020354.2 2 2.2655 0.0807 2586.87 2589.1 2 31.818182 1 K.RSGREIALPIEACVMLLLETGMK.E 260 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsSD-NE_NT_lymphocytes_Ti_107.018876.018876.2 2 4.7581 0.4716 2703.75 2701.1 1 47.916664 1 K.KLPLTALAQNMQEASTQLEDSLLGK.M 68 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsSD-NE_NT_lymphocytes_Ti_102.016316.016316.3 3 3.9498 0.2165 2142.38 2141.5 3 37.5 1 K.EIVDPLYGIAEVEIPNIQK.Q 118 2
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NP_001006635.1| gi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_06052 nadrin isoform 1 [Homo sapiens] 8 14 11.5 881 95437 7.6 HsSD-NE_NT_lymphocytes_Ti_110.017638.017638.2 2 3.5415 0.3087 1966.43 1967.4 1 64.70589 4 K.MTPSNIAIVLGPNLLWAR.N 394 2
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_PHA_lymphocytes_PK_107.015907.015907 3 4.4497 0.2522 2994.17 2993.3 1 31.52174 2 R.LSRPERPDLVFEEEDLPYEEEIMR.N 7 2 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.009558.009558 2 2.5864 0.3198 1527.57 1527.8 9 50 1 K.ATGKPHTLWVAFAK.F 390 2 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_PHA_lymphocytes_PK_107.017429.017429 2 3.7123 0.3838 2295.31 2296.6 1 50 3 Q.LWHELCDLISQNPDKVQSL.N 220 0 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_PHA_lymphocytes_Ti_105.013108.013108 3 4.7666 0.365 2991.32 2993.3 1 35.869564 2 R.LSRPERPDLVFEEEDLPYEEEIMR.N 7 2 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_PHA_lymphocytes_PK_110.011132.011132 2 2.8383 0.2414 2257.93 2259.5 2 41.666664 1 R.RAEYFDGSEPVQNRVYKSL.K 466 1 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011912.0119 3 5.2346 0.3605 2992.73 2993.3 1 40.217392 1 R.LSRPERPDLVFEEEDLPYEEEIMR.N 7 2 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_NT_lymphocytes_Ti_102.014586.014586.2 2 3.9945 0.408 1969.27 1969.2 1 62.5 1 R.EIINTYTEAVQTVDPFK.A 373 2 *
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NP_064581.2| gi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sapiens] 6 12 11.3 855 100010 6.2 HsSD-NE_NT_lymphocytes_Ti_106.014661.014661.2 2 2.9856 0.1443 2360.99 2361.5 4 41.666664 1 K.SNYQLWHELCDLISQNPDK.V 216 2 *
1093 ENSG00000122224:ENSMUSG00000004707:ENSRNOG00000025069 LY9 gi|55925578|ref|NP_002339.2| gi|55925578|ref|NP_002339.2| lymphocyte antigen 9 isoform a [Homo sapiens] 3 5 9.5 655 72139 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.008144.0081 2 3.2496 0.3524 1594.09 1593.6 2 56.666668 1 S.QAEAPADTPEPTAGHT.L 491 0 *
1093 ENSG00000122224:ENSMUSG00000004707:ENSRNOG00000025069 LY9 gi|55925578|ref|NP_002339.2| gi|55925578|ref|NP_002339.2| lymphocyte antigen 9 isoform a [Homo sapiens] 3 5 9.5 655 72139 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008832.00883 2 4.2398 0.2481 2334.13 2333.5 1 57.894737 1 R.TPCDPDLPYICTAQNPVSQR.S 212 2 *
1093 ENSG00000122224:ENSMUSG00000004707:ENSRNOG00000025069 LY9 gi|55925578|ref|NP_002339.2| gi|55925578|ref|NP_002339.2| lymphocyte antigen 9 isoform a [Homo sapiens] 3 5 9.5 655 72139 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.014878.0148 2 3.9154 0.2764 2568.81 2565.9 1 46 1 R.GGTTGETVVGVLGEPVTLPLALPACR.D 250 2 *
1093 ENSG00000122224:ENSMUSG00000004707:ENSRNOG00000025069 LY9 gi|55925578|ref|NP_002339.2| gi|55925578|ref|NP_002339.2| lymphocyte antigen 9 isoform a [Homo sapiens] 3 5 9.5 655 72139 5.5 HsSD-NE_NT_lymphocytes_Ti_103.016326.016326.2 2 3.4959 0.3615 2567.01 2565.9 1 44 2 R.GGTTGETVVGVLGEPVTLPLALPACR.D 250 2 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsSD-NE_PHA_lymphocytes_Ti_101.012377.012377 2 2.3715 0.1366 1954.85 1952.2 1 44.11765 1 K.GYIFLEYASPAHAVDAVK.N 231 2 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsSD-NE_PHA_lymphocytes_PK_107.018470.018470 2 3.0315 0.2542 2207.21 2207.5 1 47.22222 1 F.DKQQANTIFWSPQGQFVVL.A 607 0 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsSD-NE_NT_lymphocytes_Ti_102.015686.015686.2 2 3.6602 0.3819 2128.97 2129.5 1 44.444447 2 R.MTLDTLSIYETPSMGLLDK.K 441 2 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsSD-NE_PHA_lymphocytes_PK_104.000873.000873 2 4.5074 0.3341 2665.47 2662.7 1 54.545456 1 R.GGVDTDELDSNVDDWEEETIEFF.V 780 1 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsSD-NE_NT_lymphocytes_Ti_104.019110.019110.2 2 3.6574 0.428 2164.05 2166.4 1 47.22222 3 K.DFSWSPGGNIIAFWVPEDK.D 469 2 *
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NP_001032360.1| gi|83367072|ref|NP_001032360.1| "eukaryotic translation initiation factor 3, subunit 9 eta, 116kDa [Ho 6 9 15.5 814 92482 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.015443.0154 3 3.4728 0.2218 3232.76 3232.7 2 25 1 R.YLVTFSPLMDTQDDPQAIIIWDILTGHK.K 387 2 *
1095 ENSG00000132323:ENSMUSG00000026309:ENSRNOG00000020115 ILKAP gi|13540531|ref|NP_110395.1| gi|13540531|ref|NP_110395.1| integrin-linked kinase-associated protein phosphatase 2C [Homo s 3 6 5.9 392 42907 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.000299.000299 2 3.282 0.2695 2242.89 2241.5 1 47.22222 1 K.VFTPEEAVNFILSCLEDEK.I 331 2 *
1095 ENSG00000132323:ENSMUSG00000026309:ENSRNOG00000020115 ILKAP gi|13540531|ref|NP_110395.1| gi|13540531|ref|NP_110395.1| integrin-linked kinase-associated protein phosphatase 2C [Homo s 3 6 5.9 392 42907 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.000014.00001 2 4.3734 0.5109 2240.73 2241.5 1 63.88889 2 K.VFTPEEAVNFILSCLEDEK.I 331 2 *
1095 ENSG00000132323:ENSMUSG00000026309:ENSRNOG00000020115 ILKAP gi|13540531|ref|NP_110395.1| gi|13540531|ref|NP_110395.1| integrin-linked kinase-associated protein phosphatase 2C [Homo s 3 6 5.9 392 42907 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.021389.0213 2 2.2594 0.1076 2740.63 2740 9 29.545454 1 K.VFTPEEAVNFILSCLEDEKIQTR.E 331 2 *
1095 ENSG00000132323:ENSMUSG00000026309:ENSRNOG00000020115 ILKAP gi|13540531|ref|NP_110395.1| gi|13540531|ref|NP_110395.1| integrin-linked kinase-associated protein phosphatase 2C [Homo s 3 6 5.9 392 42907 7.1 HsSD-NE_NT_lymphocytes_Ti_106.002060.002060.3 3 5.0649 0.3536 2241.32 2241.5 1 44.444447 2 K.VFTPEEAVNFILSCLEDEK.I 331 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_PHA_lymphocytes_PK_107.010361.01036 2 3.8599 0.2777 1861.73 1862 1 63.333332 2 T.TLPKIDRIEESDQGPY.A 455 0 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_PHA_lymphocytes_Ti_104.019704.019704 2 3.2187 0.2274 2270.45 2269.7 1 39.473686 3 K.LLAILEQGFDPPIIIFVNQK.K 655 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_PHA_lymphocytes_Ti_111.010542.010542 2 2.9536 0.2369 1737.67 1738 1 50 1 R.RPAVVYIGSAGKPHER.V 623 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_NT_lymphocytes_Ti_112.011842.011842.3 3 4.4032 0.2224 3338.12 3337.7 1 23.333334 1 K.QAILESPVSSCPPELANHPDAQHKPGTILTK.K 781 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010584.0105 3 3.654 0.1256 3336.05 3337.7 2 21.666666 1 K.QAILESPVSSCPPELANHPDAQHKPGTILTK.K 781 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_NT_lymphocytes_Ti_113.017587.017587.2 2 4.1262 0.2308 1899.75 1898.4 1 56.25 1 K.TAAFLIPLLVWITTLPK.I 442 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_NT_lymphocytes_Ti_103.008538.008538.2 2 2.683 0.1751 972.53 973.16 2 83.33333 1 R.TVAVIGGISR.E 499 2 *
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NP_004809.2| gi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 23 [Homo sapiens] 6 11 12.9 820 95583 9.6 HsSD-NE_NT_lymphocytes_Ti_115.015329.015329.2 2 2.7785 0.1714 2271.71 2269.7 5 36.842106 1 K.LLAILEQGFDPPIIIFVNQK.K 655 2 *
1097 ENSG00000103507:ENSMUSG00000030802:ENSRNOG00000019485 BCKDK gi|5031609|ref|NP_005872.1| gi|5031609|ref|NP_005872.1| branched chain ketoacid dehydrogenase kinase [Homo sapiens] 2 6 9.2 412 46409 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.009804.009804 2 3.114 0.2981 2259.17 2256.5 1 42.5 1 K.TVTSFYNQSAIDAAAEKPSVR.L 49 2 *
1097 ENSG00000103507:ENSMUSG00000030802:ENSRNOG00000019485 BCKDK gi|5031609|ref|NP_005872.1| gi|5031609|ref|NP_005872.1| branched chain ketoacid dehydrogenase kinase [Homo sapiens] 2 6 9.2 412 46409 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.002654.00265 2 3.782 0.333 2049.07 2047.5 1 59.375 2 R.FPFIPMPLDYILPELLK.N 262 2 *
1097 ENSG00000103507:ENSMUSG00000030802:ENSRNOG00000019485 BCKDK gi|5031609|ref|NP_005872.1| gi|5031609|ref|NP_005872.1| branched chain ketoacid dehydrogenase kinase [Homo sapiens] 2 6 9.2 412 46409 8.8 HsSD-NE_NT_lymphocytes_Ti_106.003263.003263.2 2 3.3449 0.1361 2049.17 2047.5 1 53.125 1 R.FPFIPMPLDYILPELLK.N 262 2 *
1097 ENSG00000103507:ENSMUSG00000030802:ENSRNOG00000019485 BCKDK gi|5031609|ref|NP_005872.1| gi|5031609|ref|NP_005872.1| branched chain ketoacid dehydrogenase kinase [Homo sapiens] 2 6 9.2 412 46409 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.001761.0017 2 3.6153 0.239 2049.13 2047.5 1 50 2 R.FPFIPMPLDYILPELLK.N 262 2 *
1098 ENSG00000113163:ENSMUSG00000021669:ENSRNOG00000015686 COL4A3BP gi|14165452|ref|NP_112729.1| gi|14165452|ref|NP_112729.1|;gi|5031717|ref|NP_005704.1| alpha 3 type IV collagen binding protein isoform 2 [Homo sapiens] 4 7 11 598 68007 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011560.01156 2 3.924 0.4136 1988.83 1986.3 1 52.77778 1 K.ITYVANVNPGGWAPASVLR.A 551 2
1098 ENSG00000113163:ENSMUSG00000021669:ENSRNOG00000015686 COL4A3BP gi|14165452|ref|NP_112729.1| gi|14165452|ref|NP_112729.1|;gi|5031717|ref|NP_005704.1| alpha 3 type IV collagen binding protein isoform 2 [Homo sapiens] 4 7 11 598 68007 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.018362.0183 3 5.4996 0.3419 3457.64 3456.6 1 25 2 K.SHFGGPDYEEGPNSLINEEEFFDAVEAALDR.Q 302 2
1098 ENSG00000113163:ENSMUSG00000021669:ENSRNOG00000015686 COL4A3BP gi|14165452|ref|NP_112729.1| gi|14165452|ref|NP_112729.1|;gi|5031717|ref|NP_005704.1| alpha 3 type IV collagen binding protein isoform 2 [Homo sapiens] 4 7 11 598 68007 5.5 HsSD-NE_NT_lymphocytes_Ti_104.009096.009096.2 2 3.8446 0.3812 1888.51 1889 1 60.000004 2 K.YFDACADAVSKDELQR.D 181 2
1098 ENSG00000113163:ENSMUSG00000021669:ENSRNOG00000015686 COL4A3BP gi|14165452|ref|NP_112729.1| gi|14165452|ref|NP_112729.1|;gi|5031717|ref|NP_005704.1| alpha 3 type IV collagen binding protein isoform 2 [Homo sapiens] 4 7 11 598 68007 5.5 HsSD-NE_PHA_lymphocytes_PK_105.018095.018095 2 4.3133 0.3487 2801.47 2800.9 1 43.75 2 K.SHFGGPDYEEGPNSLINEEEFFDAV.E 302 1
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NP_068749.3| gi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapiens] 5 8 9.1 792 90632 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.012885.0128 2 4.3141 0.3923 2348.59 2346.6 1 56.81818 1 K.DVLQSASGQLPATAALNEVGIYK.L 749 2 *
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NP_068749.3| gi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapiens] 5 8 9.1 792 90632 5.4 HsNaOH-NE_NT_lymphocytes_Ti_112.017412.01741 2 2.4123 0.0952 2346.85 2344.7 6 34.210526 1 R.PASAPEIYSYLETLFCQLLK.L 257 2 *
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NP_068749.3| gi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapiens] 5 8 9.1 792 90632 5.4 HsSD-NE_PHA_lymphocytes_PK_105.019624.019624 2 3.3324 0.3482 2080.33 2081.3 1 56.25 3 L.ATDIPCLLYDDNLFCHL.V 385 0 *
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NP_068749.3| gi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapiens] 5 8 9.1 792 90632 5.4 HsSD-NE_NT_lymphocytes_Ti_110.003452.003452.3 3 3.4355 0.1408 3298.43 3295.7 2 24.038462 2 K.LATDIPCLLYDDNLFCHLVDEVLLFER.E 384 2 *
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NP_068749.3| gi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapiens] 5 8 9.1 792 90632 5.4 HsSD-NE_PHA_lymphocytes_PK_106.020170.020170 2 3.0238 0.2597 2452.29 2451.7 1 42.105263 1 L.EKLATDIPCLLYDDNLFCHL.V 382 0 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsSD-NE_PHA_lymphocytes_PK_109.010054.010054 2 2.9697 0.1684 2042.93 2043.2 2 50 1 Q.FLCSPRPEEPIEHVTAC.L 1598 0 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_NT_lymphocytes_PK_113.011465.0114 2 2.8628 0.1656 2055.25 2055.4 2 47.5 2 T.GFLRGGSGFLKSGGEMLKVGG.S 277 0 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.021221.0212 2 2.3318 0.1066 1816.81 1814.1 1 53.333336 1 R.ATFDEVLELMATGFLR.G 265 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.014795.0147 2 3.2312 0.2586 1836.43 1834.1 9 43.333332 1 R.NPTNDLLVLHLSDLIR.M 1282 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.012816.01281 3 3.808 0.1328 2103.44 2103.5 5 38.235294 1 K.LRNPTNDLLVLHLSDLIR.M 1280 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009936.00993 2 2.9412 0.2095 1887.45 1887.1 9 53.333336 1 R.SFVAHCPELLTEDVIR.K 620 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.016871.01687 2 3.9404 0.3068 1850.55 1848.2 1 66.66667 1 R.CVAVALPFQLTPFLDR.C 471 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011368.01136 2 3.0656 0.2943 1841.91 1839.2 1 50 1 R.ALSTPYIHSLAPIVVEK.L 1918 2 *
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NP_061897.1| gi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Homo sapiens] 8 12 5.6 2071 224300 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012946.0129 3 3.5177 0.2441 2104.13 2103.5 1 39.705883 3 K.LRNPTNDLLVLHLSDLIR.M 1280 2 *
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsSD-NE_PHA_lymphocytes_PK_110.015290.015290 2 3.4942 0.3413 2681.01 2682 1 45.652176 1 T.LFRPEQETSDPAAHALYPGQLVQL.M 698 0
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.009272.0092 2 4.2541 0.3634 2125.73 2123.3 1 47.058823 3 R.TIPGHEFLLQSDHETELR.A 407 2
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009657.00965 2 2.9416 0.13 1225.47 1224.4 6 66.66667 1 K.RPPLQSLQER.G 504 2
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008864.0088 2 4.2613 0.3739 2086.39 2086.2 1 60.526318 2 R.SDTGTPEPLDPQGSLSLSQR.T 279 2
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.009034.00903 2 2.7606 0.4174 2120.81 2123.3 1 47.058823 1 R.TIPGHEFLLQSDHETELR.A 407 2
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|NP_115885.2| gi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073 Rho GTPase activating protein 9 isoform 1 [Homo sapiens] 5 9 14.1 731 81150 8.2 HsSD-NE_NT_lymphocytes_Ti_112.014450.014450.3 3 3.5542 0.187 3437.51 3438.8 8 20.833332 1 R.AALALSESEQCLSQIQELIGSMPKPNHDTLR.Y 637 2
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_005479.1| gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 5 6 18.7 492 53818 4.7 HsNaOH-NE_NT_lymphocytes_Ti_107.017177.01717 2 3.3695 0.3172 1533.63 1533.8 1 75 2 K.VLNLIQSWADAFR.S 117 2 *
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_005479.1| gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 5 6 18.7 492 53818 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.010164.0101 2 2.5903 0.3069 2085.03 2083.3 3 38.095238 1 R.LPNLSSPSAEGPPGPPSGPAPR.K 457 2 *
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_005479.1| gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 5 6 18.7 492 53818 4.7 HsSD-NE_PHA_lymphocytes_PK_107.000420.000420 2 3.1273 0.2595 2687.27 2686 1 36.363636 1 Q.IANEQLTEELLIVNDNLNNVFLR.H 275 1 *
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_005479.1| gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 5 6 18.7 492 53818 4.7 HsSD-NE_NT_lymphocytes_Ti_103.018602.018602.3 3 3.267 0.1103 3073.07 3071.5 7 22.115383 1 R.VMSEMLTELVPTQAEPADLELLQELNR.T 233 2 *
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_005479.1| gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 5 6 18.7 492 53818 4.7 HsSD-NE_NT_lymphocytes_Ti_109.002621.002621.3 3 3.3943 0.2864 3481.91 3479 2 22.413794 1 R.VLELIPQIANEQLTEELLIVNDNLNNVFLR.H 268 2 *
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.008135.008135 2 4.2706 0.3784 1981.21 1982.2 1 66.66667 1 R.KLDQEMEQLNHHTTTR.T 520 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.008034.008034 2 4.4332 0.2625 1687.93 1688.8 1 83.33333 1 R.KRNEELKEVEEER.K 1026 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_PHA_lymphocytes_Ti_109.009754.009754 3 3.295 0.2817 1473.23 1473.8 6 50 1 K.RRDEMLGLVPMR.Q 725 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.013817.013817 2 3.1246 0.1047 2279.39 2281.5 1 41.666664 1 R.QQLEEQTVELSTEVQSLYR.E 885 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_PHA_lymphocytes_Ti_114.012006.012006 2 2.2064 0.1873 1730.97 1730 3 50 1 R.GRCSAGQKVLASLIIR.L 1199 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010869.0108 2 5.3197 0.4261 1905.57 1904 1 86.666664 2 K.LFDVCGSQDFESDLDR.L 629 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007462.0074 2 4.3329 0.3287 1982.45 1982.2 1 73.333336 2 R.KLDQEMEQLNHHTTTR.T 520 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.018428.0184 3 4.2738 0.2413 2037.74 2036.2 1 39.705883 1 R.DSLIQSLATQLELDGFER.G 368 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.017644.01764 2 4.2345 0.4398 2037.67 2036.2 1 58.823532 1 R.DSLIQSLATQLELDGFER.G 368 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_NT_lymphocytes_Ti_102.012233.012233.2 2 3.56 0.2714 1904.33 1904 1 66.66667 1 K.LFDVCGSQDFESDLDR.L 629 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_NT_lymphocytes_Ti_104.019799.019799.2 2 5.5999 0.488 2038.35 2036.2 1 73.52941 5 R.DSLIQSLATQLELDGFER.G 368 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_NT_lymphocytes_Ti_103.019645.019645.3 3 3.925 0.1665 2037.47 2036.2 2 36.764706 1 R.DSLIQSLATQLELDGFER.G 368 2
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NP_005723.2| gi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo sapiens] 9 20 9.8 1312 153892 6.9 HsSD-NE_NT_lymphocytes_Ti_103.016229.016229.3 3 6.4385 0.3296 2065.37 2065.3 1 57.352943 2 R.VFQTEAELQEVISDLQSK.L 687 2
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.008558.008558 2 3.1765 0.3581 1433.03 1432.7 2 58.333332 4 K.TVTSATIVYHLAR.Q 499 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.006610.006610 2 2.8549 0.2039 1493.07 1491.6 1 61.538464 1 R.GNTSGSHIVNHLVR.A 149 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.009176.009176 2 2.5884 0.0936 1382.17 1380.6 3 70 1 R.EKDFIILSCVR.A 833 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.010778.01077 2 5.3248 0.3324 1862.65 1863.2 1 61.764706 3 K.TVLQRPLSLIQGPPGTGK.T 481 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012244.01224 2 4.3055 0.3311 1950.71 1949.2 1 66.66667 2 R.YEDAYQYQNIFGPLVK.L 296 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014613.01461 2 3.1673 0.3529 1219.45 1219.5 1 80 2 R.NVFLLGFIPAK.A 190 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011105.0111 2 4.4396 0.2949 1864.27 1863.2 1 58.823532 1 K.TVLQRPLSLIQGPPGTGK.T 481 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsSD-NE_NT_lymphocytes_Ti_102.014596.014596.2 2 3.7992 0.2642 2589.27 2588.9 1 34.782608 1 R.SILIDESTQATEPECMVPVVLGAK.Q 632 2 *
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NP_002902.2| gi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1 [Homo sapiens] 7 16 9.6 1118 123036 6.7 HsSD-NE_NT_lymphocytes_Ti_111.011057.011057.2 2 3.0723 0.2396 1494.33 1491.6 1 69.230774 1 R.GNTSGSHIVNHLVR.A 149 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.007545.007545 1 2.5568 0.2948 1280.82 1280.4 1 61.11111 1 K.LVEHFCAEFK.T 240 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.008622.008622 2 2.519 0.1748 1282.85 1280.4 9 66.66667 2 K.LVEHFCAEFK.T 240 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008457.0084 2 3.0948 0.2118 1478.87 1476.6 1 73.07692 1 K.DISTTLNADEAVAR.G 361 2
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.011727.01172 2 2.817 0.2757 2497.41 2498.8 1 42.857143 1 R.RGPFELEAFYSDPQGVPYPEAK.I 437 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008477.00847 2 2.7696 0.308 1501.91 1502.7 1 67.85714 1 K.VEDVSAVEIVGGATR.I 332 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011109.01110 2 2.6377 0.1158 1595.73 1595.8 5 62.5 1 R.SQFEELCAELLQK.I 304 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011474.0114 2 3.3069 0.2152 2501.13 2498.8 2 38.095238 3 R.RGPFELEAFYSDPQGVPYPEAK.I 437 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsSD-NE_NT_lymphocytes_Ti_104.012581.012581.2 2 4.1395 0.2655 1595.49 1595.8 1 79.16667 1 R.SQFEELCAELLQK.I 304 2 *
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NP_006635.2| gi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens] 6 12 8.6 858 96865 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009798.009798.2 2 3.3085 0.2049 1502.19 1502.7 1 71.42857 1 K.VEDVSAVEIVGGATR.I 332 2 *
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1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsSD-NE_PHA_lymphocytes_PK_108.018773.018773 1 2.0964 0.1587 1328.81 1328.5 1 55 1 L.HWPELLFLEGS.E 1622 0 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011204.01120 3 4.4364 0.3277 2922.53 2923.2 1 31.52174 2 R.HLCTNTWIQSTNVPIDIEEERPIR.L 391 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012539.01253 2 3.1241 0.287 1726.79 1727 3 53.571426 2 R.EVGHNIYILALQLSR.H 2048 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008870.00887 2 3.7908 0.2066 1445.39 1444.6 2 85 2 R.FLQLLCENHNR.D 1876 2
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008880.00888 1 2.0803 0.3142 1444.53 1444.6 1 60.000004 1 R.FLQLLCENHNR.D 1876 2
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_PK_115.012131.0121 2 2.9656 0.1782 2004.47 2004.1 4 43.75 2 L.SVPEVLEEDRELDSTER.A 2437 1 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013792.01379 2 3.4672 0.1122 1739.99 1737.1 8 57.14286 2 R.ILISLRPQELVDVIK.K 2016 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010755.0107 2 3.8331 0.2748 1995.83 1993.2 1 52.941177 1 R.IQEEEAEGISSMLSLNNK.Q 2077 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011274.01127 2 2.5696 0.2493 2923.65 2923.2 6 34.782608 2 R.HLCTNTWIQSTNVPIDIEEERPIR.L 391 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013438.0134 3 3.5525 0.1768 2529.02 2527.7 1 32.608696 2 R.GDLPDPIGTGLDPDWSAIAATQCR.L 1704 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.009194.00919 3 4.7449 0.4117 2782.1 2783 1 36 2 K.VILNPVNAGQPLHASNYELSDNAGCK.E 183 2 *
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|NP_002215.2| gi|153945846|ref|NP_002215.2| "inositol 1,4,5-triphosphate receptor, type 3 [Homo sapiens] " 12 21 6.6 2671 304105 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007715.00771 2 3.4096 0.3054 1838.35 1839 6 56.666668 2 K.ERPTDEEGFLHPPGEK.S 1149 2 *
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.017630.0176 2 3.5645 0.3533 2158.45 2158.5 1 52.941177 2 R.FVFPFDYLPAEQLCIVAK.K 1835 2
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009440.00944 2 4.7973 0.3811 2355.63 2356.5 1 65.789474 2 R.FGSHCGIPEEYCVSGVNTWR.D 1636 2
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.010557.01055 2 3.0377 0.2727 1868.37 1866 1 60.714287 1 K.DSFSDPYAHICFLHR.S 1144 2
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012597.01259 2 4.3208 0.3054 1396.55 1396.7 1 81.818184 2 K.IPANQLAELWLK.L 669 2
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsSD-NE_PHA_lymphocytes_PK_106.021213.021213 2 2.9453 0.2474 1636.19 1635.9 6 57.692307 1 N.MTPSELMDEIISIR.V 251 1
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NP_579899.1| gi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1| myoferlin isoform b [Homo sapiens] 7 11 4.9 2048 233474 6.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1879.18 2 3.3228 0.1993 1211.4 1211.4 1 90 1 R.SLSQIHEAAVR.M 716 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsSD-NE_PHA_lymphocytes_PK_112.013484.013484 2 3.11 0.2698 1349.37 1349.7 1 77.27273 1 K.FGPHLVPILVEK.C 171 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.011350.01135 2 3.2866 0.2378 1348.89 1349.7 1 77.27273 1 K.FGPHLVPILVEK.C 171 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.008920.00892 3 4.3876 0.2522 3303.5 3301.6 1 26.923079 1 R.AQQLYYYKDEEDTKPQGCMYLPGCTIK.E 72 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsSD-NE_NT_lymphocytes_Ti_104.018705.018705.2 2 4.1822 0.3761 3178.93 3178.5 1 37.037037 2 R.DLPEPVVPWSQYEGFLLCGQLTNADEAK.A 241 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsSD-NE_NT_lymphocytes_Ti_111.013001.013001.2 2 3.885 0.1597 1349.79 1349.7 1 77.27273 1 K.FGPHLVPILVEK.C 171 2
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NP_001007232.1| gi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697 Rho GTPase activating protein 25 isoform a [Homo sapiens] 3 8 10.4 645 73435 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011468.0114 2 3.0305 0.1823 1349.75 1349.7 1 81.818184 2 K.FGPHLVPILVEK.C 171 2
1109 ENSG00000141569:ENSMUSG00000054517:ENSRNOG00000024145 TRIM65 gi|38679905|ref|NP_775818.2| gi|38679905|ref|NP_775818.2| tripartite motif-containing 65 [Homo sapiens] 4 7 15.3 517 57353 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.012708.012708 3 5.3096 0.4789 4339.76 4341 1 21.95122 4 R.LCGLLLEEGSHPGAPAKPVDLAPVEAPGPLAPVPSTVCPLRR.K 283 2 *
1109 ENSG00000141569:ENSMUSG00000054517:ENSRNOG00000024145 TRIM65 gi|38679905|ref|NP_775818.2| gi|38679905|ref|NP_775818.2| tripartite motif-containing 65 [Homo sapiens] 4 7 15.3 517 57353 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.006299.00629 2 2.3436 0.2028 1081.73 1080.2 1 83.33333 1 R.LGPHTDNIGR.G 409 2 *
1109 ENSG00000141569:ENSMUSG00000054517:ENSRNOG00000024145 TRIM65 gi|38679905|ref|NP_775818.2| gi|38679905|ref|NP_775818.2| tripartite motif-containing 65 [Homo sapiens] 4 7 15.3 517 57353 6.7 HsSD-NE_NT_lymphocytes_Ti_102.007272.007272.2 2 2.3375 0.1768 1415.75 1416.5 3 57.14286 1 R.DPGPDPGPGPDPAAR.C 80 2 *
1109 ENSG00000141569:ENSMUSG00000054517:ENSRNOG00000024145 TRIM65 gi|38679905|ref|NP_775818.2| gi|38679905|ref|NP_775818.2| tripartite motif-containing 65 [Homo sapiens] 4 7 15.3 517 57353 6.7 HsSD-NE_PHA_lymphocytes_PK_102.002824.002824 1 2.7072 0.2821 1475.82 1475.8 2 54.545456 1 L.FNQPLTPVFWLL.E 481 0 *
1110 ENSG00000135899:ENSMUSG00000079808:ENSRNOG00000033747 SP110 gi|17986252|ref|NP_004501.2| gi|17986252|ref|NP_004501.2|;gi|17986254|ref|NP_536349.1| SP110 nuclear body protein isoform b [Homo sapiens] 4 7 14.8 549 61941 9.6 HsSD-NE_PHA_lymphocytes_PK_112.017649.017649 1 2.7078 0.209 1568.02 1566.8 1 62.5 1 A.YAIHKPFPFFEGL.L 25 0
1110 ENSG00000135899:ENSMUSG00000079808:ENSRNOG00000033747 SP110 gi|17986252|ref|NP_004501.2| gi|17986252|ref|NP_004501.2|;gi|17986254|ref|NP_536349.1| SP110 nuclear body protein isoform b [Homo sapiens] 4 7 14.8 549 61941 9.6 HsSD-NE_PHA_lymphocytes_Ti_109.017394.017394 3 3.314 0.0885 2806.01 2806.3 1 26.041666 1 K.LGIAYAIHKPFPFFEGLLDNSIITK.R 21 2
1110 ENSG00000135899:ENSMUSG00000079808:ENSRNOG00000033747 SP110 gi|17986252|ref|NP_004501.2| gi|17986252|ref|NP_004501.2|;gi|17986254|ref|NP_536349.1| SP110 nuclear body protein isoform b [Homo sapiens] 4 7 14.8 549 61941 9.6 HsNaOH-NE_NT_lymphocytes_Ti_111.008949.00894 2 3.7692 0.1694 1636.55 1636.8 1 66.66667 2 R.RVTQGAASPGHGIQEK.L 373 2
1110 ENSG00000135899:ENSMUSG00000079808:ENSRNOG00000033747 SP110 gi|17986252|ref|NP_004501.2| gi|17986252|ref|NP_004501.2|;gi|17986254|ref|NP_536349.1| SP110 nuclear body protein isoform b [Homo sapiens] 4 7 14.8 549 61941 9.6 HsSD-NE_NT_lymphocytes_Ti_111.014256.014256.3 3 4.3381 0.3081 4174.52 4172.7 1 24.358974 3 R.DTPILLEAPTGLAEGSSLHTPLALPPPQPPQPSCSPCAPR.V 116 2
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.011715.011715 3 4.1682 0.0931 3168.29 3168.5 1 25 1 K.VQSVETVEGCTHEVALPAEEDYLPLKPR.V 101 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.015269.015269 2 3.5795 0.1105 2472.55 2470.9 8 35.714287 1 K.KSNVKPNSGELDPLYVVEVLLR.C 680 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.000137.000137 2 4.3911 0.3332 2448.41 2447.8 1 52.380955 3 K.GSADPLNSAFHLTYNMVLNLLR.V 554 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.022300.022300 3 3.5342 0.2923 2450.45 2447.8 1 35.714287 1 K.GSADPLNSAFHLTYNMVLNLLR.V 554 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007042.00704 2 2.7235 0.1036 1286.73 1286.5 1 83.33333 1 K.EIEEYIHKPK.Y 639 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_PK_106.010358.010358 2 3.1735 0.1729 1650.65 1650.9 4 70.83333 2 L.RVEEINPEYMLEK.S 575 1 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_NT_lymphocytes_Ti_104.008630.008630.3 3 3.6387 0.1665 2330.15 2329.5 3 32.142857 1 R.EAIQCVDNNQSVLVSAHTSAGK.T 146 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_NT_lymphocytes_Ti_109.015077.015077.2 2 2.5748 0.1361 1429.65 1427.7 5 77.27273 1 R.NFQPVIIFSFSK.K 385 2 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_PHA_lymphocytes_PK_105.020004.020004 2 2.9458 0.2071 2258.41 2256.5 7 39.473686 1 K.RFPDGIPLLDPIDDMGIQDQ.G 769 1 *
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NP_056175.2| gi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 2 [Homo sapiens] 10 13 14.2 1042 117761 6.7 HsSD-NE_NT_lymphocytes_Ti_111.016497.016497.2 2 3.8309 0.3197 2345.13 2342.7 1 50 1 K.SNVKPNSGELDPLYVVEVLLR.C 681 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsSD-NE_PHA_lymphocytes_Ti_108.020672.020672 3 4.481 0.2639 3062.69 3060.3 1 29 2 K.HFNDVVEFGENQEFTDDIEYLLSGLK.S 641 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsSD-NE_PHA_lymphocytes_Ti_107.020639.020639 2 4.509 0.4901 3061.19 3060.3 1 36 4 K.HFNDVVEFGENQEFTDDIEYLLSGLK.S 641 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsSD-NE_PHA_lymphocytes_Ti_111.011470.011470 3 3.656 0.2447 2708.75 2707 1 33.695652 1 R.HWNHPDSEELPGPPVVKPQSVTVR.L 559 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007085.00708 2 2.7184 0.1049 1341.49 1340.5 8 68.181816 1 K.RPESPSEISPIK.G 218 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.007103.0071 2 3.9167 0.1877 1956.55 1956.1 1 60.000004 1 K.LITSDKVENFHEEHEK.N 163 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsNaOH-NE_NT_lymphocytes_Ti_115.014168.01416 2 4.6821 0.4433 1980.75 1979.3 1 67.64706 4 R.IGGQVHAVQALVQLFLER.E 1026 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsSD-NE_NT_lymphocytes_Ti_115.010637.010637.2 2 3.17 0.1093 2709.33 2707 9 32.608696 1 R.HWNHPDSEELPGPPVVKPQSVTVR.L 559 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.014358.0143 2 2.7252 0.2436 1979.53 1979.3 1 47.058823 1 R.IGGQVHAVQALVQLFLER.E 1026 2 *
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NP_055860.1| gi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo sapiens] 8 17 9.7 1190 132945 5.4 HsSD-NE_NT_lymphocytes_Ti_102.016589.016589.2 2 4.6679 0.4035 2112.83 2114.4 1 57.894737 2 K.TGEQDGLIGTALNCVLQVPK.Y 951 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsSD-NE_PHA_lymphocytes_Ti_109.012638.012638 3 4.2269 0.3063 3951.17 3952.3 1 24.21875 2 K.TCLVCMASFCQEHLQPHFDSPAFQDHPLQPPVR.D 118 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.012075.01207 2 3.7561 0.3067 1876.91 1877.1 1 56.666668 1 K.SEIQTLKEEIEQSLTK.R 286 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019241.01924 2 3.0397 0.1903 2092.61 2091.3 1 47.058823 1 K.NTVLCNVVEQFLQADLAR.E 66 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsSD-NE_NT_lymphocytes_Ti_107.019485.019485.2 2 4.4702 0.2066 2090.31 2091.3 4 55.88235 1 K.NTVLCNVVEQFLQADLAR.E 66 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.015002.0150 2 2.9628 0.2362 2091.83 2091.3 1 47.058823 1 K.NTVLCNVVEQFLQADLAR.E 66 2 *
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NP_005073.2| gi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Homo sapiens] 4 9 13.7 630 70974 8.1 HsSD-NE_NT_lymphocytes_Ti_103.012748.012748.2 2 4.154 0.3422 1978.85 1979.1 1 61.11111 3 K.TCSPASLSQASADLEATLR.H 185 2 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsSD-NE_PHA_lymphocytes_PK_113.013832.013832 2 3.1456 0.2816 2155.31 2154.5 2 52.941177 2 K.KVIPCPPFYESDHPVRVL.D 227 1 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsSD-NE_PHA_lymphocytes_PK_107.019667.019667 2 3.5237 0.246 1745.61 1746.9 1 65.38461 1 L.ARQSDQINWESWLL.E 330 0 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsNaOH-NE_NT_lymphocytes_Ti_115.010786.01078 3 3.8856 0.2297 1775.69 1776.1 2 40.625 2 R.TPSIQPSLLPHAAPFAK.S 1021 2 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsSD-NE_NT_lymphocytes_Ti_104.018154.018154.2 2 5.2468 0.4514 2252.09 2252.6 1 61.904762 4 K.LGELLFPSSLAGETLGSFSGLR.V 1317 2 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsSD-NE_NT_lymphocytes_PK_107.019994.019994. 3 3.6253 0.1661 3789.98 3791.2 5 16.25 1 V.FGSPPTFGGSPGFGGVPAFGSAPAFTSPLGSTGGKVFGEGT.A 1976 0 *
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NP_005076.3| gi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapiens] 6 11 6.4 2090 213618 7.5 HsSD-NE_NT_lymphocytes_Ti_115.010222.010222.3 3 4.9511 0.3921 2079.95 2079.3 1 41.666664 1 K.HGAPSPSHPISAPQAAAAAALR.R 1077 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsSD-NE_PHA_lymphocytes_PK_108.016196.016196 2 3.7917 0.2645 2358.95 2358.7 3 39.473686 1 K.RQIWQDNQALFGDEVSPLLK.Q 147 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsSD-NE_PHA_lymphocytes_Ti_107.020713.020713 3 4.4247 0.1814 3194.12 3191.7 1 29.464287 2 K.KGQEQVLGDLSMILCDPFAINTLALSTVR.H 292 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.017134.017134 2 2.6945 0.1933 2341.49 2338.6 1 32.5 1 K.ESALFSTELSVLHNFFSPSPK.T 173 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsSD-NE_PHA_lymphocytes_Ti_106.020901.020901 2 3.3796 0.3319 3193.31 3191.7 1 30.357143 1 K.KGQEQVLGDLSMILCDPFAINTLALSTVR.H 292 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.017193.0171 3 3.7865 0.21 3294.38 3293.7 2 25 1 K.AIEQFQTENGVLLPSLQSALPFLDLHGTPR.L 29 2 *
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NP_056271.2| gi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapiens] 6 8 18.6 580 65697 6.1 HsSD-NE_NT_lymphocytes_Ti_115.010280.010280.2 2 3.1347 0.2075 999.91 999.25 4 85.71429 2 R.LLIHLHPR.V 507 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.012499.012499 3 4.2142 0.3931 3520.31 3518 1 27.419355 1 R.KTLSGFSSTSVLPHTGYIYHSDIVQSLPPDLR.R 257 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.015700.0157 2 2.6206 0.2528 1908.97 1906.3 2 41.666664 1 R.MSFIAPNLSIIIGASTAAK.I 212 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.016251.01625 2 3.4393 0.3355 1879.39 1877.1 3 50 1 R.FPELESLVPNALDYIR.T 122 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsSD-NE_NT_lymphocytes_Ti_104.017378.017378.2 2 3.7147 0.3397 1878.69 1877.1 1 63.333332 1 R.FPELESLVPNALDYIR.T 122 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsSD-NE_NT_lymphocytes_Ti_102.014691.014691.2 2 3.9262 0.1638 2605.71 2603.9 2 38 2 R.SSGTASSVAFTPLQGLEIVNPQAAEK.K 445 2 *
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NP_056444.2| gi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 homolog [Homo sapiens] 4 7 18.6 499 55442 5.8 HsSD-NE_NT_lymphocytes_Ti_113.012132.012132.3 3 3.9027 0.3122 3516.77 3518 1 28.225807 1 R.KTLSGFSSTSVLPHTGYIYHSDIVQSLPPDLR.R 257 2 *
1117 ENSG00000198721:ENSMUSG00000021416:ENSRNOG00000022621 PECI gi|45643119|ref|NP_006108.2| gi|45643119|ref|NP_006108.2|;gi|45643121|ref|NP_996667.1| "peroxisomal D3,D2-enoyl-CoA isomerase isoform 1 [Homo sapien 4 4 19.8 364 40183 8.8 HsSD-NE_PHA_lymphocytes_PK_107.015175.015175 2 3.143 0.2421 1162.29 1161.4 1 83.33333 1 C.FIDFPKPLIA.V 201 0
1117 ENSG00000198721:ENSMUSG00000021416:ENSRNOG00000022621 PECI gi|45643119|ref|NP_006108.2| gi|45643119|ref|NP_006108.2|;gi|45643121|ref|NP_996667.1| "peroxisomal D3,D2-enoyl-CoA isomerase isoform 1 [Homo sapien 4 4 19.8 364 40183 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.006983.006983 2 2.6587 0.0885 1710.87 1710.9 1 50 1 K.LHAVNAEECNVLQGR.W 330 2
1117 ENSG00000198721:ENSMUSG00000021416:ENSRNOG00000022621 PECI gi|45643119|ref|NP_006108.2| gi|45643119|ref|NP_006108.2|;gi|45643121|ref|NP_996667.1| "peroxisomal D3,D2-enoyl-CoA isomerase isoform 1 [Homo sapien 4 4 19.8 364 40183 8.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010913.01091 2 2.8161 0.4792 2684.45 2684.9 1 39.130436 1 R.ATFHTPFSHLGQSPEGCSSYTFPK.I 236 2
1117 ENSG00000198721:ENSMUSG00000021416:ENSRNOG00000022621 PECI gi|45643119|ref|NP_006108.2| gi|45643119|ref|NP_006108.2|;gi|45643121|ref|NP_996667.1| "peroxisomal D3,D2-enoyl-CoA isomerase isoform 1 [Homo sapien 4 4 19.8 364 40183 8.8 HsSD-NE_NT_lymphocytes_Ti_102.014127.014127.2 2 3.3116 0.2994 2472.07 2470.7 1 38.636364 1 K.LTAGEACAQGLVTEVFPDSTFQK.E 276 2
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsSD-NE_PHA_lymphocytes_Ti_110.019993.019993 3 4.2248 0.397 3243.8 3243.7 4 23.214285 1 R.LQRPLPEDLAEALASGVILCQLANQLRPR.S 552 2 *
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009808.0098 2 4.1409 0.3608 1585.55 1584.7 1 80.769226 3 R.SYDLSDITQADLSR.N 64 2 *
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.010899.01089 2 3.1564 0.222 1477.49 1475.8 1 65.38461 1 R.SVPFIHVPSPAVPK.L 581 2 *
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsSD-NE_NT_lymphocytes_Ti_102.015900.015900.2 2 2.3785 0.0822 2531.99 2533.8 2 36.363636 1 R.QLDVSSNELQSLPSELCGLSSLR.D 163 2 *
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsSD-NE_NT_lymphocytes_Ti_102.010848.010848.2 2 3.0423 0.1952 1583.29 1584.7 1 69.230774 1 R.SYDLSDITQADLSR.N 64 2 *
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NP_002310.2| gi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin homology (CH) domain containin 5 9 15.7 683 73450 8.2 HsSD-NE_NT_lymphocytes_Ti_112.014011.014011.3 3 5.1372 0.2619 3176.36 3174.5 1 33.653847 2 R.NRFPEVPEAACQLVSLEGLSLYHNCLR.C 78 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_PHA_lymphocytes_PK_108.018905.018905 2 3.0913 0.3147 1945.73 1944.2 1 59.375 1 L.AVFVTPLTDLRSDFSKF.Q 434 0 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_PHA_lymphocytes_Ti_106.017839.017839 2 3.4394 0.3775 1620.77 1618.8 1 80.769226 1 R.LNLVEAFVEDAELR.Q 360 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.018323.01832 2 2.7976 0.2195 1572.85 1571.9 3 57.692307 2 K.LLLAVFVTPLTDLR.S 431 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_NT_lymphocytes_Ti_102.016025.016025.2 2 5.58 0.4459 2479.81 2478.8 1 63.04348 4 R.ALNLFQGSVEDTTGSQSLAALLNK.C 309 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_NT_lymphocytes_Ti_111.013382.013382.2 2 3.4149 0.192 2219.91 2218.5 1 42.105263 1 K.KGVCDQSFGIHVAELANFPK.H 819 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_NT_lymphocytes_Ti_107.020442.020442.2 2 2.7943 0.2891 2834.99 2833.2 2 31.25 1 K.LGLCEFPDNDQFSNLEALLIQIGPK.E 173 2 *
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_000242.1| gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 7 12 11 934 104743 5.8 HsSD-NE_NT_lymphocytes_Ti_103.015695.015695.3 3 5.2266 0.3048 2479.55 2478.8 2 35.869564 2 R.ALNLFQGSVEDTTGSQSLAALLNK.C 309 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_PHA_lymphocytes_Ti_109.006910.006910 2 2.1689 0.1019 1191.01 1191.4 7 65 1 R.RHPTGTTPPVK.K 429 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_PHA_lymphocytes_Ti_102.008447.008447 2 2.8466 0.2881 1816.87 1816 1 53.333336 1 K.FRLDNTLGGTSEVIHR.K 651 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_PHA_lymphocytes_PK_109.018871.01887 2 2.8489 0.2528 1381.21 1381.7 1 72.72727 1 L.VSPFLGKFPELF.N 504 0
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017610.0176 2 4.0062 0.3823 2655.55 2652.9 1 41.304348 1 K.NQEDLLSEFGQFLPDANSSVLLSK.T 368 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_NT_lymphocytes_Ti_104.015435.015435.2 2 4.4538 0.3649 1582.15 1581.7 1 83.33333 2 K.SLLNEIESIYDER.Q 748 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_NT_lymphocytes_Ti_102.011451.011451.2 2 3.8912 0.32 2269.91 2268.4 1 45 2 K.EAGGNYTPALTEQEVYAQVAR.L 344 2 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_PHA_lymphocytes_PK_105.009386.009386 2 2.7978 0.249 1328.19 1328.4 3 75 1 L.QHIVSDEICVQ.V 1009 0 *
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NP_056292.1| gi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A [Homo sapiens] 7 13 8.5 1273 145175 7.3 HsSD-NE_PHA_lymphocytes_PK_105.018188.018188 2 3.8842 0.3676 1580.99 1581.7 1 83.33333 4 K.SLLNEIESIYDER.Q 748 2 *
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|NP_000433.3| gi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion molecule (CD31 antigen) [Homo s 3 5 6.5 738 82536 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010919.0109 2 5.0652 0.4401 2568.45 2565.8 1 54.347824 1 K.VVESGEDIVLQCAVNEGSGPITYK.F 512 2 *
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|NP_000433.3| gi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion molecule (CD31 antigen) [Homo s 3 5 6.5 738 82536 7 HsNaOH-NE_NT_lymphocytes_Ti_104.013602.01360 2 3.7705 0.2445 1981.15 1979.2 1 56.666668 1 R.DQNFVILEFPVEEQDR.V 185 2 *
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|NP_000433.3| gi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion molecule (CD31 antigen) [Homo s 3 5 6.5 738 82536 7 HsSD-NE_NT_lymphocytes_Ti_103.014773.014773.2 2 3.3091 0.1662 1979.45 1979.2 1 53.333336 1 R.DQNFVILEFPVEEQDR.V 185 2 *
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|NP_000433.3| gi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion molecule (CD31 antigen) [Homo s 3 5 6.5 738 82536 7 HsSD-NE_NT_lymphocytes_Ti_102.012257.012257.2 2 3.8129 0.2857 2566.25 2565.8 7 30.434782 1 K.VVESGEDIVLQCAVNEGSGPITYK.F 512 2 *
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|NP_000433.3| gi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion molecule (CD31 antigen) [Homo s 3 5 6.5 738 82536 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1723.172 1 1.9498 0.1637 946.48 947.03 1 78.57143 1 R.IYDSGTYK.C 101 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_PHA_lymphocytes_Ti_115.012169.012169 3 6.0414 0.4208 2991.95 2990.5 1 29 6 R.KPFPLVKPLPGEEPLFTIPHTQEAFR.T 8 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012612.01261 2 3.0393 0.3866 2662.81 2659.8 1 40.476192 1 R.DEAEDYYDVITHPMDFQTVQNK.C 1371 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.009974.00997 2 4.4041 0.4634 1841.93 1840 1 62.5 3 K.APPVDDAEVDELVLQTK.R 1319 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.016919.01691 2 2.7432 0.1518 1846.03 1844.1 2 46.42857 1 R.YWLFSDEVPGLFIEK.G 912 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_NT_lymphocytes_Ti_114.011036.011036.2 2 3.3951 0.3445 1621.85 1622.9 1 75 2 K.RYQDIIHSIHLAR.K 1024 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_NT_lymphocytes_Ti_105.017247.017247.2 2 3.9845 0.3886 2883.11 2884.1 1 43.18182 3 K.EAWEEEQEVAELLKEEFPAWYEK.L 64 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.012352.0123 3 4.8847 0.3891 3560.87 3562.9 2 25 1 K.AFHLFCLRPALYEVPDGEWQCPACQPATAR.R 1208 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_NT_lymphocytes_Ti_106.016792.016792.2 2 2.5024 0.0931 1845.77 1844.1 2 42.857143 1 R.YWLFSDEVPGLFIEK.G 912 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_NT_lymphocytes_Ti_110.011012.011012.2 2 2.6823 0.1778 1467.63 1466.7 1 77.27273 1 R.YQDIIHSIHLAR.K 1025 2 *
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NP_115784.1| gi|14670392|ref|NP_115784.1| "bromodomain adjacent to zinc finger domain, 1B [Homo sapiens] " 8 20 9.8 1483 170902 8.5 HsSD-NE_NT_lymphocytes_Ti_103.011556.011556.2 2 2.5322 0.2825 1838.35 1840 1 53.125 1 K.APPVDDAEVDELVLQTK.R 1319 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsSD-NE_PHA_lymphocytes_Ti_108.007670.007670 2 2.196 0.1564 1366.97 1368.6 1 60.000004 1 K.RTQQMLHGLQR.A 559 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsSD-NE_PHA_lymphocytes_Ti_103.013167.013167 2 2.9587 0.2593 2147.91 2147.4 4 38.88889 1 K.AHVFECNLESSVESIISPK.V 30 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009124.00912 2 3.1596 0.2662 1729.89 1731 1 60.714287 1 K.MAFRPGVVDLPEENR.E 87 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016803.01680 3 3.9974 0.1092 4365.8 4364.7 1 23.648647 1 R.EAAYNAITLPEEFHDFDQPLPDLDDIDVAQQFSLNQSR.V 102 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017060.0170 3 4.247 0.2993 4364.24 4364.7 1 23.648647 2 R.EAAYNAITLPEEFHDFDQPLPDLDDIDVAQQFSLNQSR.V 102 2 *
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_006256.1| gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 4 8 13.2 631 71690 4.7 HsSD-NE_NT_lymphocytes_Ti_104.018226.018226.3 3 5.3729 0.3955 4365.68 4364.7 1 29.054054 2 R.EAAYNAITLPEEFHDFDQPLPDLDDIDVAQQFSLNQSR.V 102 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007502.00750 2 3.7096 0.3024 1604.45 1603.7 1 79.16667 2 K.IEDGEDLKHDFER.L 371 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009440.0094 2 5.0027 0.5018 2402.31 2399.4 1 61.904762 1 R.GSDEENLDSETSASTESLLEER.A 1991 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007343.00734 3 6.3537 0.4236 4099.34 4100.2 1 29.268291 2 R.AGAEEGGQGQAAGGQQVAEQGPEPAEDGGHLASEPEVQPSDR.S 1067 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.019695.0196 2 4.4943 0.3629 2167.35 2167.5 1 55.263157 2 R.EEGLEVGPPEVLDTLSQLLK.V 424 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012863.01286 3 3.9237 0.2223 2922.95 2922.3 1 27.000002 1 K.KPTGLFYLLDEESNFPHATSQTLLAK.F 585 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_NT_lymphocytes_Ti_114.018053.01805 2 6.306 0.479 2140.39 2139.4 1 76.47059 3 K.DTNLVLNLFQSLLDEFTR.G 1584 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.018866.01886 2 2.8888 0.1285 2167.49 2167.5 2 42.105263 1 R.EEGLEVGPPEVLDTLSQLLK.V 424 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_113.018682.018682.2 2 3.8791 0.3946 2139.89 2139.4 1 58.823532 2 K.DTNLVLNLFQSLLDEFTR.G 1584 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_102.007804.007804.2 2 3.1272 0.3117 1537.73 1535.7 1 60.714287 1 R.VNQCIVISGESGSGK.T 231 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_109.015683.015683.3 3 4.7242 0.3435 3515.15 3513.9 1 26.666668 2 R.AVELPEKQEQLAAIYAVLEHLPEANHNSLER.L 1794 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_112.013910.013910.2 2 2.3352 0.1927 2921.35 2922.3 1 30.000002 1 K.KPTGLFYLLDEESNFPHATSQTLLAK.F 585 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_104.018370.018370.2 2 3.843 0.4559 2028.89 2028.3 1 71.875 5 R.ELPEPLMTFAQYGDFLR.A 1777 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_NT_lymphocytes_Ti_112.013900.013900.3 3 6.025 0.3943 2922.5 2922.3 1 37 2 K.KPTGLFYLLDEESNFPHATSQTLLAK.F 585 2 *
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NP_004136.2| gi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 11 26 9.6 2157 243398 8.8 HsSD-NE_PHA_lymphocytes_PK_105.014963.014963 2 3.1153 0.199 1983.65 1983.2 4 41.666664 1 R.ATGREEGLEVGPPEVLDTL.S 420 1 *
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NP_859071.2| gi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_00102076 Rho GTPase activating protein 30 isoform 2 [Homo sapiens] 5 8 9.7 890 95528 5.1 HsSD-NE_PHA_lymphocytes_PK_111.016537.016537 2 3.1765 0.3362 2289.03 2291.7 2 37.5 2 R.ASGSPEDLMPRPLPYHLPSIL.Q 237 1
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NP_859071.2| gi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_00102076 Rho GTPase activating protein 30 isoform 2 [Homo sapiens] 5 8 9.7 890 95528 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.012000.012000 2 2.2878 0.2036 1996.27 1994.1 4 50 1 K.SCAEFVEEYGVVDGIYR.L 39 2
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NP_859071.2| gi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_00102076 Rho GTPase activating protein 30 isoform 2 [Homo sapiens] 5 8 9.7 890 95528 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.010048.01004 2 3.8051 0.3985 2549.61 2549.8 1 57.14286 3 R.VFGCDLQEHLQHSGQEVPQVLK.S 17 2
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NP_859071.2| gi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_00102076 Rho GTPase activating protein 30 isoform 2 [Homo sapiens] 5 8 9.7 890 95528 5.1 HsSD-NE_NT_lymphocytes_Ti_115.009556.009556.2 2 2.1314 0.1582 1542.43 1542.8 1 50 1 K.IHVAPANPCPRPGR.L 746 2
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NP_859071.2| gi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_00102076 Rho GTPase activating protein 30 isoform 2 [Homo sapiens] 5 8 9.7 890 95528 5.1 HsSD-NE_PHA_lymphocytes_PK_105.009341.00934 2 2.6156 0.1666 1249.49 1248.3 1 77.27273 1 A.ALSGGEVESGWR.S 219 1
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1126 ENSG00000007541:ENSMUSG00000025728:ENSRNOG00000020140 PIGQ gi|22538450|ref|NP_004195.2| gi|22538450|ref|NP_004195.2| "phosphatidylinositol glycan anchor biosynthesis, class Q isoform 2 3 6 7.1 581 65344 9 HsSD-NE_PHA_lymphocytes_PK_113.016209.016209 2 2.6793 0.194 1509.63 1509.9 6 58.333332 1 L.AVLHFPFIPIQVK.Q 34 1
1126 ENSG00000007541:ENSMUSG00000025728:ENSRNOG00000020140 PIGQ gi|22538450|ref|NP_004195.2| gi|22538450|ref|NP_004195.2| "phosphatidylinositol glycan anchor biosynthesis, class Q isoform 2 3 6 7.1 581 65344 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.014242.0142 2 2.7915 0.2506 1901.05 1899.2 1 43.333332 1 R.FLESLGAVFPHEPWLR.L 80 2
1126 ENSG00000007541:ENSMUSG00000025728:ENSRNOG00000020140 PIGQ gi|22538450|ref|NP_004195.2| gi|22538450|ref|NP_004195.2| "phosphatidylinositol glycan anchor biosynthesis, class Q isoform 2 3 6 7.1 581 65344 9 HsNaOH-NE_NT_lymphocytes_Ti_112.013199.01319 2 3.4565 0.3147 1535.45 1535.9 1 86.36364 2 R.KLFLGELIYPWR.Q 563 2 *
1126 ENSG00000007541:ENSMUSG00000025728:ENSRNOG00000020140 PIGQ gi|22538450|ref|NP_004195.2| gi|22538450|ref|NP_004195.2| "phosphatidylinositol glycan anchor biosynthesis, class Q isoform 2 3 6 7.1 581 65344 9 HsSD-NE_NT_lymphocytes_Ti_110.016015.016015.2 2 2.9093 0.3367 1899.75 1899.2 2 46.666668 2 R.FLESLGAVFPHEPWLR.L 80 2
1127 ENSG00000215305:ENSMUSG00000027411:ENSRNOG00000021222 VPS16 gi|17978479|ref|NP_072097.2| gi|17978479|ref|NP_072097.2| vacuolar protein sorting 16 isoform 1 [Homo sapiens] 3 8 8.5 839 94694 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.010744.0107 3 4.2314 0.2448 3182.24 3181.4 2 26 1 K.HQELETLKDLYNQDDNHQELGSFHIR.A 610 2
1127 ENSG00000215305:ENSMUSG00000027411:ENSRNOG00000021222 VPS16 gi|17978479|ref|NP_072097.2| gi|17978479|ref|NP_072097.2| vacuolar protein sorting 16 isoform 1 [Homo sapiens] 3 8 8.5 839 94694 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009837.00983 2 4.2581 0.495 2071.73 2072.3 1 58.823532 3 R.STHEFLHEVPAASEEIFK.I 322 2 *
1127 ENSG00000215305:ENSMUSG00000027411:ENSRNOG00000021222 VPS16 gi|17978479|ref|NP_072097.2| gi|17978479|ref|NP_072097.2| vacuolar protein sorting 16 isoform 1 [Homo sapiens] 3 8 8.5 839 94694 6.8 HsSD-NE_NT_lymphocytes_Ti_108.011485.011485.3 3 6.6997 0.4154 3182.78 3181.4 1 37 2 K.HQELETLKDLYNQDDNHQELGSFHIR.A 610 2
1127 ENSG00000215305:ENSMUSG00000027411:ENSRNOG00000021222 VPS16 gi|17978479|ref|NP_072097.2| gi|17978479|ref|NP_072097.2| vacuolar protein sorting 16 isoform 1 [Homo sapiens] 3 8 8.5 839 94694 6.8 HsSD-NE_PHA_lymphocytes_PK_105.021287.021287 2 2.9765 0.3124 2964.59 2963.3 2 30.769232 2 M.VVGDAPESIQFVLDEDSYLVPELDGVR.I 291 1 *
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|NP_057736.4| gi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo sapiens] 4 8 5.1 848 100452 8 HsSD-NE_PHA_lymphocytes_Ti_101.010552.010552 2 2.8701 0.3312 1781.63 1782.1 1 53.333336 1 K.NKAPAEVQITAEQLLR.E 181 2 *
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|NP_057736.4| gi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo sapiens] 4 8 5.1 848 100452 8 HsNaOH-NE_NT_lymphocytes_Ti_108.011915.01191 2 4.4606 0.4741 1784.93 1782.9 1 76.92308 1 K.ANPHNYDAWFDYLR.L 486 2 *
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|NP_057736.4| gi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo sapiens] 4 8 5.1 848 100452 8 HsSD-NE_PHA_lymphocytes_PK_105.017834.017834 2 4.6403 0.3016 1492.79 1492.7 1 91.66667 2 K.FAELETILGDIDR.A 646 2 *
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|NP_057736.4| gi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo sapiens] 4 8 5.1 848 100452 8 HsSD-NE_NT_lymphocytes_Ti_103.015438.015438.2 2 4.0851 0.2896 1493.41 1492.7 1 87.5 3 K.FAELETILGDIDR.A 646 2 *
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|NP_057736.4| gi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo sapiens] 4 8 5.1 848 100452 8 HsSD-NE_PHA_lymphocytes_PK_105.017828.017828 1 2.5008 0.2358 1492.63 1492.7 6 54.166668 1 K.FAELETILGDIDR.A 646 2 *
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_PHA_lymphocytes_Ti_112.010660.010660 2 3.1537 0.1847 1451.63 1451.8 7 66.66667 1 K.KGPPVAPKPAWFR.Q 781 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_PHA_lymphocytes_Ti_113.010483.010483 3 3.718 0.2391 1451.96 1451.8 5 47.916664 3 K.KGPPVAPKPAWFR.Q 781 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.006428.006428 2 2.1812 0.084 1409.67 1408.6 8 58.333332 1 K.GSLHGDKPLTINR.I 1253 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.009858.009858 2 2.7458 0.1239 1502.39 1500.8 1 65.38461 1 K.LYSISSQVSSAVMK.S 987 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007668.0076 2 3.9016 0.2065 1600.17 1600.8 1 57.14286 2 R.LLSTQAEESQGPVLK.M 944 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.011567.01156 2 4.2066 0.3455 2135.95 2133.4 1 50 1 K.SLLCLPSSISCAQTPCIPK.E 1001 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010756.0107 2 4.2855 0.3947 1838.47 1836 1 58.333332 2 K.EEGAGLGFSLAGGADLENK.V 1119 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.008933.00893 1 1.8547 0.1111 948.48 949.06 9 64.28571 1 R.EHLGSHIR.A 824 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.014614.01461 2 4.0756 0.3228 2948.67 2946.2 4 33.92857 1 K.GAASEQSETVQPGDEILQLGGTAMQGLTR.F 1269 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009158.0091 1 2.0405 0.3742 948.46 949.06 1 71.42857 1 R.EHLGSHIR.A 824 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_NT_lymphocytes_Ti_104.012228.012228.3 3 5.5053 0.4398 4029.05 4027.3 1 21.527777 1 R.EYTEGLTEAKEDDDGDHSSLQSGQSVISLLSSEELKK.L 1056 2
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|NP_757366.2| gi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3interleukin 16 isoform 2 [Homo sapiens] 10 16 12.5 1332 141752 8.1 HsSD-NE_NT_lymphocytes_Ti_111.010293.010293.1 1 2.3716 0.2703 948.62 949.06 4 71.42857 1 R.EHLGSHIR.A 824 2
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_064703.1| gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 3 5 5.7 526 59634 10.7 HsSD-NE_PHA_lymphocytes_PK_111.013812.013812 2 2.7491 0.1651 1080.47 1080.4 5 83.33333 1 A.GILLRLPQVA.M 94 0
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_064703.1| gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 3 5 5.7 526 59634 10.7 HsNaOH-NE_NT_lymphocytes_Ti_112.011285.01128 2 2.0952 0.1964 1669.43 1669 1 42.857143 1 R.LPQVAMATGQVLFHR.F 99 2 *
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_064703.1| gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 3 5 5.7 526 59634 10.7 HsNaOH-NE_NT_lymphocytes_Ti_108.018521.01852 2 4.112 0.2294 1643.37 1641 1 78.57143 1 R.ILGCELIQAAGILLR.L 84 2 *
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_064703.1| gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 3 5 5.7 526 59634 10.7 HsSD-NE_NT_lymphocytes_Ti_112.015338.015338.2 2 3.0254 0.2051 1640.81 1641 6 53.571426 1 R.ILGCELIQAAGILLR.L 84 2 *
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_064703.1| gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 3 5 5.7 526 59634 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.018080.0180 2 3.6972 0.1189 1642.49 1641 1 64.28571 1 R.ILGCELIQAAGILLR.L 84 2 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsSD-NE_PHA_lymphocytes_PK_113.020401.02040 2 3.0012 0.1806 2461.05 2459.8 2 42.5 1 A.SVDKGEELVSPEDLLEWLRPF.C 2075 0 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsSD-NE_PHA_lymphocytes_PK_113.020061.02006 2 4.8407 0.3506 2374.39 2372.7 1 63.15789 11 S.VDKGEELVSPEDLLEWLRPF.C 2076 0 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsSD-NE_PHA_lymphocytes_PK_109.019770.019770 2 4.0202 0.3764 1847.65 1845.2 1 70 1 Y.IWYSPAPFLLPDGLVR.L 67 1 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.017325.0173 2 4.2947 0.3972 2832.71 2830.2 1 40 1 K.LTDENMSPLEALEPVLSSQNILSISK.L 1803 2 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsNaOH-NE_NT_lymphocytes_Ti_110.009218.00921 2 3.3856 0.2011 1452.51 1450.7 1 75 1 R.IVDHLLASLQQGR.W 2312 2 *
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NP_056993.2| gi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [Homo sapiens] 6 16 4.2 2371 268569 6 HsSD-NE_NT_lymphocytes_Ti_103.016007.016007.2 2 3.1129 0.2803 2692.95 2693 1 34.090908 1 R.MVVEPNLQDESEFLYAAQPELLR.F 809 2 *
1132 ENSG00000055332:ENSMUSG00000024079:NA EIF2AK2 gi|4506103|ref|NP_002750.1| gi|4506103|ref|NP_002750.1| eukaryotic translation initiation factor 2-alpha kinase 2 [Homo sapie 4 6 8.9 551 62094 8.4 HsSD-NE_PHA_lymphocytes_Ti_103.013118.013118 2 2.1377 0.1857 1195.45 1196.4 4 72.22222 1 R.FTFQVIIDGR.E 41 2 *
1132 ENSG00000055332:ENSMUSG00000024079:NA EIF2AK2 gi|4506103|ref|NP_002750.1| gi|4506103|ref|NP_002750.1| eukaryotic translation initiation factor 2-alpha kinase 2 [Homo sapie 4 6 8.9 551 62094 8.4 HsSD-NE_PHA_lymphocytes_PK_108.011511.01151 3 4.2218 0.285 1407.83 1407.6 1 63.636364 2 L.RDGIISDIFDKK.E 499 1 *
1132 ENSG00000055332:ENSMUSG00000024079:NA EIF2AK2 gi|4506103|ref|NP_002750.1| gi|4506103|ref|NP_002750.1| eukaryotic translation initiation factor 2-alpha kinase 2 [Homo sapie 4 6 8.9 551 62094 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.015874.0158 2 3.4884 0.2963 1405.99 1404.7 1 86.36364 2 K.VLALELFEQITK.G 389 2 *
1132 ENSG00000055332:ENSMUSG00000024079:NA EIF2AK2 gi|4506103|ref|NP_002750.1| gi|4506103|ref|NP_002750.1| eukaryotic translation initiation factor 2-alpha kinase 2 [Homo sapie 4 6 8.9 551 62094 8.4 HsSD-NE_NT_lymphocytes_Ti_104.013589.013589.1 1 3.4267 0.326 1582.49 1581.8 2 57.14286 1 K.EIELIGSGGFGQVFK.A 269 2 *
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.007930.007930 2 3.6301 0.3887 1810.31 1808 1 60.000004 1 R.GAIQFVTQYQHSSGQR.R 477 2 *
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.000765.000765 2 2.9321 0.28 2949.93 2949.3 2 32.692307 1 R.NWADAQTQIQNIAASFDQEAAAILMAR.L 502 2 *
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsSD-NE_PHA_lymphocytes_PK_107.015922.015922 2 2.659 0.1829 1145.11 1145.4 2 83.33333 1 S.SILADRILLM.D 641 0
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010264.01026 2 3.6999 0.4632 1942.83 1943.2 1 62.5 2 R.HLLQAPVDDAQEILHSR.F 683 2 *
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.016250.0162 2 4.022 0.1566 1633.55 1631.9 1 76.92308 2 K.IDMNLTDLLGELQR.D 236 2
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.016216.01621 2 3.152 0.1503 1631.75 1631.9 1 61.538464 1 K.IDMNLTDLLGELQR.D 236 2
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010202.01020 3 5.1711 0.3556 1943.39 1943.2 1 51.5625 1 R.HLLQAPVDDAQEILHSR.F 683 2 *
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NP_006355.2| gi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo sapiens] 6 10 11 765 86161 7.1 HsSD-NE_NT_lymphocytes_Ti_107.001794.001794.2 2 2.1847 0.1701 2951.81 2949.3 1 28.846153 1 R.NWADAQTQIQNIAASFDQEAAAILMAR.L 502 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsSD-NE_PHA_lymphocytes_Ti_108.014806.014806 2 3.0734 0.292 1656.71 1655 1 60.714287 1 R.NFLVFQGAVESIAMK.N 132 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.009574.009574 2 2.5045 0.1332 1690.83 1690.8 1 64.28571 1 R.AFVSMVYSEEGAEDR.T 78 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.018088.01808 2 3.6359 0.332 1526.67 1524.8 1 69.230774 2 K.SNLMDAISFVLGEK.T 39 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012851.01285 2 3.5554 0.2119 2321.97 2321.6 3 42.105263 2 R.GEPETFLPLDYLEVKPTDEK.L 565 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsNaOH-NE_NT_lymphocytes_Ti_112.009618.00961 2 3.3142 0.3409 1515.41 1516.7 1 71.42857 1 R.DLIHGAPVGKPAANR.A 63 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsSD-NE_NT_lymphocytes_Ti_103.010889.010889.2 2 2.8681 0.1321 1064.11 1063.2 2 87.5 1 R.LGIQLDFEK.N 817 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsSD-NE_PHA_lymphocytes_PK_105.011474.011474 2 4.3551 0.4144 1966.73 1966.2 1 67.64706 2 K.AESLIGVYPEQGDCVISK.V 1197 2 *
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NP_006297.2| gi|30581135|ref|NP_006297.2| structural maintenance of chromosomes 1A [Homo sapiens] 7 12 8.6 1233 143233 7.6 HsSD-NE_NT_lymphocytes_Ti_103.010037.010037.2 2 3.7898 0.299 1691.81 1690.8 1 64.28571 2 R.AFVSMVYSEEGAEDR.T 78 2 *
1135 ENSG00000129515:ENSMUSG00000005656:ENSRNOG00000005249 SNX6 gi|88703041|ref|NP_689419.2| gi|88703041|ref|NP_689419.2|;gi|88703043|ref|NP_067072.3| sorting nexin 6 isoform b [Homo sapiens] 3 4 11.5 418 47804 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.004774.004774 2 5.1126 0.4531 2051.53 2051.2 1 75 1 K.NKDVLQAETSQQLCCQK.F 346 2
1135 ENSG00000129515:ENSMUSG00000005656:ENSRNOG00000005249 SNX6 gi|88703041|ref|NP_689419.2| gi|88703041|ref|NP_689419.2|;gi|88703043|ref|NP_067072.3| sorting nexin 6 isoform b [Homo sapiens] 3 4 11.5 418 47804 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008735.00873 2 3.2164 0.3289 1929.33 1930.1 1 52.941177 1 R.IGSSLYALGTQDSTDICK.F 260 2
1135 ENSG00000129515:ENSMUSG00000005656:ENSRNOG00000005249 SNX6 gi|88703041|ref|NP_689419.2| gi|88703041|ref|NP_689419.2|;gi|88703043|ref|NP_067072.3| sorting nexin 6 isoform b [Homo sapiens] 3 4 11.5 418 47804 6.4 HsSD-NE_NT_lymphocytes_Ti_102.010289.010289.2 2 3.3859 0.3474 1931.67 1930.1 1 47.058823 1 R.IGSSLYALGTQDSTDICK.F 260 2
1135 ENSG00000129515:ENSMUSG00000005656:ENSRNOG00000005249 SNX6 gi|88703041|ref|NP_689419.2| gi|88703041|ref|NP_689419.2|;gi|88703043|ref|NP_067072.3| sorting nexin 6 isoform b [Homo sapiens] 3 4 11.5 418 47804 6.4 HsSD-NE_PHA_lymphocytes_PK_106.010133.010133 2 2.9329 0.2355 1592.51 1593.7 1 66.66667 1 S.GVKDVDDFFEHER.T 214 1
1136 ENSG00000125484:ENSMUSG00000035666:ENSRNOG00000012784 GTF3C4 gi|156119605|ref|NP_036336.2| gi|156119605|ref|NP_036336.2| "general transcription factor IIIC, polypeptide 4, 90kDa [Homo sapie 3 7 8.8 822 91982 6.7 HsSD-NE_PHA_lymphocytes_PK_113.014462.014462 2 3.4508 0.2105 1410.87 1410.8 1 75 2 S.AFGPIKILPVNLK.A 336 1 *
1136 ENSG00000125484:ENSMUSG00000035666:ENSRNOG00000012784 GTF3C4 gi|156119605|ref|NP_036336.2| gi|156119605|ref|NP_036336.2| "general transcription factor IIIC, polypeptide 4, 90kDa [Homo sapie 3 7 8.8 822 91982 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.020842.02084 2 3.8362 0.337 2127.39 2126.4 1 63.88889 2 K.TFEEAAAQLLESSVQNLFK.Q 517 2 *
1136 ENSG00000125484:ENSMUSG00000035666:ENSRNOG00000012784 GTF3C4 gi|156119605|ref|NP_036336.2| gi|156119605|ref|NP_036336.2| "general transcription factor IIIC, polypeptide 4, 90kDa [Homo sapie 3 7 8.8 822 91982 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.021869.0218 2 3.2665 0.2989 2127.01 2126.4 1 58.333332 2 K.TFEEAAAQLLESSVQNLFK.Q 517 2 *
1136 ENSG00000125484:ENSMUSG00000035666:ENSRNOG00000012784 GTF3C4 gi|156119605|ref|NP_036336.2| gi|156119605|ref|NP_036336.2| "general transcription factor IIIC, polypeptide 4, 90kDa [Homo sapie 3 7 8.8 822 91982 6.7 HsSD-NE_NT_lymphocytes_Ti_104.008878.008878.3 3 4.5304 0.4427 3633.86 3636.7 1 24.358974 1 R.VGPADDGPAPSGEEEGEGGGEAGGKEPAADAAPGPSAAFR.L 9 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsSD-NE_PHA_lymphocytes_PK_111.014747.014747 3 4.6129 0.4021 2734.88 2737.1 1 33.695652 2 F.NYLCDLIESNHPIVLGPNNTNLPK.I 1032 1 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.015473.0154 3 3.6235 0.2805 3403.91 3403.8 1 20.833332 1 R.QAAAYGLGVMAQYGGDNYRPFCTEALPLLVR.V 941 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsNaOH-NE_NT_lymphocytes_Ti_103.017962.01796 3 3.7546 0.1946 3371.45 3372.7 1 25.833332 1 R.QVQTSGGLWTECIAQLSPEQQAAIQELLNSA.- 1085 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.015314.01531 2 2.8119 0.2175 2241.91 2241.6 1 52.941177 1 R.GPEYLTQMWHFMCDALIK.A 756 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.016182.01618 2 3.4742 0.195 2969.55 2968.2 1 36 2 K.HFADLLPGFLQAVNDSCYQNDDSVLK.S 231 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011404.01140 2 3.5843 0.2548 1830.57 1831.1 2 46.875 1 R.ATAAFILANEHNVALFK.H 214 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016876.016876.2 2 3.4352 0.3251 2967.81 2968.2 2 36 1 K.HFADLLPGFLQAVNDSCYQNDDSVLK.S 231 2 *
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NP_002262.3| gi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sapiens] 6 10 13.2 1115 125545 4.9 HsSD-NE_NT_lymphocytes_Ti_109.012543.012543.2 2 2.8736 0.2139 1833.25 1831.1 1 46.875 1 R.ATAAFILANEHNVALFK.H 214 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsSD-NE_PHA_lymphocytes_Ti_104.007154.007154 2 2.5187 0.1463 1136.53 1135.4 1 75 2 R.HLVLAGGSKPR.D 642 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011122.0111 2 2.3405 0.2119 1744.45 1744.9 3 40.625 1 R.EATGVLLSIDGEDGIVR.M 1050 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009351.00935 2 2.2619 0.106 1136.71 1135.4 3 75 1 R.HLVLAGGSKPR.D 642 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.018928.01892 2 3.4 0.1868 2168.47 2165.5 3 41.17647 2 R.VEENFVILFSDLTMHELK.V 495 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009678.0096 2 3.6708 0.3405 2138.77 2136.3 1 44.444447 2 K.DDIAQVDYVEPSQNTISLK.M 288 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsSD-NE_NT_lymphocytes_Ti_111.010878.010878.2 2 2.5981 0.1474 1134.61 1135.4 1 75 2 R.HLVLAGGSKPR.D 642 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsSD-NE_NT_lymphocytes_Ti_111.010893.010893.1 1 2.5884 0.2792 1134.92 1135.4 1 70 1 R.HLVLAGGSKPR.D 642 2 *
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NP_003160.2| gi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Homo sapiens] 6 12 7.4 1087 121000 5.1 HsSD-NE_NT_lymphocytes_Ti_109.012478.012478.2 2 3.8036 0.0995 1814.95 1814.1 1 64.28571 1 R.KFIAYQFTDTPLQIK.S 199 2 *
1139 ENSG00000164815:ENSMUSG00000029012:ENSRNOG00000011519 ORC5L gi|4505525|ref|NP_002544.1| gi|4505525|ref|NP_002544.1| origin recognition complex subunit 5 isoform 1 [Homo sapiens] 3 4 10.1 435 50283 7.7 HsSD-NE_PHA_lymphocytes_Ti_104.016079.016079 2 2.2495 0.0861 1366.03 1363.6 2 68.181816 1 R.LLAILYSIVDSR.V 362 2 *
1139 ENSG00000164815:ENSMUSG00000029012:ENSRNOG00000011519 ORC5L gi|4505525|ref|NP_002544.1| gi|4505525|ref|NP_002544.1| origin recognition complex subunit 5 isoform 1 [Homo sapiens] 3 4 10.1 435 50283 7.7 HsSD-NE_PHA_lymphocytes_PK_109.016742.016742 2 2.8216 0.1755 2156.89 2157.4 1 43.75 1 S.EIVWEKFRPNTGCFEPF.V 159 0
1139 ENSG00000164815:ENSMUSG00000029012:ENSRNOG00000011519 ORC5L gi|4505525|ref|NP_002544.1| gi|4505525|ref|NP_002544.1| origin recognition complex subunit 5 isoform 1 [Homo sapiens] 3 4 10.1 435 50283 7.7 HsNaOH-NE_NT_lymphocytes_Ti_110.015692.01569 2 2.9457 0.2413 1364.03 1363.6 1 68.181816 1 R.LLAILYSIVDSR.V 362 2 *
1139 ENSG00000164815:ENSMUSG00000029012:ENSRNOG00000011519 ORC5L gi|4505525|ref|NP_002544.1| gi|4505525|ref|NP_002544.1| origin recognition complex subunit 5 isoform 1 [Homo sapiens] 3 4 10.1 435 50283 7.7 HsSD-NE_NT_lymphocytes_Ti_112.011946.011946.2 2 2.9997 0.1675 1694.55 1693 2 57.14286 1 K.TSNHLLGPKPFPLDR.L 347 2 *
1140 ENSG00000205744:ENSMUSG00000002668:NA DENND1C gi|113205087|ref|NP_079174.2| gi|113205087|ref|NP_079174.2| DENN/MADD domain containing 1C [Homo sapiens] 4 7 6.2 801 87065 5.7 HsSD-NE_PHA_lymphocytes_PK_110.019050.019050 1 1.8266 0.1684 1162.66 1162.3 4 62.5 2 L.SHLPWFEVF.Y 99 0 *
1140 ENSG00000205744:ENSMUSG00000002668:NA DENND1C gi|113205087|ref|NP_079174.2| gi|113205087|ref|NP_079174.2| DENN/MADD domain containing 1C [Homo sapiens] 4 7 6.2 801 87065 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.014552.01455 3 3.2633 0.1131 2558.36 2557.9 3 31.25 1 R.AGTQSCLCILSHLPWFEVFYK.L 89 2 *
1140 ENSG00000205744:ENSMUSG00000002668:NA DENND1C gi|113205087|ref|NP_079174.2| gi|113205087|ref|NP_079174.2| DENN/MADD domain containing 1C [Homo sapiens] 4 7 6.2 801 87065 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.014573.0145 2 3.4495 0.2978 2557.11 2557.9 5 37.5 1 R.AGTQSCLCILSHLPWFEVFYK.L 89 2 *
1140 ENSG00000205744:ENSMUSG00000002668:NA DENND1C gi|113205087|ref|NP_079174.2| gi|113205087|ref|NP_079174.2| DENN/MADD domain containing 1C [Homo sapiens] 4 7 6.2 801 87065 5.7 HsSD-NE_NT_lymphocytes_Ti_106.019265.019265.2 2 3.6295 0.4748 3180.43 3179.5 1 28.57143 3 R.AEGGSPAVFDWFFEAACPASLQEDPPILR.Q 5 2 *
1141 ENSG00000120690:ENSMUSG00000036461:ENSRNOG00000011762 ELF1 gi|27363484|ref|NP_758961.1| gi|27363484|ref|NP_758961.1| E74-like factor 1 (ets domain transcription factor) [Homo sapiens] 3 7 8.1 619 67498 5.2 HsSD-NE_PHA_lymphocytes_Ti_111.010426.010426 3 3.0629 0.2307 2035.76 2035.4 3 33.333336 1 R.KTKPPRPDSPATTPNISVK.K 179 2 *
1141 ENSG00000120690:ENSMUSG00000036461:ENSRNOG00000011762 ELF1 gi|27363484|ref|NP_758961.1| gi|27363484|ref|NP_758961.1| E74-like factor 1 (ets domain transcription factor) [Homo sapiens] 3 7 8.1 619 67498 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011583.01158 3 3.8401 0.1409 3196.28 3195.6 7 22.5 1 R.NQQLHTVTLQTVPLTTVIASTDPSAGTGSQK.F 435 2 *
1141 ENSG00000120690:ENSMUSG00000036461:ENSRNOG00000011762 ELF1 gi|27363484|ref|NP_758961.1| gi|27363484|ref|NP_758961.1| E74-like factor 1 (ets domain transcription factor) [Homo sapiens] 3 7 8.1 619 67498 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.009704.0097 2 3.6266 0.2751 1906.85 1907.2 1 61.764706 1 K.TKPPRPDSPATTPNISVK.K 180 2 *
1141 ENSG00000120690:ENSMUSG00000036461:ENSRNOG00000011762 ELF1 gi|27363484|ref|NP_758961.1| gi|27363484|ref|NP_758961.1| E74-like factor 1 (ets domain transcription factor) [Homo sapiens] 3 7 8.1 619 67498 5.2 HsSD-NE_NT_lymphocytes_Ti_112.010739.010739.2 2 3.8937 0.3233 1906.99 1907.2 1 58.823532 4 K.TKPPRPDSPATTPNISVK.K 180 2 *
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsSD-NE_PHA_lymphocytes_Ti_106.008662.008662 2 2.5503 0.098 1430.77 1429.6 8 58.333332 1 R.AVIGIGIEEEDRK.H 528 2 *
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.014982.01498 2 3.7742 0.3461 1648.83 1648.8 1 57.692307 1 K.IDSDLGDAWAFFYK.F 870 2
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007276.00727 2 5.3884 0.4351 1748.19 1746.9 1 78.125 2 R.LSQVSDSVSGQTVVDPK.G 255 2 *
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsSD-NE_NT_lymphocytes_Ti_102.007323.007323.2 2 2.4227 0.2533 1252.49 1251.4 1 68.181816 1 R.AGSVATCQAVMR.A 516 2 *
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsSD-NE_PHA_lymphocytes_PK_105.007890.007890 2 3.5217 0.3573 1713.65 1712.8 1 73.07692 2 F.ELQHGTEEQQEEVR.K 885 1
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NP_036601.2| gi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing factor 6 homolog [Homo sapiens] 5 8 7.4 941 106925 8.3 HsSD-NE_NT_lymphocytes_Ti_102.008492.008492.2 2 2.5417 0.1244 1748.71 1746.9 8 53.125 1 R.LSQVSDSVSGQTVVDPK.G 255 2 *
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NP_150241.2| gi|67089149|ref|NP_150241.2| promyelocytic leukemia protein isoform 1 [Homo sapiens] 5 7 8.8 882 97551 6.2 HsSD-NE_PHA_lymphocytes_PK_112.017371.01737 2 2.9442 0.2687 1488.59 1488.8 7 62.5 1 K.LWGPGLPNFFRAL.E 679 1
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NP_150241.2| gi|67089149|ref|NP_150241.2| promyelocytic leukemia protein isoform 1 [Homo sapiens] 5 7 8.8 882 97551 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008867.0088 2 4.9674 0.4375 2265.97 2266.3 1 52.499996 2 R.ELDDSSSESSDLQLEGPSTLR.V 574 2
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NP_150241.2| gi|67089149|ref|NP_150241.2| promyelocytic leukemia protein isoform 1 [Homo sapiens] 5 7 8.8 882 97551 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009622.00962 2 2.2314 0.1396 1365.61 1366.5 1 72.22222 2 K.CFEAHQWFLK.H 151 2
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NP_150241.2| gi|67089149|ref|NP_150241.2| promyelocytic leukemia protein isoform 1 [Homo sapiens] 5 7 8.8 882 97551 6.2 HsSD-NE_PHA_lymphocytes_PK_105.016779.016779 2 2.8853 0.1934 2546.37 2545.9 4 30.952381 1 R.VLDENLADPQAEDRPLVFFDLK.I 595 2
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NP_150241.2| gi|67089149|ref|NP_150241.2| promyelocytic leukemia protein isoform 1 [Homo sapiens] 5 7 8.8 882 97551 6.2 HsSD-NE_NT_lymphocytes_Ti_102.008421.008421.2 2 2.9743 0.2047 1350.27 1350.5 1 81.818184 1 R.LQDLSSCITQGK.D 383 2
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009348.0093 2 3.635 0.1269 1703.47 1701.9 1 71.42857 2 R.LTQLEQSALQAELEK.E 732 2 *
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.019188.01918 2 4.5735 0.204 1837.29 1836.1 1 68.75 3 K.DLEGVISGLQEYLGTIK.G 613 2 *
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.019683.0196 2 4.805 0.2861 2198.35 2196.5 1 55.555557 2 K.NLNQFLPELPADLEAILER.N 2174 2 *
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsSD-NE_NT_lymphocytes_Ti_102.021807.021807.2 2 4.536 0.4288 1834.79 1836.1 1 65.625 3 K.DLEGVISGLQEYLGTIK.G 613 2 *
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4599.459 2 3.6445 0.2996 1999.28 1998.3 1 59.375 2 R.DLTRAEAEIELLQNLLR.Q 1035 2 *
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NP_008949.4| gi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Homo sapiens] 5 13 3.9 2325 268883 5.6 HsSD-NE_NT_lymphocytes_Ti_108.011487.011487.2 2 3.2813 0.2399 2516.15 2516.8 2 40.476192 1 K.DFQNHLNHVVDGLVRPEEVAAR.V 791 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsSD-NE_PHA_lymphocytes_Ti_107.007869.007869 2 2.7022 0.2032 1619.27 1618.8 1 62.5 1 K.HQPWQSPERPLSR.L 194 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.008974.0089 3 3.5552 0.288 2425.49 2422.6 1 36.25 1 R.FGPDTQHLVLNENCASVHNLR.S 361 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009418.00941 2 3.1113 0.3148 1674.37 1671.8 1 66.66667 1 R.TCDLEEFQTCLVR.H 631 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014202.01420 2 3.301 0.2181 2368.97 2367.8 1 50 2 K.IQTQLNLIHPDIFPLLTSFR.C 385 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.014216.01421 3 3.3792 0.2222 2367.59 2367.8 6 31.578945 1 K.IQTQLNLIHPDIFPLLTSFR.C 385 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsSD-NE_NT_lymphocytes_Ti_104.016415.016415.2 2 3.1935 0.2165 3138.57 3139.4 2 35.714287 1 R.NVSATLVNISPDTSLLLDCGEGTFGQLCR.H 498 2 *
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|NP_060597.4| gi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 7 8 13.3 826 92219 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.010952.0109 2 2.8904 0.1744 1539.89 1539.9 7 57.692307 1 K.PLHPLLVVAPNQLK.A 572 2 *
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NP_055315.2| gi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo sapiens] 2 8 6.1 755 85853 4.4 HsSD-NE_PHA_lymphocytes_Ti_103.009432.009432 2 5.374 0.4507 2300.83 2300.4 1 68.42105 1 R.QITAQAWDGTTDYQVEETSR.E 341 2 *
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NP_055315.2| gi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo sapiens] 2 8 6.1 755 85853 4.4 HsSD-NE_PHA_lymphocytes_Ti_102.009723.009723 3 3.5276 0.2486 2935.82 2936.1 1 28 1 R.HPDGVASVSFRDPEEADYCIQTLDGR.W 310 2 *
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NP_055315.2| gi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo sapiens] 2 8 6.1 755 85853 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008738.0087 2 4.3396 0.4857 2300.09 2300.4 1 50 1 R.QITAQAWDGTTDYQVEETSR.E 341 2 *
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NP_055315.2| gi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo sapiens] 2 8 6.1 755 85853 4.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008402.00840 2 4.2149 0.4248 2299.65 2300.4 1 50 2 R.QITAQAWDGTTDYQVEETSR.E 341 2 *
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NP_055315.2| gi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo sapiens] 2 8 6.1 755 85853 4.4 HsSD-NE_NT_lymphocytes_Ti_102.009678.009678.2 2 4.8018 0.4246 2303.33 2300.4 1 57.894737 3 R.QITAQAWDGTTDYQVEETSR.E 341 2 *
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|NP_068817.1| gi|116174780|ref|NP_068817.1| "SEC24 related gene family, member A [Homo sapiens] " 4 9 6.1 1093 119749 7.7 HsSD-NE_PHA_lymphocytes_PK_110.017998.017998 2 3.6393 0.3062 1752.49 1751.1 1 61.538464 2 S.EYMLRPPQPPVYLF.V 495 0 *
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|NP_068817.1| gi|116174780|ref|NP_068817.1| "SEC24 related gene family, member A [Homo sapiens] " 4 9 6.1 1093 119749 7.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016682.01668 2 4.3263 0.4142 1608.61 1607.8 1 78.57143 1 R.DALVNAVIDSLSAYR.S 865 2 *
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|NP_068817.1| gi|116174780|ref|NP_068817.1| "SEC24 related gene family, member A [Homo sapiens] " 4 9 6.1 1093 119749 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012725.0127 2 3.1857 0.3043 2049.05 2047.4 4 43.75 3 K.NQPLVYLMLTTHPSLYR.V 932 2 *
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|NP_068817.1| gi|116174780|ref|NP_068817.1| "SEC24 related gene family, member A [Homo sapiens] " 4 9 6.1 1093 119749 7.7 HsSD-NE_NT_lymphocytes_Ti_102.018458.018458.2 2 4.4452 0.4013 1607.11 1607.8 1 82.14286 2 R.DALVNAVIDSLSAYR.S 865 2 *
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|NP_068817.1| gi|116174780|ref|NP_068817.1| "SEC24 related gene family, member A [Homo sapiens] " 4 9 6.1 1093 119749 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.010810.0108 2 3.3794 0.3229 2371.33 2369.8 1 40 1 R.NMLPSTPLKPPVPNLHEDIQK.L 358 2 *
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NP_055129.2| gi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I [Homo sapie 4 9 7.2 925 106600 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.000386.000386 3 4.9417 0.3696 3435.29 3436.8 1 29.464287 5 R.IIPTDIISDLSECLINQECEEILQICSTK.G 118 2 *
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NP_055129.2| gi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I [Homo sapie 4 9 7.2 925 106600 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.015123.01512 2 3.0808 0.2004 1965.77 1963.3 9 50 1 R.MKDALDYLKDFFSNVR.A 560 2 *
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NP_055129.2| gi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I [Homo sapie 4 9 7.2 925 106600 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010474.01047 2 3.2534 0.1112 1593.23 1593.7 4 65.38461 1 R.AAGFDEIEQDLTQR.F 576 2 *
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NP_055129.2| gi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I [Homo sapie 4 9 7.2 925 106600 6.4 HsSD-NE_NT_lymphocytes_Ti_112.015418.015418.2 2 5.1869 0.4444 1962.95 1963.3 1 80 1 R.MKDALDYLKDFFSNVR.A 560 2 *
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NP_055129.2| gi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide RIG-I [Homo sapie 4 9 7.2 925 106600 6.4 HsSD-NE_PHA_lymphocytes_PK_105.013204.013204 2 2.5224 0.2597 1028.53 1028.1 5 85.71429 1 Q.EEGWFRGF.L 66 0 *
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_002453.1| gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [Homo sapiens] 5 8 12.5 662 75534 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.011128.011128 2 4.8252 0.3562 2105.89 2105.2 1 61.764706 3 K.VSYQDYEIEISDASEVEK.E 124 2 *
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_002453.1| gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [Homo sapiens] 5 8 12.5 662 75534 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011034.0110 2 2.3047 0.1536 1355.07 1353.5 1 77.77778 1 K.NFEEFFNLHR.T 491 2 *
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_002453.1| gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [Homo sapiens] 5 8 12.5 662 75534 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014921.01492 2 3.1267 0.1388 1638.75 1638.9 7 50 1 R.DVPDLTLIDLPGITR.V 170 2 *
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_002453.1| gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [Homo sapiens] 5 8 12.5 662 75534 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015435.015435.3 3 4.5561 0.3422 2252 2253.6 1 39.772728 2 R.ALGVEQDLALPAIAVIGDQSSGK.S 61 2
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_002453.1| gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [Homo sapiens] 5 8 12.5 662 75534 5.8 HsSD-NE_NT_lymphocytes_Ti_102.010854.010854.2 2 2.9512 0.2415 1943.79 1944.1 1 50 1 R.GQQEIQDQLSLSEALQR.E 282 2 *
1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|NP_055661.3| gi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Homo sapiens] 3 7 4.8 1159 134286 7 HsNaOH-NE_NT_lymphocytes_Ti_108.002272.00227 2 2.9473 0.3044 2228.95 2230.6 6 36.842106 2 K.IPEIPADVVGALLFLEDYVR.Y 1115 2 *
1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|NP_055661.3| gi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Homo sapiens] 3 7 4.8 1159 134286 7 HsNaOH-NE_NT_lymphocytes_Ti_110.011170.01117 2 2.8031 0.1928 2073.63 2073.4 4 43.75 2 K.IQDWQSMYQSTHIPIPK.F 794 2 *
1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|NP_055661.3| gi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Homo sapiens] 3 7 4.8 1159 134286 7 HsNaOH-NE_PHA_lymphocytes_Ti_107.002868.0028 2 3.2202 0.2669 2233.47 2230.6 1 44.736843 1 K.IPEIPADVVGALLFLEDYVR.Y 1115 2 *
1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|NP_055661.3| gi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Homo sapiens] 3 7 4.8 1159 134286 7 HsSD-NE_NT_lymphocytes_Ti_108.003342.003342.2 2 3.2027 0.2913 2232.01 2230.6 1 39.473686 1 K.IPEIPADVVGALLFLEDYVR.Y 1115 2 *
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1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|NP_055661.3| gi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Homo sapiens] 3 7 4.8 1159 134286 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2336.233 2 3.2708 0.2566 2273.97 2274.5 1 52.77778 1 R.LRSDDIYNQVSAYPLPEHR.S 229 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_PHA_lymphocytes_PK_110.014336.014336 2 3.7471 0.355 1767.51 1770 1 64.28571 2 K.TQLEHILLRPDTYIG.S 38 1
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_PHA_lymphocytes_PK_110.013938.013938 2 2.9633 0.2282 1858.51 1857.1 1 53.333336 2 K.TQLEHILLRPDTYIGS.V 38 1
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_PHA_lymphocytes_Ti_110.020523.020523 2 3.5453 0.2432 2750.89 2750.1 2 36.95652 1 R.KSPSDLWKEDLATFIEELEAVEAK.E 1161 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_PHA_lymphocytes_PK_107.009598.009598 2 4.0569 0.267 1713.25 1713.9 1 71.42857 2 K.MTEEKLAEAERVGLH.K 972 1 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.009930.00993 2 3.4662 0.299 1462.93 1462.6 1 83.33333 1 K.IFDEILVNAADNK.Q 84 2
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.017937.0179 2 3.4986 0.3442 1808.43 1808 1 60.000004 1 K.EDLATFIEELEAVEAK.E 1169 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_PHA_lymphocytes_PK_105.020782.020782 2 3.0459 0.1508 2394.73 2392.7 9 41.666664 1 F.LYDDNQRVEPEWYIPIIPM.V 829 0
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_NT_lymphocytes_Ti_107.019776.019776.2 2 3.5909 0.2047 1731.73 1731 1 56.666668 1 K.AAIGCGIVESILNWVK.F 401 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_NT_lymphocytes_Ti_104.019214.019214.2 2 3.78 0.3743 2523.43 2520.8 1 40.476192 2 K.MYVPALIFGQLLTSSNYDDDEK.K 135 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.021892.0218 2 3.0405 0.283 2622.79 2621.9 6 36.363636 1 K.SPSDLWKEDLATFIEELEAVEAK.E 1162 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_NT_lymphocytes_Ti_104.019314.019314.2 2 3.3558 0.2192 1808.63 1808 1 60.000004 1 K.EDLATFIEELEAVEAK.E 1169 2 *
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NP_001058.2| gi|19913406|ref|NP_001058.2| "DNA topoisomerase II, alpha isozyme [Homo sapiens] " 10 16 8.2 1531 174384 8.7 HsSD-NE_NT_lymphocytes_Ti_102.011636.011636.2 2 2.6466 0.11 1464.29 1462.6 1 79.16667 1 K.IFDEILVNAADNK.Q 84 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_PHA_lymphocytes_Ti_105.013188.013188 3 4.2096 0.2233 3640.58 3640.9 1 23.333334 1 R.LPLPDDEHDLSDRELELEDSAALSDLHWHDR.S 8213 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_PHA_lymphocytes_Ti_108.009806.009806 3 4.881 0.3639 2585.54 2585.9 1 35.714287 1 R.RKNEIVPIDSNLDAEILQDHHK.Q 8572 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.019654.019654 2 3.017 0.2315 3124.65 3124.4 1 34.615387 2 R.LLISISCSDLESQLNQLGECWLSNTNK.M 6756 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007298.00729 2 3.66 0.3764 2157.45 2158.4 1 55.88235 2 K.LSQSLPDHHEELHAEQMR.C 7696 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.016472.0164 2 3.7057 0.4253 2753.51 2752.1 2 36.95652 3 R.LFVATALLPEETETCLFNQEILAK.D 6401 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.015203.0152 3 5.029 0.4491 4269.08 4269.8 1 23.648647 2 K.LKEEEESLPGFVNLHSTETQTAGVIDRWELLQAQALSK.E 8394 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.019226.0192 2 5.6616 0.5298 2496.85 2496.7 1 54.166668 3 K.SAVTSLLDGLNQAFEEVSSQSGGAK.R 6349 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.020409.02040 2 3.0198 0.2406 2496.67 2496.7 1 31.25 1 K.SAVTSLLDGLNQAFEEVSSQSGGAK.R 6349 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.009508.0095 2 3.0785 0.186 2429.17 2429.7 8 40 1 R.KNEIVPIDSNLDAEILQDHHK.Q 8573 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.020369.02036 2 2.032 0.1207 2772.29 2772.2 2 30.434782 1 R.VKAELSGPVYLDLNLQDIQEEIRK.I 4903 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014069.01406 2 2.9098 0.2628 2070.83 2072.3 1 50 1 R.IDSQWTDLLTNIPAVQEK.L 6884 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.005895.00589 2 2.8255 0.235 1302.53 1303.3 4 57.692307 2 K.GGSDSSLSEPGPGR.S 8722 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011463.01146 2 2.7683 0.1213 1531.27 1528.8 1 62.5 1 K.LTLLSNQWQGVIR.R 7537 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007497.0074 2 3.9051 0.479 2157.79 2158.4 1 64.70589 4 K.LSQSLPDHHEELHAEQMR.C 7696 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.019938.01993 2 2.8778 0.2392 2667.77 2667 5 33.333336 1 K.IQLLEGLLESWSEYENNVQCLK.T 7014 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015384.0153 2 2.9778 0.1523 2502.55 2499.8 1 34.782608 1 K.QLLLSADSGAEAALQAELAEIQEK.W 7630 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.011735.01173 2 4.9346 0.4024 2384.69 2382.7 1 56.81818 2 R.SADSLLSPQPSSNLSLSLAQPLR.S 8244 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.016145.0161 2 3.5601 0.2708 2786.35 2784.1 1 41.666664 1 R.LLTGSLEAVQVQVDNLQNLQDDLEK.Q 7158 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.016839.01683 3 3.0235 0.2205 2222.99 2224.5 3 31.944445 1 K.FVLLDHLQSILSEAEDHTR.A 2770 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008031.0080 2 3.3461 0.1079 1554.27 1551.7 2 75 1 K.DYQEEIAIAQENK.I 7821 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.016592.0165 2 4.4851 0.2926 2235.45 2233.5 1 60.526318 1 K.ELENAVGSWTDDLTQLSLLK.D 7716 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008307.0083 2 3.686 0.2153 2128.27 2128.2 1 55.88235 2 R.ALPSEDEEGQDDKDFYLR.G 8302 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013413.01341 3 5.3309 0.4019 4022 4019.2 1 24.285715 1 K.HSTGVASVLNLCEVLLHDCDACATDAECDSIQQATR.N 7939 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.011608.0116 2 2.8534 0.1508 1530.51 1528.8 1 66.66667 1 K.LTLLSNQWQGVIR.R 7537 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011698.0116 2 3.9156 0.275 2533.21 2531.7 1 40.909092 1 K.EESDVDLTATQSPGVQEWLAQAR.T 6198 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007696.00769 2 2.5906 0.2656 1523.69 1522.6 1 58.333332 1 R.LPLPDDEHDLSDR.E 8213 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.006707.00670 2 3.2882 0.3662 1685.51 1683.8 1 56.666668 2 K.CSLSQPGPSVSSPHSR.S 8703 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.015155.01515 3 3.1055 0.1434 3374.84 3371.9 2 23.214285 1 R.GLLQDALMQCQGFHEMSHGLLLMLENIDR.R 8543 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012162.0121 2 3.8154 0.4147 2382.15 2382.7 1 47.727272 2 R.SADSLLSPQPSSNLSLSLAQPLR.S 8244 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015941.01594 3 3.054 0.1019 3373.73 3372.6 2 22.5 1 K.QQVDASAASAIQSDQLSLSQHLCALEQALCK.Q 7312 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.000722.00072 3 3.9215 0.3256 3681.14 3683 1 23.4375 2 K.SLEALEAWIVEAEEILQGQDPSHSSDLSTIQER.M 7360 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017699.01769 2 2.5559 0.2372 2791.89 2791 2 34.090908 1 R.GVELEYILETWSHLDEDQQELSR.Q 6681 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.016090.01609 3 6.1014 0.4506 4270.04 4269.8 1 23.648647 2 K.LKEEEESLPGFVNLHSTETQTAGVIDRWELLQAQALSK.E 8394 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012380.01238 2 3.3435 0.3385 1336.27 1336.6 1 90 2 R.WQHLLDLIAAR.V 7866 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012407.01240 1 3.3491 0.248 1338.3 1336.6 3 70 1 R.WQHLLDLIAAR.V 7866 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011259.0112 2 4.9739 0.4432 2330.75 2329.5 1 60.000004 1 R.QLEVVESSIPSVGLVEENEDR.L 6704 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_107.013789.013789.2 2 4.4572 0.2903 3091.87 3090.4 1 46 3 R.TWLAHIESELAKPIVYDSCNSEEIQR.K 7899 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012276.0122 2 2.2314 0.1362 1338.43 1336.6 1 75 1 R.WQHLLDLIAAR.V 7866 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.015148.0151 2 2.7705 0.2237 2666.97 2667 1 38.095238 2 K.IQLLEGLLESWSEYENNVQCLK.T 7014 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.018072.0180 2 2.4083 0.1789 2791.97 2791 1 31.818182 1 R.GVELEYILETWSHLDEDQQELSR.Q 6681 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_108.015880.015880.3 3 5.8671 0.4336 4271.15 4269.8 1 22.972973 3 K.LKEEEESLPGFVNLHSTETQTAGVIDRWELLQAQALSK.E 8394 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013473.013473.2 2 3.1801 0.1823 2381.37 2382.7 2 36.363636 1 R.SADSLLSPQPSSNLSLSLAQPLR.S 8244 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_104.020334.020334.3 3 4.4277 0.2909 2497.1 2496.7 1 35.416664 3 K.SAVTSLLDGLNQAFEEVSSQSGGAK.R 6349 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_104.017390.017390.2 2 3.161 0.3177 2752.81 2752.1 9 30.434782 1 R.LFVATALLPEETETCLFNQEILAK.D 6401 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.000040.0000 3 5.0053 0.258 3683.75 3683 1 27.34375 2 K.SLEALEAWIVEAEEILQGQDPSHSSDLSTIQER.M 7360 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_103.020297.020297.2 2 5.3161 0.5144 2495.89 2496.7 1 54.166668 2 K.SAVTSLLDGLNQAFEEVSSQSGGAK.R 6349 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_103.012956.012956.2 2 2.297 0.1804 2770.01 2769 4 26 1 R.SPSPVANTDASVNQDIAYYQALSAER.L 5881 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.019025.0190 2 3.3723 0.3469 3127.29 3124.4 1 34.615387 1 R.LLISISCSDLESQLNQLGECWLSNTNK.M 6756 2
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|NP_892006.2| gi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1"spectrin repeat containing, nuclear envelope 1 isoform 1 [Homo sa 34 77 7.9 8797 1011050 5.5 HsSD-NE_NT_lymphocytes_Ti_102.018281.018281.2 2 4.9945 0.1811 2236.29 2233.5 1 60.526318 2 K.ELENAVGSWTDDLTQLSLLK.D 7716 2
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NP_004570.2| gi|22035600|ref|NP_004570.2| mitogen-activated protein kinase kinase kinase kinase 2 [Homo sap 2 8 3.5 820 91556 6.3 HsSD-NE_PHA_lymphocytes_Ti_108.008954.008954 2 2.8154 0.2362 1500.93 1501.8 1 66.66667 2 R.IHAAVTWIHPVTR.D 485 2 *
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NP_004570.2| gi|22035600|ref|NP_004570.2| mitogen-activated protein kinase kinase kinase kinase 2 [Homo sap 2 8 3.5 820 91556 6.3 HsNaOH-NE_NT_lymphocytes_Ti_114.010244.01024 2 3.5712 0.3686 1502.77 1501.8 1 79.16667 2 R.IHAAVTWIHPVTR.D 485 2 *
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NP_004570.2| gi|22035600|ref|NP_004570.2| mitogen-activated protein kinase kinase kinase kinase 2 [Homo sap 2 8 3.5 820 91556 6.3 HsSD-NE_NT_lymphocytes_Ti_112.011809.011809.2 2 3.3537 0.2874 1503.71 1501.8 1 79.16667 2 R.IHAAVTWIHPVTR.D 485 2 *
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NP_004570.2| gi|22035600|ref|NP_004570.2| mitogen-activated protein kinase kinase kinase kinase 2 [Homo sap 2 8 3.5 820 91556 6.3 HsSD-NE_NT_lymphocytes_Ti_109.012101.012101.2 2 3.2916 0.3187 1907.67 1908.1 1 53.333336 1 K.STHIWAHDLPGLFEQR.R 547 2 *
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NP_004570.2| gi|22035600|ref|NP_004570.2| mitogen-activated protein kinase kinase kinase kinase 2 [Homo sap 2 8 3.5 820 91556 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010464.0104 2 3.1402 0.3663 1504.29 1501.8 1 79.16667 1 R.IHAAVTWIHPVTR.D 485 2 *
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NP_055871.1| gi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 homolog B [Homo sapiens] 4 7 4.7 758 84428 9.8 HsSD-NE_PHA_lymphocytes_Ti_113.009861.009861 3 3.0428 0.183 2463.65 2463.7 3 31.818182 1 K.KKHHLQPENPGPGGAAPSLEQNR.G 405 2 *
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NP_055871.1| gi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 homolog B [Homo sapiens] 4 7 4.7 758 84428 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.014661.01466 2 3.3223 0.3382 1640.79 1640.9 1 66.66667 2 R.FHFIDIYLDELSK.V 166 2 *
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NP_055871.1| gi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 homolog B [Homo sapiens] 4 7 4.7 758 84428 9.8 HsSD-NE_NT_lymphocytes_Ti_112.010802.010802.2 2 4.382 0.2541 2208.87 2207.4 1 55 1 K.HHLQPENPGPGGAAPSLEQNR.G 407 2 *
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NP_055871.1| gi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 homolog B [Homo sapiens] 4 7 4.7 758 84428 9.8 HsSD-NE_NT_lymphocytes_Ti_111.011059.011059.3 3 4.1644 0.3666 2205.71 2207.4 1 42.5 1 K.HHLQPENPGPGGAAPSLEQNR.G 407 2 *
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NP_055871.1| gi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 homolog B [Homo sapiens] 4 7 4.7 758 84428 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.014658.0146 2 3.0352 0.1649 1642.59 1640.9 1 70.83333 2 R.FHFIDIYLDELSK.V 166 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsSD-NE_PHA_lymphocytes_PK_111.016179.016179 2 3.3427 0.2943 2166.89 2165.5 1 47.5 1 K.SIAFPAIGTGNLGFPKNIFAE.L 1126 1 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009626.00962 2 3.1743 0.1504 1455.29 1454.7 1 75 2 R.KNDYIITGGGFLR.C 1282 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.017379.0173 2 3.2934 0.2753 2366.23 2363.6 1 44.736843 4 R.VANVEYFPEESSALIEFFDR.K 258 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.009860.00986 3 4.4589 0.1979 1751.21 1751 1 51.666664 1 K.VTIRPAATLVNEGRPR.I 364 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.013613.0136 2 2.738 0.208 2469.19 2468.7 1 45 1 K.MEDIPEECENISSLVAFENLK.A 137 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.017962.01796 2 3.4575 0.3254 2364.57 2363.6 1 47.368423 1 R.VANVEYFPEESSALIEFFDR.K 258 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.009881.0098 2 2.5962 0.1437 1455.85 1454.7 1 66.66667 1 R.KNDYIITGGGFLR.C 1282 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.000542.0005 2 3.3302 0.2248 2629.61 2627.9 1 38.095238 1 R.VCGENVTCVEYAISWLQDLIEK.E 1431 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsSD-NE_NT_lymphocytes_Ti_102.014526.014526.2 2 3.0028 0.2035 1727.41 1727 1 56.666668 1 K.TDVVVNSVPLDLVLSR.G 1028 2 *
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|NP_060024.2| gi|154813199|ref|NP_060024.2| "poly (ADP-ribose) polymerase family, member 14 [Homo sapiens] 8 15 8 1801 202799 7.2 HsSD-NE_NT_lymphocytes_Ti_104.019185.019185.2 2 4.4763 0.3489 1662.29 1661.9 1 71.42857 2 K.VAEAIIDAIEDFVQK.G 1343 2 *
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NP_065801.1| gi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 5 9 6.1 1204 136311 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.010530.010530 2 2.9416 0.2077 1928.85 1928.1 1 46.875 1 K.LFSSVTFETVEESKAPR.T 577 2 *
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NP_065801.1| gi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 5 9 6.1 1204 136311 5.8 HsSD-NE_PHA_lymphocytes_PK_109.020512.020512 2 4.2817 0.2656 2128.25 2126.5 1 67.64706 2 T.NVSALFPFVTYRPEFLPQ.V 555 0 *
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NP_065801.1| gi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 5 9 6.1 1204 136311 5.8 HsSD-NE_PHA_lymphocytes_PK_110.019828.019828 2 3.3398 0.3094 1824.87 1826.1 1 64.28571 4 S.ALFPFVTYRPEFLPQ.V 558 0 *
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NP_065801.1| gi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 5 9 6.1 1204 136311 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010098.0100 2 3.259 0.3699 1731.29 1729.9 1 62.5 1 K.AGGFVVGYTSSGNPIFR.N 746 2 *
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NP_065801.1| gi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 5 9 6.1 1204 136311 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.020410.02041 2 2.583 0.1337 2475.97 2473.9 3 35 1 K.VFLEELMAPVASIWLSQDMHR.V 667 2 *
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NP_775267.1| gi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 beta isoform b [Homo sapiens] 5 7 7.7 967 111183 5.9 HsSD-NE_PHA_lymphocytes_PK_110.016484.016484 2 3.2798 0.2064 1154.23 1152.3 6 81.25 2 F.GKQPFFWLE.N 622 0
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NP_775267.1| gi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 beta isoform b [Homo sapiens] 5 7 7.7 967 111183 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.008949.00894 2 3.1817 0.3116 1818.73 1816.1 4 50 2 K.EVGYLEFTGPPQKPPR.L 804 2
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NP_775267.1| gi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 beta isoform b [Homo sapiens] 5 7 7.7 967 111183 5.9 HsSD-NE_NT_lymphocytes_Ti_114.010283.010283.2 2 3.1309 0.2634 2033.13 2033.4 1 52.941177 1 K.ILEPTAFQEPPPKPSRPK.Y 704 2
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NP_775267.1| gi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 beta isoform b [Homo sapiens] 5 7 7.7 967 111183 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012279.0122 3 3.0122 0.104 2346.65 2343.8 4 35.526314 1 K.GDRLPKPDLCPPVLYTLMTR.C 641 2
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NP_775267.1| gi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 beta isoform b [Homo sapiens] 5 7 7.7 967 111183 5.9 HsSD-NE_NT_lymphocytes_Ti_112.010511.010511.2 2 3.1011 0.2786 1174.37 1172.3 7 60.000004 1 R.RPGGPQYGIAR.E 412 2
1158 ENSG00000133104:ENSMUSG00000036580:ENSRNOG00000014155 SPG20 gi|21703346|ref|NP_055902.1| gi|21703346|ref|NP_055902.1| spastic paraplegia 20 [Homo sapiens] 2 5 7.1 666 72833 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.020126.02012 3 3.4377 0.1748 3563.03 3562 2 23.275862 1 R.FLDNSLDTVLNRPPGFLQVCDWLYPLVPDR.S 253 2 *
1158 ENSG00000133104:ENSMUSG00000036580:ENSRNOG00000014155 SPG20 gi|21703346|ref|NP_055902.1| gi|21703346|ref|NP_055902.1| spastic paraplegia 20 [Homo sapiens] 2 5 7.1 666 72833 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.019946.0199 3 4.1352 0.2756 3561.17 3562 1 28.448275 2 R.FLDNSLDTVLNRPPGFLQVCDWLYPLVPDR.S 253 2 *
1158 ENSG00000133104:ENSMUSG00000036580:ENSRNOG00000014155 SPG20 gi|21703346|ref|NP_055902.1| gi|21703346|ref|NP_055902.1| spastic paraplegia 20 [Homo sapiens] 2 5 7.1 666 72833 5.9 HsSD-NE_PHA_lymphocytes_PK_105.016706.016706 2 2.8836 0.2189 2062.75 2064.2 1 62.5 1 L.SSELPEDDRELFEDLLR.Q 312 1 *
1158 ENSG00000133104:ENSMUSG00000036580:ENSRNOG00000014155 SPG20 gi|21703346|ref|NP_055902.1| gi|21703346|ref|NP_055902.1| spastic paraplegia 20 [Homo sapiens] 2 5 7.1 666 72833 5.9 HsSD-NE_NT_lymphocytes_Ti_108.020804.020804.3 3 3.2967 0.1668 3562.28 3562 7 19.827587 1 R.FLDNSLDTVLNRPPGFLQVCDWLYPLVPDR.S 253 2 *
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_PHA_lymphocytes_Ti_114.009358.009358 2 2.8667 0.1443 1497.93 1497.7 3 61.538464 1 K.GRPGPVAGHHQMPR.V 773 2
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.004497.004497 2 4.1261 0.2919 1614.43 1613.9 1 75 2 K.IIAGDKEVVIAQNDK.H 106 2
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_PHA_lymphocytes_PK_108.011315.011315 1 2.7016 0.185 1287.77 1287.5 2 60.000004 1 C.DLKNWREALAA.V 606 0
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_PHA_lymphocytes_Ti_113.012807.012807 3 3.1387 0.1564 4278.68 4279 1 19.871796 1 K.LSSSFGNLDPFGTGQPLPPLQIPQQTAQHSIVLPLKKPPK.W 349 2
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_PHA_lymphocytes_PK_108.010960.010960 2 4.0087 0.3407 2151.95 2152.3 1 55.555557 1 K.HIKEEKEESEFLPSSGGTF.N 504 1
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsNaOH-NE_NT_lymphocytes_Ti_105.016823.01682 2 2.8927 0.2473 2726.39 2726.1 5 29.166666 1 R.EALAAVLTYAKPDEFSALCDLLGTR.L 612 2
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_NT_lymphocytes_Ti_111.014999.014999.3 3 4.713 0.4339 3826.13 3828.4 1 22.142857 2 K.LSSSFGNLDPFGTGQPLPPLQIPQQTAQHSIVLPLK.K 349 2
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NP_057295.2| gi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Homo sapiens] 8 10 11.8 1181 129036 7.4 HsSD-NE_NT_lymphocytes_Ti_109.021262.021262.2 2 3.9048 0.3182 2148.83 2146.5 1 52.63158 1 R.GILAIAWSMADPELLLSCGK.D 262 2
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NP_858058.1| gi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isoform 1 [Homo sapiens] 5 9 7.5 1046 116924 6.7 HsSD-NE_PHA_lymphocytes_PK_108.014967.014967 2 3.0352 0.1955 1573.25 1571.9 2 65.38461 1 R.NELFALRPAPIQAM.W 648 1
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NP_858058.1| gi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isoform 1 [Homo sapiens] 5 9 7.5 1046 116924 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.011920.01192 2 2.809 0.1225 1353.77 1353.7 1 75 1 K.RVPNSVLWLLR.F 867 2
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NP_858058.1| gi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isoform 1 [Homo sapiens] 5 9 7.5 1046 116924 6.7 HsSD-NE_NT_lymphocytes_Ti_103.019568.019568.2 2 5.4877 0.4411 2193.37 2191.5 1 60.526318 5 K.AVTLDPNFLDAYINLGNVLK.E 217 2
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NP_858058.1| gi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isoform 1 [Homo sapiens] 5 9 7.5 1046 116924 6.7 HsSD-NE_NT_lymphocytes_Ti_104.013914.013914.2 2 3.7608 0.2637 2422.95 2423.7 1 47.368423 1 R.SQYGLPEDAIVYCNFNQLYK.I 833 2
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NP_858058.1| gi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isoform 1 [Homo sapiens] 5 9 7.5 1046 116924 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.009642.0096 3 3.1502 0.1938 1572.05 1572.9 3 43.75 1 K.INVLHKPPYEHPK.D 535 2
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.016138.016138 2 2.9672 0.1296 2114.77 2112.4 3 38.235294 1 R.LLAIVADLYEQEQYSDLK.I 54 2
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014222.01422 3 3.3699 0.1708 3080.72 3082.5 1 30.357143 2 R.HGLANLTAELLQQGANPNLQTEEALPLPK.E 501 2 *
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002613.00261 2 3.6897 0.2911 2377.67 2378.7 2 45.238094 2 K.GNPPLWLALANNLEDIASTLVR.H 689 2 *
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.014192.0141 3 4.1376 0.2668 3084.71 3082.5 3 28.57143 1 R.HGLANLTAELLQQGANPNLQTEEALPLPK.E 501 2 *
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011105.01110 2 4.121 0.4028 2450.19 2451.6 1 57.14286 1 R.HGCDATCWGPGPGGCLQTLLHR.A 711 2 *
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011090.01109 3 4.687 0.4561 2450.18 2451.6 1 35.714287 1 R.HGCDATCWGPGPGGCLQTLLHR.A 711 2 *
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|NP_057460.3| gi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain containing 1 isoform 1 [Homo sap 5 10 7.8 1170 128486 6.1 HsSD-NE_NT_lymphocytes_Ti_109.003825.003825.2 2 5.2584 0.3683 2379.07 2378.7 1 59.523808 2 K.GNPPLWLALANNLEDIASTLVR.H 689 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsSD-NE_PHA_lymphocytes_Ti_110.012829.012829 3 4.9865 0.4429 2766.38 2767.2 1 32 3 R.HLDRVDAVLVTHPGADSLPGLNSLLR.R 281 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsSD-NE_PHA_lymphocytes_Ti_107.001218.001218 2 2.7789 0.2176 2509.35 2507.9 2 32.608696 1 R.GEDEAELALSLLAQLGITPLPLSR.G 351 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.015185.0151 2 2.8479 0.3528 2942.91 2942.3 3 34 1 K.SPVYLDLAYLPSGSSAHLVDEEFFQR.V 945 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.009184.00918 2 3.3579 0.3329 1910.67 1911.2 1 59.375 2 R.FLREPVVTPQDLEGPGR.A 453 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsSD-NE_NT_lymphocytes_Ti_106.013732.013732.2 2 2.8621 0.3278 2066.09 2066.3 2 38.88889 2 R.LISPNLGVVFFNACEAASR.L 329 2 *
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NP_060644.4| gi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo sapiens] 5 10 10.6 1059 112211 7.3 HsSD-NE_NT_lymphocytes_Ti_106.014952.014952.2 2 3.7311 0.3747 2941.93 2942.3 1 40 1 K.SPVYLDLAYLPSGSSAHLVDEEFFQR.V 945 2 *
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_000280.1| gi|4505749|ref|NP_000280.1| "phosphofructokinase, muscle [Homo sapiens] " 4 6 9.5 780 85182 8 HsSD-NE_PHA_lymphocytes_Ti_101.009227.009227 2 3.8795 0.4559 2167.55 2169.5 1 50 1 K.SGSHTVAVMNVGAPAAGMNAAVR.S 398 2 *
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_000280.1| gi|4505749|ref|NP_000280.1| "phosphofructokinase, muscle [Homo sapiens] " 4 6 9.5 780 85182 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011418.0114 2 3.4398 0.415 2126.23 2125.3 1 47.5 1 R.GITNLCVIGGDGSLTGADTFR.S 109 2 *
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_000280.1| gi|4505749|ref|NP_000280.1| "phosphofructokinase, muscle [Homo sapiens] " 4 6 9.5 780 85182 8 HsSD-NE_PHA_lymphocytes_PK_106.015832.015832 2 2.7243 0.1526 2501.43 2501.6 1 50 1 D.WVFIPECPPDDDWEEHLCR.R 227 1 *
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_000280.1| gi|4505749|ref|NP_000280.1| "phosphofructokinase, muscle [Homo sapiens] " 4 6 9.5 780 85182 8 HsNaOH-NE_PHA_lymphocytes_Ti_115.009644.0096 2 2.7338 0.1987 1218.99 1217.5 6 65 1 K.LLAHVRPPVSK.S 387 2 *
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_000280.1| gi|4505749|ref|NP_000280.1| "phosphofructokinase, muscle [Homo sapiens] " 4 6 9.5 780 85182 8 HsSD-NE_NT_lymphocytes_Ti_102.012731.012731.2 2 3.7158 0.3515 2127.03 2125.3 1 62.5 2 R.GITNLCVIGGDGSLTGADTFR.S 109 2 *
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsSD-NE_PHA_lymphocytes_PK_112.014823.014823 2 3.0044 0.2313 1727.81 1727.1 1 57.14286 1 S.SLQELLRPTFPGVIR.Q 452 1
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011278.01127 2 2.8741 0.2582 1392.63 1393.7 1 66.66667 1 R.LGIEGLSLHNVLK.L 403 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.014108.0141 2 3.6691 0.2566 2796.19 2794.9 1 41.666664 1 K.ADMVNEDLLSDGTSENESGFWDSFK.W 1189 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.019362.0193 2 2.9368 0.1653 2443.47 2441.7 1 37.5 1 K.WFSTPLLLEASEFLAEDSQEK.F 31 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010310.01031 2 3.263 0.3568 1513.47 1512.7 1 77.27273 2 K.MDFILSHAVYCR.D 846 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011602.0116 2 4.191 0.2457 1951.03 1948.1 1 65.625 2 R.YVLEPEISFTSDNSFAK.G 1015 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsSD-NE_NT_lymphocytes_Ti_104.010305.010305.2 2 2.6268 0.1059 1577.25 1574.8 8 53.571426 1 R.AIWAALQTQTSNAAK.N 789 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsSD-NE_NT_lymphocytes_Ti_102.012869.012869.2 2 3.404 0.24 1949.93 1948.1 9 50 1 R.YVLEPEISFTSDNSFAK.G 1015 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsSD-NE_NT_lymphocytes_Ti_109.001025.001025.2 2 3.376 0.1963 1632.51 1632 9 57.692307 1 K.ILFLDVLFPLVVDK.F 1316 2
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NP_001020948.1| gi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505 UDP-glucose ceramide glucosyltransferase-like 1 isoform 2 [Homo 9 12 10.3 1531 174976 5.6 HsSD-NE_NT_lymphocytes_Ti_104.020478.020478.2 2 2.4937 0.0893 3055.71 3053.5 2 30.000002 1 K.FLDMPQSPLFTLNLNTPESWMVESVR.T 1037 2
1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_002188.1| gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 5 8 9.8 889 98399 6.7 HsSD-NE_PHA_lymphocytes_Ti_108.010061.010061 3 4.1938 0.282 2004.86 2004.3 3 43.333332 2 K.KQDIENILHWNVTQHK.N 57 2 *
1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_002188.1| gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 5 8 9.8 889 98399 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.007187.007187 2 3.0633 0.3156 1517.89 1516.6 2 62.5 2 K.GFQVAPEHHNDHK.T 401 2 *
1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_002188.1| gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 5 8 9.8 889 98399 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.013538.0135 2 4.3411 0.2868 2323.59 2323.5 1 52.63158 1 R.DFNDPSQDPDFTQVVELDLK.T 345 2 *
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1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_002188.1| gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 5 8 9.8 889 98399 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.011706.01170 2 4.1561 0.4268 2091.87 2091.5 5 50 2 R.IIPPGSGIIHQVNLEYLAR.V 169 2 *
1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_002188.1| gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 5 8 9.8 889 98399 6.7 HsSD-NE_NT_lymphocytes_Ti_104.016697.016697.2 2 4.4774 0.4212 2051.87 2050.4 1 55.555557 1 R.VILQDFTGVPAVVDFAAMR.D 83 2 *
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsSD-NE_PHA_lymphocytes_Ti_105.008164.008164 2 3.207 0.2674 1844.45 1845 5 53.571426 1 K.KLNDADPDDKFHCLR.L 738 2 *
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsNaOH-NE_NT_lymphocytes_Ti_104.017528.01752 2 3.5799 0.3384 1485.71 1485.8 2 83.33333 1 K.DLLDQILMLDPAK.R 978 2
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010025.01002 2 3.3967 0.327 1924.55 1924.1 1 62.5 2 R.YNVYGYTGQGVFSNVVR.A 687 2 *
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009363.00936 2 3.0798 0.2605 2196.63 2194.5 2 44.444447 1 R.CNILHADIKPDNILVNESK.T 809 2 *
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007686.0076 2 2.0771 0.0925 1240.35 1239.3 1 80 1 R.ENVDTFEASVK.A 598 2 *
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsNaOH-NE_NT_lymphocytes_Ti_113.011074.01107 2 3.0517 0.2613 1895.61 1897.2 1 56.666668 1 K.RISINQALQHAFIQEK.I 991 2
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NP_003904.3| gi|89276756|ref|NP_003904.3| serine/threonine-protein kinase PRP4K [Homo sapiens] 6 8 9 1007 116987 10.3 HsSD-NE_NT_lymphocytes_Ti_104.011849.011849.2 2 4.419 0.4412 1922.93 1924.1 1 56.25 1 R.YNVYGYTGQGVFSNVVR.A 687 2 *
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NP_055684.3| gi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Homo sapiens] 2 7 3.9 963 108314 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.019114.0191 2 4.5736 0.5004 2228.23 2227.3 1 62.5 1 K.SPAPSSDFADAITELEDAFSR.Q 225 2 *
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NP_055684.3| gi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Homo sapiens] 2 7 3.9 963 108314 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.018333.01833 2 3.1124 0.3471 2228.65 2227.3 1 37.5 2 K.SPAPSSDFADAITELEDAFSR.Q 225 2 *
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NP_055684.3| gi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Homo sapiens] 2 7 3.9 963 108314 6.9 HsSD-NE_NT_lymphocytes_Ti_103.020474.020474.2 2 3.5029 0.3563 2226.59 2227.3 1 45 2 K.SPAPSSDFADAITELEDAFSR.Q 225 2 *
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NP_055684.3| gi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Homo sapiens] 2 7 3.9 963 108314 6.9 HsSD-NE_PHA_lymphocytes_PK_106.001574.001574 2 4.0546 0.4511 2227.05 2227.3 1 55 1 K.SPAPSSDFADAITELEDAFSR.Q 225 2 *
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NP_055684.3| gi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Homo sapiens] 2 7 3.9 963 108314 6.9 HsSD-NE_NT_lymphocytes_Ti_108.015241.015241.2 2 2.334 0.0959 1856.23 1854.2 1 56.25 1 R.GFVPDTPVGVAHFLLQR.K 550 2 *
1168 ENSG00000162654:ENSMUSG00000028268:ENSRNOG00000028768 GBP4 gi|31377634|ref|NP_443173.2| gi|31377634|ref|NP_443173.2| guanylate binding protein 4 [Homo sapiens] 4 4 8.8 640 73165 6 HsSD-NE_PHA_lymphocytes_PK_107.010212.010212 2 2.702 0.2216 1300.71 1298.5 1 70 1 R.LSEHLTESILR.G 428 2 *
1168 ENSG00000162654:ENSMUSG00000028268:ENSRNOG00000028768 GBP4 gi|31377634|ref|NP_443173.2| gi|31377634|ref|NP_443173.2| guanylate binding protein 4 [Homo sapiens] 4 4 8.8 640 73165 6 HsSD-NE_PHA_lymphocytes_Ti_105.009024.009024 2 3.2942 0.2611 1454.45 1454.7 1 59.090908 1 K.RLSEHLTESILR.G 427 2 *
1168 ENSG00000162654:ENSMUSG00000028268:ENSRNOG00000028768 GBP4 gi|31377634|ref|NP_443173.2| gi|31377634|ref|NP_443173.2| guanylate binding protein 4 [Homo sapiens] 4 4 8.8 640 73165 6 HsNaOH-NE_NT_lymphocytes_Ti_106.012575.01257 2 3.499 0.2391 2081.71 2082.3 1 52.941177 1 R.LPTDTLQELLDVHAACER.E 359 2 *
1168 ENSG00000162654:ENSMUSG00000028268:ENSRNOG00000028768 GBP4 gi|31377634|ref|NP_443173.2| gi|31377634|ref|NP_443173.2| guanylate binding protein 4 [Homo sapiens] 4 4 8.8 640 73165 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017466.0174 2 3.058 0.3031 3095.59 3094.3 3 34 1 K.SCPRPDEAEDSSEFASFFPDFIWTVR.D 171 2 *
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_002547.1| gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo sapiens] 5 5 13.8 807 89421 7.3 HsSD-NE_PHA_lymphocytes_PK_112.014497.014497 2 2.6701 0.1708 1852.69 1854.2 3 53.333336 1 T.VFRTSKPFNPLLGETF.E 488 0 *
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_002547.1| gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo sapiens] 5 5 13.8 807 89421 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007832.00783 2 4.3043 0.2758 1974.39 1973.1 1 63.88889 1 R.TGSNISGASSDISLDEQYK.H 377 2 *
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_002547.1| gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo sapiens] 5 5 13.8 807 89421 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.010923.0109 2 3.1516 0.3894 2284.23 2283.6 1 32.142857 1 R.GVVGPGPAAIAALGGGGAGPPVVGGGGGR.G 8 2 *
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_002547.1| gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo sapiens] 5 5 13.8 807 89421 7.3 HsSD-NE_NT_lymphocytes_Ti_103.009576.009576.3 3 4.5471 0.2929 3015.59 3014.2 1 31.730768 1 K.MLAESDESGDEESVSQTDKTELQNTLR.T 186 2 *
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_002547.1| gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo sapiens] 5 5 13.8 807 89421 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.009342.0093 2 5.1122 0.4081 2194.37 2194.3 1 55.263157 1 R.SLCEQVSHHPPAAAHHAESK.N 515 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsSD-NE_PHA_lymphocytes_PK_109.017444.017444 2 2.8449 0.3015 1999.49 1999.2 1 55.88235 1 R.FLATPPNGNFADAVFRFN.A 361 1 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.011921.01192 2 2.4016 0.1964 1939.15 1939.2 4 47.058823 1 R.HLVGLWTADNATATNLLK.R 636 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010392.01039 2 2.5357 0.242 1507.73 1505.6 6 65 1 R.SYEFFNELYHR.F 850 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.011261.01126 2 3.2323 0.0803 1682.19 1679.9 2 62.5 1 R.KEPLEFEQYLNLR.F 210 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014926.01492 3 3.9099 0.2718 2111.93 2111.4 4 38.235294 1 R.WGLLSMPVDEEVESLHLR.F 343 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014141.01414 3 3.4209 0.2153 3968.42 3968.4 3 22.142857 1 R.VFSVGTHAITTYNPNTLEVTNQWPYGDICSISPVGK.G 27 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010667.0106 2 3.3547 0.281 2267.27 2267.6 2 40 1 R.KPVILEVTPGGFDQINPATNR.V 126 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.014252.01425 2 3.3492 0.3342 2235.99 2236.6 8 41.666664 2 K.GALIYLLDMFCNSTHPQVR.A 1854 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsSD-NE_NT_lymphocytes_Ti_104.008722.008722.2 2 4.1947 0.3836 1862.15 1862 1 66.66667 2 R.LLLEEDENEESGSIKR.S 834 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.017345.0173 2 3.496 0.2024 2607.25 2607 1 40.476192 1 R.SILGHILPEAMVCYLENYEPEK.F 1166 2 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsSD-NE_PHA_lymphocytes_PK_105.019180.019180 2 3.6601 0.1885 2364.75 2362.6 1 55.263157 1 K.NQQDNPEANWKLPEDFAVVF.G 1952 1 *
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|NP_056083.3| gi|112421122|ref|NP_056083.3| "DnaJ (Hsp40) homolog, subfamily C, member 13 [Homo sapiens] " 11 14 9.5 2243 254412 6.7 HsSD-NE_NT_lymphocytes_Ti_108.017771.017771.2 2 4.7791 0.4145 2607.47 2607 1 59.523808 1 R.SILGHILPEAMVCYLENYEPEK.F 1166 2 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsSD-NE_PHA_lymphocytes_PK_107.015670.015670 2 4.4172 0.4444 2043.03 2040.2 1 78.125 1 R.LHCPSDALDLWEEQLGR.E 986 2 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsSD-NE_PHA_lymphocytes_Ti_113.010892.010892 3 4.1439 0.2584 2419.67 2417.8 3 33.75 2 R.RFVRPILPVGPAQSSLEEQHR.S 908 2 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsSD-NE_PHA_lymphocytes_PK_105.011782.011782 2 4.0285 0.2606 1535.59 1533.7 1 79.16667 1 L.DLEEELEKTEGLK.A 169 1 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsSD-NE_NT_lymphocytes_Ti_104.012321.012321.2 2 4.4333 0.3849 2057.75 2057.1 1 64.70589 1 R.SHENCLDAAADDLLDLQR.N 929 2 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsSD-NE_NT_lymphocytes_Ti_109.010928.010928.2 2 2.7286 0.2428 2078.75 2077.4 8 30.000002 1 R.INLAAATHSAPPFPAAVGSQR.R 887 2 *
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NP_036587.2| gi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain containing 4 [Homo sapiens] 5 7 8.5 1056 116249 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.009588.0095 2 3.2184 0.3122 2079.29 2077.4 1 47.5 1 R.INLAAATHSAPPFPAAVGSQR.R 887 2 *
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NP_620614.2| gi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 9 4.4 1572 179280 7.3 HsSD-NE_PHA_lymphocytes_Ti_113.010931.010931 2 3.1216 0.2794 1566.23 1563.8 2 57.692307 1 R.GPSPFSPVQLHQLR.A 170 2
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NP_620614.2| gi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 9 4.4 1572 179280 7.3 HsSD-NE_PHA_lymphocytes_PK_108.015693.015693 2 4.0348 0.3292 1960.53 1958.2 1 63.333332 1 L.SNWTYEFDKWAPSVVK.I 786 1
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NP_620614.2| gi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 9 4.4 1572 179280 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011378.01137 2 4.1657 0.3533 2160.95 2161.5 1 55.555557 3 R.ISPIQKPQGLDPVEILQER.E 328 2
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NP_620614.2| gi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 9 4.4 1572 179280 7.3 HsSD-NE_NT_lymphocytes_Ti_104.012966.012966.2 2 4.1709 0.387 2417.11 2418.7 1 52.63158 2 R.LMEEDELPSWIIKDDAEVER.L 1274 2
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NP_620614.2| gi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associated actin-dependent regulator of ch 5 9 4.4 1572 179280 7.3 HsSD-NE_PHA_lymphocytes_PK_106.011306.011306 2 2.9934 0.1558 1572.11 1570.8 2 66.66667 2 W.TYEFDKWAPSVVK.I 789 1
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NP_008860.4| gi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like homolog [Homo sapiens] 4 7 6.1 1246 137755 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.016841.01684 2 2.3034 0.2117 2463.21 2463.8 1 36.363636 1 R.KTDPWSLLAVLGAPVPSDLQAQR.H 84 2 *
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NP_008860.4| gi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like homolog [Homo sapiens] 4 7 6.1 1246 137755 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.018377.01837 2 4.4717 0.5197 1694.67 1695 1 76.666664 1 K.DPPLAAVTTAVQELLR.L 955 2 *
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NP_008860.4| gi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like homolog [Homo sapiens] 4 7 6.1 1246 137755 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009963.0099 2 2.8078 0.1748 2196.87 2196.5 6 42.5 1 R.LAQAHPAGPPTLDPVNDLQLK.D 971 2 *
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NP_008860.4| gi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like homolog [Homo sapiens] 4 7 6.1 1246 137755 6.1 HsSD-NE_PHA_lymphocytes_PK_106.017789.017789 2 3.4793 0.4297 1747.41 1747.9 1 56.666668 2 L.SATVPNALEFADWIGR.L 454 1 *
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NP_008860.4| gi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like homolog [Homo sapiens] 4 7 6.1 1246 137755 6.1 HsSD-NE_NT_lymphocytes_Ti_103.020599.020599.2 2 5.0873 0.4698 1696.79 1695 1 73.333336 2 K.DPPLAAVTTAVQELLR.L 955 2 *
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NP_003265.3| gi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform a [Homo sapiens] 5 7 9.4 1259 142189 6 HsSD-NE_PHA_lymphocytes_Ti_106.011191.011191 3 3.581 0.1523 3025.1 3022.3 1 28 1 K.HLGQIENYLQTSSLLASDHHLTEEER.K 531 2 *
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NP_003265.3| gi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform a [Homo sapiens] 5 7 9.4 1259 142189 6 HsSD-NE_PHA_lymphocytes_PK_111.014772.014772 1 2.0062 0.1956 1326.03 1326.6 1 60.000004 1 W.FVLPHIYPIVQ.Y 767 0 *
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NP_003265.3| gi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform a [Homo sapiens] 5 7 9.4 1259 142189 6 HsNaOH-NE_NT_lymphocytes_Ti_109.009706.00970 2 3.5722 0.3822 2304.13 2301.4 1 50 3 K.HFCQEILDFASQPSDSPGHK.I 558 2 *
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NP_003265.3| gi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform a [Homo sapiens] 5 7 9.4 1259 142189 6 HsSD-NE_PHA_lymphocytes_PK_106.003005.003005 3 3.5183 0.2261 4382.42 4382.9 1 18.918919 1 E.MFERSPSDNSLNTTGIICRNVHMLLRRQESSSSLEMPS.G 679 0 *
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NP_003265.3| gi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform a [Homo sapiens] 5 7 9.4 1259 142189 6 HsSD-NE_NT_lymphocytes_Ti_104.010955.010955.3 3 3.361 0.1354 2623.97 2622.8 6 27.272728 1 R.LSDLLEVDKDEALTESDEHFSTK.L 1089 2 *
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.012991.012991 2 2.8416 0.1305 1961.71 1963.3 1 57.14286 2 R.RLDLFQEHMFEVLER.A 804 2
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsSD-NE_PHA_lymphocytes_Ti_110.013027.013027 3 3.1321 0.2928 1964.03 1963.3 1 46.42857 1 R.RLDLFQEHMFEVLER.A 804 2
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009935.00993 2 2.9741 0.1759 1956.85 1957.2 1 43.75 1 R.NNQGQLIAEPFYHLPSK.K 366 2
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsSD-NE_NT_lymphocytes_Ti_112.010092.010092.2 2 2.1285 0.1341 922.35 922.08 1 85.71429 1 K.SHGLVRPR.V 1136 2
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsSD-NE_NT_lymphocytes_Ti_112.017380.017380.2 2 3.1647 0.1422 2053.59 2053.4 1 44.444447 1 K.EILEQLLEAIVVATNPSGR.L 184 2
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NP_060635.2| gi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1| polybromo 1 isoform 1 [Homo sapiens] 6 9 4.9 1602 183689 6.7 HsSD-NE_PHA_lymphocytes_PK_105.013691.01369 2 3.3152 0.2081 2151.63 2151.3 2 55.555557 3 R.RDLEGDEDSHVPNVTLLIQ.E 729 1
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NP_006668.1| gi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Homo sapiens] 5 7 7.5 1318 145650 6.3 HsSD-NE_PHA_lymphocytes_PK_108.020446.020446 2 3.1082 0.2119 1677.37 1675 6 53.846157 2 T.FDPFLYLPVPLPQK.Q 666 1 *
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NP_006668.1| gi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Homo sapiens] 5 7 7.5 1318 145650 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.018771.01877 3 3.4139 0.0884 3208.64 3207.6 4 22.321428 1 R.VFLPSHSLDTVSPSDTLLCFELLSSELAK.E 741 2 *
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NP_006668.1| gi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Homo sapiens] 5 7 7.5 1318 145650 6.3 HsSD-NE_NT_lymphocytes_Ti_103.015626.015626.2 2 4.427 0.4837 2478.75 2477.7 1 43.18182 1 R.VGVGPLQLEDVDAAFTDTDCVVR.F 133 2 *
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NP_006668.1| gi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Homo sapiens] 5 7 7.5 1318 145650 6.3 HsSD-NE_NT_lymphocytes_Ti_106.019002.019002.2 2 3.1068 0.2963 2076.25 2075.5 1 50 1 K.VSITFDPFLYLPVPLPQK.Q 662 2 *
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NP_006668.1| gi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Homo sapiens] 5 7 7.5 1318 145650 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.010912.0109 3 5.5634 0.3383 3272.93 3274.7 1 29.464287 2 R.VSRPEAAVPGYQHPSEAMNAHTPQFFIYK.I 965 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.016164.016164 2 3.2468 0.3022 2881.63 2879.2 6 30.434782 1 K.HFWDGKEYDNLPEAFPITLEWGGR.V 578 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.008122.008122 2 3.9732 0.3088 1899.79 1899.1 1 59.375 2 K.DGHLNKPICIAWSSSGR.N 336 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.014258.014258 2 3.56 0.3148 2782.09 2783.1 1 39.130436 1 R.HEQQQLLGVEEVTDPDVVLHNLLR.N 77 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsSD-NE_PHA_lymphocytes_Ti_102.014214.014214 3 3.8062 0.2543 2782.79 2783.1 1 34.782608 2 R.HEQQQLLGVEEVTDPDVVLHNLLR.N 77 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.014764.01476 3 3.3046 0.129 2783.84 2783.1 1 31.52174 1 R.HEQQQLLGVEEVTDPDVVLHNLLR.N 77 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsSD-NE_NT_lymphocytes_Ti_109.016312.016312.2 2 3.4277 0.3903 2879.29 2879.2 1 41.304348 1 K.HFWDGKEYDNLPEAFPITLEWGGR.V 578 2 *
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NP_079330.2| gi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p47 complex interacting protein 1 [ 4 9 5.3 1222 134320 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008710.0087 2 2.9191 0.2012 1900.57 1899.1 3 50 1 K.DGHLNKPICIAWSSSGR.N 336 2 *
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_005095.1| gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo sapiens] 4 5 8.1 801 88061 9.1 HsSD-NE_PHA_lymphocytes_Ti_110.013322.013322 3 3.1848 0.1016 4075.79 4075.7 2 18.243242 1 R.IRKPSLLYEGFESPTMASVPALQLTPANPPPPEVSNPK.K 33 2 *
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_005095.1| gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo sapiens] 4 5 8.1 801 88061 9.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009657.00965 2 2.7041 0.2251 1182.17 1182.4 4 81.25 1 R.KLQDVFEFR.Y 441 2 *
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_005095.1| gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo sapiens] 4 5 8.1 801 88061 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010218.01021 2 2.6834 0.1635 1875.79 1875.2 1 52.941177 1 R.AVHEQLAALSQGPISKPK.R 529 2 *
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_005095.1| gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo sapiens] 4 5 8.1 801 88061 9.1 HsSD-NE_NT_lymphocytes_Ti_110.014964.014964.3 3 5.0114 0.3539 3806.24 3806.4 1 22.142857 1 R.KPSLLYEGFESPTMASVPALQLTPANPPPPEVSNPK.K 35 2 *
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_005095.1| gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo sapiens] 4 5 8.1 801 88061 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010366.0103 2 2.9863 0.251 1874.47 1875.2 7 44.11765 1 R.AVHEQLAALSQGPISKPK.R 529 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsSD-NE_PHA_lymphocytes_Ti_107.010087.010087 3 3.0332 0.1457 2617.94 2616.9 4 27.5 1 K.YAHIQVTYVKPYFDDKELTER.K 1830 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.009863.0098 2 3.1007 0.1547 2617.73 2616.9 4 37.5 1 K.YAHIQVTYVKPYFDDKELTER.K 1830 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014405.01440 2 4.0818 0.1184 2029.69 2029.4 3 58.823532 2 K.KQDTVETPVGFAWVPLLK.D 747 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008074.00807 3 4.0429 0.2195 2983.34 2983.1 1 28.125 1 K.IPNHVFEIDEDCEKDEDSSSLCSQK.G 139 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012730.01273 2 4.3927 0.3901 2431.63 2430.8 1 50 2 R.YIQQGIFSVTNPHPEIFLVAR.I 460 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009982.0099 2 2.571 0.1747 1589.51 1589.8 1 62.5 1 K.FFHHCQLIQSGSK.E 831 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsSD-NE_NT_lymphocytes_Ti_111.014191.014191.2 2 3.192 0.2035 2429.21 2430.8 4 35 3 R.YIQQGIFSVTNPHPEIFLVAR.I 460 2 *
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|NP_653259.3| gi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo sapiens] 7 13 5.6 2073 237669 7.7 HsSD-NE_NT_lymphocytes_Ti_111.017849.017849.2 2 4.7095 0.3507 2101.47 2101.5 1 70.588234 2 K.IAQLYLPFVGLLLENIQR.L 1163 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.009616.009616 2 4.2364 0.3581 1879.93 1878.1 1 76.666664 1 K.NTVELLVEDKGNQVYR.C 400 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsSD-NE_PHA_lymphocytes_Ti_106.016448.016448 2 2.5784 0.2201 1892.03 1893.2 8 43.333332 1 R.QMQLENVSVALEFLDR.E 74 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016484.01648 2 2.4377 0.1982 1894.11 1893.2 1 46.666668 1 R.QMQLENVSVALEFLDR.E 74 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.010954.01095 2 4.4083 0.408 2310.97 2309.5 1 45.454548 1 R.GQHVTGSPFQFTVGPLGEGGAHK.V 2173 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014756.0147 2 3.7962 0.2949 1227.53 1227.5 1 90 7 R.LIALLEVLSQK.R 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.010983.01098 3 3.6156 0.2232 2309.24 2309.5 1 29.545454 1 R.GQHVTGSPFQFTVGPLGEGGAHK.V 2173 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.015036.01503 2 3.788 0.324 1227.13 1227.5 1 85 8 R.LIALLEVLSQK.R 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsSD-NE_NT_lymphocytes_Ti_103.015074.015074.2 2 5.1704 0.4667 2550.45 2548.9 1 40 3 K.VTASGPGLSSYGVPASLPVDFAIDAR.D 1520 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4083.408 2 4.4224 0.2998 1227.39 1227.5 1 90 8 R.LIALLEVLSQK.R 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4042.404 1 2.8541 0.2504 1226.62 1227.5 4 65 2 R.LIALLEVLSQK.R 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4124.412 2 4.5287 0.2392 1383.52 1383.7 1 81.818184 4 R.LIALLEVLSQKR.M 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsSD-NE_NT_lymphocytes_Ti_104.009785.009785.2 2 3.3533 0.3508 2537.19 2534.7 2 34.782608 1 K.ANEPTHFTVDCTEAGEGDVSVGIK.C 759 2 *
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3810.38 2 3.5276 0.2941 1227.36 1227.5 1 85 1 R.LIALLEVLSQK.R 50 2
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|NP_001448.2| gi|105990514|ref|NP_001448.2| "filamin B, beta (actin binding protein 278) [Homo sapiens] " 9 46 4.5 2602 278162 5.7 HsSD-NE_NT_lymphocytes_Ti_109.015855.015855.2 2 4.183 0.3416 1227.27 1227.5 1 90 7 R.LIALLEVLSQK.R 50 2
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.008688.008688 2 3.7766 0.2895 2300.13 2298.5 1 42.857143 1 R.SVDNRPQAPLVSASAVNEEVSK.I 1580 2 *
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.013988.0139 2 5.05 0.3018 2117.35 2117.3 1 63.15789 2 K.DQAPDEFVGLGLVGGNVDWK.Q 1085 2 *
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsNaOH-NE_NT_lymphocytes_Ti_112.016508.01650 2 4.2878 0.3506 1866.45 1866.2 1 75 3 R.GWFPILFELSCIINR.C 1381 2
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.017720.01772 2 4.3512 0.3405 1928.63 1926.1 1 59.375 1 K.DLPEEYLSAIYNEIAGK.K 864 2 *
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsSD-NE_NT_lymphocytes_Ti_103.019745.019745.2 2 3.7313 0.2697 1927.97 1926.1 1 46.875 1 K.DLPEEYLSAIYNEIAGK.K 864 2 *
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsSD-NE_NT_lymphocytes_Ti_109.013138.013138.2 2 3.232 0.3751 2485.09 2483.8 3 35.714287 1 K.TLITVAHTDGNYLGNSWHEILK.C 1028 2
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsSD-NE_NT_lymphocytes_Ti_103.010550.010550.2 2 3.3899 0.1734 1751.21 1748.9 1 56.666668 1 R.GSQELGMSNVQELSLR.K 594 2 *
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsSD-NE_NT_lymphocytes_Ti_115.016685.016685.2 2 2.9835 0.1005 1868.99 1866.2 1 57.14286 1 R.GWFPILFELSCIINR.C 1381 2
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NP_006412.2| gi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucleotide-exchange protein 1 [Homo 6 14 6.1 1849 208766 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.016280.0162 2 4.8422 0.386 1868.65 1866.2 1 78.57143 3 R.GWFPILFELSCIINR.C 1381 2
1182 ENSG00000175115:ENSMUSG00000024855:ENSRNOG00000020350 PACS1 gi|30089916|ref|NP_060496.2| gi|30089916|ref|NP_060496.2| phosphofurin acidic cluster sorting protein 1 [Homo sapiens] 4 5 5.3 963 104898 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.007188.007188 2 2.8496 0.1891 1393.55 1394.5 4 70 1 R.HKFPDEDSYQK.F 734 2 *
1182 ENSG00000175115:ENSMUSG00000024855:ENSRNOG00000020350 PACS1 gi|30089916|ref|NP_060496.2| gi|30089916|ref|NP_060496.2| phosphofurin acidic cluster sorting protein 1 [Homo sapiens] 4 5 5.3 963 104898 7.7 HsSD-NE_PHA_lymphocytes_PK_110.015314.015314 1 2.2104 0.1831 1020.83 1020.3 1 68.75 1 K.FIPFIGVVK.V 745 2 *
1182 ENSG00000175115:ENSMUSG00000024855:ENSRNOG00000020350 PACS1 gi|30089916|ref|NP_060496.2| gi|30089916|ref|NP_060496.2| phosphofurin acidic cluster sorting protein 1 [Homo sapiens] 4 5 5.3 963 104898 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007080.00708 2 3.9724 0.4531 1966.29 1967.1 2 50 2 K.TDLQGSASPSKVEGVHTPR.Q 488 2 *
1182 ENSG00000175115:ENSMUSG00000024855:ENSRNOG00000020350 PACS1 gi|30089916|ref|NP_060496.2| gi|30089916|ref|NP_060496.2| phosphofurin acidic cluster sorting protein 1 [Homo sapiens] 4 5 5.3 963 104898 7.7 HsSD-NE_NT_lymphocytes_Ti_102.011537.011537.2 2 2.9857 0.2649 1350.51 1348.5 1 72.72727 1 R.VSIDGVEWSDIK.F 926 2 *
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsSD-NE_PHA_lymphocytes_PK_109.020371.02037 2 2.7394 0.1717 1634.53 1633.9 2 61.538464 1 K.LSHSNPTILFDYIL.S 571 1
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsNaOH-NE_NT_lymphocytes_Ti_113.017598.01759 2 2.595 0.2475 2365.29 2362.7 1 36.842106 1 R.DYFTQLVLACLYLVSDTVLK.E 105 2 *
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.000533.0005 2 3.0914 0.1445 1922.45 1920.3 1 56.25 1 K.YPIDLAGLLQYVANQLK.A 653 2
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsSD-NE_PHA_lymphocytes_PK_105.019808.019808 2 3.7729 0.1904 1577.05 1575.8 1 73.07692 1 T.SDLILENIKSLIGC.F 189 0
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsSD-NE_NT_lymphocytes_Ti_111.015241.015241.2 2 3.3832 0.4005 2547.45 2549 1 52.380955 2 R.LKDALLDHDLALPLCLLMAQQR.N 729 2
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsSD-NE_NT_lymphocytes_Ti_107.015615.015615.2 2 3.9219 0.3986 1856.19 1855.1 1 57.14286 1 R.DFQQALYELSYHVIK.G 44 2 *
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|NP_001075019.1| gi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo sapiens] 7 8 7.9 1593 182774 8.4 HsSD-NE_NT_lymphocytes_Ti_115.012675.012675.3 3 4.1393 0.2116 2829.56 2830.1 1 29.347824 1 K.RVPSIDVLCNEFHTPHDAAFFLSR.P 796 2
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsSD-NE_PHA_lymphocytes_PK_109.014709.014709 2 3.222 0.2436 2182.35 2181.4 1 55.88235 2 R.WSTHTPLDEERDPLLHSF.G 26 1 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.006653.006653 2 3.4534 0.1935 1616.95 1617.9 7 65.38461 1 K.LLITGTEQFNQKPK.K 702 2 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.021004.0210 3 5.0163 0.3446 3058.16 3058.5 1 28 2 K.EVLNSITELSEIEPNVFLRPFLEVIR.S 48 2 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008322.0083 2 3.3433 0.3058 1620.51 1617.9 2 61.538464 1 K.LLITGTEQFNQKPK.K 702 2 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010786.0107 2 2.8493 0.2259 1594.87 1594.9 1 69.230774 1 R.VSHQVAYGLHELLK.T 1238 2 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.010630.0106 3 4.2996 0.2963 2843.96 2843.1 1 32 2 R.TPGHPPPPEIPSELGACDFEKPESPR.A 1750 2 *
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_004184.1| gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistance factor 1 [Homo sapiens] 5 11 5.3 1859 206444 5.7 HsSD-NE_NT_lymphocytes_Ti_109.000060.000060.3 3 3.9333 0.3146 3058.94 3058.5 1 29 2 K.EVLNSITELSEIEPNVFLRPFLEVIR.S 48 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsSD-NE_PHA_lymphocytes_PK_114.013614.013614 2 3.1813 0.2846 1916.97 1918.3 3 53.125 1 L.KQIPVHPVPDPLVHEVL.N 136 0 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.018462.0184 2 2.5585 0.131 2263.89 2261.5 1 42.105263 2 K.NEAEVINMSEELAQLESILK.E 2861 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.015800.01580 2 3.6858 0.2434 1594.91 1592.9 1 75 3 K.WTNFPGLQQLFLK.G 2053 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsSD-NE_NT_lymphocytes_Ti_107.017630.017630.2 2 4.5657 0.4108 1941.39 1941.2 1 61.764706 5 K.AAQTTIETAIHSLIETLK.N 2896 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsSD-NE_NT_lymphocytes_Ti_105.018894.018894.2 2 3.0869 0.2468 2936.83 2934.3 1 38 1 R.GEDLQFDQLISSMSSVAEHCLPSLLR.T 51 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsSD-NE_NT_lymphocytes_Ti_102.012754.012754.2 2 3.5067 0.2453 2651.07 2648.9 1 37.5 1 K.AMSAVLCCGPVADNVGLSSDGYLYK.W 1111 2 *
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|NP_055845.1| gi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 7 15 4.4 3013 339598 5.6 HsSD-NE_PHA_lymphocytes_PK_105.020403.020403 2 3.084 0.2858 1827.67 1828 1 53.571426 2 L.MLDFPDWREDVLSGF.V 604 0 *
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.001194.001194 2 2.4719 0.2207 2174.25 2172.5 1 44.11765 1 R.DTVHMLLEWLSEAEQTLR.F 4818 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsSD-NE_PHA_lymphocytes_Ti_103.009832.009832 3 5.2758 0.3132 3220.52 3221.5 1 31.034481 1 R.RQQHEQLNEAAQGILTGPGDVSLSTSQVQK.E 2564 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.007024.0070 2 4.371 0.188 1630.39 1630.8 1 76.92308 2 R.LEQDQTTAQLQVQK.A 3744 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.001137.0011 3 3.4379 0.0867 3419.87 3418.8 3 24.13793 1 K.FQDALEPLLSWLADTEELIANQKPPSAEYK.V 3282 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006224.0062 2 2.0502 0.0806 925.17 924.08 6 75 1 R.ATSFATVVK.D 1603 2
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1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006801.00680 2 3.5895 0.1287 1630.03 1630.8 1 69.230774 1 R.LEQDQTTAQLQVQK.A 3744 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsSD-NE_NT_lymphocytes_Ti_105.015859.015859.3 3 4.7882 0.1275 2398.37 2397.6 1 48.61111 1 R.RLEEEEKVVEEEKQEHVEK.V 1412 2 *
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsSD-NE_NT_lymphocytes_Ti_109.019587.019587.2 2 2.9983 0.1748 2467.61 2468.8 1 42.857143 1 K.LSQEEVVLADLSALEAHWSTLR.H 1180 2 *
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.3264.32 2 3.1923 0.3087 1569.86 1570.8 1 61.538464 1 R.VTLDPVQLESSLLR.S 2869 2
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NP_036222.3| gi|33188445|ref|NP_036222.3| microfilament and actin filament cross-linker protein isoform a [Hom 9 11 3.5 5430 620426 5.4 HsSD-NE_NT_lymphocytes_Ti_104.017972.017972.3 3 5.5342 0.2838 3718.7 3716 1 28.030304 1 R.NFTQGLVEDAPDGSDASQLLHQAEVAQQEFLEVK.Q 3009 2
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NP_055873.1| gi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 isoform a [Homo sapiens] 4 9 3.5 1905 214823 7.4 HsSD-NE_PHA_lymphocytes_PK_109.016696.016696 2 2.7402 0.1842 1431.37 1430.7 1 77.27273 2 T.AHQWLGPEFLTM.F 591 0
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NP_055873.1| gi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 isoform a [Homo sapiens] 4 9 3.5 1905 214823 7.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012849.01284 2 2.9931 0.333 2126.95 2126.5 1 44.11765 1 K.HAIQWLYPYSILLGHEGK.M 335 2
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NP_055873.1| gi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 isoform a [Homo sapiens] 4 9 3.5 1905 214823 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.021579.0215 2 2.9189 0.1811 2932.13 2931.2 1 36 1 R.SESLSPYTTWLSTISDTDALLAEWDK.S 1471 2 *
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NP_055873.1| gi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 isoform a [Homo sapiens] 4 9 3.5 1905 214823 7.4 HsSD-NE_NT_lymphocytes_Ti_115.011063.011063.2 2 3.2106 0.2956 1357.43 1357.6 1 75 2 K.RSIFPIHPSFR.I 567 2
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NP_055873.1| gi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 isoform a [Homo sapiens] 4 9 3.5 1905 214823 7.4 HsSD-NE_NT_lymphocytes_Ti_104.000670.000670.2 2 3.7741 0.3311 2930.91 2931.2 1 40 3 R.SESLSPYTTWLSTISDTDALLAEWDK.S 1471 2 *
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsSD-NE_PHA_lymphocytes_Ti_105.008328.008328 2 3.2915 0.3423 1851.65 1850 1 61.538464 2 R.HKKDDDKAWEYEER.D 1107 2
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.003104.00310 2 5.2901 0.2008 1984.21 1984.2 1 66.66667 5 R.DTGYDWFEQLLQNLLK.S 1942 2
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.017802.0178 2 3.5782 0.1161 2309.55 2308.6 2 38.095238 1 K.DNLGSDDPEGDIPVLLQAVLAR.S 81 2
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013430.01343 2 2.3171 0.1752 1130.65 1131.3 1 85.71429 2 K.FYIAQWFR.D 1675 2
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.003202.0032 2 3.887 0.2999 1984.53 1984.2 1 63.333332 2 R.DTGYDWFEQLLQNLLK.S 1942 2
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NP_597677.2| gi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapiens] 4 14 2.1 2804 316051 7.9 HsSD-NE_NT_lymphocytes_Ti_107.003884.003884.2 2 3.8549 0.3062 1984.85 1984.2 1 56.666668 2 R.DTGYDWFEQLLQNLLK.S 1942 2
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.015093.01509 2 3.0415 0.1702 2023.27 2024.3 1 58.823532 1 R.ISVQTPVDQLLQDGLQLR.S 967 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.012797.01279 2 2.5796 0.2062 1705.39 1703 1 53.571426 1 R.LADYFVLVAFGPHPR.G 4 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.018485.0184 2 3.9082 0.3138 2159.67 2157.4 1 58.823532 1 R.SDPLQQWELVPIEVFEAR.Q 1340 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsSD-NE_NT_lymphocytes_Ti_103.016274.016274.2 2 2.3676 0.1582 2023.13 2024.3 2 47.058823 1 R.ISVQTPVDQLLQDGLQLR.S 967 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsSD-NE_NT_lymphocytes_Ti_104.014566.014566.2 2 3.5175 0.3547 2493.09 2492.7 4 30.000002 1 R.EEGAGGSAGGPALLPAEGAVFLTTYR.V 910 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsSD-NE_NT_lymphocytes_Ti_107.014013.014013.2 2 3.4276 0.1893 2286.67 2285.6 7 36.842106 1 R.GVPYRPTDLFDELVAHEVAR.M 433 2 *
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NP_002963.1| gi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [Homo sapiens] 6 7 6.2 1867 208313 6.9 HsSD-NE_PHA_lymphocytes_PK_105.019372.019372 2 3.2034 0.2563 2207.39 2209.4 1 50 1 R.FPEKDWEDNPFPQGIELF.C 31 1 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.010536.010536 2 3.0732 0.12 2102.75 2101.2 1 44.444447 1 R.TAECETSEADNILLAGHLR.L 1393 2 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.019827.01982 2 3.2321 0.2568 2494.05 2492.8 6 37.5 1 R.ISPATMLEDEITWLDNFEPNR.T 1372 2 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008795.00879 2 2.358 0.2423 1816.43 1814.1 7 50 1 R.HLQQGSESPMMIGELR.S 2437 2 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.019996.0199 2 4.5452 0.2768 2494.77 2492.8 1 52.499996 1 R.ISPATMLEDEITWLDNFEPNR.T 1372 2 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsSD-NE_NT_lymphocytes_Ti_106.000963.000963.2 2 2.9285 0.2157 2506.35 2505.9 2 36.363636 1 K.LLLLIPTDPAIQEALDQLDSLGR.K 944 2 *
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|NP_056121.1| gi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Homo sapiens] 4 9 3.2 2460 277414 6.3 HsSD-NE_NT_lymphocytes_Ti_106.020065.020065.2 2 3.8331 0.3098 2495.43 2492.8 1 47.5 4 R.ISPATMLEDEITWLDNFEPNR.T 1372 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.007936.007936 2 3.0671 0.3268 1598.37 1598.8 1 64.28571 4 R.VIAAVSHELITSTTR.A 1007 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsNaOH-NE_NT_lymphocytes_Ti_114.011336.01133 3 5.6465 0.4484 3187.88 3188.6 1 34.82143 2 R.VSGTVQQLPAVHHVFQPELPAEPAAYWSK.L 2178 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsSD-NE_NT_lymphocytes_Ti_112.012912.012912.2 2 3.3354 0.3087 3189.83 3188.6 2 28.57143 1 R.VSGTVQQLPAVHHVFQPELPAEPAAYWSK.L 2178 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsSD-NE_NT_lymphocytes_Ti_104.015474.015474.2 2 2.861 0.0889 1892.43 1893.2 1 43.75 1 R.TLTGNTFSLADCIPLLR.K 798 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.013097.0130 3 3.4459 0.2271 2211.71 2211.7 1 43.421055 2 K.AVTHAIPALQPIVHDLFVLR.G 1536 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsSD-NE_NT_lymphocytes_Ti_112.011806.011806.2 2 3.5808 0.2611 1409.29 1409.7 1 81.818184 2 R.FAELAHLVRPQK.C 192 2 *
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NP_002102.4| gi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 6 13 3 3144 347859 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.011627.0116 3 3.6502 0.219 3191.3 3188.6 1 29.464287 1 R.VSGTVQQLPAVHHVFQPELPAEPAAYWSK.L 2178 2 *
1192 ENSG00000169020:ENSMUSG00000050856:ENSRNOG00000000064 ATP5I gi|6005717|ref|NP_009031.1| gi|6005717|ref|NP_009031.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 1 16 20.3 69 7933 9.4 HsSD-NE_PHA_lymphocytes_Ti_103.012566.012566 2 3.4213 0.333 1490.71 1489.7 1 73.07692 12 R.YSALFLGVAYGATR.Y 16 2 *
1192 ENSG00000169020:ENSMUSG00000050856:ENSRNOG00000000064 ATP5I gi|6005717|ref|NP_009031.1| gi|6005717|ref|NP_009031.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 1 16 20.3 69 7933 9.4 HsSD-NE_NT_lymphocytes_PK_108.013077.013077. 2 3.2373 0.3801 1491.49 1489.7 1 53.846157 1 R.YSALFLGVAYGATR.Y 16 2 *
1192 ENSG00000169020:ENSMUSG00000050856:ENSRNOG00000000064 ATP5I gi|6005717|ref|NP_009031.1| gi|6005717|ref|NP_009031.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 1 16 20.3 69 7933 9.4 HsSD-NE_NT_lymphocytes_Ti_114.012748.012748.2 2 3.7067 0.3525 1488.69 1489.7 1 61.538464 3 R.YSALFLGVAYGATR.Y 16 2 *
1193 ENSG00000111775:ENSMUSG00000041697:ENSRNOG00000001170 COX6A1 gi|17999528|ref|NP_004364.2| gi|17999528|ref|NP_004364.2| cytochrome c oxidase subunit VIa polypeptide 1 precursor [Homo s 4 19 31.2 109 12155 9.3 HsSD-NE_PHA_lymphocytes_PK_111.011654.011654 2 3.9835 0.352 1866.21 1867 1 66.66667 2 L.FHNPHVNPLPTGYEDE.- 94 1 *
1193 ENSG00000111775:ENSMUSG00000041697:ENSRNOG00000001170 COX6A1 gi|17999528|ref|NP_004364.2| gi|17999528|ref|NP_004364.2| cytochrome c oxidase subunit VIa polypeptide 1 precursor [Homo s 4 19 31.2 109 12155 9.3 HsSD-NE_PHA_lymphocytes_Ti_113.010435.010435 2 4.6608 0.378 2212.99 2213.4 1 61.764706 12 K.SHHGEHERPEFIAYPHLR.I 61 2 *
1193 ENSG00000111775:ENSMUSG00000041697:ENSRNOG00000001170 COX6A1 gi|17999528|ref|NP_004364.2| gi|17999528|ref|NP_004364.2| cytochrome c oxidase subunit VIa polypeptide 1 precursor [Homo s 4 19 31.2 109 12155 9.3 HsSD-NE_PHA_lymphocytes_Ti_112.010671.010671 3 3.5423 0.3189 2213.48 2213.4 1 45.588234 4 K.SHHGEHERPEFIAYPHLR.I 61 2 *
1193 ENSG00000111775:ENSMUSG00000041697:ENSRNOG00000001170 COX6A1 gi|17999528|ref|NP_004364.2| gi|17999528|ref|NP_004364.2| cytochrome c oxidase subunit VIa polypeptide 1 precursor [Homo s 4 19 31.2 109 12155 9.3 HsSD-NE_NT_lymphocytes_PK_107.008476.008476. 2 3.2212 0.2387 1468.11 1468.6 1 66.66667 1 N.PHVNPLPTGYEDE.- 97 1 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010004.01000 2 3.4524 0.3192 1393.47 1391.6 1 83.33333 2 R.GAQGVILVYDVTR.R 80 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.011674.01167 2 5.1142 0.3428 1788.21 1785.9 1 78.57143 2 K.TCDGVQCAFEELVEK.I 154 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.008495.0084 2 2.6412 0.0965 1086.71 1086.3 1 85 1 K.ILIIGESGVGK.S 11 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.015153.0151 2 6.2814 0.5277 2105.25 2103.3 1 77.77778 27 R.FTDDTFDPELAATIGVDFK.V 28 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.011888.0118 2 3.1744 0.2907 1785.21 1785.9 3 57.14286 1 K.TCDGVQCAFEELVEK.I 154 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008706.00870 1 1.9756 0.2007 1234.25 1234.5 2 60.000004 1 K.HSMLFIEASAK.T 143 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015508.01550 2 4.911 0.5311 2104.93 2103.3 1 69.44444 9 R.FTDDTFDPELAATIGVDFK.V 28 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsSD-NE_NT_lymphocytes_Ti_102.012962.012962.2 2 3.3539 0.2395 1786.07 1785.9 3 50 1 K.TCDGVQCAFEELVEK.I 154 2 *
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NP_067075.1| gi|10880989|ref|NP_067075.1| "RAB18, member RAS oncogene family [Homo sapiens] " 5 58 33.5 206 22977 5.2 HsSD-NE_NT_lymphocytes_Ti_102.017228.017228.2 2 4.5226 0.4874 2105.75 2103.3 1 55.555557 14 R.FTDDTFDPELAATIGVDFK.V 28 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.007058.0070 2 2.7125 0.1988 1264.35 1261.4 1 70 1 K.RNPALYASNVR.R 285 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.018712.0187 2 3.4625 0.3848 1588.55 1588.9 1 79.16667 4 R.DIPIWGTLIQYIR.P 159 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_111.009525.00952 2 2.92 0.3344 1260.81 1261.4 2 70 1 K.RNPALYASNVR.R 285 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.007814.0078 1 2.7542 0.0878 1013.81 1012.2 3 78.57143 1 R.NPFVHELR.L 30 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_113.015578.01557 3 3.1091 0.4623 2274.68 2274.7 1 41.666664 1 R.DIPIWGTLIQYIRPVFVSR.S 159 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_106.018736.01873 2 3.3159 0.2777 1588.53 1588.9 1 75 2 R.DIPIWGTLIQYIR.P 159 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_PK_112.013862.0138 2 4.2198 0.2972 1895.47 1896.1 1 66.66667 12 Q.VEIEFLPVYSPSEEEK.R 269 1 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010024.0100 2 3.7326 0.3516 1150.39 1150.4 1 88.88889 2 R.TLDTIQLAFK.M 417 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_PK_111.003651.0036 2 3.1854 0.2927 1741.75 1742 1 67.85714 2 L.EVPVSDLLEDMFSLF.D 377 0 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_PK_104.002523.0025 2 2.8555 0.1641 1595.53 1594.8 8 53.846157 1 L.EVPVSDLLEDMFSL.F 377 0 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_107.008232.00823 2 2.1421 0.1165 1006.45 1007.1 1 85.71429 1 K.ITFADFHR.F 471 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.016772.0167 2 4.889 0.4925 1607.67 1606.9 1 82.14286 9 K.TALGVAELTVTDLFR.A 447 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_109.007570.00757 1 2.4168 0.0894 1011.58 1012.2 3 78.57143 1 R.NPFVHELR.L 30 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_NT_lymphocytes_Ti_107.017078.01707 2 5.1893 0.4931 1607.33 1606.9 1 85.71429 12 K.TALGVAELTVTDLFR.A 447 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.012506.0125 2 5.525 0.3997 2485.11 2483 1 65.909096 8 R.TCLITFKPGAFIPGAPVQPVVLR.Y 215 2 *
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NP_079106.3| gi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapiens] 12 59 27.5 534 59151 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011268.0112 3 4.133 0.2986 2595.47 2592.9 3 32.142857 1 R.RAQSNGKWPQIMIFPEGTCTNR.T 193 2 *
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_Ti_101.004460.004460 2 2.8038 0.186 1137.35 1137.4 7 77.77778 1 K.LLLQVQHASK.Q 34 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_109.015128.015128 1 2.0505 0.2713 1364.69 1365.6 1 54.545456 1 R.GNLANVIRYFPT.Q 73 1
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_109.013066.013066 2 2.6635 0.2668 1091.05 1091.3 3 72.22222 1 K.GAWSNVLRGM.G 273 1
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_108.011884.011884 2 2.725 0.2288 1035.17 1034.2 3 81.25 1 G.AWSNVLRGM.G 274 0
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_Ti_103.010306.010306 2 3.1259 0.3468 1645.05 1645.8 1 61.538464 2 K.GADIMYTGTVDCWR.K 246 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_110.013242.013242 1 2.3494 0.2429 1321.74 1322.5 1 65 2 A.NVIRYFPTQAL.N 77 0
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_111.016476.016476 2 2.8317 0.2041 1425.75 1423.8 8 66.66667 1 K.TAVAPIERVKLLL.Q 24 1
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_Ti_104.017060.017060 2 4.8336 0.5065 2797.97 2798.1 1 48.076923 45 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_107.017206.017206 2 3.7317 0.3395 1490.39 1488.7 1 72.72727 2 T.SLCFVYPLDFAR.T 127 1
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009052.00905 2 3.4726 0.3942 1773.85 1774 1 67.85714 1 R.KGADIMYTGTVDCWR.K 245 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009482.0094 1 2.6343 0.1716 1208.86 1206.4 1 62.5 1 K.DFLAGGVAAAVSK.T 11 2 *
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.012807.0128 1 3.0093 0.1581 1449.87 1447.7 1 63.636364 2 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009052.0090 2 3.8472 0.3768 1773.43 1774 1 78.57143 6 R.KGADIMYTGTVDCWR.K 245 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007635.0076 1 2.0027 0.2201 1136.56 1137.4 9 66.66667 1 K.LLLQVQHASK.Q 34 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.007296.0072 2 2.8748 0.098 859.39 857 4 85.71429 1 R.GNLANVIR.Y 73 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009448.0094 2 4.586 0.3324 1207.31 1206.4 1 87.5 2 K.DFLAGGVAAAVSK.T 11 2 *
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.012447.01244 2 2.6818 0.3551 1170.25 1170.3 1 68.75 2 K.EQGFLSFWR.G 64 2 *
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.012579.0125 2 3.6262 0.4034 1447.47 1447.7 1 86.36364 7 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.016059.0160 2 5.669 0.461 2799.43 2798.1 1 48.076923 155 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.012806.01280 2 3.9746 0.3479 1446.97 1447.7 1 86.36364 3 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.001745.00174 3 3.6706 0.2923 2799.05 2798.1 1 33.653847 1 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.008292.0082 2 2.294 0.1656 1207.33 1206.3 1 70 1 R.AAYFGVYDTAK.G 189 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013300.01330 1 2.4159 0.1067 1450.03 1447.7 2 54.545456 2 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010042.0100 2 2.575 0.1796 1648.31 1645.8 3 57.692307 1 K.GADIMYTGTVDCWR.K 246 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.015878.0158 3 5.0417 0.4635 2799.14 2798.1 1 35.576923 3 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.007658.0076 2 3.0745 0.1622 1137.21 1137.4 3 83.33333 2 K.LLLQVQHASK.Q 34 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.016601.01660 2 5.2253 0.4352 2800.75 2798.1 1 48.076923 93 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_NT_lymphocytes_Ti_105.016264.016264.1 1 3.0502 0.2025 1447.76 1447.7 1 59.090908 3 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_NT_lymphocytes_Ti_103.010644.010644.2 2 3.9328 0.4442 1645.09 1645.8 1 69.230774 3 K.GADIMYTGTVDCWR.K 246 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_NT_lymphocytes_Ti_106.016531.016531.2 2 4.9973 0.3961 2799.89 2798.1 1 46.153847 133 R.YFAGNLASGGAAGATSLCFVYPLDFAR.T 112 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_NT_lymphocytes_Ti_105.016282.016282.2 2 3.5846 0.3355 1446.87 1447.7 1 86.36364 1 R.YFPTQALNFAFK.D 81 2
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NP_001142.2| gi|55749577|ref|NP_001142.2| "solute carrier family 25 (mitochondrial carrier; adenine nucleotide t 20 482 45.3 298 33064 9.8 HsSD-NE_PHA_lymphocytes_PK_106.012560.012560 2 3.2274 0.26 1270.51 1270.5 3 72.22222 2 L.VLYDEIKKYV.- 289 1 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019742.01974 2 4.2649 0.3957 2625.25 2626 1 45.454548 5 K.YITGTDILDMKLEDILESINSIK.S 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_107.020151.02015 3 4.0995 0.2374 2626.46 2626 2 29.545454 2 K.YITGTDILDMKLEDILESINSIK.S 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011667.01166 2 4.8413 0.1935 1375.53 1374.6 1 90.909096 2 K.LEDILESINSIK.S 153 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_PK_109.009818.0098 2 3.3153 0.3515 1510.13 1508.5 1 80.769226 4 K.SDGVHTVETEVGDY.M 91 1 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011966.0119 2 4.5187 0.2858 1373.91 1374.6 1 86.36364 4 K.LEDILESINSIK.S 153 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.020138.0201 3 5.5889 0.4479 2624.96 2626 1 42.045452 4 K.YITGTDILDMKLEDILESINSIK.S 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009560.00956 2 3.3336 0.1795 1270.47 1270.5 1 80 1 K.YITGTDILDMK.L 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_109.018856.01885 2 3.945 0.1721 2814.43 2812.2 1 47.727272 2 K.VIFFELILDNMGEQAQEQEDWKK.Y 119 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.020142.0201 2 5.9758 0.4636 2628.95 2626 1 56.81818 7 K.YITGTDILDMKLEDILESINSIK.S 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_114.014412.01441 3 4.2141 0.3047 2813.96 2812.2 1 35.227272 1 K.VIFFELILDNMGEQAQEQEDWKK.Y 119 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009556.00955 1 2.3452 0.2395 1270.54 1270.5 1 75 1 K.YITGTDILDMK.L 142 2 *
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NP_057124.2| gi|19923442|ref|NP_057124.2| transmembrane emp24 protein transport domain containing 5 [Hom 9 34 38 229 26017 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.020460.0204 2 3.1294 0.1561 2891.15 2889.2 1 28.846153 1 K.ASLEIEYQVLDGAGLDIDFHLASPEGK.T 56 2 *
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_109.014054.014054 2 3.8666 0.3796 2294.31 2292.5 1 52.941177 3 L.LVGYPPFWDEDQHRLYQQ.I 208 0
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_108.015132.015132 2 3.7739 0.2941 2038.67 2036.3 1 60.000004 2 L.LVGYPPFWDEDQHRLY.Q 208 0
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_110.018652.018652 2 3.6774 0.2929 1635.53 1634.8 1 71.42857 2 F.DLVTGGELFEDIVAR.E 91 1
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_110.000116.000116 2 4.4716 0.2282 1883.77 1881.1 1 78.125 80 L.VFDLVTGGELFEDIVAR.E 89 1
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_108.015393.015393 2 3.8798 0.4615 1710.59 1712 1 63.333332 2 W.FGFAGTPGYLSPEVLR.K 172 1
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010439.01043 2 3.5396 0.2639 2083.03 2082.2 2 44.444447 2 K.AGAYDFPSPEWDTVTPEAK.N 228 2
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.009825.0098 2 3.0552 0.2492 1126.39 1124.2 1 92.85714 2 K.WQNVHFHR.S 462 2
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_106.011086.011086 1 3.8908 0.3577 1548.61 1547.7 1 62.5 1 R.LHDSISEEGFHYL.V 76 1
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_NT_lymphocytes_Ti_104.013217.013217.2 2 4.4795 0.3628 1619.15 1619.8 1 83.33333 2 R.FTDEYQLFEELGK.G 10 2
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_NT_lymphocytes_Ti_105.016879.016879.2 2 4.0226 0.389 2789.91 2790.1 1 41.666664 2 K.ICDPGLTAFEPEALGNLVEGMDFHR.F 372 2
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NP_001212.2| gi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1| calcium/calmodulin-dependent protein kinase II delta isoform 3 [Ho 11 100 27.1 499 56369 7.2 HsSD-NE_PHA_lymphocytes_PK_106.018345.018345 2 3.9983 0.3521 2398.05 2397.7 1 47.61905 2 Q.GDQQAWFGFAGTPGYLSPEVLR.K 166 1
1199 ENSG00000141378:ENSMUSG00000072582:ENSRNOG00000004288 PTRH2 gi|7706351|ref|NP_057161.1| gi|7706351|ref|NP_057161.1| Bcl-2 inhibitor of transcription [Homo sapiens] 2 4 20.7 179 19194 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.011289.01128 3 3.5205 0.0846 2250.95 2249.6 4 31.818182 1 R.TQIAPGSQTVLGIGPGPADLIDK.V 149 2 *
1199 ENSG00000141378:ENSMUSG00000072582:ENSRNOG00000004288 PTRH2 gi|7706351|ref|NP_057161.1| gi|7706351|ref|NP_057161.1| Bcl-2 inhibitor of transcription [Homo sapiens] 2 4 20.7 179 19194 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1678.167 2 4.1584 0.4343 1462.71 1463.6 1 76.92308 2 K.VAAQCSHAAVSAYK.Q 82 2 *
1199 ENSG00000141378:ENSMUSG00000072582:ENSRNOG00000004288 PTRH2 gi|7706351|ref|NP_057161.1| gi|7706351|ref|NP_057161.1| Bcl-2 inhibitor of transcription [Homo sapiens] 2 4 20.7 179 19194 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1791.17 2 2.8865 0.3319 1463.1 1463.6 1 57.692307 1 K.VAAQCSHAAVSAYK.Q 82 2 *
1200 ENSG00000166347:ENSMUSG00000024646:ENSRNOG00000015205 CYB5A gi|41281768|ref|NP_683725.1| gi|41281768|ref|NP_683725.1| cytochrome b-5 isoform 1 [Homo sapiens] 3 6 40.3 134 15330 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007365.0073 2 3.5385 0.3404 2207.51 2207.2 1 42.5 1 R.EQAGGDATENFEDVGHSTDAR.E 53 2
1200 ENSG00000166347:ENSMUSG00000024646:ENSRNOG00000015205 CYB5A gi|41281768|ref|NP_683725.1| gi|41281768|ref|NP_683725.1| cytochrome b-5 isoform 1 [Homo sapiens] 3 6 40.3 134 15330 5 HsNaOH-NE_PHA_lymphocytes_Ti_106.008660.0086 2 3.6362 0.3012 1639.65 1638.9 1 69.230774 3 K.TFIIGELHPDDRPK.L 78 2
1200 ENSG00000166347:ENSMUSG00000024646:ENSRNOG00000015205 CYB5A gi|41281768|ref|NP_683725.1| gi|41281768|ref|NP_683725.1| cytochrome b-5 isoform 1 [Homo sapiens] 3 6 40.3 134 15330 5 HsNaOH-NE_PHA_lymphocytes_PK_111.018437.018 3 3.6506 0.1804 3880.1 3881.4 1 21.969696 1 A.REMSKTFIIGELHPDDRPKLNKPPETLITTIDSS.S 73 0 *
1200 ENSG00000166347:ENSMUSG00000024646:ENSRNOG00000015205 CYB5A gi|41281768|ref|NP_683725.1| gi|41281768|ref|NP_683725.1| cytochrome b-5 isoform 1 [Homo sapiens] 3 6 40.3 134 15330 5 HsSD-NE_NT_lymphocytes_Ti_103.008269.008269.2 2 5.4264 0.395 2208.95 2207.2 1 57.5 1 R.EQAGGDATENFEDVGHSTDAR.E 53 2
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsSD-NE_PHA_lymphocytes_Ti_105.007103.007103 2 2.9596 0.1329 1307.07 1306.4 1 85 2 K.RKNPAAYENDK.- 72 2 *
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009190.00919 2 3.8808 0.2848 1564.27 1563.8 1 83.33333 2 R.HVISYSLSPFEQR.A 13 2
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009446.0094 1 1.9865 0.236 1563.86 1563.8 1 58.333332 1 R.HVISYSLSPFEQR.A 13 2
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009222.00922 1 3.596 0.2863 1565.76 1563.8 1 62.5 3 R.HVISYSLSPFEQR.A 13 2
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010652.01065 2 2.4752 0.2601 1849.75 1851.1 1 50 2 R.MRHVISYSLSPFEQR.A 11 2 *
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009557.0095 2 4.2757 0.2961 1565.37 1563.8 1 83.33333 1 R.HVISYSLSPFEQR.A 13 2
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.004824.0048 2 2.3292 0.1309 1306.73 1306.4 1 70 1 K.RKNPAAYENDK.- 72 2 *
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NP_055217.2| gi|83367083|ref|NP_055217.2| "ubiquinol-cytochrome c reductase, complex III subunit VII [Homo s 5 13 41.5 82 9906 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010017.0100 1 1.9143 0.226 962.77 963.12 1 71.42857 1 R.AYPHVFTK.G 26 2 *
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsSD-NE_PHA_lymphocytes_PK_108.003438.003438 2 4.2642 0.3959 2165.35 2164.3 1 68.75 7 P.FSFDFFEDPFEDFFGNR.R 110 1
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsSD-NE_PHA_lymphocytes_PK_107.004174.004174 2 4.7974 0.3818 2377.51 2376.5 1 63.88889 11 R.DPFSFDFFEDPFEDFFGNR.R 108 2

176



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.021734.02173 2 5.118 0.558 2375.59 2376.5 1 58.333332 4 R.DPFSFDFFEDPFEDFFGNR.R 108 2
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.000461.00046 3 4.0436 0.2772 3071.72 3070.3 8 25 1 R.EFFGGRDPFSFDFFEDPFEDFFGNR.R 102 2
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsSD-NE_PHA_lymphocytes_PK_105.019661.01966 2 4.3727 0.3949 1670.49 1667.8 1 79.16667 1 D.FFEDPFEDFFGNR.R 114 1
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NP_490647.1| gi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1| "DnaJ (Hsp40) homolog, subfamily B, member 6 isoform a [Homo s 4 32 7.7 326 36087 9.1 HsSD-NE_NT_lymphocytes_Ti_105.001496.001496.2 2 6.1202 0.5258 2374.97 2376.5 1 72.22222 8 R.DPFSFDFFEDPFEDFFGNR.R 108 2
1203 ENSG00000143183:ENSMUSG00000052428:ENSRNOG00000003928 TMCO1 gi|24308133|ref|NP_061899.1| gi|24308133|ref|NP_061899.1| transmembrane and coiled-coil domains 1 [Homo sapiens] 3 32 15.4 188 21175 9.7 HsSD-NE_PHA_lymphocytes_PK_109.015777.015777 2 3.5255 0.2553 2170.27 2169.3 1 44.444447 2 Q.GLSHRNLLGDDTTDCSFIF.L 127 0 *
1203 ENSG00000143183:ENSMUSG00000052428:ENSRNOG00000003928 TMCO1 gi|24308133|ref|NP_061899.1| gi|24308133|ref|NP_061899.1| transmembrane and coiled-coil domains 1 [Homo sapiens] 3 32 15.4 188 21175 9.7 HsNaOH-NE_NT_lymphocytes_Ti_114.012710.01271 3 4.587 0.5358 1730.75 1730 1 50 4 K.LPFTPLSYIQGLSHR.N 117 2 *
1203 ENSG00000143183:ENSMUSG00000052428:ENSRNOG00000003928 TMCO1 gi|24308133|ref|NP_061899.1| gi|24308133|ref|NP_061899.1| transmembrane and coiled-coil domains 1 [Homo sapiens] 3 32 15.4 188 21175 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012848.0128 2 4.4798 0.4661 1732.57 1730 1 82.14286 9 K.LPFTPLSYIQGLSHR.N 117 2 *
1203 ENSG00000143183:ENSMUSG00000052428:ENSRNOG00000003928 TMCO1 gi|24308133|ref|NP_061899.1| gi|24308133|ref|NP_061899.1| transmembrane and coiled-coil domains 1 [Homo sapiens] 3 32 15.4 188 21175 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012845.0128 3 4.5857 0.4566 1730.81 1730 1 48.214287 17 K.LPFTPLSYIQGLSHR.N 117 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016394.0163 3 5.6148 0.3493 3085.04 3085.3 1 37 3 K.FTLDCTHPVEDGIMDAANFEQFLQER.I 21 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsNaOH-NE_NT_lymphocytes_Ti_102.008471.00847 2 3.028 0.2813 1935.67 1932.9 1 64.28571 1 R.YFQINQDEEEEEDED.- 114 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_101.009518.0095 2 5.0332 0.3367 1933.77 1932.9 1 78.57143 2 R.YFQINQDEEEEEDED.- 114 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsNaOH-NE_NT_lymphocytes_Ti_105.016412.01641 2 4.8433 0.4624 3087.25 3085.3 1 46 3 K.FTLDCTHPVEDGIMDAANFEQFLQER.I 21 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016386.0163 2 3.7443 0.5639 3086.17 3085.3 1 46 1 K.FTLDCTHPVEDGIMDAANFEQFLQER.I 21 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsSD-NE_NT_lymphocytes_Ti_106.016567.016567.2 2 4.5725 0.5095 3085.71 3085.3 1 46 5 K.FTLDCTHPVEDGIMDAANFEQFLQER.I 21 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsSD-NE_NT_lymphocytes_Ti_107.017171.017171.3 3 5.1365 0.3781 3087.44 3085.3 2 31 2 K.FTLDCTHPVEDGIMDAANFEQFLQER.I 21 2 *
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_000974.1| gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein [Homo sapiens] 3 21 32 128 14787 9.2 HsSD-NE_NT_lymphocytes_Ti_101.010280.010280.2 2 5.2616 0.3439 1933.75 1932.9 1 78.57143 4 R.YFQINQDEEEEEDED.- 114 2 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsSD-NE_PHA_lymphocytes_PK_115.015005.015005 2 2.7276 0.2974 2549.31 2547.7 1 38.095238 1 T.GVHEEATEEDIHDKFAEYGEIK.N 79 1 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsNaOH-NE_NT_lymphocytes_PK_107.005506.0055 2 2.7161 0.2369 1608.73 1609.6 6 53.846157 1 T.GVHEEATEEDIHDK.F 79 1 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsSD-NE_PHA_lymphocytes_PK_106.008950.008950 2 3.1145 0.311 1758.93 1756.8 1 71.42857 1 T.GVHEEATEEDIHDKF.A 79 0 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsSD-NE_PHA_lymphocytes_PK_106.009633.009633 2 5.2265 0.4443 2119.91 2120.2 1 67.64706 2 T.GVHEEATEEDIHDKFAEY.G 79 0 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsSD-NE_PHA_lymphocytes_PK_106.008721.00872 2 4.8817 0.3718 1956.47 1957.1 1 71.875 3 L.FVTGVHEEATEEDIHDK.F 76 1 *
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_005096.1| gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Homo sapiens] 6 10 25.3 174 19889 5.7 HsSD-NE_NT_lymphocytes_Ti_104.007976.007976.2 2 4.2394 0.3646 2223.35 2224.3 1 55.555557 2 R.MREDYDSVEQDGDEPGPQR.S 50 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007995.00799 3 3.3295 0.1016 1776.89 1777 9 41.07143 1 K.ERPPPVPNPDYEPIR.K 178 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.012748.0127 3 4.7235 0.3069 3047.78 3045.4 2 25.961538 2 K.VSISGTTVILTCPQYPGSEILWQHNDK.N 38 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.012866.01286 3 3.7796 0.2852 3045.2 3045.4 1 26.923079 3 K.VSISGTTVILTCPQYPGSEILWQHNDK.N 38 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009890.0098 2 3.8206 0.3308 1675.17 1673.9 1 73.07692 5 R.GSKPEDANFYLYLR.A 102 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010401.0104 2 2.8389 0.2606 2029.25 2028.1 1 53.333336 3 K.EFSELEQSGYYVCYPR.G 86 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007904.0079 2 3.0623 0.2523 1776.67 1777 1 60.714287 2 K.ERPPPVPNPDYEPIR.K 178 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.010223.01022 2 3.4233 0.3611 2030.51 2028.1 1 53.333336 4 K.EFSELEQSGYYVCYPR.G 86 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007553.00755 2 5.3363 0.4184 2272.85 2272.3 1 52.499996 2 K.NIGGDEDDKNIGSDEDHLSLK.E 65 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsSD-NE_NT_lymphocytes_Ti_104.011314.011314.2 2 4.1852 0.4882 2028.89 2028.1 1 66.66667 2 K.EFSELEQSGYYVCYPR.G 86 2 *
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_000724.1| gi|4502671|ref|NP_000724.1| "CD3E antigen, epsilon polypeptide precursor [Homo sapiens] " 6 25 44.9 207 23147 6.8 HsSD-NE_NT_lymphocytes_Ti_104.008655.008655.2 2 4.5673 0.3862 2272.29 2272.3 1 50 1 K.NIGGDEDDKNIGSDEDHLSLK.E 65 2 *
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_Ti_109.008994.008994 2 2.5198 0.177 1567.67 1567.8 8 59.090908 1 K.FLHKHDLDLICR.A 235 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_109.020310.020310 2 3.3634 0.1581 1659.79 1659 1 76.92308 1 K.SREIFLSQPILLEL.E 42 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.017467.017467 2 4.0026 0.4557 2242.31 2243.5 1 55.555557 2 W.KTFTDCFNCLPIAAIVDEK.I 150 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_114.001410.001410 2 3.6834 0.3995 2472.53 2470.9 1 42.5 4 K.SREIFLSQPILLELEAPLKIC.G 42 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.019120.019120 2 2.6906 0.2066 1894.37 1895.3 3 46.875 1 F.LSQPILLELEAPLKICG.D 47 0
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.010095.010095 2 3.7142 0.1233 1640.25 1640.8 1 76.92308 6 R.AHQVVEDGYEFFAK.R 247 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_112.019757.019757 2 3.3171 0.1789 1414.49 1412.7 2 75 1 Y.KIKYPENFFLL.R 111 0
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.014947.014947 2 2.6445 0.2302 1199.83 1199.4 2 81.25 1 K.YPENFFLLR.G 114 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.019118.019118 2 4.1212 0.355 1837.15 1838.2 1 60.000004 4 F.LSQPILLELEAPLKIC.G 47 0
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.019918.019918 2 3.4529 0.307 1678.99 1678.1 2 53.571426 2 F.LSQPILLELEAPLKI.C 47 0
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_Ti_112.012641.012641 2 2.2587 0.1249 1738.95 1738 5 46.42857 1 R.GKQSLETICLLLAYK.I 97 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_109.016597.016597 2 3.2353 0.1605 1418.71 1416.7 1 86.36364 2 K.SREIFLSQPILL.E 42 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_114.016062.016062 2 2.7737 0.2143 1803.47 1803.2 6 53.846157 2 L.AYKIKYPENFFLLR.G 109 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_Ti_104.016836.016836 2 2.3508 0.1891 1314.83 1312.5 8 50 1 R.GVSFTFGAEVVAK.F 222 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010152.01015 2 5.1056 0.3582 2250.51 2249.5 1 61.11111 4 K.IFCCHGGLSPDLQSMEQIR.R 169 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008728.00872 2 2.6653 0.353 1639.85 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 247 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.015015.01501 2 5.3083 0.388 2113.87 2115.3 1 70.588234 2 K.TFTDCFNCLPIAAIVDEK.I 151 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.015722.0157 2 4.6869 0.2871 2198.77 2197.6 1 66.66667 1 K.SREIFLSQPILLELEAPLK.I 42 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.001194.001194 2 4.0701 0.2603 2286.43 2284.7 1 55.263157 6 R.EIFLSQPILLELEAPLKICG.D 44 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_110.016922.016922.3 3 4.2057 0.3071 2199.2 2197.6 1 43.055553 2 K.SREIFLSQPILLELEAPLK.I 42 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_110.011125.011125.2 2 3.5055 0.3452 1642.39 1640.8 1 73.07692 1 R.AHQVVEDGYEFFAK.R 247 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_111.015125.015125.2 2 3.4465 0.3357 2199.13 2197.6 1 50 1 K.SREIFLSQPILLELEAPLK.I 42 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_105.015718.015718 2 3.0218 0.2231 2392.73 2393.6 1 42.5 1 L.LWSDPDKDVLGWGENDRGVSF.T 205 0 *
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.001481.00148 3 3.9713 0.3047 2228.51 2227.7 4 34.72222 1 R.EIFLSQPILLELEAPLKIC.G 44 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_106.017283.017283.2 2 5.2868 0.4164 1953.45 1954.4 1 71.875 2 R.EIFLSQPILLELEAPLK.I 44 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_105.012436.012436 1 2.3356 0.3586 1441.62 1441.5 5 45.454548 1 R.AHQVVEDGYEFF.A 247 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_107.001257.001257 2 5.0508 0.4306 2227.21 2227.7 1 63.88889 13 R.EIFLSQPILLELEAPLKIC.G 44 1
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_105.019994.019994 2 3.44 0.3621 2598.39 2599.9 1 42.857143 1 R.LFEYGGFPPESNYLFLGDYVDR.G 75 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_PHA_lymphocytes_PK_106.010640.010640 2 3.7399 0.4367 1640.53 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 247 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_110.011228.011228.3 3 3.0355 0.174 2407.43 2405.7 1 38.157894 1 K.IFCCHGGLSPDLQSMEQIRR.I 169 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_106.016566.016566.2 2 3.4228 0.3779 2599.15 2599.9 1 47.61905 5 R.LFEYGGFPPESNYLFLGDYVDR.G 75 2
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_002701.1| gi|4506007|ref|NP_002701.1| "protein phosphatase 1, catalytic subunit, gamma isoform [Homo sa 26 76 51.1 323 36984 6.5 HsSD-NE_NT_lymphocytes_Ti_102.016391.016391.2 2 3.5353 0.2676 2114.77 2115.3 1 58.823532 1 K.TFTDCFNCLPIAAIVDEK.I 151 2
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsSD-NE_PHA_lymphocytes_PK_114.019480.019480 2 3.3761 0.2988 2252.19 2252.4 1 40 10 F.SESGINYEIIIIDDGSPDGTR.D 52 1 *
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsSD-NE_PHA_lymphocytes_PK_108.012953.012953 2 3.5962 0.2947 1446.99 1447.7 1 69.230774 5 Q.ILLRPGASDLTGSF.R 174 0 *
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsSD-NE_PHA_lymphocytes_PK_107.021178.021178 2 3.8586 0.2942 2322.57 2320.7 1 47.22222 5 K.YSVLLPTYNERENLPLIVW.L 27 1 *
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsNaOH-NE_NT_lymphocytes_Ti_110.020109.02010 2 4.0285 0.2858 1438.23 1437.8 1 86.36364 3 R.ENLPLIVWLLVK.S 38 2 *
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.015249.0152 2 3.291 0.3043 1437.99 1437.8 1 81.818184 2 R.ENLPLIVWLLVK.S 38 2 *
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_003850.1| gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltransferase polypeptide 1 [Homo sapi 5 26 22.3 260 29634 9.6 HsSD-NE_PHA_lymphocytes_PK_106.015988.015988 1 2.4652 0.2464 1546.81 1546.8 6 54.545456 1 T.YNERENLPLIVW.L 34 0 *
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NP_932170.1| gi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1| T-cell receptor zeta chain isoform 1 precursor [Homo sapiens] 3 10 22 164 18696 9.2 HsNaOH-NE_NT_lymphocytes_PK_115.012021.0120 2 3.5076 0.2114 1094.27 1092.2 1 93.75 2 Q.LYNELNLGR.R 71 1
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NP_932170.1| gi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1| T-cell receptor zeta chain isoform 1 precursor [Homo sapiens] 3 10 22 164 18696 9.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009842.00984 2 4.2305 0.3112 1716.69 1717.9 1 76.92308 1 R.RKNPQEGLYNELQK.D 103 2
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NP_932170.1| gi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1| T-cell receptor zeta chain isoform 1 precursor [Homo sapiens] 3 10 22 164 18696 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007607.0076 2 3.1004 0.2172 1720.65 1717.9 2 69.230774 1 R.RKNPQEGLYNELQK.D 103 2
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NP_932170.1| gi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1| T-cell receptor zeta chain isoform 1 precursor [Homo sapiens] 3 10 22 164 18696 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010306.0103 2 4.0377 0.4867 2451.79 2451.6 1 45.238094 2 R.SADAPAYQQGQNQLYNELNLGR.R 58 2
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NP_932170.1| gi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1| T-cell receptor zeta chain isoform 1 precursor [Homo sapiens] 3 10 22 164 18696 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009850.00985 2 3.7016 0.3716 2450.03 2451.6 1 54.761906 4 R.SADAPAYQQGQNQLYNELNLGR.R 58 2
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013232.01323 2 4.8871 0.4602 1822.89 1822.1 1 76.666664 3 R.VLPSDLDLLLHMNNAR.Y 54 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012958.0129 2 3.483 0.3099 1822.37 1822.1 1 60.000004 2 R.VLPSDLDLLLHMNNAR.Y 54 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.015737.01573 2 3.0795 0.2747 2894.85 2894.2 1 39.583336 2 R.VEPPELPADLQHWISYNEASSQLLR.M 172 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.014802.0148 2 3.4589 0.3247 3051.61 3050.4 1 36 1 R.RVEPPELPADLQHWISYNEASSQLLR.M 171 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.012993.0129 3 3.6535 0.2449 3049.1 3050.4 1 34 5 R.RVEPPELPADLQHWISYNEASSQLLR.M 171 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsSD-NE_NT_lymphocytes_Ti_111.014595.014595.2 2 4.3752 0.4167 3050.27 3050.4 1 36 2 R.RVEPPELPADLQHWISYNEASSQLLR.M 171 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.006508.0065 2 3.2062 0.4109 1159.39 1157.3 1 90 3 R.AHTVLAASCAR.H 96 2 *
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_057731.1| gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein DSCD75 [Homo sapiens] 6 20 31.2 208 23865 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.009796.0097 2 3.3004 0.1746 1440.75 1441.6 1 86.36364 2 R.FRQHLLGTSPER.V 151 2 *
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_PHA_lymphocytes_Ti_110.009848.009848 2 2.4909 0.1433 1814.27 1814.1 2 53.846157 1 K.KKYPYWPHQPIENL.- 148 2
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.009430.009430 2 3.0077 0.2374 2393.17 2390.6 1 40 1 K.VPVPEDKYTAQVDAEEKEDVK.S 79 2 *
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_PHA_lymphocytes_PK_111.014348.014348 2 2.5163 0.2554 1686.13 1685.9 4 50 1 K.KYPYWPHQPIENL.- 149 2
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_PHA_lymphocytes_PK_109.013729.013729 1 1.8117 0.2095 1558.62 1557.7 4 50 1 K.YPYWPHQPIENL.- 150 2
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_NT_lymphocytes_Ti_104.007950.007950.2 2 3.6731 0.352 1625.63 1625.7 1 76.92308 7 K.YTAQVDAEEKEDVK.S 86 2
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_006347.1| gi|5453559|ref|NP_006347.1| "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 6 17 34.8 161 18491 5.3 HsSD-NE_NT_lymphocytes_Ti_103.017104.017104.2 2 5.0361 0.2725 2467.85 2466.8 1 60.000004 6 K.NLIPFDQMTIEDLNEAFPETK.L 124 2
1212 ENSG00000178127:ENSMUSG00000024099:ENSRNOG00000032758 NDUFV2 gi|10835025|ref|NP_066552.1| gi|10835025|ref|NP_066552.1| "NADH dehydrogenase (ubiquinone) flavoprotein 2, 24kDa [Homo 3 5 21.7 249 27364 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.009567.009567 2 3.2212 0.2424 1781.85 1781 1 61.538464 2 K.YHIQVCTTTPCMLR.N 130 2 *
1212 ENSG00000178127:ENSMUSG00000024099:ENSRNOG00000032758 NDUFV2 gi|10835025|ref|NP_066552.1| gi|10835025|ref|NP_066552.1| "NADH dehydrogenase (ubiquinone) flavoprotein 2, 24kDa [Homo 3 5 21.7 249 27364 8.1 HsSD-NE_NT_lymphocytes_Ti_105.016162.016162.2 2 4.5037 0.3996 2675.97 2676 1 40.384613 1 R.FSCEPAGGLTSLTEPPKGPGFGVQAGL.- 223 2 *
1212 ENSG00000178127:ENSMUSG00000024099:ENSRNOG00000032758 NDUFV2 gi|10835025|ref|NP_066552.1| gi|10835025|ref|NP_066552.1| "NADH dehydrogenase (ubiquinone) flavoprotein 2, 24kDa [Homo 3 5 21.7 249 27364 8.1 HsSD-NE_NT_lymphocytes_PK_106.012908.012908. 2 3.0105 0.3301 1337.53 1337.6 1 66.66667 2 K.AAAVLPVLDLAQR.Q 76 2 *
1213 ENSG00000172893:ENSMUSG00000058454:ENSRNOG00000020776 DHCR7 gi|119943112|ref|NP_001351.2| gi|119943112|ref|NP_001351.2| 7-dehydrocholesterol reductase [Homo sapiens] 3 5 7.8 475 54489 8.7 HsNaOH-NE_NT_lymphocytes_PK_112.012080.0120 1 1.9312 0.238 1094.46 1095.2 1 65 1 L.TGPVVDIVTGH.A 69 0 *
1213 ENSG00000172893:ENSMUSG00000058454:ENSRNOG00000020776 DHCR7 gi|119943112|ref|NP_001351.2| gi|119943112|ref|NP_001351.2| 7-dehydrocholesterol reductase [Homo sapiens] 3 5 7.8 475 54489 8.7 HsNaOH-NE_PHA_lymphocytes_PK_111.011942.011 2 2.5913 0.1876 1507.89 1506.7 1 64.28571 1 C.ALTGPVVDIVTGHAR.L 67 1 *
1213 ENSG00000172893:ENSMUSG00000058454:ENSRNOG00000020776 DHCR7 gi|119943112|ref|NP_001351.2| gi|119943112|ref|NP_001351.2| 7-dehydrocholesterol reductase [Homo sapiens] 3 5 7.8 475 54489 8.7 HsNaOH-NE_NT_lymphocytes_Ti_107.010142.01014 2 5.3998 0.5198 2174.87 2174.5 1 66.66667 3 K.FLPGYVGGIQEGAVTPAGVVNK.Y 121 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009290.0092 2 4.7268 0.3506 1600.33 1600.8 1 88.46153 2 R.DIQDENQLLVADVK.R 50 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.009784.0097 2 2.6864 0.3113 1426.59 1426.6 1 72.72727 2 R.AQYNALTLTFQR.A 130 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.006482.00648 2 4.4504 0.4778 1859.81 1861 1 64.70589 2 K.ELSEAAEAQHGPHSAVAR.I 109 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.006566.0065 2 4.4995 0.4219 1861.67 1861 1 64.70589 3 K.ELSEAAEAQHGPHSAVAR.I 109 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014049.0140 2 4.27 0.3639 1536.45 1536.7 1 87.5 2 K.WDVFSENLLADVK.G 186 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2568.256 2 2.9362 0.1201 1983.96 1985.2 4 46.875 1 R.DIRDIQDENQLLVADVK.R 47 2 *
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NP_003755.2| gi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 5 14 20.9 287 33196 6.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2558.255 2 3.9249 0.3293 1426.72 1426.6 1 72.72727 2 R.AQYNALTLTFQR.A 130 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_PHA_lymphocytes_Ti_101.008247.008247 3 4.1314 0.2534 3276.05 3276.6 1 24.305555 2 K.LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEKKDEK.K 62 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011850.0118 2 3.1031 0.4367 1953.75 1951 1 53.125 2 K.KEESEESDDDMGFGLFD.- 99 2
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_102.009026.009026.2 2 5.2863 0.5719 2775.81 2776.1 1 35.9375 2 K.LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK.K 62 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_106.012575.012575.2 2 3.476 0.2922 1870.51 1870.1 7 41.666664 1 R.YVASYLLAALGGNSSPSAK.D 3 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_102.012897.012897.2 2 3.2913 0.1785 1949.67 1951 1 53.125 1 K.KEESEESDDDMGFGLFD.- 99 2
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_104.009243.009243.2 2 4.1276 0.1844 1773.85 1773.9 1 66.66667 2 K.ILDSVGIEADDDRLNK.V 26 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_105.015880.015880.3 3 3.3493 0.3588 3275.69 3276.6 1 20.13889 1 K.LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEKKDEK.K 62 2 *
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_000995.1| gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapiens] 6 12 77.4 115 11665 4.5 HsSD-NE_NT_lymphocytes_Ti_102.009033.009033.3 3 4.486 0.4615 2774.9 2776.1 1 31.25 1 K.LASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEK.K 62 2 *
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_NT_lymphocytes_Ti_106.015190.01519 2 2.9443 0.2327 1925.03 1922.2 2 46.875 1 K.TLDFIDVLLLSKDEDGK.K 295 2
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008222.00822 2 4.3924 0.3773 1543.29 1543.7 1 83.33333 5 R.LVHDFTDAVIQER.R 262 2
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_NT_lymphocytes_Ti_111.014622.01462 2 4.2168 0.2528 2587.33 2585 1 54.545456 3 K.DKVFYSFLKPWLGDGLLLSAGEK.W 121 2 *
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3210.32 2 3.109 0.1429 1360.43 1360.6 2 66.66667 1 R.SPLAFIPFSAGPR.N 454 2
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2957.295 2 3.0852 0.1059 1360.55 1360.6 2 70.83333 1 R.SPLAFIPFSAGPR.N 454 2
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|NP_000887.2| gi|119220562|ref|NP_000887.2| "cytochrome P450, family 4, subfamily F, polypeptide 3 [Homo sap 5 13 12.7 520 59847 7.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2965.296 1 2.5223 0.2712 1359.59 1360.6 1 58.333332 2 R.SPLAFIPFSAGPR.N 454 2
1217 ENSG00000165782:ENSMUSG00000035953:ENSRNOG00000009948 TMEM55B gi|154816184|ref|NP_653169.2| gi|154816184|ref|NP_653169.2| transmembrane protein 55B isoform 2 [Homo sapiens] 2 4 18.4 277 29470 8.9 HsSD-NE_NT_lymphocytes_PK_109.018501.018501. 3 3.6259 0.193 3889.49 3890.3 3 16.27907 1 S.PLLSEPIDGGAGGNGLVGPGGSGAGPGGGLTPSAPPYGAAFPPF.P 9 0 *
1217 ENSG00000165782:ENSMUSG00000035953:ENSRNOG00000009948 TMEM55B gi|154816184|ref|NP_653169.2| gi|154816184|ref|NP_653169.2| transmembrane protein 55B isoform 2 [Homo sapiens] 2 4 18.4 277 29470 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.008798.0087 2 2.3038 0.1277 880.29 879.07 4 83.33333 2 K.MHQHVVK.C 97 2
1217 ENSG00000165782:ENSMUSG00000035953:ENSRNOG00000009948 TMEM55B gi|154816184|ref|NP_653169.2| gi|154816184|ref|NP_653169.2| transmembrane protein 55B isoform 2 [Homo sapiens] 2 4 18.4 277 29470 8.9 HsSD-NE_PHA_lymphocytes_PK_106.020594.020594 3 3.7319 0.216 3888.11 3890.3 1 19.186047 1 S.PLLSEPIDGGAGGNGLVGPGGSGAGPGGGLTPSAPPYGAAFPPF.P 9 0 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_PHA_lymphocytes_PK_107.016067.016067 2 4.1544 0.3224 2002.31 2002.2 1 65.625 2 T.NHTNEIQDYLQQLTGAR.T 52 1 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_PHA_lymphocytes_PK_107.015694.015694 2 4.324 0.4203 2175.43 2174.3 1 61.11111 1 T.ATNHTNEIQDYLQQLTGAR.T 50 1 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.012887.012887 2 4.282 0.3576 2308.63 2309.5 1 60.000004 1 K.DCIGGCSDLVSLQQSGELLTR.L 78 2 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.020126.020126 3 4.7281 0.2522 3289.94 3290.6 1 29.464287 3 K.QGLLEFVDITATNHTNEIQDYLQQLTGAR.T 40 2 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_NT_lymphocytes_Ti_103.013082.013082.2 2 4.5165 0.3412 2311.81 2309.5 1 57.5 1 K.DCIGGCSDLVSLQQSGELLTR.L 78 2 *
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_002055.1| gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Homo sapiens] 4 11 47.2 106 11776 8.1 HsSD-NE_NT_lymphocytes_Ti_108.019927.019927.3 3 4.7212 0.3943 3290.15 3290.6 1 33.035713 3 K.QGLLEFVDITATNHTNEIQDYLQQLTGAR.T 40 2 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsSD-NE_PHA_lymphocytes_PK_108.020672.020672 2 2.5222 0.2594 1615.75 1614.9 4 50 1 F.LCLADYLVPILAPR.I 77 1 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.007798.0077 1 2.3177 0.289 1246.61 1247.4 1 72.22222 1 R.FHEICSNLVK.T 105 2 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007582.00758 1 2.2649 0.2689 1246.87 1247.4 1 72.22222 1 R.FHEICSNLVK.T 105 2 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.001019.0010 3 6.1603 0.5004 3040.4 3037.4 1 42.592594 4 R.STNLLAAETASLEEQLQGWGEVMLMADK.V 8 2 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.000792.0007 2 4.4527 0.4383 3038.65 3037.4 1 44.444447 6 R.STNLLAAETASLEEQLQGWGEVMLMADK.V 8 2 *
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NP_055976.1| gi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 interacting protein [Homo sapiens] 4 19 25.6 203 23363 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.001053.00105 2 4.1984 0.4162 3038.75 3037.4 1 38.88889 6 R.STNLLAAETASLEEQLQGWGEVMLMADK.V 8 2 *
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_060917.1| gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Homo sapiens] 4 11 21.5 261 29952 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.009323.0093 2 3.2128 0.1979 1798.87 1798 3 53.846157 1 R.KYYFNNPEDGFFKK.T 77 2
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_060917.1| gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Homo sapiens] 4 11 21.5 261 29952 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009860.00986 2 2.9766 0.2245 1668.83 1669.8 1 66.66667 1 R.KYYFNNPEDGFFK.K 77 2
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_060917.1| gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Homo sapiens] 4 11 21.5 261 29952 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.016710.01671 2 3.9582 0.3475 3004.91 3003.3 1 35.416664 2 K.TEWEALELTDHQWALDDVEEELMAK.D 220 2 *
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_060917.1| gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Homo sapiens] 4 11 21.5 261 29952 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.016815.0168 2 4.1028 0.3852 3005.07 3003.3 1 37.5 6 K.TEWEALELTDHQWALDDVEEELMAK.D 220 2 *
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_060917.1| gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Homo sapiens] 4 11 21.5 261 29952 6.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2968.29 2 3.1474 0.3212 1853.49 1852 1 56.25 1 R.SIYSLILGQDNAADQSR.M 181 2
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsSD-NE_PHA_lymphocytes_PK_110.000021.00002 2 3.7456 0.2655 1549.57 1549.9 1 70.83333 2 R.IAAWPVSEFFLIR.D 194 2 *
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.017918.01791 2 4.3614 0.333 1552.05 1549.9 1 83.33333 2 R.IAAWPVSEFFLIR.D 194 2 *
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009362.00936 2 4.6574 0.4179 2018.73 2019.2 1 58.333332 3 K.NVIQEPRPCGGPHTAVGTK.Y 78 2 *
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018662.01866 2 4.6434 0.3183 2058.01 2055.3 1 65.625 5 R.DTSLIPNVLWFEYTVTR.A 207 2 *
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1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.007163.0071 2 4.2464 0.399 2018.15 2019.2 1 55.555557 5 K.NVIQEPRPCGGPHTAVGTK.Y 78 2 *
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NP_065171.2| gi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphatase 1 [Homo sapiens] 3 18 20.6 238 27031 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.017420.0174 2 3.5274 0.2569 1551.87 1549.9 1 79.16667 1 R.IAAWPVSEFFLIR.D 194 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_NT_lymphocytes_Ti_104.010354.01035 2 2.8122 0.2354 1187.13 1187.3 1 94.44444 2 R.QNLLDDLVTR.E 80 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_NT_lymphocytes_Ti_109.009932.00993 2 3.6896 0.1817 1928.75 1929.1 1 60.000004 2 K.RGAPNPWLFEEPEETR.G 118 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.018938.0189 3 5.5685 0.3739 3419.48 3418.6 1 31.896553 1 K.QMGQEIGNELDEQNEIIDDLANLVENTDEK.L 167 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_NT_lymphocytes_Ti_104.013190.01319 2 5.5782 0.4769 1929.69 1930.2 1 76.47059 2 K.IIQEQDAGLDALSSIISR.Q 147 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2771.277 2 3.8418 0.3141 1886.22 1887.2 3 50 1 R.LLLASFKNEGAEPDLIR.S 92 2 *
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_004844.1| gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 5 10 38.6 236 26907 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3530.353 2 5.6456 0.4553 1930.01 1930.2 1 76.47059 2 K.IIQEQDAGLDALSSIISR.Q 147 2 *
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|NP_001093259.1| gi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 precursor [Homo sapiens] 2 22 11.3 275 30654 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.019756.0197 2 5.2484 0.5226 1848.93 1848.2 1 80 12 R.VPTVEPLDSLTLFLFR.G 136 2 *
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|NP_001093259.1| gi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 precursor [Homo sapiens] 2 22 11.3 275 30654 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.020393.02039 2 4.6878 0.4372 1849.35 1848.2 1 70 6 R.VPTVEPLDSLTLFLFR.G 136 2 *
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|NP_001093259.1| gi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 precursor [Homo sapiens] 2 22 11.3 275 30654 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.011058.0110 2 3.3191 0.3258 1583.37 1581 1 64.28571 1 R.QVILTLQPTLVAVGK.S 114 2 *
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|NP_001093259.1| gi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 precursor [Homo sapiens] 2 22 11.3 275 30654 7.4 HsSD-NE_NT_lymphocytes_Ti_104.012447.012447.2 2 3.1363 0.3517 1581.05 1581 1 60.714287 1 R.QVILTLQPTLVAVGK.S 114 2 *
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|NP_001093259.1| gi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 precursor [Homo sapiens] 2 22 11.3 275 30654 7.4 HsSD-NE_NT_lymphocytes_Ti_107.020264.020264.2 2 2.7613 0.2051 1848.63 1848.2 1 53.333336 2 R.VPTVEPLDSLTLFLFR.G 136 2 *
1224 ENSG00000111684:ENSMUSG00000004270:ENSRNOG00000012269 MBOAT5 gi|42542394|ref|NP_005759.4| gi|42542394|ref|NP_005759.4| O-acyltransferase (membrane bound) domain containing 5 [Homo s 3 14 7.8 487 56035 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.013091.01309 2 3.0889 0.282 1986.49 1984.2 1 44.11765 5 R.FTGTIASFNINTNAWVAR.Y 330 2
1224 ENSG00000111684:ENSMUSG00000004270:ENSRNOG00000012269 MBOAT5 gi|42542394|ref|NP_005759.4| gi|42542394|ref|NP_005759.4| O-acyltransferase (membrane bound) domain containing 5 [Homo s 3 14 7.8 487 56035 8.7 HsNaOH-NE_NT_lymphocytes_PK_114.011625.0116 2 4.1517 0.4618 2218.39 2217.3 1 63.15789 1 L.AVDYFDGGKDQNSLSSEQQK.Y 156 1 *
1224 ENSG00000111684:ENSMUSG00000004270:ENSRNOG00000012269 MBOAT5 gi|42542394|ref|NP_005759.4| gi|42542394|ref|NP_005759.4| O-acyltransferase (membrane bound) domain containing 5 [Homo s 3 14 7.8 487 56035 8.7 HsNaOH-NE_NT_lymphocytes_PK_107.009782.0097 2 3.7627 0.3272 1833.45 1832.9 1 62.5 5 L.AVDYFDGGKDQNSLSSE.Q 156 0 *
1224 ENSG00000111684:ENSMUSG00000004270:ENSRNOG00000012269 MBOAT5 gi|42542394|ref|NP_005759.4| gi|42542394|ref|NP_005759.4| O-acyltransferase (membrane bound) domain containing 5 [Homo s 3 14 7.8 487 56035 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.013100.0131 2 3.12 0.3651 1987.01 1984.2 1 52.941177 3 R.FTGTIASFNINTNAWVAR.Y 330 2
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NP_612367.1| gi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [Homo sapiens] 4 10 24.6 260 29233 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010319.01031 2 3.5999 0.3025 2081.77 2081.2 1 53.125 1 R.DCDINDDEFLHLPAHLR.V 181 2 *
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NP_612367.1| gi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [Homo sapiens] 4 10 24.6 260 29233 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010235.0102 2 3.8977 0.4099 2081.57 2081.2 1 62.5 2 R.DCDINDDEFLHLPAHLR.V 181 2 *
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NP_612367.1| gi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [Homo sapiens] 4 10 24.6 260 29233 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007670.0076 2 3.9271 0.284 1754.59 1754 1 62.5 4 R.RAEAGDAVVAKPGVWAR.L 14 2 *
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NP_612367.1| gi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [Homo sapiens] 4 10 24.6 260 29233 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.008420.00842 2 4.7839 0.2828 1693.65 1691.9 1 76.666664 2 R.LALSQAHSLVQAEAPR.- 245 2 *
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NP_612367.1| gi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [Homo sapiens] 4 10 24.6 260 29233 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1835.18 2 3.1723 0.2694 1594.54 1594.7 1 57.692307 1 R.VVGPQQLHSETNER.L 198 2 *
1226 ENSG00000102158:ENSMUSG00000031232:ENSRNOG00000002519 IAG2 gi|40255229|ref|NP_115497.3| gi|40255229|ref|NP_115497.3| magnesium transporter 1 [Homo sapiens] 3 6 11.3 335 38037 9.6 HsSD-NE_PHA_lymphocytes_PK_108.012304.012304 2 2.9248 0.1738 1552.57 1552.8 1 65.38461 1 L.NMNSAPTFINFPAK.G 132 1
1226 ENSG00000102158:ENSMUSG00000031232:ENSRNOG00000002519 IAG2 gi|40255229|ref|NP_115497.3| gi|40255229|ref|NP_115497.3| magnesium transporter 1 [Homo sapiens] 3 6 11.3 335 38037 9.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006903.00690 2 3.5649 0.296 1239.67 1237.4 3 83.33333 2 K.RGDTYELQVR.G 150 2
1226 ENSG00000102158:ENSMUSG00000031232:ENSRNOG00000002519 IAG2 gi|40255229|ref|NP_115497.3| gi|40255229|ref|NP_115497.3| magnesium transporter 1 [Homo sapiens] 3 6 11.3 335 38037 9.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011996.01199 2 4.3934 0.286 1709.85 1707.8 2 69.230774 2 K.QADEEFQILANSWR.Y 92 2
1226 ENSG00000102158:ENSMUSG00000031232:ENSRNOG00000002519 IAG2 gi|40255229|ref|NP_115497.3| gi|40255229|ref|NP_115497.3| magnesium transporter 1 [Homo sapiens] 3 6 11.3 335 38037 9.6 HsNaOH-NE_PHA_lymphocytes_PK_110.008156.008 2 2.7023 0.2501 1238.47 1237.4 1 83.33333 1 K.RGDTYELQVR.G 150 2
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NP_005175.2| gi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 4 8 46.3 149 16838 4.2 HsNaOH-NE_NT_lymphocytes_Ti_105.020901.02090 3 4.4493 0.2302 4074.14 4072.5 1 20.13889 1 R.SLGQNPTEAELQDMINEVDADGNGTIDFPEFLTMMAR.K 39 2 *
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NP_005175.2| gi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 4 8 46.3 149 16838 4.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008914.00891 2 4.0706 0.4034 1847.91 1846 1 65.625 2 K.EAFSLFDKDGDGTITTK.E 15 2 *
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NP_005175.2| gi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 4 8 46.3 149 16838 4.2 HsSD-NE_PHA_lymphocytes_PK_105.009857.009857 2 3.2015 0.1741 1570.81 1569.6 1 66.66667 3 M.KDTDSEEEIREAF.R 78 0 *
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NP_005175.2| gi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 4 8 46.3 149 16838 4.2 HsSD-NE_PHA_lymphocytes_PK_106.009503.009503 2 3.1132 0.217 1828.51 1829 1 67.85714 1 R.KMKDTDSEEEIREAF.R 76 1 *
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NP_005175.2| gi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 4 8 46.3 149 16838 4.2 HsSD-NE_NT_lymphocytes_Ti_104.010541.010541.2 2 2.4705 0.14 1844.29 1846 6 40.625 1 K.EAFSLFDKDGDGTITTK.E 15 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.009023.00902 2 3.5324 0.2596 1688.63 1687.8 1 64.28571 1 R.SDPTSYAGYIEDLKK.F 98 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.016397.01639 2 2.6914 0.1727 2697.89 2695.1 1 43.47826 1 R.DQIPSPGLMVFPKPVTALEYTFSR.S 74 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010079.01007 1 2.1617 0.0817 1179.76 1179.4 1 70 2 R.IIGLKPEGVPR.I 178 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010038.01003 2 2.9956 0.2732 1179.29 1179.4 2 85 1 R.IIGLKPEGVPR.I 178 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_115.012173.01217 2 3.0594 0.4319 2452.85 2453.8 1 43.18182 2 K.LHVGYLQPLVAVQVSFAPNNTGK.E 222 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.016593.01659 3 4.2454 0.2868 4106.3 4105.6 1 22.222223 2 K.GPVYVACQFPISLLQACSGMNDPDFGYSQGNPCILVK.M 138 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.016162.0161 2 2.8782 0.1879 2697.17 2695.1 1 45.652176 3 R.DQIPSPGLMVFPKPVTALEYTFSR.S 74 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009958.00995 2 3.8999 0.3543 1559.19 1559.7 1 73.07692 2 R.SDPTSYAGYIEDLK.K 98 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007784.0077 2 2.9462 0.2702 1179.47 1179.4 1 85 4 R.IIGLKPEGVPR.I 178 2 *
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_001670.1| gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [Homo sapiens] 7 19 39.4 279 31513 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2695.269 2 4.4368 0.4722 1558.99 1559.7 1 69.230774 1 R.SDPTSYAGYIEDLK.K 98 2 *
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_003085.1| gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein polypeptide E [Homo sapiens] 5 7 67.4 92 10804 9.4 HsSD-NE_PHA_lymphocytes_Ti_108.018814.018814 3 3.8269 0.1907 2910.95 2912.2 4 26.041666 1 R.IEGCIIGFDEYMNLVLDDAEEIHSK.T 43 2
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_003085.1| gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein polypeptide E [Homo sapiens] 5 7 67.4 92 10804 9.4 HsSD-NE_PHA_lymphocytes_PK_111.020094.020094 2 3.1781 0.3558 1608.05 1607 1 66.66667 3 K.VMVQPINLIFRYL.Q 13 1 *
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_003085.1| gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein polypeptide E [Homo sapiens] 5 7 67.4 92 10804 9.4 HsSD-NE_NT_lymphocytes_Ti_101.011333.011333.2 2 2.7866 0.1448 1261.11 1261.4 1 72.72727 1 K.GDNITLLQSVSN.- 81 2 *
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_003085.1| gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein polypeptide E [Homo sapiens] 5 7 67.4 92 10804 9.4 HsSD-NE_PHA_lymphocytes_PK_106.014519.014519 2 3.1127 0.2449 2022.81 2022.2 8 43.75 1 F.DEYMNLVLDDAEEIHSK.T 51 1
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_003085.1| gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein polypeptide E [Homo sapiens] 5 7 67.4 92 10804 9.4 HsSD-NE_NT_lymphocytes_Ti_115.020481.020481.2 2 2.4286 0.2445 1582.05 1579.9 5 54.545456 1 R.IQVWLYEQVNMR.I 31 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_PHA_lymphocytes_Ti_106.013711.013711 3 4.032 0.0853 2082.83 2082.4 1 40.625 3 K.EKDNIDITLQWLIQHSK.S 166 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012454.01245 3 6.1283 0.3941 2556.47 2554 1 46.590908 3 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.013634.0136 3 3.779 0.1386 2082.56 2082.4 1 42.1875 5 K.EKDNIDITLQWLIQHSK.S 166 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014164.01416 3 3.6597 0.1917 2082.32 2082.4 1 43.75 1 K.EKDNIDITLQWLIQHSK.S 166 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_106.012189.01218 3 3.2114 0.1776 1765.97 1766 1 41.666664 1 R.GVNAIVYMIDAADREK.I 88 2 *
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015383.01538 2 2.3355 0.1547 1826.65 1825.1 3 57.14286 1 K.DNIDITLQWLIQHSK.S 168 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.014015.01401 2 4.7715 0.305 2083.79 2082.4 2 62.5 3 K.EKDNIDITLQWLIQHSK.S 166 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_NT_lymphocytes_Ti_112.012530.01253 2 3.3953 0.4169 2553.05 2554 1 54.545456 2 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.012982.0129 2 2.8405 0.2588 1508.11 1508.7 1 57.692307 1 R.GVNAIVYMIDAADR.E 88 2 *
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_NT_lymphocytes_Ti_115.012549.012549.2 2 5.0849 0.3149 2711.95 2710.2 2 50 3 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_NT_lymphocytes_Ti_113.012637.012637.3 3 3.4422 0.1602 3113.03 3110.6 2 26.85185 1 K.IEASRNELHNLLDKPQLQGIPVLVLGNK.R 104 2 *
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.012140.0121 3 5.7052 0.4171 2711.27 2710.2 1 44.56522 5 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_NT_lymphocytes_Ti_111.014130.014130.2 2 5.586 0.4108 2553.07 2554 1 54.545456 2 R.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013850.0138 2 3.7152 0.1819 2084.23 2082.4 2 50 1 K.EKDNIDITLQWLIQHSK.S 166 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.012056.0120 2 5.3273 0.3681 2710.33 2710.2 1 54.347824 5 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013964.0139 3 4.621 0.1994 2554.94 2554 1 32.954548 1 R.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_NT_lymphocytes_Ti_114.012442.012442.3 3 6.1277 0.3269 2712.47 2710.2 1 48.913044 4 R.NELHNLLDKPQLQGIPVLVLGNKR.D 109 2
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_060654.1| gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [Homo sapiens] 10 45 33.3 186 21539 8.4 HsSD-NE_NT_lymphocytes_Ti_110.014788.014788.3 3 5.1951 0.4284 2554.58 2554 1 39.772728 3 K.NELHNLLDKPQLQGIPVLVLGNK.R 109 2
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_004291.1| gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Homo sapiens] 3 15 34.2 158 18042 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.012764.012764 2 2.919 0.2399 1438.97 1438.6 1 86.36364 1 K.SVLFVCLGNICR.S 8 2
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_004291.1| gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Homo sapiens] 3 15 34.2 158 18042 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.017218.017218 2 3.8924 0.316 2242.67 2240.4 1 58.823532 7 K.EDFATFDYILCMDESNLR.D 81 2
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_004291.1| gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Homo sapiens] 3 15 34.2 158 18042 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011902.01190 2 2.258 0.1257 1440.15 1438.6 1 72.72727 1 K.SVLFVCLGNICR.S 8 2
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_004291.1| gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Homo sapiens] 3 15 34.2 158 18042 6.8 HsSD-NE_NT_lymphocytes_Ti_104.013654.013654.2 2 4.046 0.4849 2955.67 2954.1 1 43.47826 5 K.QLIIEDPYYGNDSDFETVYQQCVR.C 125 2
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_004291.1| gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Homo sapiens] 3 15 34.2 158 18042 6.8 HsSD-NE_NT_lymphocytes_Ti_110.013669.013669.2 2 2.7111 0.2054 1440.11 1438.6 1 77.27273 1 K.SVLFVCLGNICR.S 8 2
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsSD-NE_PHA_lymphocytes_PK_114.018839.018839 2 3.1586 0.3501 1739.63 1739.9 1 57.692307 7 M.HVDEFIDELLHSER.V 143 1 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsNaOH-NE_NT_lymphocytes_Ti_109.007368.00736 2 4.5001 0.5168 1808.65 1810 1 73.333336 4 K.DAHSIHGTNPQYLVEK.I 8 2 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsNaOH-NE_NT_lymphocytes_Ti_104.008931.00893 2 2.9844 0.1222 1477.33 1476.6 1 77.27273 1 R.YVLEEAEQLEPR.V 169 2 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsSD-NE_NT_lymphocytes_Ti_108.019467.019467.2 2 4.4176 0.3257 2562.61 2560.8 1 50 2 R.NGEFELMHVDEFIDELLHSER.V 136 2 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsSD-NE_NT_lymphocytes_Ti_107.018944.018944.3 3 5.0998 0.3699 2560.58 2560.8 1 42.5 2 R.NGEFELMHVDEFIDELLHSER.V 136 2 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsSD-NE_NT_lymphocytes_Ti_112.013565.013565.2 2 4.7615 0.3837 2282.11 2282.7 1 52.499996 1 R.FVGGVYGGNIKPTPFLCLTLK.M 56 2 *
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NP_116253.2| gi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing factor 38 (yeast) domain containing 7 18 29.2 312 37477 10 HsSD-NE_NT_lymphocytes_Ti_110.016433.016433.3 3 3.0635 0.1696 2577.53 2579 1 37.5 1 K.MLQIQPEKDIIVEFIKNEDFK.Y 77 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015137.0151 2 4.0425 0.4259 2751.73 2750 1 39.583336 3 R.EVSLAEAQSLAEHYDILCAIETSAK.D 140 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.015170.0151 3 3.0936 0.2149 2750.69 2750 1 28.125 1 R.EVSLAEAQSLAEHYDILCAIETSAK.D 140 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014439.01443 2 2.9059 0.163 1490.69 1490.7 1 65.38461 1 K.YAGSNIVQLLIGNK.S 119 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.013593.0135 2 3.1938 0.2944 1489.61 1490.7 1 73.07692 1 K.YAGSNIVQLLIGNK.S 119 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.015714.01571 3 3.0449 0.1311 2751.56 2750 2 27.083334 1 R.EVSLAEAQSLAEHYDILCAIETSAK.D 140 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.012878.01287 2 3.3685 0.2698 1675.39 1672.9 1 76.92308 2 R.SSFLSVPHWIEDVR.K 104 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.012872.01287 3 3.3406 0.2906 1672.82 1672.9 1 50 1 R.SSFLSVPHWIEDVR.K 104 2 *
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NP_940892.1| gi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 5 11 25 212 23339 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3536.353 2 2.54 0.2465 1672.51 1672.9 1 53.846157 1 R.SSFLSVPHWIEDVR.K 104 2 *
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_061891.1| gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [Homo sapiens] 4 23 14.9 356 42196 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.014291.01429 2 5.7525 0.4375 2304.69 2303.5 1 66.66667 7 K.LLFSQGCNWIQQYSFGPEK.Y 171 2
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_061891.1| gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [Homo sapiens] 4 23 14.9 356 42196 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.013964.0139 2 5.3896 0.421 2306.03 2303.5 1 63.88889 8 K.LLFSQGCNWIQQYSFGPEK.Y 171 2
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_061891.1| gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [Homo sapiens] 4 23 14.9 356 42196 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009078.00907 1 2.2544 0.1593 1242.47 1242.4 1 81.25 1 R.KAYEELFWR.H 116 2
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_061891.1| gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [Homo sapiens] 4 23 14.9 356 42196 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.015872.01587 3 5.2195 0.503 3123.5 3124.4 1 36.458336 2 R.DFEVCYPEEPLRDWPEISLLTENDR.H 325 2 *
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_061891.1| gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [Homo sapiens] 4 23 14.9 356 42196 9.3 HsSD-NE_PHA_lymphocytes_PK_106.000029.000029 2 3.4435 0.2933 2510.59 2508.8 1 39.473686 5 R.DFEVCYPEEPLRDWPEISLL.T 325 1 *
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_000165.1| gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo sapiens] 4 5 22.6 177 19046 6.4 HsNaOH-NE_NT_lymphocytes_Ti_111.010491.01049 2 2.7688 0.3124 1274.63 1274.5 2 62.5 1 R.GHGLTALPALPAR.T 40 2 *
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_000165.1| gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo sapiens] 4 5 22.6 177 19046 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011122.01112 2 2.38 0.124 1454.01 1451.6 1 68.181816 1 R.ALETMGLWVDCR.G 28 2 *
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_000165.1| gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo sapiens] 4 5 22.6 177 19046 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3198.319 2 4.0968 0.1668 1839.55 1840.1 1 64.28571 1 R.LWLEDRTPEALLQVR.C 98 2 *
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_000165.1| gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo sapiens] 4 5 22.6 177 19046 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010612.0106 1 2.9243 0.2653 1275.05 1274.5 1 62.5 1 R.GHGLTALPALPAR.T 40 2 *
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_000165.1| gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo sapiens] 4 5 22.6 177 19046 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2477.247 1 3.2568 0.2981 1273.63 1274.5 1 54.166668 1 R.GHGLTALPALPAR.T 40 2 *
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_004347.1| gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 3 13 18.2 236 25809 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.012245.01224 2 5.5429 0.4813 2545.03 2543.8 1 59.090908 6 K.TFHETLDCCGSSTLTALTTSVLK.N 149 2 *
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_004347.1| gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 3 13 18.2 236 25809 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009651.0096 2 6.5325 0.4481 2256.43 2254.4 1 65.789474 3 K.QFYDQALQQAVVDDDANNAK.A 125 2 *
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_004347.1| gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 3 13 18.2 236 25809 5.3 HsNaOH-NE_NT_lymphocytes_PK_105.006630.0066 2 2.9029 0.228 1131.87 1132.2 1 85 1 Q.AVVDDDANNAK.A 134 1 *
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_004347.1| gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 3 13 18.2 236 25809 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009148.00914 2 6.0813 0.4016 2256.37 2254.4 1 55.263157 2 K.QFYDQALQQAVVDDDANNAK.A 125 2 *
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_004347.1| gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 3 13 18.2 236 25809 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.012377.0123 2 3.0483 0.3401 2545.27 2543.8 1 36.363636 1 K.TFHETLDCCGSSTLTALTTSVLK.N 149 2 *
1237 ENSG00000114544:ENSMUSG00000030089:NA SLC41A3 gi|56549671|ref|NP_060306.3| gi|56549671|ref|NP_060306.3|;gi|56549673|ref|NP_00100848 "solute carrier family 41, member 3 isoform 2 [Homo sapiens] " 3 10 12.1 487 52449 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010760.0107 3 5.4194 0.3713 3101.9 3102.4 1 34.166668 2 R.LDSCGKPGELGLPHPLSTGGLPVASEDGALR.A 11 2
1237 ENSG00000114544:ENSMUSG00000030089:NA SLC41A3 gi|56549671|ref|NP_060306.3| gi|56549671|ref|NP_060306.3|;gi|56549673|ref|NP_00100848 "solute carrier family 41, member 3 isoform 2 [Homo sapiens] " 3 10 12.1 487 52449 6.9 HsNaOH-NE_NT_lymphocytes_PK_113.011811.0118 2 4.1986 0.4906 1941.53 1943.1 1 55.263157 5 L.STGGLPVASEDGALRAPESQ.S 27 0
1237 ENSG00000114544:ENSMUSG00000030089:NA SLC41A3 gi|56549671|ref|NP_060306.3| gi|56549671|ref|NP_060306.3|;gi|56549673|ref|NP_00100848 "solute carrier family 41, member 3 isoform 2 [Homo sapiens] " 3 10 12.1 487 52449 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.015362.0153 2 2.8967 0.1181 2363.15 2362.8 1 43.18182 2 K.GMAIFTPVICGVGGNLVAIQTSR.I 314 2
1237 ENSG00000114544:ENSMUSG00000030089:NA SLC41A3 gi|56549671|ref|NP_060306.3| gi|56549671|ref|NP_060306.3|;gi|56549673|ref|NP_00100848 "solute carrier family 41, member 3 isoform 2 [Homo sapiens] " 3 10 12.1 487 52449 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.010769.01076 3 4.1706 0.3086 3102.02 3102.4 1 27.5 1 R.LDSCGKPGELGLPHPLSTGGLPVASEDGALR.A 11 2
1238 ENSG00000177889:ENSMUSG00000074781:ENSRNOG00000009038 UBE2N gi|4507793|ref|NP_003339.1| gi|4507793|ref|NP_003339.1| ubiquitin-conjugating enzyme E2N [Homo sapiens] 2 11 25.7 152 17138 6.6 HsSD-NE_PHA_lymphocytes_PK_105.013030.013030 2 3.6468 0.3882 2082.61 2081.2 1 63.88889 2 L.LSAPNPDDPLANDVAEQWK.T 112 1 *
1238 ENSG00000177889:ENSMUSG00000074781:ENSRNOG00000009038 UBE2N gi|4507793|ref|NP_003339.1| gi|4507793|ref|NP_003339.1| ubiquitin-conjugating enzyme E2N [Homo sapiens] 2 11 25.7 152 17138 6.6 HsSD-NE_NT_lymphocytes_Ti_109.012938.012938.2 2 4.9116 0.3614 2196.75 2197.5 1 60.526318 5 R.YFHVVIAGPQDSPFEGGTFK.L 34 2 *
1238 ENSG00000177889:ENSMUSG00000074781:ENSRNOG00000009038 UBE2N gi|4507793|ref|NP_003339.1| gi|4507793|ref|NP_003339.1| ubiquitin-conjugating enzyme E2N [Homo sapiens] 2 11 25.7 152 17138 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.011702.0117 2 4.6305 0.2758 2199.43 2197.5 1 60.526318 4 R.YFHVVIAGPQDSPFEGGTFK.L 34 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016575.01657 2 2.6367 0.2204 1939.71 1939.3 7 50 1 R.DVPASGMYFMTYEWLK.N 179 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.016346.0163 2 3.4932 0.2737 1942.17 1939.3 1 60.000004 1 R.DVPASGMYFMTYEWLK.N 179 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_115.015390.01539 2 3.1497 0.2593 2491.65 2490 2 39.130436 1 R.GMAAPIIGVTPMFAVCFFGFGLGK.K 74 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008418.0084 2 2.4399 0.2241 1153.67 1154.4 2 81.25 1 K.KLYQEFGIR.G 158 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.015060.01506 2 3.1876 0.2064 1847.49 1845.1 1 56.25 3 R.AFPANAACFLGFEVAMK.F 276 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.010538.0105 2 2.4756 0.1616 2754.87 2754.1 2 34.782608 1 R.LQTQPPSLPGQPPMYSGTFDCFRK.T 38 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007826.0078 2 3.4837 0.3231 1421.93 1421.6 1 79.16667 2 K.CLLQIQASSGESK.Y 136 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.011140.01114 2 2.8068 0.2355 2754.67 2754.1 2 34.782608 2 R.LQTQPPSLPGQPPMYSGTFDCFRK.T 38 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.008074.00807 1 2.3145 0.2214 1525.58 1523.7 1 58.333332 1 R.ELIRDEGVTSLYK.G 255 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013109.01310 2 3.7761 0.3306 2371.71 2371.8 1 45.454548 1 K.NLLAGGFGGVCLVFVGHPLDTVK.V 13 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011577.01157 2 2.9988 0.3381 2625.51 2625.9 2 38.636364 1 R.LQTQPPSLPGQPPMYSGTFDCFR.K 38 2 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsSD-NE_PHA_lymphocytes_PK_106.014993.014993 1 3.0811 0.4278 1445.7 1445.6 1 63.636364 2 K.HPEDVLSYPQLF.A 103 1 *
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_000378.1| gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase [Homo sapiens] 10 18 50.2 301 32944 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.013277.0132 2 3.7054 0.3225 2373.53 2371.8 1 45.454548 1 K.NLLAGGFGGVCLVFVGHPLDTVK.V 13 2 *
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsSD-NE_PHA_lymphocytes_Ti_101.010706.010706 1 2.974 0.3785 1484.8 1485.7 1 66.66667 2 K.KYDAFLASESLIK.Q 106 2
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsSD-NE_PHA_lymphocytes_Ti_103.017049.017049 2 3.3907 0.1766 1423.11 1420.7 1 86.36364 13 K.FLETVELQISLK.N 28 2 *
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsSD-NE_PHA_lymphocytes_Ti_104.010652.010652 2 2.8161 0.1553 1485.37 1485.7 2 66.66667 1 K.KYDAFLASESLIK.Q 106 2
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsSD-NE_PHA_lymphocytes_Ti_101.009149.009149 2 2.2806 0.0943 1265.73 1266.5 1 68.181816 1 K.VLCLAVAVGHVK.M 162 2
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.009965.0099 2 2.7186 0.1575 1486.43 1485.7 1 70.83333 3 K.KYDAFLASESLIK.Q 106 2
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010368.01036 2 2.9036 0.2196 1860.85 1858.2 2 53.125 1 K.AGKFPSLLTHNENMVAK.V 131 2
1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NP_009035.3| gi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sapiens] 5 23 24.9 217 24831 9.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009470.00947 2 3.9622 0.3119 1485.91 1485.7 1 83.33333 2 K.KYDAFLASESLIK.Q 106 2
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_108.011020.011020 2 3.5162 0.3143 1477.61 1477.7 1 76.92308 4 T.HLLSDISPPADALK.L 461 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsNaOH-NE_NT_lymphocytes_Ti_115.015387.01538 3 3.0962 0.1215 3321.02 3320.7 5 21.296297 1 R.FEGLCLLSLLVGESPTELFQQHCVSWLR.S 106 2 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.003110.003110 3 4.0373 0.2949 3265.91 3266.8 1 25.892857 3 L.ARCLGLMLSSEFGAPVSVPVQEILDFICR.T 319 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.003099.003099 2 4.9313 0.4947 2263.01 2264.5 1 71.05263 7 S.SEFGAPVSVPVQEILDFICR.T 328 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.003647.003647 2 4.01 0.3264 2467.13 2464.8 1 42.857143 2 M.LSSEFGAPVSVPVQEILDFICR.T 326 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_NT_lymphocytes_Ti_108.015106.015106.2 2 5.1627 0.4872 2884.31 2884.3 1 48.076923 2 R.LHDLVLPLVMGVQQGEVLGSSPYTSSR.C 548 2 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_NT_lymphocytes_Ti_114.012965.012965.2 2 4.7678 0.511 3039.21 3040.5 1 38.88889 1 R.RLHDLVLPLVMGVQQGEVLGSSPYTSSR.C 547 2 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_NT_lymphocytes_Ti_113.011762.011762.2 2 3.1534 0.3181 2839.09 2836.3 1 34.615387 1 R.VPPLQPMGPTCPTPAPVPPPEAPSPFR.A 635 2 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.003086.003086 3 4.301 0.3638 2176.76 2177.5 1 44.444447 1 S.EFGAPVSVPVQEILDFICR.T 329 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.002985.002985 2 4.4201 0.389 2352.49 2351.6 1 50 3 L.SSEFGAPVSVPVQEILDFICR.T 327 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_106.011579.011579 1 3.0911 0.2369 1496.87 1496.6 1 63.636364 3 K.HTESWEQELHSL.L 256 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_107.003110.003110 2 4.7163 0.4792 2177.61 2177.5 1 72.22222 8 S.EFGAPVSVPVQEILDFICR.T 329 1 *
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|NP_055204.2| gi|155030232|ref|NP_055204.2| "proline, glutamic acid and leucine rich protein 1 [Homo sapiens] " 13 37 12.2 1130 119700 4.3 HsSD-NE_PHA_lymphocytes_PK_106.011684.011684 2 3.9769 0.2513 1496.91 1496.6 1 72.72727 1 K.HTESWEQELHSL.L 256 1 *
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_NT_lymphocytes_Ti_111.010443.01044 2 3.1501 0.3477 1088.69 1088.3 1 83.33333 4 K.RAPSIALGFR.D 231 2 *
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1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_PHA_lymphocytes_PK_112.010899.010 2 2.91 0.2229 1088.15 1088.3 2 66.66667 1 K.RAPSIALGFR.D 231 2 *
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_NT_lymphocytes_Ti_104.015944.01594 2 3.3526 0.3225 1368.25 1368.6 6 70.83333 1 R.DAADLLSPLALLR.F 241 2 *
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_NT_lymphocytes_Ti_113.009092.00909 2 2.7861 0.0899 1234.35 1234.4 2 68.181816 1 R.RIHPGGEVAAVK.R 329 2 *
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009122.0091 2 2.3383 0.2106 934.75 932.11 1 87.5 1 R.APSIALGFR.D 232 2 *
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NP_001111.2| gi|20127440|ref|NP_001111.2| tetracycline transporter-like protein [Homo sapiens] 5 9 13.4 455 48351 9.6 HsNaOH-NE_NT_lymphocytes_Ti_112.014416.01441 2 2.7309 0.2117 2835.51 2834.2 1 36 1 R.AHDPLYGSWQGGVDWFATAIGMPVEK.R 56 2 *
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NP_054829.2| gi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory inhibitor subunit 8 isoform alpha [ 4 7 17.4 351 38479 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.008296.008296 2 4.4083 0.4424 2409.39 2409.7 1 52.380955 1 R.LEPHKPQQIPIDSTVSFGASTR.A 101 2 *
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NP_054829.2| gi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory inhibitor subunit 8 isoform alpha [ 4 7 17.4 351 38479 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010820.0108 2 4.1597 0.3749 2334.31 2334.5 1 50 2 R.VTFSEDDEIINPEDVDPSVGR.F 201 2
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NP_054829.2| gi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory inhibitor subunit 8 isoform alpha [ 4 7 17.4 351 38479 7.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2750.275 2 3.1058 0.1703 2334.64 2334.5 3 37.5 2 R.VTFSEDDEIINPEDVDPSVGR.F 201 2
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NP_054829.2| gi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory inhibitor subunit 8 isoform alpha [ 4 7 17.4 351 38479 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008861.0088 3 3.2538 0.1578 2410.13 2409.7 1 34.523808 1 R.LEPHKPQQIPIDSTVSFGASTR.A 101 2 *
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NP_054829.2| gi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory inhibitor subunit 8 isoform alpha [ 4 7 17.4 351 38479 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.012322.0123 2 2.97 0.366 2042.99 2041.4 1 41.17647 1 R.VFLIDLNSTHGTFLGHIR.L 83 2 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.010832.010832 2 3.139 0.1364 1658.41 1657.9 1 62.5 1 K.ICLTDHFKPLWAR.N 115 2 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.021640.021640 2 4.7797 0.2805 2705.91 2704.3 1 54.166668 3 K.FGLAHLMALGLGPWLAVEIPDLIQK.G 132 2 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_PHA_lymphocytes_PK_109.001184.001184 2 4.0686 0.4099 1934.03 1934.3 1 52.941177 2 M.ALGLGPWLAVEIPDLIQK.G 139 1 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_NT_lymphocytes_Ti_112.012905.012905.2 2 4.1678 0.2788 1658.57 1657.9 1 79.16667 2 K.ICLTDHFKPLWAR.N 115 2 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_PHA_lymphocytes_PK_105.013956.013956 1 2.7551 0.211 1240.55 1239.5 1 60.000004 1 W.LAVEIPDLIQK.G 146 1 *
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|NP_057490.2| gi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating enzyme 1 [Homo sapiens] 5 12 39.5 167 19458 7.4 HsSD-NE_NT_lymphocytes_Ti_107.002768.002768.2 2 2.4078 0.2764 3185.55 3185.6 2 29.62963 3 K.YEFDIEFDIPITYPTTAPEIAVPELDGK.T 78 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.010170.01017 2 2.8278 0.1555 1002.37 1002.2 6 87.5 1 R.TSLTVVLLR.W 148 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_108.013174.01317 2 3.2354 0.2562 2016.75 2016.2 6 46.875 5 R.SFFCSATLEVDGEFLHR.N 372 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009556.00955 3 4.0391 0.3745 1870.16 1869.1 2 42.647057 1 R.QPAVEEPAEVTATVLASR.D 164 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_107.009275.00927 2 3.0123 0.2681 1129.89 1127.4 3 77.77778 8 R.TFVLPVTPPR.L 215 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010316.0103 3 3.4092 0.327 1869.41 1869.1 1 44.11765 1 R.QPAVEEPAEVTATVLASR.D 164 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010619.01061 2 4.0044 0.3792 2787.93 2785 1 43.75 1 R.EESTYLPLTSMQPTEAMGEEPSRAE.- 523 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.000429.00042 2 2.3992 0.2256 1871.35 1869.1 4 38.235294 1 R.QPAVEEPAEVTATVLASR.D 164 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010199.0101 2 3.2311 0.3237 1869.45 1869.1 1 52.941177 2 R.QPAVEEPAEVTATVLASR.D 164 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2450.245 1 2.16 0.1065 1127.72 1127.4 5 61.11111 1 R.TFVLPVTPPR.L 215 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009176.0091 2 2.8956 0.1792 1270.45 1269.4 1 83.33333 3 K.TRHVLQCQAR.G 417 2 *
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_002153.1| gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 precursor [Homo sapiens] 8 26 16.3 547 59384 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2440.244 2 2.9403 0.1952 1126.49 1127.4 2 77.77778 2 R.TFVLPVTPPR.L 215 2 *
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015705.01570 2 2.0696 0.1386 1246.17 1246.5 6 65 1 K.AVETLLDLIMK.R 173 2 *
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010972.01097 2 2.6932 0.3038 1171.87 1169.4 1 83.33333 1 K.FITTVGIDFR.E 38 2
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009228.00922 2 5.2855 0.4667 1978.23 1976.1 1 76.47059 4 K.YGIPYFETSAATGQNVEK.A 155 2 *
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010958.010958.2 2 4.2071 0.3926 1974.89 1976.1 1 70.588234 4 K.YGIPYFETSAATGQNVEK.A 155 2 *
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2344.234 2 3.5719 0.3417 1553.87 1553.7 1 66.66667 1 K.VHLQLWDTAGQER.F 68 2 *
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_004154.2| gi|5729997|ref|NP_004154.2| "RAB27B, member RAS oncogene family [Homo sapiens] " 5 13 26.1 218 24608 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2558.255 2 3.646 0.3191 2532 2532.8 1 50 2 R.ELADKYGIPYFETSAATGQNVEK.A 150 2 *
1247 ENSG00000116133:ENSMUSG00000034926:ENSRNOG00000006787 DHCR24 gi|13375618|ref|NP_055577.1| gi|13375618|ref|NP_055577.1| 24-dehydrocholesterol reductase precursor [Homo sapiens] 2 8 5.2 516 60101 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.015555.01555 2 2.42 0.1524 2308.63 2307.7 1 52.77778 1 R.SIFWELQDIIPFGNNPIFR.Y 334 2 *
1247 ENSG00000116133:ENSMUSG00000034926:ENSRNOG00000006787 DHCR24 gi|13375618|ref|NP_055577.1| gi|13375618|ref|NP_055577.1| 24-dehydrocholesterol reductase precursor [Homo sapiens] 2 8 5.2 516 60101 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.015926.0159 3 3.1475 0.3119 3459.2 3458.9 1 27.884615 1 R.HYYHRHTRSIFWELQDIIPFGNNPIFR.Y 326 2 *
1247 ENSG00000116133:ENSMUSG00000034926:ENSRNOG00000006787 DHCR24 gi|13375618|ref|NP_055577.1| gi|13375618|ref|NP_055577.1| 24-dehydrocholesterol reductase precursor [Homo sapiens] 2 8 5.2 516 60101 8.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.5240.52 2 3.3487 0.3124 2308.51 2307.7 1 52.77778 2 R.SIFWELQDIIPFGNNPIFR.Y 334 2 *
1247 ENSG00000116133:ENSMUSG00000034926:ENSRNOG00000006787 DHCR24 gi|13375618|ref|NP_055577.1| gi|13375618|ref|NP_055577.1| 24-dehydrocholesterol reductase precursor [Homo sapiens] 2 8 5.2 516 60101 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.021093.0210 2 4.9059 0.2434 2309.95 2307.7 1 61.11111 4 R.SIFWELQDIIPFGNNPIFR.Y 334 2 *
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NP_665807.1| gi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 5 12 55.9 118 12895 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.010242.010242 3 4.2867 0.217 3031.04 3030.4 1 34.25926 2 K.GADINAPDKHHITPLLSAVYEGHVSCVK.L 58 2 *
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NP_665807.1| gi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 5 12 55.9 118 12895 5.5 HsSD-NE_PHA_lymphocytes_Ti_111.011956.011956 3 6.2148 0.503 2147.72 2148.4 1 54.166668 6 K.HHITPLLSAVYEGHVSCVK.L 67 2 *
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NP_665807.1| gi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 5 12 55.9 118 12895 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.013905.013905 3 4.2842 0.2722 2472.77 2472.9 1 43.75 1 R.KPLHYAADCGQLEILEFLLLK.G 37 2 *
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NP_665807.1| gi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 5 12 55.9 118 12895 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.010877.0108 2 3.995 0.3165 2149.03 2148.4 1 55.555557 1 K.HHITPLLSAVYEGHVSCVK.L 67 2 *
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NP_665807.1| gi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 5 12 55.9 118 12895 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010128.010128.2 2 3.2592 0.2458 1748.43 1748.9 3 46.875 2 K.GPDGLTAFEATDNQAIK.A 98 2 *
1249 ENSG00000160752:ENSMUSG00000059743:ENSRNOG00000032349 FDPS gi|4503685|ref|NP_001995.1| gi|4503685|ref|NP_001995.1| farnesyl diphosphate synthase [Homo sapiens] 3 4 11.7 419 48276 6.2 HsSD-NE_PHA_lymphocytes_Ti_110.014233.014233 3 3.9452 0.2991 3395.18 3395.8 1 30.357143 1 R.RGQICWYQKPGVGLDAINDANLLEACIYR.L 179 2 *
1249 ENSG00000160752:ENSMUSG00000059743:ENSRNOG00000032349 FDPS gi|4503685|ref|NP_001995.1| gi|4503685|ref|NP_001995.1| farnesyl diphosphate synthase [Homo sapiens] 3 4 11.7 419 48276 6.2 HsSD-NE_NT_lymphocytes_PK_111.014073.014073. 2 3.1385 0.227 2111.19 2111.5 2 44.736843 1 M.ALIEQYAAPLPPAVFLGLAR.K 393 1 *
1249 ENSG00000160752:ENSMUSG00000059743:ENSRNOG00000032349 FDPS gi|4503685|ref|NP_001995.1| gi|4503685|ref|NP_001995.1| farnesyl diphosphate synthase [Homo sapiens] 3 4 11.7 419 48276 6.2 HsSD-NE_PHA_lymphocytes_PK_106.015417.015417 2 3.6346 0.2511 1987.69 1988.3 1 47.058823 2 C.WYQKPGVGLDAINDANLL.E 184 0 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsSD-NE_PHA_lymphocytes_Ti_102.007307.007307 2 3.0017 0.2587 1683.77 1681.8 2 57.14286 1 R.VYVVGTAHFSDDSKR.D 75 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsSD-NE_PHA_lymphocytes_Ti_108.009982.009982 2 3.5228 0.2983 1528.43 1527.8 1 75 2 K.FHLGDRPIPVTFK.R 186 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.021413.0214 3 5.2124 0.444 2275.88 2276.6 1 43.055553 4 K.DLLEQMMAEMIGEFPDLHR.T 235 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_NT_lymphocytes_Ti_107.021335.02133 2 4.7946 0.4597 2279.51 2276.6 1 63.88889 2 K.DLLEQMMAEMIGEFPDLHR.T 235 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.021525.0215 2 3.4014 0.3835 2279.61 2276.6 1 47.22222 4 K.DLLEQMMAEMIGEFPDLHR.T 235 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016628.0166 2 5.5508 0.4116 2422.61 2419.8 1 61.904762 5 R.VLSGDPQNLSDVDAFNLLLEMK.L 29 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_NT_lymphocytes_Ti_107.021272.02127 3 5.0472 0.4025 2276.06 2276.6 1 45.833336 3 K.DLLEQMMAEMIGEFPDLHR.T 235 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.014746.0147 2 3.1103 0.3003 1607.91 1607.9 1 65.38461 1 R.LAWGLCFLSDPISK.D 212 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_NT_lymphocytes_Ti_108.007574.00757 2 3.3831 0.3167 1683.63 1681.8 5 57.14286 2 R.VYVVGTAHFSDDSKR.D 75 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016616.0166 3 4.3598 0.287 2419.79 2419.8 1 36.904762 2 R.VLSGDPQNLSDVDAFNLLLEMK.L 29 2 *
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NP_079480.2| gi|33342278|ref|NP_079480.2| TraB domain containing [Homo sapiens] 8 27 27.7 376 42321 8 HsNaOH-NE_PHA_lymphocytes_Ti_112.011304.0113 2 3.5136 0.2858 2148.99 2149.6 1 50 1 R.KCVPSVVVGVVGMGHVPGIEK.N 286 2 *
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NP_079352.2| gi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 1 [Homo sapiens] 4 10 22.6 420 47577 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010511.0105 2 3.8345 0.368 2264.11 2263.4 1 50 1 K.NLVGSGSEIQFLSEAQDDPQK.R 340 2 *
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NP_079352.2| gi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 1 [Homo sapiens] 4 10 22.6 420 47577 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.016238.01623 2 4.4746 0.3645 2668.07 2666 1 45.833336 3 R.VVSNFILQALQGEPLTVYGSGSQTR.A 273 2 *
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NP_079352.2| gi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 1 [Homo sapiens] 4 10 22.6 420 47577 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.011547.01154 3 3.7154 0.1142 3564.35 3564.9 1 27.419355 2 R.LLLASTSEVYGDPEVHPQSEDYWGHVNPIGPR.A 197 2 *
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NP_079352.2| gi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 1 [Homo sapiens] 4 10 22.6 420 47577 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.009630.00963 2 4.7054 0.4795 1689.55 1686.9 1 71.875 3 R.ILITGGAGFVGSHLTDK.L 91 2 *
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NP_079352.2| gi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 1 [Homo sapiens] 4 10 22.6 420 47577 8.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.3634.36 2 3.1997 0.2891 2665.99 2666 6 29.166666 1 R.VVSNFILQALQGEPLTVYGSGSQTR.A 273 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.013928.01392 3 3.5623 0.106 2490.41 2489.8 1 34.090908 2 R.LALNVMADNFVFDGSSLPADVHR.Y 174 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009950.00995 2 3.4701 0.2275 1877.55 1877.1 1 60.000004 2 K.KPTSALDEPVSHWRPR.L 158 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007252.0072 2 2.9052 0.1667 1331.19 1331.4 1 80 1 R.VNEFGESYEEK.A 520 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013736.01373 2 4.0697 0.4392 1929.05 1930.3 1 66.66667 2 K.TVHYLPILFIDQLSNR.V 206 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.013929.01392 2 3.2423 0.2224 2489.01 2489.8 1 45.454548 1 R.LALNVMADNFVFDGSSLPADVHR.Y 174 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013685.01368 3 4.1611 0.2862 1929.95 1930.3 3 43.333332 2 K.TVHYLPILFIDQLSNR.V 206 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013323.0133 2 3.6433 0.3862 1930.63 1930.3 1 66.66667 4 K.TVHYLPILFIDQLSNR.V 206 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.010202.0102 3 3.3548 0.2061 1879.88 1877.1 4 41.666664 1 K.KPTSALDEPVSHWRPR.L 158 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.3120.312 2 4.0544 0.3348 1932.06 1930.3 1 66.66667 2 K.TVHYLPILFIDQLSNR.V 206 2 *
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NP_110409.2| gi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 7 23 12.3 538 62229 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.013396.0133 3 4.3729 0.2584 1930.13 1930.3 2 45 6 K.TVHYLPILFIDQLSNR.V 206 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010079.01007 3 6.5533 0.4598 3258.41 3258.7 1 38.28125 2 K.ILAAQGQLSAQGGAQPSVEAPAAPRPTATQLTR.D 143 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.020470.0204 3 3.2529 0.2968 2298.56 2297.7 3 34.210526 1 R.DVPFSVVYFPLFANLNQLGR.P 197 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.020223.02022 2 5.2643 0.3637 2299.85 2297.7 1 57.894737 3 R.DVPFSVVYFPLFANLNQLGR.P 197 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.008631.0086 3 4.238 0.3848 3258.65 3258.7 1 32.03125 2 K.ILAAQGQLSAQGGAQPSVEAPAAPRPTATQLTR.D 143 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007572.0075 2 2.3312 0.1307 988.63 986.12 1 81.25 1 R.HEGPSAFLK.G 278 2
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.020492.0204 2 4.9169 0.4236 2298.55 2297.7 1 52.63158 3 R.DVPFSVVYFPLFANLNQLGR.P 197 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsSD-NE_NT_lymphocytes_Ti_107.019159.019159.2 2 3.5288 0.3621 2938.89 2939.3 5 30.000002 2 R.DVPFSVVYFPLFANLNQLGRPASEEK.S 197 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsSD-NE_NT_lymphocytes_Ti_110.010400.010400.3 3 4.4794 0.3181 3260.63 3258.7 1 29.6875 2 K.ILAAQGQLSAQGGAQPSVEAPAAPRPTATQLTR.D 143 2 *
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NP_078974.1| gi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 [Homo sapiens] 5 24 21.1 323 34470 9.3 HsSD-NE_NT_lymphocytes_Ti_106.000041.000041.2 2 4.3642 0.3225 2298.41 2297.7 1 52.63158 8 R.DVPFSVVYFPLFANLNQLGR.P 197 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_107.007552.007552 2 2.8547 0.1543 1684.79 1681.9 5 50 1 K.IKSEHPGLSIGDTAKK.L 113 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_109.008469.008469 2 3.2745 0.1643 1720.67 1721.9 1 60.714287 1 K.KKHPDSSVNFAEFSK.K 29 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_114.011464.011464 2 3.334 0.2899 1977.35 1977.2 1 53.333336 2 K.RPPSAFFLFCSEHRPK.I 97 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_115.011204.011204 3 5.3066 0.3487 1975.04 1977.2 1 50 10 K.RPPSAFFLFCSEHRPK.I 97 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.006782.006782 3 3.3975 0.181 1555.04 1553.8 1 50 1 K.IKSEHPGLSIGDTAK.K 113 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.008265.008265 2 3.8712 0.1733 1723.69 1721.9 1 67.85714 2 K.KHPDSSVNFAEFSKK.C 30 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_PHA_lymphocytes_Ti_109.010880.010880 2 3.4506 0.3695 1499.73 1497.7 1 77.27273 7 K.MSSYAFFVQTCR.E 13 2
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006932.0069 2 2.9674 0.255 1313.39 1312.4 1 66.66667 1 K.SEHPGLSIGDTAK.K 115 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009708.0097 2 2.9154 0.298 1682.87 1681.9 1 56.666668 1 K.IKSEHPGLSIGDTAKK.L 113 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsSD-NE_NT_lymphocytes_Ti_112.011183.011183.2 2 2.5563 0.1325 1849.69 1850.1 3 46.666668 1 K.KKHPDSSVNFAEFSKK.C 29 2 *
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NP_002120.1| gi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo sapiens] 10 28 28.7 209 24034 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.007322.0073 2 4.0198 0.3584 1552.99 1553.8 1 75 1 K.IKSEHPGLSIGDTAK.K 113 2 *
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsSD-NE_PHA_lymphocytes_Ti_105.007733.007733 2 3.8388 0.2141 1875.59 1874 1 60.000004 1 K.SHGKDEECVLEAENKK.L 164 2
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.004583.00458 2 4.0826 0.369 1873.99 1874 1 73.333336 3 K.SHGKDEECVLEAENKK.L 164 2
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.006246.0062 2 4.5273 0.3156 1874.45 1874 1 70 7 K.SHGKDEECVLEAENKK.L 164 2
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.006365.0063 2 3.5515 0.2963 1739.95 1738.9 3 53.571426 3 K.SSTSRPDAYEHTQMK.L 82 2
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006081.00608 2 3.0917 0.3047 1745.09 1745.8 1 60.714287 1 K.SHGKDEECVLEAENK.K 164 2
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NP_061332.2| gi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_00100840 B-cell receptor-associated protein BAP29 isoform b [Homo sapiens 3 16 12.9 241 28320 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.006240.00624 2 2.7306 0.1405 1739.69 1738.9 5 53.571426 1 K.SSTSRPDAYEHTQMK.L 82 2
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NP_115652.2| gi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Homo sapiens] 2 10 14.6 315 35823 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008559.00855 2 5.9302 0.5008 2017.85 2019.1 1 84.375 2 R.NYDTYTAGLSEEEQLER.A 260 2 *
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NP_115652.2| gi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Homo sapiens] 2 10 14.6 315 35823 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009096.0090 2 3.5927 0.4512 2016.79 2019.1 1 65.625 1 R.NYDTYTAGLSEEEQLER.A 260 2 *
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NP_115652.2| gi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Homo sapiens] 2 10 14.6 315 35823 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008423.00842 3 4.206 0.3386 3471.95 3472.6 1 27.67857 1 R.QYYFNSSGSSGYQDYYPHGRPDHYEEAPR.N 231 2 *
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NP_115652.2| gi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Homo sapiens] 2 10 14.6 315 35823 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008670.0086 3 4.4774 0.3929 3471.2 3472.6 1 25 4 R.QYYFNSSGSSGYQDYYPHGRPDHYEEAPR.N 231 2 *
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NP_115652.2| gi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Homo sapiens] 2 10 14.6 315 35823 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2311.231 2 4.6698 0.4803 2017.83 2019.1 1 68.75 2 R.NYDTYTAGLSEEEQLER.A 260 2 *
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NP_054782.2| gi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_00101443 drebrin-like isoform a [Homo sapiens] 5 24 13.7 431 48294 5 HsSD-NE_PHA_lymphocytes_Ti_104.013365.013365 2 2.9484 0.2682 1720.43 1719.9 2 53.571426 2 K.FVLINWTGEGVNDVR.K 79 2
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NP_054782.2| gi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_00101443 drebrin-like isoform a [Homo sapiens] 5 24 13.7 431 48294 5 HsSD-NE_PHA_lymphocytes_Ti_101.011842.011842 2 3.0996 0.2473 1846.27 1848.1 1 56.666668 1 K.FVLINWTGEGVNDVRK.G 79 2
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NP_054782.2| gi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_00101443 drebrin-like isoform a [Homo sapiens] 5 24 13.7 431 48294 5 HsSD-NE_PHA_lymphocytes_PK_113.001709.001709 2 4.1953 0.3548 2953.77 2951.2 1 39.583336 13 A.DDTEISFDPENLITGIEVIDEGWWR.G 387 1
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NP_054782.2| gi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_00101443 drebrin-like isoform a [Homo sapiens] 5 24 13.7 431 48294 5 HsSD-NE_PHA_lymphocytes_PK_113.001128.001128 2 3.494 0.3407 3095.19 3093.3 1 32.692307 7 Q.AADDTEISFDPENLITGIEVIDEGWWR.G 385 1
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NP_054782.2| gi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_00101443 drebrin-like isoform a [Homo sapiens] 5 24 13.7 431 48294 5 HsSD-NE_NT_lymphocytes_Ti_103.008910.008910.2 2 4.7498 0.306 1723.61 1720.9 1 80 1 R.FQDVGPQAPVGSVYQK.T 149 2
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.012550.01255 2 3.0775 0.1992 1063.21 1063.3 1 92.85714 2 R.FLTWILNR.Y 523 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014145.01414 2 2.6539 0.1883 2206.43 2204.6 2 37.5 1 R.LTESVDVLMPNVGEIVGGSMR.I 458 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_NT_lymphocytes_Ti_104.011163.011163.2 2 3.3595 0.2096 2228.79 2230.3 2 44.444447 1 K.KEDGTFYEFGEDIPEAPER.L 407 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_NT_lymphocytes_Ti_103.015478.015478.2 2 4.1255 0.342 2204.93 2204.6 3 45 2 R.LTESVDVLMPNVGEIVGGSMR.I 458 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_NT_lymphocytes_Ti_103.014323.014323.2 2 2.7661 0.2792 2498.67 2499.8 1 36.363636 1 R.GYYEVTPPTLVQTQVEGGATLFK.L 264 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_PHA_lymphocytes_PK_102.011621.01162 2 3.1581 0.2387 1914.65 1915 1 50 1 L.APAGGADNLINEESDVDVQ.L 211 0 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_PHA_lymphocytes_PK_106.013598.013598 1 2.3633 0.2618 1350.49 1350.5 1 65 4 T.HVEAECPFLTF.D 337 0 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_PHA_lymphocytes_PK_105.020048.020048 1 1.8674 0.1543 1475.78 1475.6 1 59.090908 1 F.DDLLNRLEDLVC.D 348 0 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_PHA_lymphocytes_PK_105.020174.020174 2 3.1638 0.1817 1477.57 1475.6 1 77.27273 3 F.DDLLNRLEDLVC.D 348 0 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_NT_lymphocytes_Ti_102.011620.011620.1 1 2.159 0.1783 1384.71 1385.6 3 59.090908 1 R.IFDSEEILAGYK.R 479 2 *
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_004530.1| gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Homo sapiens] 10 20 25.9 548 62943 6.3 HsSD-NE_PHA_lymphocytes_PK_103.000021.00002 2 3.438 0.1706 1916.37 1914.1 1 59.375 3 Q.SSQLYLETCLPALGDVF.C 299 0 *
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_000972.1| gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sapiens] 3 12 13.3 196 23466 11.5 HsNaOH-NE_NT_lymphocytes_Ti_112.008096.00809 1 2.6793 0.1373 925.66 924.09 1 71.42857 4 R.KPVTVHSR.A 53 2
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_000972.1| gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sapiens] 3 12 13.3 196 23466 11.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008130.00813 2 4.3438 0.4101 2070.95 2072.2 1 61.764706 1 K.KVWLDPNETNEIANANSR.Q 21 2 *
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_000972.1| gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sapiens] 3 12 13.3 196 23466 11.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008746.00874 2 5.0155 0.3656 1946.69 1944.1 1 84.375 1 K.VWLDPNETNEIANANSR.Q 22 2 *
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_000972.1| gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sapiens] 3 12 13.3 196 23466 11.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.008238.0082 1 2.3258 0.1014 923.54 924.09 1 78.57143 5 R.KPVTVHSR.A 53 2
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_000972.1| gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sapiens] 3 12 13.3 196 23466 11.5 HsSD-NE_NT_lymphocytes_Ti_102.010124.010124.2 2 4.0385 0.2795 1945.47 1944.1 1 68.75 1 K.VWLDPNETNEIANANSR.Q 22 2 *
1260 ENSG00000106733:ENSMUSG00000037847:ENSRNOG00000012665 C9orf95 gi|8923530|ref|NP_060351.1| gi|8923530|ref|NP_060351.1| nicotinamide riboside kinase 1 [Homo sapiens] 3 11 25.1 199 23193 4.9 HsSD-NE_PHA_lymphocytes_PK_110.011548.011548 1 2.5169 0.2551 1420.62 1420.6 2 60.000004 1 F.NYKPLDTIWNR.S 104 1 *
1260 ENSG00000106733:ENSMUSG00000037847:ENSRNOG00000012665 C9orf95 gi|8923530|ref|NP_060351.1| gi|8923530|ref|NP_060351.1| nicotinamide riboside kinase 1 [Homo sapiens] 3 11 25.1 199 23193 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.000756.00075 2 4.7174 0.3722 2284.93 2283.5 1 66.66667 3 K.SEEDLFLQVYEDLIQELAK.Q 173 2 *
1260 ENSG00000106733:ENSMUSG00000037847:ENSRNOG00000012665 C9orf95 gi|8923530|ref|NP_060351.1| gi|8923530|ref|NP_060351.1| nicotinamide riboside kinase 1 [Homo sapiens] 3 11 25.1 199 23193 4.9 HsSD-NE_PHA_lymphocytes_PK_106.016791.01679 2 3.4334 0.2866 2210.61 2210.4 1 57.894737 2 R.HSVVSTDQESAEEIPILIIE.G 79 1 *
1260 ENSG00000106733:ENSMUSG00000037847:ENSRNOG00000012665 C9orf95 gi|8923530|ref|NP_060351.1| gi|8923530|ref|NP_060351.1| nicotinamide riboside kinase 1 [Homo sapiens] 3 11 25.1 199 23193 4.9 HsSD-NE_NT_lymphocytes_Ti_106.003032.003032.2 2 4.4097 0.3157 2284.89 2283.5 1 58.333332 5 K.SEEDLFLQVYEDLIQELAK.Q 173 2 *
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NP_891993.1| gi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1| cAMP-dependent protein kinase catalytic subunit beta isoform 1 [H 5 12 17.3 398 46236 8.7 HsSD-NE_PHA_lymphocytes_Ti_104.019064.019064 2 2.3746 0.0857 1674.15 1671.9 3 54.166668 2 K.WFATTDWIAIYQR.K 344 2
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NP_891993.1| gi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1| cAMP-dependent protein kinase catalytic subunit beta isoform 1 [H 5 12 17.3 398 46236 8.7 HsSD-NE_PHA_lymphocytes_PK_107.015534.015534 1 2.3483 0.2151 1323.65 1323.5 5 50 1 K.GYNKAVDWWAL.G 262 1
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NP_891993.1| gi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1| cAMP-dependent protein kinase catalytic subunit beta isoform 1 [H 5 12 17.3 398 46236 8.7 HsSD-NE_NT_lymphocytes_Ti_109.012329.012329.2 2 3.328 0.3567 1662.97 1662.9 2 65.38461 3 R.FPSHFSSDLKDLLR.N 305 2
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NP_891993.1| gi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1| cAMP-dependent protein kinase catalytic subunit beta isoform 1 [H 5 12 17.3 398 46236 8.7 HsSD-NE_NT_lymphocytes_Ti_104.015560.015560.2 2 5.1388 0.1842 2193.77 2193.5 1 63.88889 5 R.TWTLCGTPEYLAPEIILSK.G 243 2
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NP_891993.1| gi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1| cAMP-dependent protein kinase catalytic subunit beta isoform 1 [H 5 12 17.3 398 46236 8.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3615.36 2 3.5044 0.2543 1417.67 1417.7 2 72.72727 1 R.ILQAVNFPFLVR.L 142 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.009118.0091 2 4.5951 0.4103 2365.51 2362.6 1 55 1 K.NLDAVHDITVAYPHNIPQSEK.H 250 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.019692.01969 3 4.4284 0.286 3959.24 3956.3 2 23.4375 1 K.SHFEDMIDYFCDIHEPLQLLIFPEGTDLTENSK.S 180 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009401.00940 1 2.0457 0.2039 1074.82 1075.2 1 78.57143 2 R.EIHFHVHR.Y 280 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007964.00796 2 2.7865 0.2561 1083.37 1083.2 1 87.5 1 K.HLLQGDFPR.E 271 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008824.00882 2 4.338 0.4085 2364.37 2362.6 1 50 2 K.NLDAVHDITVAYPHNIPQSEK.H 250 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_PK_110.010029.0100 2 3.4175 0.2863 1454.09 1451.6 2 75 2 L.IFPEGTDLTENSK.S 200 1
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008100.0081 2 2.3396 0.1686 1083.25 1083.2 1 81.25 2 K.HLLQGDFPR.E 271 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.018278.01827 2 4.9457 0.3966 2202.71 2203.7 1 55.263157 2 R.LVATWLTLPVALLETMFGVK.V 84 2
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1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.001010.0010 2 4.384 0.3033 2205.51 2203.7 1 50 1 R.LVATWLTLPVALLETMFGVK.V 84 2
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NP_872357.2| gi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_00100225 lysocardiolipin acyltransferase isoform 1 [Homo sapiens] 6 15 22 414 48920 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.019866.0198 3 3.9624 0.2874 3955.07 3956.3 3 24.21875 1 K.SHFEDMIDYFCDIHEPLQLLIFPEGTDLTENSK.S 180 2
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014264.0142 2 4.6679 0.3663 2103.49 2103.5 1 57.894737 6 R.KGPNVVGPYGLLQPFADAMK.L 35 2 *
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.013017.01301 3 4.0782 0.1775 2104.46 2103.5 2 40.789474 2 R.KGPNVVGPYGLLQPFADAMK.L 35 2 *
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsNaOH-NE_NT_lymphocytes_Ti_108.016067.01606 2 5.4243 0.43 1977.21 1975.3 1 63.88889 2 K.GPNVVGPYGLLQPFADAMK.L 36 2 *
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012993.01299 2 4.3841 0.413 2102.59 2103.5 1 55.263157 3 R.KGPNVVGPYGLLQPFADAMK.L 35 2 *
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsSD-NE_PHA_lymphocytes_PK_105.017463.017463 2 3.6483 0.3889 2271.57 2270.4 1 47.5 2 L.AETNRTPFDLAEGESELVSGF.N 191 0 *
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NP_536843.1| gi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [Homo sapiens] 4 17 12.9 318 35661 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.014354.0143 3 4.0519 0.2128 2103.68 2103.5 2 40.789474 2 R.KGPNVVGPYGLLQPFADAMK.L 35 2 *
1264 ENSG00000149357:ENSMUSG00000030842:ENSRNOG00000004319 C11orf59 gi|8923579|ref|NP_060377.1| gi|8923579|ref|NP_060377.1| hypothetical protein LOC55004 [Homo sapiens] 4 8 35.4 161 17745 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.012900.012900 3 4.6219 0.2945 3413 3411.9 1 27.5 1 K.KLPPLPSLTSQPHQVLASEPIPFSDLQQVSR.I 104 2 *
1264 ENSG00000149357:ENSMUSG00000030842:ENSRNOG00000004319 C11orf59 gi|8923579|ref|NP_060377.1| gi|8923579|ref|NP_060377.1| hypothetical protein LOC55004 [Homo sapiens] 4 8 35.4 161 17745 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009549.0095 2 2.8432 0.2779 1427.73 1427.6 1 66.66667 2 R.IAAYAYSALSQIR.V 135 2 *
1264 ENSG00000149357:ENSMUSG00000030842:ENSRNOG00000004319 C11orf59 gi|8923579|ref|NP_060377.1| gi|8923579|ref|NP_060377.1| hypothetical protein LOC55004 [Homo sapiens] 4 8 35.4 161 17745 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011634.01163 1 3.0297 0.2357 1390.99 1389.6 1 62.5 2 R.TDEQALLSSILAK.T 48 2 *
1264 ENSG00000149357:ENSMUSG00000030842:ENSRNOG00000004319 C11orf59 gi|8923579|ref|NP_060377.1| gi|8923579|ref|NP_060377.1| hypothetical protein LOC55004 [Homo sapiens] 4 8 35.4 161 17745 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011608.01160 2 4.9442 0.2908 1390.51 1389.6 1 87.5 3 R.TDEQALLSSILAK.T 48 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_PHA_lymphocytes_Ti_107.002830.002830 3 4.9544 0.33 3738.68 3737.2 1 23.529411 2 R.IGEGLDQALPCLTELILTNNSLVELGDLDPLASLK.S 79 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.018735.018735 2 3.6263 0.2619 2808.93 2807.1 1 33.333336 1 K.IPVIENLGATLDQFDAIDFSDNEIR.K 31 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_PHA_lymphocytes_Ti_103.013059.013059 2 2.7569 0.1779 1893.37 1892.1 1 46.875 1 K.LTAELIEQAAQYTNAVR.D 4 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_NT_lymphocytes_Ti_106.003660.003660.3 3 5.9176 0.2775 3738.8 3737.2 1 29.411766 6 R.IGEGLDQALPCLTELILTNNSLVELGDLDPLASLK.S 79 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_NT_lymphocytes_Ti_104.013142.013142.2 2 3.6947 0.3836 1891.61 1892.1 1 56.25 2 K.LTAELIEQAAQYTNAVR.D 4 2 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018111.01811 2 4.2483 0.364 1570.37 1570.8 1 71.42857 2 N.SLVELGDLDPLASLK.S 99 1 *
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NP_003081.2| gi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein polypeptide A' [Homo sapiens] 5 15 30.2 255 28416 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018168.018168 1 2.6386 0.3945 1569.82 1570.8 1 50 1 N.SLVELGDLDPLASLK.S 99 1 *
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.009677.009677 3 5.0302 0.2782 2743.52 2744 1 33 2 R.GVEVTVGHEQEEGGKWPYAGTAEAIK.A 189 2
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.009815.009815 2 4.2391 0.3251 2743.69 2744 1 42 1 R.GVEVTVGHEQEEGGKWPYAGTAEAIK.A 189 2
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_PHA_lymphocytes_Ti_111.012250.012250 3 4.3377 0.3169 2624 2622.1 1 32.608696 1 R.VLKEFHQAGKPIGLCCIAPVLAAK.V 162 2 *
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.010446.0104 2 3.0227 0.2944 2391.59 2390.7 2 35.714287 3 R.GGAEVQIFAPDVPQMHVIDHTK.G 73 2
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_NT_lymphocytes_Ti_110.011822.011822.2 2 4.8036 0.3006 2281.29 2281.6 1 55 2 K.EFHQAGKPIGLCCIAPVLAAK.V 165 2 *
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_NT_lymphocytes_Ti_112.014700.014700.2 2 3.5469 0.3207 2791.43 2791.2 1 41.666664 4 K.VVTTPAFMCETALHYIHDGIGAMVR.K 236 2
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.020649.0206 3 3.3804 0.1363 4220.21 4221.7 4 18.125 1 K.ITDLANLSAANHDAAIFPGGFGAAKNLSTFAVDGKDCKVNK.E 117 2 *
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsSD-NE_NT_lymphocytes_Ti_110.011860.011860.3 3 5.1302 0.3177 2281.34 2281.6 1 42.5 2 K.EFHQAGKPIGLCCIAPVLAAK.V 165 2 *
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|NP_004640.2| gi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [Homo sapiens] 8 18 51.5 268 28170 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.011302.0113 2 4.5261 0.3101 2281.77 2281.6 1 57.5 2 K.EFHQAGKPIGLCCIAPVLAAK.V 165 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.010174.010174 2 4.3844 0.2866 2108.69 2110.3 1 65.625 1 K.KVEEVLEEEEEEYVVEK.V 9 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.010449.010449 3 3.8133 0.186 2236.97 2238.5 1 41.17647 2 K.KKVEEVLEEEEEEYVVEK.V 8 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_PHA_lymphocytes_Ti_110.010410.010410 2 5.9205 0.4705 2237.25 2238.5 1 73.52941 5 K.KKVEEVLEEEEEEYVVEK.V 8 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007084.00708 2 3.4941 0.1047 2196.21 2194.3 1 47.058823 1 R.LTWHSYPSEDDDKKDDKN.- 168 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_NT_lymphocytes_Ti_102.018794.018794.3 3 5.7739 0.4921 3425.99 3428.6 1 32.142857 1 K.GFSDEDNTWEPEENLDCPDLIAEFLQSQK.T 44 2 *
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_NT_lymphocytes_Ti_104.015135.015135.2 2 3.963 0.1796 1715.65 1714 1 63.333332 4 R.IIGATDSSGELMFLMK.W 122 2
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_006798.1| gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta homolog Drosophila ) [Homo sap 6 15 43.8 185 21418 4.9 HsSD-NE_NT_lymphocytes_Ti_108.010725.010725.2 2 3.1799 0.2567 2111.41 2110.3 2 46.875 1 K.KVEEVLEEEEEEYVVEK.V 9 2 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsSD-NE_PHA_lymphocytes_PK_111.013153.013153 2 3.2409 0.1983 1594.73 1592.9 1 66.66667 2 K.LKDAEKPVLFFER.S 116 2 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsSD-NE_PHA_lymphocytes_PK_108.012636.012636 1 2.4063 0.203 1308.25 1307.6 1 65 1 K.LKDAEKPVLFF.E 116 1 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009182.0091 2 3.0951 0.2412 1592.51 1592.9 6 62.5 4 K.LKDAEKPVLFFER.S 116 2 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsSD-NE_NT_lymphocytes_Ti_104.012256.012256.2 2 4.0214 0.283 2362.21 2361.5 1 47.22222 1 R.WCNVQSTQDEFEELTMSQK.N 58 2 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsSD-NE_PHA_lymphocytes_PK_106.020408.020408 2 3.4145 0.1503 1909.51 1908.2 1 63.333332 4 T.LKTNFDYLQEVPILTL.D 221 0 *
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_000779.1| gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapiens] 5 14 24.6 260 30519 5.2 HsSD-NE_PHA_lymphocytes_PK_106.015124.015124 2 4.0198 0.2558 1890.25 1889.1 1 63.333332 2 R.GRNEEQGIPLEYLEKL.H 193 1 *
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsSD-NE_PHA_lymphocytes_PK_114.013894.013894 1 2.5237 0.3785 1365.91 1366.6 2 62.5 1 M.GLVHGPNHPLVLL.A 165 0 *
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.014490.0144 2 2.8865 0.1265 2343.63 2342.7 1 42.5 2 K.FEQLTLDGHNLPSLVCVITGK.G 302 2
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.015536.01553 3 3.3488 0.2334 2344.76 2342.7 1 38.75 2 K.FEQLTLDGHNLPSLVCVITGK.G 302 2
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.012899.01289 2 2.7335 0.1835 2016.49 2017.3 2 50 1 K.VVDMFGCCLPVCAVNFK.C 379 2
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.015152.01515 2 4.9467 0.3516 2342.61 2342.7 1 57.5 2 K.FEQLTLDGHNLPSLVCVITGK.G 302 2
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.014684.01468 2 4.3819 0.3544 1798.13 1795.1 1 68.75 2 R.IQIVGLTELQSLAVGPR.V 83 2 *
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008570.00857 2 4.1944 0.4247 1221.53 1221.4 1 90.909096 7 R.HVVAVVLGDVGR.S 34 2 *
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NP_061982.3| gi|41350216|ref|NP_061982.3| "beta-1,4-mannosyltransferase [Homo sapiens] " 6 21 17.2 464 52518 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008798.0087 2 3.4556 0.3305 1221.13 1221.4 1 81.818184 4 R.HVVAVVLGDVGR.S 34 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_PHA_lymphocytes_Ti_106.012199.012199 2 3.3928 0.3086 1814.93 1814.1 1 62.5 1 K.LLYDLADQLHAAVGASR.A 233 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_PHA_lymphocytes_Ti_102.008559.008559 2 3.6832 0.3662 1773.29 1772.9 3 50 3 K.QFNYTHICAGASAFGK.N 102 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.011660.0116 2 4.2678 0.386 1814.29 1814.1 1 75 1 K.LLYDLADQLHAAVGASR.A 233 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_NT_lymphocytes_Ti_102.012454.012454.2 2 3.7811 0.2612 1777.77 1777.9 2 56.666668 2 K.ASSTSPVEISEWLDQK.L 188 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_NT_lymphocytes_Ti_104.021143.021143.2 2 5.2828 0.1831 2209.61 2209.5 1 65.789474 3 K.DPEAPIFQVADYGIVADLFK.V 302 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_NT_lymphocytes_Ti_106.017944.017944.3 3 5.7366 0.4932 2951.96 2949.4 1 43.269234 6 K.TIVAINKDPEAPIFQVADYGIVADLFK.V 295 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_NT_lymphocytes_Ti_105.016189.016189.2 2 4.7956 0.355 1812.97 1814.1 1 68.75 2 K.LLYDLADQLHAAVGASR.A 233 2 *
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_000117.1| gi|4503607|ref|NP_000117.1| "electron transfer flavoprotein, alpha polypeptide [Homo sapiens] " 6 19 22.8 333 35080 8.4 HsSD-NE_NT_lymphocytes_Ti_111.016169.016169.2 2 2.8757 0.1972 2949.81 2949.4 1 34.615387 1 K.TIVAINKDPEAPIFQVADYGIVADLFK.V 295 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009402.00940 2 3.2315 0.3368 1164.43 1164.3 1 90 1 R.ALDDFVLGSAR.L 11 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.016904.01690 2 4.5218 0.2718 2000.97 2001.3 1 61.11111 3 K.RTPMGLLLEALGQEQEAGS.- 160 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.017330.01733 2 5.0103 0.4454 1845.19 1845.1 1 67.64706 2 R.TPMGLLLEALGQEQEAGS.- 161 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009784.0097 2 3.477 0.1957 1164.43 1164.3 1 95 2 R.ALDDFVLGSAR.L 11 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.003228.0032 2 3.4526 0.2986 1846.85 1845.1 1 52.941177 1 R.TPMGLLLEALGQEQEAGS.- 161 2 *
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_009144.1| gi|6005794|ref|NP_009144.1| "PRA1 domain family, member 2 [Homo sapiens] " 3 11 16.9 178 19258 9.2 HsSD-NE_NT_lymphocytes_Ti_102.019653.019653.2 2 3.6926 0.2812 1847.37 1845.1 1 47.058823 2 R.TPMGLLLEALGQEQEAGS.- 161 2 *
1272 ENSG00000030110:ENSMUSG00000057789:ENSRNOG00000000485 BCL2L7P1 gi|4502363|ref|NP_001179.1| gi|4502363|ref|NP_001179.1| BCL2-antagonist/killer 1 [Homo sapiens] 3 6 34.6 211 23409 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.015938.0159 3 4.9705 0.312 3211.7 3212.5 1 29 3 R.RYDSEFQTMLQHLQPTAENAYEYFTK.I 88 2 *
1272 ENSG00000030110:ENSMUSG00000057789:ENSRNOG00000000485 BCL2L7P1 gi|4502363|ref|NP_001179.1| gi|4502363|ref|NP_001179.1| BCL2-antagonist/killer 1 [Homo sapiens] 3 6 34.6 211 23409 6 HsNaOH-NE_NT_lymphocytes_PK_106.009852.0098 2 3.1842 0.2614 1583.43 1580.6 1 66.66667 1 S.EEQVAQDTEEVFR.S 24 1 *
1272 ENSG00000030110:ENSMUSG00000057789:ENSRNOG00000000485 BCL2L7P1 gi|4502363|ref|NP_001179.1| gi|4502363|ref|NP_001179.1| BCL2-antagonist/killer 1 [Homo sapiens] 3 6 34.6 211 23409 6 HsNaOH-NE_NT_lymphocytes_Ti_106.010434.01043 3 3.1731 0.0968 3593.21 3591 8 21.969696 2 R.HQQEQEAEGVAAPADPEMVTLPLQPSSTMGQVGR.Q 43 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.012406.012406 2 4.2641 0.437 2682.67 2682.9 1 43.47826 1 K.TFEHVTSEIGAEEAEEVGVEHLLR.D 154 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.013016.013016 2 4.6365 0.3957 1944.27 1944.3 1 68.75 4 K.VVVHPLVLLSVVDHFNR.I 9 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.011295.011295 2 3.1527 0.2374 1745.85 1746.1 1 60.714287 4 R.YCPNSVLVIIDVKPK.D 115 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.012319.012319 3 5.6921 0.4492 2682.65 2682.9 1 42.391304 6 K.TFEHVTSEIGAEEAEEVGVEHLLR.D 154 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_PHA_lymphocytes_Ti_114.013035.013035 3 5.645 0.4221 1944.56 1944.3 1 56.25 7 K.VVVHPLVLLSVVDHFNR.I 9 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011409.0114 2 3.2061 0.2351 2577.37 2574.8 1 36.95652 1 K.DLGLPTEAYISVEEVHDDGTPTSK.T 130 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_NT_lymphocytes_Ti_104.012698.012698.2 2 4.3612 0.3491 2575.99 2574.8 1 41.304348 3 K.DLGLPTEAYISVEEVHDDGTPTSK.T 130 2 *
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NP_002802.2| gi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase subunit 7 [Homo sapiens] 6 28 24.7 324 37025 6.8 HsSD-NE_NT_lymphocytes_Ti_108.012735.012735.3 3 4.582 0.379 2685.35 2682.9 1 40.217392 2 K.TFEHVTSEIGAEEAEEVGVEHLLR.D 154 2 *
1274 ENSG00000142669:ENSMUSG00000028843:ENSRNOG00000015967 SH3BGRL3 gi|13775198|ref|NP_112576.1| gi|13775198|ref|NP_112576.1| SH3 domain binding glutamic acid-rich protein like 3 [Homo sapien 3 6 35.5 93 10438 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.021782.021782 3 4.2865 0.2269 3818.69 3818.2 1 28.90625 3 K.ATPPQIVNGDQYCGDYELFVEAVEQNTLQEFLK.L 59 2 *
1274 ENSG00000142669:ENSMUSG00000028843:ENSRNOG00000015967 SH3BGRL3 gi|13775198|ref|NP_112576.1| gi|13775198|ref|NP_112576.1| SH3 domain binding glutamic acid-rich protein like 3 [Homo sapien 3 6 35.5 93 10438 4.9 HsSD-NE_PHA_lymphocytes_PK_105.012009.012009 1 2.9308 0.1646 1420.49 1420.6 4 59.090908 1 E.AVEQNTLQEFLK.L 80 1 *
1274 ENSG00000142669:ENSMUSG00000028843:ENSRNOG00000015967 SH3BGRL3 gi|13775198|ref|NP_112576.1| gi|13775198|ref|NP_112576.1| SH3 domain binding glutamic acid-rich protein like 3 [Homo sapien 3 6 35.5 93 10438 4.9 HsSD-NE_PHA_lymphocytes_PK_105.012002.012002 2 3.6408 0.2135 1420.25 1420.6 1 81.818184 1 E.AVEQNTLQEFLK.L 80 1 *
1274 ENSG00000142669:ENSMUSG00000028843:ENSRNOG00000015967 SH3BGRL3 gi|13775198|ref|NP_112576.1| gi|13775198|ref|NP_112576.1| SH3 domain binding glutamic acid-rich protein like 3 [Homo sapien 3 6 35.5 93 10438 4.9 HsSD-NE_NT_lymphocytes_Ti_109.000059.000059.3 3 3.7046 0.141 3820.67 3818.2 1 21.09375 1 K.ATPPQIVNGDQYCGDYELFVEAVEQNTLQEFLK.L 59 2 *
1275 ENSG00000165527:ENSMUSG00000044147:ENSRNOG00000004791 ARF6 gi|4502211|ref|NP_001654.1| gi|4502211|ref|NP_001654.1| ADP-ribosylation factor 6 [Homo sapiens] 3 13 37.7 175 20082 9 HsNaOH-NE_NT_lymphocytes_Ti_110.011667.01166 2 3.4905 0.3478 2118.71 2116.3 1 61.764706 1 R.HYYTGTQGLIFVVDCADR.D 76 2 *
1275 ENSG00000165527:ENSMUSG00000044147:ENSRNOG00000004791 ARF6 gi|4502211|ref|NP_001654.1| gi|4502211|ref|NP_001654.1| ADP-ribosylation factor 6 [Homo sapiens] 3 13 37.7 175 20082 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011416.0114 2 3.4297 0.2143 2256.31 2255.6 2 42.5 2 K.LGQSVTTIPTVGFNVETVTYK.N 35 2 *
1275 ENSG00000165527:ENSMUSG00000044147:ENSRNOG00000004791 ARF6 gi|4502211|ref|NP_001654.1| gi|4502211|ref|NP_001654.1| ADP-ribosylation factor 6 [Homo sapiens] 3 13 37.7 175 20082 9 HsNaOH-NE_NT_lymphocytes_Ti_105.016551.01655 2 4.9908 0.5835 3113.09 3112.3 1 46.153847 2 R.NWYVQPSCATSGDGLYEGLTWLTSNYK.S 148 2 *
1275 ENSG00000165527:ENSMUSG00000044147:ENSRNOG00000004791 ARF6 gi|4502211|ref|NP_001654.1| gi|4502211|ref|NP_001654.1| ADP-ribosylation factor 6 [Homo sapiens] 3 13 37.7 175 20082 9 HsSD-NE_NT_lymphocytes_Ti_106.016858.016858.2 2 5.0468 0.5568 3112.61 3112.3 1 48.076923 8 R.NWYVQPSCATSGDGLYEGLTWLTSNYK.S 148 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsSD-NE_PHA_lymphocytes_Ti_112.017710.017710 2 3.5313 0.3148 2782.29 2780.1 1 39.130436 2 K.INGIFEQLGAYIQESATFLEDTYR.N 39 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_113.010946.01094 2 3.525 0.2118 1458.57 1457.7 1 77.27273 4 R.LSRPNIFILNNR.W 248 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_111.009944.00994 2 3.4961 0.0997 1475.53 1475.6 1 75 2 K.TVNQLAHALHQDK.Q 159 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_109.019016.01901 3 5.341 0.5177 3221.42 3218.7 1 28.57143 3 R.CSTAITNSLQTMQQDMIDGLKPLLPVSVR.S 482 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_104.009239.00923 2 3.0463 0.1669 1391.25 1390.6 1 77.27273 1 R.ENLEQEIAAMNK.K 708 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008334.0083 2 4.7575 0.4513 2048.35 2049.2 1 66.66667 2 R.VEGTDGHEAFLLTEGSEEK.R 136 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_103.011477.01147 2 3.3054 0.117 1903.21 1901.1 1 68.75 2 R.NAELDPVTTEEQVLDVK.G 63 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_109.016394.01639 3 3.2777 0.2559 2395.49 2394.7 1 38.157894 1 K.AGWLDSELNMFTHQYLQPSR.- 738 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_111.017894.01789 2 3.7094 0.3618 2781.81 2780.1 1 39.130436 2 K.INGIFEQLGAYIQESATFLEDTYR.N 39 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_111.010524.01052 2 3.2845 0.3463 1673.03 1672.9 1 64.28571 2 K.VLPSGIGHTTNCFLR.V 121 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_108.012401.01240 2 2.3592 0.0991 1610.55 1610.8 1 57.692307 1 R.CTSFLVDELGVVDR.S 281 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_NT_lymphocytes_Ti_109.016420.01642 2 4.236 0.3335 2395.91 2394.7 1 55.263157 6 K.AGWLDSELNMFTHQYLQPSR.- 738 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011115.0111 2 2.8212 0.1764 1458.83 1457.7 2 72.72727 1 R.LSRPNIFILNNR.W 248 2 *
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_055689.1| gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 11 32 23.1 757 86402 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.002798.0027 2 3.3769 0.2474 2782.35 2780.1 1 41.304348 3 K.INGIFEQLGAYIQESATFLEDTYR.N 39 2 *
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_002109.1| gi|4504399|ref|NP_002109.1| "major histocompatibility complex, class II, DM beta precursor [Hom 4 14 36.1 263 28943 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009495.00949 2 3.8031 0.3698 2247.51 2248.4 1 50 1 R.AGHSSYTPLPGSNYSEGWHIS.- 243 2 *
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_002109.1| gi|4504399|ref|NP_002109.1| "major histocompatibility complex, class II, DM beta precursor [Hom 4 14 36.1 263 28943 7.4 HsNaOH-NE_NT_lymphocytes_Ti_109.016746.01674 3 4.8532 0.4281 4577.27 4575 1 22.5 4 K.TAQPNGDWTYQTLSHLALTPSYGDTYTCVVEHIGAPEPILR.D 165 2 *
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_002109.1| gi|4504399|ref|NP_002109.1| "major histocompatibility complex, class II, DM beta precursor [Hom 4 14 36.1 263 28943 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.016414.0164 3 5.1972 0.5012 4576.19 4575 1 23.75 6 K.TAQPNGDWTYQTLSHLALTPSYGDTYTCVVEHIGAPEPILR.D 165 2 *
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_002109.1| gi|4504399|ref|NP_002109.1| "major histocompatibility complex, class II, DM beta precursor [Hom 4 14 36.1 263 28943 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009629.00962 1 2.1927 0.1995 1295.75 1295.4 3 61.11111 1 K.DFTYCISFNK.D 39 2 *
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_002109.1| gi|4504399|ref|NP_002109.1| "major histocompatibility complex, class II, DM beta precursor [Hom 4 14 36.1 263 28943 7.4 HsSD-NE_NT_lymphocytes_Ti_110.018676.018676.2 2 4.207 0.3797 2571.63 2571.9 1 52.272724 2 K.MAPCEFGVLNSLANVLSQHLNQK.D 61 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.014391.0143 2 3.6734 0.2405 1912.67 1910.2 1 73.333336 3 K.FDTQLFHTIGVEFLNK.D 32 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014529.01452 2 3.2297 0.1897 1909.69 1910.2 1 60.000004 1 K.FDTQLFHTIGVEFLNK.D 32 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.015138.0151 2 4.1908 0.3328 2609.01 2607 1 42.857143 1 K.EFIYYADVKEPESFPFVILGNK.I 104 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.014978.0149 3 5.0064 0.3474 2608.22 2607 1 33.333336 2 K.EFIYYADVKEPESFPFVILGNK.I 104 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007385.00738 3 3.0501 0.1299 1651.52 1649.8 5 42.307693 1 R.SDHLIQTDTVNLHR.K 179 2 *
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_004242.1| gi|4759012|ref|NP_004242.1| "RAB9A, member RAS oncogene family [Homo sapiens] " 4 9 25.9 201 22838 5.5 HsSD-NE_NT_lymphocytes_Ti_108.015203.015203.2 2 2.5773 0.1217 1908.73 1910.2 1 50 1 K.FDTQLFHTIGVEFLNK.D 32 2 *
1279 ENSG00000173726:ENSMUSG00000058779:ENSRNOG00000019980 TOMM20 gi|7657257|ref|NP_055580.1| gi|7657257|ref|NP_055580.1| translocase of outer mitochondrial membrane 20 homolog [Homo s 4 15 25.5 145 16298 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.019338.019338 3 4.2441 0.2606 2386.7 2386.7 1 36.842106 4 K.FFLEEIQLGEELLAQGEYEK.G 69 2 *
1279 ENSG00000173726:ENSMUSG00000058779:ENSRNOG00000019980 TOMM20 gi|7657257|ref|NP_055580.1| gi|7657257|ref|NP_055580.1| translocase of outer mitochondrial membrane 20 homolog [Homo s 4 15 25.5 145 16298 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.019659.019659 2 3.9782 0.1857 2386.85 2386.7 1 52.63158 5 K.FFLEEIQLGEELLAQGEYEK.G 69 2 *
1279 ENSG00000173726:ENSMUSG00000058779:ENSRNOG00000019980 TOMM20 gi|7657257|ref|NP_055580.1| gi|7657257|ref|NP_055580.1| translocase of outer mitochondrial membrane 20 homolog [Homo s 4 15 25.5 145 16298 8.6 HsSD-NE_PHA_lymphocytes_PK_105.002937.002937 2 3.712 0.2 1781.57 1780 1 64.28571 5 K.FFLEEIQLGEELLAQ.G 69 1 *
1279 ENSG00000173726:ENSMUSG00000058779:ENSRNOG00000019980 TOMM20 gi|7657257|ref|NP_055580.1| gi|7657257|ref|NP_055580.1| translocase of outer mitochondrial membrane 20 homolog [Homo s 4 15 25.5 145 16298 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.010259.0102 2 2.5319 0.1117 1896.23 1896.3 3 40.625 1 K.QKLAKERAGLSKLPDLK.D 45 2 *
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NP_001278.1| gi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Homo sapiens] 4 15 7.7 805 88679 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.013475.01347 2 3.3159 0.3166 2903.49 2901.2 1 33.333336 1 R.ECTMDLSEFMNPSPYTVPQEASLPR.V 732 2 *
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NP_001278.1| gi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Homo sapiens] 4 15 7.7 805 88679 8.4 HsNaOH-NE_NT_lymphocytes_Ti_109.006645.00664 2 2.6426 0.2434 951.67 952.1 1 100 4 R.HLVVVDNR.N 768 2 *
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NP_001278.1| gi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Homo sapiens] 4 15 7.7 805 88679 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.006920.0069 2 2.1125 0.1236 952.23 952.1 9 78.57143 1 R.HLVVVDNR.N 768 2 *
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NP_001278.1| gi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Homo sapiens] 4 15 7.7 805 88679 8.4 HsNaOH-NE_NT_lymphocytes_PK_108.010755.0107 2 5.0146 0.2564 1901.19 1901.9 1 71.42857 6 L.DYDNSENQLFLEEER.R 98 1 *
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NP_001278.1| gi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Homo sapiens] 4 15 7.7 805 88679 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.008590.00859 2 3.7257 0.3327 1655.51 1653.8 1 69.230774 3 R.FPPIQSIHVSQDER.E 718 2 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_PHA_lymphocytes_PK_107.013055.013055 2 2.5047 0.1562 1469.99 1470.7 1 66.66667 1 L.GVDNIKDVIPFPR.F 458 1 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_PHA_lymphocytes_PK_111.017426.017426 2 3.1742 0.2919 1934.17 1933.3 7 46.875 1 C.GNIPVFVINYPLTLKPF.Y 360 0 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_PHA_lymphocytes_PK_108.020342.020342 2 4.4109 0.354 1767.91 1765.1 1 67.85714 1 K.LKVPEENFFNVPAFL.T 203 1 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_PHA_lymphocytes_PK_109.013478.013478 2 3.3676 0.3137 2096.57 2097.3 1 52.941177 1 L.KQASQNFTFTPEWGADLR.T 331 1 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_NT_lymphocytes_PK_111.018197.018197. 3 3.6004 0.2461 3655.13 3653 3 20.588236 1 N.DGSSLESLQVVADSGLDSRELTFGSSVEVQGQLIK.S 66 1 *
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NP_078954.3| gi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (mitochondrial)(putative) [Homo sa 6 11 21.8 477 54077 7.2 HsSD-NE_NT_lymphocytes_Ti_108.015603.015603.2 2 4.195 0.3635 2263.25 2261.6 1 52.77778 6 R.YLQCILGVDNIKDVIPFPR.F 452 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_PHA_lymphocytes_Ti_108.012201.012201 3 3.9298 0.2452 2787.05 2785.1 1 31.25 1 R.DEQGACAVLAVHLNTLLGERPVQHR.E 72 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.013560.013560 2 3.7319 0.3208 2765.45 2764.2 1 40 1 K.AQVEIVTDGEEPAEMIQVLGPKPALK.E 206 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_PHA_lymphocytes_PK_110.012138.012138 2 2.8332 0.216 1935.25 1933.2 3 47.058823 2 K.LKPVPVAQENQGVFFSGD.S 29 1 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.020265.020265 2 3.6241 0.2596 2959.57 2957.2 1 34.615387 8 K.VADSSPFALELLISDDCFVLDNGLCGK.I 266 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_NT_lymphocytes_Ti_109.021229.021229.2 2 2.9553 0.2536 2960.15 2957.2 3 28.846153 1 K.VADSSPFALELLISDDCFVLDNGLCGK.I 266 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_NT_lymphocytes_Ti_103.013992.013992.2 2 3.7192 0.3409 1919.43 1920.1 1 63.333332 2 R.EVQGNESDLFMSYFPR.G 97 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_NT_lymphocytes_Ti_104.011726.011726.2 2 4.0999 0.3719 1390.43 1390.6 1 79.16667 3 R.QAALQVAEGFISR.M 307 2 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_PHA_lymphocytes_PK_102.020050.020050 2 2.7482 0.3047 1774.29 1773.9 1 53.571426 1 R.ALNWDSFNTGDCFIL.D 154 1 *
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NP_001738.2| gi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Homo sapiens] 8 21 40.2 348 38499 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014018.014018.2 2 4.2943 0.187 2354.71 2354.7 1 54.761906 2 K.AQVEIVTDGEEPAEMIQVLGPK.P 206 2 *
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_PHA_lymphocytes_PK_109.008916.008916 2 3.2379 0.3277 1355.49 1353.4 1 75 2 L.SELHCDKLHVD.P 90 0
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_PHA_lymphocytes_Ti_114.012256.012256 2 2.5101 0.1398 1495.49 1493.8 1 65.38461 4 K.LVSAVAIALAHKYH.- 134 2 *
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_PHA_lymphocytes_PK_107.010110.010110 2 2.9885 0.296 1839.95 1841 1 60.714287 1 L.SELHCDKLHVDPENF.K 90 0
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_PHA_lymphocytes_PK_107.010156.010156 2 2.5113 0.2398 1752.51 1753.9 5 53.846157 1 S.ELHCDKLHVDPENF.R 91 0
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_PHA_lymphocytes_PK_108.014042.014042 2 2.8615 0.2766 1275.59 1275.5 1 83.33333 2 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_PK_114.013629.0136 2 2.7355 0.2428 1275.47 1275.5 1 77.77778 6 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011048.01104 1 2.0951 0.1485 1276.75 1275.5 1 66.66667 3 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010916.0109 2 2.876 0.2471 1274.89 1275.5 1 77.77778 5 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011996.01199 2 3.4672 0.2814 1493.33 1493.8 1 73.07692 2 K.LVSAVAIALAHKYH.- 134 2 *
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1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011300.01130 2 3.0477 0.2992 1274.81 1275.5 1 88.88889 7 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_NT_lymphocytes_PK_109.012320.012320. 2 3.0156 0.2623 1274.61 1275.5 1 88.88889 2 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011909.0119 2 3.1468 0.2449 1493.73 1493.8 1 65.38461 2 K.LVSAVAIALAHKYH.- 134 2 *
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.5498.549 2 2.991 0.133 1275.01 1275.5 1 77.77778 15 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011814.011814.2 2 2.7899 0.1192 1277.45 1275.5 1 83.33333 3 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2854.285 1 1.9439 0.0958 1274.57 1275.5 2 61.11111 2 R.LLVVYPWTQR.F 32 2
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_005321.1| gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 6 58 26.5 147 16203 8.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2862.28 2 2.908 0.1232 1276.11 1275.5 1 72.22222 1 R.LLVVYPWTQR.F 32 2
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_000032.1| gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo sapiens] 5 6 19.2 317 36154 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012785.01278 1 1.9689 0.1835 1538.8 1537.7 2 54.545456 1 K.SWFEPLVEDMQR.Q 281 2 *
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_000032.1| gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo sapiens] 5 6 19.2 317 36154 5.7 HsNaOH-NE_NT_lymphocytes_PK_109.010101.0101 2 3.5188 0.2302 1732.31 1731.9 1 60.714287 2 K.SELEEQLTPVAEETR.A 94 2 *
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_000032.1| gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo sapiens] 5 6 19.2 317 36154 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.006513.0065 2 2.5835 0.1215 1315.73 1314.5 1 80 1 R.AKLEEQAQQIR.L 259 2 *
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_000032.1| gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo sapiens] 5 6 19.2 317 36154 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012698.01269 2 3.2111 0.1999 1537.85 1537.7 1 81.818184 1 K.SWFEPLVEDMQR.Q 281 2 *
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_000032.1| gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo sapiens] 5 6 19.2 317 36154 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.015124.0151 2 3.7268 0.3655 2731.25 2732 7 31.818182 1 R.WVQTLSEQVQEELLSSQVTQELR.A 57 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsSD-NE_PHA_lymphocytes_Ti_106.020084.020084 2 3.1699 0.1939 2964.35 2962.3 2 30.000002 1 R.FAQENELMFLETSALTGENVEEAFLK.C 139 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_NT_lymphocytes_Ti_103.013631.01363 2 3.6861 0.2368 1647.37 1645.9 2 61.538464 2 K.TVKLQIWDTAGQER.F 56 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.013064.0130 2 4.1855 0.2417 1611.63 1611.8 1 76.92308 2 R.ETYNSLAAWLTDAR.T 94 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.019211.0192 2 4.9048 0.4204 2963.57 2962.3 1 44 2 R.FAQENELMFLETSALTGENVEEAFLK.C 139 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_PHA_lymphocytes_Ti_102.013694.0136 2 3.383 0.1696 1646.37 1645.9 1 69.230774 2 K.TVKLQIWDTAGQER.F 56 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_NT_lymphocytes_Ti_105.012681.01268 2 3.5298 0.1338 1611.57 1611.8 1 61.538464 1 R.ETYNSLAAWLTDAR.T 94 2 *
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NP_057238.3| gi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4b [Homo sapiens] 4 11 32.9 213 23587 6 HsNaOH-NE_NT_lymphocytes_Ti_112.011530.01153 2 2.2199 0.1178 1726.95 1728.1 4 46.666668 1 R.TLASPNIVVILCGNKK.D 108 2 *
1286 ENSG00000188313:NA:NA PLSCR1 gi|10863877|ref|NP_066928.1| gi|10863877|ref|NP_066928.1| phospholipid scramblase 1 [Homo sapiens] 1 7 6.3 318 35049 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.015560.0155 2 5.6476 0.5203 2255.55 2256.5 1 63.15789 3 R.EAFTDADNFGIQFPLDLDVK.M 269 2 *
1286 ENSG00000188313:NA:NA PLSCR1 gi|10863877|ref|NP_066928.1| gi|10863877|ref|NP_066928.1| phospholipid scramblase 1 [Homo sapiens] 1 7 6.3 318 35049 4.9 HsSD-NE_NT_lymphocytes_Ti_102.017446.017446.2 2 3.3286 0.3304 2255.51 2256.5 1 44.736843 2 R.EAFTDADNFGIQFPLDLDVK.M 269 2 *
1286 ENSG00000188313:NA:NA PLSCR1 gi|10863877|ref|NP_066928.1| gi|10863877|ref|NP_066928.1| phospholipid scramblase 1 [Homo sapiens] 1 7 6.3 318 35049 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3923.392 2 5.396 0.4136 2255.83 2256.5 1 60.526318 2 R.EAFTDADNFGIQFPLDLDVK.M 269 2 *
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NP_006727.2| gi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_00103463 "DnaJ (Hsp40) homolog, subfamily B, member 2 isoform b [Homo s 3 17 17.9 324 35580 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.021388.0213 3 5.338 0.3333 2838.53 2836 1 32.291664 2 R.EFFGSGDPFAELFDDLGPFSELQNR.G 105 2
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NP_006727.2| gi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_00103463 "DnaJ (Hsp40) homolog, subfamily B, member 2 isoform b [Homo s 3 17 17.9 324 35580 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.021376.0213 2 4.5981 0.4725 2837.17 2836 1 47.916664 4 R.EFFGSGDPFAELFDDLGPFSELQNR.G 105 2
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NP_006727.2| gi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_00103463 "DnaJ (Hsp40) homolog, subfamily B, member 2 isoform b [Homo s 3 17 17.9 324 35580 6 HsNaOH-NE_NT_lymphocytes_Ti_105.020679.02067 2 5.6417 0.4515 2838.99 2836 1 54.166668 2 R.EFFGSGDPFAELFDDLGPFSELQNR.G 105 2
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NP_006727.2| gi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_00103463 "DnaJ (Hsp40) homolog, subfamily B, member 2 isoform b [Homo s 3 17 17.9 324 35580 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.012759.0127 3 4.6122 0.2901 3461.6 3462.7 1 24.21875 1 R.HSGPFFTFSSSFPGHSDFSSSSFSFSPGAGAFR.S 133 2
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NP_006727.2| gi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_00103463 "DnaJ (Hsp40) homolog, subfamily B, member 2 isoform b [Homo s 3 17 17.9 324 35580 6 HsSD-NE_NT_lymphocytes_Ti_105.000650.000650.2 2 4.8372 0.4531 2836.07 2836 1 45.833336 8 R.EFFGSGDPFAELFDDLGPFSELQNR.G 105 2
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006316.00631 2 2.8803 0.25 1615.53 1612.7 7 57.14286 1 K.SNIHCNTIAPNAGSR.M 185 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011355.01135 2 2.9043 0.349 2868.55 2868.3 1 42.307693 1 K.VAVAIPNRPPDAVLTDTTSLNQAALYR.L 480 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011512.0115 3 4.4881 0.4506 2868.38 2868.3 1 30.769232 1 K.VAVAIPNRPPDAVLTDTTSLNQAALYR.L 480 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011266.0112 2 2.7229 0.379 2868.07 2868.3 1 36.53846 1 K.VAVAIPNRPPDAVLTDTTSLNQAALYR.L 480 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.012334.01233 3 4.6658 0.3902 3010.16 3010.3 1 31.730768 1 K.KICDFENASKPQSIQESTGSIIEVLSK.I 275 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.009010.0090 1 1.8427 0.1678 1283.68 1283.5 8 59.090908 1 R.IDVVVNNAGILR.D 93 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.006640.00664 2 2.9022 0.1677 1411.61 1411.5 1 66.66667 2 K.AVANYDSVEEGEK.V 69 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009645.0096 2 3.8924 0.4512 2352.79 2352.6 1 38.636364 1 R.IIMTSSASGIYGNFGQANYSAAK.L 146 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010553.0105 2 4.6685 0.3574 1405.39 1404.6 1 76.92308 3 R.GALVVVNDLGGDFK.G 33 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.008984.0089 2 3.7195 0.1966 1285.63 1283.5 2 81.818184 2 R.IDVVVNNAGILR.D 93 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006874.0068 2 3.3891 0.3412 1410.61 1411.5 1 75 2 K.AVANYDSVEEGEK.V 69 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013670.0136 2 3.5286 0.3318 1497.21 1497.8 1 71.42857 4 K.LGLLGLANSLAIEGR.K 169 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.013922.01392 2 3.5621 0.2848 1497.43 1497.8 1 75 2 K.LGLLGLANSLAIEGR.K 169 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010881.0108 2 3.4913 0.4763 2537.15 2537.8 1 39.583336 2 K.VQETGDIVISNAYVDLAPTSGTSAK.T 590 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007894.00789 2 3.1103 0.2132 1169.51 1170.4 1 87.5 1 R.VVLVTGAGAGLGR.A 11 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsSD-NE_NT_lymphocytes_Ti_103.010124.010124.1 1 2.5076 0.2008 1283.89 1283.5 5 59.090908 1 R.IDVVVNNAGILR.D 93 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsSD-NE_NT_lymphocytes_Ti_104.009130.009130.2 2 4.3892 0.4714 1171.57 1170.4 1 91.66667 2 R.VVLVTGAGAGLGR.A 11 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsSD-NE_NT_lymphocytes_Ti_110.011354.011354.2 2 3.7788 0.3217 1959.11 1956.3 1 66.66667 1 K.VLHGEQYLELYKPLPR.A 404 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.011060.0110 2 4.486 0.355 1955.89 1956.3 1 73.333336 1 K.VLHGEQYLELYKPLPR.A 404 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsSD-NE_NT_lymphocytes_Ti_103.011627.011627.2 2 4.1145 0.392 1404.29 1404.6 1 76.92308 3 R.GALVVVNDLGGDFK.G 33 2 *
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_000405.1| gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydrogenase 4 [Homo sapiens] 13 34 27.2 736 79686 8.8 HsSD-NE_NT_lymphocytes_Ti_103.010939.010939.2 2 3.6284 0.3709 2352.25 2352.6 1 43.18182 1 R.IIMTSSASGIYGNFGQANYSAAK.L 146 2 *
1289 ENSG00000179036:ENSMUSG00000020894:ENSRNOG00000006989 VAMP2 gi|7657675|ref|NP_055047.1| gi|7657675|ref|NP_055047.1| vesicle-associated membrane protein 2 (synaptobrevin 2) [Homo s 1 6 13.8 116 12649 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010695.0106 2 4.6018 0.3953 1876.21 1874.1 1 70 2 R.LQQTQAQVDEVVDIMR.V 32 2 *
1289 ENSG00000179036:ENSMUSG00000020894:ENSRNOG00000006989 VAMP2 gi|7657675|ref|NP_055047.1| gi|7657675|ref|NP_055047.1| vesicle-associated membrane protein 2 (synaptobrevin 2) [Homo s 1 6 13.8 116 12649 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010862.01086 2 4.4376 0.4434 1875.31 1874.1 1 66.66667 3 R.LQQTQAQVDEVVDIMR.V 32 2 *
1289 ENSG00000179036:ENSMUSG00000020894:ENSRNOG00000006989 VAMP2 gi|7657675|ref|NP_055047.1| gi|7657675|ref|NP_055047.1| vesicle-associated membrane protein 2 (synaptobrevin 2) [Homo s 1 6 13.8 116 12649 8.1 HsSD-NE_NT_lymphocytes_Ti_104.011753.011753.2 2 4.4468 0.4237 1876.47 1874.1 1 70 1 R.LQQTQAQVDEVVDIMR.V 32 2 *
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011656.01165 2 3.7363 0.329 1280.45 1278.5 1 77.27273 4 R.AAGGLHLLPWSR.G 43 2 *
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.016894.01689 2 4.9212 0.2889 1788.49 1787.1 1 71.42857 3 R.LSSVQQILQLSDLWR.L 417 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011679.01167 2 2.5903 0.2858 1686.27 1687 3 50 1 R.SPPTPTGLVHLVVVAAK.K 251 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.016769.0167 2 3.1573 0.3214 1786.43 1787.1 1 60.714287 2 R.LSSVQQILQLSDLWR.L 417 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.000039.0000 3 4.2732 0.341 3696.83 3698.3 1 25.80645 1 K.EMLELLDMPAAELLQDHQLLWAQLFSPGVEMK.K 318 2 *
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_Ti_111.002310.00231 3 4.4242 0.4242 3292.7 3290.9 1 27.5 2 R.EPAVAPDFVPFVQLRPLSALAEAGEAVLLLR.E 115 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_Ti_113.010684.01068 2 5.8451 0.6017 2646.75 2646.9 1 50 4 R.CLQLGSPGPGPVAAGPGPASVSGLAAGSGR.D 154 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.001286.0012 3 4.1628 0.4342 3291.74 3290.9 1 30.000002 4 R.EPAVAPDFVPFVQLRPLSALAEAGEAVLLLR.E 115 2
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NP_612355.1| gi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [Homo sapiens] 6 23 21.6 634 69157 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4503.450 2 5.0205 0.3902 1786.82 1787.1 1 71.42857 2 R.LSSVQQILQLSDLWR.L 417 2
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NP_115550.2| gi|21362030|ref|NP_115550.2| translocase of outer mitochondrial membrane 40 homolog-like [Hom 3 13 9.7 308 33917 7.2 HsSD-NE_PHA_lymphocytes_PK_108.010188.010188 2 3.4326 0.1658 1893.43 1894.1 2 56.666668 2 R.REEPLPNPGSFDELHR.L 20 2 *
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NP_115550.2| gi|21362030|ref|NP_115550.2| translocase of outer mitochondrial membrane 40 homolog-like [Hom 3 13 9.7 308 33917 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.008493.0084 2 4.1023 0.3531 1893.81 1894.1 1 66.66667 5 R.REEPLPNPGSFDELHR.L 20 2 *
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NP_115550.2| gi|21362030|ref|NP_115550.2| translocase of outer mitochondrial membrane 40 homolog-like [Hom 3 13 9.7 308 33917 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008424.00842 2 3.8509 0.2798 1412.15 1412.6 1 76.92308 2 R.RPGEEGAILTLAGK.Y 187 2 *
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NP_115550.2| gi|21362030|ref|NP_115550.2| translocase of outer mitochondrial membrane 40 homolog-like [Hom 3 13 9.7 308 33917 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008546.00854 3 3.8133 0.3 1896.8 1894.1 4 43.333332 1 R.REEPLPNPGSFDELHR.L 20 2 *
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NP_115550.2| gi|21362030|ref|NP_115550.2| translocase of outer mitochondrial membrane 40 homolog-like [Hom 3 13 9.7 308 33917 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008542.00854 2 4.5558 0.2921 1895.69 1894.1 1 63.333332 3 R.REEPLPNPGSFDELHR.L 20 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013007.0130 2 3.3991 0.2869 1435.71 1433.6 1 90.909096 2 R.LNVDEAFEQLVR.A 177 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012622.01262 2 2.6094 0.1248 1435.53 1433.6 1 81.818184 2 R.LNVDEAFEQLVR.A 177 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008656.0086 3 3.0952 0.1162 1702.67 1702 2 42.857143 1 R.VKDRDDFPVVLVGNK.A 129 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008368.0083 2 2.5739 0.1531 1700.67 1702 4 57.14286 1 R.VKDRDDFPVVLVGNK.A 129 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007606.00760 2 3.1646 0.3498 1826.25 1825 2 63.333332 1 R.KYQEQELPPSPPSAPR.K 192 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007385.0073 2 4.0746 0.4462 1824.77 1825 1 56.666668 1 R.KYQEQELPPSPPSAPR.K 192 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsSD-NE_NT_lymphocytes_Ti_103.013865.013865.2 2 2.5229 0.1697 1433.71 1433.6 2 68.181816 1 R.LNVDEAFEQLVR.A 177 2 *
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_006261.1| gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene homolog [Homo sapiens] 5 10 27.1 218 23480 6.9 HsSD-NE_NT_lymphocytes_Ti_102.012761.012761.2 2 4.6259 0.4253 1769.35 1767 1 80 1 R.LDILDTAGQEEFGAMR.E 79 2
1293 ENSG00000079950:ENSMUSG00000019998:ENSRNOG00000015670 STX7 gi|4507295|ref|NP_003560.1| gi|4507295|ref|NP_003560.1| syntaxin 7 [Homo sapiens] 4 5 16.1 261 29846 5.6 HsNaOH-NE_NT_lymphocytes_PK_108.011480.0114 2 2.8787 0.1748 1574.89 1575.7 5 54.166668 1 Q.VQDEEITEDDLRL.I 155 0 *
1293 ENSG00000079950:ENSMUSG00000019998:ENSRNOG00000015670 STX7 gi|4507295|ref|NP_003560.1| gi|4507295|ref|NP_003560.1| syntaxin 7 [Homo sapiens] 4 5 16.1 261 29846 5.6 HsNaOH-NE_NT_lymphocytes_PK_105.009330.0093 2 4.5373 0.304 1464.07 1462.5 1 86.36364 2 Q.VQDEEITEDDLR.L 155 1 *
1293 ENSG00000079950:ENSMUSG00000019998:ENSRNOG00000015670 STX7 gi|4507295|ref|NP_003560.1| gi|4507295|ref|NP_003560.1| syntaxin 7 [Homo sapiens] 4 5 16.1 261 29846 5.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011094.01109 2 3.2318 0.1794 1600.05 1599.8 1 69.230774 1 R.LVAEFTTSLTNFQK.V 93 2 *
1293 ENSG00000079950:ENSMUSG00000019998:ENSRNOG00000015670 STX7 gi|4507295|ref|NP_003560.1| gi|4507295|ref|NP_003560.1| syntaxin 7 [Homo sapiens] 4 5 16.1 261 29846 5.6 HsSD-NE_NT_lymphocytes_Ti_102.008795.008795.2 2 3.1308 0.1474 1672.41 1669.8 1 64.28571 1 R.TLNQLGTPQDSPELR.Q 35 2 *
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NP_001035109.1| gi|91807125|ref|NP_001035109.1| "family with sequence similarity 3, member C precursor [Homo sap 3 11 22.9 227 24680 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.019742.0197 2 3.8482 0.2929 2038.35 2036.4 1 53.125 2 K.YFDMWGGDVAPFIEFLK.A 121 2 *
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NP_001035109.1| gi|91807125|ref|NP_001035109.1| "family with sequence similarity 3, member C precursor [Homo sap 3 11 22.9 227 24680 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010246.0102 2 3.7661 0.3126 1971.35 1970.2 1 47.22222 3 K.AIQDGTIVLMGTYDDGATK.L 138 2 *
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NP_001035109.1| gi|91807125|ref|NP_001035109.1| "family with sequence similarity 3, member C precursor [Homo sap 3 11 22.9 227 24680 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.018509.01850 2 4.383 0.3994 2038.53 2036.4 1 68.75 2 K.YFDMWGGDVAPFIEFLK.A 121 2 *
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NP_001035109.1| gi|91807125|ref|NP_001035109.1| "family with sequence similarity 3, member C precursor [Homo sap 3 11 22.9 227 24680 8.3 HsSD-NE_NT_lymphocytes_Ti_104.013242.013242.2 2 4.5437 0.4589 1678.79 1678.9 1 76.666664 2 R.LIADLGSTSITNLGFR.D 164 2 *
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NP_001035109.1| gi|91807125|ref|NP_001035109.1| "family with sequence similarity 3, member C precursor [Homo sap 3 11 22.9 227 24680 8.3 HsSD-NE_NT_lymphocytes_Ti_106.019735.019735.2 2 3.1273 0.1919 2038.33 2036.4 1 53.125 2 K.YFDMWGGDVAPFIEFLK.A 121 2 *
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_Ti_101.011711.011711 2 3.7123 0.3104 1662.09 1660.9 1 76.666664 1 R.IINEPTAAAIAYGLDK.K 174 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_Ti_102.012849.012849 2 2.7746 0.3411 2789.87 2788 1 30.434782 1 K.QTQIFTTYSDNQPGVLIQVYEGER.A 426 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012808.0128 2 2.7995 0.2813 2789.43 2788 7 32.608696 1 K.QTQIFTTYSDNQPGVLIQVYEGER.A 426 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsNaOH-NE_NT_lymphocytes_PK_113.012561.0125 2 3.4774 0.2712 1138.45 1137.3 1 83.33333 5 L.TIDDGIFEVK.A 213 1
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsNaOH-NE_NT_lymphocytes_Ti_108.012976.01297 2 3.371 0.28 2790.25 2788 3 32.608696 2 K.QTQIFTTYSDNQPGVLIQVYEGER.A 426 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_PK_103.014846.014846 2 2.9807 0.3512 1294.51 1295.4 1 80 1 D.SLYEGIDFYTS.I 288 0
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_NT_lymphocytes_PK_105.011151.011151. 2 2.6218 0.2021 1716.61 1718 1 50 1 R.IINEPTAAAIAYGLDKG.G 174 1 *
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_NT_lymphocytes_PK_105.010968.010968. 2 3.0093 0.2232 1662.83 1660.9 2 60.000004 1 R.IINEPTAAAIAYGLDK.K 174 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_NT_lymphocytes_Ti_103.011779.011779.2 2 3.9604 0.2463 1198.51 1198.4 1 95.454544 4 K.DAGVIAGLNVLR.I 162 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_PK_104.015172.015172 1 2.5558 0.236 1296.71 1295.4 4 50 6 D.SLYEGIDFYTS.I 288 0
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_PK_104.013584.013584 2 3.1067 0.2578 1138.47 1137.3 1 83.33333 2 L.TIDDGIFEVK.A 213 1
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_PHA_lymphocytes_PK_105.015076.015076 2 3.2777 0.2015 1366.25 1363.6 1 77.27273 3 S.ILTIDDGIFEVK.A 211 1
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_NT_lymphocytes_Ti_102.009111.009111.2 2 3.3719 0.3547 1489.25 1488.6 1 79.16667 3 R.TTPSYVAFTDTER.L 39 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsSD-NE_NT_lymphocytes_Ti_107.014582.014582.2 2 3.0259 0.2252 2789.95 2788 1 32.608696 4 K.QTQIFTTYSDNQPGVLIQVYEGER.A 426 2
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|NP_005518.3| gi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [Homo sapiens] 9 36 13.9 641 70375 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2614.261 2 4.1975 0.4201 1660.65 1660.9 1 70 1 R.IINEPTAAAIAYGLDK.G 174 2
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_006406.1| gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subunit 1 isoform a [Homo sapiens] 5 12 22 473 52744 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010242.0102 2 4.4679 0.5033 2245.11 2244.5 1 52.499996 3 K.VVGESLSPAFHLQLEESTGSR.E 385 2 *
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_006406.1| gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subunit 1 isoform a [Homo sapiens] 5 12 22 473 52744 6 HsNaOH-NE_NT_lymphocytes_Ti_109.021368.02136 3 4.2355 0.2624 3687.5 3685 2 21.212122 1 R.GVTEHYGINIDDIDLISANMENALASIGGFCCGR.S 288 2 *
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_006406.1| gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subunit 1 isoform a [Homo sapiens] 5 12 22 473 52744 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.018814.0188 2 3.9744 0.2509 2128.91 2128.4 1 55.88235 4 K.ECINFASFNFLGLLDNPR.V 99 2
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_006406.1| gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subunit 1 isoform a [Homo sapiens] 5 12 22 473 52744 6 HsNaOH-NE_NT_lymphocytes_Ti_111.010156.01015 2 4.8849 0.4172 1847.47 1847 1 56.25 2 K.DHPALNYNIVSGPPSHK.T 76 2
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_006406.1| gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subunit 1 isoform a [Homo sapiens] 5 12 22 473 52744 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1840.184 2 4.8981 0.3118 1741.1 1741 1 76.92308 2 R.LLKEQEIEDQKNPR.K 220 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsSD-NE_PHA_lymphocytes_PK_109.018344.018344 2 3.7769 0.3702 2052.31 2052.3 1 55.555557 4 K.LTGAPHTPVPAPDFLFEIE.Y 111 1 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_NT_lymphocytes_Ti_111.014262.01426 2 3.8732 0.3978 2961.05 2959.3 1 32.692307 1 K.LTGAPHTPVPAPDFLFEIEYFDPANAK.F 111 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_NT_lymphocytes_Ti_113.014252.01425 2 3.6163 0.2731 1561.59 1561.8 1 79.16667 1 K.RAWDLVSWILSSK.V 81 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_NT_lymphocytes_Ti_105.009665.00966 2 2.9429 0.3929 1640.41 1640.8 1 60.714287 2 R.GDCKDFEALLADASK.L 50 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.016772.0167 3 3.2386 0.3065 2959.04 2959.3 1 25 1 K.LTGAPHTPVPAPDFLFEIEYFDPANAK.F 111 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_NT_lymphocytes_Ti_109.018945.01894 2 3.3148 0.3032 1405.73 1405.6 1 72.72727 1 R.AWDLVSWILSSK.V 82 2 *
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NP_060321.3| gi|46195794|ref|NP_060321.3| "poly (ADP-ribose) polymerase family, member 16 [Homo sapiens] 6 13 17 323 36470 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.014160.0141 2 3.6279 0.204 1563.49 1561.8 1 75 3 K.RAWDLVSWILSSK.V 81 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.005891.005891 2 2.6146 0.2242 1660.17 1658.9 1 53.333336 1 K.VTVAGLAGKDPVQCSR.D 33 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.020709.020709 2 4.9384 0.5412 1922.89 1922.2 1 52.77778 1 R.GPGTSFEFALAIVEALNGK.E 157 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011582.0115 2 4.6633 0.271 2587.45 2585.9 2 46 1 K.EGPYDVVVLPGGNLGAQNLSESAAVK.E 64 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsSD-NE_NT_lymphocytes_Ti_102.012884.012884.2 2 4.868 0.2673 2586.23 2585.9 2 46 2 K.EGPYDVVVLPGGNLGAQNLSESAAVK.E 64 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsSD-NE_NT_lymphocytes_Ti_112.014596.014596.2 2 2.9392 0.3329 2269.95 2268.6 1 40.909092 1 K.GLIAAICAGPTALLAHEIGFGSK.V 100 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012891.0128 3 5.435 0.5011 2396.36 2396.8 1 43.47826 2 R.KGLIAAICAGPTALLAHEIGFGSK.V 99 2 *
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NP_009193.2| gi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 5 10 45 189 19891 6.8 HsSD-NE_NT_lymphocytes_Ti_115.013302.013302.3 3 7.3964 0.5233 2397.05 2396.8 1 48.913044 2 R.KGLIAAICAGPTALLAHEIGFGSK.V 99 2 *
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_112.019757.019757 2 3.3171 0.1789 1414.49 1412.7 2 75 1 Y.KIKYPENFFLL.R 111 0
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.014947.014947 2 2.6445 0.2302 1199.83 1199.4 2 81.25 1 K.YPENFFLLR.G 114 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.017467.017467 2 4.0026 0.4557 2242.31 2243.5 1 55.555557 2 W.KTFTDCFNCLPIAAIVDEK.I 150 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_109.020310.020310 2 3.3634 0.1581 1659.79 1659 1 76.92308 1 K.SREIFLSQPILLEL.E 42 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.019918.019918 2 3.4529 0.307 1678.99 1678.1 2 53.571426 2 F.LSQPILLELEAPLKI.C 47 0
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_109.016597.016597 2 3.2353 0.1605 1418.71 1416.7 1 86.36364 2 K.SREIFLSQPILL.E 42 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_114.001410.001410 2 3.6834 0.3995 2472.53 2470.9 1 42.5 4 K.SREIFLSQPILLELEAPLKIC.G 42 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_Ti_109.008994.008994 2 2.5198 0.177 1567.67 1567.8 8 59.090908 1 K.FLHKHDLDLICR.A 235 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_Ti_104.016836.016836 2 2.3508 0.1891 1314.83 1312.5 8 50 1 R.GVSFTFGAEVVAK.F 222 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_114.016062.016062 2 2.7737 0.2143 1803.47 1803.2 6 53.846157 2 L.AYKIKYPENFFLLR.G 109 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.010095.010095 2 3.7142 0.1233 1640.25 1640.8 1 76.92308 6 R.AHQVVEDGYEFFAK.R 247 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.019120.019120 2 2.6906 0.2066 1894.37 1895.3 3 46.875 1 F.LSQPILLELEAPLKICG.D 47 0
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.019118.019118 2 4.1212 0.355 1837.15 1838.2 1 60.000004 4 F.LSQPILLELEAPLKIC.G 47 0
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_Ti_112.012641.012641 2 2.2587 0.1249 1738.95 1738 5 46.42857 1 R.GKQSLETICLLLAYK.I 97 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.015015.01501 2 5.3083 0.388 2113.87 2115.3 1 70.588234 2 K.TFTDCFNCLPIAAIVDEK.I 151 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsNaOH-NE_NT_lymphocytes_Ti_109.010152.01015 2 5.1056 0.3582 2250.51 2249.5 1 61.11111 4 K.IFCCHGGLSPDLQSMEQIR.R 169 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.015722.0157 2 4.6869 0.2871 2198.77 2197.6 1 66.66667 1 K.SREIFLSQPILLELEAPLK.I 42 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsNaOH-NE_NT_lymphocytes_Ti_114.010059.01005 3 3.3011 0.2341 1914.29 1915.2 1 39.705883 1 K.YGQFSGLNPGGRPITPPR.N 306 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008728.00872 2 2.6653 0.353 1639.85 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 247 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.001194.001194 2 4.0701 0.2603 2286.43 2284.7 1 55.263157 6 R.EIFLSQPILLELEAPLKICG.D 44 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_110.011125.011125.2 2 3.5055 0.3452 1642.39 1640.8 1 73.07692 1 R.AHQVVEDGYEFFAK.R 247 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_102.016391.016391.2 2 3.5353 0.2676 2114.77 2115.3 1 58.823532 1 K.TFTDCFNCLPIAAIVDEK.I 151 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_110.016922.016922.3 3 4.2057 0.3071 2199.2 2197.6 1 43.055553 2 K.SREIFLSQPILLELEAPLK.I 42 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_106.010640.010640 2 3.7399 0.4367 1640.53 1640.8 1 61.538464 2 R.AHQVVEDGYEFFAK.R 247 2
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1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_111.015125.015125.2 2 3.4465 0.3357 2199.13 2197.6 1 50 1 K.SREIFLSQPILLELEAPLK.I 42 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_106.016566.016566.2 2 3.4228 0.3779 2599.15 2599.9 1 47.61905 5 R.LFEYGGFPPESNYLFLGDYVDR.G 75 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_110.011228.011228.3 3 3.0355 0.174 2407.43 2405.7 1 38.157894 1 K.IFCCHGGLSPDLQSMEQIRR.I 169 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.001481.00148 3 3.9713 0.3047 2228.51 2227.7 4 34.72222 1 R.EIFLSQPILLELEAPLKIC.G 44 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_105.012436.012436 1 2.3356 0.3586 1441.62 1441.5 5 45.454548 1 R.AHQVVEDGYEFF.A 247 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_NT_lymphocytes_Ti_106.017283.017283.2 2 5.2868 0.4164 1953.45 1954.4 1 71.875 2 R.EIFLSQPILLELEAPLK.I 44 2
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_107.001257.001257 2 5.0508 0.4306 2227.21 2227.7 1 63.88889 13 R.EIFLSQPILLELEAPLKIC.G 44 1
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_002699.1| gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709 "protein phosphatase 1, catalytic subunit, alpha isoform 1 [Homo sa 26 76 50.3 330 37512 6.3 HsSD-NE_PHA_lymphocytes_PK_105.019994.019994 2 3.44 0.3621 2598.39 2599.9 1 42.857143 1 R.LFEYGGFPPESNYLFLGDYVDR.G 75 2
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_002484.1| gi|4505365|ref|NP_002484.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6, 17kDa 5 7 52.3 128 15489 9.6 HsSD-NE_PHA_lymphocytes_PK_112.015424.015424 2 2.6689 0.1886 1312.89 1314.6 1 75 1 F.THVLVPVWIIH.Y 73 0
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_002484.1| gi|4505365|ref|NP_002484.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6, 17kDa 5 7 52.3 128 15489 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.012837.0128 2 2.6977 0.3164 2848.95 2849.2 1 35.416664 2 R.IFPGDTILETGEVIPPMKEFPDQHH.- 104 2 *
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_002484.1| gi|4505365|ref|NP_002484.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6, 17kDa 5 7 52.3 128 15489 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008745.0087 2 2.5073 0.0824 2161.57 2161.5 1 44.11765 1 R.WLKDQELSPREPVLPPQK.M 22 2
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_002484.1| gi|4505365|ref|NP_002484.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6, 17kDa 5 7 52.3 128 15489 9.6 HsSD-NE_NT_lymphocytes_Ti_103.014292.014292.2 2 3.8569 0.3699 1959.55 1958.3 3 52.941177 1 R.IFPGDTILETGEVIPPMK.E 104 2 *
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_002484.1| gi|4505365|ref|NP_002484.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6, 17kDa 5 7 52.3 128 15489 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007641.0076 2 3.0868 0.2348 1550.47 1549.8 1 66.66667 2 K.YHVSEKPYGIVEK.K 88 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.015341.01534 2 2.6253 0.0929 2827.47 2825.1 1 31.25 1 K.ACIENGASCIDISGEPQFLELMQLK.Y 112 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.018160.01816 2 3.7974 0.5191 2942.21 2941.4 1 37.5 1 K.GPEAGYVATPIAMVQAAMTLLSDASHLPK.A 366 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.002516.0025 3 3.7875 0.3549 2940.35 2941.4 1 24.107143 1 K.GPEAGYVATPIAMVQAAMTLLSDASHLPK.A 366 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.4258.42 2 2.1119 0.082 2300.91 2299.9 8 34.210526 1 K.LRNVSNLKPVPLIGPKLKRR.W 213 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.018666.0186 3 4.7453 0.4279 2975 2972.4 1 29.62963 1 K.LGRPTLSSEVGIIICDIANPASLDEMAK.Q 63 2 *
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NP_057086.2| gi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (putative) [Homo sapiens] 5 6 23.8 429 47151 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.017404.0174 2 3.0384 0.3158 2944.39 2941.4 7 26.785713 1 K.GPEAGYVATPIAMVQAAMTLLSDASHLPK.A 366 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsSD-NE_PHA_lymphocytes_Ti_106.007252.007252 2 3.9006 0.4153 1715.43 1715.9 1 60.714287 7 R.HNSEKPPEPVKPEVK.T 64 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsSD-NE_PHA_lymphocytes_Ti_111.009910.009910 2 3.4351 0.2297 1929.77 1929.2 2 53.125 1 K.GRHNSEKPPEPVKPEVK.T 62 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsSD-NE_PHA_lymphocytes_Ti_107.007265.007265 3 3.1477 0.2498 1713.62 1715.9 1 42.857143 4 R.HNSEKPPEPVKPEVK.T 64 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsSD-NE_NT_lymphocytes_Ti_110.009826.009826.2 2 4.2853 0.3306 1847.89 1849.2 1 73.333336 5 K.FQEHIIQAPKPVEAIK.R 92 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010398.0103 2 3.3541 0.2179 1849.49 1849.2 2 53.333336 1 K.FQEHIIQAPKPVEAIK.R 92 2 *
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_036256.1| gi|6912304|ref|NP_036256.1| "cysteine and histidine-rich domain (CHORD)-containing, zinc bind 4 20 9.9 332 37437 7.7 HsSD-NE_NT_lymphocytes_Ti_111.010398.010398.2 2 3.6704 0.3659 1715.11 1715.9 1 67.85714 2 R.HNSEKPPEPVKPEVK.T 64 2 *
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_001013.1| gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sapiens] 4 8 17.2 145 16060 10.3 HsSD-NE_PHA_lymphocytes_Ti_106.010085.010085 2 2.5853 0.2559 1967.59 1970.2 1 50 1 K.HKELAPYDENWFYTR.A 42 2 *
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_001013.1| gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sapiens] 4 8 17.2 145 16060 10.3 HsSD-NE_PHA_lymphocytes_Ti_107.010053.010053 3 4.6879 0.3817 1970.21 1970.2 1 48.214287 2 K.HKELAPYDENWFYTR.A 42 2 *
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_001013.1| gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sapiens] 4 8 17.2 145 16060 10.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010373.01037 2 2.359 0.1756 1127.45 1127.4 4 77.77778 1 R.RVLQALEGLK.M 102 2
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_001013.1| gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sapiens] 4 8 17.2 145 16060 10.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011106.01110 2 3.185 0.3664 1705.89 1704.8 1 75 2 K.ELAPYDENWFYTR.A 44 2 *
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_001013.1| gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sapiens] 4 8 17.2 145 16060 10.3 HsSD-NE_NT_lymphocytes_Ti_108.010778.010778.2 2 3.175 0.3766 1969.53 1970.2 1 71.42857 2 K.HKELAPYDENWFYTR.A 42 2 *
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_112.014581.01458 1 2.7769 0.1521 1271.84 1270.6 6 61.11111 1 R.INRFPWPKVL.K 220 1
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_108.009710.009710 2 4.3187 0.3684 1882.55 1883.1 1 76.666664 5 K.IRPGEQEQYESTIGFK.L 242 2
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.009070.009070 3 3.7296 0.3199 2508.5 2509.8 1 28 2 R.SPRPTSAPAITQGQVAEGGVLDASAK.K 346 2
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_108.017063.017063 2 3.7306 0.2812 2267.53 2268.5 1 50 1 F.NVKFYPPDPAQLTEDITRY.Y 76 0
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.012658.012658 2 3.6054 0.3027 1771.79 1770 1 57.14286 1 K.VSLLDDTVYECVVEK.H 5 2
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_113.018587.018587 2 2.7525 0.2543 1505.15 1502.7 1 61.538464 1 K.AKDLEGVDIILGVC.S 194 1
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_108.017092.017092 2 2.7259 0.2525 2157.23 2154.4 1 44.11765 2 N.VKFYPPDPAQLTEDITRY.Y 77 0
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007853.00785 2 3.4878 0.2879 1882.77 1883.1 1 60.000004 1 K.IRPGEQEQYESTIGFK.L 242 2
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_105.014980.014980 2 4.3447 0.3769 2628.55 2628.8 1 43.18182 2 Y.TIQSELGDYDPELHGVDYVSDFK.L 123 1
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_105.013613.013613 2 4.7537 0.5283 2284.75 2286.4 1 55.263157 3 Q.SELGDYDPELHGVDYVSDFK.L 126 1
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NP_976217.1| gi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1| "erythrocyte membrane protein band 4.1 (elliptocytosis 1, RH-linked 10 25 19.7 641 71956 6.6 HsSD-NE_PHA_lymphocytes_PK_107.000029.000029 2 3.8207 0.4084 2364.49 2363.6 1 58.333332 6 K.FYPPDPAQLTEDITRYYLC.L 79 1
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.014126.014126 2 3.1863 0.2608 2088.55 2086.3 1 56.666668 2 K.IHWWENVYGFDMSCIK.D 189 2
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_PK_111.011450.011450 1 2.5072 0.1868 1168.07 1166.4 1 72.22222 2 N.KLDHVVTIIK.G 110 1
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_PK_111.011447.011447 2 3.1136 0.2303 1166.13 1166.4 1 83.33333 2 N.KLDHVVTIIK.G 110 1
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.021801.021801 2 2.4511 0.3777 1343.75 1342.5 1 85 5 R.DLDFTIDLDFK.G 322 2
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_PK_107.017846.017846 2 2.9592 0.1627 2091.63 2092.4 3 47.058823 1 R.DKWLAPDGLIFPDRATLY.V 158 1
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_NT_lymphocytes_Ti_102.014102.014102.2 2 4.2969 0.327 1786.21 1785 2 64.28571 2 K.VEDLTFTSPFCLQVK.R 238 2
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_PHA_lymphocytes_PK_105.012286.012286 2 3.2228 0.2863 1523.53 1522.7 3 61.538464 1 K.TGEEIFGTIGMRPN.A 303 1
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|NP_938075.2| gi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074 HMT1 hnRNP methyltransferase-like 2 isoform 2 [Homo sapiens] 7 17 24.2 347 39929 5.6 HsSD-NE_NT_lymphocytes_Ti_112.013969.013969.2 2 3.8525 0.3909 2087.37 2086.3 1 76.666664 2 K.IHWWENVYGFDMSCIK.D 189 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsSD-NE_PHA_lymphocytes_Ti_112.015294.015294 3 4.2813 0.3494 4532.42 4533.1 1 18.75 2 R.WEAAEGLLQEALDKDSGYPETLVNLIVLSQHLGKPPEVTNR.Y 232 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.010557.0105 2 4.1505 0.2212 2287.25 2284.7 1 57.5 1 R.KFGVVLDEIKPSSAPELQAVR.M 65 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009328.0093 2 2.2958 0.1211 2065.25 2063.2 1 40.625 1 K.NAFYIGSYQQCINEAQR.V 24 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsSD-NE_NT_lymphocytes_Ti_108.011318.011318.2 2 4.4252 0.2996 2284.27 2284.7 1 50 2 R.KFGVVLDEIKPSSAPELQAVR.M 65 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsSD-NE_NT_lymphocytes_Ti_102.013811.013811.2 2 3.6121 0.2604 1573.51 1573.7 1 69.230774 2 R.WEAAEGLLQEALDK.D 232 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsSD-NE_NT_lymphocytes_Ti_114.015191.015191.3 3 5.9955 0.4974 4535.09 4533.1 1 26.875002 4 R.WEAAEGLLQEALDKDSGYPETLVNLIVLSQHLGKPPEVTNR.Y 232 2
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NP_009194.2| gi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer protein complex isoform a [Homo sapie 5 14 34.1 308 34482 5.1 HsSD-NE_NT_lymphocytes_Ti_107.000710.000710.2 2 4.0988 0.2611 2768.09 2766 1 44 2 R.MQDLDEDATLTQLATAWVSLATGGEK.L 172 2
1307 ENSG00000178307:ENSMUSG00000043284:ENSRNOG00000004432 TMEM11 gi|4505901|ref|NP_003867.1| gi|4505901|ref|NP_003867.1| transmembrane protein 11 [Homo sapiens] 1 8 8.3 192 21541 7.3 HsNaOH-NE_NT_lymphocytes_Ti_112.011020.01102 2 4.6813 0.4491 1737.05 1734.1 1 70 2 R.LPLHTLTSSTPVVLVR.K 146 2 *
1307 ENSG00000178307:ENSMUSG00000043284:ENSRNOG00000004432 TMEM11 gi|4505901|ref|NP_003867.1| gi|4505901|ref|NP_003867.1| transmembrane protein 11 [Homo sapiens] 1 8 8.3 192 21541 7.3 HsSD-NE_NT_lymphocytes_Ti_111.012767.012767.2 2 3.8866 0.3208 1733.91 1734.1 1 66.66667 2 R.LPLHTLTSSTPVVLVR.K 146 2 *
1307 ENSG00000178307:ENSMUSG00000043284:ENSRNOG00000004432 TMEM11 gi|4505901|ref|NP_003867.1| gi|4505901|ref|NP_003867.1| transmembrane protein 11 [Homo sapiens] 1 8 8.3 192 21541 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.011200.0112 2 3.6874 0.4073 1733.05 1734.1 1 60.000004 4 R.LPLHTLTSSTPVVLVR.K 146 2 *
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_000933.1| gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precursor [Homo sapiens] 4 8 24.1 216 23743 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009832.0098 2 2.7323 0.1153 1459.41 1458.6 1 70.83333 1 K.DTNGSQFFITTVK.T 146 2 *
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_000933.1| gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precursor [Homo sapiens] 4 8 24.1 216 23743 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.009584.00958 2 3.8734 0.4046 1630.05 1627.9 1 76.92308 2 R.VIKDFMIQGGDFTR.G 96 2 *
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_000933.1| gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precursor [Homo sapiens] 4 8 24.1 216 23743 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.009524.0095 2 3.6436 0.3385 1628.49 1627.9 7 50 2 R.VIKDFMIQGGDFTR.G 96 2 *
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_000933.1| gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precursor [Homo sapiens] 4 8 24.1 216 23743 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009501.00950 2 4.3069 0.3845 1364.97 1365.5 1 83.33333 2 K.TVDNFVALATGEK.G 72 2 *
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_000933.1| gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precursor [Homo sapiens] 4 8 24.1 216 23743 9.4 HsSD-NE_PHA_lymphocytes_PK_106.010862.010862 1 1.9675 0.2159 1375.72 1376.6 7 59.090908 1 L.RIGDEDVGRVIF.G 51 0 *
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_005994.1| gi|5174743|ref|NP_005994.1| "ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 4 13 23.4 274 29652 8.3 HsSD-NE_PHA_lymphocytes_Ti_110.018432.018432 2 3.4591 0.2224 2111.45 2111.4 2 42.5 5 K.NAVTQFVSSMSASADVLALAK.I 131 2
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_005994.1| gi|5174743|ref|NP_005994.1| "ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 4 13 23.4 274 29652 8.3 HsSD-NE_NT_lymphocytes_Ti_106.003876.003876.2 2 2.8346 0.3057 2112.27 2111.4 2 40 1 K.NAVTQFVSSMSASADVLALAK.I 131 2
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_005994.1| gi|5174743|ref|NP_005994.1| "ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 4 13 23.4 274 29652 8.3 HsSD-NE_NT_lymphocytes_Ti_107.012247.012247.2 2 5.0852 0.4408 2644.73 2642.1 1 38 5 R.GVAGALRPLVQATVPATPEQPVLDLK.R 21 2 *
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_005994.1| gi|5174743|ref|NP_005994.1| "ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 4 13 23.4 274 29652 8.3 HsSD-NE_PHA_lymphocytes_PK_106.012542.012542 2 2.8047 0.2867 1752.77 1749.9 1 59.375 1 C.THLGCVPIANAGDFGGY.Y 218 0
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_005994.1| gi|5174743|ref|NP_005994.1| "ubiquinol-cytochrome c reductase, Rieske iron-sulfur polypeptide 1 4 13 23.4 274 29652 8.3 HsSD-NE_NT_lymphocytes_Ti_108.013040.013040.3 3 3.4133 0.1209 2644.4 2642.1 1 34 1 R.GVAGALRPLVQATVPATPEQPVLDLK.R 21 2 *
1310 ENSG00000178732:ENSMUSG00000047953:ENSRNOG00000038540 GP5 gi|4758460|ref|NP_004479.1| gi|4758460|ref|NP_004479.1| glycoprotein V (platelet) [Homo sapiens] 3 4 11.1 560 60959 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.013539.0135 2 2.8122 0.2315 1815.27 1813.2 2 46.42857 1 K.MVLLEQLFLDHNALR.G 121 2 *
1310 ENSG00000178732:ENSMUSG00000047953:ENSRNOG00000038540 GP5 gi|4758460|ref|NP_004479.1| gi|4758460|ref|NP_004479.1| glycoprotein V (platelet) [Homo sapiens] 3 4 11.1 560 60959 9.6 HsSD-NE_NT_lymphocytes_PK_109.002862.002862. 2 2.5892 0.3422 2618.11 2618 2 25 1 S.PRLSALPQGAFQGLGELQVLALHSN.G 325 0 *
1310 ENSG00000178732:ENSMUSG00000047953:ENSRNOG00000038540 GP5 gi|4758460|ref|NP_004479.1| gi|4758460|ref|NP_004479.1| glycoprotein V (platelet) [Homo sapiens] 3 4 11.1 560 60959 9.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4988.498 2 3.5874 0.2867 2387.73 2384.7 1 40.476192 2 R.LVSLDSGLLNSLGALTELQFHR.N 206 2 *
1311 ENSG00000213654:ENSMUSG00000034786:ENSRNOG00000000441 GPSM3 gi|11545817|ref|NP_071390.1| gi|11545817|ref|NP_071390.1| "G-protein signaling modulator 3 (AGS3-like, C. elegans) [Homo sa 2 8 25.6 160 17866 5 HsSD-NE_PHA_lymphocytes_PK_109.002061.00206 2 2.7868 0.1541 1960.47 1959.3 1 44.11765 1 R.SEPPLPPGGQELLELLLR.V 124 2 *
1311 ENSG00000213654:ENSMUSG00000034786:ENSRNOG00000000441 GPSM3 gi|11545817|ref|NP_071390.1| gi|11545817|ref|NP_071390.1| "G-protein signaling modulator 3 (AGS3-like, C. elegans) [Homo sa 2 8 25.6 160 17866 5 HsNaOH-NE_NT_lymphocytes_Ti_107.019139.01913 2 3.2995 0.2685 1960.81 1959.3 1 55.88235 2 R.SEPPLPPGGQELLELLLR.V 124 2 *
1311 ENSG00000213654:ENSMUSG00000034786:ENSRNOG00000000441 GPSM3 gi|11545817|ref|NP_071390.1| gi|11545817|ref|NP_071390.1| "G-protein signaling modulator 3 (AGS3-like, C. elegans) [Homo sa 2 8 25.6 160 17866 5 HsSD-NE_NT_lymphocytes_Ti_107.011303.011303.3 3 3.1107 0.2525 2543.09 2542.9 1 29.545454 1 R.ATFYTPQNPSSLAPAPLRPLEDR.E 82 2 *
1311 ENSG00000213654:ENSMUSG00000034786:ENSRNOG00000000441 GPSM3 gi|11545817|ref|NP_071390.1| gi|11545817|ref|NP_071390.1| "G-protein signaling modulator 3 (AGS3-like, C. elegans) [Homo sa 2 8 25.6 160 17866 5 HsSD-NE_NT_lymphocytes_Ti_106.018969.018969.2 2 3.5641 0.2003 1958.33 1959.3 1 61.764706 4 R.SEPPLPPGGQELLELLLR.V 124 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.011279.011279 3 3.1119 0.0809 2853.02 2851.2 6 23.275862 1 R.HELLLGAGSGPGAGQQQATPGALLQAGPPR.C 22 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.009838.009838 2 4.8505 0.3748 2803.35 2803.1 1 42.307693 1 K.LPGHAGSINEVAFHPDEPIIISASSDK.R 323 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.009840.009840 3 4.7663 0.3273 2804.48 2803.1 1 37.5 1 K.LPGHAGSINEVAFHPDEPIIISASSDK.R 323 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.006968.0069 2 3.8162 0.1996 1692.87 1690.8 1 66.66667 1 R.RGPQLVCTGSDDGTVK.L 162 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_NT_lymphocytes_Ti_110.011861.011861.2 2 6.108 0.5025 2851.53 2851.2 1 53.448277 2 R.HELLLGAGSGPGAGQQQATPGALLQAGPPR.C 22 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_NT_lymphocytes_Ti_112.011555.011555.2 2 3.2927 0.2961 1333.53 1333.7 1 72.72727 1 R.KGPELPLVPVKR.Q 8 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.010492.0104 2 4.5851 0.4896 2803.09 2803.1 1 40.384613 2 K.LPGHAGSINEVAFHPDEPIIISASSDK.R 323 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_NT_lymphocytes_Ti_109.011613.011613.3 3 3.4662 0.1763 2802.83 2803.1 2 25.961538 1 K.LPGHAGSINEVAFHPDEPIIISASSDK.R 323 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_NT_lymphocytes_Ti_112.012352.012352.3 3 4.6555 0.2328 2959.25 2959.3 1 33.333336 2 K.LPGHAGSINEVAFHPDEPIIISASSDKR.L 323 2 *
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|NP_004805.2| gi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP specific) [Homo sapiens] 7 16 24.1 357 39311 8.1 HsSD-NE_NT_lymphocytes_Ti_109.011647.011647.2 2 5.2542 0.4855 2803.83 2803.1 1 42.307693 4 K.LPGHAGSINEVAFHPDEPIIISASSDK.R 323 2 *
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NP_001951.2| gi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation factor 1 delta isoform 2 [Homo sap 5 9 36.7 281 31122 5 HsSD-NE_PHA_lymphocytes_Ti_109.020872.020872 3 5.985 0.429 4506.29 4505 1 24.342104 2 K.LQIQCVVEDDKVGTDLLEEEITKFEEHVQSVDIAAFNKI.- 243 2
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NP_001951.2| gi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation factor 1 delta isoform 2 [Homo sap 5 9 36.7 281 31122 5 HsSD-NE_PHA_lymphocytes_Ti_102.009066.009066 3 4.2671 0.3986 3993.65 3994.1 1 26.470589 2 K.KPATPAEDDEDDDIDLFGSDNEEEDKEAAQLREER.L 144 2
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NP_001951.2| gi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation factor 1 delta isoform 2 [Homo sap 5 9 36.7 281 31122 5 HsSD-NE_NT_lymphocytes_Ti_104.010556.010556.3 3 6.1455 0.4722 3580.55 3579.6 1 35.48387 2 K.KPATPAEDDEDDDIDLFGSDNEEEDKEAAQLR.E 144 2
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NP_001951.2| gi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation factor 1 delta isoform 2 [Homo sap 5 9 36.7 281 31122 5 HsSD-NE_NT_lymphocytes_Ti_103.012296.012296.2 2 3.8581 0.3076 1374.67 1374.6 1 83.33333 2 R.SIQLDGLVWGASK.L 220 2
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NP_001951.2| gi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation factor 1 delta isoform 2 [Homo sap 5 9 36.7 281 31122 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4670.467 2 3.6807 0.2391 1770.02 1770 1 50 1 R.GVVQELQQAISKLEAR.L 96 2
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsSD-NE_PHA_lymphocytes_PK_109.012812.012812 2 4.1065 0.4142 1712.93 1711.9 1 75 3 T.SYQSPHGIPIDLLDR.L 339 1 *
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsSD-NE_PHA_lymphocytes_PK_110.017454.017454 3 3.9328 0.2364 1826.09 1825.1 7 41.666664 1 T.SYQSPHGIPIDLLDRL.L 339 0 *
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsSD-NE_PHA_lymphocytes_PK_108.010292.010292 2 3.8287 0.3584 1611.67 1611.8 1 73.07692 2 T.VSLHEIDVINSRTQ.G 242 0 *
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010241.01024 2 3.3281 0.2209 1870.45 1870.1 2 53.125 2 R.GTSYQSPHGIPIDLLDR.L 337 2 *
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008504.00850 2 2.4599 0.1428 891.55 891.02 1 78.57143 1 R.IGAHSHIR.G 22 2 *
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_006657.1| gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 6 13 11.7 463 51157 5.6 HsSD-NE_NT_lymphocytes_Ti_104.014354.014354.2 2 4.3794 0.3459 1683.75 1684.9 1 73.333336 4 R.TQGFLALFSGDTGEIK.S 254 2 *
1315 ENSG00000126821:ENSMUSG00000021054:ENSRNOG00000005175 SGPP1 gi|13540569|ref|NP_110418.1| gi|13540569|ref|NP_110418.1| sphingosine-1-phosphate phosphatase 1 [Homo sapiens] 2 17 3.9 441 49108 8.8 HsNaOH-NE_NT_lymphocytes_Ti_115.008816.00881 3 3.6538 0.1565 1631.96 1631.7 1 48.4375 3 R.GRQPGAPGGPQPPGSDR.N 57 2 *
1315 ENSG00000126821:ENSMUSG00000021054:ENSRNOG00000005175 SGPP1 gi|13540569|ref|NP_110418.1| gi|13540569|ref|NP_110418.1| sphingosine-1-phosphate phosphatase 1 [Homo sapiens] 2 17 3.9 441 49108 8.8 HsNaOH-NE_NT_lymphocytes_Ti_114.008812.00881 2 4.2404 0.4003 1630.87 1631.7 1 65.625 4 R.GRQPGAPGGPQPPGSDR.N 57 2 *
1315 ENSG00000126821:ENSMUSG00000021054:ENSRNOG00000005175 SGPP1 gi|13540569|ref|NP_110418.1| gi|13540569|ref|NP_110418.1| sphingosine-1-phosphate phosphatase 1 [Homo sapiens] 2 17 3.9 441 49108 8.8 HsSD-NE_NT_lymphocytes_Ti_112.010171.010171.2 2 4.2892 0.4087 1631.53 1631.7 1 62.5 2 R.GRQPGAPGGPQPPGSDR.N 57 2 *
1315 ENSG00000126821:ENSMUSG00000021054:ENSRNOG00000005175 SGPP1 gi|13540569|ref|NP_110418.1| gi|13540569|ref|NP_110418.1| sphingosine-1-phosphate phosphatase 1 [Homo sapiens] 2 17 3.9 441 49108 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.009141.0091 2 3.8711 0.3239 1631.37 1631.7 1 68.75 8 R.GRQPGAPGGPQPPGSDR.N 57 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008476.0084 2 3.7497 0.3752 1950.49 1948.1 1 58.823532 3 R.AQLHVQGLLHEAGSTDDR.I 492 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.014667.0146 2 3.8072 0.3465 2004.83 2006.2 1 62.5 1 R.HSDLPPLNPTSWWADLR.A 249 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.016365.01636 2 4.614 0.4032 3047.43 3045.5 1 37.5 3 R.STAEAFQIVLSHLLGDAGSPYLIGLISDR.L 416 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014970.01497 2 4.7669 0.3726 2008.17 2006.2 1 78.125 3 R.HSDLPPLNPTSWWADLR.A 249 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.000946.0009 3 3.6615 0.3576 2622.47 2622 1 30.208334 1 R.ADPLVCATGLLGSAPFLFLSLACAR.G 354 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsSD-NE_NT_lymphocytes_Ti_114.016588.016588.2 2 3.9095 0.3253 3046.33 3045.5 1 37.5 2 R.STAEAFQIVLSHLLGDAGSPYLIGLISDR.L 416 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.000945.0009 2 3.9844 0.3842 2623.99 2622 1 41.666664 2 R.ADPLVCATGLLGSAPFLFLSLACAR.G 354 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsSD-NE_NT_lymphocytes_Ti_108.015129.015129.2 2 3.3373 0.345 2004.79 2006.2 1 56.25 2 R.HSDLPPLNPTSWWADLR.A 249 2 *
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NP_114427.1| gi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapiens] 6 20 16.9 528 56630 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.020973.0209 3 5.0252 0.3596 3047.87 3045.5 1 32.142857 3 R.STAEAFQIVLSHLLGDAGSPYLIGLISDR.L 416 2 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_111.020988.020988 2 2.7079 0.2177 1512.05 1509.8 6 62.5 1 M.HVVATMPDLYHLL.V 125 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_107.009497.009497 2 3.48 0.2623 1868.75 1869 7 46.666668 2 K.VGTTEKEHEEHVCSIL.A 396 1 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_107.020189.020189 2 2.9753 0.2049 2511.25 2512.7 1 50 1 L.LQDNDENRELLGELDGIDVLLQ.Q 270 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_106.011286.011286 2 4.5361 0.2954 2272.07 2269.4 1 65.789474 1 Q.NLERLDESVKEEADGVHNTL.A 200 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_105.020194.020194 2 3.4808 0.2322 2641.13 2640.9 1 43.18182 3 L.LQDNDENRELLGELDGIDVLLQQ.L 270 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_106.016328.016328 2 2.7141 0.2993 1174.63 1174.4 1 77.77778 1 V.ATMPDLYHLL.V 128 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_106.000020.000020 2 4.6312 0.4664 2667.59 2668.9 1 47.826088 2 A.VVDLLQELTDIDTLHESEEGAEVL.I 161 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_NT_lymphocytes_Ti_109.012934.012934.2 2 4.1843 0.2621 2409.85 2409.7 1 55 2 K.VGTTEKEHEEHVCSILASLLR.N 396 2 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.012123.0121 2 3.5143 0.3901 2409.37 2409.7 1 55 1 K.VGTTEKEHEEHVCSILASLLR.N 396 2 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_106.000239.000239 2 3.671 0.2886 2162.65 2163.5 1 52.941177 1 K.FMESELDLNDIIQEMHVV.A 110 1 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_106.020932.020932 2 3.9728 0.2507 2272.63 2271.4 1 65.789474 1 Q.DNDENRELLGELDGIDVLLQ.Q 272 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_PHA_lymphocytes_PK_105.017974.017974 2 4.4923 0.3812 2269.73 2271.4 1 52.63158 2 L.LQDNDENRELLGELDGIDVL.L 270 0 *
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NP_110517.2| gi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens] 12 19 21.5 563 65173 5 HsSD-NE_NT_lymphocytes_Ti_107.002189.002189.2 2 3.3059 0.1151 2233.51 2230.6 1 42.105263 1 R.ELLGELDGIDVLLQQLSVFK.R 278 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_PHA_lymphocytes_Ti_106.006681.0066 2 2.8167 0.2462 1615.65 1614.8 6 57.692307 1 R.VRPDYTAQNLDHGK.A 100 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_NT_lymphocytes_Ti_109.006596.00659 3 3.2028 0.1574 1612.28 1614.8 1 50 2 R.VRPDYTAQNLDHGK.A 100 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_NT_lymphocytes_Ti_109.010749.01074 2 2.305 0.0982 873.21 873.09 5 78.57143 2 R.LPLFGLGR.L 71 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_NT_lymphocytes_Ti_106.014543.01454 2 2.0161 0.2753 2988.35 2986.3 1 38.46154 1 K.HEEEAFTAFTPAPEDSLASVPYPPLLR.A 145 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_PHA_lymphocytes_Ti_105.014067.0140 2 3.8033 0.3805 2986.81 2986.3 1 36.53846 1 K.HEEEAFTAFTPAPEDSLASVPYPPLLR.A 145 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsNaOH-NE_NT_lymphocytes_Ti_109.011469.01146 2 2.7635 0.1057 1862.71 1864 1 62.5 2 K.SWLWQHDEPCYWR.L 84 2 *
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NP_076425.1| gi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S34 [Homo sapiens] 5 10 28.4 218 25650 10 HsSD-NE_NT_lymphocytes_Ti_105.016474.016474.2 2 2.3765 0.2216 2987.05 2986.3 3 28.846153 1 K.HEEEAFTAFTPAPEDSLASVPYPPLLR.A 145 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_NT_lymphocytes_Ti_115.012905.01290 2 2.8984 0.2675 1432.63 1431.8 1 75 2 K.HLAGVPLIGWVLR.A 65 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.006628.00662 2 3.5949 0.3823 1690.35 1689.8 2 50 1 K.RVGLSGAPADACSTAQK.A 383 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011028.0110 3 4.7922 0.2737 1586.33 1585.9 1 53.571426 3 R.GVEKPPHLAALILAR.G 38 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013216.0132 2 3.3929 0.297 1430.81 1431.8 1 75 3 K.HLAGVPLIGWVLR.A 65 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsSD-NE_NT_lymphocytes_Ti_102.009624.009624.2 2 3.6129 0.3185 1856.59 1856 1 63.333332 2 K.EVAYLGNEVSDEECLK.R 367 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.011126.0111 2 2.983 0.2932 1588.17 1585.9 1 60.714287 1 R.GVEKPPHLAALILAR.G 38 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsSD-NE_NT_lymphocytes_Ti_113.011308.011308.2 2 3.7452 0.3735 1585.73 1585.9 1 71.42857 2 R.GVEKPPHLAALILAR.G 38 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsSD-NE_NT_lymphocytes_Ti_104.012567.012567.2 2 3.0267 0.2827 2691.07 2690.9 2 35.416664 1 R.AALDSGAFQSVWVSTDHDEIENVAK.Q 78 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsSD-NE_NT_lymphocytes_Ti_104.009255.009255.2 2 3.1135 0.0935 2014.09 2012.1 1 56.25 1 K.EVAYLGNEVSDEECLKR.V 367 2 *
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_061156.1| gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-acetylneuraminic acid synthetase [Ho 8 17 19.8 434 48379 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013224.0132 1 2.8554 0.3224 1433.14 1431.8 1 66.66667 1 K.HLAGVPLIGWVLR.A 65 2 *
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1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_004716.1| gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794 BUB3 budding uninhibited by benzimidazoles 3 isoform a [Homo sa 3 15 21 328 37155 6.8 HsSD-NE_PHA_lymphocytes_Ti_104.011842.011842 3 4.582 0.3433 3189.89 3189.4 1 31.48148 6 K.YQHTGAVLDCAFYDPTHAWSGGLDHQLK.M 53 2
1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_004716.1| gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794 BUB3 budding uninhibited by benzimidazoles 3 isoform a [Homo sa 3 15 21 328 37155 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011265.0112 3 3.6695 0.2069 3189.32 3189.4 3 25.925926 1 K.YQHTGAVLDCAFYDPTHAWSGGLDHQLK.M 53 2
1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_004716.1| gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794 BUB3 budding uninhibited by benzimidazoles 3 isoform a [Homo sa 3 15 21 328 37155 6.8 HsSD-NE_NT_lymphocytes_Ti_115.013913.013913.3 3 5.0425 0.4311 4664.51 4664.2 1 21.875 1 R.LKENNIEQIYPVNAISFHNIHNTFATGGSDGFVNIWDPFNK.K 226 2
1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_004716.1| gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794 BUB3 budding uninhibited by benzimidazoles 3 isoform a [Homo sa 3 15 21 328 37155 6.8 HsSD-NE_NT_lymphocytes_Ti_108.012019.012019.3 3 4.9215 0.3786 3189.71 3189.4 1 31.48148 6 K.YQHTGAVLDCAFYDPTHAWSGGLDHQLK.M 53 2
1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_004716.1| gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794 BUB3 budding uninhibited by benzimidazoles 3 isoform a [Homo sa 3 15 21 328 37155 6.8 HsSD-NE_NT_lymphocytes_Ti_108.012029.012029.2 2 4.1749 0.4168 3189.93 3189.4 1 38.88889 1 K.YQHTGAVLDCAFYDPTHAWSGGLDHQLK.M 53 2
1321 ENSG00000184752:ENSMUSG00000020022:ENSRNOG00000007407 NDUFA12 gi|10092657|ref|NP_061326.1| gi|10092657|ref|NP_061326.1| 13kDa differentiation-associated protein [Homo sapiens] 2 5 21.4 145 17114 9.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009435.00943 3 4.1964 0.2618 1395.32 1393.6 1 60.416668 1 K.RGLQQITGHGGLR.G 9 2 *
1321 ENSG00000184752:ENSMUSG00000020022:ENSRNOG00000007407 NDUFA12 gi|10092657|ref|NP_061326.1| gi|10092657|ref|NP_061326.1| 13kDa differentiation-associated protein [Homo sapiens] 2 5 21.4 145 17114 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008351.0083 2 3.561 0.3564 2066.67 2068.4 1 61.764706 2 R.WLHSMTDDPPTTKPLTAR.K 89 2 *
1321 ENSG00000184752:ENSMUSG00000020022:ENSRNOG00000007407 NDUFA12 gi|10092657|ref|NP_061326.1| gi|10092657|ref|NP_061326.1| 13kDa differentiation-associated protein [Homo sapiens] 2 5 21.4 145 17114 9.6 HsSD-NE_NT_lymphocytes_Ti_110.009682.009682.2 2 3.4138 0.3716 2067.53 2068.4 1 52.941177 1 R.WLHSMTDDPPTTKPLTAR.K 89 2 *
1321 ENSG00000184752:ENSMUSG00000020022:ENSRNOG00000007407 NDUFA12 gi|10092657|ref|NP_061326.1| gi|10092657|ref|NP_061326.1| 13kDa differentiation-associated protein [Homo sapiens] 2 5 21.4 145 17114 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.009749.0097 3 4.0167 0.2567 1393.76 1393.6 1 58.333332 1 K.RGLQQITGHGGLR.G 9 2 *
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|XP_001717451.1| gi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_03655 PREDICTED: similar to 23 kD highly basic protein isoform 1 [Homo 5 8 22.7 203 23619 10.9 HsSD-NE_PHA_lymphocytes_PK_114.012594.012594 2 3.2212 0.1824 1240.33 1238.6 4 70 1 Q.VLLGRKVVVVR.C 27 1
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|XP_001717451.1| gi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_03655 PREDICTED: similar to 23 kD highly basic protein isoform 1 [Homo 5 8 22.7 203 23619 10.9 HsNaOH-NE_NT_lymphocytes_Ti_109.006894.00689 1 2.1424 0.1598 940.23 940.09 5 71.42857 1 R.LAHEVGWK.Y 141 2
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|XP_001717451.1| gi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_03655 PREDICTED: similar to 23 kD highly basic protein isoform 1 [Homo 5 8 22.7 203 23619 10.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007306.00730 2 2.4293 0.1372 1253.37 1253.4 1 75 1 K.YQAVTATLEEK.R 149 2
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|XP_001717451.1| gi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_03655 PREDICTED: similar to 23 kD highly basic protein isoform 1 [Homo 5 8 22.7 203 23619 10.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007383.00738 2 3.1201 0.2238 1236.83 1237.5 2 77.77778 1 K.KIDKYTEVLK.T 188 2
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|XP_001717451.1| gi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_03655 PREDICTED: similar to 23 kD highly basic protein isoform 1 [Homo 5 8 22.7 203 23619 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007146.0071 1 2.3976 0.1888 940.5 940.09 2 71.42857 3 R.LAHEVGWK.Y 141 2
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_002558.1| gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sapiens] 4 9 41.7 187 21057 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011805.01180 3 4.7339 0.4 3473.15 3473.8 1 25 1 K.WSGPLSLQEVDEQPQHPLHVTYAGAAVDELGK.V 8 2 *
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_002558.1| gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sapiens] 4 9 41.7 187 21057 7.5 HsSD-NE_NT_lymphocytes_Ti_102.010637.010637.2 2 3.617 0.4419 1950.43 1951.1 1 47.368423 1 K.GNDISSGTVLSDYVGSGPPK.G 94 2 *
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_002558.1| gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sapiens] 4 9 41.7 187 21057 7.5 HsSD-NE_NT_lymphocytes_Ti_103.011417.011417.2 2 5.3524 0.5378 2070.55 2071.2 1 70.588234 5 R.APVAGTCYQAEWDDYVPK.L 162 2 *
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_002558.1| gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sapiens] 4 9 41.7 187 21057 7.5 HsSD-NE_NT_lymphocytes_Ti_107.011916.011916.3 3 4.51 0.2864 3472.67 3473.8 1 28.225807 1 K.WSGPLSLQEVDEQPQHPLHVTYAGAAVDELGK.V 8 2 *
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_002558.1| gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sapiens] 4 9 41.7 187 21057 7.5 HsSD-NE_PHA_lymphocytes_PK_106.020236.020236 2 3.1025 0.1524 2542.55 2540.9 2 39.130436 1 H.HFLVVNMKGNDISSGTVLSDYVGS.G 86 0 *
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_PHA_lymphocytes_PK_107.004191.00419 2 3.3671 0.2161 2075.27 2072.4 2 50 1 K.QVPVESDLQEIIKEISIM.Q 60 1
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_PHA_lymphocytes_PK_111.019045.019045 2 2.8334 0.2055 2538.03 2536.9 7 35.714287 1 K.RNTVIGTPFWMAPEVIQEIGYN.C 181 1
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010752.01075 2 3.8748 0.3239 1481.97 1482.7 1 75 4 R.ATATQLLQHPFVR.S 270 2 *
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_NT_lymphocytes_Ti_102.017306.017306.2 2 4.835 0.2174 1777.67 1777 1 76.666664 5 K.TLTEDEIATILQSTLK.G 120 2 *
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_PHA_lymphocytes_PK_103.016426.016426 2 3.2383 0.2526 1552.29 1550.8 1 66.66667 2 F.WMAPEVIQEIGYN.C 190 0
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_NT_lymphocytes_Ti_102.017326.017326.3 3 4.3521 0.1836 1777.28 1777 1 56.666668 4 K.TLTEDEIATILQSTLK.G 120 2 *
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_006273.1| gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo sapiens] 6 18 14.2 487 55630 5.1 HsSD-NE_NT_lymphocytes_Ti_109.010564.010564.2 2 3.1876 0.2287 1485.29 1482.7 1 66.66667 1 R.ATATQLLQHPFVR.S 270 2 *
1325 ENSG00000137409:ENSMUSG00000024012:ENSRNOG00000000527 MTCH1 gi|7657345|ref|NP_055156.1| gi|7657345|ref|NP_055156.1| mitochondrial carrier homolog 1 [Homo sapiens] 3 4 16.4 372 39920 9.5 HsNaOH-NE_NT_lymphocytes_PK_115.011609.0116 2 2.8709 0.2011 1352.33 1350.5 5 62.5 2 Q.VGHEPMPPTLGTN.V 108 0 *
1325 ENSG00000137409:ENSMUSG00000024012:ENSRNOG00000000527 MTCH1 gi|7657345|ref|NP_055156.1| gi|7657345|ref|NP_055156.1| mitochondrial carrier homolog 1 [Homo sapiens] 3 4 16.4 372 39920 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.011494.01149 2 4.0526 0.3141 2244.51 2243.7 1 45 1 K.LLIQVGHEPMPPTLGTNVLGR.K 104 2 *
1325 ENSG00000137409:ENSMUSG00000024012:ENSRNOG00000000527 MTCH1 gi|7657345|ref|NP_055156.1| gi|7657345|ref|NP_055156.1| mitochondrial carrier homolog 1 [Homo sapiens] 3 4 16.4 372 39920 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.015758.0157 3 3.8819 0.2227 3904.76 3902.4 1 22.435898 1 R.RMDGGSGGLGSGDNAPTTEALFVALGAGVTALSHPLLYVK.L 64 2 *
1326 ENSG00000212876:ENSMUSG00000064345:ENSRNOG00000031033 MT-ND2 gi|17981854|ref|NP_536844.1| gi|17981854|ref|NP_536844.1| NADH dehydrogenase subunit 2 [Homo sapiens] 2 12 7.8 347 38961 9.8 HsNaOH-NE_NT_lymphocytes_Ti_114.016604.01660 3 5.9297 0.1464 2848.25 2847.5 1 38.46154 2 K.LTWLTPLIPSTLLSLGGLPPLTGFLPK.W 237 2 *
1326 ENSG00000212876:ENSMUSG00000064345:ENSRNOG00000031033 MT-ND2 gi|17981854|ref|NP_536844.1| gi|17981854|ref|NP_536844.1| NADH dehydrogenase subunit 2 [Homo sapiens] 2 12 7.8 347 38961 9.8 HsNaOH-NE_NT_lymphocytes_Ti_114.016521.01652 2 3.3894 0.3214 2846.83 2847.5 3 34.615387 3 K.LTWLTPLIPSTLLSLGGLPPLTGFLPK.W 237 2 *
1326 ENSG00000212876:ENSMUSG00000064345:ENSRNOG00000031033 MT-ND2 gi|17981854|ref|NP_536844.1| gi|17981854|ref|NP_536844.1| NADH dehydrogenase subunit 2 [Homo sapiens] 2 12 7.8 347 38961 9.8 HsSD-NE_NT_lymphocytes_Ti_112.017635.017635.2 2 2.7019 0.3032 2846.63 2847.5 8 26.923079 1 K.LTWLTPLIPSTLLSLGGLPPLTGFLPK.W 237 2 *
1326 ENSG00000212876:ENSMUSG00000064345:ENSRNOG00000031033 MT-ND2 gi|17981854|ref|NP_536844.1| gi|17981854|ref|NP_536844.1| NADH dehydrogenase subunit 2 [Homo sapiens] 2 12 7.8 347 38961 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.016802.0168 2 5.4992 0.3697 2848.91 2847.5 1 44.230766 6 K.LTWLTPLIPSTLLSLGGLPPLTGFLPK.W 237 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010863.0108 2 3.1015 0.3941 2160.99 2160.4 1 41.17647 1 R.NKESPVFAPVYFPEELHR.K 68 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.016365.01636 2 3.1137 0.2667 2455.39 2455.8 1 34.782608 1 K.ALDLPSSGEGLAFFTFPNIASATK.F 154 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016463.0164 3 3.569 0.0882 2458.01 2455.8 3 27.173912 1 K.ALDLPSSGEGLAFFTFPNIASATK.F 154 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.016401.0164 2 3.6619 0.4316 2456.05 2455.8 1 34.782608 3 K.ALDLPSSGEGLAFFTFPNIASATK.F 154 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011982.01198 2 3.4035 0.3404 1766.99 1766 1 75 2 R.KAALEQDLAFWYGPR.W 86 2 *
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_002124.1| gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [Homo sapiens] 4 10 19.8 288 32819 8.2 HsSD-NE_NT_lymphocytes_Ti_103.017650.017650.2 2 4.5957 0.4763 2454.61 2455.8 1 50 2 K.ALDLPSSGEGLAFFTFPNIASATK.F 154 2 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsSD-NE_PHA_lymphocytes_PK_108.017867.017867 1 2.6087 0.2194 1252.49 1251.4 1 65 3 M.HVDLGLPWWGA.I 193 0 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsSD-NE_PHA_lymphocytes_PK_109.020090.020090 2 2.8273 0.2756 1437.31 1435.7 4 66.66667 1 M.HVDLGLPWWGAIA.A 193 0 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009604.00960 2 2.6221 0.2996 1290.05 1289.5 9 65 2 R.VVHDLDKLPPR.E 408 2 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007336.0073 2 3.2934 0.195 1291.51 1289.5 2 80 3 R.VVHDLDKLPPR.E 408 2 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsNaOH-NE_NT_lymphocytes_Ti_109.013709.01370 2 3.5649 0.3121 1417.53 1417.7 1 77.27273 4 R.CLIFPLIVTGQR.E 213 2 *
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_005006.1| gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 1-like [Homo sapiens] 5 16 12.7 495 55298 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.010107.0101 3 4.38 0.2062 2932.88 2931.3 1 27.884615 3 R.QTFTHNPLLQPGKDNPPNIPSSSSKPK.S 459 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011266.01126 2 3.8673 0.4582 2741.69 2742 1 39.583336 2 R.HTSPVFSPANPESSMEDCLAHLGEK.V 86 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_NT_lymphocytes_Ti_110.014290.01429 2 3.8161 0.4401 2740.33 2740.2 1 46 1 R.ELQEALPEAPAPLLPHITATSLLGTR.E 333 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_NT_lymphocytes_PK_112.012651.0126 2 3.1258 0.2496 1548.53 1547.7 3 57.692307 2 R.EESLVEELSPASEK.K 418 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.014244.0142 2 3.2471 0.3509 2742.55 2740.2 1 32 1 R.ELQEALPEAPAPLLPHITATSLLGTR.E 333 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012318.01231 2 2.2338 0.0836 1883.15 1881 6 50 1 K.SSPATSLFVELDEEEVK.A 370 2 *
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NP_056182.2| gi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator) [Homo sapiens] 5 9 16.9 485 52723 4.4 HsNaOH-NE_NT_lymphocytes_Ti_109.011265.01126 3 5.4089 0.3744 2744.33 2742 1 29.166666 2 R.HTSPVFSPANPESSMEDCLAHLGEK.V 86 2 *
1330 ENSG00000104889:ENSMUSG00000052926:ENSRNOG00000003504 RNASEH2A gi|38455391|ref|NP_006388.2| gi|38455391|ref|NP_006388.2| "ribonuclease H2, large subunit [Homo sapiens] " 3 11 25.1 299 33395 5.3 HsSD-NE_PHA_lymphocytes_Ti_108.002199.002199 3 4.2044 0.3554 4632.44 4632.1 1 19.512194 9 K.YNLNSLSHDTATGLIQYALDQGVNVTQVFVDTVGMPETYQAR.L 111 2 *
1330 ENSG00000104889:ENSMUSG00000052926:ENSRNOG00000003504 RNASEH2A gi|38455391|ref|NP_006388.2| gi|38455391|ref|NP_006388.2| "ribonuclease H2, large subunit [Homo sapiens] " 3 11 25.1 299 33395 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011931.01193 2 3.2398 0.3204 1691.73 1688.9 1 57.692307 1 K.EHVEPVFGFPQFVR.F 222 2 *
1330 ENSG00000104889:ENSMUSG00000052926:ENSRNOG00000003504 RNASEH2A gi|38455391|ref|NP_006388.2| gi|38455391|ref|NP_006388.2| "ribonuclease H2, large subunit [Homo sapiens] " 3 11 25.1 299 33395 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010227.010227.2 2 3.6895 0.3751 2178.55 2178.2 1 50 1 K.EAEDVIWEDSASENQEGLR.K 248 2 *
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_NT_lymphocytes_Ti_110.005896.00589 2 3.7211 0.1675 1372.19 1370.6 1 72.72727 4 K.MIASDSHRPEVK.L 535 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_NT_lymphocytes_Ti_106.007833.00783 2 3.3872 0.3382 1168.39 1168.4 1 85 6 R.LLASTLVHSVK.K 568 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.007140.0071 2 3.3514 0.2599 1708.43 1709 1 57.14286 1 K.LKETGYVVERPSTTK.D 459 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_NT_lymphocytes_Ti_112.008621.00862 2 4.1068 0.4308 1842.51 1842.9 1 66.66667 1 K.NTPSQHSHSIQHSPER.S 254 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_NT_lymphocytes_Ti_110.006868.00686 2 2.8095 0.345 1708.03 1709 1 57.14286 2 K.LKETGYVVERPSTTK.D 459 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_NT_lymphocytes_Ti_105.007769.00776 2 2.8817 0.2876 1897.25 1898 1 53.333336 1 R.GTFHDDRDDGVDYWAK.R 795 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_PHA_lymphocytes_Ti_113.010144.0101 3 4.0519 0.2933 3151.19 3150.4 1 29.166666 2 R.SPHSPSPIATPPSQSSSCSDAPMLSTVHSAK.N 223 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsSD-NE_NT_lymphocytes_Ti_104.009244.009244.2 2 2.7691 0.2235 2609.01 2609.7 1 35.714287 1 K.SQEEPKDTFEHDPSESIDEFNK.S 181 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_PHA_lymphocytes_Ti_112.012866.0128 3 4.7981 0.3902 2049.2 2049.3 1 48.52941 4 K.STSESFIQHIVSLVHHVK.E 598 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.008954.0089 2 4.3367 0.3349 1842.75 1842.9 1 63.333332 2 K.NTPSQHSHSIQHSPER.S 254 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsSD-NE_NT_lymphocytes_Ti_114.013018.013018.2 2 3.6405 0.3276 2049.77 2049.3 1 55.88235 2 K.STSESFIQHIVSLVHHVK.E 598 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsSD-NE_NT_lymphocytes_Ti_115.013148.013148.3 3 4.2764 0.3916 2049.2 2049.3 1 47.058823 6 K.STSESFIQHIVSLVHHVK.E 598 2
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|NP_001070908.1| gi|117938251|ref|NP_001070908.1| BCL2-associated transcription factor 1 isoform 2 [Homo sapiens] 9 34 16.2 869 100232 10 HsNaOH-NE_PHA_lymphocytes_Ti_112.012873.0128 2 3.9903 0.4031 2049.75 2049.3 1 64.70589 2 K.STSESFIQHIVSLVHHVK.E 598 2
1332 ENSG00000133703:ENSMUSG00000030265:ENSRNOG00000009338 KRAS gi|15718761|ref|NP_004976.2| gi|15718761|ref|NP_004976.2|;gi|15718763|ref|NP_203524.1| c-K-ras2 protein isoform b [Homo sapiens] 2 7 18.6 188 21425 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007034.0070 2 2.8977 0.2816 1204.35 1204.3 2 87.5 2 K.SFEDIHHYR.E 89 2
1332 ENSG00000133703:ENSMUSG00000030265:ENSRNOG00000009338 KRAS gi|15718761|ref|NP_004976.2| gi|15718761|ref|NP_004976.2|;gi|15718763|ref|NP_203524.1| c-K-ras2 protein isoform b [Homo sapiens] 2 7 18.6 188 21425 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.012711.0127 3 3.6661 0.1797 3099.02 3097.4 1 25 1 K.SALTIQLIQNHFVDEYDPTIEDSYRK.Q 17 2
1332 ENSG00000133703:ENSMUSG00000030265:ENSRNOG00000009338 KRAS gi|15718761|ref|NP_004976.2| gi|15718761|ref|NP_004976.2|;gi|15718763|ref|NP_203524.1| c-K-ras2 protein isoform b [Homo sapiens] 2 7 18.6 188 21425 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.006975.00697 2 2.3043 0.2729 1204.11 1204.3 2 87.5 1 K.SFEDIHHYR.E 89 2
1332 ENSG00000133703:ENSMUSG00000030265:ENSRNOG00000009338 KRAS gi|15718761|ref|NP_004976.2| gi|15718761|ref|NP_004976.2|;gi|15718763|ref|NP_203524.1| c-K-ras2 protein isoform b [Homo sapiens] 2 7 18.6 188 21425 8.1 HsSD-NE_NT_lymphocytes_Ti_108.013600.013600.3 3 4.3779 0.2249 3098.12 3097.4 2 27.000002 3 K.SALTIQLIQNHFVDEYDPTIEDSYRK.Q 17 2
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NP_002686.2| gi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II polypeptide E [Homo sapiens] 5 8 34.8 210 24611 6 HsSD-NE_PHA_lymphocytes_Ti_104.015017.015017 3 3.8572 0.1433 3164.75 3163.5 1 27.884615 3 R.RTDLTVLVAHNDDPTDQMFVFFPEEPK.V 55 2 *
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NP_002686.2| gi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II polypeptide E [Homo sapiens] 5 8 34.8 210 24611 6 HsSD-NE_PHA_lymphocytes_Ti_115.014345.014345 3 3.7384 0.1209 3509.39 3509.1 1 26.785713 1 K.YILEQFLQQELLINITEHELVPEHVVMTK.E 125 2 *
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NP_002686.2| gi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II polypeptide E [Homo sapiens] 5 8 34.8 210 24611 6 HsNaOH-NE_NT_lymphocytes_Ti_104.014178.01417 2 3.1497 0.3356 2030.39 2029.2 1 50 2 R.GYLVTQDELDQTLEEFK.A 25 2 *
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NP_002686.2| gi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II polypeptide E [Homo sapiens] 5 8 34.8 210 24611 6 HsSD-NE_PHA_lymphocytes_PK_106.015227.015227 2 4.2843 0.4456 2364.45 2364.6 1 57.894737 1 L.VAHNDDPTDQMFVFFPEEPK.V 62 1 *
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NP_002686.2| gi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II polypeptide E [Homo sapiens] 5 8 34.8 210 24611 6 HsSD-NE_PHA_lymphocytes_PK_106.009801.00980 1 2.2287 0.2685 1318.95 1319.5 2 65 1 T.EHELVPEHVVM.T 141 0 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.015676.0156 3 3.6642 0.1506 3742.49 3742.2 1 24.193548 1 R.LNLLQSHPQEVMYFQPGEPFGSVEDDHIPFLR.R 302 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010593.01059 2 4.3223 0.4649 1874.49 1872.2 1 71.875 2 R.HLAQLMESIPHSPGPTR.I 242 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009120.00912 2 3.739 0.2123 1152.69 1152.4 1 85 4 R.VPLIGSLPEAR.L 70 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.016037.0160 2 2.8168 0.2188 2656.07 2655.1 4 30.434782 1 K.QAAPVTLQLLFLDGEEALKEWGPK.D 211 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010911.0109 2 4.3178 0.4306 1873.39 1872.2 1 65.625 3 R.HLAQLMESIPHSPGPTR.I 242 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.021362.0213 3 3.8617 0.2445 2658.02 2655.1 4 29.347824 1 K.QAAPVTLQLLFLDGEEALKEWGPK.D 211 2 *
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NP_060129.2| gi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferase-like [Homo sapiens] 5 13 22 382 42924 9.8 HsSD-NE_NT_lymphocytes_Ti_109.016616.016616.3 3 3.3167 0.0939 3741.08 3742.2 3 21.774193 1 R.LNLLQSHPQEVMYFQPGEPFGSVEDDHIPFLR.R 302 2 *
1335 ENSG00000138035:ENSMUSG00000020464:ENSRNOG00000003600 PNPT1 gi|24308348|ref|NP_149100.1| gi|24308348|ref|NP_149100.1| polyribonucleotide nucleotidyltransferase 1 [Homo sapiens] 4 5 6.8 783 85937 7.8 HsSD-NE_PHA_lymphocytes_PK_109.016102.016102 2 2.7445 0.2467 1777.97 1776 3 53.571426 1 R.SIRPLFPAGYFYDTQ.V 137 1 *
1335 ENSG00000138035:ENSMUSG00000020464:ENSRNOG00000003600 PNPT1 gi|24308348|ref|NP_149100.1| gi|24308348|ref|NP_149100.1| polyribonucleotide nucleotidyltransferase 1 [Homo sapiens] 4 5 6.8 783 85937 7.8 HsSD-NE_PHA_lymphocytes_Ti_103.012825.012825 2 3.2297 0.3554 2084.53 2084.3 2 38.88889 2 R.GQTQVLCTVTFDSLESGIK.S 389 2 *
1335 ENSG00000138035:ENSMUSG00000020464:ENSRNOG00000003600 PNPT1 gi|24308348|ref|NP_149100.1| gi|24308348|ref|NP_149100.1| polyribonucleotide nucleotidyltransferase 1 [Homo sapiens] 4 5 6.8 783 85937 7.8 HsSD-NE_PHA_lymphocytes_PK_111.015122.015122 2 2.662 0.2933 1647.43 1647.9 2 53.846157 1 R.SIRPLFPAGYFYDT.Q 137 1 *
1335 ENSG00000138035:ENSMUSG00000020464:ENSRNOG00000003600 PNPT1 gi|24308348|ref|NP_149100.1| gi|24308348|ref|NP_149100.1| polyribonucleotide nucleotidyltransferase 1 [Homo sapiens] 4 5 6.8 783 85937 7.8 HsSD-NE_NT_lymphocytes_PK_109.013943.013943. 2 2.5678 0.1522 1963.73 1964.4 4 38.88889 1 G.TNKGITALQADIKLPGIPI.K 550 0 *
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_003002.1| gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukemia-associated) [Homo sapiens] 5 7 18.8 277 32134 4.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008536.00853 2 2.9795 0.1911 1211.59 1209.3 4 77.77778 1 R.VEVTEFEDIK.S 110 2
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_003002.1| gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukemia-associated) [Homo sapiens] 5 7 18.8 277 32134 4.2 HsSD-NE_PHA_lymphocytes_PK_106.001088.001088 3 4.2371 0.4096 3207.53 3210.4 1 26.85185 1 W.FTDHSDAGADELGEVIKDDIWPNPLQYY.L 193 0 *
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_003002.1| gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukemia-associated) [Homo sapiens] 5 7 18.8 277 32134 4.2 HsSD-NE_NT_lymphocytes_Ti_103.013614.013614.2 2 4.2679 0.3086 1842.05 1842 1 73.07692 3 R.IDFYFDENPYFENK.V 124 2
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_003002.1| gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukemia-associated) [Homo sapiens] 5 7 18.8 277 32134 4.2 HsSD-NE_PHA_lymphocytes_PK_105.019445.019445 2 3.5285 0.268 2196.05 2193.5 1 50 1 D.ELGEVIKDDIWPNPLQYY.L 203 0 *
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_003002.1| gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukemia-associated) [Homo sapiens] 5 7 18.8 277 32134 4.2 HsSD-NE_PHA_lymphocytes_PK_105.019786.019786 2 3.9472 0.2509 3049.55 3047.3 1 40.384613 1 W.FTDHSDAGADELGEVIKDDIWPNPLQY.Y 193 0 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008528.00852 3 3.8703 0.2261 1817.36 1817 1 43.75 1 K.ADDKLIAEEGVDSLNVK.E 357 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008150.00815 2 4.2253 0.3748 1387.59 1387.6 1 87.5 1 K.LIAEEGVDSLNVK.E 361 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.006746.00674 2 4.1867 0.2822 1816.57 1818 1 64.28571 1 K.IRETGERPSNEEIMR.F 293 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.003473.0034 2 3.157 0.2967 1387.13 1387.6 8 62.5 3 K.LIAEEGVDSLNVK.E 361 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012702.01270 3 3.6382 0.2048 2953.55 2952.2 1 30.434782 2 K.EKEELELLKEDVQDYSEDLQEIKK.E 565 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007977.00797 2 5.4503 0.3107 1901.73 1899.2 1 70.588234 2 K.KLEEGGPVYSPPAEVVVK.K 133 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013682.01368 2 4.9646 0.3106 2490.73 2489.8 1 55 3 K.LFEDELTLDNLTRPQLVALCK.L 311 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011148.01114 1 2.5321 0.1141 1438.9 1438.7 1 68.181816 1 K.FLQDTIEEMALK.N 263 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007889.00788 3 3.623 0.2456 2027.33 2027.4 1 41.666664 2 K.KLEEGGPVYSPPAEVVVKK.S 133 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013456.0134 2 4.7994 0.2943 2491.07 2489.8 1 50 2 K.LFEDELTLDNLTRPQLVALCK.L 311 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.007901.00790 2 4.9264 0.3996 2027.79 2027.4 1 55.555557 3 K.KLEEGGPVYSPPAEVVVKK.S 133 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007817.00781 2 2.9653 0.2036 1867.53 1867 1 56.666668 1 K.LEATLQEEAAIQQEHR.E 466 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014362.01436 2 2.6041 0.1778 2826.55 2824.1 1 34.090908 1 K.EKEELELLKEDVQDYSEDLQEIK.K 565 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010841.01084 3 3.4879 0.2877 2442.35 2443.8 2 27.272728 1 K.LTSLAAALDENKDGKVNIDDLVK.V 668 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.013191.0131 3 3.1818 0.2987 2414.93 2413.8 2 36.842106 1 K.QWLDLHLHQEIPTSLLILSR.A 400 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsSD-NE_NT_lymphocytes_Ti_108.016484.016484.2 2 2.6073 0.1967 2690.31 2688.1 4 32.608696 2 K.RVQQMIGQIDGLISQLEMDQQAGK.L 611 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsSD-NE_NT_lymphocytes_Ti_112.012287.012287.2 2 3.5173 0.3034 1676.81 1677.9 1 70.83333 1 R.VLDELKHYYHGFR.L 157 2 *
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_036450.1| gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing transmembrane protein 1 [Homo 16 29 27.6 739 83354 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011010.0110 3 3.4149 0.2349 1679.96 1677.9 1 50 1 R.VLDELKHYYHGFR.L 157 2 *
1338 ENSG00000142634:ENSMUSG00000040659:ENSRNOG00000013783 EFHD2 gi|20149675|ref|NP_077305.2| gi|20149675|ref|NP_077305.2| "EF-hand domain family, member D2 [Homo sapiens] " 3 5 17.5 240 26697 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009122.0091 2 2.7922 0.2633 1763.33 1760.9 1 56.25 1 K.AAAGELQEDSGLCVLAR.L 160 2 *
1338 ENSG00000142634:ENSMUSG00000040659:ENSRNOG00000013783 EFHD2 gi|20149675|ref|NP_077305.2| gi|20149675|ref|NP_077305.2| "EF-hand domain family, member D2 [Homo sapiens] " 3 5 17.5 240 26697 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2879.287 2 2.8683 0.2402 1664.42 1664.9 1 58.333332 1 R.VFNPYTEFKEFSR.K 79 2 *
1338 ENSG00000142634:ENSMUSG00000040659:ENSRNOG00000013783 EFHD2 gi|20149675|ref|NP_077305.2| gi|20149675|ref|NP_077305.2| "EF-hand domain family, member D2 [Homo sapiens] " 3 5 17.5 240 26697 5.2 HsSD-NE_NT_lymphocytes_Ti_104.007944.007944.2 2 3.4026 0.2041 1540.61 1537.6 2 63.636364 3 R.FEEEIKAEQEER.K 207 2 *
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NP_000607.1| gi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sapiens] 3 21 9.8 458 51111 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.006273.00627 2 3.2153 0.226 1668.65 1666.8 1 64.28571 3 K.KGDTVELTCTASQKK.S 33 2 *
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NP_000607.1| gi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sapiens] 3 21 9.8 458 51111 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014762.0147 2 5.7763 0.425 1959.01 1958.2 1 65.625 2 K.EGEQVEFSFPLAFTVEK.L 215 2 *
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NP_000607.1| gi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sapiens] 3 21 9.8 458 51111 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.013881.01388 2 3.7377 0.266 1531.17 1531.8 1 83.33333 4 R.SLWDQGNFPLIIK.N 85 2 *
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NP_000607.1| gi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sapiens] 3 21 9.8 458 51111 9.5 HsNaOH-NE_NT_lymphocytes_Ti_104.014824.01482 2 5.6529 0.4389 1960.73 1958.2 1 65.625 5 K.EGEQVEFSFPLAFTVEK.L 215 2 *
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NP_000607.1| gi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sapiens] 3 21 9.8 458 51111 9.5 HsSD-NE_NT_lymphocytes_Ti_103.015846.015846.2 2 4.9989 0.3985 1959.81 1958.2 1 62.5 7 K.EGEQVEFSFPLAFTVEK.L 215 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.010541.0105 2 2.9746 0.3719 2207.95 2209.5 1 50 3 R.IHCSVHNIIIPEDFSIADK.I 257 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsNaOH-NE_PHA_lymphocytes_Ti_105.019065.0190 2 3.8371 0.3763 2807.65 2808.2 1 50 2 K.TDLPFFDTCVANLPYQISSPFVFK.L 117 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsNaOH-NE_NT_lymphocytes_Ti_105.018324.01832 2 2.9321 0.3232 2807.65 2808.2 1 45.652176 1 K.TDLPFFDTCVANLPYQISSPFVFK.L 117 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsSD-NE_NT_lymphocytes_Ti_104.020402.020402.3 3 4.0401 0.2425 2809.22 2808.2 4 29.347824 2 K.TDLPFFDTCVANLPYQISSPFVFK.L 117 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsSD-NE_NT_lymphocytes_Ti_103.020232.020232.2 2 3.3966 0.2712 2809.53 2808.2 1 41.304348 2 K.TDLPFFDTCVANLPYQISSPFVFK.L 117 2 *
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_055288.1| gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [Homo sapiens] 4 11 17.9 313 35236 10 HsSD-NE_NT_lymphocytes_Ti_110.011642.011642.1 1 2.1735 0.2785 1441.6 1442.6 1 62.5 1 R.LLHGFNAEGIHFS.- 301 2 *
1341 ENSG00000136938:ENSMUSG00000028333:ENSRNOG00000009266 ANP32B gi|5454088|ref|NP_006392.1| gi|5454088|ref|NP_006392.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member B 3 10 15.9 251 28788 4.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012285.0122 2 5.1997 0.4478 1974.43 1974.1 1 70 4 K.SLDLFNCEVTNLNDYR.E 117 2
1341 ENSG00000136938:ENSMUSG00000028333:ENSRNOG00000009266 ANP32B gi|5454088|ref|NP_006392.1| gi|5454088|ref|NP_006392.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member B 3 10 15.9 251 28788 4.1 HsNaOH-NE_NT_lymphocytes_Ti_112.010605.01060 2 2.7172 0.2177 1421.73 1421.6 4 62.5 2 K.LPNLTHLNLSGNK.L 87 2 *
1341 ENSG00000136938:ENSMUSG00000028333:ENSRNOG00000009266 ANP32B gi|5454088|ref|NP_006392.1| gi|5454088|ref|NP_006392.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member B 3 10 15.9 251 28788 4.1 HsSD-NE_NT_lymphocytes_Ti_103.011902.011902.2 2 3.3905 0.1879 1194.33 1194.4 8 85 2 R.IFGGLDMLAEK.L 76 2 *
1341 ENSG00000136938:ENSMUSG00000028333:ENSRNOG00000009266 ANP32B gi|5454088|ref|NP_006392.1| gi|5454088|ref|NP_006392.1| "acidic (leucine-rich) nuclear phosphoprotein 32 family, member B 3 10 15.9 251 28788 4.1 HsSD-NE_NT_lymphocytes_Ti_102.013436.013436.2 2 4.0729 0.3697 1976.57 1974.1 1 60.000004 2 K.SLDLFNCEVTNLNDYR.E 117 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_NT_lymphocytes_PK_114.011380.0113 2 4.3869 0.4904 2081.19 2082.2 1 52.272724 3 K.GEGAGPPPPLPPAQPGAEGGGDR.G 13 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_NT_lymphocytes_Ti_105.005176.00517 2 2.4713 0.112 912.39 911.05 9 87.5 2 R.GLGDRPAPK.D 36 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_NT_lymphocytes_Ti_112.020818.02081 2 2.6745 0.1243 1835.35 1835.2 3 41.666664 1 K.VTATVAGLTLLAVGVYSAK.N 247 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013022.01302 2 4.0277 0.3542 2280.23 2279.6 1 57.5 1 R.LLSRPQDVLEGVVLSPSLEAR.V 307 2 *
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.005576.00557 1 1.8231 0.0969 836.72 836.97 8 66.66667 1 R.HPIQVSR.R 299 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009156.0091 2 2.447 0.1922 1156.23 1156.3 1 75 1 R.TAGTLFGEGFR.A 228 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007512.0075 2 3.8764 0.297 2082.47 2082.2 1 40.909092 4 K.GEGAGPPPPLPPAQPGAEGGGDR.G 13 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008284.0082 2 3.2131 0.1806 1731.27 1729.9 7 53.571426 2 R.LHFDNCVLKPATEGK.R 487 2
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NP_114127.3| gi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapiens] 8 16 17.6 648 72573 9.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.1859.18 2 3.4342 0.1487 1015.34 1015.2 1 87.5 1 R.VRDIAIATR.N 328 2
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010121.0101 2 2.6799 0.2729 1473.19 1473.7 1 62.5 1 R.YMVSGTNVYGILR.A 122 2 *
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_NT_lymphocytes_Ti_115.018158.01815 2 4.2329 0.4405 2838.01 2838.3 1 56.25 5 K.LQPEDWTSLDGPLQGLQTLLLMVLR.Q 272 2 *
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007574.0075 3 3.4938 0.2415 1371.56 1369.5 4 65 2 R.KLPFPDETHER.Y 111 2 *
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1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.007545.0075 2 2.9566 0.2694 1371.43 1369.5 6 80 1 R.KLPFPDETHER.Y 111 2 *
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010469.01046 2 3.5377 0.3044 1199.27 1199.4 1 75 2 K.SGALPVAWLER.T 84 2 *
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.020642.0206 2 3.8835 0.2614 2839.67 2838.3 1 43.75 6 K.LQPEDWTSLDGPLQGLQTLLLMVLR.Q 272 2 *
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_003792.1| gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anchor attachment protein 1 [Homo sa 5 19 9.7 621 67623 8.1 HsSD-NE_NT_lymphocytes_Ti_113.018912.018912.2 2 3.0708 0.1437 2840.41 2838.3 1 45.833336 2 K.LQPEDWTSLDGPLQGLQTLLLMVLR.Q 272 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.014726.014726 2 2.722 0.1519 1667.21 1666 2 60.000004 2 K.INEAIVAVQAIIADPK.T 219 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.017156.017156 2 2.8925 0.1222 1485.15 1484.7 1 75 2 R.QEAIDWLLGLAVR.L 77 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.014524.01452 2 2.7025 0.1049 1498.29 1498.8 1 61.538464 1 K.AGVMALANLLQIQR.H 132 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010306.01030 2 2.8882 0.1536 1813.21 1814 1 56.666668 1 K.NAEPLINLDVNNPDFK.A 116 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.017139.01713 2 2.6629 0.1751 1484.73 1484.7 1 70.83333 1 R.QEAIDWLLGLAVR.L 77 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsSD-NE_NT_lymphocytes_Ti_106.016219.016219.2 2 3.9713 0.497 2152.49 2154.4 1 60.526318 1 K.HILGFDTGDAVLNEAAQILR.L 186 2 *
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_057123.1| gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 5 10 32.4 244 28068 6.7 HsSD-NE_NT_lymphocytes_Ti_102.011872.011872.2 2 3.655 0.1644 1815.73 1814 1 56.666668 2 K.NAEPLINLDVNNPDFK.A 116 2 *
1345 ENSG00000141699:ENSMUSG00000017802:ENSRNOG00000020056 FAM134C gi|30023820|ref|NP_835227.1| gi|30023820|ref|NP_835227.1| hypothetical protein LOC162427 [Homo sapiens] 2 5 6.4 466 51396 5 HsNaOH-NE_NT_lymphocytes_Ti_105.012884.01288 2 3.2119 0.3306 1656.55 1657 1 64.28571 1 R.ALVEVLGPYEPLLSR.V 41 2 *
1345 ENSG00000141699:ENSMUSG00000017802:ENSRNOG00000020056 FAM134C gi|30023820|ref|NP_835227.1| gi|30023820|ref|NP_835227.1| hypothetical protein LOC162427 [Homo sapiens] 2 5 6.4 466 51396 5 HsNaOH-NE_NT_lymphocytes_PK_108.007704.0077 2 3.2603 0.2841 1493.83 1491.6 2 57.14286 2 R.SPPGAEEPQAPPASR.D 360 2 *
1345 ENSG00000141699:ENSMUSG00000017802:ENSRNOG00000020056 FAM134C gi|30023820|ref|NP_835227.1| gi|30023820|ref|NP_835227.1| hypothetical protein LOC162427 [Homo sapiens] 2 5 6.4 466 51396 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012920.0129 2 2.5664 0.1833 1658.45 1657 1 64.28571 2 R.ALVEVLGPYEPLLSR.V 41 2 *
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NP_005756.2| gi|15011918|ref|NP_005756.2| "ATPase, H+ transporting, lysosomal accessory protein 2 [Homo sa 3 11 12.6 350 39008 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.016780.01678 2 4.8318 0.4616 2757.79 2756.1 1 47.826088 4 R.NNEVDLLFLSELQVLHDISSLLSR.H 176 2 *
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NP_005756.2| gi|15011918|ref|NP_005756.2| "ATPase, H+ transporting, lysosomal accessory protein 2 [Homo sa 3 11 12.6 350 39008 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.012422.0124 3 4.8 0.4129 2229.62 2229.5 1 42.105263 2 K.DHSPDLYSLELAGLDEIGKR.Y 206 2 *
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NP_005756.2| gi|15011918|ref|NP_005756.2| "ATPase, H+ transporting, lysosomal accessory protein 2 [Homo sa 3 11 12.6 350 39008 6.1 HsNaOH-NE_NT_lymphocytes_Ti_113.017320.01732 3 5.2256 0.3802 2758.85 2756.1 1 31.52174 1 R.NNEVDLLFLSELQVLHDISSLLSR.H 176 2 *
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NP_005756.2| gi|15011918|ref|NP_005756.2| "ATPase, H+ transporting, lysosomal accessory protein 2 [Homo sa 3 11 12.6 350 39008 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.017804.0178 2 3.3108 0.2417 2756.31 2756.1 2 30.434782 3 R.NNEVDLLFLSELQVLHDISSLLSR.H 176 2 *
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NP_005756.2| gi|15011918|ref|NP_005756.2| "ATPase, H+ transporting, lysosomal accessory protein 2 [Homo sa 3 11 12.6 350 39008 6.1 HsSD-NE_NT_lymphocytes_Ti_113.017394.017394.2 2 3.2114 0.1716 2758.97 2756.1 1 34.782608 1 R.NNEVDLLFLSELQVLHDISSLLSR.H 176 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.021225.0212 2 3.6611 0.3476 1805.45 1805.1 1 59.375 4 K.DTTPDELLSAVMTAVLK.D 58 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.014453.01445 2 3.2715 0.313 1381.33 1380.7 2 79.16667 1 K.AEELGLPILGVLR.S 293 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.020825.02082 2 4.1355 0.3478 1805.87 1805.1 1 68.75 2 K.DTTPDELLSAVMTAVLK.D 58 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsNaOH-NE_NT_lymphocytes_Ti_105.012626.01262 2 3.5251 0.0896 2101.57 2101.4 7 44.444447 1 R.IAQFLSDIPETVPLSTVNR.Q 103 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010217.0102 2 4.9792 0.4572 2163.75 2163.3 1 59.090908 2 K.DGSTTAGNSSQVSDGAAAILLAR.R 267 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsSD-NE_NT_lymphocytes_Ti_111.012525.012525.2 2 3.4301 0.2462 1918.55 1918.2 1 42.105263 1 K.VNPLGGAVALGHPLGCTGAR.Q 366 2 *
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_001598.1| gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferase 1 [Homo sapiens] 5 14 21.7 424 44292 8.4 HsSD-NE_NT_lymphocytes_Ti_103.001240.001240.2 2 5.263 0.4498 1806.29 1805.1 1 68.75 3 K.DTTPDELLSAVMTAVLK.D 58 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.012412.012412 2 3.8288 0.4211 1698.79 1700 1 79.16667 12 R.IKDYLLMEEEFIR.N 68 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.013060.013060 2 2.5475 0.2139 2253.71 2255.5 1 35 1 R.VAEEHAPSIVFIDEIDAIGTK.R 273 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsSD-NE_NT_lymphocytes_Ti_111.010688.010688.2 2 2.2016 0.1098 1217.41 1215.4 1 72.22222 1 K.KKYEPPVPTR.V 23 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsSD-NE_NT_lymphocytes_Ti_104.016844.016844.2 2 4.8969 0.4752 1751.97 1753 1 82.14286 4 R.TMLELLNQLDGFDSR.G 308 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsSD-NE_NT_lymphocytes_Ti_102.011648.011648.2 2 4.6161 0.3444 2204.77 2204.4 2 50 1 K.APQETYADIGGLDNQIQEIK.E 179 2 *
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NP_002793.2| gi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 1 [Homo sapiens] 5 20 18 440 49185 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.012488.0124 2 2.1705 0.1013 1702.39 1700 9 58.333332 1 R.IKDYLLMEEEFIR.N 68 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.013895.013895 2 3.2901 0.3719 1966.41 1966.3 1 44.11765 4 K.GKLPIVNEDDELVAIIAR.T 207 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_PHA_lymphocytes_Ti_105.015557.015557 3 4.1648 0.3343 2541.2 2542.8 1 32.894737 3 R.DIDFLKEEEHDCFLEEIMTK.R 162 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.014825.014825 2 3.2129 0.2536 2542.15 2542.8 1 44.736843 1 R.DIDFLKEEEHDCFLEEIMTK.R 162 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.011442.011442 2 4.7726 0.4001 2085.93 2087.4 1 65.789474 4 K.DKYPNLQVIGGNVVTAAQAK.N 292 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.010942.01094 3 4.0372 0.24 2050.79 2049.4 1 38.157894 1 R.RFGVPVIADGGIQNVGHIAK.A 356 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_NT_lymphocytes_Ti_108.013888.013888.2 2 3.434 0.3114 1967.17 1966.3 4 47.058823 1 K.GKLPIVNEDDELVAIIAR.T 207 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_NT_lymphocytes_Ti_107.014733.014733.3 3 3.136 0.0964 2544.59 2542.8 2 31.578945 1 R.DIDFLKEEEHDCFLEEIMTK.R 162 2 *
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NP_000875.2| gi|66933016|ref|NP_000875.2| inosine monophosphate dehydrogenase 2 [Homo sapiens] 6 19 18.9 514 55805 6.9 HsSD-NE_NT_lymphocytes_Ti_108.012170.012170.2 2 4.8723 0.3895 2118.65 2118.4 1 72.22222 4 K.FVPYLIAGIQHSCQDIGAK.S 456 2 *
1350 ENSG00000169627:ENSMUSG00000047721:ENSRNOG00000034215 BOLA2B gi|85797673|ref|NP_001034271.1| gi|85797673|ref|NP_001034271.1| bolA-like protein 2B [Homo sapiens] 2 5 23 152 16932 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.010318.010318 2 4.5292 0.3471 2220.17 2220.5 1 61.11111 1 R.LVNACLAEELPHIHAFEQK.T 121 2 *
1350 ENSG00000169627:ENSMUSG00000047721:ENSRNOG00000034215 BOLA2B gi|85797673|ref|NP_001034271.1| gi|85797673|ref|NP_001034271.1| bolA-like protein 2B [Homo sapiens] 2 5 23 152 16932 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.008046.0080 2 3.5615 0.4233 1872.45 1871 1 70 2 R.DLEAEHVEVEDTTLNR.C 81 2 *
1350 ENSG00000169627:ENSMUSG00000047721:ENSRNOG00000034215 BOLA2B gi|85797673|ref|NP_001034271.1| gi|85797673|ref|NP_001034271.1| bolA-like protein 2B [Homo sapiens] 2 5 23 152 16932 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007865.00786 2 4.2792 0.4684 1871.31 1871 1 66.66667 2 R.DLEAEHVEVEDTTLNR.C 81 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_PHA_lymphocytes_Ti_104.009567.009567 3 5.0909 0.2432 3261.08 3260.5 1 30.357143 2 K.TPSSDVLVFDYTKHPSKPDPSGECNPDLR.L 144 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_PHA_lymphocytes_Ti_111.014660.014660 3 5.6765 0.4114 3442.25 3440.8 1 32.5 2 K.TIFTGHTAVVEDVSWHLLHESLFGSVADDQK.L 221 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_PHA_lymphocytes_Ti_110.010910.010910 3 5.0809 0.3063 3597.32 3597.9 1 30.833334 2 K.LHSFESHKDEIFQVQWSPHNETILASSGTDR.R 310 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.012695.012695 3 6.7862 0.5509 4096.04 4098.4 1 25 9 R.SNNTSKPSHSVDAHTAEVNCLSFNPYSEFILATGSADK.T 259 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009632.0096 3 4.2051 0.2991 2873.6 2875.1 2 27.884615 1 K.IGEEQSPEDAEDGPPELLFIHGGHTAK.I 350 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_NT_lymphocytes_Ti_112.012659.012659.3 3 5.5229 0.1888 3597.65 3597.9 1 32.5 1 K.LHSFESHKDEIFQVQWSPHNETILASSGTDR.R 310 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.015309.0153 3 3.3946 0.2269 3827.12 3828.4 1 23.4375 1 K.NTPFLYDLVMTHALEWPSLTAQWLPDVTRPEGK.D 27 2 *
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_005601.1| gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [Homo sapiens] 6 21 44.5 425 47656 4.9 HsSD-NE_NT_lymphocytes_Ti_110.013787.013787.3 3 6.2426 0.2075 4100.75 4098.4 1 25.675674 3 R.SNNTSKPSHSVDAHTAEVNCLSFNPYSEFILATGSADK.T 259 2 *
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_001688.1| gi|4502303|ref|NP_001688.1| "mitochondrial ATP synthase, O subunit precursor [Homo sapiens] " 3 11 23.5 213 23277 10 HsSD-NE_PHA_lymphocytes_Ti_101.012812.012812 2 2.7492 0.2065 2051.83 2053.4 1 41.666664 1 R.LSNTQGVVSAFSTMMSVHR.G 118 2 *
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_001688.1| gi|4502303|ref|NP_001688.1| "mitochondrial ATP synthase, O subunit precursor [Homo sapiens] " 3 11 23.5 213 23277 10 HsNaOH-NE_NT_lymphocytes_Ti_108.016368.01636 2 4.8739 0.3621 1874.87 1874.1 1 78.125 1 R.FSPLTTNLINLLAENGR.L 101 2 *
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_001688.1| gi|4502303|ref|NP_001688.1| "mitochondrial ATP synthase, O subunit precursor [Homo sapiens] " 3 11 23.5 213 23277 10 HsSD-NE_NT_lymphocytes_Ti_110.010487.010487.2 2 2.8016 0.3048 1584.85 1583.9 2 53.846157 2 K.LVRPPVQVYGIEGR.Y 27 2 *
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_001688.1| gi|4502303|ref|NP_001688.1| "mitochondrial ATP synthase, O subunit precursor [Homo sapiens] " 3 11 23.5 213 23277 10 HsSD-NE_NT_lymphocytes_Ti_110.013766.013766.2 2 3.935 0.3765 2056.09 2053.4 1 55.555557 1 R.LSNTQGVVSAFSTMMSVHR.G 118 2 *
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_001688.1| gi|4502303|ref|NP_001688.1| "mitochondrial ATP synthase, O subunit precursor [Homo sapiens] " 3 11 23.5 213 23277 10 HsSD-NE_NT_lymphocytes_Ti_106.015357.015357.2 2 4.4283 0.311 1874.75 1874.1 1 68.75 6 R.FSPLTTNLINLLAENGR.L 101 2 *
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsSD-NE_PHA_lymphocytes_Ti_101.013528.013528 2 2.8774 0.1627 2707.69 2705 5 29.166666 1 R.QTVADQVLVGSYCVFSNQGGLVHPK.T 140 2
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008591.0085 2 4.3775 0.3418 2088.23 2086.3 1 67.64706 2 R.HGLLVPNNTTDQELQHIR.N 68 2 *
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.015534.0155 2 3.9555 0.2583 2587.27 2585.9 1 43.47826 2 K.TSIEDQDELSSLLQVPLVAGTVNR.G 165 2
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsSD-NE_NT_lymphocytes_Ti_109.011593.011593.3 3 3.5809 0.2525 3212.33 3210.6 1 26.85185 2 R.HGLLVPNNTTDQELQHIRNSLPDTVQIR.R 68 2 *
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsSD-NE_NT_lymphocytes_Ti_106.017855.017855.3 3 3.4512 0.1551 3788.75 3786.2 1 20.454546 1 R.LSALGNVTTCNDYVALVHPDLDRETEEILADVLK.V 101 2 *
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NP_852133.1| gi|31563378|ref|NP_852133.1| eukaryotic translation initiation factor 6 isoform a [Homo sapiens] 6 9 45.3 245 26599 4.7 HsSD-NE_NT_lymphocytes_Ti_109.009863.009863.3 3 4.5906 0.4394 2086.34 2086.3 1 41.17647 1 R.HGLLVPNNTTDQELQHIR.N 68 2 *
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsSD-NE_PHA_lymphocytes_PK_112.013779.013779 2 3.216 0.2904 2031.29 2031.3 1 53.333336 1 L.REPYMDEIFHLPQAQR.Y 32 1
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011949.01194 3 5.0031 0.194 2215.85 2215.5 1 45.588234 2 R.ALREPYMDEIFHLPQAQR.Y 30 2
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.011458.0114 2 4.3342 0.3105 2213.91 2215.5 1 61.764706 2 R.ALREPYMDEIFHLPQAQR.Y 30 2
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011972.01197 2 3.7898 0.2428 2215.81 2215.5 2 52.941177 2 R.ALREPYMDEIFHLPQAQR.Y 30 2
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsNaOH-NE_NT_lymphocytes_Ti_114.015412.01541 2 3.9346 0.4383 2129.79 2128.5 1 55.555557 3 K.YLLVPAYIFAGWSIADSLK.S 371 2
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|NP_116223.3| gi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_0010136 "asparagine-linked glycosylation 10 homolog (yeast, alpha-1,2-gluc 4 13 7.8 473 55606 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.015556.0155 2 3.9808 0.3477 2131.23 2128.5 1 55.555557 3 K.YLLVPAYIFAGWSIADSLK.S 371 2
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.018873.01887 2 3.2109 0.2827 1876.03 1873.2 1 59.375 3 R.EFIGSFLEMFGPEGALK.H 284 2 *
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009081.00908 2 4.099 0.3904 2316.31 2315.5 1 47.5 1 R.IDFVAHDDIPYSSAGSDDVYK.H 163 2
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011721.01172 2 3.8424 0.264 1783.45 1783 1 75 3 R.NAPWTLTPEFLAEHR.I 148 2 *
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009489.0094 2 5.0982 0.362 2316.29 2315.5 1 60.000004 2 R.IDFVAHDDIPYSSAGSDDVYK.H 163 2
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsSD-NE_NT_lymphocytes_Ti_112.014908.014908.2 2 4.5264 0.4205 2116.19 2116.4 1 52.77778 2 K.SREFIGSFLEMFGPEGALK.H 282 2 *
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsSD-NE_NT_lymphocytes_Ti_107.018787.018787.2 2 4.7254 0.2146 1873.23 1873.2 2 56.25 1 R.EFIGSFLEMFGPEGALK.H 284 2 *
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.012288.0122 2 3.3528 0.3759 1806.91 1806 1 56.666668 1 R.VYADGIFDLFHSGHAR.A 79 2
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NP_005008.2| gi|31543385|ref|NP_005008.2| "phosphate cytidylyltransferase 1, choline, alpha [Homo sapiens] " 5 14 19.3 367 41731 7.3 HsSD-NE_NT_lymphocytes_Ti_104.010688.010688.2 2 4.322 0.431 2317.23 2315.5 1 55 1 R.IDFVAHDDIPYSSAGSDDVYK.H 163 2
1356 ENSG00000185803:ENSMUSG00000022560:ENSRNOG00000032561 GPR172A gi|13375682|ref|NP_078807.1| gi|13375682|ref|NP_078807.1| G protein-coupled receptor 172A [Homo sapiens] 2 3 7.4 445 45777 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.016937.01693 3 3.6185 0.2623 2506.13 2504 1 33.695652 1 R.SFFLGQGLSALLPCVLALVQGVGR.L 146 2
1356 ENSG00000185803:ENSMUSG00000022560:ENSRNOG00000032561 GPR172A gi|13375682|ref|NP_078807.1| gi|13375682|ref|NP_078807.1| G protein-coupled receptor 172A [Homo sapiens] 2 3 7.4 445 45777 7.2 HsSD-NE_NT_lymphocytes_PK_102.009420.009420. 1 1.8588 0.1689 877.74 880.03 1 62.5 1 M.AAPTPARPV.L 2 0 *
1356 ENSG00000185803:ENSMUSG00000022560:ENSRNOG00000032561 GPR172A gi|13375682|ref|NP_078807.1| gi|13375682|ref|NP_078807.1| G protein-coupled receptor 172A [Homo sapiens] 2 3 7.4 445 45777 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.017774.0177 3 4.4956 0.2621 2505.92 2504 1 30.434782 1 R.SFFLGQGLSALLPCVLALVQGVGR.L 146 2
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NP_001032642.1| gi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acyltransferase 3 [Homo sapiens] 5 10 13.3 376 43381 8.7 HsSD-NE_PHA_lymphocytes_PK_108.021023.021023 2 3.099 0.3399 1622.43 1620.9 7 54.545456 2 R.RLSDYPEYMWFL.L 161 1 *
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NP_001032642.1| gi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acyltransferase 3 [Homo sapiens] 5 10 13.3 376 43381 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.013176.0131 2 2.9359 0.1858 2438.43 2436.8 6 39.473686 2 R.RFPLEDIPLDEKEAAQWLHK.L 257 2 *
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NP_001032642.1| gi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acyltransferase 3 [Homo sapiens] 5 10 13.3 376 43381 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017775.01777 2 3.7787 0.357 2347.35 2344.6 1 50 3 R.LSDYPEYMWFLLYCEGTR.F 162 2 *
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NP_001032642.1| gi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acyltransferase 3 [Homo sapiens] 5 10 13.3 376 43381 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.012729.01272 2 3.6472 0.3677 1175.61 1175.4 1 85 2 K.NPSLLGILYGK.K 237 2 *
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NP_001032642.1| gi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acyltransferase 3 [Homo sapiens] 5 10 13.3 376 43381 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.013100.0131 3 3.1612 0.2155 2437.19 2436.8 2 31.578945 1 R.RFPLEDIPLDEKEAAQWLHK.L 257 2 *
1358 ENSG00000108591:ENSMUSG00000020537:ENSRNOG00000003729 DRG2 gi|4557537|ref|NP_001379.1| gi|4557537|ref|NP_001379.1| developmentally regulated GTP binding protein 2 [Homo sapiens] 2 7 10.4 364 40746 8.9 HsSD-NE_PHA_lymphocytes_PK_112.019268.019268 2 2.992 0.269 2167.67 2169.3 3 44.11765 4 L.FREDCSPDEFIDVIVGNR.V 219 1 *
1358 ENSG00000108591:ENSMUSG00000020537:ENSRNOG00000003729 DRG2 gi|4557537|ref|NP_001379.1| gi|4557537|ref|NP_001379.1| developmentally regulated GTP binding protein 2 [Homo sapiens] 2 7 10.4 364 40746 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.016102.01610 2 3.4537 0.3741 1980.33 1979.3 2 42.105263 1 K.GANIQLLDLPGIIEGAAQGK.G 108 2 *
1358 ENSG00000108591:ENSMUSG00000020537:ENSRNOG00000003729 DRG2 gi|4557537|ref|NP_001379.1| gi|4557537|ref|NP_001379.1| developmentally regulated GTP binding protein 2 [Homo sapiens] 2 7 10.4 364 40746 8.9 HsSD-NE_NT_lymphocytes_Ti_104.017136.017136.2 2 5.0164 0.4077 1981.09 1979.3 1 60.526318 2 K.GANIQLLDLPGIIEGAAQGK.G 108 2 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsSD-NE_PHA_lymphocytes_PK_109.017002.017002 2 2.8515 0.2646 1744.27 1742 1 57.692307 1 F.LFAPTLCYELNFPR.S 256 1 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsSD-NE_PHA_lymphocytes_PK_108.015066.015066 2 3.3622 0.3516 1630.13 1628.8 1 75 2 L.FAPTLCYELNFPR.S 257 1 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008093.00809 3 4.6025 0.3038 3272.36 3271.4 2 24.264706 2 R.DAAAGPDVGAAGDAPAPAPNKDGDAGVGSGHWELR.C 33 2 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008409.0084 3 4.1222 0.4136 3269.81 3271.4 1 25 2 R.DAAAGPDVGAAGDAPAPAPNKDGDAGVGSGHWELR.C 33 2 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.006897.0068 2 5.5382 0.5126 1832.99 1834 1 72.5 2 R.DAAAGPDVGAAGDAPAPAPNK.D 33 2 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsNaOH-NE_NT_lymphocytes_Ti_110.020642.02064 2 3.8396 0.3163 2444.15 2443.8 1 44.444447 3 R.DLYYFLFAPTLCYELNFPR.S 251 2 *
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|XP_001719426.1| gi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein [Homo sapiens] 6 14 15.4 488 55278 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.008235.0082 3 5.0829 0.3075 3824.96 3825 1 29.268291 2 R.TGSRPSSHGGGGPAAAEEEVRDAAAGPDVGAAGDAPAPAPNK.D 12 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsNaOH-NE_NT_lymphocytes_Ti_112.013090.01309 2 2.7238 0.2049 2780.05 2778.3 1 32 1 K.KITYPLGLATLGATVCYPVQSVIIAK.V 137 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.010456.01045 2 5.14 0.4238 2280.29 2279.7 1 60.526318 3 K.KQLVKPEQLPIYTAPPLQSK.Y 33 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.016239.0162 2 2.9676 0.3422 2652.47 2650.1 1 33.333336 1 K.ITYPLGLATLGATVCYPVQSVIIAK.V 138 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.009348.00934 2 3.4548 0.2911 1962.63 1963.2 1 62.5 2 K.YVEEQPGHLQMGFASIR.T 53 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsSD-NE_NT_lymphocytes_Ti_105.016750.016750.2 2 3.9924 0.4007 2648.99 2650.1 1 37.5 2 K.ITYPLGLATLGATVCYPVQSVIIAK.V 138 2 *
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|NP_940852.3| gi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapiens] 4 10 23.5 268 29159 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.013065.0130 2 2.7616 0.2497 2780.03 2778.3 1 32 1 K.KITYPLGLATLGATVCYPVQSVIIAK.V 137 2 *
1361 ENSG00000146677:NA:NA LOC644907 gi|147900596|ref|NP_001083496.1| gi|147900596|ref|NP_001083496.1|;gi|55743130|ref|NP_0010 hypothetical protein LOC644907 [Homo sapiens] 2 4 21.5 135 15751 10.9 HsSD-NE_PHA_lymphocytes_Ti_101.002883.002883 2 2.5444 0.0993 1466.45 1466.6 7 58.333332 1 K.SYCAEIAHNVSSK.N 94 2
1361 ENSG00000146677:NA:NA LOC644907 gi|147900596|ref|NP_001083496.1| gi|147900596|ref|NP_001083496.1|;gi|55743130|ref|NP_0010 hypothetical protein LOC644907 [Homo sapiens] 2 4 21.5 135 15751 10.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010871.01087 2 4.2817 0.3099 1768.33 1768.1 1 76.666664 2 R.FKGQILMPNIGYGSNK.K 49 2
1361 ENSG00000146677:NA:NA LOC644907 gi|147900596|ref|NP_001083496.1| gi|147900596|ref|NP_001083496.1|;gi|55743130|ref|NP_0010 hypothetical protein LOC644907 [Homo sapiens] 2 4 21.5 135 15751 10.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009748.0097 2 2.9467 0.1261 1770.15 1768.1 1 60.000004 1 R.FKGQILMPNIGYGSNK.K 49 2
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsNaOH-NE_NT_lymphocytes_Ti_103.009579.00957 2 3.8637 0.1472 2130.61 2129.3 1 47.368423 1 K.NTIYEIQDNTGSMDVVGSGK.W 336 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007234.00723 2 3.8295 0.2166 1768.01 1766 1 62.5 1 K.KINQEEVGLAAPAPTAR.N 103 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008440.00844 2 4.5763 0.3746 1942.17 1941 1 68.75 2 K.EASSVSDFNQNFEVPNR.I 282 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008768.0087 2 4.3215 0.4147 1940.43 1941 1 59.375 2 K.EASSVSDFNQNFEVPNR.I 282 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010955.0109 2 3.8211 0.2943 1295.47 1295.5 1 77.27273 2 K.SLLAYDLGLTTK.M 27 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsSD-NE_NT_lymphocytes_Ti_103.011851.011851.1 1 2.3704 0.3244 1294.88 1295.5 1 63.636364 3 K.SLLAYDLGLTTK.M 27 2 *
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_002423.1| gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation antigen [Homo sapiens] 5 15 16.2 407 45836 9.8 HsSD-NE_NT_lymphocytes_Ti_102.009694.009694.2 2 4.1839 0.4457 1939.71 1941 1 59.375 4 K.EASSVSDFNQNFEVPNR.I 282 2 *
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_037470.1| gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 [Homo sapiens] 5 9 13 324 36946 9.3 HsSD-NE_PHA_lymphocytes_PK_109.016374.016374 2 3.2383 0.2161 1150.83 1149.4 1 83.33333 1 Q.FFKIPIAEIA.V 270 0 *
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_037470.1| gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 [Homo sapiens] 5 9 13 324 36946 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.014907.01490 3 4.0725 0.2817 1796.27 1796.2 2 44.642857 2 K.RLPVMMDEALSYLEK.R 79 2 *
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_037470.1| gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 [Homo sapiens] 5 9 13 324 36946 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013653.0136 2 3.566 0.2622 1798.19 1796.2 1 53.571426 3 K.RLPVMMDEALSYLEK.R 79 2 *
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_037470.1| gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 [Homo sapiens] 5 9 13 324 36946 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.008849.0088 2 3.1325 0.2124 1821.51 1822.1 3 53.125 1 K.ILMADADGATKFPDVEK.L 159 2 *
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_037470.1| gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 [Homo sapiens] 5 9 13 324 36946 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.015394.01539 2 4.0854 0.3065 1642.67 1640 1 80.769226 2 R.LPVMMDEALSYLEK.R 80 2 *
1364 ENSG00000119523:ENSMUSG00000039740:ENSRNOG00000006369 ALG2 gi|14861836|ref|NP_149078.1| gi|14861836|ref|NP_149078.1| asparagine-linked glycosylation 2 [Homo sapiens] 2 10 9.1 416 47092 7 HsNaOH-NE_NT_lymphocytes_Ti_111.010353.01035 2 2.2629 0.1099 1947.61 1948.1 2 43.333332 1 K.IWTAHYDPGHCFAESR.E 49 2 *
1364 ENSG00000119523:ENSMUSG00000039740:ENSRNOG00000006369 ALG2 gi|14861836|ref|NP_149078.1| gi|14861836|ref|NP_149078.1| asparagine-linked glycosylation 2 [Homo sapiens] 2 10 9.1 416 47092 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.011318.0113 2 4.2878 0.4471 2291.91 2291.6 1 45.238094 6 R.DSVPKPSVLFLHPDLGVGGAER.L 10 2 *
1364 ENSG00000119523:ENSMUSG00000039740:ENSRNOG00000006369 ALG2 gi|14861836|ref|NP_149078.1| gi|14861836|ref|NP_149078.1| asparagine-linked glycosylation 2 [Homo sapiens] 2 10 9.1 416 47092 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008500.0085 2 3.8959 0.2982 1947.33 1948.1 1 60.000004 2 K.IWTAHYDPGHCFAESR.E 49 2 *
1364 ENSG00000119523:ENSMUSG00000039740:ENSRNOG00000006369 ALG2 gi|14861836|ref|NP_149078.1| gi|14861836|ref|NP_149078.1| asparagine-linked glycosylation 2 [Homo sapiens] 2 10 9.1 416 47092 7 HsSD-NE_NT_lymphocytes_Ti_107.011503.011503.2 2 3.0989 0.3065 2294.45 2291.6 1 40.476192 1 R.DSVPKPSVLFLHPDLGVGGAER.L 10 2 *
1365 ENSG00000101425:ENSMUSG00000052922:ENSRNOG00000034195 BPI gi|157276599|ref|NP_001716.2| gi|157276599|ref|NP_001716.2| bactericidal/permeability-increasing protein precursor [Homo sapien 4 4 16.6 487 53900 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012851.01285 2 3.2462 0.1433 1241.23 1241.5 1 83.33333 1 K.VGWLIQLFHK.K 182 2 *
1365 ENSG00000101425:ENSMUSG00000052922:ENSRNOG00000034195 BPI gi|157276599|ref|NP_001716.2| gi|157276599|ref|NP_001716.2| bactericidal/permeability-increasing protein precursor [Homo sapien 4 4 16.6 487 53900 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011504.01150 2 2.8626 0.129 1256.17 1256.5 1 65 1 K.FFGTFLPEVAK.K 328 2
1365 ENSG00000101425:ENSMUSG00000052922:ENSRNOG00000034195 BPI gi|157276599|ref|NP_001716.2| gi|157276599|ref|NP_001716.2| bactericidal/permeability-increasing protein precursor [Homo sapien 4 4 16.6 487 53900 9.4 HsSD-NE_NT_lymphocytes_PK_109.018682.018682. 3 3.608 0.2057 3302.75 3301.9 6 20.3125 1 A.SLMVLVAIGTAVTAAVNPGVVVRISQKGLDYAS.Q 17 0
1365 ENSG00000101425:ENSMUSG00000052922:ENSRNOG00000034195 BPI gi|157276599|ref|NP_001716.2| gi|157276599|ref|NP_001716.2| bactericidal/permeability-increasing protein precursor [Homo sapien 4 4 16.6 487 53900 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.011228.0112 3 3.5432 0.1126 3090.77 3092.4 1 28.846153 1 K.GEFYSENHHNPPPFAPPVMEFPAAHDR.M 257 2 *
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NP_689677.1| gi|22748979|ref|NP_689677.1| transmembrane protein 199 [Homo sapiens] 3 6 17.8 208 23130 9 HsNaOH-NE_NT_lymphocytes_Ti_111.013541.01354 2 5.5621 0.4316 2596.39 2596 1 54.761906 1 K.LYLHELLEGSEIYLPEVVKPPR.N 74 2 *
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NP_689677.1| gi|22748979|ref|NP_689677.1| transmembrane protein 199 [Homo sapiens] 3 6 17.8 208 23130 9 HsNaOH-NE_NT_lymphocytes_Ti_111.013578.01357 3 3.6358 0.1892 2597.96 2596 2 29.761904 1 K.LYLHELLEGSEIYLPEVVKPPR.N 74 2 *
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NP_689677.1| gi|22748979|ref|NP_689677.1| transmembrane protein 199 [Homo sapiens] 3 6 17.8 208 23130 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008200.0082 2 3.0186 0.1405 1590.87 1591.8 4 53.571426 1 R.ALGPGGELEPERLPR.K 14 2 *
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NP_689677.1| gi|22748979|ref|NP_689677.1| transmembrane protein 199 [Homo sapiens] 3 6 17.8 208 23130 9 HsSD-NE_NT_lymphocytes_Ti_112.014266.014266.2 2 4.1118 0.3875 2594.97 2596 1 47.61905 1 K.LYLHELLEGSEIYLPEVVKPPR.N 74 2 *
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NP_689677.1| gi|22748979|ref|NP_689677.1| transmembrane protein 199 [Homo sapiens] 3 6 17.8 208 23130 9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013326.0133 2 4.7763 0.3846 2596.97 2596 1 57.14286 2 K.LYLHELLEGSEIYLPEVVKPPR.N 74 2 *
1367 ENSG00000155099:ENSMUSG00000028221:ENSRNOG00000006697 TMEM55A gi|24308165|ref|NP_061180.1| gi|24308165|ref|NP_061180.1| transmembrane protein 55A [Homo sapiens] 3 3 26.1 257 28081 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010577.01057 2 4.693 0.5326 2695.45 2695 1 42 1 R.SPLLSASHSGNVTPTAPPYLQESSPR.A 10 2
1367 ENSG00000155099:ENSMUSG00000028221:ENSRNOG00000006697 TMEM55A gi|24308165|ref|NP_061180.1| gi|24308165|ref|NP_061180.1| transmembrane protein 55A [Homo sapiens] 3 3 26.1 257 28081 8.7 HsNaOH-NE_NT_lymphocytes_PK_113.011800.0118 2 3.0907 0.3225 1861.59 1862 4 46.875 1 S.EEQPAQPALPIQPEGTR.V 135 1
1367 ENSG00000155099:ENSMUSG00000028221:ENSRNOG00000006697 TMEM55A gi|24308165|ref|NP_061180.1| gi|24308165|ref|NP_061180.1| transmembrane protein 55A [Homo sapiens] 3 3 26.1 257 28081 8.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2994.299 2 2.6606 0.2394 2511.81 2510.8 1 34.782608 1 R.AELPPPYTAIASPDASGIPVINCR.V 36 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.020879.0208 2 3.2885 0.4092 3148.85 3148.6 1 35.714287 2 R.EFLAAMEPEPAPAPAPEEWLDILGNGLLR.K 75 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008248.00824 2 3.141 0.2715 1840.23 1840 1 53.125 1 K.GQVVTVHLQTSLENGTR.V 120 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012178.0121 2 3.1992 0.1703 1614.33 1611.8 3 57.14286 1 R.ADFVLAANSYDLAIK.A 236 2
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013224.0132 2 4.8578 0.3019 1796.15 1795.1 1 75 2 K.VDMTFEEEAQLLQLK.V 258 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.007396.00739 2 3.4788 0.3136 1642.97 1640.8 4 61.538464 2 R.SCSLVLEHQPDNIK.A 295 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009586.0095 3 3.6139 0.1171 1521.35 1520.8 1 48.214287 1 K.KTLVPGPPGSSRPVK.G 105 2 *
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NP_036313.3| gi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sapiens] 6 12 25.4 413 44649 4.8 HsSD-NE_NT_lymphocytes_Ti_105.000191.000191.2 2 3.9941 0.4363 3148.39 3148.6 1 33.92857 3 R.EFLAAMEPEPAPAPAPEEWLDILGNGLLR.K 75 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_NT_lymphocytes_Ti_108.018602.01860 2 5.1089 0.4279 1730.05 1731.1 1 76.666664 2 R.GLGCSLLFIPLGLVDR.R 271 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.020674.02067 2 4.105 0.3965 3035.45 3032.5 1 33.333336 2 R.EDVQPGTGMLAYTHILMEAAPGLLALYR.D 418 2 *
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1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.020421.0204 2 4.1371 0.3753 3033.03 3032.5 1 35.185184 1 R.EDVQPGTGMLAYTHILMEAAPGLLALYR.D 418 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.016859.0168 3 4.9755 0.286 4129.43 4127.5 1 28.030304 3 K.VEESFNLQATHDLLYHWQDLEQYDHLEFPGVVPR.T 33 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.017351.01735 3 3.7978 0.1536 4129.58 4127.5 1 24.242424 1 K.VEESFNLQATHDLLYHWQDLEQYDHLEFPGVVPR.T 33 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsSD-NE_NT_lymphocytes_Ti_109.017829.017829.3 3 3.9911 0.2859 4125.83 4127.5 1 20.454546 1 K.VEESFNLQATHDLLYHWQDLEQYDHLEFPGVVPR.T 33 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsSD-NE_NT_lymphocytes_Ti_106.017691.017691.2 2 4.0672 0.3022 1731.33 1731.1 1 66.66667 1 R.GLGCSLLFIPLGLVDR.R 271 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.020420.0204 3 5.3098 0.4152 3032.18 3032.5 1 34.25926 2 R.EDVQPGTGMLAYTHILMEAAPGLLALYR.D 418 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsSD-NE_NT_lymphocytes_Ti_108.021173.021173.2 2 2.5703 0.2191 3032.01 3032.5 5 25.925926 1 R.EDVQPGTGMLAYTHILMEAAPGLLALYR.D 418 2 *
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NP_077010.1| gi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 12 [Homo sapiens] 5 15 19.1 488 54655 9.6 HsSD-NE_NT_lymphocytes_Ti_110.018488.018488.2 2 2.7935 0.1038 1744.31 1742.1 1 53.571426 1 R.FIIYAFPMLNITAAR.G 312 2 *
1370 ENSG00000023318:ENSMUSG00000028343:ENSRNOG00000005841 TXNDC4 gi|52487191|ref|NP_055866.1| gi|52487191|ref|NP_055866.1| thioredoxin domain containing 4 (endoplasmic reticulum) [Homo sa 3 3 10.6 406 46971 5.3 HsSD-NE_PHA_lymphocytes_Ti_115.010045.010045 2 2.5308 0.1112 1288.67 1289.6 1 83.33333 1 K.FRHPLLHIQK.T 304 2 *
1370 ENSG00000023318:ENSMUSG00000028343:ENSRNOG00000005841 TXNDC4 gi|52487191|ref|NP_055866.1| gi|52487191|ref|NP_055866.1| thioredoxin domain containing 4 (endoplasmic reticulum) [Homo sa 3 3 10.6 406 46971 5.3 HsSD-NE_PHA_lymphocytes_PK_109.013624.013624 2 3.754 0.2988 2340.77 2338.6 1 42.5 1 R.YSGDNIIYKPPGHSAPDMVYL.G 204 1 *
1370 ENSG00000023318:ENSMUSG00000028343:ENSRNOG00000005841 TXNDC4 gi|52487191|ref|NP_055866.1| gi|52487191|ref|NP_055866.1| thioredoxin domain containing 4 (endoplasmic reticulum) [Homo sa 3 3 10.6 406 46971 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1552.155 2 2.7481 0.2089 1444.19 1444.5 3 68.181816 1 R.VDCDQHSDIAQR.Y 90 2 *
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NP_001703.2| gi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_00102008 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 3 14 4.4 526 57560 6 HsNaOH-NE_NT_lymphocytes_Ti_115.013149.01314 3 5.089 0.3607 2793.02 2791.2 1 35.227272 1 K.EVLLLVHNLPQQLFGYSWYKGER.V 50 2
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NP_001703.2| gi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_00102008 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 3 14 4.4 526 57560 6 HsNaOH-NE_NT_lymphocytes_Ti_112.014090.01409 2 5.4033 0.3783 2448.49 2448.9 1 60.526318 3 K.EVLLLVHNLPQQLFGYSWYK.G 50 2
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NP_001703.2| gi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_00102008 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 3 14 4.4 526 57560 6 HsSD-NE_NT_lymphocytes_Ti_114.014195.014195.2 2 2.6897 0.2555 2450.17 2448.9 7 34.210526 2 K.EVLLLVHNLPQQLFGYSWYK.G 50 2
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NP_001703.2| gi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_00102008 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 3 14 4.4 526 57560 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013820.0138 2 5.1992 0.4684 2447.79 2448.9 1 63.15789 6 K.EVLLLVHNLPQQLFGYSWYK.G 50 2
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NP_001703.2| gi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_00102008 carcinoembryonic antigen-related cell adhesion molecule 1 isoform 3 14 4.4 526 57560 6 HsNaOH-NE_PHA_lymphocytes_Ti_114.013833.0138 3 5.0826 0.3415 2451.56 2448.9 1 40.789474 2 K.EVLLLVHNLPQQLFGYSWYK.G 50 2
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.003159.0031 2 4.2705 0.2801 3120.33 3118.7 1 40.74074 5 R.EFMGELWPLLLSAQENIAGIPSAFLELK.K 100 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010778.0107 2 3.6203 0.2752 1440.53 1440.8 1 72.72727 2 K.VNLEVIKPWITK.R 43 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_NT_lymphocytes_Ti_111.002354.00235 3 4.6121 0.402 3247.01 3246.8 1 33.035713 2 R.EFMGELWPLLLSAQENIAGIPSAFLELKK.E 100 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008229.0082 2 3.1346 0.3201 1607.53 1605.7 1 57.14286 1 K.EPSVQEATSTSDILK.V 232 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.003208.0032 3 3.8024 0.1728 3118.88 3118.7 5 23.148148 3 R.EFMGELWPLLLSAQENIAGIPSAFLELK.K 100 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_NT_lymphocytes_Ti_110.002517.00251 2 3.091 0.2491 3119.07 3118.7 1 38.88889 2 R.EFMGELWPLLLSAQENIAGIPSAFLELK.K 100 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_NT_lymphocytes_Ti_113.008528.00852 2 2.3293 0.0893 1062.53 1062.2 6 66.66667 1 R.RSPSPAPPPR.R 559 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsSD-NE_NT_lymphocytes_Ti_108.002988.002988.2 2 4.3429 0.3674 3120.75 3118.7 1 38.88889 4 R.EFMGELWPLLLSAQENIAGIPSAFLELK.K 100 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.008709.0087 2 2.5223 0.0824 1062.41 1062.2 8 66.66667 1 R.RSPSPAPPPR.R 559 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsSD-NE_NT_lymphocytes_Ti_102.016089.016089.2 2 4.5993 0.4419 3118.63 3116.5 1 37.878788 1 K.AVAAAAAAAVTPAAIAAATTTLAQEEPVAAPEPK.K 836 2 *
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NP_005830.2| gi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 [Homo sapiens] 8 24 12.3 904 102335 11.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.007278.0072 1 1.9406 0.1425 1230.67 1231.5 7 60.000004 2 K.VPKPEPIPEPK.E 247 2 *
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_002859.1| gi|4506371|ref|NP_002859.1| "RAB5B, member RAS oncogene family [Homo sapiens] " 4 10 27 215 23707 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.008613.0086 2 3.3422 0.2391 1086.41 1086.3 1 90 3 K.LVLLGESAVGK.S 23 2
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_002859.1| gi|4506371|ref|NP_002859.1| "RAB5B, member RAS oncogene family [Homo sapiens] " 4 10 27 215 23707 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008984.00898 2 3.309 0.3526 1369.59 1369.6 1 73.07692 2 R.QASPSIVIALAGNK.A 121 2 *
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_002859.1| gi|4506371|ref|NP_002859.1| "RAB5B, member RAS oncogene family [Homo sapiens] " 4 10 27 215 23707 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.011694.0116 2 3.605 0.1913 2070.27 2068.3 3 47.22222 1 R.GAQAAIVVYDITNQETFAR.A 92 2 *
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_002859.1| gi|4506371|ref|NP_002859.1| "RAB5B, member RAS oncogene family [Homo sapiens] " 4 10 27 215 23707 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014603.01460 2 3.1222 0.2081 1522.69 1521.8 1 69.230774 3 K.TAMNVNDLFLAIAK.K 166 2 *
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_002859.1| gi|4506371|ref|NP_002859.1| "RAB5B, member RAS oncogene family [Homo sapiens] " 4 10 27 215 23707 8.1 HsSD-NE_NT_lymphocytes_Ti_103.009686.009686.2 2 3.1552 0.2288 1088.75 1086.3 1 85 1 K.LVLLGESAVGK.S 23 2
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.021194.02119 2 3.6767 0.36 2407.07 2406.7 1 34.090908 1 K.TATALLESPLSATVEDALQSFLK.A 386 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.021290.02129 3 4.6637 0.2884 2406.2 2406.7 1 34.090908 2 K.TATALLESPLSATVEDALQSFLK.A 386 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.020450.02045 3 4.6712 0.3098 2535.56 2534.9 1 36.95652 2 K.KTATALLESPLSATVEDALQSFLK.A 385 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.011652.01165 2 3.7184 0.1862 1738.47 1736.9 1 79.16667 1 R.WCYQVSHLSWLEK.K 372 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.021256.02125 2 3.037 0.1203 2535.65 2534.9 2 34.782608 1 K.KTATALLESPLSATVEDALQSFLK.A 385 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008396.00839 2 4.2761 0.3702 1099.97 1100.3 1 95 2 R.GLAGEIVGEVR.C 117 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.000084.0000 2 3.8769 0.281 2408.09 2406.7 1 45.454548 3 K.TATALLESPLSATVEDALQSFLK.A 386 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsSD-NE_NT_lymphocytes_Ti_104.001286.001286.2 2 5.1137 0.4617 2406.07 2406.7 1 56.81818 3 K.TATALLESPLSATVEDALQSFLK.A 386 2 *
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_060615.1| gi|8922532|ref|NP_060615.1| "family with sequence similarity 82, member C [Homo sapiens] " 6 17 10.2 470 52118 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009796.009796.2 2 4.0171 0.3446 1100.07 1100.3 1 90 2 R.GLAGEIVGEVR.C 117 2 *
1375 ENSG00000168818:ENSMUSG00000029125:ENSRNOG00000006139 STX18 gi|8394376|ref|NP_058626.1| gi|8394376|ref|NP_058626.1| syntaxin 18 [Homo sapiens] 1 10 3.6 335 38674 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.017067.0170 2 4.1682 0.3803 1430.43 1427.6 2 81.818184 4 R.TAVLDFIEDYLK.R 132 2 *
1375 ENSG00000168818:ENSMUSG00000029125:ENSRNOG00000006139 STX18 gi|8394376|ref|NP_058626.1| gi|8394376|ref|NP_058626.1| syntaxin 18 [Homo sapiens] 1 10 3.6 335 38674 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.016912.01691 2 4.3701 0.4801 1427.39 1427.6 1 86.36364 4 R.TAVLDFIEDYLK.R 132 2 *
1375 ENSG00000168818:ENSMUSG00000029125:ENSRNOG00000006139 STX18 gi|8394376|ref|NP_058626.1| gi|8394376|ref|NP_058626.1| syntaxin 18 [Homo sapiens] 1 10 3.6 335 38674 5.5 HsSD-NE_NT_lymphocytes_Ti_104.018051.018051.2 2 4.4293 0.4597 1427.53 1427.6 1 81.818184 2 R.TAVLDFIEDYLK.R 132 2 *
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_036243.1| gi|6912280|ref|NP_036243.1| "AHA1, activator of heat shock 90kDa protein ATPase homolog 1 [ 4 7 16.6 338 38274 5.5 HsSD-NE_PHA_lymphocytes_PK_108.019029.019029 2 3.4461 0.249 1975.71 1973.3 1 60.000004 1 T.LKETFLTSPEELYRVF.T 211 0 *
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_036243.1| gi|6912280|ref|NP_036243.1| "AHA1, activator of heat shock 90kDa protein ATPase homolog 1 [ 4 7 16.6 338 38274 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015416.01541 2 4.2448 0.4807 2446.51 2446.7 1 59.523808 2 R.VFTTQELVQAFTHAPATLEADR.G 225 2 *
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_036243.1| gi|6912280|ref|NP_036243.1| "AHA1, activator of heat shock 90kDa protein ATPase homolog 1 [ 4 7 16.6 338 38274 5.5 HsSD-NE_NT_lymphocytes_Ti_106.014539.014539.2 2 2.4465 0.1373 2446.49 2446.7 2 33.333336 1 R.VFTTQELVQAFTHAPATLEADR.G 225 2 *
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_036243.1| gi|6912280|ref|NP_036243.1| "AHA1, activator of heat shock 90kDa protein ATPase homolog 1 [ 4 7 16.6 338 38274 5.5 HsSD-NE_PHA_lymphocytes_PK_105.012921.01292 2 2.7831 0.2179 2184.57 2183.3 7 42.105263 2 K.GHVEIPNLSDENSVDEVEIS.V 101 1 *
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_036243.1| gi|6912280|ref|NP_036243.1| "AHA1, activator of heat shock 90kDa protein ATPase homolog 1 [ 4 7 16.6 338 38274 5.5 HsSD-NE_NT_lymphocytes_Ti_105.016534.016534.3 3 3.9054 0.327 2447 2446.7 1 36.904762 1 R.VFTTQELVQAFTHAPATLEADR.G 225 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_NT_lymphocytes_Ti_110.013606.01360 3 7.591 0.5269 3879.32 3879.2 1 31.060606 2 K.EGRPVYISLPHFLYASPDVSEPIDGLNPNEEEHR.T 335 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.014108.0141 3 3.7588 0.4905 3535.13 3536.9 1 28.333334 1 R.PVYISLPHFLYASPDVSEPIDGLNPNEEEHR.T 338 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_NT_lymphocytes_Ti_109.014610.01461 3 3.5492 0.2519 3539.84 3536.9 7 21.666666 1 R.PVYISLPHFLYASPDVSEPIDGLNPNEEEHR.T 338 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_NT_lymphocytes_Ti_104.008825.00882 2 4.3993 0.4029 2149.71 2150.2 1 64.70589 4 K.AFASPVENPDNYCFCTEK.I 299 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015867.0158 2 4.3124 0.2938 1959.89 1958.3 1 78.125 2 R.TYLDIEPITGFTLQFAK.R 369 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_NT_lymphocytes_Ti_105.010785.01078 2 4.299 0.3719 1588.39 1587.7 1 79.16667 1 K.SQVLQFFSSDICR.S 261 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.011085.0110 2 2.7392 0.2636 1587.73 1587.7 1 70.83333 1 K.SQVLQFFSSDICR.S 261 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsNaOH-NE_NT_lymphocytes_Ti_110.008618.00861 2 2.8336 0.149 1369.07 1368.7 1 77.27273 2 R.LQVNLLVKPSEK.I 387 2 *
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NP_001001548.1| gi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 6 15 19.9 472 53053 8 HsSD-NE_NT_lymphocytes_Ti_108.013963.013963.3 3 6.9396 0.5802 3877.52 3879.2 1 30.303032 1 K.EGRPVYISLPHFLYASPDVSEPIDGLNPNEEEHR.T 335 2 *
1378 ENSG00000103275:ENSMUSG00000015120:ENSRNOG00000017907 UBE2I gi|35494003|ref|NP_919237.1| gi|35494003|ref|NP_919237.1| ubiquitin-conjugating enzyme E2I [Homo sapiens] 4 11 31 158 18007 8.7 HsSD-NE_PHA_lymphocytes_Ti_114.012849.012849 3 4.3997 0.297 4259.24 4259.8 1 21.428572 7 K.CKFEPPLFHPNVYPSGTVCLSILEEDKDWRPAITIK.Q 75 2 *
1378 ENSG00000103275:ENSMUSG00000015120:ENSRNOG00000017907 UBE2I gi|35494003|ref|NP_919237.1| gi|35494003|ref|NP_919237.1| ubiquitin-conjugating enzyme E2I [Homo sapiens] 4 11 31 158 18007 8.7 HsSD-NE_PHA_lymphocytes_Ti_109.015429.015429 3 3.3165 0.161 3972.23 3971.5 1 22.727274 1 K.FEPPLFHPNVYPSGTVCLSILEEDKDWRPAITIK.Q 77 2 *
1378 ENSG00000103275:ENSMUSG00000015120:ENSRNOG00000017907 UBE2I gi|35494003|ref|NP_919237.1| gi|35494003|ref|NP_919237.1| ubiquitin-conjugating enzyme E2I [Homo sapiens] 4 11 31 158 18007 8.7 HsSD-NE_PHA_lymphocytes_PK_107.012370.012370 2 3.8903 0.2664 1917.99 1915.2 4 50 1 L.SILEEDKDWRPAITIK.Q 95 1 *
1378 ENSG00000103275:ENSMUSG00000015120:ENSRNOG00000017907 UBE2I gi|35494003|ref|NP_919237.1| gi|35494003|ref|NP_919237.1| ubiquitin-conjugating enzyme E2I [Homo sapiens] 4 11 31 158 18007 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010636.0106 2 3.782 0.4042 1443.51 1443.7 1 79.16667 2 R.KDHPFGFVAVPTK.N 18 2 *
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_005556.1| gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Homo sapiens] 4 18 18.6 533 60188 6.3 HsSD-NE_PHA_lymphocytes_Ti_114.012788.012788 3 4.1116 0.2463 4723.07 4724.2 9 15.625 5 R.NFPLPLPNKPRPPSPAEEENSLNEEWYVSYITRPEAEAALR.K 397 2 *
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_005556.1| gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Homo sapiens] 4 18 18.6 533 60188 6.3 HsSD-NE_PHA_lymphocytes_Ti_114.014117.014117 2 3.879 0.4287 1907.73 1905.1 1 60.000004 1 R.GKEDFLSVSDIIDYFR.K 491 2 *
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_005556.1| gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Homo sapiens] 4 18 18.6 533 60188 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.010192.0101 3 3.4176 0.1917 3192.08 3192.5 1 29.62963 1 R.ENDEDDVHQRPLPQPALLPMSSNTFPSR.S 318 2 *
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_005556.1| gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Homo sapiens] 4 18 18.6 533 60188 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.009816.0098 2 3.6025 0.2164 1498.57 1497.7 3 65.38461 3 K.KPPFSDKPSIPAGR.S 260 2 *
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_005556.1| gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Homo sapiens] 4 18 18.6 533 60188 6.3 HsSD-NE_NT_lymphocytes_Ti_107.017391.017391.2 2 5.2239 0.469 1906.39 1905.1 1 80 8 R.GKEDFLSVSDIIDYFR.K 491 2 *
1380 ENSG00000169504:ENSMUSG00000037242:ENSRNOG00000018109 CLIC4 gi|7330335|ref|NP_039234.1| gi|7330335|ref|NP_039234.1| chloride intracellular channel 4 [Homo sapiens] 3 8 19 253 28772 5.6 HsSD-NE_PHA_lymphocytes_PK_109.012686.012686 1 2.6459 0.2341 1339.55 1339.5 1 65 2 S.IGNCPFSQRLF.M 32 0
1380 ENSG00000169504:ENSMUSG00000037242:ENSRNOG00000018109 CLIC4 gi|7330335|ref|NP_039234.1| gi|7330335|ref|NP_039234.1| chloride intracellular channel 4 [Homo sapiens] 3 8 19 253 28772 5.6 HsSD-NE_PHA_lymphocytes_PK_113.014881.01488 2 3.7955 0.2803 2065.71 2065.4 1 52.77778 2 R.KPADLQNLAPGTHPPFITF.N 62 1 *
1380 ENSG00000169504:ENSMUSG00000037242:ENSRNOG00000018109 CLIC4 gi|7330335|ref|NP_039234.1| gi|7330335|ref|NP_039234.1| chloride intracellular channel 4 [Homo sapiens] 3 8 19 253 28772 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.018776.0187 2 3.3281 0.1454 2163.49 2161.4 1 44.11765 1 K.TDVNKIEEFLEEVLCPPK.Y 86 2 *
1380 ENSG00000169504:ENSMUSG00000037242:ENSRNOG00000018109 CLIC4 gi|7330335|ref|NP_039234.1| gi|7330335|ref|NP_039234.1| chloride intracellular channel 4 [Homo sapiens] 3 8 19 253 28772 5.6 HsSD-NE_NT_lymphocytes_Ti_106.018507.018507.2 2 3.7953 0.1704 2160.75 2161.4 1 52.941177 3 K.TDVNKIEEFLEEVLCPPK.Y 86 2 *
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.010041.01004 2 3.0423 0.1213 2102.19 2102.4 1 50 1 K.KMTNLTELELVHCDLER.I 587 2 *
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010560.0105 2 2.2569 0.1782 1371.97 1370.5 3 68.181816 1 R.FAVFLSEVSENK.L 388 2
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.002049.00204 3 4.9933 0.3089 2803.67 2801.4 1 33.333336 2 R.LELPLIMLSGLPDTVFEITELQSLK.L 426 2 *
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016631.01663 2 3.1953 0.2222 1496.41 1495.8 1 62.5 1 K.IGNLLFLSYLDVK.G 748 2 *
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.014190.01419 2 2.7843 0.1764 1935.11 1932.2 2 41.17647 1 R.AGLVVEDALFETLPSDVR.E 780 2 *
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NP_115646.2| gi|19923729|ref|NP_115646.2| "leucine rich repeat containing 8 family, member C [Homo sapiens] 6 7 12.7 803 92391 7.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2951.29 2 3.3131 0.3679 1945.36 1946.2 1 50 1 R.NLEELYLVGSLSHDISR.N 515 2 *
1382 ENSG00000108669:ENSMUSG00000017132:NA CYTH1 gi|110349763|ref|NP_059430.2| gi|110349763|ref|NP_059430.2|;gi|4758964|ref|NP_004753.1| "pleckstrin homology, Sec7 and coiled/coil domains 1 isoform 2 [Ho 3 6 11.1 397 46356 5.5 HsSD-NE_PHA_lymphocytes_PK_107.016534.016534 2 3.5933 0.3018 1393.89 1394.6 7 75 4 T.FFNPDREGWLL.K 258 0
1382 ENSG00000108669:ENSMUSG00000017132:NA CYTH1 gi|110349763|ref|NP_059430.2| gi|110349763|ref|NP_059430.2|;gi|4758964|ref|NP_004753.1| "pleckstrin homology, Sec7 and coiled/coil domains 1 isoform 2 [Ho 3 6 11.1 397 46356 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.010774.01077 2 3.1365 0.2255 1504.51 1502.6 1 72.72727 1 K.NTCEDIAQFLYK.G 92 2
1382 ENSG00000108669:ENSMUSG00000017132:NA CYTH1 gi|110349763|ref|NP_059430.2| gi|110349763|ref|NP_059430.2|;gi|4758964|ref|NP_004753.1| "pleckstrin homology, Sec7 and coiled/coil domains 1 isoform 2 [Ho 3 6 11.1 397 46356 5.5 HsSD-NE_NT_lymphocytes_Ti_104.014706.014706.2 2 3.0778 0.1926 2360.75 2360.5 1 35 1 R.LKDEIAEVANEIENLGSTEER.K 37 2
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.003521.003521 2 4.4686 0.411 3044.31 3041.4 1 36.53846 7 K.EISFDTMQQELQIGADDVEAFVIDAVR.T 291 2 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_Ti_115.016179.016179 2 4.8532 0.4391 2044.65 2046.4 1 64.70589 5 K.FLEGELIHDLLTIFVSAK.L 231 2 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_Ti_111.013395.013395 2 3.391 0.3699 2280.31 2281.7 1 47.368423 2 R.ALKDPNAFLFDHLLTLKPVK.F 211 2 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_PK_107.011801.01180 2 2.9271 0.1578 1550.17 1548.8 1 68.181816 2 Q.YIPTELDQVRKW.I 139 0 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.012382.0123 3 3.5698 0.1901 2282.3 2281.7 1 35.526314 3 R.ALKDPNAFLFDHLLTLKPVK.F 211 2 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_PK_105.018278.018278 2 3.504 0.2094 1300.39 1299.5 1 85 2 K.FLEGELIHDLL.T 231 1 *
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NP_006351.2| gi|23397429|ref|NP_006351.2| "eukaryotic translation initiation factor 3, subunit M [Homo sapiens] 7 22 20.6 374 42503 5.6 HsSD-NE_PHA_lymphocytes_PK_105.018742.018742 2 3.2015 0.2667 1401.67 1400.6 4 72.72727 1 K.FLEGELIHDLLT.I 231 1 *
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_002047.1| gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphate aminotransferase [Homo sapien 4 7 10.3 681 76747 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.002001.0020 3 3.8001 0.1225 2547.74 2547.9 5 30.952381 1 R.QVLEELTELPVMVELASDFLDR.N 386 2
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_002047.1| gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphate aminotransferase [Homo sapien 4 7 10.3 681 76747 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.006924.0069 2 2.728 0.1879 1800.37 1800.9 6 50 2 R.WATHGEPSPVNSHPQR.S 96 2 *
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_002047.1| gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphate aminotransferase [Homo sapien 4 7 10.3 681 76747 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.002103.0021 2 2.6257 0.2104 2550.49 2547.9 1 38.095238 1 R.QVLEELTELPVMVELASDFLDR.N 386 2
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_002047.1| gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphate aminotransferase [Homo sapien 4 7 10.3 681 76747 6.9 HsSD-NE_NT_lymphocytes_Ti_106.003525.003525.2 2 3.7599 0.2801 2548.69 2547.9 1 50 2 R.QVLEELTELPVMVELASDFLDR.N 386 2
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_002047.1| gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphate aminotransferase [Homo sapien 4 7 10.3 681 76747 6.9 HsSD-NE_NT_lymphocytes_PK_105.018800.018800. 3 3.8454 0.2377 3770.63 3773.1 8 18.548388 1 E.SETDTETIAKLVKYMYDNRESQDTSFTTLVER.V 145 1 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsSD-NE_PHA_lymphocytes_PK_108.010083.010083 2 3.1346 0.2324 1740.53 1739.9 1 58.333332 5 Q.WLYDNHKDESYLR.R 271 1 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.014067.0140 2 4.0588 0.467 2108.79 2110.5 1 42.105263 2 R.ALETLTGALFQRPPLIAAVK.R 172 2 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010988.0109 2 3.5123 0.3156 2468.49 2468.8 1 50 2 R.TGFINLDKPSNPSSHEVVAWIR.R 89 2 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.010748.0107 3 3.0471 0.2796 2467.67 2468.8 2 33.333336 1 R.TGFINLDKPSNPSSHEVVAWIR.R 89 2 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsSD-NE_NT_lymphocytes_Ti_110.012167.012167.3 3 4.6543 0.449 2468.21 2468.8 1 39.285713 2 R.TGFINLDKPSNPSSHEVVAWIR.R 89 2 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsSD-NE_NT_lymphocytes_Ti_106.013065.013065.2 2 3.0381 0.3244 2111.25 2110.5 5 36.842106 1 R.ALETLTGALFQRPPLIAAVK.R 172 2 *
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_001354.1| gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 5 14 10.7 514 57674 9.4 HsSD-NE_NT_lymphocytes_Ti_109.015086.015086.3 3 3.8197 0.2521 2111.12 2110.5 1 38.157894 1 R.ALETLTGALFQRPPLIAAVK.R 172 2 *
1386 ENSG00000168497:ENSMUSG00000045954:ENSRNOG00000025895 SDPR gi|4759082|ref|NP_004648.1| gi|4759082|ref|NP_004648.1| serum deprivation response protein [Homo sapiens] 2 3 6.6 425 47173 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.007784.007784 2 3.1382 0.1676 1362.85 1364.6 3 75 1 K.RLENNHAQLLR.R 141 2 *
1386 ENSG00000168497:ENSMUSG00000045954:ENSRNOG00000025895 SDPR gi|4759082|ref|NP_004648.1| gi|4759082|ref|NP_004648.1| serum deprivation response protein [Homo sapiens] 2 3 6.6 425 47173 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013083.0130 2 3.4865 0.2713 1965.79 1963.3 1 65.625 1 K.VLIFQEENEIPASVFVK.Q 157 2 *
1386 ENSG00000168497:ENSMUSG00000045954:ENSRNOG00000025895 SDPR gi|4759082|ref|NP_004648.1| gi|4759082|ref|NP_004648.1| serum deprivation response protein [Homo sapiens] 2 3 6.6 425 47173 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3443.344 2 2.8562 0.2339 1963.47 1963.3 1 53.125 1 K.VLIFQEENEIPASVFVK.Q 157 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009156.00915 2 2.0665 0.3742 2917.83 2918.1 1 40.384613 1 R.APASVPETPTAVTAPHSSSWDTYYQPR.A 25 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.012135.01213 2 4.1707 0.4401 1832.55 1830.1 1 70 1 K.LPCQITSYLVAHTLGR.R 203 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010827.01082 2 3.1006 0.2978 1761.65 1759.9 1 61.538464 2 R.SWPVDFHWEEPSSR.K 155 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010797.01079 2 4.3704 0.3726 1870.11 1870.1 1 70 2 K.LLACDGNEIDTMFVDR.R 255 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_NT_lymphocytes_Ti_115.009963.00996 2 2.6047 0.1309 1358.35 1358.6 8 59.090908 3 R.GVALLRPEPLHR.G 179 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011184.0111 2 3.1963 0.0997 1871.19 1870.1 1 56.666668 1 K.LLACDGNEIDTMFVDR.R 255 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010239.0102 2 2.2243 0.1655 1358.55 1358.6 5 59.090908 1 R.GVALLRPEPLHR.G 179 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011780.0117 2 3.1119 0.2829 1959.17 1958.3 1 53.125 2 K.KLPCQITSYLVAHTLGR.R 202 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsSD-NE_NT_lymphocytes_Ti_112.011440.011440.2 2 2.6453 0.2457 1358.13 1358.6 2 63.636364 2 R.GVALLRPEPLHR.G 179 2 *
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NP_066983.1| gi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Homo sapiens] 7 16 17.7 558 63243 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.015956.0159 2 2.4722 0.1175 1724.57 1721.9 6 58.333332 1 R.WEVEEDWCLSVLR.S 489 2 *
1388 ENSG00000186940:NA:NA CHCHD9 gi|58219034|ref|NP_001010916.1| gi|58219034|ref|NP_001010916.1|;gi|7705851|ref|NP_057223 coiled-coil-helix-coiled-coil-helix domain containing 9 [Homo sapien 3 5 18.5 151 15490 9.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007426.00742 2 3.8919 0.3542 2139.55 2139.4 1 50 2 R.PAPVAQPPAAAPPSAVGSSAAAPR.Q 28 2
1388 ENSG00000186940:NA:NA CHCHD9 gi|58219034|ref|NP_001010916.1| gi|58219034|ref|NP_001010916.1|;gi|7705851|ref|NP_057223 coiled-coil-helix-coiled-coil-helix domain containing 9 [Homo sapien 3 5 18.5 151 15490 9.9 HsSD-NE_NT_lymphocytes_Ti_115.009927.009927.3 3 5.0851 0.3733 2534.93 2534.9 1 38.88889 2 R.AAPRPAPVAQPPAAAPPSAVGSSAAAPR.Q 24 2
1388 ENSG00000186940:NA:NA CHCHD9 gi|58219034|ref|NP_001010916.1| gi|58219034|ref|NP_001010916.1|;gi|7705851|ref|NP_057223 coiled-coil-helix-coiled-coil-helix domain containing 9 [Homo sapien 3 5 18.5 151 15490 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.009719.0097 2 3.1578 0.1454 2535.57 2534.9 1 38.88889 1 R.AAPRPAPVAQPPAAAPPSAVGSSAAAPR.Q 24 2
1389 ENSG00000060762:ENSMUSG00000023861:ENSRNOG00000012415 BRP44L gi|7706369|ref|NP_057182.1| gi|7706369|ref|NP_057182.1| brain protein 44-like [Homo sapiens] 1 4 19.3 109 12347 9.6 HsSD-NE_PHA_lymphocytes_Ti_113.014445.014445 2 3.8238 0.3514 2401.91 2399.7 1 42.5 1 R.NWLLFACHATNEVAQLIQGGR.L 77 2 *
1389 ENSG00000060762:ENSMUSG00000023861:ENSRNOG00000012415 BRP44L gi|7706369|ref|NP_057182.1| gi|7706369|ref|NP_057182.1| brain protein 44-like [Homo sapiens] 1 4 19.3 109 12347 9.6 HsNaOH-NE_NT_lymphocytes_Ti_113.014586.01458 2 4.4923 0.3124 2402.23 2399.7 1 57.5 1 R.NWLLFACHATNEVAQLIQGGR.L 77 2 *
1389 ENSG00000060762:ENSMUSG00000023861:ENSRNOG00000012415 BRP44L gi|7706369|ref|NP_057182.1| gi|7706369|ref|NP_057182.1| brain protein 44-like [Homo sapiens] 1 4 19.3 109 12347 9.6 HsSD-NE_NT_lymphocytes_Ti_115.014972.014972.2 2 6.3706 0.4256 2400.27 2399.7 1 65 2 R.NWLLFACHATNEVAQLIQGGR.L 77 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsSD-NE_PHA_lymphocytes_Ti_113.012736.012736 3 4.1245 0.3399 3170.27 3171.5 1 31.48148 2 R.LLHSPHQNVCEQAVWALGNIIGDGPQCR.D 165 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsSD-NE_PHA_lymphocytes_Ti_102.000222.000222 2 3.4479 0.2647 1811.31 1812.1 1 53.125 1 K.DAQVVQVVLDGLSNILK.M 424 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsNaOH-NE_PHA_lymphocytes_Ti_104.021384.0213 3 4.2911 0.3554 1811.54 1812.1 1 50 2 K.DAQVVQVVLDGLSNILK.M 424 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.021747.0217 2 3.1939 0.21 1814.69 1812.1 1 62.5 1 K.DAQVVQVVLDGLSNILK.M 424 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsSD-NE_NT_lymphocytes_Ti_105.001092.001092.3 3 6.4007 0.3596 1812.38 1812.1 1 62.5 4 K.DAQVVQVVLDGLSNILK.M 424 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsSD-NE_NT_lymphocytes_Ti_105.001061.001061.2 2 4.418 0.2815 1811.69 1812.1 1 68.75 4 K.DAQVVQVVLDGLSNILK.M 424 2 *
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_002259.1| gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapiens] 4 15 11.3 521 57887 5 HsSD-NE_NT_lymphocytes_Ti_104.008114.008114.2 2 3.7908 0.29 1774.49 1773.9 2 69.230774 1 K.IEQLQNHENEDIYK.L 462 2 *
1391 ENSG00000062716:ENSMUSG00000018171:ENSRNOG00000036646 TMEM49 gi|20070349|ref|NP_112200.2| gi|20070349|ref|NP_112200.2| transmembrane protein 49 [Homo sapiens] 3 9 13.1 406 46238 6.9 HsSD-NE_PHA_lymphocytes_PK_111.013820.013820 2 3.8867 0.336 2328.89 2329.7 1 50 2 G.AVPGIGPSLQKPFQEYLEAQR.Q 326 1 *
1391 ENSG00000062716:ENSMUSG00000018171:ENSRNOG00000036646 TMEM49 gi|20070349|ref|NP_112200.2| gi|20070349|ref|NP_112200.2| transmembrane protein 49 [Homo sapiens] 3 9 13.1 406 46238 6.9 HsSD-NE_PHA_lymphocytes_PK_112.014360.014360 2 4.1795 0.3777 2497.69 2499.9 1 47.727272 2 F.IGAVPGIGPSLQKPFQEYLEAQR.Q 324 1 *
1391 ENSG00000062716:ENSMUSG00000018171:ENSRNOG00000036646 TMEM49 gi|20070349|ref|NP_112200.2| gi|20070349|ref|NP_112200.2| transmembrane protein 49 [Homo sapiens] 3 9 13.1 406 46238 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.015014.01501 3 5.6313 0.4455 3464.51 3461.6 1 34.482758 3 R.LSGAEPDDEEYQEFEEMLEHAESAQDFASR.A 214 2 *
1391 ENSG00000062716:ENSMUSG00000018171:ENSRNOG00000036646 TMEM49 gi|20070349|ref|NP_112200.2| gi|20070349|ref|NP_112200.2| transmembrane protein 49 [Homo sapiens] 3 9 13.1 406 46238 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014979.0149 3 5.4945 0.3368 3463.46 3461.6 1 30.172413 2 R.LSGAEPDDEEYQEFEEMLEHAESAQDFASR.A 214 2 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_Ti_115.012916.012916 3 3.9019 0.243 2322.29 2322.6 1 48.52941 1 K.TQHLSNDHICYFLYQILR.G 118 2 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_PK_109.009926.009926 2 2.5056 0.2301 1308.41 1306.4 8 66.66667 1 Q.HLSNDHICYF.L 120 0 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_Ti_114.013024.013024 2 4.7467 0.3663 2324.13 2322.6 1 52.941177 1 K.TQHLSNDHICYFLYQILR.G 118 2 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_Ti_109.018752.018752 3 5.353 0.2945 3217.94 3219.6 4 28.703705 1 K.HYLDQLNHILGILGSPSQEDLNCIINLK.A 232 2 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_NT_lymphocytes_Ti_103.014890.014890.2 2 3.6218 0.2915 2690.33 2690.9 1 39.130436 2 R.YTNLSYIGEGAYGMVCSAYDNVNK.V 25 2 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_PK_106.015600.015600 2 4.4921 0.2669 1973.29 1972.2 1 58.823532 1 L.GILGSPSQEDLNCIINLK.A 242 1 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_PHA_lymphocytes_PK_105.012120.012120 2 3.8401 0.184 1689.15 1688.8 8 60.714287 2 L.GSPSQEDLNCIINLK.A 245 1 *
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NP_002736.3| gi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 1 [Homo sapiens] 8 10 22.2 360 41390 7 HsSD-NE_NT_lymphocytes_Ti_111.010973.010973.2 2 2.7215 0.2036 1211.75 1210.4 2 83.33333 1 K.YIHSANVLHR.D 139 2
1393 ENSG00000164897:ENSMUSG00000028958:ENSRNOG00000013383 TMUB1 gi|13899257|ref|NP_113622.1| gi|13899257|ref|NP_113622.1| transmembrane and ubiquitin-like domain containing 1 [Homo sapie 2 7 26 246 26261 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.012248.012248 3 3.4113 0.1125 3747.11 3745.2 2 21.09375 1 R.LIYQGQLLGDDTQTLGSLHLPPNCVLHCHVSTR.V 142 2 *
1393 ENSG00000164897:ENSMUSG00000028958:ENSRNOG00000013383 TMUB1 gi|13899257|ref|NP_113622.1| gi|13899257|ref|NP_113622.1| transmembrane and ubiquitin-like domain containing 1 [Homo sapie 2 7 26 246 26261 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.010325.01032 3 5.0442 0.344 3256.1 3254.6 1 30.833334 2 R.HRGQAAQPEPSTGFTATPPAPDSPQEPLVLR.L 76 2 *
1393 ENSG00000164897:ENSMUSG00000028958:ENSRNOG00000013383 TMUB1 gi|13899257|ref|NP_113622.1| gi|13899257|ref|NP_113622.1| transmembrane and ubiquitin-like domain containing 1 [Homo sapie 2 7 26 246 26261 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.010587.0105 3 5.9372 0.3877 3256.61 3254.6 1 33.333336 4 R.HRGQAAQPEPSTGFTATPPAPDSPQEPLVLR.L 76 2 *
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1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.000098.00009 3 3.7386 0.317 2930.87 2929.2 4 26 2 R.ACHILECPEGLAQDVISTIGQAFELR.F 176 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.000090.0000 3 3.3065 0.1627 2931.02 2929.2 1 26 1 R.ACHILECPEGLAQDVISTIGQAFELR.F 176 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.010098.01009 3 5.3207 0.4107 3644.66 3646 1 28.37838 2 R.EGAAPGAARPTAPNAQTPSHLGATLPVGQPVGGDPEVR.K 260 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.000214.0002 2 2.9786 0.2707 2929.87 2929.2 1 42 3 R.ACHILECPEGLAQDVISTIGQAFELR.F 176 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.001125.00112 2 3.2057 0.3421 2931.17 2929.2 6 34 1 R.ACHILECPEGLAQDVISTIGQAFELR.F 176 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsSD-NE_NT_lymphocytes_Ti_108.001054.001054.2 2 3.9404 0.4619 2928.11 2929.2 1 50 4 R.ACHILECPEGLAQDVISTIGQAFELR.F 176 2
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NP_003020.2| gi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain containing) transforming protein 1 is 4 14 13.7 474 51682 7.2 HsSD-NE_NT_lymphocytes_Ti_115.010508.010508.3 3 4.244 0.2832 3773.06 3774.2 2 20.394737 1 R.EGAAPGAARPTAPNAQTPSHLGATLPVGQPVGGDPEVRK.Q 260 2
1395 ENSG00000101337:ENSMUSG00000068040:ENSRNOG00000009406 TM9SF4 gi|7662028|ref|NP_055557.1| gi|7662028|ref|NP_055557.1| transmembrane 9 superfamily protein member 4 [Homo sapiens] 2 8 6.4 625 72541 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.013750.0137 2 4.6104 0.3111 2207.27 2204.5 1 66.66667 2 R.ITEDYYVHLIADNLPVATR.L 108 2 *
1395 ENSG00000101337:ENSMUSG00000068040:ENSRNOG00000009406 TM9SF4 gi|7662028|ref|NP_055557.1| gi|7662028|ref|NP_055557.1| transmembrane 9 superfamily protein member 4 [Homo sapiens] 2 8 6.4 625 72541 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007634.00763 2 5.7114 0.5158 2463.65 2464.7 1 67.5 4 K.KCEVLCSQSNKPVTLTVEQSR.L 82 2 *
1395 ENSG00000101337:ENSMUSG00000068040:ENSRNOG00000009406 TM9SF4 gi|7662028|ref|NP_055557.1| gi|7662028|ref|NP_055557.1| transmembrane 9 superfamily protein member 4 [Homo sapiens] 2 8 6.4 625 72541 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3526.352 2 3.7388 0.2677 2203.68 2204.5 1 47.22222 2 R.ITEDYYVHLIADNLPVATR.L 108 2 *
1396 ENSG00000120265:ENSMUSG00000019795:ENSRNOG00000014330 PCMT1 gi|4885539|ref|NP_005380.1| gi|4885539|ref|NP_005380.1| protein-L-isoaspartate (D-aspartate) O-methyltransferase [Homo sa 4 7 29.1 227 24636 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009731.00973 2 3.0752 0.2931 1479.27 1478.6 5 53.846157 1 K.SGGASHSELIHNLR.K 5 2 *
1396 ENSG00000120265:ENSMUSG00000019795:ENSRNOG00000014330 PCMT1 gi|4885539|ref|NP_005380.1| gi|4885539|ref|NP_005380.1| protein-L-isoaspartate (D-aspartate) O-methyltransferase [Homo sa 4 7 29.1 227 24636 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.014066.0140 3 5.7286 0.3974 3508.13 3507 1 31.060606 2 R.MGYAEEAPYDAIHVGAAAPVVPQALIDQLKPGGR.L 145 2 *
1396 ENSG00000120265:ENSMUSG00000019795:ENSRNOG00000014330 PCMT1 gi|4885539|ref|NP_005380.1| gi|4885539|ref|NP_005380.1| protein-L-isoaspartate (D-aspartate) O-methyltransferase [Homo sa 4 7 29.1 227 24636 7.2 HsSD-NE_NT_lymphocytes_Ti_111.011028.011028.2 2 3.379 0.1409 1605.87 1606.8 6 57.14286 2 K.SGGASHSELIHNLRK.N 5 2 *
1396 ENSG00000120265:ENSMUSG00000019795:ENSRNOG00000014330 PCMT1 gi|4885539|ref|NP_005380.1| gi|4885539|ref|NP_005380.1| protein-L-isoaspartate (D-aspartate) O-methyltransferase [Homo sa 4 7 29.1 227 24636 7.2 HsSD-NE_NT_lymphocytes_Ti_103.011863.011863.2 2 5.5002 0.4837 1696.53 1695.9 1 75 2 K.ALDVGSGSGILTACFAR.M 82 2 *
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010612.01061 2 3.9437 0.319 1490.25 1487.7 1 69.230774 1 R.GFAFVTFESPADAK.A 50 2
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006005.00600 2 2.4831 0.0851 1435.87 1436.6 2 62.5 1 K.VEQATKPSFESGR.R 81 2 *
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007149.00714 2 4.9559 0.3281 1749.23 1749 1 73.333336 4 K.AIKVEQATKPSFESGR.R 78 2 *
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011121.0111 2 3.1121 0.3624 1487.39 1487.7 1 65.38461 3 R.GFAFVTFESPADAK.D 50 2
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010534.01053 1 2.9588 0.3673 1488.13 1487.7 1 57.692307 1 R.GFAFVTFESPADAK.A 50 2
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010949.0109 1 2.7985 0.2385 1487.91 1487.7 1 61.538464 1 R.GFAFVTFESPADAK.D 50 2
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.008373.0083 2 2.6517 0.1227 873.73 874.03 5 85.71429 1 R.RGPPPPPR.S 94 2
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NP_002130.2| gi|56699409|ref|NP_002130.2| "RNA binding motif protein, X-linked [Homo sapiens] " 5 13 9.7 391 42332 10.1 HsSD-NE_NT_lymphocytes_Ti_104.012216.012216.1 1 2.932 0.2543 1486.82 1487.7 1 57.692307 1 R.GFAFVTFESPADAK.A 50 2
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NP_037473.3| gi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isoform 1 [Homo sapiens] 3 14 16.9 396 44744 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.017265.0172 2 4.1843 0.2994 1569.39 1569.9 1 78.57143 2 K.IPAFLNVVDIAGLVK.G 84 2 *
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NP_037473.3| gi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isoform 1 [Homo sapiens] 3 14 16.9 396 44744 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.017676.01767 2 4.3425 0.3307 1569.41 1569.9 1 82.14286 3 K.IPAFLNVVDIAGLVK.G 84 2 *
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NP_037473.3| gi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isoform 1 [Homo sapiens] 3 14 16.9 396 44744 7.8 HsSD-NE_NT_lymphocytes_Ti_104.016772.016772.2 2 3.4724 0.364 3197.95 3195.4 1 37.037037 4 K.STFFNVLTNSQASAENFPFCTIDPNESR.V 36 2 *
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NP_037473.3| gi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isoform 1 [Homo sapiens] 3 14 16.9 396 44744 7.8 HsSD-NE_NT_lymphocytes_Ti_108.015475.015475.2 2 2.9209 0.1649 2689.61 2690.2 9 32.608696 1 K.IKEWVDKYDPGALVIPFSGALELK.L 247 2
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NP_037473.3| gi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isoform 1 [Homo sapiens] 3 14 16.9 396 44744 7.8 HsSD-NE_NT_lymphocytes_Ti_108.018009.018009.2 2 4.0998 0.3572 1569.45 1569.9 1 85.71429 4 K.IPAFLNVVDIAGLVK.G 84 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsSD-NE_PHA_lymphocytes_PK_112.016040.016040 2 3.4178 0.3426 2149.29 2148.4 1 58.823532 2 K.NVHFAYPARPEVPIFQDF.S 496 1 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.007125.0071 2 3.16 0.2996 1222.53 1222.4 1 72.72727 4 R.LRPAAAGLPEAR.K 147 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_NT_lymphocytes_Ti_104.018345.01834 2 3.7844 0.4477 2804.81 2806.1 1 41.666664 4 K.ILLLDEATSALDAENEYLVQEALDR.L 654 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.019018.0190 2 4.8203 0.5086 2805.87 2806.1 1 52.083332 2 K.ILLLDEATSALDAENEYLVQEALDR.L 654 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007376.0073 2 2.6488 0.186 910.23 909.12 1 92.85714 6 R.TVLVIAHR.L 684 2
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008142.0081 2 3.2405 0.2378 2249.11 2248.5 1 52.77778 3 K.ITEYGKHEELLSKPNGIYR.K 709 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007926.00792 2 2.6292 0.1453 2248.71 2248.5 2 38.88889 1 K.ITEYGKHEELLSKPNGIYR.K 709 2 *
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_036221.1| gi|9961244|ref|NP_036221.1| "ATP-binding cassette, sub-family B, member 10 [Homo sapiens] " 5 23 11.1 738 79099 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009635.00963 2 2.8977 0.1587 1224.87 1222.4 1 72.72727 1 R.LRPAAAGLPEAR.K 147 2 *
1400 ENSG00000130764:ENSMUSG00000029028:ENSRNOG00000024796 LRRC47 gi|24308207|ref|NP_065761.1| gi|24308207|ref|NP_065761.1| leucine rich repeat containing 47 [Homo sapiens] 3 12 11.7 583 63473 8.3 HsSD-NE_NT_lymphocytes_Ti_109.000200.000200.3 3 6.1724 0.5944 4157.33 4159.7 1 31.756756 7 R.LQSLNLTGNCLDSFPAELFRPGALPLLSELAAADNCLR.E 155 2 *
1400 ENSG00000130764:ENSMUSG00000029028:ENSRNOG00000024796 LRRC47 gi|24308207|ref|NP_065761.1| gi|24308207|ref|NP_065761.1| leucine rich repeat containing 47 [Homo sapiens] 3 12 11.7 583 63473 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.020985.0209 3 5.1602 0.5208 4158.5 4159.7 1 27.027025 3 R.LQSLNLTGNCLDSFPAELFRPGALPLLSELAAADNCLR.E 155 2 *
1400 ENSG00000130764:ENSMUSG00000029028:ENSRNOG00000024796 LRRC47 gi|24308207|ref|NP_065761.1| gi|24308207|ref|NP_065761.1| leucine rich repeat containing 47 [Homo sapiens] 3 12 11.7 583 63473 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.011573.0115 2 3.0511 0.2006 1931.09 1929.3 1 52.77778 1 R.RNALGPGLSPELGPLPALR.V 84 2 *
1400 ENSG00000130764:ENSMUSG00000029028:ENSRNOG00000024796 LRRC47 gi|24308207|ref|NP_065761.1| gi|24308207|ref|NP_065761.1| leucine rich repeat containing 47 [Homo sapiens] 3 12 11.7 583 63473 8.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1864.186 2 3.1087 0.1894 1184.51 1184.3 1 75 1 R.TAATLATHELR.A 371 2 *
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.009548.009548 1 3.2704 0.1762 1404.89 1403.6 1 65 5 R.EIVRDIKEKLC.Y 870 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_109.009230.009230 2 3.1584 0.2242 1824.21 1825 6 53.571426 1 Q.EYDESGPSIVHRKCF.- 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_Ti_109.012832.012832 3 3.5509 0.1387 3475.28 3477.9 7 24.038462 1 K.YPMEHGIITNWDDMEKIWHHTFYNELR.V 732 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_109.014581.01458 2 3.2615 0.238 1278.49 1276.6 1 88.88889 2 E.KMTQIMFETF.N 781 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_Ti_111.012008.012008 2 3.4244 0.2966 1518.79 1516.7 1 85 80 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_113.012638.012638 1 3.1688 0.3983 1516.81 1516.7 1 70 2 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.010098.010098 1 2.947 0.399 1377.58 1378.6 2 59.090908 1 C.GIHETTFNSIMK.C 936 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.011248.011248 2 3.6441 0.1546 1762.33 1760 3 61.538464 8 T.AEREIVRDIKEKLC.Y 867 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_Ti_112.009768.009768 2 2.6954 0.2112 1518.47 1517.6 1 54.166668 3 K.QEYDESGPSIVHR.K 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_Ti_109.008825.008825 1 3.9299 0.2612 1516.93 1516.7 1 75 38 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.011027.011027 1 2.8978 0.1997 1498.68 1498.7 1 60.000004 4 N.WDDMEKIWHHT.F 742 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.010899.010899 1 3.0315 0.1821 1398.8 1397.6 1 66.66667 4 N.WDDMEKIWHH.T 742 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_107.008963.008963 3 4.9296 0.3753 1647.08 1645.8 2 50 2 S.KQEYDESGPSIVHR.K 1022 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.010700.010700 2 3.7254 0.1615 1566.03 1566.8 1 81.818184 1 R.EIVRDIKEKLCY.V 870 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.010737.010737 1 2.9705 0.2109 1566.82 1566.8 1 59.090908 1 R.EIVRDIKEKLCY.V 870 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_Ti_105.008978.008978 3 3.9162 0.2981 1517.39 1516.7 1 62.5 34 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_111.011301.01130 2 4.7561 0.4509 2161.13 2160.4 1 58.823532 1 M.WISKQEYDESGPSIVHRK.C 1019 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.009070.009070 2 4.5014 0.4393 1644.73 1645.8 1 84.61539 11 S.KQEYDESGPSIVHR.K 1022 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.009120.009120 2 5.2751 0.4998 1845.99 1846 1 73.333336 3 W.ISKQEYDESGPSIVHR.K 1020 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_109.008682.008682 2 2.9746 0.1587 1519.37 1517.6 3 66.66667 2 Q.EYDESGPSIVHRK.C 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_113.016141.01614 2 3.5193 0.354 1849.13 1850.2 1 60.714287 3 R.EIVRDIKEKLCYVAL.D 870 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.009190.009190 2 4.399 0.3697 1773.75 1773.9 1 71.42857 5 S.KQEYDESGPSIVHRK.C 1022 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.009712.009712 2 5.7051 0.4403 2033.75 2032.2 1 81.25 8 M.WISKQEYDESGPSIVHR.K 1019 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.009944.009944 2 3.3152 0.1514 1924.23 1923.2 1 64.28571 2 T.AEREIVRDIKEKLCY.V 867 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_111.010842.010842 3 3.9376 0.3571 1772.75 1773.9 1 51.785713 2 S.KQEYDESGPSIVHRK.C 1022 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.012567.012567 2 3.8249 0.398 1510.81 1511.7 1 80 10 T.NWDDMEKIWHH.T 741 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_113.003822.003822 2 2.8205 0.409 1514.65 1516.7 1 80 3 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_109.008696.008696 1 1.8769 0.2996 1516.7 1517.6 3 50 1 Q.EYDESGPSIVHRK.C 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_109.008782.008782 2 3.2143 0.2143 1732.29 1732.8 1 53.571426 1 I.SKQEYDESGPSIVHR.K 1021 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_110.010416.010416 2 5.7419 0.5159 2165.79 2163.4 1 79.411766 2 Q.MWISKQEYDESGPSIVHR.K 1018 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_108.012520.012520 1 3.3918 0.2178 1512.49 1511.7 1 75 8 T.NWDDMEKIWHH.T 741 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_114.004247.004247 2 2.6337 0.2311 1403.25 1403.5 1 72.22222 1 I.WHHTFYNELR.V 749 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_111.010621.01062 2 2.9623 0.2733 1727.21 1728 1 64.28571 1 T.EAPLNPKANREKMTQ.I 770 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_111.010977.0109 2 2.9295 0.3087 1514.71 1517.6 1 66.66667 4 Q.EYDESGPSIVHRK.C 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_PK_111.010760.010 2 5.1971 0.472 2031.43 2032.2 1 78.125 2 M.WISKQEYDESGPSIVHR.K 1019 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_PK_111.021137.021 2 2.903 0.1962 2982.89 2981.4 1 32.692307 1 L.DRYGRTALILAVCCGSASIVSLLLEQN.I 265 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_106.008771.0087 1 2.4029 0.3206 1187.4 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 813 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_112.011408.0114 2 4.7108 0.363 1647.57 1645.8 1 88.46153 10 S.KQEYDESGPSIVHR.K 1022 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_106.008938.0089 1 2.1856 0.1598 937.37 938 6 83.33333 1 T.NWDDMEK.I 741 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_109.008844.0088 2 3.5001 0.3658 1391.89 1389.5 1 72.72727 3 Q.EYDESGPSIVHR.K 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_110.008786.0087 2 2.8002 0.3374 1516.69 1517.6 1 66.66667 2 K.QEYDESGPSIVHR.K 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006966.0069 1 1.8845 0.3931 1517.67 1517.6 7 41.666664 1 K.QEYDESGPSIVHR.K 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.006284.0062 2 3.0608 0.1516 979.11 977.02 1 88.88889 2 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_PK_107.008604.0086 1 1.8127 0.2581 1165.45 1166.2 1 61.11111 1 E.SCGIHETTFN.S 934 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_Ti_105.006800.00680 3 3.0744 0.2732 1517.93 1517.6 1 52.083332 1 K.QEYDESGPSIVHR.K 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_Ti_104.006134.00613 2 3.3573 0.2227 978.27 977.02 1 88.88889 4 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_Ti_113.010224.01022 1 3.6641 0.2609 1518.73 1516.7 1 70 6 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_Ti_112.010604.01060 2 3.3386 0.3313 1516.37 1516.7 1 85 21 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_Ti_112.010140.01014 3 3.9806 0.233 1516.94 1516.7 1 65 3 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008900.008900 2 3.1084 0.2091 1525.99 1526.6 1 62.5 1 M.WISKQEYDESGPS.I 1019 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_102.014201.01420 2 3.1211 0.2366 1179.71 1179.4 1 80 2 F.NTPAMYVAIQA.V 791 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_115.012402.012402.3 3 3.5714 0.1445 3476.51 3477.9 5 23.076923 1 K.YPMEHGIITNWDDMEKIWHHTFYNELR.V 732 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008802.008802 1 2.9483 0.2925 1187.46 1188.3 1 54.545456 2 T.GIVMDSGDGVTH.T 813 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_103.016415.016415 2 2.8324 0.188 1148.17 1148.4 1 87.5 4 K.MTQIMFETF.N 782 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.001954.001954 2 4.4092 0.4719 2237.53 2237.7 1 50 3 K.MTQIMFETFNTPAMYVAIQ.A 782 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008924.008924 2 2.6539 0.2517 1190.67 1188.3 1 72.72727 1 T.GIVMDSGDGVTH.T 813 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_106.014840.014840 2 3.673 0.4094 1404.65 1405.7 1 80 5 R.EKMTQIMFETF.N 780 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_102.016388.016388 1 2.5262 0.2108 1149.48 1148.4 9 68.75 19 K.MTQIMFETF.N 782 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_112.019711.019711.2 2 2.9349 0.2424 2611.89 2609.9 1 36.363636 1 K.LCYVALDFEQEMAMVASSSSLEK.S 879 2 *
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_105.015731.015731.2 2 2.0312 0.1889 1644.91 1645.8 5 61.538464 1 K.QEYDESGPSIVHRK.C 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010449.0104 1 4.0329 0.2308 1518.71 1516.7 1 70 13 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_112.011538.011538.3 3 4.2759 0.3106 1517.33 1516.7 1 65 9 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_106.009458.009458 1 2.1703 0.2225 1238.57 1239.4 4 55.555557 2 R.DIKEKLCYVA.L 874 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_106.008688.008688 2 2.5607 0.1746 1602.55 1603.7 1 63.333332 1 S.GRTTGIVMDSGDGVTH.T 809 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_112.011531.011531.1 1 3.6391 0.301 1516.91 1516.7 1 70 38 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.010634.0106 2 3.5279 0.2075 1518.81 1516.7 1 80 21 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_111.012317.012317.2 2 3.5602 0.3121 1516.67 1516.7 1 80 44 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_101.005099.005099.2 2 2.6467 0.1903 975.61 977.02 2 83.33333 1 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011813.0118 3 3.9947 0.2964 1517 1516.7 1 57.5 7 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_104.008943.008943 1 2.1499 0.1742 793.31 793.87 9 64.28571 2 T.GIVMDSGD.G 813 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 817 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2847.28 2 3.2683 0.3525 1517.59 1516.7 1 70 2 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1745.17 2 3.1046 0.2444 978.27 977.02 1 88.88889 1 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1744.174 1 2.1357 0.1794 977.51 977.02 4 61.11111 1 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2848.28 1 2.9716 0.1957 1515.61 1516.7 5 55 1 K.IWHHTFYNELR.V 748 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1739.173 2 2.6888 0.1708 977.09 977.02 1 88.88889 2 K.AGFAGDDAPR.A 682 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_104.008975.008975 1 2.3036 0.2597 850.28 850.92 2 62.5 1 T.GIVMDSGDG.V 813 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_111.020609.020609.3 3 3.305 0.1281 2610.92 2609.9 4 29.545454 1 K.LCYVALDFEQEMAMVASSSSLEK.S 879 2 *
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.012381.01238 1 2.8465 0.2158 1578.61 1578.8 1 57.692307 2 S.SLEKSYELPDGQVI.T 898 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008570.008570 2 3.2409 0.3807 1388.49 1389.5 1 63.636364 2 Q.EYDESGPSIVHR.K 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008582.008582 1 2.0755 0.3052 1388.62 1389.5 7 50 2 Q.EYDESGPSIVHR.K 1024 1
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.014967.014967 1 2.2281 0.1825 1236.87 1237.4 8 75 1 T.NWDDMEKIW.H 741 0
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_NT_lymphocytes_Ti_102.007701.007701.2 2 2.1509 0.1767 1517.29 1517.6 6 50 1 K.QEYDESGPSIVHR.K 1023 2
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|XP_934799.2| gi|113413200|ref|XP_934799.2| "PREDICTED: similar to protein expressed in prostate, ovary, testis 59 512 18.6 1038 117390 6 HsSD-NE_PHA_lymphocytes_PK_105.008687.008687 1 1.935 0.1949 1294.49 1295.3 3 55 1 M.ESCGIHETTFN.S 933 0
1402 ENSG00000161542:ENSMUSG00000015869:ENSRNOG00000010083 PRPSAP1 gi|4506131|ref|NP_002757.1| gi|4506131|ref|NP_002757.1| phosphoribosyl pyrophosphate synthetase-associated protein 1 [Ho 4 8 14 356 39480 7.2 HsSD-NE_PHA_lymphocytes_PK_109.016578.016578 2 3.505 0.1833 1512.39 1511.8 1 75 2 R.NIIGVIPYFPYSK.Q 91 2 *
1402 ENSG00000161542:ENSMUSG00000015869:ENSRNOG00000010083 PRPSAP1 gi|4506131|ref|NP_002757.1| gi|4506131|ref|NP_002757.1| phosphoribosyl pyrophosphate synthetase-associated protein 1 [Ho 4 8 14 356 39480 7.2 HsSD-NE_PHA_lymphocytes_Ti_112.020460.020460 2 3.204 0.2941 2474.61 2473.9 2 31.818182 1 R.IAIIVDDIIDDVESFVAAAEILK.E 251 2 *
1402 ENSG00000161542:ENSMUSG00000015869:ENSRNOG00000010083 PRPSAP1 gi|4506131|ref|NP_002757.1| gi|4506131|ref|NP_002757.1| phosphoribosyl pyrophosphate synthetase-associated protein 1 [Ho 4 8 14 356 39480 7.2 HsSD-NE_PHA_lymphocytes_PK_105.003356.003356 2 3.7066 0.2611 1678.89 1677.9 1 75 3 R.IAIIVDDIIDDVESF.V 251 1 *
1402 ENSG00000161542:ENSMUSG00000015869:ENSRNOG00000010083 PRPSAP1 gi|4506131|ref|NP_002757.1| gi|4506131|ref|NP_002757.1| phosphoribosyl pyrophosphate synthetase-associated protein 1 [Ho 4 8 14 356 39480 7.2 HsSD-NE_NT_lymphocytes_Ti_104.014544.014544.2 2 3.0851 0.1437 1670.75 1669.9 1 61.538464 2 K.EIQGFFSFPVDNLR.A 139 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.011651.011651 2 4.7921 0.3845 2188.03 2189.5 1 57.894737 3 K.KLGGTIDDCELVEGLVLTQK.V 213 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.016672.016672 2 3.8384 0.2903 2625.59 2622.9 1 38 2 K.AQDIEAGDGTTSVVIIAGSLLDSCTK.L 97 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.014216.014216 2 4.1496 0.3776 2063.57 2061.3 1 55.555557 1 K.LGGTIDDCELVEGLVLTQK.V 214 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011150.01115 2 2.9234 0.2147 1552.87 1551.8 1 60.000004 1 R.ALIAGGGAPEIELALR.L 420 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011114.01111 1 2.1199 0.151 1553.66 1551.8 3 43.333332 1 R.ALIAGGGAPEIELALR.L 420 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_102.019790.019790.2 2 5.3836 0.4389 3032.81 3032.4 1 46.42857 3 R.AFADAMEVIPSTLAENAGLNPISTVTELR.N 453 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_105.016732.016732.2 2 4.2569 0.2508 1457.75 1457.7 2 75 1 R.DALSDLALHFLNK.M 307 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_102.019814.019814.3 3 4.3945 0.3957 3034.1 3032.4 1 33.92857 1 R.AFADAMEVIPSTLAENAGLNPISTVTELR.N 453 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_104.012404.012404.1 1 4.091 0.4043 1552.03 1551.8 1 60.000004 3 R.ALIAGGGAPEIELALR.L 420 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_103.013178.013178.2 2 3.7989 0.2777 2043.15 2041.4 1 52.77778 1 K.VVSQYSSLLSPMSVNAVMK.V 175 2 *
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NP_006421.2| gi|38455427|ref|NP_006421.2| "chaperonin containing TCP1, subunit 4 (delta) [Homo sapiens] " 10 18 25 539 57924 7.8 HsSD-NE_NT_lymphocytes_Ti_107.012121.012121.2 2 2.9287 0.1025 1347.85 1347.6 1 77.27273 1 K.IGLIQFCLSAPK.T 246 2 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_PHA_lymphocytes_PK_109.014780.014780 2 3.8965 0.3033 2234.95 2236.6 1 50 4 R.STQAPLIIRPDSGNPLDTVLK.V 303 2 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.009664.009664 2 3.2239 0.3313 1972.25 1974.2 1 42.105263 2 R.GVSSQETAGIGASAHLVNFK.G 197 2 *
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1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.016940.016940 3 4.8952 0.3149 3212.39 3209.5 2 25 1 R.TPAGNFVTLEEGKGDLEEYGQDLLHTVFK.N 435 2 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_NT_lymphocytes_Ti_106.014722.014722.2 2 3.4349 0.2014 1910.13 1909.2 1 55.88235 1 K.MWSIENIAFGSGGGLLQK.L 372 2 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_PHA_lymphocytes_PK_103.018532.018532 2 2.8602 0.2192 1203.61 1203.4 1 88.88889 1 T.NWIETILVQS.W 146 0 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_NT_lymphocytes_Ti_103.016661.016661.2 2 4.8875 0.3695 2158.79 2159.5 1 52.63158 2 R.VIQGDGVDINTLQEIVEGMK.Q 350 2 *
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_005737.1| gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 6 12 24 491 55521 7.2 HsSD-NE_NT_lymphocytes_Ti_105.016989.016989.3 3 4.4878 0.2823 3211.16 3209.5 1 24.107143 1 R.TPAGNFVTLEEGKGDLEEYGQDLLHTVFK.N 435 2 *
1405 ENSG00000198053:ENSMUSG00000078780:ENSRNOG00000032580 SIRPA gi|91105767|ref|NP_001035112.1| gi|91105767|ref|NP_001035112.1| signal-regulatory protein alpha precursor [Homo sapiens] 3 5 9.9 504 54967 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010134.0101 2 4.9037 0.3338 2066.39 2065.2 1 73.52941 1 R.EITQDTNDITYADLNLPK.G 419 2 *
1405 ENSG00000198053:ENSMUSG00000078780:ENSRNOG00000032580 SIRPA gi|91105767|ref|NP_001035112.1| gi|91105767|ref|NP_001035112.1| signal-regulatory protein alpha precursor [Homo sapiens] 3 5 9.9 504 54967 7 HsNaOH-NE_NT_lymphocytes_Ti_111.009314.00931 2 2.0112 0.086 1308.39 1308.5 7 57.692307 1 R.AKPSAPVVSGPAAR.A 146 2 *
1405 ENSG00000198053:ENSMUSG00000078780:ENSRNOG00000032580 SIRPA gi|91105767|ref|NP_001035112.1| gi|91105767|ref|NP_001035112.1| signal-regulatory protein alpha precursor [Homo sapiens] 3 5 9.9 504 54967 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2583.258 2 3.4717 0.2841 2064.79 2065.2 1 50 2 R.EITQDTNDITYADLNLPK.G 419 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009023.00902 2 4.2353 0.4675 1706.71 1707.8 1 67.85714 4 R.INHANHTGSNHTYLK.N 424 2
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011015.01101 1 2.6738 0.2107 1592.61 1590.8 1 54.166668 1 K.LSEPEEELLQQFK.R 446 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.010826.01082 2 3.8481 0.2942 1589.99 1590.8 1 75 2 K.LSEPEEELLQQFK.R 446 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007653.00765 2 5.3595 0.4849 2457.73 2458.5 1 60.869564 2 R.NLEEAAAAEQGGGCDQVDSSPVPR.Y 333 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011405.01140 2 3.7403 0.3277 1134.07 1134.3 1 88.88889 2 R.IGGADFLVWR.W 737 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009890.0098 2 3.4348 0.2797 1295.59 1294.5 1 77.27273 2 R.TLSVQEAAAYLK.D 554 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008141.00814 2 2.9791 0.3171 1357.11 1357.5 1 75 2 K.VWQGQAFHLDR.R 764 2
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012377.0123 2 4.4937 0.5261 2270.41 2271.4 1 45.238094 1 R.GTGVSEDGELSIENPFGETFGK.I 497 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.008799.00879 2 3.8031 0.3715 1968.23 1965.3 1 55.88235 1 R.YGLSPGPVTESTRPVYLK.K 24 2
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011650.0116 2 3.8539 0.3446 1134.19 1134.3 1 88.88889 1 R.IGGADFLVWR.W 737 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.009543.0095 2 2.7905 0.3454 1290.79 1290.5 1 68.181816 1 R.THSKPLPPLTAK.S 289 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.009201.0092 2 4.5307 0.4245 1708.31 1707.8 1 67.85714 2 R.INHANHTGSNHTYLK.N 424 2
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010654.0106 2 4.2619 0.4395 2664.83 2664.9 1 52.380955 1 R.SHNEACQENKDLQPYMPIPHVR.D 679 2 *
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_055134.2| gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo sapiens] 11 23 17.5 911 99997 7.5 HsSD-NE_NT_lymphocytes_Ti_111.012159.012159.2 2 3.8107 0.3499 2665.01 2664.9 1 47.61905 1 R.SHNEACQENKDLQPYMPIPHVR.D 679 2 *
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NP_002101.2| gi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p61HCK [Homo sapiens] 4 8 13.5 526 59600 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.006359.00635 2 2.2356 0.1795 1208.77 1210.3 2 77.77778 1 R.VIEDNEYTAR.E 405 2
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NP_002101.2| gi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p61HCK [Homo sapiens] 4 8 13.5 526 59600 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012357.0123 1 2.8473 0.2235 1532.31 1530.7 5 54.545456 1 R.VDSLETEEWFFK.G 136 2 *
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NP_002101.2| gi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p61HCK [Homo sapiens] 4 8 13.5 526 59600 6.7 HsSD-NE_NT_lymphocytes_Ti_110.010136.010136.3 3 3.0865 0.1274 3720.62 3718 1 22.058825 1 K.TETSASPHCPVYVPDPTSTIKPGPNSHNSNTPGIR.E 40 2 *
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NP_002101.2| gi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p61HCK [Homo sapiens] 4 8 13.5 526 59600 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3482.348 2 4.0711 0.4367 1669.68 1668.8 1 65.38461 1 R.STFSTLQELVDHYK.K 214 2 *
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NP_002101.2| gi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p61HCK [Homo sapiens] 4 8 13.5 526 59600 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.010241.0102 3 4.6435 0.3992 3718.16 3718 2 21.323528 4 K.TETSASPHCPVYVPDPTSTIKPGPNSHNSNTPGIR.E 40 2 *
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.009060.009060 2 2.5347 0.284 1432.77 1431.8 1 68.181816 1 R.KLIHLEIKPAIR.N 97 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010425.01042 2 2.2321 0.2165 1303.73 1303.6 7 60.000004 1 K.LIHLEIKPAIR.N 98 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016317.0163 2 3.0556 0.2987 2374.61 2375.6 1 45.238094 1 K.LCDFGVSGQLIDSMANSFVGTR.S 206 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_110.010999.010999.3 3 4.7026 0.3485 3278.42 3278.6 1 33.870968 1 K.KKPTPIQLNPAPDGSAVNGTSSAETNLEALQK.K 4 2 *
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_103.017381.017381.3 3 4.9599 0.4472 2375.78 2375.6 1 41.666664 2 K.LCDFGVSGQLIDSMANSFVGTR.S 206 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009381.0093 3 3.636 0.2082 3279.32 3278.6 2 25.80645 1 K.KKPTPIQLNPAPDGSAVNGTSSAETNLEALQK.K 4 2 *
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_PHA_lymphocytes_PK_106.012134.012134 1 2.0149 0.3031 1485.79 1486.6 2 54.545456 1 L.HECNSPYIVGFY.G 119 0
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_112.010675.010675.1 1 2.6619 0.3273 1282.78 1282.5 1 59.090908 1 K.VSHKPSGLVMAR.K 85 2 *
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_103.017374.017374.2 2 6.3504 0.4891 2376.99 2375.6 1 64.28571 3 K.LCDFGVSGQLIDSMANSFVGTR.S 206 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_112.012016.012016.2 2 2.9492 0.0906 1303.07 1303.6 2 75 1 K.LIHLEIKPAIR.N 98 2
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_002746.1| gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase kinase 1 [Homo sapiens] 8 14 27 393 43439 6.6 HsSD-NE_NT_lymphocytes_Ti_107.015471.015471.2 2 2.9944 0.2429 1830.35 1828.1 1 50 1 K.LPSGVFSLEFQDFVNK.C 325 2 *
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_NT_lymphocytes_Ti_112.017681.01768 3 3.4703 0.1825 3380.45 3378.9 2 24.13793 1 R.LSLANEALLPTLICDIAGYYPLDVVVTWTR.E 308 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008676.00867 2 3.1944 0.2739 1552.49 1552.8 1 84.61539 1 R.AQQIIQLNIQASPK.V 292 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.008820.0088 2 4.4628 0.325 1723.07 1721.9 1 73.333336 2 R.GQLVYSWTAGQGQAVR.K 235 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006545.00654 2 4.0595 0.4632 2159.65 2161.2 1 64.70589 3 R.WETTSCADTQSSHLHEDR.T 443 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.006702.0067 2 4.3719 0.4019 2160.53 2161.2 1 58.823532 2 R.WETTSCADTQSSHLHEDR.T 443 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010053.010053.2 2 3.4067 0.2691 1880.19 1880 2 47.22222 1 R.EELGGSPAQVSGASFSSLR.Q 338 2
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NP_060479.2| gi|31543801|ref|NP_060479.2| tapasin-related protein precursor [Homo sapiens] 6 11 25 468 50177 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.012184.0121 2 3.0642 0.3384 2271.87 2272.6 2 39.473686 1 K.NEVLWHPTLNLPLSPQGTVR.T 167 2 *
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_NT_lymphocytes_Ti_104.009309.00930 2 2.2968 0.235 2886.63 2888.1 5 30.769232 1 R.LWTSASDQQMTEFSNPSPSTSISAEGK.T 484 2 *
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016475.0164 2 4.256 0.3083 2000.67 1999.3 1 71.875 5 K.YLALQDLMLLSQYSPSR.R 329 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.002422.0024 2 3.5757 0.2131 2588.81 2586 5 34.782608 1 R.FGVVQTTLPAILNTLLTLQEAVDK.Y 581 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_NT_lymphocytes_Ti_108.002408.00240 3 4.3817 0.3161 2585.9 2586 1 33.695652 1 R.FGVVQTTLPAILNTLLTLQEAVDK.Y 581 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_NT_lymphocytes_Ti_109.008073.00807 2 4.7001 0.4875 2182.67 2183.4 1 68.42105 1 R.ITTTFGEHLNAVQASAEHQK.R 645 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_NT_lymphocytes_Ti_108.016856.01685 2 3.7838 0.3596 1999.45 1999.3 1 65.625 3 K.YLALQDLMLLSQYSPSR.R 329 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsSD-NE_NT_lymphocytes_Ti_107.003261.003261.3 3 4.1433 0.2452 2585.69 2586 4 28.260868 1 R.FGVVQTTLPAILNTLLTLQEAVDK.Y 581 2
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NP_060557.2| gi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo sapiens] 6 15 14.5 674 76363 9 HsNaOH-NE_PHA_lymphocytes_Ti_115.008835.0088 1 2.114 0.1852 1089.6 1090.3 1 72.22222 2 K.LPHASSKPPR.I 608 2
1411 ENSG00000112697:ENSMUSG00000032328:ENSRNOG00000010895 TMEM30A gi|8922720|ref|NP_060717.1| gi|8922720|ref|NP_060717.1| transmembrane protein 30A [Homo sapiens] 3 4 12.5 361 40684 8.6 HsNaOH-NE_NT_lymphocytes_PK_105.008194.0081 2 3.0121 0.2158 1528.33 1528.6 2 63.333332 1 K.DEVDGGPPCAPGGTAK.T 9 2 *
1411 ENSG00000112697:ENSMUSG00000032328:ENSRNOG00000010895 TMEM30A gi|8922720|ref|NP_060717.1| gi|8922720|ref|NP_060717.1| transmembrane protein 30A [Homo sapiens] 3 4 12.5 361 40684 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007869.00786 2 3.9331 0.3456 1941.93 1941 1 62.5 1 R.EIEIDYTGTEPSSPCNK.C 77 2 *
1411 ENSG00000112697:ENSMUSG00000032328:ENSRNOG00000010895 TMEM30A gi|8922720|ref|NP_060717.1| gi|8922720|ref|NP_060717.1| transmembrane protein 30A [Homo sapiens] 3 4 12.5 361 40684 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.009557.00955 1 2.7461 0.3631 1292.72 1292.5 2 59.090908 1 R.KSDLHPTLPAGR.Y 279 2 *
1411 ENSG00000112697:ENSMUSG00000032328:ENSRNOG00000010895 TMEM30A gi|8922720|ref|NP_060717.1| gi|8922720|ref|NP_060717.1| transmembrane protein 30A [Homo sapiens] 3 4 12.5 361 40684 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007139.0071 1 1.8521 0.3677 1291.68 1292.5 1 63.636364 1 R.KSDLHPTLPAGR.Y 279 2 *
1412 ENSG00000132002:ENSMUSG00000005483:ENSRNOG00000021824 DNAJB1 gi|5453690|ref|NP_006136.1| gi|5453690|ref|NP_006136.1| "DnaJ (Hsp40) homolog, subfamily B, member 1 [Homo sapiens] " 4 8 17.6 340 38044 8.6 HsSD-NE_PHA_lymphocytes_PK_112.016814.016814 2 2.6464 0.2391 1793.75 1794 2 50 1 E.FFGGRNPFDTFFGQR.N 105 1 *
1412 ENSG00000132002:ENSMUSG00000005483:ENSRNOG00000021824 DNAJB1 gi|5453690|ref|NP_006136.1| gi|5453690|ref|NP_006136.1| "DnaJ (Hsp40) homolog, subfamily B, member 1 [Homo sapiens] " 4 8 17.6 340 38044 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.011198.011198 2 4.6377 0.2996 1754.95 1753.9 1 78.57143 2 K.FKEIAEAYDVLSDPR.K 45 2 *
1412 ENSG00000132002:ENSMUSG00000005483:ENSRNOG00000021824 DNAJB1 gi|5453690|ref|NP_006136.1| gi|5453690|ref|NP_006136.1| "DnaJ (Hsp40) homolog, subfamily B, member 1 [Homo sapiens] " 4 8 17.6 340 38044 8.6 HsSD-NE_NT_lymphocytes_Ti_102.010001.010001.2 2 3.618 0.2472 1388.55 1386.5 1 81.818184 1 R.VSLEEIYSGCTK.K 170 2
1412 ENSG00000132002:ENSMUSG00000005483:ENSRNOG00000021824 DNAJB1 gi|5453690|ref|NP_006136.1| gi|5453690|ref|NP_006136.1| "DnaJ (Hsp40) homolog, subfamily B, member 1 [Homo sapiens] " 4 8 17.6 340 38044 8.6 HsSD-NE_PHA_lymphocytes_PK_105.016816.016816 2 4.7795 0.4221 1960.89 1961.2 1 58.823532 4 K.EGDQTSNNIPADIVFVLK.D 223 2 *
1413 ENSG00000132604:ENSMUSG00000031921:ENSRNOG00000020435 TERF2 gi|5032169|ref|NP_005643.1| gi|5032169|ref|NP_005643.1| telomeric repeat binding factor 2 [Homo sapiens] 3 13 12 500 55551 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.010859.010859 2 3.4236 0.2446 2167.81 2165.4 1 55.88235 1 K.NLAHPVIQNFSYETFQQK.M 203 2 *
1413 ENSG00000132604:ENSMUSG00000031921:ENSRNOG00000020435 TERF2 gi|5032169|ref|NP_005643.1| gi|5032169|ref|NP_005643.1| telomeric repeat binding factor 2 [Homo sapiens] 3 13 12 500 55551 9.2 HsSD-NE_PHA_lymphocytes_Ti_106.007269.007269 3 5.2506 0.4397 3005.09 3005.3 1 33.035713 8 K.SESAASSTGKEDKQPAPGPVEKPPREPAR.Q 246 2 *
1413 ENSG00000132604:ENSMUSG00000031921:ENSRNOG00000020435 TERF2 gi|5032169|ref|NP_005643.1| gi|5032169|ref|NP_005643.1| telomeric repeat binding factor 2 [Homo sapiens] 3 13 12 500 55551 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012729.01272 2 3.6351 0.2358 1455.47 1454.8 1 75 2 R.DIMQALLVRPLGK.E 81 2 *
1413 ENSG00000132604:ENSMUSG00000031921:ENSRNOG00000020435 TERF2 gi|5032169|ref|NP_005643.1| gi|5032169|ref|NP_005643.1| telomeric repeat binding factor 2 [Homo sapiens] 3 13 12 500 55551 9.2 HsSD-NE_NT_lymphocytes_Ti_111.010383.010383.3 3 5.2395 0.3935 3003.92 3005.3 1 28.57143 2 K.SESAASSTGKEDKQPAPGPVEKPPREPAR.Q 246 2 *
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_108.008090.008090 1 2.2879 0.2429 1507.88 1507.7 1 54.166668 4 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_102.007078.007078 2 3.4212 0.2675 1567.87 1565.8 2 60.714287 1 K.LTGVFAPRPSTGPHK.L 23 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_115.012080.012080 3 4.214 0.373 2376.74 2376.8 1 36.25 9 K.HWMLDKLTGVFAPRPSTGPHK.L 17 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_PK_115.012422.012422 2 3.4669 0.2863 1567.45 1565.8 2 60.714287 1 K.LTGVFAPRPSTGPHK.L 23 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_PK_112.012272.012272 1 1.9921 0.1716 1170.08 1168.4 6 50 1 N.GNKPWISLPR.G 231 1
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_110.007786.007786 2 2.249 0.188 1217.21 1216.4 9 70 1 K.GIPHLVTHDAR.T 135 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.007987.007987 3 4.7749 0.4244 1509.8 1507.7 1 58.333332 6 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_PHA_lymphocytes_Ti_107.008018.008018 2 3.6274 0.3478 1506.73 1507.7 1 70.83333 10 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009879.00987 2 2.8041 0.35 1505.35 1507.7 2 66.66667 2 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.009730.00973 2 2.6724 0.1213 1216.25 1216.4 3 80 1 K.GIPHLVTHDAR.T 135 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.010014.0100 1 2.1781 0.2305 1509.45 1507.7 4 50 1 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009900.0099 2 3.1229 0.1971 1216.05 1216.4 1 75 2 K.GIPHLVTHDAR.T 135 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_NT_lymphocytes_Ti_112.011057.011057.1 1 2.2976 0.202 1565.72 1565.8 6 50 1 K.LTGVFAPRPSTGPHK.L 23 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_NT_lymphocytes_Ti_103.012901.012901.2 2 4.3668 0.399 1795.65 1796 1 62.5 1 K.FDTGNLCMVIGGANLGR.V 175 2 *
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_NT_lymphocytes_Ti_111.011321.011321.1 1 2.0579 0.3545 1506.83 1507.7 1 58.333332 2 R.ERHPGSFDVVHVK.D 199 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.013016.0130 2 3.6329 0.285 1529.73 1529.9 1 77.27273 4 K.LRECLPLIVFLR.N 38 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsSD-NE_NT_lymphocytes_Ti_111.011177.011177.1 1 2.9238 0.2535 1217.77 1216.4 1 65 2 K.GIPHLVTHDAR.T 135 2
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|XP_001713670.1| gi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein [Homo sapiens] 12 50 31.9 263 29456 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.012465.0124 2 2.358 0.2211 1673.69 1672 3 53.846157 1 K.HWMLDKLTGVFAPR.P 17 2
1415 ENSG00000070761:ENSMUSG00000031796:NA C16orf80 gi|8392875|ref|NP_037374.1| gi|8392875|ref|NP_037374.1| transcription factor IIB [Homo sapiens] 1 6 8.8 193 22774 9.8 HsNaOH-NE_NT_lymphocytes_Ti_105.016748.01674 2 3.0421 0.2598 2097.83 2096.3 1 53.125 2 R.LDDGWNQIQFNLLDFTR.R 125 2 *
1415 ENSG00000070761:ENSMUSG00000031796:NA C16orf80 gi|8392875|ref|NP_037374.1| gi|8392875|ref|NP_037374.1| transcription factor IIB [Homo sapiens] 1 6 8.8 193 22774 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016872.0168 2 2.1017 0.1017 2096.61 2096.3 8 40.625 1 R.LDDGWNQIQFNLLDFTR.R 125 2 *
1415 ENSG00000070761:ENSMUSG00000031796:NA C16orf80 gi|8392875|ref|NP_037374.1| gi|8392875|ref|NP_037374.1| transcription factor IIB [Homo sapiens] 1 6 8.8 193 22774 9.8 HsSD-NE_NT_lymphocytes_Ti_106.017171.017171.2 2 3.8954 0.3479 2097.83 2096.3 1 50 3 R.LDDGWNQIQFNLLDFTR.R 125 2 *
1416 ENSG00000043093:ENSMUSG00000074910:ENSRNOG00000012734 DCUN1D1 gi|36030883|ref|NP_065691.2| gi|36030883|ref|NP_065691.2| RP42 homolog [Homo sapiens] 3 6 18.5 259 30124 5.3 HsSD-NE_NT_lymphocytes_Ti_103.014875.014875.2 2 4.3555 0.3361 2057.87 2056.3 2 53.125 1 K.LDVATDNFFQNPELYIR.E 37 2 *
1416 ENSG00000043093:ENSMUSG00000074910:ENSRNOG00000012734 DCUN1D1 gi|36030883|ref|NP_065691.2| gi|36030883|ref|NP_065691.2| RP42 homolog [Homo sapiens] 3 6 18.5 259 30124 5.3 HsSD-NE_PHA_lymphocytes_PK_106.002654.002654 2 3.7436 0.3488 2698.27 2698.9 2 38.636364 3 M.SNYDEEGAWPVLIDDFVEFARPQ.I 228 0 *
1416 ENSG00000043093:ENSMUSG00000074910:ENSRNOG00000012734 DCUN1D1 gi|36030883|ref|NP_065691.2| gi|36030883|ref|NP_065691.2| RP42 homolog [Homo sapiens] 3 6 18.5 259 30124 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.009652.0096 2 2.3722 0.1071 1081.99 1080.3 2 78.57143 2 K.FLLEHHKR.S 199 2 *
1417 ENSG00000106211:ENSMUSG00000004951:ENSRNOG00000023546 HSPB1 gi|4504517|ref|NP_001531.1| gi|4504517|ref|NP_001531.1| heat shock 27kDa protein 1 [Homo sapiens] 2 4 18.5 205 22783 6.4 HsSD-NE_PHA_lymphocytes_PK_114.013825.013825 2 3.5161 0.2693 2723.55 2725.1 2 36 1 S.SWPGYVRPLPPAAIESPAVAAPAYSR.A 50 1 *
1417 ENSG00000106211:ENSMUSG00000004951:ENSRNOG00000023546 HSPB1 gi|4504517|ref|NP_001531.1| gi|4504517|ref|NP_001531.1| heat shock 27kDa protein 1 [Homo sapiens] 2 4 18.5 205 22783 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.013112.01311 3 6.492 0.557 4095.35 4095.6 1 26.35135 2 R.LPEEWSQWLGGSSWPGYVRPLPPAAIESPAVAAPAYSR.A 38 2 *
1417 ENSG00000106211:ENSMUSG00000004951:ENSRNOG00000023546 HSPB1 gi|4504517|ref|NP_001531.1| gi|4504517|ref|NP_001531.1| heat shock 27kDa protein 1 [Homo sapiens] 2 4 18.5 205 22783 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.013466.0134 3 6.8509 0.4865 4098.05 4095.6 1 29.054054 1 R.LPEEWSQWLGGSSWPGYVRPLPPAAIESPAVAAPAYSR.A 38 2 *
1418 ENSG00000177830:ENSMUSG00000025512:ENSRNOG00000019351 CHID1 gi|24431994|ref|NP_076436.2| gi|24431994|ref|NP_076436.2| chitinase domain containing 1 [Homo sapiens] 3 8 10.9 393 44883 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011920.0119 2 4.5319 0.3976 2464.43 2464.7 1 54.761906 5 R.HFAGDVLGYVTPWNSHGYDVTK.V 76 2 *
1418 ENSG00000177830:ENSMUSG00000025512:ENSRNOG00000019351 CHID1 gi|24431994|ref|NP_076436.2| gi|24431994|ref|NP_076436.2| chitinase domain containing 1 [Homo sapiens] 3 8 10.9 393 44883 8.8 HsNaOH-NE_NT_lymphocytes_Ti_111.014891.01489 2 3.3046 0.2939 2290.25 2289.6 1 55.555557 2 K.NQHFDGFVVEVWNQLLSQK.R 183 2 *
1418 ENSG00000177830:ENSMUSG00000025512:ENSRNOG00000019351 CHID1 gi|24431994|ref|NP_076436.2| gi|24431994|ref|NP_076436.2| chitinase domain containing 1 [Homo sapiens] 3 8 10.9 393 44883 8.8 HsSD-NE_NT_lymphocytes_Ti_111.013500.013500.3 3 4.5462 0.3213 2737.4 2736 1 36.95652 1 R.DRHFAGDVLGYVTPWNSHGYDVTK.V 74 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsSD-NE_PHA_lymphocytes_Ti_104.011019.011019 2 3.0352 0.2342 1907.39 1907.2 2 55.88235 1 K.IGTIYEGASNIQLNTIAK.H 409 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsSD-NE_PHA_lymphocytes_Ti_107.001304.001304 3 3.4616 0.2376 2377.31 2377.7 5 31.25 1 K.VDASVAVFCEIQNTLINTLIR.K 131 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsSD-NE_PHA_lymphocytes_Ti_110.001289.001289 2 4.2672 0.311 2378.69 2377.7 1 47.5 3 K.VDASVAVFCEIQNTLINTLIR.K 131 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013412.0134 3 4.9698 0.3413 2481.53 2480.8 1 40.476192 4 R.LFDFQGLQHQVAHVATQLEAAR.L 326 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsSD-NE_NT_lymphocytes_Ti_103.010955.010955.2 2 3.902 0.2654 1908.33 1907.2 1 58.823532 2 K.IGTIYEGASNIQLNTIAK.H 409 2 *
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_001600.1| gi|4501859|ref|NP_001600.1| "acyl-Coenzyme A dehydrogenase, short/branched chain precurso 4 13 14.1 432 47485 7 HsSD-NE_NT_lymphocytes_Ti_112.014320.014320.3 3 5.2515 0.4082 2480.45 2480.8 1 42.857143 2 R.LFDFQGLQHQVAHVATQLEAAR.L 326 2 *
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NP_001001.2| gi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapiens] 4 8 14.9 249 28681 10.8 HsSD-NE_PHA_lymphocytes_Ti_101.010650.010650 2 4.4339 0.2971 1776.71 1778 1 76.666664 2 K.RMATEVAADALGEEWK.G 31 2 *
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NP_001001.2| gi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapiens] 4 8 14.9 249 28681 10.8 HsSD-NE_PHA_lymphocytes_Ti_103.011019.011019 2 2.725 0.0915 1621.79 1621.8 5 50 2 R.MATEVAADALGEEWK.G 32 2 *
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NP_001001.2| gi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapiens] 4 8 14.9 249 28681 10.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010065.0100 2 3.4665 0.2314 1620.73 1621.8 1 67.85714 2 R.MATEVAADALGEEWK.G 32 2 *
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NP_001001.2| gi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapiens] 4 8 14.9 249 28681 10.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007511.00751 2 3.7129 0.2949 1730.43 1728 4 60.000004 1 K.KGEKDIPGLTDTTVPR.R 116 2 *
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NP_001001.2| gi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapiens] 4 8 14.9 249 28681 10.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.011628.0116 2 2.538 0.1342 2196.09 2196.5 1 44.736843 1 R.MATEVAADALGEEWKGYVVR.I 32 2 *
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.021294.02129 3 3.1593 0.2954 4347.5 4345.8 1 20.27027 1 R.TLPPSSNPTGAEFDPEEDEPTLEAAWPHLQLVYEFFLR.F 106 2
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.016358.0163 2 3.5199 0.3439 2044.11 2044.2 1 50 1 R.QCCVLFDFVSDPLSDLK.W 48 2
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsSD-NE_PHA_lymphocytes_PK_105.019907.019907 2 4.4517 0.3491 1758.69 1756 1 75 1 C.CVLFDFVSDPLSDLK.W 50 1
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsSD-NE_PHA_lymphocytes_PK_106.000617.000617 3 4.0294 0.2057 2004.2 2004.2 5 42.1875 1 L.NELEEILDVIEPSEFVK.I 306 1
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsSD-NE_PHA_lymphocytes_PK_107.000410.000410 2 3.4389 0.2421 2005.93 2004.2 1 56.25 1 L.NELEEILDVIEPSEFVK.I 306 1
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.015755.0157 3 4.2036 0.3089 4347.41 4345.8 1 20.27027 4 R.TLPPSSNPTGAEFDPEEDEPTLEAAWPHLQLVYEFFLR.F 106 2
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsSD-NE_PHA_lymphocytes_PK_103.000114.000114 2 2.6519 0.1914 1501.43 1500.6 1 66.66667 1 L.NELEEILDVIEPS.E 306 0
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NP_848701.1| gi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1| "gamma isoform of regulatory subunit B56, protein phosphatase 2A 7 11 14.8 485 56661 7.2 HsSD-NE_PHA_lymphocytes_PK_105.019127.019127 2 3.7049 0.3512 1892.43 1890.1 1 70 1 N.ELEEILDVIEPSEFVK.I 307 1
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_PHA_lymphocytes_Ti_103.011084.011084 2 2.5751 0.1475 1417.95 1416.5 1 66.66667 1 K.DFTATDLSEFAAK.A 26 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.014021.0140 2 5.2276 0.4295 2312.35 2310.6 1 68.42105 1 K.DMDLVEVNEAFAPQYLAVER.S 313 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_NT_lymphocytes_Ti_102.015831.015831.2 2 4.3861 0.3176 2311.13 2310.6 1 57.894737 1 K.DMDLVEVNEAFAPQYLAVER.S 313 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_NT_lymphocytes_Ti_102.011638.011638.2 2 4.2384 0.2866 1417.47 1416.5 1 87.5 2 K.DFTATDLSEFAAK.A 26 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_NT_lymphocytes_Ti_104.011111.011111.2 2 2.6165 0.1463 2156.49 2157.3 1 47.22222 1 R.LCGSGFQSIVNGCQEICVK.E 91 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_NT_lymphocytes_Ti_109.015539.015539.2 2 3.0283 0.3391 2833.97 2835.3 1 35.185184 1 R.IVGYFVSGCDPSIMGIGPVPAISGALKK.A 279 2 *
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_006102.1| gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferase 2 [Homo sapiens] 5 9 20.2 397 42039 8.3 HsSD-NE_NT_lymphocytes_Ti_109.015589.015589.3 3 5.027 0.4318 2837.33 2835.3 1 30.555555 2 R.IVGYFVSGCDPSIMGIGPVPAISGALKK.A 279 2 *
1423 ENSG00000196531:NA:NA NACA gi|5031931|ref|NP_005585.1| gi|5031931|ref|NP_005585.1| nascent polypeptide-associated complex alpha subunit isoform b [H 2 6 13 215 23384 4.6 HsSD-NE_PHA_lymphocytes_Ti_101.011487.011487 2 2.9858 0.2519 1551.43 1550.9 7 58.333332 1 K.NILFVITKPDVYK.S 101 2 *
1423 ENSG00000196531:NA:NA NACA gi|5031931|ref|NP_005585.1| gi|5031931|ref|NP_005585.1| nascent polypeptide-associated complex alpha subunit isoform b [H 2 6 13 215 23384 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.011058.0110 2 2.7836 0.1359 1553.07 1550.9 1 66.66667 1 K.NILFVITKPDVYK.S 101 2 *
1423 ENSG00000196531:NA:NA NACA gi|5031931|ref|NP_005585.1| gi|5031931|ref|NP_005585.1| nascent polypeptide-associated complex alpha subunit isoform b [H 2 6 13 215 23384 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007983.0079 2 3.9565 0.2416 1617.49 1615.8 1 67.85714 2 K.IEDLSQQAQLAAAEK.F 128 2 *
1423 ENSG00000196531:NA:NA NACA gi|5031931|ref|NP_005585.1| gi|5031931|ref|NP_005585.1| nascent polypeptide-associated complex alpha subunit isoform b [H 2 6 13 215 23384 4.6 HsSD-NE_NT_lymphocytes_Ti_102.008799.008799.2 2 3.6002 0.2123 1614.71 1615.8 1 64.28571 2 K.IEDLSQQAQLAAAEK.F 128 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsSD-NE_PHA_lymphocytes_PK_111.017189.017189 2 2.5887 0.1965 1767.61 1768.2 1 66.66667 1 L.YLLPPGAPFIELLPVK.E 312 1 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007791.0077 3 4.6336 0.2135 2411.99 2412.5 1 40.789474 4 R.NLSEENRDKLDHCLQEASPR.Y 450 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.016330.01633 3 3.7267 0.1793 4023.41 4023.4 1 20.394737 1 K.ASQTQQEDSGEQPLPPTSNQDLGEASLQATLLGLAALNK.A 102 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.009136.00913 2 2.9926 0.1976 1744.05 1742 1 56.25 2 R.AALAACPSSPFPPAMPR.V 497 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007803.0078 2 3.4305 0.1795 2414.39 2412.5 1 47.368423 2 R.NLSEENRDKLDHCLQEASPR.Y 450 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.009581.0095 3 3.7721 0.1354 2162.42 2160.4 1 41.17647 1 R.RLEQSTLHVHQSQQQALR.W 54 2 *
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NP_115873.1| gi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 7 13 25.8 530 57523 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012368.0123 3 4.7252 0.3241 2860.22 2859.3 1 35.576923 2 R.VTLTSPWPRPLPWPGNTLGQVGTPGTK.D 154 2 *
1425 ENSG00000138757:ENSMUSG00000029405:ENSRNOG00000001595 G3BP2 gi|45359846|ref|NP_987100.1| gi|45359846|ref|NP_987100.1|;gi|45359849|ref|NP_987101.1| Ras-GTPase activating protein SH3 domain-binding protein 2 isofo 3 12 17.8 449 50817 5.4 HsSD-NE_PHA_lymphocytes_Ti_115.014655.014655 3 6.2505 0.3381 4139.45 4138.6 1 26.470589 3 R.YPDSHQLFVGNLPHDIDENELKEFFMSFGNVVELR.I 294 2
1425 ENSG00000138757:ENSMUSG00000029405:ENSRNOG00000001595 G3BP2 gi|45359846|ref|NP_987100.1| gi|45359846|ref|NP_987100.1|;gi|45359849|ref|NP_987101.1| Ras-GTPase activating protein SH3 domain-binding protein 2 isofo 3 12 17.8 449 50817 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.007687.007687 3 5.1273 0.4066 2995.13 2996.2 1 31.48148 2 R.NSSYVHGGVDASGKPQEAVYGQNDIHHK.V 37 2
1425 ENSG00000138757:ENSMUSG00000029405:ENSRNOG00000001595 G3BP2 gi|45359846|ref|NP_987100.1| gi|45359846|ref|NP_987100.1|;gi|45359849|ref|NP_987101.1| Ras-GTPase activating protein SH3 domain-binding protein 2 isofo 3 12 17.8 449 50817 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.014002.01400 2 4.6271 0.4093 1968.97 1967.2 1 68.75 6 K.LPNFGFVVFDDSEPVQR.I 338 2
1425 ENSG00000138757:ENSMUSG00000029405:ENSRNOG00000001595 G3BP2 gi|45359846|ref|NP_987100.1| gi|45359846|ref|NP_987100.1|;gi|45359849|ref|NP_987101.1| Ras-GTPase activating protein SH3 domain-binding protein 2 isofo 3 12 17.8 449 50817 5.4 HsSD-NE_NT_lymphocytes_Ti_105.016630.016630.2 2 2.9094 0.1717 1967.13 1967.2 1 46.875 1 K.LPNFGFVVFDDSEPVQR.I 338 2
1426 ENSG00000108587:ENSMUSG00000010392:ENSRNOG00000003971 GOSR1 gi|4758456|ref|NP_004862.1| gi|4758456|ref|NP_004862.1|;gi|55770856|ref|NP_001007025 golgi SNAP receptor complex member 1 isoform 1 [Homo sapiens] 3 5 14.8 250 28613 9.4 HsSD-NE_PHA_lymphocytes_Ti_109.009195.009195 2 3.3812 0.3367 1839.31 1840 1 61.538464 1 R.HRDILQDYTHEFHK.T 111 2
1426 ENSG00000108587:ENSMUSG00000010392:ENSRNOG00000003971 GOSR1 gi|4758456|ref|NP_004862.1| gi|4758456|ref|NP_004862.1|;gi|55770856|ref|NP_001007025 golgi SNAP receptor complex member 1 isoform 1 [Homo sapiens] 3 5 14.8 250 28613 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012198.01219 2 3.9724 0.5033 2476.81 2476.8 1 45.454548 2 K.MAEYTNSAGVPSLNAALMHTLQR.H 88 2
1426 ENSG00000108587:ENSMUSG00000010392:ENSRNOG00000003971 GOSR1 gi|4758456|ref|NP_004862.1| gi|4758456|ref|NP_004862.1|;gi|55770856|ref|NP_001007025 golgi SNAP receptor complex member 1 isoform 1 [Homo sapiens] 3 5 14.8 250 28613 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009000.00900 2 3.1455 0.1085 1549.47 1546.7 8 68.181816 1 R.DILQDYTHEFHK.T 113 2
1426 ENSG00000108587:ENSMUSG00000010392:ENSRNOG00000003971 GOSR1 gi|4758456|ref|NP_004862.1| gi|4758456|ref|NP_004862.1|;gi|55770856|ref|NP_001007025 golgi SNAP receptor complex member 1 isoform 1 [Homo sapiens] 3 5 14.8 250 28613 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.010476.0104 2 2.9298 0.2587 1839.63 1840 1 53.846157 1 R.HRDILQDYTHEFHK.T 111 2
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1427 ENSG00000143353:ENSMUSG00000039246:ENSRNOG00000023130 LYPLAL1 gi|20270341|ref|NP_620149.1| gi|20270341|ref|NP_620149.1| lysophospholipase-like 1 [Homo sapiens] 3 5 18.6 237 26334 7.8 HsSD-NE_PHA_lymphocytes_PK_115.012781.01278 2 3.429 0.2906 1406.47 1406.7 1 81.818184 2 Q.HIKIIYPTAPPR.S 53 1 *
1427 ENSG00000143353:ENSMUSG00000039246:ENSRNOG00000023130 LYPLAL1 gi|20270341|ref|NP_620149.1| gi|20270341|ref|NP_620149.1| lysophospholipase-like 1 [Homo sapiens] 3 5 18.6 237 26334 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.008852.0088 2 3.7635 0.4786 1942.85 1940.1 3 41.666664 1 R.HSASLIFLHGSGDSGQGLR.M 20 2 *
1427 ENSG00000143353:ENSMUSG00000039246:ENSRNOG00000023130 LYPLAL1 gi|20270341|ref|NP_620149.1| gi|20270341|ref|NP_620149.1| lysophospholipase-like 1 [Homo sapiens] 3 5 18.6 237 26334 7.8 HsSD-NE_NT_lymphocytes_Ti_111.012158.012158.2 2 3.1899 0.1897 1608.65 1605.8 1 70.83333 1 K.FHSFPNVYHELSK.T 203 2 *
1427 ENSG00000143353:ENSMUSG00000039246:ENSRNOG00000023130 LYPLAL1 gi|20270341|ref|NP_620149.1| gi|20270341|ref|NP_620149.1| lysophospholipase-like 1 [Homo sapiens] 3 5 18.6 237 26334 7.8 HsSD-NE_NT_lymphocytes_Ti_110.010387.010387.2 2 3.1438 0.3112 1940.61 1940.1 1 41.666664 1 R.HSASLIFLHGSGDSGQGLR.M 20 2 *
1428 ENSG00000166340:ENSMUSG00000030894:ENSRNOG00000019212 TPP1 gi|5729770|ref|NP_000382.3| gi|5729770|ref|NP_000382.3| tripeptidyl-peptidase I preproprotein [Homo sapiens] 3 13 10.8 563 61248 6.5 HsSD-NE_PHA_lymphocytes_PK_112.012295.012295 2 2.9801 0.3167 1839.77 1837 1 63.333332 2 R.HQFRPTFPASSPYVTT.V 372 1 *
1428 ENSG00000166340:ENSMUSG00000030894:ENSRNOG00000019212 TPP1 gi|5729770|ref|NP_000382.3| gi|5729770|ref|NP_000382.3| tripeptidyl-peptidase I preproprotein [Homo sapiens] 3 13 10.8 563 61248 6.5 HsSD-NE_NT_lymphocytes_Ti_114.014932.014932.3 3 6.6105 0.5556 2836.16 2836.3 1 45.192307 4 R.VPIPWVSGTSASTPVFGGILSLINEHR.I 466 2 *
1428 ENSG00000166340:ENSMUSG00000030894:ENSRNOG00000019212 TPP1 gi|5729770|ref|NP_000382.3| gi|5729770|ref|NP_000382.3| tripeptidyl-peptidase I preproprotein [Homo sapiens] 3 13 10.8 563 61248 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014504.0145 3 5.8423 0.4271 2837 2836.3 1 38.46154 5 R.VPIPWVSGTSASTPVFGGILSLINEHR.I 466 2 *
1428 ENSG00000166340:ENSMUSG00000030894:ENSRNOG00000019212 TPP1 gi|5729770|ref|NP_000382.3| gi|5729770|ref|NP_000382.3| tripeptidyl-peptidase I preproprotein [Homo sapiens] 3 13 10.8 563 61248 6.5 HsSD-NE_NT_lymphocytes_Ti_104.013600.013600.2 2 4.4237 0.3891 1986.45 1984.2 1 58.823532 2 R.AYPDVAALSDGYWVVSNR.V 448 2 *
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NP_859530.1| gi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Homo sapiens] 5 9 8.2 380 44876 9 HsSD-NE_PHA_lymphocytes_PK_107.018167.018167 2 2.8559 0.3036 1481.83 1479.6 1 77.77778 1 Q.TLYDYFWWER.L 4 1 *
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NP_859530.1| gi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Homo sapiens] 5 9 8.2 380 44876 9 HsNaOH-NE_NT_lymphocytes_Ti_111.010760.01076 2 4.8923 0.5541 1746.51 1747 1 70 2 R.APPNATLEHFYLTSGK.Q 78 2 *
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NP_859530.1| gi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Homo sapiens] 5 9 8.2 380 44876 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010820.0108 2 5.0357 0.4964 2018.75 2016.3 1 67.64706 2 R.LRAPPNATLEHFYLTSGK.Q 76 2 *
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NP_859530.1| gi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Homo sapiens] 5 9 8.2 380 44876 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.016743.0167 2 3.4059 0.292 1853.11 1852.1 1 70.83333 2 -.MLQTLYDYFWWER.L 1 2 *
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NP_859530.1| gi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Homo sapiens] 5 9 8.2 380 44876 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010850.0108 3 6.2549 0.3971 2016.86 2016.3 1 54.411762 2 R.LRAPPNATLEHFYLTSGK.Q 76 2 *
1430 ENSG00000128739:ENSMUSG00000027404:ENSRNOG00000006961 SNRPN gi|13027650|ref|NP_073719.1| gi|13027650|ref|NP_073719.1|;gi|38150007|ref|NP_937859.1| small nuclear ribonucleoprotein polypeptide N [Homo sapiens] 2 8 9.6 240 24614 11.2 HsSD-NE_PHA_lymphocytes_Ti_103.009992.009992 2 2.1548 0.0953 1040.33 1039.4 6 62.5 1 K.RVLGLVLLR.G 65 2
1430 ENSG00000128739:ENSMUSG00000027404:ENSRNOG00000006961 SNRPN gi|13027650|ref|NP_073719.1| gi|13027650|ref|NP_073719.1|;gi|38150007|ref|NP_937859.1| small nuclear ribonucleoprotein polypeptide N [Homo sapiens] 2 8 9.6 240 24614 11.2 HsNaOH-NE_NT_lymphocytes_Ti_114.011116.01111 2 2.6551 0.1845 1039.15 1039.4 1 93.75 2 K.RVLGLVLLR.G 65 2
1430 ENSG00000128739:ENSMUSG00000027404:ENSRNOG00000006961 SNRPN gi|13027650|ref|NP_073719.1| gi|13027650|ref|NP_073719.1|;gi|38150007|ref|NP_937859.1| small nuclear ribonucleoprotein polypeptide N [Homo sapiens] 2 8 9.6 240 24614 11.2 HsSD-NE_NT_lymphocytes_Ti_113.011549.011549.2 2 3.2777 0.1307 1039.75 1039.4 2 100 4 K.RVLGLVLLR.G 65 2
1430 ENSG00000128739:ENSMUSG00000027404:ENSRNOG00000006961 SNRPN gi|13027650|ref|NP_073719.1| gi|13027650|ref|NP_073719.1|;gi|38150007|ref|NP_937859.1| small nuclear ribonucleoprotein polypeptide N [Homo sapiens] 2 8 9.6 240 24614 11.2 HsSD-NE_NT_lymphocytes_Ti_110.010753.010753.2 2 3.7238 0.2489 1852.33 1852 1 69.230774 1 K.HMNLILCDCDEFRK.I 37 2
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsSD-NE_PHA_lymphocytes_PK_108.012351.01235 2 3.7319 0.189 2042.73 2041.3 1 59.375 1 R.RFEAEPLPENTNRQLLL.Q 276 1 *
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017474.0174 2 4.3546 0.3674 1414.53 1414.6 1 85 4 K.DLEEDLYELFK.K 396 2 *
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.010926.01092 2 3.0954 0.1821 2544.27 2541.8 1 37.5 1 R.AQPPDYTFPSGSGAHFPQVPGGAVR.V 13 2 *
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsNaOH-NE_NT_lymphocytes_Ti_111.008981.00898 2 3.5865 0.3945 1689.01 1688.8 1 55.555557 1 R.VAAAAGSGPSPPGSPGHDR.E 38 2 *
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.006264.0062 2 2.9339 0.2586 1688.23 1688.8 1 55.555557 4 R.VAAAAGSGPSPPGSPGHDR.E 38 2 *
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NP_060895.1| gi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 2 alpha [Homo sapiens] 5 12 18.6 479 54022 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.011477.0114 2 2.6938 0.1091 1890.43 1888.3 3 50 1 K.SPLHLVQMPPVIVETAR.S 439 2 *
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_006550.1| gi|5730027|ref|NP_006550.1| "KH domain containing, RNA binding, signal transduction associate 5 8 16.9 443 48227 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009159.00915 3 4.6213 0.2989 1754.33 1753.9 2 51.923077 1 K.KDDEENYLDLFSHK.N 139 2 *
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_006550.1| gi|5730027|ref|NP_006550.1| "KH domain containing, RNA binding, signal transduction associate 5 8 16.9 443 48227 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009131.00913 2 3.7799 0.1427 1755.45 1753.9 1 76.92308 1 K.KDDEENYLDLFSHK.N 139 2 *
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_006550.1| gi|5730027|ref|NP_006550.1| "KH domain containing, RNA binding, signal transduction associate 5 8 16.9 443 48227 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.016738.0167 3 3.1881 0.1238 2248.58 2247.5 1 34.210526 1 K.DSLDPSFTHAMQLLTAEIEK.I 112 2 *
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_006550.1| gi|5730027|ref|NP_006550.1| "KH domain containing, RNA binding, signal transduction associate 5 8 16.9 443 48227 8.7 HsSD-NE_PHA_lymphocytes_PK_103.019628.019628 2 4.1927 0.3508 2097.67 2097.4 3 40.625 2 F.LVPDMMDDICQEQFLEL.S 255 0 *
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_006550.1| gi|5730027|ref|NP_006550.1| "KH domain containing, RNA binding, signal transduction associate 5 8 16.9 443 48227 8.7 HsSD-NE_PHA_lymphocytes_PK_104.014595.014595 2 3.6645 0.365 2755.89 2756.9 1 41.304348 3 R.IPLPPPPAPETYEEYGYDDTYAEQ.S 355 1 *
1433 ENSG00000106554:ENSMUSG00000053768:ENSRNOG00000013211 CHCHD3 gi|8923390|ref|NP_060282.1| gi|8923390|ref|NP_060282.1| coiled-coil-helix-coiled-coil-helix domain containing 3 [Homo sapien 3 8 19.8 227 26152 8.3 HsSD-NE_PHA_lymphocytes_Ti_102.008915.008915 2 3.4511 0.0881 1864.53 1865.1 3 50 4 R.RVTFEADENENITVVK.G 9 2 *
1433 ENSG00000106554:ENSMUSG00000053768:ENSRNOG00000013211 CHCHD3 gi|8923390|ref|NP_060282.1| gi|8923390|ref|NP_060282.1| coiled-coil-helix-coiled-coil-helix domain containing 3 [Homo sapien 3 8 19.8 227 26152 8.3 HsSD-NE_PHA_lymphocytes_Ti_102.006466.006466 2 3.4888 0.2505 1677.29 1674.8 2 73.07692 2 K.RYESHPVCADLQAK.I 176 2 *
1433 ENSG00000106554:ENSMUSG00000053768:ENSRNOG00000013211 CHCHD3 gi|8923390|ref|NP_060282.1| gi|8923390|ref|NP_060282.1| coiled-coil-helix-coiled-coil-helix domain containing 3 [Homo sapien 3 8 19.8 227 26152 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.006976.0069 2 3.2143 0.2865 1674.11 1674.8 1 65.38461 1 K.RYESHPVCADLQAK.I 176 2 *
1433 ENSG00000106554:ENSMUSG00000053768:ENSRNOG00000013211 CHCHD3 gi|8923390|ref|NP_060282.1| gi|8923390|ref|NP_060282.1| coiled-coil-helix-coiled-coil-helix domain containing 3 [Homo sapien 3 8 19.8 227 26152 8.3 HsSD-NE_NT_lymphocytes_Ti_102.008835.008835.2 2 3.4068 0.3123 1578.71 1576.7 4 57.14286 1 R.YSGAYGASVSDEELK.R 49 2 *
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NP_054742.2| gi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sapiens] 3 14 14.2 494 54665 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.011968.01196 3 3.749 0.3359 3852.08 3852.1 4 21.875 1 R.TANLYDVETSELVHSLTGHDQELTHCCTHPTQR.L 304 2 *
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NP_054742.2| gi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sapiens] 3 14 14.2 494 54665 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.015318.01531 2 4.6126 0.2751 1811.81 1809.1 1 80 1 R.QAIGWNINIPALLQEK.- 479 2 *
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NP_054742.2| gi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sapiens] 3 14 14.2 494 54665 7.2 HsSD-NE_NT_lymphocytes_Ti_111.012585.012585.2 2 3.7433 0.3087 2365.13 2366.6 1 45 2 K.FHPSEQLALTASGDQTAHIWR.Y 207 2 *
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NP_054742.2| gi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sapiens] 3 14 14.2 494 54665 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.011837.0118 3 5.6828 0.4262 3852.65 3852.1 1 28.90625 3 R.TANLYDVETSELVHSLTGHDQELTHCCTHPTQR.L 304 2 *
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NP_054742.2| gi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sapiens] 3 14 14.2 494 54665 7.2 HsSD-NE_NT_lymphocytes_Ti_108.012127.012127.3 3 5.975 0.5014 3850.82 3852.1 1 33.59375 7 R.TANLYDVETSELVHSLTGHDQELTHCCTHPTQR.L 304 2 *
1435 ENSG00000138760:ENSMUSG00000029426:ENSRNOG00000002225 SCARB2 gi|5031631|ref|NP_005497.1| gi|5031631|ref|NP_005497.1| "scavenger receptor class B, member 2 [Homo sapiens] " 3 9 13.2 478 54290 5.1 HsSD-NE_PHA_lymphocytes_PK_112.016916.016916 2 3.5952 0.3273 1662.53 1661.9 1 69.230774 2 L.IHVFRPDISPYFGL.F 188 0 *
1435 ENSG00000138760:ENSMUSG00000029426:ENSRNOG00000002225 SCARB2 gi|5031631|ref|NP_005497.1| gi|5031631|ref|NP_005497.1| "scavenger receptor class B, member 2 [Homo sapiens] " 3 9 13.2 478 54290 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.013964.0139 3 6.5225 0.4016 3365.63 3366.8 1 36.206894 2 R.FVSAIEGMHPNQEDHETFVDINPLTGIILK.A 349 2 *
1435 ENSG00000138760:ENSMUSG00000029426:ENSRNOG00000002225 SCARB2 gi|5031631|ref|NP_005497.1| gi|5031631|ref|NP_005497.1| "scavenger receptor class B, member 2 [Homo sapiens] " 3 9 13.2 478 54290 5.1 HsNaOH-NE_NT_lymphocytes_Ti_114.014997.01499 2 4.5407 0.4105 2265.75 2266.7 1 55.555557 4 R.TLNIPVLTVIEWSQVHFLR.E 135 2 *
1435 ENSG00000138760:ENSMUSG00000029426:ENSRNOG00000002225 SCARB2 gi|5031631|ref|NP_005497.1| gi|5031631|ref|NP_005497.1| "scavenger receptor class B, member 2 [Homo sapiens] " 3 9 13.2 478 54290 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015054.0150 2 2.5441 0.3242 2266.57 2266.7 1 41.666664 1 R.TLNIPVLTVIEWSQVHFLR.E 135 2 *
1436 ENSG00000181524:ENSMUSG00000022601:ENSRNOG00000033820 RPL24 gi|4506619|ref|NP_000977.1| gi|4506619|ref|NP_000977.1| ribosomal protein L24 [Homo sapiens] 3 4 21.7 157 17779 11.3 HsSD-NE_PHA_lymphocytes_Ti_101.009353.009353 1 2.3991 0.2206 1448.82 1449.7 1 59.090908 1 -.MKVELCSFSGYK.I 1 2 *
1436 ENSG00000181524:ENSMUSG00000022601:ENSRNOG00000033820 RPL24 gi|4506619|ref|NP_000977.1| gi|4506619|ref|NP_000977.1| ribosomal protein L24 [Homo sapiens] 3 4 21.7 157 17779 11.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010733.01073 2 2.141 0.168 1192.67 1193.4 4 81.25 1 R.QINWTVLYR.R 48 2 *
1436 ENSG00000181524:ENSMUSG00000022601:ENSRNOG00000033820 RPL24 gi|4506619|ref|NP_000977.1| gi|4506619|ref|NP_000977.1| ribosomal protein L24 [Homo sapiens] 3 4 21.7 157 17779 11.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009939.0099 2 4.141 0.3404 1262.47 1262.5 1 75 1 R.AITGASLADIMAK.R 81 2 *
1436 ENSG00000181524:ENSMUSG00000022601:ENSRNOG00000033820 RPL24 gi|4506619|ref|NP_000977.1| gi|4506619|ref|NP_000977.1| ribosomal protein L24 [Homo sapiens] 3 4 21.7 157 17779 11.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.010864.0108 2 2.619 0.0996 1195.37 1193.4 1 87.5 1 R.QINWTVLYR.R 48 2 *
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.013226.01322 3 5.8866 0.4692 3976.31 3973.6 1 25.714287 3 K.LLLSEVDSHPLSSLAYPTAVNWNAYATTIKPFPVQK.N 299 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.010810.0108 2 3.2231 0.3118 1422.71 1422.6 1 87.5 1 K.DNSIYVLANLGDK.K 131 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011308.01130 2 2.8268 0.2619 1892.57 1892.1 1 46.875 2 K.EENEVYVLGAFTGLHGR.R 377 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012251.01225 3 3.4071 0.2553 3087.02 3085.4 5 23 1 K.YHLYSEPQFNVPEKPELVTFNTAFGR.F 180 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011572.0115 3 4.0781 0.2102 2394.71 2392.7 3 31.25 1 R.MLQKEENEVYVLGAFTGLHGR.R 373 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsSD-NE_NT_lymphocytes_Ti_112.014243.014243.3 3 4.9658 0.4086 3972.89 3973.6 1 26.428572 2 K.LLLSEVDSHPLSSLAYPTAVNWNAYATTIKPFPVQK.N 299 2
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NP_004656.2| gi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Homo sapiens] 5 12 18.5 520 58521 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.013323.0133 3 4.9756 0.4682 3972.47 3973.6 1 25.714287 2 K.LLLSEVDSHPLSSLAYPTAVNWNAYATTIKPFPVQK.N 299 2
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsNaOH-NE_NT_lymphocytes_Ti_112.012380.01238 2 2.9622 0.195 1501.97 1501.8 1 70.83333 3 K.MGFWAPLVLSHSR.R 53 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.020300.0203 2 3.2098 0.2632 1652.39 1653 1 53.333336 1 K.GSVPLGLATVLQDLLR.R 85 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.017217.0172 3 4.4669 0.3556 4287.08 4285.5 1 28.947369 1 K.AESLVDQIQELCDTQDEVSQTLAGGVTNGLDFDSEELEK.E 344 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsNaOH-NE_NT_lymphocytes_Ti_107.020319.02031 2 2.554 0.1715 1652.55 1653 6 46.666668 1 K.GSVPLGLATVLQDLLR.R 85 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.014663.0146 2 4.2772 0.3486 1781.65 1781.1 1 68.75 2 R.KGSVPLGLATVLQDLLR.R 84 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsSD-NE_NT_lymphocytes_Ti_106.019936.019936.2 2 2.8276 0.2532 1653.15 1653 5 43.333332 1 K.GSVPLGLATVLQDLLR.R 85 2 *
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NP_689485.1| gi|22748641|ref|NP_689485.1| "CHMP family, member 7 [Homo sapiens] " 4 10 15.2 453 50911 5.3 HsSD-NE_NT_lymphocytes_Ti_103.020162.020162.3 3 4.0612 0.2039 4287.95 4285.5 2 18.421053 1 K.AESLVDQIQELCDTQDEVSQTLAGGVTNGLDFDSEELEK.E 344 2 *
1439 ENSG00000143851:ENSMUSG00000031506:ENSRNOG00000005807 PTPN7 gi|18375658|ref|NP_002823.2| gi|18375658|ref|NP_002823.2|;gi|18375660|ref|NP_542155.1| "protein tyrosine phosphatase, non-receptor type 7 isoform 1 [Hom 3 9 13.6 360 40529 6.8 HsSD-NE_PHA_lymphocytes_PK_109.011899.011899 3 3.7306 0.3324 2011.79 2010.2 6 35.294117 1 L.FSAWPDHQTPESAGPLLR.L 252 1
1439 ENSG00000143851:ENSMUSG00000031506:ENSRNOG00000005807 PTPN7 gi|18375658|ref|NP_002823.2| gi|18375658|ref|NP_002823.2|;gi|18375660|ref|NP_542155.1| "protein tyrosine phosphatase, non-receptor type 7 isoform 1 [Hom 3 9 13.6 360 40529 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.011789.0117 2 4.4232 0.3543 2373.91 2373.7 1 52.499996 3 K.HILFSAWPDHQTPESAGPLLR.L 249 2
1439 ENSG00000143851:ENSMUSG00000031506:ENSRNOG00000005807 PTPN7 gi|18375658|ref|NP_002823.2| gi|18375658|ref|NP_002823.2|;gi|18375660|ref|NP_542155.1| "protein tyrosine phosphatase, non-receptor type 7 isoform 1 [Hom 3 9 13.6 360 40529 6.8 HsSD-NE_NT_lymphocytes_Ti_112.013038.013038.2 2 5.2122 0.4365 2375.37 2373.7 1 55 2 K.HILFSAWPDHQTPESAGPLLR.L 249 2
1439 ENSG00000143851:ENSMUSG00000031506:ENSRNOG00000005807 PTPN7 gi|18375658|ref|NP_002823.2| gi|18375658|ref|NP_002823.2|;gi|18375660|ref|NP_542155.1| "protein tyrosine phosphatase, non-receptor type 7 isoform 1 [Hom 3 9 13.6 360 40529 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008805.0088 3 4.5129 0.3249 2884.7 2884.2 1 30.555555 3 R.LVAEVEESPETAAHPGPIVVHCSAGIGR.T 270 2
1440 ENSG00000163344:ENSMUSG00000027952:ENSRNOG00000020696 PMVK gi|5729980|ref|NP_006547.1| gi|5729980|ref|NP_006547.1| phosphomevalonate kinase [Homo sapiens] 3 4 15.6 192 21995 5.7 HsSD-NE_PHA_lymphocytes_PK_108.016370.016370 2 2.5319 0.1885 1482.23 1482.8 5 58.333332 1 R.KIVEGISQPIWLV.S 94 1 *
1440 ENSG00000163344:ENSMUSG00000027952:ENSRNOG00000020696 PMVK gi|5729980|ref|NP_006547.1| gi|5729980|ref|NP_006547.1| phosphomevalonate kinase [Homo sapiens] 3 4 15.6 192 21995 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.010792.0107 2 3.0905 0.296 1944.93 1942.3 2 46.875 1 R.KIVEGISQPIWLVSDTR.R 94 2 *
1440 ENSG00000163344:ENSMUSG00000027952:ENSRNOG00000020696 PMVK gi|5729980|ref|NP_006547.1| gi|5729980|ref|NP_006547.1| phosphomevalonate kinase [Homo sapiens] 3 4 15.6 192 21995 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.016206.0162 2 3.1647 0.2684 1648.73 1646.9 3 62.5 1 R.LEEQLENLIEFIR.S 177 2 *
1440 ENSG00000163344:ENSMUSG00000027952:ENSRNOG00000020696 PMVK gi|5729980|ref|NP_006547.1| gi|5729980|ref|NP_006547.1| phosphomevalonate kinase [Homo sapiens] 3 4 15.6 192 21995 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.016492.01649 2 2.964 0.2139 1648.49 1646.9 1 58.333332 1 R.LEEQLENLIEFIR.S 177 2 *
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_000300.1| gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Homo sapiens] 2 10 9.9 477 50765 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.018778.0187 2 3.3965 0.283 3147.31 3144.5 1 33.333336 1 R.DSSLEADHVISAIPASVLSELLPAEAAPLAR.A 274 2 *
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_000300.1| gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Homo sapiens] 2 10 9.9 477 50765 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.018094.01809 2 3.4465 0.2876 3147.13 3144.5 1 28.333334 1 R.DSSLEADHVISAIPASVLSELLPAEAAPLAR.A 274 2 *
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_000300.1| gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Homo sapiens] 2 10 9.9 477 50765 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011854.0118 2 4.0592 0.4174 1688.01 1686 1 66.66667 4 R.FLYVGGALHALPTGLR.G 98 2 *
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_000300.1| gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Homo sapiens] 2 10 9.9 477 50765 8.2 HsSD-NE_NT_lymphocytes_Ti_104.020064.020064.2 2 4.6882 0.4924 3144.73 3144.5 1 40 3 R.DSSLEADHVISAIPASVLSELLPAEAAPLAR.A 274 2 *
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_000300.1| gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Homo sapiens] 2 10 9.9 477 50765 8.2 HsSD-NE_NT_lymphocytes_Ti_112.013090.013090.2 2 3.8165 0.3503 1683.67 1686 1 66.66667 1 R.FLYVGGALHALPTGLR.G 98 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.015664.015664 2 2.8912 0.2101 2122.33 2123.3 3 50 1 R.FFEDHENVVEVLSDWTR.D 233 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_NT_lymphocytes_Ti_109.016213.016213.2 2 3.6312 0.2538 2123.47 2123.3 1 56.25 3 R.FFEDHENVVEVLSDWTR.D 233 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_NT_lymphocytes_Ti_107.014196.014196.2 2 4.4477 0.3441 2914.81 2915.1 1 42.857143 5 K.THCDCNVDWCLYEIYPELQIER.F 211 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_PHA_lymphocytes_PK_106.017144.017144 2 3.7805 0.3323 2915.21 2915.1 1 42.857143 1 K.THCDCNVDWCLYEIYPELQIER.F 211 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_NT_lymphocytes_Ti_102.009682.009682.1 1 1.8788 0.2298 1162.56 1162.3 8 55.555557 1 R.AEFNYSVGFK.D 41 2 *
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NP_061916.3| gi|56118221|ref|NP_061916.3| "amyloid beta (A4) precursor protein-binding, family B, member 1 in 4 13 7.4 666 73183 5.6 HsSD-NE_NT_lymphocytes_Ti_107.014178.014178.3 3 5.3493 0.1319 2916.23 2915.1 1 39.285713 2 K.THCDCNVDWCLYEIYPELQIER.F 211 2 *
1443 ENSG00000163564:ENSMUSG00000054203:ENSRNOG00000003486 PYHIN1 gi|39540514|ref|NP_689714.2| gi|39540514|ref|NP_689714.2|;gi|41282048|ref|NP_945146.1| "pyrin and HIN domain family, member 1 alpha 1 isoform [Homo sa 3 9 8.7 492 55065 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008786.00878 2 3.1207 0.3156 1363.49 1363.5 1 75 2 K.GLEVINDYHFR.I 13 2
1443 ENSG00000163564:ENSMUSG00000054203:ENSRNOG00000003486 PYHIN1 gi|39540514|ref|NP_689714.2| gi|39540514|ref|NP_689714.2|;gi|41282048|ref|NP_945146.1| "pyrin and HIN domain family, member 1 alpha 1 isoform [Homo sa 3 9 8.7 492 55065 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006450.0064 2 2.8205 0.264 1743.07 1742.8 8 50 1 K.KDETHPGAQSSPANFR.I 454 2
1443 ENSG00000163564:ENSMUSG00000054203:ENSRNOG00000003486 PYHIN1 gi|39540514|ref|NP_689714.2| gi|39540514|ref|NP_689714.2|;gi|41282048|ref|NP_945146.1| "pyrin and HIN domain family, member 1 alpha 1 isoform [Homo sa 3 9 8.7 492 55065 9.8 HsNaOH-NE_NT_lymphocytes_Ti_108.006470.00647 2 4.8605 0.4748 1743.31 1742.8 1 66.66667 4 K.KDETHPGAQSSPANFR.I 454 2
1443 ENSG00000163564:ENSMUSG00000054203:ENSRNOG00000003486 PYHIN1 gi|39540514|ref|NP_689714.2| gi|39540514|ref|NP_689714.2|;gi|41282048|ref|NP_945146.1| "pyrin and HIN domain family, member 1 alpha 1 isoform [Homo sa 3 9 8.7 492 55065 9.8 HsSD-NE_PHA_lymphocytes_PK_105.011232.011232 2 3.107 0.1508 1815.81 1816 5 56.666668 2 S.EAGPDQTFEVPKDIIR.R 291 1
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.007202.007202 2 2.2398 0.1915 1123.53 1124.3 5 70 1 K.GAVIVVSHDAR.L 752 2
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_PK_108.020541.02054 2 3.0361 0.2323 1900.55 1899 1 50 1 S.HDQGFLDDVCTDIIHL.D 468 0
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_Ti_109.016204.016204 3 3.9648 0.1998 2998.67 2996.3 6 27.000002 3 K.TLLIVSHDQGFLDDVCTDIIHLDAQR.L 462 2
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007564.00756 2 2.6891 0.2176 2095.59 2095.3 1 52.77778 1 K.KLSVPTSDEEDEVPAPKPR.G 103 2
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_PK_105.017337.017337 3 3.6947 0.1887 2300.72 2300.4 1 32.894737 1 V.SHDQGFLDDVCTDIIHLDAQ.R 467 0
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_PK_105.018140.018140 2 3.3163 0.1937 2313.67 2314.5 1 36.842106 2 Q.SVSQIDGDFEDYKREVLEAL.G 778 0
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_PK_106.017986.017986 2 4.7192 0.4548 1988.59 1986.1 1 68.75 5 V.SHDQGFLDDVCTDIIHL.D 467 0
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NP_001081.1| gi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_00102026 "ATP-binding cassette, sub-family F, member 1 isoform b [Homo sa 8 16 9.4 807 91680 7.7 HsSD-NE_PHA_lymphocytes_PK_105.017366.017366 2 4.0143 0.4012 2299.89 2300.4 1 52.63158 2 V.SHDQGFLDDVCTDIIHLDAQ.R 467 0
1445 ENSG00000023734:ENSMUSG00000030224:ENSRNOG00000007134 STRAP gi|148727341|ref|NP_009109.3| gi|148727341|ref|NP_009109.3| serine/threonine kinase receptor associated protein [Homo sapiens 3 9 13.1 350 38438 5.1 HsSD-NE_PHA_lymphocytes_Ti_111.010576.010576 2 2.8558 0.2958 1180.55 1180.3 1 88.88889 2 K.GHFGPIHCVR.F 263 2 *
1445 ENSG00000023734:ENSMUSG00000030224:ENSRNOG00000007134 STRAP gi|148727341|ref|NP_009109.3| gi|148727341|ref|NP_009109.3| serine/threonine kinase receptor associated protein [Homo sapiens 3 9 13.1 350 38438 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008826.0088 2 3.9165 0.3099 1903.25 1902 1 58.823532 3 R.FSPDGELYASGSEDGTLR.L 273 2 *
1445 ENSG00000023734:ENSMUSG00000030224:ENSRNOG00000007134 STRAP gi|148727341|ref|NP_009109.3| gi|148727341|ref|NP_009109.3| serine/threonine kinase receptor associated protein [Homo sapiens 3 9 13.1 350 38438 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.010368.0103 2 5.0544 0.3926 2005.97 2003.1 1 64.70589 1 K.TVDFTQDSNYLLTGGQDK.L 105 2 *
1445 ENSG00000023734:ENSMUSG00000030224:ENSRNOG00000007134 STRAP gi|148727341|ref|NP_009109.3| gi|148727341|ref|NP_009109.3| serine/threonine kinase receptor associated protein [Homo sapiens 3 9 13.1 350 38438 5.1 HsSD-NE_NT_lymphocytes_Ti_102.009596.009596.2 2 5.3656 0.3765 1903.37 1902 1 76.47059 3 R.FSPDGELYASGSEDGTLR.L 273 2 *
1446 ENSG00000104522:ENSMUSG00000022570:ENSRNOG00000009020 TSTA3 gi|4507709|ref|NP_003304.1| gi|4507709|ref|NP_003304.1| tissue specific transplantation antigen P35B [Homo sapiens] 4 11 18.4 321 35893 6.6 HsSD-NE_PHA_lymphocytes_Ti_115.012571.012571 2 5.3298 0.4659 1947.73 1947.4 1 73.52941 2 K.VQPTHVIHLAAMVGGLFR.N 61 2 *
1446 ENSG00000104522:ENSMUSG00000022570:ENSRNOG00000009020 TSTA3 gi|4507709|ref|NP_003304.1| gi|4507709|ref|NP_003304.1| tissue specific transplantation antigen P35B [Homo sapiens] 4 11 18.4 321 35893 6.6 HsSD-NE_PHA_lymphocytes_PK_114.014437.014437 3 5.1895 0.3781 2572.67 2570.9 1 39.772728 3 T.NVFGPHDNFNIEDGHVLPGLIHK.V 172 1 *
1446 ENSG00000104522:ENSMUSG00000022570:ENSRNOG00000009020 TSTA3 gi|4507709|ref|NP_003304.1| gi|4507709|ref|NP_003304.1| tissue specific transplantation antigen P35B [Homo sapiens] 4 11 18.4 321 35893 6.6 HsSD-NE_PHA_lymphocytes_PK_114.014448.014448 2 3.6773 0.2762 2569.59 2570.9 1 47.727272 2 T.NVFGPHDNFNIEDGHVLPGLIHK.V 172 1 *
1446 ENSG00000104522:ENSMUSG00000022570:ENSRNOG00000009020 TSTA3 gi|4507709|ref|NP_003304.1| gi|4507709|ref|NP_003304.1| tissue specific transplantation antigen P35B [Homo sapiens] 4 11 18.4 321 35893 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009452.0094 2 4.3807 0.4729 2011.15 2011.2 1 64.70589 4 K.NVHMNDNVLHSAFEVGAR.K 90 2 *
1447 ENSG00000137500:ENSMUSG00000030613:ENSRNOG00000009462 CCDC90B gi|20149663|ref|NP_068597.2| gi|20149663|ref|NP_068597.2| coiled-coil domain containing 90B [Homo sapiens] 2 7 7.9 254 29506 7.5 HsSD-NE_PHA_lymphocytes_Ti_106.012698.012698 3 6.2509 0.3643 2317.13 2316.6 1 48.684208 2 R.KLTFDTHALVQDLETHGFDK.T 58 2 *
1447 ENSG00000137500:ENSMUSG00000030613:ENSRNOG00000009462 CCDC90B gi|20149663|ref|NP_068597.2| gi|20149663|ref|NP_068597.2| coiled-coil domain containing 90B [Homo sapiens] 2 7 7.9 254 29506 7.5 HsSD-NE_PHA_lymphocytes_Ti_106.012718.012718 2 3.6043 0.2997 2318.73 2316.6 1 50 1 R.KLTFDTHALVQDLETHGFDK.T 58 2 *
1447 ENSG00000137500:ENSMUSG00000030613:ENSRNOG00000009462 CCDC90B gi|20149663|ref|NP_068597.2| gi|20149663|ref|NP_068597.2| coiled-coil domain containing 90B [Homo sapiens] 2 7 7.9 254 29506 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.012776.0127 3 4.8568 0.3265 2315.84 2316.6 1 48.684208 2 R.KLTFDTHALVQDLETHGFDK.T 58 2 *
1447 ENSG00000137500:ENSMUSG00000030613:ENSRNOG00000009462 CCDC90B gi|20149663|ref|NP_068597.2| gi|20149663|ref|NP_068597.2| coiled-coil domain containing 90B [Homo sapiens] 2 7 7.9 254 29506 7.5 HsSD-NE_NT_lymphocytes_Ti_108.012998.012998.3 3 6.2884 0.4454 2315.69 2316.6 1 52.63158 2 R.KLTFDTHALVQDLETHGFDK.T 58 2 *
1448 ENSG00000158793:ENSMUSG00000013997:ENSRNOG00000003881 NIT1 gi|5031947|ref|NP_005591.1| gi|5031947|ref|NP_005591.1| nitrilase 1 [Homo sapiens] 4 7 25.7 327 35896 7.7 HsSD-NE_PHA_lymphocytes_Ti_102.008182.008182 2 3.698 0.3979 1798.11 1797.9 1 63.333332 2 R.AIETQCYVVAAAQCGR.H 246 2 *
1448 ENSG00000158793:ENSMUSG00000013997:ENSRNOG00000003881 NIT1 gi|5031947|ref|NP_005591.1| gi|5031947|ref|NP_005591.1| nitrilase 1 [Homo sapiens] 4 7 25.7 327 35896 7.7 HsSD-NE_PHA_lymphocytes_PK_111.015035.015035 2 2.5765 0.2072 1539.29 1536.8 1 65.38461 1 F.GSITGPAHWEVLLR.A 230 1 *
1448 ENSG00000158793:ENSMUSG00000013997:ENSRNOG00000003881 NIT1 gi|5031947|ref|NP_005591.1| gi|5031947|ref|NP_005591.1| nitrilase 1 [Homo sapiens] 4 7 25.7 327 35896 7.7 HsSD-NE_NT_lymphocytes_Ti_106.018499.018499.2 2 4.0566 0.2141 1912.07 1912.2 1 65.625 3 R.LGACLAFLPEAFDFIAR.D 77 2 *
1448 ENSG00000158793:ENSMUSG00000013997:ENSRNOG00000003881 NIT1 gi|5031947|ref|NP_005591.1| gi|5031947|ref|NP_005591.1| nitrilase 1 [Homo sapiens] 4 7 25.7 327 35896 7.7 HsSD-NE_NT_lymphocytes_Ti_108.010973.010973.3 3 4.4715 0.3227 3898.31 3898.3 1 22.916668 1 R.KTHLCDVEIPGQGPMCESNSTMPGPSLESPVSTPAGK.I 161 2 *
1449 ENSG00000164171:ENSMUSG00000015533:ENSRNOG00000011877 ITGA2 gi|116295258|ref|NP_002194.2| gi|116295258|ref|NP_002194.2| integrin alpha 2 precursor [Homo sapiens] 4 8 6.5 1181 129296 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.014007.0140 2 2.8066 0.0835 1937.99 1937 5 46.875 1 K.DCGEDGLCISDLVLDVR.Q 788 2 *
1449 ENSG00000164171:ENSMUSG00000015533:ENSRNOG00000011877 ITGA2 gi|116295258|ref|NP_002194.2| gi|116295258|ref|NP_002194.2| integrin alpha 2 precursor [Homo sapiens] 4 8 6.5 1181 129296 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010007.01000 2 3.9602 0.4272 2293.39 2293.5 1 45.238094 2 R.VDISLENPGTSPALEAYSETAK.V 758 2 *
1449 ENSG00000164171:ENSMUSG00000015533:ENSRNOG00000011877 ITGA2 gi|116295258|ref|NP_002194.2| gi|116295258|ref|NP_002194.2| integrin alpha 2 precursor [Homo sapiens] 4 8 6.5 1181 129296 5.3 HsNaOH-NE_NT_lymphocytes_Ti_107.014524.01452 2 3.5135 0.3442 1918.69 1917.1 1 53.125 1 K.GNWLLVGSPWSGFPENR.M 60 2 *
1449 ENSG00000164171:ENSMUSG00000015533:ENSRNOG00000011877 ITGA2 gi|116295258|ref|NP_002194.2| gi|116295258|ref|NP_002194.2| integrin alpha 2 precursor [Homo sapiens] 4 8 6.5 1181 129296 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3787.378 2 4.8651 0.4133 2345.03 2345.6 1 57.5 4 K.IFSGPSSEQFGYAVQQFINPK.G 39 2 *
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_005229.1| gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 oncogene homolog 1 [Homo sapie 4 10 15.6 441 50408 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.001134.001134 2 3.5385 0.3617 2902.71 2902.3 1 39.130436 4 K.DCFLELAPDFVGDILWEHLEILQK.E 111 2 *
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_005229.1| gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 oncogene homolog 1 [Homo sapie 4 10 15.6 441 50408 5.2 HsSD-NE_NT_lymphocytes_Ti_110.002343.002343.2 2 2.8011 0.2601 2903.77 2902.3 1 32.608696 1 K.DCFLELAPDFVGDILWEHLEILQK.E 111 2 *
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_005229.1| gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 oncogene homolog 1 [Homo sapie 4 10 15.6 441 50408 5.2 HsSD-NE_NT_lymphocytes_Ti_104.014927.014927.3 3 4.2282 0.3645 3233.72 3233.6 1 29.807693 2 K.YENDYPSVILRDPLQTDTLQNDYFAIK.Q 201 2 *
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_005229.1| gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 oncogene homolog 1 [Homo sapie 4 10 15.6 441 50408 5.2 HsSD-NE_PHA_lymphocytes_PK_106.001337.001337 2 2.968 0.2332 1910.43 1910.1 1 53.125 2 L.GKDCFLELAPDFVGDIL.W 109 0 *
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_005229.1| gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 oncogene homolog 1 [Homo sapie 4 10 15.6 441 50408 5.2 HsSD-NE_NT_lymphocytes_Ti_103.009524.009524.2 2 4.1775 0.4511 1857.23 1857 1 73.333336 1 R.LTQSWSSQSSFNSLQR.V 264 2 *
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsSD-NE_PHA_lymphocytes_PK_107.014858.014858 2 3.6101 0.4361 2434.87 2434.7 1 42.5 1 S.NQRETTVVWDKITGEPLYNAV.V 92 0
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.011434.01143 2 2.45 0.1968 1385.45 1384.6 1 66.66667 1 K.TGLPLSTYFSAVK.L 141 2
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.009881.0098 2 2.4891 0.1386 1330.81 1328.6 1 68.181816 1 K.LGQLNIDISNIK.A 75 2
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.017546.01754 2 3.7254 0.22 2066.65 2064.4 2 56.25 1 K.QLCEFFGIPMEILPNVR.S 218 2
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.009957.0099 2 3.3459 0.3205 1711.57 1711.9 8 57.14286 2 K.CVFSDHGLLTTVAYK.L 299 2
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.016670.0166 2 2.9437 0.4308 3077.07 3076.4 4 30.769232 2 K.EVGTSYGCYFVPAFSGLYAPYWEPSAR.G 357 2
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NP_976325.1| gi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1| glycerol kinase isoform a [Homo sapiens] 7 10 23.2 530 58141 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009023.00902 2 3.8614 0.2245 1729.77 1728.9 1 67.64706 2 K.AVLGPLVGAVDQGTSSTR.F 7 2
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsSD-NE_PHA_lymphocytes_Ti_110.008394.008394 3 4.3365 0.3993 3221.87 3223.4 1 29.310345 1 K.VSHITFAHEVGHNFGSPHDSGTECTPGESK.N 376 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010035.0100 2 3.7297 0.401 1701.61 1701.9 1 67.85714 2 K.AIDTIYQTTDFSGIR.N 252 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014640.01464 3 3.584 0.1529 2496.29 2495.7 1 34.375 1 R.DFDDGVLGLAWVGAPSGSSGGICEK.S 322 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009657.00965 2 5.0318 0.5132 1702.53 1701.9 1 78.57143 2 K.AIDTIYQTTDFSGIR.N 252 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.011795.01179 2 3.7701 0.2452 1929.69 1929.1 1 60.714287 1 K.NTCQLYIQTDHLFFK.Y 220 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014474.0144 2 5.2429 0.2254 2497.55 2495.7 1 43.75 2 R.DFDDGVLGLAWVGAPSGSSGGICEK.S 322 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007919.00791 2 2.4111 0.2371 1282.47 1282.5 3 59.090908 1 R.EAVIAQISSHVK.A 240 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010862.0108 2 4.5078 0.4236 2327.23 2326.6 1 58.333332 2 R.TLPFHSVIYHEDDINYPHK.Y 148 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.010160.0101 3 7.3209 0.5338 3222.17 3223.4 1 36.206894 3 K.VSHITFAHEVGHNFGSPHDSGTECTPGESK.N 376 2 *
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_001101.1| gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 10 [Homo sapiens] 7 16 15.5 748 84142 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011751.0117 2 3.0785 0.2793 1929.63 1929.1 1 57.14286 1 K.NTCQLYIQTDHLFFK.Y 220 2 *
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_003748.1| gi|4503513|ref|NP_003748.1| "eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa [Ho 5 7 13.2 325 36502 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010360.01036 2 4.0585 0.3356 1682.31 1680.9 1 60.000004 3 K.GHFGPINSVAFHPDGK.S 283 2 *
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_003748.1| gi|4503513|ref|NP_003748.1| "eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa [Ho 5 7 13.2 325 36502 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.010367.01036 3 4.36 0.3631 1681.64 1680.9 1 46.666668 1 K.GHFGPINSVAFHPDGK.S 283 2 *
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_003748.1| gi|4503513|ref|NP_003748.1| "eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa [Ho 5 7 13.2 325 36502 5.6 HsSD-NE_NT_lymphocytes_Ti_109.017966.017966.2 2 3.0381 0.3545 1985.35 1983.1 1 50 1 R.IHYFDPQYFEFEFEA.- 311 2 *
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_003748.1| gi|4503513|ref|NP_003748.1| "eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa [Ho 5 7 13.2 325 36502 5.6 HsSD-NE_NT_lymphocytes_Ti_111.015149.015149.1 1 2.362 0.1416 1529.19 1529.7 9 50 1 R.FFHLAFEEEFGR.V 269 2 *
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_003748.1| gi|4503513|ref|NP_003748.1| "eukaryotic translation initiation factor 3, subunit 2 beta, 36kDa [Ho 5 7 13.2 325 36502 5.6 HsSD-NE_PHA_lymphocytes_PK_103.018648.018648 1 1.856 0.1638 1083.54 1082.2 5 64.28571 1 Q.YFEFEFEA.- 318 1 *
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016002.0160 2 2.7056 0.1619 1828.45 1827.1 8 46.666668 2 R.DVFADEFIFLPGNTLK.D 519 2 *
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.020314.02031 2 4.2238 0.382 1555.67 1555.9 1 87.5 4 K.FGLLNIVMEPFFK.R 257 2 *
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.015076.0150 2 2.1112 0.1334 1601.25 1600.8 2 57.692307 1 R.NGYAPVEFFLEGTR.S 233 2 *
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1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsSD-NE_PHA_lymphocytes_PK_107.001982.001982 2 4.3306 0.4051 2407.29 2406.7 1 52.63158 3 D.EFIFLPGNTLKDFEEGCYLL.C 524 0 *
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.019828.0198 2 4.2726 0.3618 1554.73 1555.9 1 83.33333 1 K.FGLLNIVMEPFFK.R 257 2 *
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_055051.1| gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransferase [Homo sapiens] 5 12 7.6 680 77188 6.6 HsSD-NE_PHA_lymphocytes_PK_107.000023.000023 2 3.5768 0.3302 2293.95 2293.5 1 52.77778 1 D.EFIFLPGNTLKDFEEGCYL.L 524 0 *
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NP_872590.1| gi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [Homo sapiens] 5 7 23 261 28769 4.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011193.01119 2 4.4516 0.1556 2076.95 2076.2 1 63.88889 2 R.AEDNADTLALVFEAPNQEK.V 92 2 *
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NP_872590.1| gi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [Homo sapiens] 5 7 23 261 28769 4.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007598.0075 2 2.0542 0.1196 1294.73 1294.4 1 70.83333 1 K.FSASGELGNGNIK.L 169 2 *
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NP_872590.1| gi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [Homo sapiens] 5 7 23 261 28769 4.7 HsSD-NE_NT_lymphocytes_Ti_104.010184.010184.2 2 3.2683 0.255 1585.41 1585.8 1 71.42857 2 R.DLSHIGDAVVISCAK.D 150 2 *
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NP_872590.1| gi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [Homo sapiens] 5 7 23 261 28769 4.7 HsSD-NE_NT_lymphocytes_Ti_104.010235.010235.1 1 3.5705 0.486 1585.13 1585.8 1 67.85714 1 R.DLSHIGDAVVISCAK.D 150 2 *
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NP_872590.1| gi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [Homo sapiens] 5 7 23 261 28769 4.7 HsSD-NE_NT_lymphocytes_Ti_103.010472.010472.2 2 2.5741 0.1157 1365.53 1366.6 2 62.5 1 R.NLAMGVNLTSMSK.I 65 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_Ti_101.010550.010550 2 4.2796 0.4561 1834.41 1835 1 75 2 R.GFCFITYTDEEPVKK.L 275 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_Ti_106.019405.019405 3 4.4595 0.2393 3891.92 3892.3 1 27.205881 7 K.VFVGGLSPDTSEEQIKEYFGAFGEIENIELPMDTK.T 235 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_Ti_110.009835.009835 3 4.4985 0.2587 1993.91 1991.2 1 40 1 R.RGFCFITYTDEEPVKK.L 274 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_Ti_103.009377.009377 2 3.7131 0.2411 1990.29 1991.2 1 66.66667 3 R.RGFCFITYTDEEPVKK.L 274 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009419.0094 3 4.2759 0.3638 1992.8 1991.2 1 41.666664 1 R.RGFCFITYTDEEPVKK.L 274 2 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_PK_105.019229.019229 2 3.3976 0.3498 2419.67 2421.7 1 42.857143 3 K.VFVGGLSPDTSEEQIKEYFGAF.G 235 1 *
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NP_112740.1| gi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleoprotein D-like [Homo sapiens] 6 18 12.1 420 46437 9.6 HsSD-NE_PHA_lymphocytes_PK_105.015764.015764 2 2.5428 0.1611 1848.09 1849 3 40 1 L.SPDTSEEQIKEYFGAF.G 241 0 *
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.014380.014380 2 3.4421 0.3568 2240.93 2242.5 1 47.22222 2 K.LGDGLFLQCCEEVAELYPK.I 224 2
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsSD-NE_PHA_lymphocytes_Ti_109.009968.009968 2 2.8046 0.2944 1208.89 1207.4 1 83.33333 1 R.HNNLDLVIIR.E 155 2
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009401.0094 2 2.6268 0.2107 1207.83 1207.4 2 83.33333 1 R.HNNLDLVIIR.E 155 2
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.013640.0136 2 2.6271 0.0933 2244.61 2242.5 1 36.11111 1 K.LGDGLFLQCCEEVAELYPK.I 224 2
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsSD-NE_NT_lymphocytes_Ti_108.014698.014698.2 2 3.4735 0.166 2241.89 2242.5 3 41.666664 2 K.LGDGLFLQCCEEVAELYPK.I 224 2
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NP_777280.1| gi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| "isocitrate dehydrogenase 3, beta subunit isoform b precursor [Hom 2 9 7.6 383 41887 7.6 HsSD-NE_NT_lymphocytes_Ti_109.010713.010713.2 2 2.486 0.2132 1207.51 1207.4 1 83.33333 2 R.HNNLDLVIIR.E 155 2
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_005491.1| gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subunit 1 [Homo sapiens] 5 5 19.1 346 38450 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007192.00719 2 4.9349 0.4366 1812.75 1811.8 1 62.5 1 K.EEAGGGISEEEAAQYDR.Q 5 2 *
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_005491.1| gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subunit 1 [Homo sapiens] 5 5 19.1 346 38450 5.3 HsSD-NE_PHA_lymphocytes_PK_105.014589.014589 2 3.4654 0.3403 1457.83 1458.7 1 70.83333 1 L.GISPDLLPEDFVR.Y 281 1 *
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_005491.1| gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subunit 1 [Homo sapiens] 5 5 19.1 346 38450 5.3 HsSD-NE_NT_lymphocytes_Ti_109.014901.014901.2 2 2.8119 0.1842 3043.33 3042.3 9 30.000002 1 K.FFTGDVFGYHGYTFANLGEHEFVEEK.T 153 2 *
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_005491.1| gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subunit 1 [Homo sapiens] 5 5 19.1 346 38450 5.3 HsSD-NE_PHA_lymphocytes_PK_105.008790.008790 2 5.8386 0.4847 2168.13 2168.2 1 76.31579 1 M.VEKEEAGGGISEEEAAQYDR.Q 2 1 *
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_005491.1| gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subunit 1 [Homo sapiens] 5 5 19.1 346 38450 5.3 HsSD-NE_NT_lymphocytes_Ti_101.016318.016318.2 2 4.488 0.4427 2216.39 2215.5 1 55.263157 1 R.NDVLDSLGISPDLLPEDFVR.Y 274 2 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.007592.007592 3 3.9278 0.3164 1606.52 1603.7 2 47.916664 2 K.TFHFNTVEEVHSR.F 57 2 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_PK_111.018882.018882 2 3.0465 0.2219 2355.95 2356.8 1 41.666664 1 C.MLMPEENFTADHPFLFFIR.H 345 1 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_PK_107.012266.012266 1 1.9609 0.2067 1365.71 1366.6 8 55 1 Y.GYIEDLKCRVL.E 207 0 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.012405.012405 2 4.3369 0.3787 2537.41 2537.9 1 45 4 K.LHEWTKPENLDFIEVNVSLPR.F 255 2 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_Ti_103.008280.008280 2 3.1948 0.2761 1603.33 1603.7 7 54.166668 2 K.TFHFNTVEEVHSR.F 57 2 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_PK_107.012220.012220 2 3.0242 0.2401 1366.49 1366.6 1 65 2 Y.GYIEDLKCRVL.E 207 0 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008318.0083 2 3.6551 0.3011 1512.07 1511.6 1 79.16667 1 K.LEESYTLNSDLAR.L 278 2 *
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NP_109591.1| gi|13489087|ref|NP_109591.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 8 14 20.3 379 42742 6.3 HsSD-NE_PHA_lymphocytes_PK_106.019679.019679 2 2.8156 0.1993 1844.83 1843.1 2 50 1 L.MPEENFTADHPFLFF.I 347 0 *
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_PHA_lymphocytes_Ti_102.020129.020129 2 3.6499 0.2734 2792.69 2791.1 1 43.47826 2 K.SLQENEEEEIGNLELAWDMLDLAK.I 503 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_PHA_lymphocytes_Ti_104.014112.014112 3 3.9886 0.3172 3181.64 3181.5 1 27.777779 5 R.LLAETHYQLGLAYGYNSQYDEAVAQFSK.S 582 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_PHA_lymphocytes_Ti_103.012017.012017 2 2.6785 0.2859 1990.25 1991.1 1 43.75 1 K.YGETANECGEAFFFYGK.S 77 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_PHA_lymphocytes_Ti_110.017928.017928 3 4.1323 0.3063 4014.11 4015.3 1 21.969696 1 K.LGEVSVESENYVQAVEEFQSCLNLQEQYLEAHDR.L 548 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_NT_lymphocytes_Ti_108.018926.018926.2 2 4.2112 0.4365 2356.39 2353.7 1 50 2 K.HLVMGDIPAAVNAFQEAASLLGK.K 53 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_NT_lymphocytes_Ti_108.019015.019015.3 3 4.1106 0.3252 2352.89 2353.7 1 31.818182 2 K.HLVMGDIPAAVNAFQEAASLLGK.K 53 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_PHA_lymphocytes_PK_106.015317.015317 2 3.8492 0.255 1610.77 1611.9 1 87.5 4 K.EIEELKELLPEIR.E 638 2
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NP_002473.2| gi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2| nuclear autoantigenic sperm protein isoform 2 [Homo sapiens] 7 18 17.6 788 85238 4.3 HsSD-NE_NT_lymphocytes_Ti_107.020478.020478.2 2 2.6319 0.1576 2790.61 2791.1 1 36.95652 1 K.SLQENEEEEIGNLELAWDMLDLAK.I 503 2
1461 ENSG00000071553:ENSMUSG00000019087:ENSRNOG00000037244 ATP6AP1 gi|17136148|ref|NP_001174.2| gi|17136148|ref|NP_001174.2| "ATPase, H+ transporting, lysosomal accessory protein 1 precurso 3 7 9.6 470 52026 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009945.0099 2 2.9582 0.3016 1465.71 1463.7 2 61.538464 1 K.LGASPLHVDLATLR.E 152 2 *
1461 ENSG00000071553:ENSMUSG00000019087:ENSRNOG00000037244 ATP6AP1 gi|17136148|ref|NP_001174.2| gi|17136148|ref|NP_001174.2| "ATPase, H+ transporting, lysosomal accessory protein 1 precurso 3 7 9.6 470 52026 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.014498.01449 2 5.6032 0.4488 1917.87 1916.2 1 67.64706 4 R.EVLTGNDEVIGQVLSTLK.S 194 2 *
1461 ENSG00000071553:ENSMUSG00000019087:ENSRNOG00000037244 ATP6AP1 gi|17136148|ref|NP_001174.2| gi|17136148|ref|NP_001174.2| "ATPase, H+ transporting, lysosomal accessory protein 1 precurso 3 7 9.6 470 52026 6.1 HsSD-NE_PHA_lymphocytes_PK_105.016655.016655 2 3.5008 0.2532 1658.51 1656.8 1 75 2 A.YKDQWEDLTPLTF.G 278 0 *
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NP_006614.2| gi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase [Homo sapiens] 4 6 17.4 533 56651 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.014206.01420 2 3.7518 0.2941 1629.19 1626.9 1 63.333332 1 K.NAGNCLSPAVIVGLLK.E 365 2 *
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NP_006614.2| gi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase [Homo sapiens] 4 6 17.4 533 56651 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.008019.00801 2 5.0119 0.5374 2048.97 2049.3 1 58.333332 1 R.ALVDHENVISCPHLGASTK.E 271 2 *
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NP_006614.2| gi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase [Homo sapiens] 4 6 17.4 533 56651 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.017600.01760 2 3.5159 0.1577 2274.39 2273.7 2 38.095238 1 R.TQTSDPAMLPTMIGLLAEAGVR.L 470 2 *
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NP_006614.2| gi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase [Homo sapiens] 4 6 17.4 533 56651 6.7 HsSD-NE_NT_lymphocytes_PK_106.002223.002223. 3 3.8333 0.182 4050.44 4052.6 4 20 1 F.GMKTIGYDPIISPEVSASFGVQQLPLEEIWPLCDFI.T 168 0 *
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NP_006614.2| gi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase [Homo sapiens] 4 6 17.4 533 56651 6.7 HsSD-NE_NT_lymphocytes_Ti_104.019155.019155.2 2 4.4402 0.3703 2272.45 2273.7 1 59.523808 2 R.TQTSDPAMLPTMIGLLAEAGVR.L 470 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.011390.011390 2 5.0504 0.4238 1997.67 1999.2 1 80 4 R.KFDEVLVNHFCEEFGK.K 235 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_PHA_lymphocytes_Ti_107.009436.009436 2 5.2032 0.4137 1862.39 1863.2 1 78.125 3 K.LKKEDIYAVEIVGGATR.I 330 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_110.010966.010966.2 2 2.439 0.1829 1865.93 1863.2 1 56.25 1 K.LKKEDIYAVEIVGGATR.I 330 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_103.015653.015653.2 2 4.4756 0.4287 2141.21 2142.4 1 61.764706 3 K.TSTVDLPIENQLLWQIDR.E 574 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_111.013212.013212.2 2 2.7385 0.2169 2000.39 1999.2 9 40 1 R.KFDEVLVNHFCEEFGK.K 235 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_PHA_lymphocytes_PK_105.018009.018009 2 3.6845 0.166 2144.45 2142.4 1 58.823532 1 K.TSTVDLPIENQLLWQIDR.E 574 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008627.008627.2 2 3.6561 0.1995 1519.15 1520.6 2 73.07692 2 K.ELSTTLNADEAVTR.G 361 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_112.010969.010969.2 2 4.8678 0.3444 2027.49 2028.4 1 67.64706 2 K.IKELTSTCSPIISKPKPK.V 772 2 *
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NP_002145.3| gi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Homo sapiens] 6 18 12 840 94331 5.2 HsSD-NE_NT_lymphocytes_Ti_103.015109.015109.2 2 3.6975 0.2648 1907.21 1904.2 1 55.88235 1 K.SNLAYDIVQLPTGLTGIK.V 85 2 *
1464 ENSG00000187688:ENSMUSG00000018507:ENSRNOG00000003104 TRPV2 gi|20127551|ref|NP_057197.2| gi|20127551|ref|NP_057197.2| "transient receptor potential cation channel, subfamily V, member 2 3 5 6.5 764 85981 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008674.00867 2 2.8765 0.1704 1444.55 1443.6 1 85 1 R.KFTEWCYGPVR.V 327 2 *
1464 ENSG00000187688:ENSMUSG00000018507:ENSRNOG00000003104 TRPV2 gi|20127551|ref|NP_057197.2| gi|20127551|ref|NP_057197.2| "transient receptor potential cation channel, subfamily V, member 2 3 5 6.5 764 85981 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014542.0145 2 3.3174 0.421 3028.61 3029.3 5 34.615387 1 R.VEEVNWASWEQTLPTLCEDPSGAGVPR.T 706 2 *
1464 ENSG00000187688:ENSMUSG00000018507:ENSRNOG00000003104 TRPV2 gi|20127551|ref|NP_057197.2| gi|20127551|ref|NP_057197.2| "transient receptor potential cation channel, subfamily V, member 2 3 5 6.5 764 85981 5.8 HsNaOH-NE_NT_lymphocytes_PK_114.011517.0115 2 3.4828 0.2275 1348.39 1347.5 2 77.27273 2 Y.LLENPHQPASLQ.A 228 0 *
1464 ENSG00000187688:ENSMUSG00000018507:ENSRNOG00000003104 TRPV2 gi|20127551|ref|NP_057197.2| gi|20127551|ref|NP_057197.2| "transient receptor potential cation channel, subfamily V, member 2 3 5 6.5 764 85981 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014435.01443 2 4.8774 0.2679 3031.03 3029.3 1 40.384613 1 R.VEEVNWASWEQTLPTLCEDPSGAGVPR.T 706 2 *
1465 ENSG00000125844:ENSMUSG00000027422:ENSRNOG00000005958 RRBP1 gi|110611220|ref|NP_004578.2| gi|110611220|ref|NP_004578.2| ribosome binding protein 1 [Homo sapiens] 4 5 6.3 977 108655 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007378.00737 2 3.2147 0.1001 1615.89 1613.7 1 65.38461 1 K.LTAEFEEAQTSACR.L 878 2 *
1465 ENSG00000125844:ENSMUSG00000027422:ENSRNOG00000005958 RRBP1 gi|110611220|ref|NP_004578.2| gi|110611220|ref|NP_004578.2| ribosome binding protein 1 [Homo sapiens] 4 5 6.3 977 108655 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1903.190 2 5.2339 0.4561 2058.38 2059.1 1 56.25 1 R.EAEETQSTLQAECDQYR.S 683 2 *
1465 ENSG00000125844:ENSMUSG00000027422:ENSRNOG00000005958 RRBP1 gi|110611220|ref|NP_004578.2| gi|110611220|ref|NP_004578.2| ribosome binding protein 1 [Homo sapiens] 4 5 6.3 977 108655 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1614.161 2 6.2044 0.4834 1990.45 1990 1 67.64706 2 R.DAQDVQASQAEADQQQTR.L 538 2 *
1465 ENSG00000125844:ENSMUSG00000027422:ENSRNOG00000005958 RRBP1 gi|110611220|ref|NP_004578.2| gi|110611220|ref|NP_004578.2| ribosome binding protein 1 [Homo sapiens] 4 5 6.3 977 108655 5.5 HsSD-NE_PHA_lymphocytes_PK_105.014208.014208 2 4.1679 0.1774 1638.83 1637.8 1 75 1 L.AQQNYTEWLQDLK.E 645 1 *
1466 ENSG00000059804:NA:NA GTR3 gi|5902090|ref|NP_008862.1| gi|5902090|ref|NP_008862.1| "solute carrier family 2 (facilitated glucose transporter), member 3 [ 4 4 13.7 496 53924 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.011163.0111 2 3.2729 0.3402 2336.61 2337.5 1 42.105263 1 R.LWGTQDVSQDIQEMKDESAR.M 229 2
1466 ENSG00000059804:NA:NA GTR3 gi|5902090|ref|NP_008862.1| gi|5902090|ref|NP_008862.1| "solute carrier family 2 (facilitated glucose transporter), member 3 [ 4 4 13.7 496 53924 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.012820.01282 2 2.2318 0.1708 1104.57 1105.3 2 81.25 1 K.QVTVLELFR.V 254 2
1466 ENSG00000059804:NA:NA GTR3 gi|5902090|ref|NP_008862.1| gi|5902090|ref|NP_008862.1| "solute carrier family 2 (facilitated glucose transporter), member 3 [ 4 4 13.7 496 53924 7.2 HsNaOH-NE_NT_lymphocytes_PK_114.012118.0121 2 2.67 0.3062 1332.09 1332.5 2 72.72727 1 Q.SAALPFCPESPR.F 199 1 *
1466 ENSG00000059804:NA:NA GTR3 gi|5902090|ref|NP_008862.1| gi|5902090|ref|NP_008862.1| "solute carrier family 2 (facilitated glucose transporter), member 3 [ 4 4 13.7 496 53924 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.015231.0152 2 2.437 0.2299 2986.97 2986.5 3 28.846153 1 R.LVIGLFCGLCTGFVPMYIGEISPTALR.G 125 2
1467 ENSG00000154727:ENSMUSG00000008976:ENSRNOG00000001549 GABPA gi|34452721|ref|NP_002031.2| gi|34452721|ref|NP_002031.2| "GA binding protein transcription factor, alpha subunit [Homo sapie 3 5 11.9 454 51295 5 HsSD-NE_PHA_lymphocytes_PK_108.000024.000024 2 3.2896 0.2352 2168.59 2169.4 1 64.70589 3 R.LGIPYDPIQWSTDQVLHW.V 180 1 *
1467 ENSG00000154727:ENSMUSG00000008976:ENSRNOG00000001549 GABPA gi|34452721|ref|NP_002031.2| gi|34452721|ref|NP_002031.2| "GA binding protein transcription factor, alpha subunit [Homo sapie 3 5 11.9 454 51295 5 HsNaOH-NE_NT_lymphocytes_Ti_104.009387.00938 2 2.4494 0.223 1688.25 1686.8 5 54.166668 1 R.ELCSLNQEDFFQR.V 221 2 *
1467 ENSG00000154727:ENSMUSG00000008976:ENSRNOG00000001549 GABPA gi|34452721|ref|NP_002031.2| gi|34452721|ref|NP_002031.2| "GA binding protein transcription factor, alpha subunit [Homo sapie 3 5 11.9 454 51295 5 HsSD-NE_NT_lymphocytes_Ti_104.012777.012777.2 2 3.4893 0.3145 2662.35 2663.9 2 36.363636 1 R.DCISWVGDEGEFKLNQPELVAQK.W 337 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.006725.0067 2 4.5698 0.4896 2326.11 2326.4 1 52.272724 1 R.GDHASLENEKPGTGDVCSAPAGR.N 195 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.006724.0067 3 3.71 0.3053 2327.36 2326.4 1 35.227272 2 R.GDHASLENEKPGTGDVCSAPAGR.N 195 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008583.00858 3 5.7189 0.4007 3137.39 3137.3 1 35.833332 2 K.FVGVIPQYHSSVNSAGSSAPVSTANSTEDAR.D 158 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006536.00653 2 5.6939 0.5137 2325.55 2326.4 1 61.363636 2 R.GDHASLENEKPGTGDVCSAPAGR.N 195 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsSD-NE_NT_lymphocytes_Ti_115.015422.015422.3 3 7.0349 0.5201 3318.77 3320.8 1 41.964287 4 R.DLPAQLLELYQQGFSLAALHPFVQPTHER.E 64 2 *
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NP_055965.1| gi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens] 4 12 14.4 578 63146 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.014879.0148 3 5.0845 0.409 3319.7 3320.8 1 32.142857 1 R.DLPAQLLELYQQGFSLAALHPFVQPTHER.E 64 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010653.0106 1 2.1525 0.1459 1245.66 1246.4 2 70 1 R.DIDDLELTLAK.V 957 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007772.00777 2 5.0112 0.2835 1562.93 1562.6 1 80.769226 3 R.AEDEEEINAELTAK.K 930 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.008655.00865 2 3.4012 0.2135 1260.55 1259.5 2 75 2 K.SNNFQKPKPAK.G 563 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010748.0107 2 4.3456 0.2774 1861.61 1861 1 70 3 K.LEQQVDDLEGSLEQEK.K 1031 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008045.0080 2 4.1836 0.4009 1652.19 1649.8 1 66.66667 2 R.LEEAGGATSAQIEMNK.K 1154 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008447.00844 3 3.0766 0.205 1649.57 1651 6 37.5 1 K.KAITDAAMMAEELKK.E 1761 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010389.01038 2 4.6064 0.3632 1732.59 1732 1 67.85714 2 K.TPGAMEHELVLHQLR.C 684 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010562.0105 2 3.5975 0.2274 1482.63 1480.7 1 76.92308 1 K.AAYLTSLNSADLLK.S 387 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007613.00761 1 2.718 0.3979 1562.56 1562.6 1 53.846157 1 R.AEDEEEINAELTAK.K 930 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008794.00879 2 4.7028 0.3842 2220.51 2218.4 1 52.77778 1 K.TKLEQQVDDLEGSLEQEKK.L 1029 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010955.01095 2 4.2745 0.3454 1466.33 1466.7 1 87.5 1 K.LASADIETYLLEK.S 261 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_PK_106.005843.0058 2 2.6042 0.1622 1802.61 1802.8 1 66.66667 1 K.QREEQAEPDGTEVADK.A 371 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008169.0081 2 3.9685 0.2375 1563.25 1562.6 1 76.92308 2 R.AEDEEEINAELTAK.K 930 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008534.00853 2 4.7029 0.3679 1860.45 1861 1 80 2 K.LEQQVDDLEGSLEQEK.K 1031 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008777.00877 3 3.4004 0.2789 2220.68 2218.4 1 38.88889 2 K.TKLEQQVDDLEGSLEQEKK.L 1029 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007566.00756 2 3.2791 0.1643 1507.49 1504.6 1 64.28571 1 R.ENQSILITGESGAGK.T 171 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009069.00906 2 2.1172 0.2475 979.67 981.1 1 78.57143 1 R.STHPHFVR.C 668 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008517.00851 2 2.7037 0.0932 1720.53 1718.9 6 53.571426 1 K.NKDPLNETVVGLYQK.S 600 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.006718.00671 2 3.4131 0.2369 1660.65 1660.7 1 67.85714 1 R.QAEEAEEQSNVNLAK.F 1885 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010595.01059 1 2.2602 0.2062 1301.58 1300.5 1 63.636364 1 K.GSSFQTVSALFR.E 645 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_PK_105.007702.0077 2 3.149 0.204 1517.71 1518.5 1 73.07692 2 R.EEQAEPDGTEVADK.A 373 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012771.01277 2 3.2099 0.1037 1083.97 1084.4 1 92.85714 2 K.MFLWMVTR.I 438 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.005846.00584 2 2.0529 0.1087 1226.07 1225.3 3 66.66667 1 R.TKYETDAIQR.T 1377 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007376.00737 2 5.3813 0.4741 1649.77 1649.8 1 90 2 R.LEEAGGATSAQIEMNK.K 1154 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015416.01541 2 5.2294 0.3778 2306.27 2305.5 1 65.789474 4 K.LETDISQIQGEMEDIVQEAR.N 1734 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010301.01030 2 4.228 0.1599 1246.37 1246.4 1 85 1 K.DIDDLELTLAK.V 957 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.006849.0068 2 2.9581 0.1244 1526.11 1526.6 1 75 1 K.YEETQAELEASQK.E 1464 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008141.00814 2 4.736 0.3974 1711.61 1711 1 75 1 R.VQLLHTQNTSLINTK.K 1717 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.006051.00605 2 4.2667 0.3973 1815.73 1816.9 5 56.666668 1 K.RQAEEAEEQSNVNLAK.F 1884 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010683.0106 2 3.9508 0.2468 1247.35 1246.4 1 85 1 R.DIDDLELTLAK.V 957 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009449.00944 2 4.2532 0.4248 2088.43 2090.2 1 61.764706 1 K.TKLEQQVDDLEGSLEQEK.K 1029 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.015495.01549 2 3.2067 0.2236 2435.35 2433.7 2 40 2 K.KLETDISQIQGEMEDIVQEAR.N 1733 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008159.00815 2 3.8344 0.22 1989.83 1989.1 1 65.625 2 K.LEQQVDDLEGSLEQEKK.L 1031 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010794.01079 1 2.2632 0.0875 1467.98 1466.7 9 45.833336 1 K.LASADIETYLLEK.S 261 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010368.01036 1 2.9088 0.2486 1247.64 1246.4 1 70 2 K.DIDDLELTLAK.V 957 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsSD-NE_NT_lymphocytes_Ti_108.015548.015548.2 2 4.2218 0.2922 2433.21 2433.7 1 55 3 K.KLETDISQIQGEMEDIVQEAR.N 1733 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.008913.0089 2 2.3154 0.0941 1261.49 1259.5 6 70 1 K.SNNFQKPKPAK.G 563 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsSD-NE_NT_lymphocytes_Ti_102.007990.007990.2 2 4.6011 0.3653 1649.53 1649.8 1 70 6 R.LEEAGGATSAQIEMNK.K 1154 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsSD-NE_NT_lymphocytes_Ti_102.017147.017147.2 2 5.3313 0.4119 2307.01 2305.5 1 65.789474 6 K.LETDISQIQGEMEDIVQEAR.N 1734 2 *
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsSD-NE_NT_lymphocytes_Ti_102.008590.008590.2 2 4.2079 0.1868 1562.93 1562.6 1 73.07692 4 R.AEDEEEINAELTAK.K 930 2
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|NP_060003.2| gi|110611903|ref|NP_060003.2| "myosin, heavy polypeptide 4, skeletal muscle [Homo sapiens] " 30 75 14.3 1939 223069 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011878.011878.2 2 3.7752 0.2112 1246.09 1246.4 1 85 1 R.DIDDLELTLAK.V 957 2
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsSD-NE_PHA_lymphocytes_PK_108.014943.014943 2 4.2412 0.3118 1529.65 1529.7 1 72.72727 2 W.NLYLSRPEYNFL.L 860 0 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_NT_lymphocytes_Ti_115.016332.01633 2 3.5009 0.2743 2362.59 2360.8 1 47.368423 3 R.ILSQVMYTLFQDTGLLEIFK.I 695 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_NT_lymphocytes_Ti_115.009578.00957 2 3.6419 0.1323 1084.81 1086.2 1 93.75 1 R.RPSLPCISR.E 316 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.013301.01330 2 4.1324 0.4632 2387.65 2388.7 1 57.5 2 R.SPIEFPDTADFLNKPSVILQR.S 533 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.017019.0170 2 3.4348 0.1507 1757.89 1755 5 61.538464 1 K.MSNWNFPIFELVEK.M 674 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009780.00978 2 2.945 0.2517 1383.27 1380.5 5 62.5 1 R.SSSVSLTHHVGLR.R 493 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.016130.01613 2 4.6287 0.3083 2284.73 2283.6 1 47.5 2 R.NMVSDLLTDPSLPPQVISSLR.S 361 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008127.0081 2 2.9612 0.2745 1993.79 1994.2 1 50 1 R.FCNVELRPPPASPQQPR.R 54 2 *
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NP_000913.2| gi|40254434|ref|NP_000913.2| "phosphodiesterase 3B, cGMP-inhibited [Homo sapiens] " 9 18 13.8 1112 124333 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010455.0104 3 5.6782 0.4721 2695.76 2696 1 36.53846 5 R.RAGVLSSLSPVNSSNHGPVSTGSLTNR.S 506 2 *
1471 ENSG00000188677:ENSMUSG00000022438:ENSRNOG00000011633 PARVB gi|20127528|ref|NP_037459.2| gi|20127528|ref|NP_037459.2|;gi|51477696|ref|NP_00100382 "parvin, beta isoform b [Homo sapiens] " 2 10 7.7 364 41714 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.017690.017690 2 3.3216 0.1225 1716.81 1714 1 65.38461 4 K.VLLDWINDVLVEER.I 92 2
1471 ENSG00000188677:ENSMUSG00000022438:ENSRNOG00000011633 PARVB gi|20127528|ref|NP_037459.2| gi|20127528|ref|NP_037459.2|;gi|51477696|ref|NP_00100382 "parvin, beta isoform b [Homo sapiens] " 2 10 7.7 364 41714 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008460.0084 2 3.6593 0.2451 1518.77 1516.7 1 76.92308 2 K.LNVAEVTQSEIGQK.Q 133 2
1471 ENSG00000188677:ENSMUSG00000022438:ENSRNOG00000011633 PARVB gi|20127528|ref|NP_037459.2| gi|20127528|ref|NP_037459.2|;gi|51477696|ref|NP_00100382 "parvin, beta isoform b [Homo sapiens] " 2 10 7.7 364 41714 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.017379.0173 2 3.6732 0.3255 1716.95 1714 1 65.38461 3 K.VLLDWINDVLVEER.I 92 2
1471 ENSG00000188677:ENSMUSG00000022438:ENSRNOG00000011633 PARVB gi|20127528|ref|NP_037459.2| gi|20127528|ref|NP_037459.2|;gi|51477696|ref|NP_00100382 "parvin, beta isoform b [Homo sapiens] " 2 10 7.7 364 41714 6.7 HsSD-NE_NT_lymphocytes_Ti_110.019050.019050.2 2 2.5893 0.094 1714.13 1714 3 61.538464 1 K.VLLDWINDVLVEER.I 92 2
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.009842.009842 2 3.8686 0.301 1524.67 1525.8 1 79.16667 2 R.LKDSLVSSLQFCK.A 610 2 *
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_PHA_lymphocytes_Ti_114.012342.012342 2 3.9401 0.4113 2899.47 2899.4 1 36.53846 2 K.HVHQIDAVLLSHPDPLHLGALPYAVGK.L 51 2 *
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_PHA_lymphocytes_Ti_111.012971.012971 3 6.3658 0.4948 2900.81 2899.4 1 36.53846 6 K.HVHQIDAVLLSHPDPLHLGALPYAVGK.L 51 2 *
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008794.00879 2 3.3799 0.2986 2297.09 2294.5 1 36.842106 1 R.QLIIVHGPPEASQDLAECCR.A 560 2 *
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_NT_lymphocytes_Ti_107.020178.020178.1 1 2.7414 0.1787 1598.42 1597.9 8 54.166668 1 R.VLELAQLLDQIWR.T 243 2 *
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_NT_lymphocytes_Ti_104.015947.015947.2 2 3.7086 0.2888 3009.27 3009.3 2 33.333336 2 K.WDEYGEIIKPEDFLVPELQATEEEK.S 473 2 *
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1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NP_059133.1| gi|34101288|ref|NP_059133.1| cleavage and polyadenylation specific factor 2 [Homo sapiens] 7 17 12.5 782 88487 5.1 HsSD-NE_NT_lymphocytes_Ti_106.019468.019468.2 2 3.6043 0.2862 1597.55 1597.9 1 83.33333 3 R.VLELAQLLDQIWR.T 243 2 *
1473 ENSG00000147471:ENSMUSG00000031485:ENSRNOG00000013751 PROSC gi|6005842|ref|NP_009129.1| gi|6005842|ref|NP_009129.1| proline synthetase co-transcribed homolog [Homo sapiens] 4 6 12.4 275 30344 7.5 HsSD-NE_PHA_lymphocytes_Ti_106.010046.010046 3 4.6972 0.3804 1928.24 1927.2 1 50 3 K.HGLPPSETIAIVEHINAK.C 154 2 *
1473 ENSG00000147471:ENSMUSG00000031485:ENSRNOG00000013751 PROSC gi|6005842|ref|NP_009129.1| gi|6005842|ref|NP_009129.1| proline synthetase co-transcribed homolog [Homo sapiens] 4 6 12.4 275 30344 7.5 HsSD-NE_PHA_lymphocytes_PK_106.015653.015653 2 3.6889 0.2973 1753.71 1751.9 1 66.66667 1 F.GHDLSQGPNPDFQLLL.S 187 0 *
1473 ENSG00000147471:ENSMUSG00000031485:ENSRNOG00000013751 PROSC gi|6005842|ref|NP_009129.1| gi|6005842|ref|NP_009129.1| proline synthetase co-transcribed homolog [Homo sapiens] 4 6 12.4 275 30344 7.5 HsSD-NE_NT_lymphocytes_Ti_112.012374.012374.2 2 2.4064 0.2231 1929.19 1927.2 8 41.17647 1 K.HGLPPSETIAIVEHINAK.C 154 2 *
1473 ENSG00000147471:ENSMUSG00000031485:ENSRNOG00000013751 PROSC gi|6005842|ref|NP_009129.1| gi|6005842|ref|NP_009129.1| proline synthetase co-transcribed homolog [Homo sapiens] 4 6 12.4 275 30344 7.5 HsSD-NE_PHA_lymphocytes_PK_105.013040.013040 2 3.1111 0.3739 1638.61 1638.8 1 53.571426 1 F.GHDLSQGPNPDFQLL.L 187 0 *
1474 ENSG00000138678:ENSMUSG00000029314:ENSRNOG00000002159 PLCH gi|21362092|ref|NP_116106.2| gi|21362092|ref|NP_116106.2| lysophosphatidic acid acyltransferase theta [Homo sapiens] 3 4 10.4 434 48705 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007001.00700 2 3.2326 0.2053 1393.13 1392.6 2 80 2 K.VKDIFKEEQQK.N 411 2 *
1474 ENSG00000138678:ENSMUSG00000029314:ENSRNOG00000002159 PLCH gi|21362092|ref|NP_116106.2| gi|21362092|ref|NP_116106.2| lysophosphatidic acid acyltransferase theta [Homo sapiens] 3 4 10.4 434 48705 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.013274.0132 2 2.414 0.1321 1713.21 1710.9 1 53.846157 1 R.GRDFELSDVFYFSK.K 88 2 *
1474 ENSG00000138678:ENSMUSG00000029314:ENSRNOG00000002159 PLCH gi|21362092|ref|NP_116106.2| gi|21362092|ref|NP_116106.2| lysophosphatidic acid acyltransferase theta [Homo sapiens] 3 4 10.4 434 48705 8.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3254.325 2 3.7013 0.2497 2083.36 2083.4 3 42.105263 1 K.SAIAIQGGLTELPWDGGLKR.A 389 2 *
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NP_808227.1| gi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit isoform a [Homo sapiens] 3 9 11.3 391 45144 7.7 HsSD-NE_PHA_lymphocytes_Ti_107.008771.008771 2 3.3109 0.3516 2005.01 2003.2 1 60.000004 2 R.KEPFFHGHDNYDQLVR.I 229 2
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NP_808227.1| gi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit isoform a [Homo sapiens] 3 9 11.3 391 45144 7.7 HsSD-NE_PHA_lymphocytes_Ti_110.007348.007348 2 3.6765 0.2012 1729.19 1727.9 1 73.07692 3 R.DVKPHNVMIDHEHR.K 156 2
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NP_808227.1| gi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit isoform a [Homo sapiens] 3 9 11.3 391 45144 7.7 HsSD-NE_NT_lymphocytes_Ti_111.010717.010717.2 2 3.2337 0.337 1727.17 1727.9 1 69.230774 1 R.DVKPHNVMIDHEHR.K 156 2
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NP_808227.1| gi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit isoform a [Homo sapiens] 3 9 11.3 391 45144 7.7 HsSD-NE_PHA_lymphocytes_PK_105.011258.011258 2 2.8461 0.2318 1722.75 1721.9 1 69.230774 1 H.VVEWGNQDDYQLVR.K 30 1 *
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NP_808227.1| gi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit isoform a [Homo sapiens] 3 9 11.3 391 45144 7.7 HsSD-NE_NT_lymphocytes_Ti_111.011753.011753.2 2 4.4066 0.4293 2002.91 2003.2 1 60.000004 2 R.KEPFFHGHDNYDQLVR.I 229 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_PHA_lymphocytes_Ti_110.018979.018979 2 2.9456 0.2267 1560.49 1558.8 2 70.83333 3 R.DFLDEYIFLAVGR.V 393 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_PHA_lymphocytes_Ti_106.011144.011144 2 4.1224 0.4168 2741.73 2742.9 1 43.47826 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007390.00739 1 2.1544 0.3129 1181.69 1181.3 2 55 1 R.GCHLLVATPGR.L 314 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.007616.0076 2 2.7731 0.3405 1181.87 1181.3 2 80 2 R.GCHLLVATPGR.L 314 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013011.01301 3 5.3381 0.4029 2082.26 2084.3 1 48.4375 6 K.HVINFDLPSDIEEYVHR.I 510 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012957.01295 2 5.0664 0.4432 2085.49 2084.3 1 71.875 5 R.HVINFDLPSDIEEYVHR.I 510 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.015020.0150 2 3.5341 0.2581 1129.39 1129.3 1 83.33333 3 K.DLLDLLVEAK.Q 553 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.010714.0107 2 3.6916 0.3833 2742.73 2742.9 1 39.130436 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.015077.01507 2 3.1218 0.1843 1128.89 1129.3 8 77.77778 1 K.DLLDLLVEAK.Q 553 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008487.0084 2 3.9308 0.3199 1169.57 1169.4 1 81.818184 2 K.SPILVATAVAAR.G 490 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.012396.0123 2 4.5168 0.4132 2085.21 2084.3 1 68.75 3 R.HVINFDLPSDIEEYVHR.I 510 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.010916.0109 3 6.1542 0.479 2743.82 2742.9 1 43.47826 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011032.01103 3 4.5661 0.3074 2744.39 2742.9 3 28.260868 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.012558.0125 3 5.2249 0.34 2084.27 2084.3 1 54.6875 4 R.HVINFDLPSDIEEYVHR.I 510 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_105.018081.018081.2 2 4.1855 0.4282 2318.97 2319.7 1 40.476192 3 K.TAAFLLPILSQIYTDGPGEALK.A 229 2 *
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_PHA_lymphocytes_PK_106.014403.014403 2 3.6323 0.2865 1974.67 1976.1 1 53.125 1 K.KGADSLEDFLYHEGYAC.T 450 1
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_107.011265.011265.3 3 4.9605 0.3935 2741.81 2742.9 1 30.434782 3 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_107.011300.011300.2 2 3.6947 0.3342 2743.15 2742.9 1 41.304348 1 K.KGADSLEDFLYHEGYACTSIHGDR.S 450 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_110.009985.009985.2 2 3.1175 0.1961 1888.47 1889.1 6 50 2 R.VRPCVVYGGADIGQQIR.D 293 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_103.011218.011218.2 2 4.0298 0.3569 1884.69 1884.1 1 62.5 1 R.LEQELFSGGNTGINFEK.Y 144 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_103.016048.016048.2 2 3.7492 0.0907 1129.13 1129.3 3 83.33333 2 K.DLLDLLVEAK.Q 553 2
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|XP_001713749.1| gi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein [Homo sapiens] 14 52 23.3 660 73154 7.6 HsSD-NE_NT_lymphocytes_Ti_104.011398.011398.2 2 3.043 0.1944 1338.87 1337.6 1 80 1 R.MLDMGFEPQIR.K 350 2
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsNaOH-NE_NT_lymphocytes_Ti_113.011339.01133 2 3.1842 0.1829 1133.91 1133.4 1 83.33333 2 K.LLLGTLHLPR.R 56 2 *
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.000844.0008 2 3.0605 0.3163 2709.95 2709.1 1 40 1 K.LGATDELWAPPSIASLLTAAVIDNIR.L 17 2 *
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.001145.0011 3 4.0182 0.3388 2711.99 2709.1 2 28 1 K.LGATDELWAPPSIASLLTAAVIDNIR.L 17 2 *
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.016306.0163 2 4.169 0.4168 3029.97 3029.3 1 34.615387 1 K.SFPDTGSLNLELEEQNPNVQDILGELR.E 99 2 *
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsSD-NE_NT_lymphocytes_Ti_106.002648.002648.2 2 3.2153 0.2954 2708.65 2709.1 1 38 5 K.LGATDELWAPPSIASLLTAAVIDNIR.L 17 2 *
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NP_005654.2| gi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candidate 2 protein [Homo sapiens] 4 12 11.9 528 57277 9 HsSD-NE_NT_lymphocytes_Ti_102.018104.018104.2 2 4.229 0.1893 3032.11 3029.3 1 40.384613 2 K.SFPDTGSLNLELEEQNPNVQDILGELR.E 99 2 *
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NP_006143.2| gi|42789729|ref|NP_006143.2| lymphoid-restricted membrane protein [Homo sapiens] 3 9 9.8 499 56213 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.009638.009638 2 4.0657 0.3666 1510.13 1510.8 1 75 2 K.AVEVMIQHVENLK.R 254 2
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NP_006143.2| gi|42789729|ref|NP_006143.2| lymphoid-restricted membrane protein [Homo sapiens] 3 9 9.8 499 56213 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.021189.0211 2 4.4816 0.4714 2058.01 2057.3 1 55.88235 3 K.WDVSSVYDTIASWATNLK.S 414 2 *
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NP_006143.2| gi|42789729|ref|NP_006143.2| lymphoid-restricted membrane protein [Homo sapiens] 3 9 9.8 499 56213 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.021206.02120 2 3.9739 0.4204 2058.29 2057.3 1 47.058823 1 K.WDVSSVYDTIASWATNLK.S 414 2 *
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NP_006143.2| gi|42789729|ref|NP_006143.2| lymphoid-restricted membrane protein [Homo sapiens] 3 9 9.8 499 56213 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008999.00899 2 2.8805 0.1058 1513.09 1510.8 1 75 2 K.AVEVMIQHVENLK.R 254 2
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NP_006143.2| gi|42789729|ref|NP_006143.2| lymphoid-restricted membrane protein [Homo sapiens] 3 9 9.8 499 56213 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008820.00882 2 2.8256 0.1327 2207.03 2207.4 3 44.11765 1 R.FISTYSWADAEEEKCELK.T 366 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.001228.0012 2 4.5976 0.3161 2431.93 2429.7 1 60.000004 3 R.DLEQQLQDELLEVVSELQTAK.K 148 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.014844.01484 2 3.0714 0.3307 2539.91 2540.7 1 35.416664 1 R.TQASQVQGLGSLEEAVEALDPPGDK.A 294 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.015951.01595 2 3.3508 0.3264 1379.39 1379.6 1 80 1 R.ELLQELAEFMR.R 44 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.021299.0212 2 3.649 0.4281 2931.67 2930.3 1 44.230766 2 R.SLEPPLFPPDLFGELLASSELEATAER.V 587 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.000341.00034 2 3.0404 0.2717 2428.57 2429.7 5 37.5 1 R.DLEQQLQDELLEVVSELQTAK.K 148 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.000634.0006 3 5.3317 0.2864 2431.16 2429.7 1 38.75 2 R.DLEQQLQDELLEVVSELQTAK.K 148 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_106.001822.001822.2 2 2.1275 0.1131 2931.21 2930.3 7 28.846153 1 R.SLEPPLFPPDLFGELLASSELEATAER.V 587 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_105.002294.002294.3 3 5.3863 0.3181 2431.28 2429.7 1 42.5 1 R.DLEQQLQDELLEVVSELQTAK.K 148 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_102.016379.016379.2 2 3.743 0.3952 2539.83 2540.7 1 43.75 2 R.TQASQVQGLGSLEEAVEALDPPGDK.A 294 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_103.011983.011983.2 2 3.3864 0.1311 1612.39 1612.8 6 56.666668 1 R.ESAALSEVLAGPLAQR.L 116 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_104.016590.016590.2 2 4.3436 0.3676 1379.15 1379.6 1 85 2 R.ELLQELAEFMR.R 44 2 *
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|NP_001657.3| gi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 [Homo sapiens] 6 19 10.6 946 105026 6.3 HsSD-NE_NT_lymphocytes_Ti_108.002470.002470.2 2 3.0993 0.2449 2431.81 2429.7 6 35 2 R.DLEQQLQDELLEVVSELQTAK.K 148 2 *
1480 ENSG00000157191:ENSMUSG00000028923:ENSRNOG00000008427 NECAP2 gi|8922416|ref|NP_060560.1| gi|8922416|ref|NP_060560.1| NECAP endocytosis associated 2 [Homo sapiens] 1 6 10.3 263 28339 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.012332.0123 2 3.2025 0.464 2800.61 2798 1 42.307693 1 R.TSGELFAQAPVDQFPGTAVESVTDSSR.Y 63 2 *
1480 ENSG00000157191:ENSMUSG00000028923:ENSRNOG00000008427 NECAP2 gi|8922416|ref|NP_060560.1| gi|8922416|ref|NP_060560.1| NECAP endocytosis associated 2 [Homo sapiens] 1 6 10.3 263 28339 8.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012050.01205 2 4.4732 0.5192 2799.55 2798 1 42.307693 3 R.TSGELFAQAPVDQFPGTAVESVTDSSR.Y 63 2 *
1480 ENSG00000157191:ENSMUSG00000028923:ENSRNOG00000008427 NECAP2 gi|8922416|ref|NP_060560.1| gi|8922416|ref|NP_060560.1| NECAP endocytosis associated 2 [Homo sapiens] 1 6 10.3 263 28339 8.4 HsSD-NE_NT_lymphocytes_Ti_102.013703.013703.2 2 5.2382 0.5457 2798.31 2798 1 48.076923 2 R.TSGELFAQAPVDQFPGTAVESVTDSSR.Y 63 2 *
1481 ENSG00000213551:ENSMUSG00000021811:ENSRNOG00000006619 DNAJC9 gi|27597059|ref|NP_056005.1| gi|27597059|ref|NP_056005.1| "DnaJ homolog, subfamily C, member 9 [Homo sapiens] " 1 5 7.7 260 29910 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007938.00793 2 4.0207 0.0851 2240.35 2238.3 2 47.368423 1 R.AVYDEQGTVDEDSPVLTQDR.D 76 2 *
1481 ENSG00000213551:ENSMUSG00000021811:ENSRNOG00000006619 DNAJC9 gi|27597059|ref|NP_056005.1| gi|27597059|ref|NP_056005.1| "DnaJ homolog, subfamily C, member 9 [Homo sapiens] " 1 5 7.7 260 29910 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008158.0081 2 4.4023 0.4333 2238.25 2238.3 1 52.63158 2 R.AVYDEQGTVDEDSPVLTQDR.D 76 2 *
1481 ENSG00000213551:ENSMUSG00000021811:ENSRNOG00000006619 DNAJC9 gi|27597059|ref|NP_056005.1| gi|27597059|ref|NP_056005.1| "DnaJ homolog, subfamily C, member 9 [Homo sapiens] " 1 5 7.7 260 29910 5.7 HsSD-NE_NT_lymphocytes_Ti_102.009101.009101.2 2 4.5928 0.3509 2238.69 2238.3 1 55.263157 2 R.AVYDEQGTVDEDSPVLTQDR.D 76 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010431.0104 2 3.3343 0.2528 1178.65 1179.4 1 88.88889 2 R.LEFESLEALK.Q 627 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011256.01125 2 3.2768 0.2961 2667.37 2666 1 47.727272 1 R.PLLNKYEQETLENQNLYLVGASK.I 54 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010004.01000 2 2.9746 0.2443 1179.47 1179.4 2 88.88889 1 R.LEFESLEALK.Q 627 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011616.01161 2 3.2075 0.2123 1543.53 1542.8 4 65.38461 1 K.DGGAQLLFRPLLNK.Y 45 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.011224.0112 3 4.9404 0.4153 3393.89 3391.9 5 24.13793 2 R.KFEEPRPGFHGVLGINSITGKEEPLYPSYK.R 280 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010872.0108 2 4.5323 0.3863 2284.01 2284.6 1 52.499996 1 R.KFEEPRPGFHGVLGINSITGK.E 280 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013818.0138 2 2.3853 0.2188 2180.31 2181.6 7 39.473686 1 R.LLTSGIVIQVFPLHDSEALK.K 161 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsSD-NE_NT_lymphocytes_Ti_109.016433.016433.3 3 4.6102 0.3302 3621.56 3624.1 1 24.193548 1 K.DGGAQLLFRPLLNKYEQETLENQNLYLVGASK.I 45 2 *
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NP_060545.3| gi|94536803|ref|NP_060545.3| transmembrane protein 16K [Homo sapiens] 8 11 15.8 660 76329 7.4 HsSD-NE_NT_lymphocytes_Ti_104.011610.011610.2 2 2.6607 0.1314 1202.39 1201.5 1 86.36364 1 R.MLLGAEAVGLVK.E 79 2 *
1483 ENSG00000104835:ENSMUSG00000070699:ENSRNOG00000019962 SARS2 gi|8923421|ref|NP_060297.1| gi|8923421|ref|NP_060297.1| seryl-tRNA synthetase 2 [Homo sapiens] 4 6 13.5 518 58283 8.1 HsSD-NE_PHA_lymphocytes_PK_113.012483.012483 2 2.8772 0.3376 2003.33 2003.3 1 52.941177 1 R.ITAPTHVPLQYIGPNQPR.K 490 2 *
1483 ENSG00000104835:ENSMUSG00000070699:ENSRNOG00000019962 SARS2 gi|8923421|ref|NP_060297.1| gi|8923421|ref|NP_060297.1| seryl-tRNA synthetase 2 [Homo sapiens] 4 6 13.5 518 58283 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008944.00894 2 3.3521 0.2539 1774.67 1774.9 1 67.85714 2 R.FCACPEEAAHALELR.K 63 2 *
1483 ENSG00000104835:ENSMUSG00000070699:ENSRNOG00000019962 SARS2 gi|8923421|ref|NP_060297.1| gi|8923421|ref|NP_060297.1| seryl-tRNA synthetase 2 [Homo sapiens] 4 6 13.5 518 58283 8.1 HsSD-NE_NT_lymphocytes_Ti_113.011244.011244.2 2 2.7392 0.3298 1856.25 1858.2 1 46.666668 1 R.VLHMVGDKPVFSFQPR.G 188 2 *
1483 ENSG00000104835:ENSMUSG00000070699:ENSRNOG00000019962 SARS2 gi|8923421|ref|NP_060297.1| gi|8923421|ref|NP_060297.1| seryl-tRNA synthetase 2 [Homo sapiens] 4 6 13.5 518 58283 8.1 HsSD-NE_PHA_lymphocytes_PK_104.002158.002158 2 4.6917 0.3467 2236.29 2233.5 1 60.000004 2 F.GVTGPGLEQSSQLLEEFLSLQ.M 355 0 *
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NP_031372.2| gi|33286446|ref|NP_031372.2| opioid growth factor receptor [Homo sapiens] 4 9 9 677 73325 4.8 HsSD-NE_PHA_lymphocytes_PK_109.015709.015709 2 3.0841 0.2233 1329.99 1328.6 2 75 2 Q.WLFPLREPGVN.W 133 0 *
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NP_031372.2| gi|33286446|ref|NP_031372.2| opioid growth factor receptor [Homo sapiens] 4 9 9 677 73325 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011331.01133 2 2.9292 0.1535 1767.83 1767 1 53.333336 2 K.SLGELGLEHFQAPLVR.F 219 2 *
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NP_031372.2| gi|33286446|ref|NP_031372.2| opioid growth factor receptor [Homo sapiens] 4 9 9 677 73325 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.006069.00606 2 3.5324 0.279 2064.45 2064.1 1 44.736843 2 R.SQGDEAGGHGEDRPEPLSPK.E 361 2 *
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NP_031372.2| gi|33286446|ref|NP_031372.2| opioid growth factor receptor [Homo sapiens] 4 9 9 677 73325 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006293.0062 2 3.513 0.2916 2063.45 2064.1 1 47.368423 1 R.SQGDEAGGHGEDRPEPLSPK.E 361 2 *
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NP_031372.2| gi|33286446|ref|NP_031372.2| opioid growth factor receptor [Homo sapiens] 4 9 9 677 73325 4.8 HsNaOH-NE_NT_lymphocytes_Ti_115.009812.00981 2 3.5459 0.3487 1551.91 1552.8 1 69.230774 2 R.FKPSSLPHPLEGSR.K 295 2 *
1485 ENSG00000129968:ENSMUSG00000003346:ENSRNOG00000018212 FAM108A1 gi|21361949|ref|NP_112490.2| gi|21361949|ref|NP_112490.2| hypothetical protein LOC81926 [Homo sapiens] 3 7 15.8 361 39136 7 HsNaOH-NE_NT_lymphocytes_Ti_109.009587.00958 2 4.0641 0.4467 1891.61 1892.1 1 62.5 2 R.YECAAVVLHSPLTSGMR.V 254 2
1485 ENSG00000129968:ENSMUSG00000003346:ENSRNOG00000018212 FAM108A1 gi|21361949|ref|NP_112490.2| gi|21361949|ref|NP_112490.2| hypothetical protein LOC81926 [Homo sapiens] 3 7 15.8 361 39136 7 HsNaOH-NE_NT_lymphocytes_Ti_105.015425.01542 2 3.198 0.3489 2723.55 2724.1 1 40 2 R.YGISPDSIILYGQSIGTVPTVDLASR.Y 228 2
1485 ENSG00000129968:ENSMUSG00000003346:ENSRNOG00000018212 FAM108A1 gi|21361949|ref|NP_112490.2| gi|21361949|ref|NP_112490.2| hypothetical protein LOC81926 [Homo sapiens] 3 7 15.8 361 39136 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.016566.0165 2 3.2265 0.2143 1623.19 1620.8 1 65.38461 2 R.NLYADIDAAWQALR.T 212 2
1485 ENSG00000129968:ENSMUSG00000003346:ENSRNOG00000018212 FAM108A1 gi|21361949|ref|NP_112490.2| gi|21361949|ref|NP_112490.2| hypothetical protein LOC81926 [Homo sapiens] 3 7 15.8 361 39136 7 HsSD-NE_NT_lymphocytes_Ti_103.016750.016750.2 2 3.367 0.2184 2723.45 2724.1 1 40 1 R.YGISPDSIILYGQSIGTVPTVDLASR.Y 228 2
1486 ENSG00000147443:ENSMUSG00000022102:ENSRNOG00000013922 DOK2 gi|41406050|ref|NP_003965.2| gi|41406050|ref|NP_003965.2| docking protein 2 [Homo sapiens] 3 4 13.8 412 45379 6 HsSD-NE_PHA_lymphocytes_Ti_103.017385.017385 2 2.8077 0.1487 1863.75 1862.1 3 43.75 1 R.QGNEIFLALEEAISAQK.N 230 2 *
1486 ENSG00000147443:ENSMUSG00000022102:ENSRNOG00000013922 DOK2 gi|41406050|ref|NP_003965.2| gi|41406050|ref|NP_003965.2| docking protein 2 [Homo sapiens] 3 4 13.8 412 45379 6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3968.396 2 2.8926 0.1487 2692.38 2693.9 1 36.95652 1 R.AGESALELWGGPEPGTQLYDWPYR.F 174 2 *
1486 ENSG00000147443:ENSMUSG00000022102:ENSRNOG00000013922 DOK2 gi|41406050|ref|NP_003965.2| gi|41406050|ref|NP_003965.2| docking protein 2 [Homo sapiens] 3 4 13.8 412 45379 6 HsSD-NE_NT_lymphocytes_Ti_109.018275.018275.2 2 2.6846 0.1721 1831.25 1832.1 1 46.666668 2 R.GDWVQAICLLAFPGQR.K 103 2 *
1487 ENSG00000117899:ENSMUSG00000038503:ENSRNOG00000012366 MESDC2 gi|74136552|ref|NP_055969.1| gi|74136552|ref|NP_055969.1| mesoderm development candidate 2 [Homo sapiens] 2 5 18.8 234 26077 7.8 HsSD-NE_PHA_lymphocytes_Ti_105.010322.010322 3 5.7309 0.4589 3523.31 3524.8 1 29.310345 2 R.LLEQWEKDDDIEEGDLPEHKRPSAPVDFSK.I 66 2 *
1487 ENSG00000117899:ENSMUSG00000038503:ENSRNOG00000012366 MESDC2 gi|74136552|ref|NP_055969.1| gi|74136552|ref|NP_055969.1| mesoderm development candidate 2 [Homo sapiens] 2 5 18.8 234 26077 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007744.00774 2 3.503 0.2852 1537.35 1537.7 1 76.92308 2 R.CADVTLEGQVYPGK.G 180 2 *
1487 ENSG00000117899:ENSMUSG00000038503:ENSRNOG00000012366 MESDC2 gi|74136552|ref|NP_055969.1| gi|74136552|ref|NP_055969.1| mesoderm development candidate 2 [Homo sapiens] 2 5 18.8 234 26077 7.8 HsSD-NE_NT_lymphocytes_Ti_102.008898.008898.2 2 2.6754 0.1413 1538.09 1537.7 9 57.692307 1 R.CADVTLEGQVYPGK.G 180 2 *
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NP_002568.2| gi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sapiens] 5 15 21 524 58043 6 HsSD-NE_PHA_lymphocytes_Ti_106.016467.016467 3 5.3986 0.5527 3970.79 3972.3 1 27.205881 4 K.ERPEISPPSDFEHTIHVGFDAVTGEFTGMPEQWAR.L 70 2 *
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NP_002568.2| gi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sapiens] 5 15 21 524 58043 6 HsSD-NE_PHA_lymphocytes_Ti_109.011439.011439 2 3.0903 0.3387 2079.79 2079.3 1 46.875 1 R.ECLQALEFLHANQVIHR.D 351 2 *
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NP_002568.2| gi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sapiens] 5 15 21 524 58043 6 HsSD-NE_PHA_lymphocytes_Ti_109.012356.012356 2 3.2962 0.1532 1446.15 1443.8 1 81.818184 7 K.KELIINEILVMK.E 288 2 *
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NP_002568.2| gi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sapiens] 5 15 21 524 58043 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010080.0100 2 3.089 0.2451 1842.61 1843 1 56.666668 1 K.LTDFGFCAQITPEQSK.R 384 2
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NP_002568.2| gi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sapiens] 5 15 21 524 58043 6 HsSD-NE_NT_lymphocytes_Ti_111.012624.012624.3 3 4.7791 0.3176 3156.62 3156.6 1 29.310345 2 R.MSSTIFSTGGKDPLSANHSLKPLPSVPEEK.K 18 2 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014758.01475 3 4.74 0.3826 2422.85 2421.7 1 41.25 3 R.WGQYHTSVGGLGDSFYEYLLK.A 387 2 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.014750.01475 2 3.8582 0.2746 2421.87 2421.7 1 55 2 R.WGQYHTSVGGLGDSFYEYLLK.A 387 2 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsSD-NE_PHA_lymphocytes_PK_106.013763.013763 1 2.557 0.231 1559.9 1559.8 4 54.545456 1 K.YYILRPEVIETY.W 527 1 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.014583.0145 2 3.5988 0.3171 2422.15 2421.7 1 42.5 1 R.WGQYHTSVGGLGDSFYEYLLK.A 387 2 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsSD-NE_PHA_lymphocytes_PK_105.019959.019959 1 2.4023 0.2974 1515.84 1514.7 1 54.166668 1 F.SGDDLLPLDHWVF.N 605 0 *
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_006690.1| gi|5729913|ref|NP_006690.1| "mannosidase, alpha, class 1A, member 2 [Homo sapiens] " 5 9 9.4 641 73004 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008313.0083 2 2.5696 0.183 1670.71 1670.9 9 46.153847 1 R.TYGWGHNELRPIAR.K 197 2 *
1490 ENSG00000100749:ENSMUSG00000021115:ENSRNOG00000005274 VRK1 gi|4507903|ref|NP_003375.1| gi|4507903|ref|NP_003375.1| vaccinia related kinase 1 [Homo sapiens] 4 7 21.7 396 45476 8.9 HsSD-NE_PHA_lymphocytes_PK_107.013236.013236 2 3.4551 0.3089 2192.95 2192.4 2 47.058823 3 L.NYKNPDQVYLVDYGLAYR.Y 186 1 *
1490 ENSG00000100749:ENSMUSG00000021115:ENSRNOG00000005274 VRK1 gi|4507903|ref|NP_003375.1| gi|4507903|ref|NP_003375.1| vaccinia related kinase 1 [Homo sapiens] 4 7 21.7 396 45476 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.013495.013495 2 2.7846 0.2685 1875.07 1874.2 9 46.875 1 R.HLAEQFAVGEIITDMAK.K 18 2 *
1490 ENSG00000100749:ENSMUSG00000021115:ENSRNOG00000005274 VRK1 gi|4507903|ref|NP_003375.1| gi|4507903|ref|NP_003375.1| vaccinia related kinase 1 [Homo sapiens] 4 7 21.7 396 45476 8.9 HsSD-NE_PHA_lymphocytes_Ti_105.008926.008926 3 5.073 0.3988 3394.88 3393.6 1 33.035713 1 R.KKEIEESKEPGVEDTEWSNTQTEEAIQTR.S 359 2 *
1490 ENSG00000100749:ENSMUSG00000021115:ENSRNOG00000005274 VRK1 gi|4507903|ref|NP_003375.1| gi|4507903|ref|NP_003375.1| vaccinia related kinase 1 [Homo sapiens] 4 7 21.7 396 45476 8.9 HsSD-NE_NT_lymphocytes_Ti_109.018037.018037.3 3 3.4104 0.2714 2647.01 2649.1 1 33.333336 2 K.LLDYTEKPLYENLRDILLQGLK.A 308 2 *
1491 ENSG00000213782:ENSMUSG00000030204:ENSRNOG00000007838 DDX47 gi|20149629|ref|NP_057439.2| gi|20149629|ref|NP_057439.2|;gi|41327776|ref|NP_957518.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 isoform 1 [Homo sapi 4 10 13.4 455 50647 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.006687.0066 2 3.2873 0.2079 1879.47 1877.9 2 58.823532 1 R.SREDAGDNDDTEGAIGVR.N 424 2
1491 ENSG00000213782:ENSMUSG00000030204:ENSRNOG00000007838 DDX47 gi|20149629|ref|NP_057439.2| gi|20149629|ref|NP_057439.2|;gi|41327776|ref|NP_957518.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 isoform 1 [Homo sapi 4 10 13.4 455 50647 9.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011020.01102 2 3.1778 0.2389 1423.65 1422.7 1 79.16667 3 K.IQIEAIPLALQGR.D 50 2
1491 ENSG00000213782:ENSMUSG00000030204:ENSRNOG00000007838 DDX47 gi|20149629|ref|NP_057439.2| gi|20149629|ref|NP_057439.2|;gi|41327776|ref|NP_957518.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 isoform 1 [Homo sapi 4 10 13.4 455 50647 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019085.01908 2 4.9049 0.3895 1928.27 1926.3 1 67.64706 5 K.TGAFALPILNALLETPQR.L 75 2
1491 ENSG00000213782:ENSMUSG00000030204:ENSRNOG00000007838 DDX47 gi|20149629|ref|NP_057439.2| gi|20149629|ref|NP_057439.2|;gi|41327776|ref|NP_957518.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 47 isoform 1 [Homo sapi 4 10 13.4 455 50647 9.1 HsSD-NE_NT_lymphocytes_Ti_102.010973.010973.2 2 2.4887 0.1441 1456.11 1454.6 3 68.181816 1 R.ILNMDFETEVDK.I 179 2
1492 ENSG00000113384:ENSMUSG00000022200:ENSRNOG00000012186 GOLPH3 gi|11545859|ref|NP_071413.1| gi|11545859|ref|NP_071413.1| golgi phosphoprotein 3 [Homo sapiens] 3 6 20.8 298 33811 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.020049.0200 2 3.1516 0.3529 2810.69 2811.1 1 39.130436 2 K.ETQPPETVQNWIELLSGETWNPLK.L 142 2 *
1492 ENSG00000113384:ENSMUSG00000022200:ENSRNOG00000012186 GOLPH3 gi|11545859|ref|NP_071413.1| gi|11545859|ref|NP_071413.1| golgi phosphoprotein 3 [Homo sapiens] 3 6 20.8 298 33811 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010542.0105 2 3.4417 0.3996 1544.23 1544.7 1 64.28571 2 K.SDAPTGDVLLDEALK.H 124 2 *
1492 ENSG00000113384:ENSMUSG00000022200:ENSRNOG00000012186 GOLPH3 gi|11545859|ref|NP_071413.1| gi|11545859|ref|NP_071413.1| golgi phosphoprotein 3 [Homo sapiens] 3 6 20.8 298 33811 6.4 HsSD-NE_PHA_lymphocytes_PK_106.019265.019265 2 3.304 0.2922 2562.19 2561.8 8 29.545454 1 A.HASDVLENAFAPLLDEQYDLATK.R 244 1 *
1492 ENSG00000113384:ENSMUSG00000022200:ENSRNOG00000012186 GOLPH3 gi|11545859|ref|NP_071413.1| gi|11545859|ref|NP_071413.1| golgi phosphoprotein 3 [Homo sapiens] 3 6 20.8 298 33811 6.4 HsSD-NE_NT_lymphocytes_Ti_107.020931.020931.2 2 2.6403 0.3425 2810.31 2811.1 3 32.608696 1 K.ETQPPETVQNWIELLSGETWNPLK.L 142 2 *
1493 ENSG00000129103:ENSMUSG00000025538:ENSRNOG00000000922 SUMF2 gi|110227848|ref|NP_001035933.1| gi|110227848|ref|NP_001035933.1|;gi|110227851|ref|NP_001 sulfatase modifying factor 2 isoform a precursor [Homo sapiens] 4 5 9.5 304 34290 8.4 HsSD-NE_PHA_lymphocytes_Ti_109.009210.009210 3 3.6227 0.2023 1961.75 1959.2 3 41.666664 1 R.ERLEHPVLHVSWNDAR.A 141 2
1493 ENSG00000129103:ENSMUSG00000025538:ENSRNOG00000000922 SUMF2 gi|110227848|ref|NP_001035933.1| gi|110227848|ref|NP_001035933.1|;gi|110227851|ref|NP_001 sulfatase modifying factor 2 isoform a precursor [Homo sapiens] 4 5 9.5 304 34290 8.4 HsSD-NE_PHA_lymphocytes_PK_105.013269.013269 2 3.8146 0.3482 1356.31 1356.5 1 90 2 F.VFEDFVSDELR.N 98 1
1493 ENSG00000129103:ENSMUSG00000025538:ENSRNOG00000000922 SUMF2 gi|110227848|ref|NP_001035933.1| gi|110227848|ref|NP_001035933.1|;gi|110227851|ref|NP_001 sulfatase modifying factor 2 isoform a precursor [Homo sapiens] 4 5 9.5 304 34290 8.4 HsSD-NE_NT_lymphocytes_Ti_112.011784.011784.2 2 2.8002 0.1303 1959.07 1959.2 2 50 1 R.ERLEHPVLHVSWNDAR.A 141 2
1493 ENSG00000129103:ENSMUSG00000025538:ENSRNOG00000000922 SUMF2 gi|110227848|ref|NP_001035933.1| gi|110227848|ref|NP_001035933.1|;gi|110227851|ref|NP_001 sulfatase modifying factor 2 isoform a precursor [Homo sapiens] 4 5 9.5 304 34290 8.4 HsSD-NE_PHA_lymphocytes_PK_106.018442.018442 2 3.6071 0.2763 1593.25 1590.7 1 79.16667 1 W.SFVFEDFVSDELR.N 96 1
1494 ENSG00000169228:ENSMUSG00000034789:ENSRNOG00000016539 RAB24 gi|96975135|ref|NP_570137.2| gi|96975135|ref|NP_570137.2| RAB24 gene product [Homo sapiens] 2 4 16.3 203 23124 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.012227.0122 2 3.6593 0.3264 1799.81 1797.1 1 56.25 1 R.FLVGPYQNTIGAAFVAK.V 32 2 *
1494 ENSG00000169228:ENSMUSG00000034789:ENSRNOG00000016539 RAB24 gi|96975135|ref|NP_570137.2| gi|96975135|ref|NP_570137.2| RAB24 gene product [Homo sapiens] 2 4 16.3 203 23124 6.2 HsNaOH-NE_NT_lymphocytes_Ti_109.012350.01235 2 5.1555 0.4137 1798.27 1797.1 1 87.5 2 R.FLVGPYQNTIGAAFVAK.V 32 2 *
1494 ENSG00000169228:ENSMUSG00000034789:ENSRNOG00000016539 RAB24 gi|96975135|ref|NP_570137.2| gi|96975135|ref|NP_570137.2| RAB24 gene product [Homo sapiens] 2 4 16.3 203 23124 6.2 HsSD-NE_NT_lymphocytes_Ti_110.010741.010741.2 2 2.9634 0.2277 1994.47 1992.2 2 53.333336 1 R.RRVDFHDVQDYADNIK.A 132 2 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_PK_110.015200.015200 2 2.8784 0.233 1832.59 1831.1 1 57.14286 1 L.APSLPLQEDFVYHWK.A 17 1 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_Ti_114.012561.012561 3 4.097 0.3245 2508.35 2509 1 36.842106 2 R.MFEHLLQKPNEHILYNLVLR.N 474 2 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_Ti_113.012571.012571 3 4.8398 0.2673 2958.74 2960.4 1 32.291664 5 R.LSLFPHPHIHEYLLDPYVNLAPGCR.S 664 2 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_PK_106.017099.017099 2 3.2794 0.3606 1702.05 1702.9 1 65.38461 2 L.APSLPLQEDFVYHW.K 17 0 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_PK_105.020908.020908 2 3.2522 0.2584 2465.81 2466.8 3 40.476192 1 S.DDKAPVTDTNIPSHLEQMLDIL.V 42 0 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_PHA_lymphocytes_PK_106.020738.020738 2 3.4246 0.2498 1847.19 1844.2 1 62.5 1 R.LLGLEPEGPIIDHITLL.E 722 1 *
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NP_065991.2| gi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [Homo sapiens] 7 15 14.5 765 86415 5.3 HsSD-NE_NT_lymphocytes_Ti_114.014822.014822.3 3 5.6229 0.3085 3139.97 3141.6 1 40.384613 3 K.FTSILQHAVEALAPSLPLQEDFVYHWK.A 5 2 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_PK_109.020827.020827 2 2.553 0.1521 1722.35 1721.1 3 53.571426 1 Q.GMVPYLPELIPHLIQ.C 428 0 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_Ti_102.006222.006222 2 2.6963 0.1388 1593.53 1594.7 4 50 1 R.NIRDNEEKDSAFR.G 800 2
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_PK_113.019609.019609 2 4.3372 0.2299 2280.65 2278.5 1 64.70589 5 K.WNELKDEDKDLFPLLECL.S 570 1 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_Ti_106.014085.014085 3 3.4943 0.2286 3099.59 3102.5 1 32 1 K.ILHGFKDQVGEDNWQQFSEQFPPLLK.E 853 2 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_PK_113.000562.000562 2 3.392 0.1984 1734.47 1735.9 2 65.38461 1 L.KDEDKDLFPLLECL.S 574 0
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_Ti_111.017932.017932 3 4.7523 0.0891 4635.35 4634.1 1 27.631578 2 K.WNELKDEDKDLFPLLECLSSVATALQSGFLPYCEPVYQR.C 570 2 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsNaOH-NE_PHA_lymphocytes_Ti_107.002634.0026 3 3.6946 0.0959 3963.62 3963.4 2 21.212122 2 K.DEDKDLFPLLECLSSVATALQSGFLPYCEPVYQR.C 575 2
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_PK_106.016350.016350 2 3.5778 0.2498 2534.77 2534.8 1 45 1 F.KDQVGEDNWQQFSEQFPPLLK.E 858 1 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_NT_lymphocytes_Ti_111.014295.014295.2 2 3.5088 0.313 3101.99 3102.5 1 38 1 K.ILHGFKDQVGEDNWQQFSEQFPPLLK.E 853 2 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_NT_lymphocytes_Ti_114.015234.015234.3 3 3.6185 0.2082 3137.03 3137.6 4 25 2 K.NLLILYDAIGTLADSVGHHLNQPEYIQK.L 534 2 *
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_NT_lymphocytes_Ti_103.010543.010543.2 2 2.5625 0.2306 1302.59 1302.5 2 59.090908 1 K.TLLENTAITIGR.L 763 2
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1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NP_038461.2| gi|48675813|ref|NP_038461.2| "transportin 2 (importin 3, karyopherin beta 2b) [Homo sapiens] " 12 20 15 887 100408 5 HsSD-NE_PHA_lymphocytes_PK_106.012342.012342 2 3.9949 0.3661 1931.69 1929.1 1 60.000004 2 T.ALQSGFLPYCEPVYQR.C 593 1
1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NP_004276.2| gi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogenase precursor [Homo sapiens] 4 11 7.6 791 88893 7.3 HsNaOH-NE_NT_lymphocytes_Ti_114.011291.01129 2 3.2742 0.3176 2103.67 2103.4 1 47.368423 2 R.QLVFHIGHGDLGSPAVLVSR.N 397 2 *
1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NP_004276.2| gi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogenase precursor [Homo sapiens] 4 11 7.6 791 88893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.013216.0132 3 3.9943 0.3239 2952.26 2950.4 2 28 1 R.ELQKPDSFHSLTPTFAAVLVHIDNLR.W 323 2 *
1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NP_004276.2| gi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogenase precursor [Homo sapiens] 4 11 7.6 791 88893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011050.0110 2 4.723 0.3706 1589.29 1589.8 1 80.769226 5 R.DAHSVLLSHIFHGR.K 456 2 *
1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NP_004276.2| gi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogenase precursor [Homo sapiens] 4 11 7.6 791 88893 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.011000.0110 3 3.7966 0.2612 1590.38 1589.8 1 55.76923 2 R.DAHSVLLSHIFHGR.K 456 2 *
1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NP_004276.2| gi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogenase precursor [Homo sapiens] 4 11 7.6 791 88893 7.3 HsSD-NE_NT_lymphocytes_Ti_114.011221.011221.2 2 3.7892 0.0848 1590.15 1589.8 1 69.230774 1 R.DAHSVLLSHIFHGR.K 456 2 *
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.018293.018293 3 3.3516 0.1546 3131.03 3131.5 1 29 2 K.SSRPEFDWQDPLVLEEQLTTDEILIR.D 43 2
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsSD-NE_PHA_lymphocytes_Ti_110.011436.011436 2 3.5155 0.2561 2676.71 2677 1 41.304348 1 R.HAMNLEAVNTYEGTHDIHALILGR.A 403 2 *
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsSD-NE_PHA_lymphocytes_Ti_108.011279.011279 3 5.543 0.5104 2678.93 2677 1 41.304348 5 R.HAMNLEAVNTYEGTHDIHALILGR.A 403 2 *
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.018567.018567 2 2.4855 0.2096 3130.93 3131.5 1 30.000002 1 K.SSRPEFDWQDPLVLEEQLTTDEILIR.D 43 2
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010682.01068 2 2.6404 0.206 1704.53 1701.9 1 53.125 1 K.GYGCAGVSSVAYGLLAR.E 112 2
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_000150.1| gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogenase isoform a precursor [Homo sa 6 11 15.3 438 48127 8.1 HsSD-NE_PHA_lymphocytes_PK_105.016036.016036 2 3.8467 0.2913 2077.69 2076.2 1 62.5 1 K.SSRPEFDWQDPLVLEEQ.L 43 1
1499 ENSG00000014919:ENSMUSG00000040018:ENSRNOG00000017230 COX15 gi|17921985|ref|NP_510870.1| gi|17921985|ref|NP_510870.1|;gi|17921987|ref|NP_004367.2| COX15 homolog isoform 1 precursor [Homo sapiens] 3 7 7.8 410 46030 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009060.00906 2 3.4345 0.3418 1737.73 1734.9 1 80.769226 2 R.NVFENPTMVQFDHR.I 314 2
1499 ENSG00000014919:ENSMUSG00000040018:ENSRNOG00000017230 COX15 gi|17921985|ref|NP_510870.1| gi|17921985|ref|NP_510870.1|;gi|17921987|ref|NP_004367.2| COX15 homolog isoform 1 precursor [Homo sapiens] 3 7 7.8 410 46030 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.019022.0190 3 3.8073 0.2847 2141.45 2139.5 3 35.294117 1 K.MGESWIPEDLFTFSPILR.N 296 2
1499 ENSG00000014919:ENSMUSG00000040018:ENSRNOG00000017230 COX15 gi|17921985|ref|NP_510870.1| gi|17921985|ref|NP_510870.1|;gi|17921987|ref|NP_004367.2| COX15 homolog isoform 1 precursor [Homo sapiens] 3 7 7.8 410 46030 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.019040.0190 2 4.3254 0.3473 2140.21 2139.5 1 64.70589 2 K.MGESWIPEDLFTFSPILR.N 296 2
1499 ENSG00000014919:ENSMUSG00000040018:ENSRNOG00000017230 COX15 gi|17921985|ref|NP_510870.1| gi|17921985|ref|NP_510870.1|;gi|17921987|ref|NP_004367.2| COX15 homolog isoform 1 precursor [Homo sapiens] 3 7 7.8 410 46030 9.8 HsSD-NE_NT_lymphocytes_Ti_104.020290.020290.2 2 4.1443 0.3639 2140.11 2139.5 1 64.70589 2 K.MGESWIPEDLFTFSPILR.N 296 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.008627.0086 2 4.3263 0.3852 1867.81 1866 1 73.333336 2 K.SHLLDCCPHDILAGTR.M 38 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsNaOH-NE_NT_lymphocytes_Ti_106.006418.00641 2 2.0247 0.1684 1167.63 1168.3 4 61.11111 1 K.VHELNEEIGK.L 126 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007538.00753 2 3.7302 0.3523 1605.79 1605.7 1 67.85714 2 R.LAETQEEISAEVSAK.A 108 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.006664.0066 1 2.3703 0.2536 1167.55 1168.3 1 72.22222 2 K.VHELNEEIGK.L 126 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011723.01172 2 2.2725 0.1116 1097.37 1097.3 1 93.75 1 K.LHLGFIQIR.E 214 2
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NP_958815.1| gi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1| LUC7-like isoform b [Homo sapiens] 5 9 13.5 371 43728 9.9 HsSD-NE_NT_lymphocytes_Ti_109.010084.010084.2 2 4.0489 0.2634 1866.61 1866 1 70 1 K.SHLLDCCPHDILAGTR.M 38 2
1501 ENSG00000114686:ENSMUSG00000032563:ENSRNOG00000012650 MRPL3 gi|6005862|ref|NP_009139.1| gi|6005862|ref|NP_009139.1| mitochondrial ribosomal protein L3 [Homo sapiens] 3 6 14.9 348 38633 9.5 HsSD-NE_PHA_lymphocytes_PK_111.016620.016620 2 2.7648 0.3061 2305.91 2306.6 1 41.666664 2 K.LCPLKDEPWPIHPWEPGSF.R 77 1 *
1501 ENSG00000114686:ENSMUSG00000032563:ENSRNOG00000012650 MRPL3 gi|6005862|ref|NP_009139.1| gi|6005862|ref|NP_009139.1| mitochondrial ribosomal protein L3 [Homo sapiens] 3 6 14.9 348 38633 9.5 HsSD-NE_PHA_lymphocytes_Ti_111.012728.012728 3 5.5184 0.4163 3491.36 3491 1 27.419355 2 K.IFNITDNAAIKPGTPLYAAHFRPGQYVDVTAK.T 178 2 *
1501 ENSG00000114686:ENSMUSG00000032563:ENSRNOG00000012650 MRPL3 gi|6005862|ref|NP_009139.1| gi|6005862|ref|NP_009139.1| mitochondrial ribosomal protein L3 [Homo sapiens] 3 6 14.9 348 38633 9.5 HsSD-NE_NT_lymphocytes_Ti_112.013418.013418.2 2 3.3001 0.2826 2461.63 2462.8 1 44.736843 2 K.LCPLKDEPWPIHPWEPGSFR.V 77 2 *
1502 ENSG00000119383:ENSMUSG00000039515:ENSRNOG00000018457 PPP2R4 gi|30065643|ref|NP_821067.1| gi|30065643|ref|NP_821067.1|;gi|30065645|ref|NP_821068.1| "protein phosphatase 2A, regulatory subunit B' isoform b [Homo sa 2 6 18 323 36775 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.000585.00058 3 4.4557 0.3104 4135.52 4135.6 1 20.714287 1 R.MEPAGSQGVWGLDDFQFLPFIWGSSQLIDHPYLEPR.H 201 2
1502 ENSG00000119383:ENSMUSG00000039515:ENSRNOG00000018457 PPP2R4 gi|30065643|ref|NP_821067.1| gi|30065643|ref|NP_821067.1|;gi|30065645|ref|NP_821068.1| "protein phosphatase 2A, regulatory subunit B' isoform b [Homo sa 2 6 18 323 36775 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.021916.0219 3 4.943 0.2805 4138.34 4135.6 1 24.285715 2 R.MEPAGSQGVWGLDDFQFLPFIWGSSQLIDHPYLEPR.H 201 2
1502 ENSG00000119383:ENSMUSG00000039515:ENSRNOG00000018457 PPP2R4 gi|30065643|ref|NP_821067.1| gi|30065643|ref|NP_821067.1|;gi|30065645|ref|NP_821068.1| "protein phosphatase 2A, regulatory subunit B' isoform b [Homo sa 2 6 18 323 36775 6.3 HsSD-NE_NT_lymphocytes_Ti_109.013552.013552.2 2 4.175 0.3504 2459.71 2457.7 1 54.761906 3 K.TGPFAEHSNQLWNISAVPSWSK.V 265 2
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_PHA_lymphocytes_Ti_105.008924.008924 3 3.384 0.1956 1640.99 1640.8 1 52.083332 2 K.KKNDFEQGELYLR.E 283 2
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.013222.013222 2 3.3069 0.3117 2679.21 2678 1 42.857143 1 K.IFHDLDMLTTVQEENEPVIYNR.A 350 2
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_PHA_lymphocytes_PK_112.015225.015225 2 3.0252 0.1623 2152.29 2149.5 1 44.11765 1 R.LFKNDPLFFKPGSQFLYS.T 307 1
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.011000.011000 2 2.9968 0.1985 1841.59 1840.1 1 50 1 R.IKDEVGAPGIVVGVSVDGK.E 118 2
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_NT_lymphocytes_Ti_104.016514.016514.2 2 3.7131 0.1788 1523.43 1521.8 1 75 2 K.WAGGGFLSTVGDLLK.F 395 2 *
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_NT_lymphocytes_Ti_103.010055.010055.2 2 3.3521 0.2695 1386.73 1384.5 4 70 2 K.NDFEQGELYLR.E 285 2
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NP_116246.2| gi|26051231|ref|NP_116246.2| "lactamase, beta isoform a [Homo sapiens] " 7 10 22.3 547 60694 8.5 HsSD-NE_NT_lymphocytes_Ti_112.013368.013368.3 3 5.8142 0.2468 3674.54 3674.1 1 26.470589 1 R.HYASHTGGAVGASSVLLVLPEELDTETINNKVPPR.G 481 2 *
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsSD-NE_PHA_lymphocytes_Ti_110.001210.001210 2 4.7044 0.3729 2515.39 2514.8 1 47.727272 6 K.VGDIIEVVGEVEEGWWEGVLNGK.T 121 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011172.0111 2 3.1497 0.1598 1945.97 1943 1 47.058823 1 R.SNDIDLEGFDSVVSSTEK.L 458 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008374.0083 2 4.6242 0.3308 2064.27 2065.2 1 63.88889 4 K.ELSGESDELGISQDEQLSK.S 154 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009830.0098 3 3.6127 0.1198 2475.29 2475.8 1 30.681818 1 K.APEKPLHEVPSGNSLLSSETILR.T 69 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsSD-NE_NT_lymphocytes_Ti_109.011150.011150.2 2 2.9714 0.2155 2475.27 2475.8 2 45.454548 1 K.APEKPLHEVPSGNSLLSSETILR.T 69 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsSD-NE_NT_lymphocytes_Ti_108.010673.010673.3 3 3.6989 0.2881 2474.93 2475.8 1 30.681818 1 K.APEKPLHEVPSGNSLLSSETILR.T 69 2
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NP_114098.1| gi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_00101983 SH3-domain kinase binding protein 1 isoform a [Homo sapiens] 6 15 13.5 665 73126 6.6 HsSD-NE_NT_lymphocytes_Ti_112.012154.012154.3 3 3.6393 0.2768 3272.75 3272.7 1 28.448275 1 K.KDPLTNKAPEKPLHEVPSGNSLLSSETILR.T 62 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsSD-NE_PHA_lymphocytes_Ti_111.012885.012885 3 5.0373 0.3105 3206.9 3205.5 4 29.166666 1 R.KYCEHDFQMLFAPCCHQCGEFIIGR.V 57 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsSD-NE_PHA_lymphocytes_Ti_111.009580.009580 2 2.1848 0.0821 1250.41 1250.3 5 75 1 R.HLCRPCHNR.E 116 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsNaOH-NE_NT_lymphocytes_Ti_105.015651.01565 2 4.0572 0.2672 1769.57 1767.9 1 75 1 R.CDLCQEVLADIGFVK.N 97 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsNaOH-NE_NT_lymphocytes_Ti_107.006574.00657 2 3.1608 0.2945 1946.47 1947 3 50 1 K.NDPYHPDHFNCANCGK.E 151 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsSD-NE_NT_lymphocytes_Ti_107.016597.016597.2 2 3.2486 0.2099 1768.39 1767.9 1 75 2 R.CDLCQEVLADIGFVK.N 97 2
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NP_004978.2| gi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_0011297 LIM and senescent cell antigen-like domains 1 [Homo sapiens] 4 7 20 325 37251 8 HsSD-NE_NT_lymphocytes_Ti_114.012109.012109.3 3 4.4042 0.2561 3205.76 3205.5 2 28.125 1 R.KYCEHDFQMLFAPCCHQCGEFIIGR.V 57 2
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.015765.01576 3 4.72 0.4066 2287.55 2287.7 1 44.736843 4 R.DGVLLCQLLNNLLPHAINLR.E 39 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010131.01013 2 2.6665 0.2003 1362.49 1362.5 2 80 1 K.DFVNLHSFQVR.D 445 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.016030.01603 2 2.52 0.0918 2480.99 2479.9 1 42.857143 1 K.MEVFQEYYGLPPPPGAIGPFLR.L 597 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.014444.01444 2 3.1043 0.2871 2011.13 2008.2 1 56.25 2 R.SELFEAFDLFDVQDFGK.V 91 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.009912.00991 1 2.6579 0.3251 1362.79 1362.5 1 65 1 K.DFVNLHSFQVR.D 445 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.015674.0156 3 5.0852 0.405 2288.3 2287.7 1 38.157894 2 R.DGVLLCQLLNNLLPHAINLR.E 39 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsSD-NE_NT_lymphocytes_Ti_112.016417.016417.2 2 5.5624 0.4114 2289.83 2287.7 1 65.789474 1 R.DGVLLCQLLNNLLPHAINLR.E 39 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011823.0118 2 3.0065 0.1614 2147.03 2146.5 4 41.17647 2 K.YTDTLGSIQQHFLKPLQR.F 209 2 *
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_005419.2| gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchange factor [Homo sapiens] 8 15 10.4 845 98314 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011811.0118 3 3.6483 0.273 2145.98 2146.5 1 35.294117 1 K.YTDTLGSIQQHFLKPLQR.F 209 2 *
1507 ENSG00000121542:ENSMUSG00000034473:NA SEC22A gi|14591919|ref|NP_036562.2| gi|14591919|ref|NP_036562.2| SEC22 vesicle trafficking protein homolog A [Homo sapiens] 2 4 10.4 307 34948 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.013686.01368 2 2.9775 0.1353 2392.53 2392.6 1 47.22222 2 K.TNTAVRPYCFIEFDNFIQR.T 103 2 *
1507 ENSG00000121542:ENSMUSG00000034473:NA SEC22A gi|14591919|ref|NP_036562.2| gi|14591919|ref|NP_036562.2| SEC22 vesicle trafficking protein homolog A [Homo sapiens] 2 4 10.4 307 34948 8.2 HsSD-NE_PHA_lymphocytes_PK_105.019598.019598 2 2.7413 0.1851 1570.95 1571.8 5 58.333332 1 F.SFLDELQKEFITT.Y 85 0 *
1507 ENSG00000121542:ENSMUSG00000034473:NA SEC22A gi|14591919|ref|NP_036562.2| gi|14591919|ref|NP_036562.2| SEC22 vesicle trafficking protein homolog A [Homo sapiens] 2 4 10.4 307 34948 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.013503.0135 2 2.4958 0.149 2392.89 2392.6 2 44.444447 1 K.TNTAVRPYCFIEFDNFIQR.T 103 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsSD-NE_PHA_lymphocytes_Ti_112.011809.011809 2 2.4104 0.1046 1472.55 1473.8 1 63.636364 1 R.MFIATFHFPHPK.Y 196 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.021802.0218 2 3.3794 0.1783 2046.31 2043.4 1 56.666668 1 K.ENLIDYFIPFLPLEYR.H 326 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsNaOH-NE_NT_lymphocytes_Ti_113.015801.01580 2 3.818 0.3448 1794.81 1795.1 1 64.28571 1 R.AESPWTIFLFLSNLR.G 262 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.011571.0115 3 3.0214 0.255 1681.64 1681 1 50 1 K.LHPGLLEVLGPHLER.R 240 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.011552.0115 2 3.2458 0.4654 1683.97 1681 1 75 2 K.LHPGLLEVLGPHLER.R 240 2 *
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|NP_071766.2| gi|115647957|ref|NP_071766.2| "torsin family 3, member A [Homo sapiens] " 5 8 14.6 397 46199 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.015759.0157 2 3.6028 0.3077 1794.71 1795.1 1 60.714287 2 R.AESPWTIFLFLSNLR.G 262 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.009471.009471 2 4.8789 0.2616 1922.89 1921.3 1 59.375 2 K.LQNQLQGAIVIERPNVK.W 116 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.009497.009497 2 2.0438 0.1324 1465.25 1462.7 6 50 1 K.RIYIPLPEPHAR.A 295 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.014666.01466 3 5.6812 0.4133 2722.46 2722.1 1 37.5 2 K.AGNYEEALQLYQHAVQYFLHVVK.Y 24 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007629.00762 2 2.8714 0.268 1795.61 1797 1 56.666668 1 R.SLSNTKPTVNEHDLLK.L 417 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsSD-NE_NT_lymphocytes_Ti_114.010787.010787.2 2 3.526 0.3487 1462.03 1462.7 1 86.36364 2 K.RIYIPLPEPHAR.A 295 2 *
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NP_004860.2| gi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B [Homo sapiens] 5 10 18.9 444 49302 7.2 HsSD-NE_NT_lymphocytes_Ti_112.013808.013808.2 2 4.122 0.3468 1812.17 1811.2 1 70 2 K.EAVILPIKFPHLFTGK.R 148 2
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NP_612403.2| gi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleoprotein L-like [Homo sapiens] 5 9 18.6 542 60083 7.7 HsSD-NE_PHA_lymphocytes_Ti_103.008859.008859 2 3.671 0.3333 1705.15 1703.9 3 56.666668 2 R.HDGYGSHGPLLPLPSR.Y 288 2 *
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NP_612403.2| gi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleoprotein L-like [Homo sapiens] 5 9 18.6 542 60083 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.020428.0204 2 2.2498 0.1793 2668.43 2670.9 1 28.57143 1 R.NDNDSWDYTKPYLGRRDRGKGR.Q 252 2 *
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NP_612403.2| gi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleoprotein L-like [Homo sapiens] 5 9 18.6 542 60083 7.7 HsSD-NE_NT_lymphocytes_Ti_109.015514.015514.2 2 3.1497 0.3991 3123.73 3124.5 1 36 3 K.NIIQPPSCVLHYYNVPLCVTEETFTK.L 447 2 *
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NP_612403.2| gi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleoprotein L-like [Homo sapiens] 5 9 18.6 542 60083 7.7 HsSD-NE_NT_lymphocytes_Ti_104.011957.011957.2 2 2.8781 0.2574 1336.89 1336.5 1 80 2 K.TLSGLLEWECK.T 496 2 *
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NP_612403.2| gi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleoprotein L-like [Homo sapiens] 5 9 18.6 542 60083 7.7 HsSD-NE_NT_lymphocytes_Ti_103.015124.015124.2 2 3.3702 0.3261 2946.79 2945.2 1 32 1 K.ECVTFAADEPVYIAGQQAFFNYSTSK.R 126 2 *
1511 ENSG00000080815:ENSMUSG00000019969:ENSRNOG00000009110 PSEN1 gi|4506163|ref|NP_000012.1| gi|4506163|ref|NP_000012.1| presenilin 1 [Homo sapiens] 2 3 8.1 467 52668 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008700.0087 2 4.3532 0.206 2501.43 2500.5 1 52.380955 1 R.ESQDTVAENDDGGFSEEWEAQR.D 323 2 *
1511 ENSG00000080815:ENSMUSG00000019969:ENSRNOG00000009110 PSEN1 gi|4506163|ref|NP_000012.1| gi|4506163|ref|NP_000012.1| presenilin 1 [Homo sapiens] 2 3 8.1 467 52668 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008518.00851 2 2.3724 0.2035 2500.65 2500.5 1 35.714287 1 R.ESQDTVAENDDGGFSEEWEAQR.D 323 2 *
1511 ENSG00000080815:ENSMUSG00000019969:ENSRNOG00000009110 PSEN1 gi|4506163|ref|NP_000012.1| gi|4506163|ref|NP_000012.1| presenilin 1 [Homo sapiens] 2 3 8.1 467 52668 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2096.209 2 2.9862 0.0831 1933.07 1934 2 46.666668 1 R.QVVEQDEEEDEELTLK.Y 61 2 *
1512 ENSG00000174485:ENSMUSG00000035492:ENSRNOG00000011739 DENND4A gi|125628677|ref|NP_005839.2| gi|125628677|ref|NP_005839.2| DENN/MADD domain containing 4A [Homo sapiens] 4 8 5.6 1863 209227 7.3 HsSD-NE_PHA_lymphocytes_PK_107.020399.020399 2 3.2043 0.2859 2217.39 2218.6 1 50 2 L.GLEWHLPSPDPVTVPYLSPL.V 1622 0 *
1512 ENSG00000174485:ENSMUSG00000035492:ENSRNOG00000011739 DENND4A gi|125628677|ref|NP_005839.2| gi|125628677|ref|NP_005839.2| DENN/MADD domain containing 4A [Homo sapiens] 4 8 5.6 1863 209227 7.3 HsNaOH-NE_PHA_lymphocytes_PK_111.015723.015 2 2.913 0.2454 2128.91 2127.3 5 36.842106 1 T.TLSGGQSDLGYNSLSKDEVR.R 898 1 *
1512 ENSG00000174485:ENSMUSG00000035492:ENSRNOG00000011739 DENND4A gi|125628677|ref|NP_005839.2| gi|125628677|ref|NP_005839.2| DENN/MADD domain containing 4A [Homo sapiens] 4 8 5.6 1863 209227 7.3 HsSD-NE_NT_lymphocytes_Ti_108.013969.013969.2 2 3.9989 0.4201 2812.27 2811.3 1 42.307693 4 R.ILVQLSPHDNLILSQPVSSPLPLSGGK.F 366 2 *
1512 ENSG00000174485:ENSMUSG00000035492:ENSRNOG00000011739 DENND4A gi|125628677|ref|NP_005839.2| gi|125628677|ref|NP_005839.2| DENN/MADD domain containing 4A [Homo sapiens] 4 8 5.6 1863 209227 7.3 HsSD-NE_NT_lymphocytes_Ti_108.015841.015841.3 3 3.3409 0.1119 4195.37 4194.6 1 19.444445 1 R.LWSSPAFSPTCPFREESQDTLTHSSPSFNLDTLLVPK.L 1279 2 *
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsSD-NE_PHA_lymphocytes_PK_108.014009.014009 2 3.5326 0.3289 2263.63 2264.5 1 47.058823 3 L.LVGYPPFWDEDQHKLYQQ.I 208 0
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsSD-NE_PHA_lymphocytes_PK_110.000116.000116 2 4.4716 0.2282 1883.77 1881.1 1 78.125 80 L.VFDLVTGGELFEDIVAR.E 89 1
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsSD-NE_PHA_lymphocytes_PK_110.018652.018652 2 3.6774 0.2929 1635.53 1634.8 1 71.42857 2 F.DLVTGGELFEDIVAR.E 91 1
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsSD-NE_PHA_lymphocytes_PK_108.015393.015393 2 3.8798 0.4615 1710.59 1712 1 63.333332 2 W.FGFAGTPGYLSPEVLR.K 172 1
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.011838.01183 2 4.1494 0.4053 1605.57 1605.7 1 87.5 1 R.FTDDYQLFEELGK.G 10 2
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010439.01043 2 3.5396 0.2639 2083.03 2082.2 2 44.444447 2 K.AGAYDFPSPEWDTVTPEAK.N 228 2
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.012021.0120 2 3.6655 0.34 1607.55 1605.7 1 79.16667 2 R.FTDDYQLFEELGK.G 10 2
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NP_001213.2| gi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1| calcium/calmodulin-dependent protein kinase II gamma isoform 4 [ 7 93 19.4 495 55961 7.2 HsSD-NE_PHA_lymphocytes_PK_106.011086.011086 1 3.8908 0.3577 1548.61 1547.7 1 62.5 1 R.LHDSISEEGFHYL.V 76 1
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.011274.011274 2 3.1677 0.2779 1674.81 1672.9 1 53.571426 1 R.LLSLGAQANFFHPEK.G 152 2
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsSD-NE_PHA_lymphocytes_Ti_113.015410.015410 2 6.3979 0.4795 2008.11 2005.3 1 82.35294 5 R.FNAHEFATLVIDILSDAK.R 337 2
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008021.0080 2 4.3902 0.4691 2181.61 2182.2 1 52.63158 2 R.SSEVCADCSGPDPSWASVNR.G 7 2
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsSD-NE_NT_lymphocytes_Ti_108.011570.011570.2 2 3.3886 0.3339 1673.11 1672.9 1 60.714287 2 R.LLSLGAQANFFHPEK.G 152 2
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsSD-NE_NT_lymphocytes_Ti_109.018681.018681.3 3 4.4298 0.2028 2783.18 2781.1 1 31.818182 3 K.LQSLSNHLFEELAMDVYDEVDRR.E 270 2
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NP_476510.1| gi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1| G protein-coupled receptor kinase-interactor 2 isoform 1 [Homo sap 4 15 10 759 84543 7.2 HsSD-NE_NT_lymphocytes_Ti_114.016158.016158.2 2 5.3109 0.4557 2006.23 2005.3 1 70.588234 2 R.FNAHEFATLVIDILSDAK.R 337 2
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.007720.007720 2 3.7466 0.3939 1456.79 1456.7 1 67.85714 2 K.GHIAVSAAVFPTGTK.G 450 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsSD-NE_PHA_lymphocytes_Ti_115.012553.012553 3 4.5086 0.3576 3118.67 3117.6 1 30.000002 2 K.IWTDRPERPCKPLLTLGLDYTGISWK.D 154 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.019070.01907 2 3.3169 0.2116 1711.91 1708.9 3 53.846157 1 K.DAVALCELFNWLEK.E 337 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013140.01314 2 2.228 0.1875 1618.31 1616.9 7 53.846157 1 R.VGVDPLIIPTDYWK.K 117 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012236.012236.3 3 3.9872 0.2529 3586.58 3585.8 1 26.666668 3 R.NSEYVTEPIQAYIIPSGDAHQSEYIAPCDCR.R 19 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsSD-NE_NT_lymphocytes_Ti_102.016184.016184.2 2 3.4171 0.4181 3080.23 3081.3 1 33.333336 2 K.TFSDEPLEAGMIVTDEPGYYEDGAFGIR.I 508 2 *
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NP_065116.2| gi|21359929|ref|NP_065116.2| "X-prolyl aminopeptidase (aminopeptidase P) 1, soluble [Homo sap 7 13 26 623 69918 5.7 HsSD-NE_NT_lymphocytes_Ti_112.013708.013708.3 3 6.3453 0.4166 3634.34 3632.9 1 33.333336 2 R.SALWDSGLDYLHGTGHGVGSFLNVHEGPCGISYK.T 474 2 *
1516 ENSG00000000938:ENSMUSG00000028874:ENSRNOG00000009912 FGR gi|112382244|ref|NP_001036212.1| gi|112382244|ref|NP_001036212.1| proto-oncogene tyrosine-protein kinase FGR [Homo sapiens] 3 8 14.7 529 59479 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.011284.0112 2 3.5405 0.1792 1888.71 1889 1 60.714287 1 K.FHILNNTEGDWWEAR.S 104 2 *
1516 ENSG00000000938:ENSMUSG00000028874:ENSRNOG00000009912 FGR gi|112382244|ref|NP_001036212.1| gi|112382244|ref|NP_001036212.1| proto-oncogene tyrosine-protein kinase FGR [Homo sapiens] 3 8 14.7 529 59479 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.014896.01489 3 3.3553 0.1091 3694.07 3695 2 22.5 1 R.EVLEQVEQGYHMPCPPGCPASLYEAMEQTWR.L 466 2 *
1516 ENSG00000000938:ENSMUSG00000028874:ENSRNOG00000009912 FGR gi|112382244|ref|NP_001036212.1| gi|112382244|ref|NP_001036212.1| proto-oncogene tyrosine-protein kinase FGR [Homo sapiens] 3 8 14.7 529 59479 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011865.0118 3 4.6449 0.2724 3425.21 3424.8 1 27.419355 3 K.ARPASSFAHIPNYSNFSSQAINPGFLDSGTIR.G 41 2 *
1516 ENSG00000000938:ENSMUSG00000028874:ENSRNOG00000009912 FGR gi|112382244|ref|NP_001036212.1| gi|112382244|ref|NP_001036212.1| proto-oncogene tyrosine-protein kinase FGR [Homo sapiens] 3 8 14.7 529 59479 5.6 HsSD-NE_NT_lymphocytes_Ti_108.012039.012039.2 2 4.5978 0.3337 1889.59 1889 1 82.14286 3 K.FHILNNTEGDWWEAR.S 104 2 *
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsSD-NE_PHA_lymphocytes_PK_108.010562.010562 2 3.871 0.4433 1570.59 1569.8 1 75 2 L.IIHYDSEPNLLVR.A 317 1
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsSD-NE_PHA_lymphocytes_PK_108.011889.011889 1 2.6015 0.3307 1254.74 1255.4 1 70 2 F.LLGHDIDFGHM.E 67 0
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsNaOH-NE_NT_lymphocytes_Ti_110.008554.00855 2 3.0093 0.1815 1472.63 1472.6 1 72.72727 1 R.ACNQLGQFLQHR.E 330 2
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsNaOH-NE_NT_lymphocytes_Ti_110.011325.01132 3 4.4207 0.294 2972.78 2972.3 1 29.807693 1 K.TSVQFQNFSPTVVHPGDLQTQLAVQTK.R 784 2
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsSD-NE_PHA_lymphocytes_PK_106.020774.020774 2 3.4868 0.2781 2393.63 2394.7 1 39.473686 1 A.STDLQDYTYYFVPAPWLSVK.L 241 1
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsSD-NE_NT_lymphocytes_Ti_104.018069.018069.2 2 4.6924 0.4243 2900.41 2901.3 1 42.592594 2 K.LLGFGSALLDNVDPNPENFVGAGIIQTK.A 908 2
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NP_055018.2| gi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| "adaptor-related protein complex 2, alpha 1 subunit isoform 1 [Hom 7 10 13.2 977 107546 7 HsSD-NE_NT_lymphocytes_Ti_106.014736.014736.2 2 2.9193 0.1345 1850.63 1849.1 7 47.058823 1 K.VGGYILGEFGNLIAGDPR.S 499 2
1518 ENSG00000126456:ENSMUSG00000003184:NA IRF3 gi|4504725|ref|NP_001562.1| gi|4504725|ref|NP_001562.1| interferon regulatory factor 3 [Homo sapiens] 2 9 10.5 427 47219 5.3 HsSD-NE_PHA_lymphocytes_Ti_102.002502.002502 2 3.1912 0.2325 2428.91 2427.7 1 38.636364 2 K.EGGVFDLGPFIVDLITFTEGSGR.S 316 2 *
1518 ENSG00000126456:ENSMUSG00000003184:NA IRF3 gi|4504725|ref|NP_001562.1| gi|4504725|ref|NP_001562.1| interferon regulatory factor 3 [Homo sapiens] 2 9 10.5 427 47219 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.010724.01072 3 3.5255 0.3047 2376.71 2378.6 4 28.57143 1 R.SPSLDNPTPFPNLGPSENPLKR.L 173 2 *
1518 ENSG00000126456:ENSMUSG00000003184:NA IRF3 gi|4504725|ref|NP_001562.1| gi|4504725|ref|NP_001562.1| interferon regulatory factor 3 [Homo sapiens] 2 9 10.5 427 47219 5.3 HsNaOH-NE_NT_lymphocytes_Ti_112.017662.01766 2 4.0779 0.3518 2430.63 2427.7 1 45.454548 2 K.EGGVFDLGPFIVDLITFTEGSGR.S 316 2 *
1518 ENSG00000126456:ENSMUSG00000003184:NA IRF3 gi|4504725|ref|NP_001562.1| gi|4504725|ref|NP_001562.1| interferon regulatory factor 3 [Homo sapiens] 2 9 10.5 427 47219 5.3 HsSD-NE_NT_lymphocytes_Ti_111.003824.003824.2 2 3.3892 0.168 2429.17 2427.7 2 31.818182 4 K.EGGVFDLGPFIVDLITFTEGSGR.S 316 2 *
1519 ENSG00000155438:ENSMUSG00000026377:ENSRNOG00000025701 MKI67IP gi|21314753|ref|NP_115766.2| gi|21314753|ref|NP_115766.2| MKI67 (FHA domain) interacting nucleolar phosphoprotein [Homo s 3 5 13.7 293 34253 9.9 HsSD-NE_PHA_lymphocytes_Ti_106.008087.008087 2 4.6893 0.3225 1648.83 1645.9 1 76.92308 2 R.KKQEQLTPGVVYVR.H 37 2 *
1519 ENSG00000155438:ENSMUSG00000026377:ENSRNOG00000025701 MKI67IP gi|21314753|ref|NP_115766.2| gi|21314753|ref|NP_115766.2| MKI67 (FHA domain) interacting nucleolar phosphoprotein [Homo s 3 5 13.7 293 34253 9.9 HsSD-NE_NT_lymphocytes_Ti_104.011640.011640.2 2 3.0455 0.2624 1657.27 1657.9 1 61.538464 2 K.IVAETMNNYLFGER.L 101 2 *
1519 ENSG00000155438:ENSMUSG00000026377:ENSRNOG00000025701 MKI67IP gi|21314753|ref|NP_115766.2| gi|21314753|ref|NP_115766.2| MKI67 (FHA domain) interacting nucleolar phosphoprotein [Homo s 3 5 13.7 293 34253 9.9 HsSD-NE_PHA_lymphocytes_PK_106.016912.016912 1 2.5701 0.2739 1441.93 1440.6 4 50 1 R.HLPNLLDETQIF.S 51 1 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_PHA_lymphocytes_PK_111.014658.014658 2 2.6283 0.2073 1545.91 1545.7 2 68.181816 1 R.FSRPAYPYFNPW.N 474 1 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_PHA_lymphocytes_Ti_105.021773.021773 3 3.7448 0.1178 4121.06 4122.5 4 18.571428 1 R.VILDNEEQRELQKLEEGEVNVLDNLAAATDQLVQQR.Q 192 2 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_PHA_lymphocytes_PK_108.017043.017043 2 2.804 0.2642 1236.57 1234.5 4 70 1 S.VFRVPDLSGML.Q 277 0 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_PHA_lymphocytes_PK_107.017600.017600 1 2.0269 0.2678 1320.7 1321.6 3 54.545456 1 K.SVFRVPDLSGML.Q 276 1 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_NT_lymphocytes_Ti_106.019960.019960.3 3 4.9394 0.3443 4121.66 4122.5 1 22.142857 2 R.VILDNEEQRELQKLEEGEVNVLDNLAAATDQLVQQR.Q 192 2 *
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|NP_006065.2| gi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Homo sapiens] 5 7 12 498 56947 7.7 HsSD-NE_NT_lymphocytes_Ti_103.017492.017492.2 2 3.0115 0.1578 2525.53 2526.8 9 36.363636 1 K.LEEGEVNVLDNLAAATDQLVQQR.Q 205 2 *
1521 ENSG00000162231:ENSMUSG00000010097:ENSRNOG00000019069 NXF1 gi|125625324|ref|NP_001074960.1| gi|125625324|ref|NP_001074960.1|;gi|15487670|ref|NP_0063 nuclear RNA export factor 1 isoform 2 [Homo sapiens] 3 6 16.3 356 40476 9 HsNaOH-NE_NT_lymphocytes_Ti_111.012016.01201 3 3.5258 0.187 3012.38 3013.5 4 23.076923 1 R.ISIIINSSAPPHTILNELKPEQVEQLK.L 187 2
1521 ENSG00000162231:ENSMUSG00000010097:ENSRNOG00000019069 NXF1 gi|125625324|ref|NP_001074960.1| gi|125625324|ref|NP_001074960.1|;gi|15487670|ref|NP_0063 nuclear RNA export factor 1 isoform 2 [Homo sapiens] 3 6 16.3 356 40476 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011751.0117 2 4.1502 0.4105 1769.57 1769 1 76.666664 2 R.SDPDLVAQNIDVVLNR.R 234 2
1521 ENSG00000162231:ENSMUSG00000010097:ENSRNOG00000019069 NXF1 gi|125625324|ref|NP_001074960.1| gi|125625324|ref|NP_001074960.1|;gi|15487670|ref|NP_0063 nuclear RNA export factor 1 isoform 2 [Homo sapiens] 3 6 16.3 356 40476 9 HsSD-NE_NT_lymphocytes_Ti_103.010438.010438.2 2 3.3688 0.3807 1584.77 1585.8 1 60.714287 2 R.AQFFVEDASTASALK.A 159 2
1521 ENSG00000162231:ENSMUSG00000010097:ENSRNOG00000019069 NXF1 gi|125625324|ref|NP_001074960.1| gi|125625324|ref|NP_001074960.1|;gi|15487670|ref|NP_0063 nuclear RNA export factor 1 isoform 2 [Homo sapiens] 3 6 16.3 356 40476 9 HsSD-NE_NT_lymphocytes_Ti_103.012930.012930.2 2 3.0528 0.3155 1769.39 1769 2 53.333336 1 R.SDPDLVAQNIDVVLNR.R 234 2
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_NT_lymphocytes_Ti_115.008613.00861 2 2.8406 0.1332 1594.83 1592.8 2 70.83333 1 R.FRPHQDANPEKPR.V 757 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.013125.01312 2 3.6857 0.3126 1362.25 1360.6 1 80 1 R.TTFLYLVNFNK.N 1055 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011946.01194 2 2.7809 0.2951 1449.89 1449.7 1 70.83333 1 K.FGPHVSLNVFFGK.P 920 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.019551.0195 3 5.1863 0.3241 3110.33 3107.5 1 32.407406 1 K.LFTSPAGQGLGVLEQFIPLQLDEYGCPR.A 1337 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.008936.0089 2 3.6752 0.2383 1594.35 1592.8 1 75 4 R.FRPHQDANPEKPR.V 757 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.015311.0153 2 2.4848 0.0968 1832.85 1830.1 3 40.625 1 R.SAGVLLLVVDPCSVPFR.L 1242 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsSD-NE_NT_lymphocytes_Ti_105.018707.018707.2 2 3.4987 0.3453 3109.51 3107.5 1 35.185184 2 K.LFTSPAGQGLGVLEQFIPLQLDEYGCPR.A 1337 2 *
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1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010716.0107 2 4.8706 0.5088 1812.81 1812 1 83.33333 3 R.HATFVDGLSIHHSFSR.C 565 2 *
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_037522.1| gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo sapiens] 7 17 7.1 1383 154373 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.012190.0121 2 2.9362 0.355 1451.03 1449.7 1 70.83333 3 K.FGPHVSLNVFFGK.P 920 2 *
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsNaOH-NE_NT_lymphocytes_PK_111.012161.0121 2 3.4218 0.1962 1672.23 1672.8 1 67.85714 2 L.LLEEPLSGEEALTDR.Q 502 1
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.015777.0157 2 4.624 0.3466 2899.87 2898.1 1 52.083332 3 R.LLEDFLQEGEEPDEDDAYQVLSTLK.R 668 2
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsSD-NE_NT_lymphocytes_Ti_104.015692.015692.2 2 3.5751 0.3361 3054.27 3054.3 1 34 2 R.LLEDFLQEGEEPDEDDAYQVLSTLKR.I 668 2
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsSD-NE_NT_lymphocytes_Ti_102.012826.012826.2 2 4.9273 0.3672 2097.81 2096.3 1 57.5 1 R.NSLLAGGDDDTMSVISGISSR.G 1046 2
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsSD-NE_PHA_lymphocytes_PK_106.018087.018087 2 2.8733 0.2163 1576.63 1576.8 2 66.66667 2 D.AFLNDSYLKYVGW.T 322 0
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|NP_001036215.1| gi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001 stromal antigen 2 isoform a [Homo sapiens] 6 12 5.9 1268 145751 5.5 HsSD-NE_NT_lymphocytes_Ti_102.017858.017858.3 3 4.3007 0.4004 2897.81 2898.1 1 35.416664 2 R.LLEDFLQEGEEPDEDDAYQVLSTLK.R 668 2
1524 ENSG00000118873:ENSMUSG00000039318:ENSRNOG00000002353 RAB3GAP2 gi|19923790|ref|NP_036546.2| gi|19923790|ref|NP_036546.2| "rab3 GTPase-activating protein, non-catalytic subunit [Homo sapie 4 7 4.8 1393 155984 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1630.163 2 4.1352 0.4317 1397.54 1397.6 1 76.92308 2 K.VVSAAVQAQHSATK.V 1220 2 *
1524 ENSG00000118873:ENSMUSG00000039318:ENSRNOG00000002353 RAB3GAP2 gi|19923790|ref|NP_036546.2| gi|19923790|ref|NP_036546.2| "rab3 GTPase-activating protein, non-catalytic subunit [Homo sapie 4 7 4.8 1393 155984 5.6 HsSD-NE_PHA_lymphocytes_PK_105.019257.019257 2 3.7027 0.2804 1496.45 1497.6 1 79.16667 2 K.WGLQDIDTIIDHA.S 256 1 *
1524 ENSG00000118873:ENSMUSG00000039318:ENSRNOG00000002353 RAB3GAP2 gi|19923790|ref|NP_036546.2| gi|19923790|ref|NP_036546.2| "rab3 GTPase-activating protein, non-catalytic subunit [Homo sapie 4 7 4.8 1393 155984 5.6 HsSD-NE_NT_lymphocytes_Ti_107.000740.000740.2 2 3.2561 0.1223 2633.01 2632.1 1 43.18182 1 R.FYTENGVLLLAQLLNEDPVLQLK.C 167 2 *
1524 ENSG00000118873:ENSMUSG00000039318:ENSRNOG00000002353 RAB3GAP2 gi|19923790|ref|NP_036546.2| gi|19923790|ref|NP_036546.2| "rab3 GTPase-activating protein, non-catalytic subunit [Homo sapie 4 7 4.8 1393 155984 5.6 HsSD-NE_PHA_lymphocytes_PK_106.001396.001396 2 3.8578 0.4176 1946.43 1947.2 3 56.25 2 L.DFHLDTPFSDNDLALLL.R 656 0 *
1525 ENSG00000119711:ENSMUSG00000021238:ENSRNOG00000011419 ALDH6A1 gi|11095441|ref|NP_005580.1| gi|11095441|ref|NP_005580.1| aldehyde dehydrogenase 6A1 precursor [Homo sapiens] 4 8 13.8 535 57840 8.5 HsSD-NE_PHA_lymphocytes_PK_108.011807.011807 2 2.773 0.2178 1736.65 1735.9 1 53.571426 1 K.WIDIHNPATNEVIGR.V 56 2 *
1525 ENSG00000119711:ENSMUSG00000021238:ENSRNOG00000011419 ALDH6A1 gi|11095441|ref|NP_005580.1| gi|11095441|ref|NP_005580.1| aldehyde dehydrogenase 6A1 precursor [Homo sapiens] 4 8 13.8 535 57840 8.5 HsSD-NE_PHA_lymphocytes_Ti_115.013845.013845 3 4.4726 0.3547 3225.23 3226.8 1 31.896553 2 R.KYAHLVDVGQVGVNVPIPVPLPMFSFTGSR.S 459 2 *
1525 ENSG00000119711:ENSMUSG00000021238:ENSRNOG00000011419 ALDH6A1 gi|11095441|ref|NP_005580.1| gi|11095441|ref|NP_005580.1| aldehyde dehydrogenase 6A1 precursor [Homo sapiens] 4 8 13.8 535 57840 8.5 HsSD-NE_NT_lymphocytes_Ti_110.014312.014312.2 2 3.1237 0.2839 2983.37 2981.3 8 25 1 K.NHGVVMPDANKENTLNQLVGAAFGAAGQR.C 288 2 *
1525 ENSG00000119711:ENSMUSG00000021238:ENSRNOG00000011419 ALDH6A1 gi|11095441|ref|NP_005580.1| gi|11095441|ref|NP_005580.1| aldehyde dehydrogenase 6A1 precursor [Homo sapiens] 4 8 13.8 535 57840 8.5 HsSD-NE_NT_lymphocytes_Ti_108.013442.013442.3 3 4.4176 0.2704 2982.8 2981.3 1 26.785713 4 K.NHGVVMPDANKENTLNQLVGAAFGAAGQR.C 288 2 *
1526 ENSG00000168564:ENSMUSG00000038069:ENSRNOG00000022736 CDKN2AIP gi|8923040|ref|NP_060102.1| gi|8923040|ref|NP_060102.1| CDKN2A interacting protein [Homo sapiens] 4 6 12.6 580 61125 9 HsNaOH-NE_NT_lymphocytes_Ti_104.006423.00642 2 2.5873 0.362 1959.67 1959 1 45 1 R.SVSSQSSSSVSSQVTTAGSGK.A 209 2 *
1526 ENSG00000168564:ENSMUSG00000038069:ENSRNOG00000022736 CDKN2AIP gi|8923040|ref|NP_060102.1| gi|8923040|ref|NP_060102.1| CDKN2A interacting protein [Homo sapiens] 4 6 12.6 580 61125 9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1888.188 2 4.8676 0.5031 2432.45 2434.4 1 51.923077 2 R.NAGDLAPAGGAASASTDEAADAESGTR.N 42 2 *
1526 ENSG00000168564:ENSMUSG00000038069:ENSRNOG00000022736 CDKN2AIP gi|8923040|ref|NP_060102.1| gi|8923040|ref|NP_060102.1| CDKN2A interacting protein [Homo sapiens] 4 6 12.6 580 61125 9 HsSD-NE_NT_lymphocytes_Ti_107.014675.014675.3 3 3.4586 0.304 2533.55 2534.9 1 26.041666 1 K.LVAVGGFSPNVNHGELLNAAIEALK.A 451 2 *
1526 ENSG00000168564:ENSMUSG00000038069:ENSRNOG00000022736 CDKN2AIP gi|8923040|ref|NP_060102.1| gi|8923040|ref|NP_060102.1| CDKN2A interacting protein [Homo sapiens] 4 6 12.6 580 61125 9 HsSD-NE_NT_lymphocytes_Ti_107.014685.014685.2 2 3.8011 0.2733 2533.95 2534.9 1 50 2 K.LVAVGGFSPNVNHGELLNAAIEALK.A 451 2 *
1527 ENSG00000104419:ENSMUSG00000005125:ENSRNOG00000007393 NDRG1 gi|37655183|ref|NP_006087.2| gi|37655183|ref|NP_006087.2| N-myc downstream regulated gene 1 [Homo sapiens] 4 6 22.8 394 42835 5.8 HsSD-NE_PHA_lymphocytes_Ti_101.004734.004734 2 2.7996 0.2952 1722.21 1721.9 5 53.846157 1 K.EEMQSNVEVVHTYR.Q 199 2 *
1527 ENSG00000104419:ENSMUSG00000005125:ENSRNOG00000007393 NDRG1 gi|37655183|ref|NP_006087.2| gi|37655183|ref|NP_006087.2| N-myc downstream regulated gene 1 [Homo sapiens] 4 6 22.8 394 42835 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.013530.0135 3 4.1653 0.3463 4306.61 4307.8 2 19.23077 1 R.DLEIERPMPGTHTVTLQCPALLVVGDSSPAVDAVVECNSK.L 236 2 *
1527 ENSG00000104419:ENSMUSG00000005125:ENSRNOG00000007393 NDRG1 gi|37655183|ref|NP_006087.2| gi|37655183|ref|NP_006087.2| N-myc downstream regulated gene 1 [Homo sapiens] 4 6 22.8 394 42835 5.8 HsSD-NE_NT_lymphocytes_Ti_109.017705.017705.3 3 4.4832 0.2616 2087.72 2087.4 1 37.5 2 K.ISGWTQALPDMVVSHLFGK.E 180 2 *
1527 ENSG00000104419:ENSMUSG00000005125:ENSRNOG00000007393 NDRG1 gi|37655183|ref|NP_006087.2| gi|37655183|ref|NP_006087.2| N-myc downstream regulated gene 1 [Homo sapiens] 4 6 22.8 394 42835 5.8 HsSD-NE_NT_lymphocytes_Ti_112.011527.011527.2 2 3.7064 0.3455 1964.97 1966.3 1 56.25 2 K.GNRPVILTYHDIGMNHK.T 54 2 *
1528 ENSG00000136521:ENSMUSG00000027673:ENSRNOG00000011949 NDUFB5 gi|4505363|ref|NP_002483.1| gi|4505363|ref|NP_002483.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5, 16kDa 2 3 19 189 21750 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.009314.009314 2 3.1182 0.1543 1702.31 1703 1 60.714287 1 R.TMAVLQIEAEKAELR.V 136 2 *
1528 ENSG00000136521:ENSMUSG00000027673:ENSRNOG00000011949 NDUFB5 gi|4505363|ref|NP_002483.1| gi|4505363|ref|NP_002483.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5, 16kDa 2 3 19 189 21750 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.013365.0133 2 3.373 0.3038 2528.05 2527.7 1 40 1 R.GDGPWYYYETIDKELIDHSPK.A 164 2 *
1528 ENSG00000136521:ENSMUSG00000027673:ENSRNOG00000011949 NDUFB5 gi|4505363|ref|NP_002483.1| gi|4505363|ref|NP_002483.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5, 16kDa 2 3 19 189 21750 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008974.00897 2 4.149 0.2861 1704.13 1703 1 85.71429 1 R.TMAVLQIEAEKAELR.V 136 2 *
1529 ENSG00000067992:ENSMUSG00000035232:ENSRNOG00000012513 PDK3 gi|4885545|ref|NP_005382.1| gi|4885545|ref|NP_005382.1| "pyruvate dehydrogenase kinase, isozyme 3 [Homo sapiens] " 4 5 13.8 406 46939 8.4 HsSD-NE_PHA_lymphocytes_PK_108.013383.013383 2 3.0766 0.3731 1140.37 1139.3 3 83.33333 1 F.GYGLPISRLY.A 325 0
1529 ENSG00000067992:ENSMUSG00000035232:ENSRNOG00000012513 PDK3 gi|4885545|ref|NP_005382.1| gi|4885545|ref|NP_005382.1| "pyruvate dehydrogenase kinase, isozyme 3 [Homo sapiens] " 4 5 13.8 406 46939 8.4 HsNaOH-NE_NT_lymphocytes_Ti_108.011603.01160 2 3.7031 0.4186 1492.31 1490.7 1 75 1 R.AAPLAGFGYGLPISR.L 318 2 *
1529 ENSG00000067992:ENSMUSG00000035232:ENSRNOG00000012513 PDK3 gi|4885545|ref|NP_005382.1| gi|4885545|ref|NP_005382.1| "pyruvate dehydrogenase kinase, isozyme 3 [Homo sapiens] " 4 5 13.8 406 46939 8.4 HsSD-NE_PHA_lymphocytes_PK_106.016533.016533 2 3.8904 0.3434 2090.65 2091.4 1 55.555557 2 R.EVNLLPDNLLNRPSVGLVQ.S 63 1 *
1529 ENSG00000067992:ENSMUSG00000035232:ENSRNOG00000012513 PDK3 gi|4885545|ref|NP_005382.1| gi|4885545|ref|NP_005382.1| "pyruvate dehydrogenase kinase, isozyme 3 [Homo sapiens] " 4 5 13.8 406 46939 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011321.0113 2 3.2589 0.386 2236.33 2233.6 1 42.105263 1 R.MLINQHTLLFGGDTNPVHPK.H 163 2 *
1530 ENSG00000141030:ENSMUSG00000019373:ENSRNOG00000003315 COPS3 gi|23238222|ref|NP_003644.2| gi|23238222|ref|NP_003644.2| COP9 constitutive photomorphogenic homolog subunit 3 [Homo sa 4 6 11.8 423 47873 6.7 HsSD-NE_NT_lymphocytes_Ti_111.013541.013541.2 2 5.3275 0.4318 2894.11 2893.2 1 45.833336 2 R.FIKPLSNAYHELAQVYSTNNPSELR.N 252 2 *
1530 ENSG00000141030:ENSMUSG00000019373:ENSRNOG00000003315 COPS3 gi|23238222|ref|NP_003644.2| gi|23238222|ref|NP_003644.2| COP9 constitutive photomorphogenic homolog subunit 3 [Homo sa 4 6 11.8 423 47873 6.7 HsSD-NE_PHA_lymphocytes_PK_106.014841.01484 1 2.6566 0.1841 1254.87 1253.4 9 54.545456 1 K.NLSHLDTVLGAL.D 38 1 *
1530 ENSG00000141030:ENSMUSG00000019373:ENSRNOG00000003315 COPS3 gi|23238222|ref|NP_003644.2| gi|23238222|ref|NP_003644.2| COP9 constitutive photomorphogenic homolog subunit 3 [Homo sa 4 6 11.8 423 47873 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.011979.0119 3 4.393 0.1744 2894.18 2893.2 1 33.333336 2 R.FIKPLSNAYHELAQVYSTNNPSELR.N 252 2 *
1530 ENSG00000141030:ENSMUSG00000019373:ENSRNOG00000003315 COPS3 gi|23238222|ref|NP_003644.2| gi|23238222|ref|NP_003644.2| COP9 constitutive photomorphogenic homolog subunit 3 [Homo sa 4 6 11.8 423 47873 6.7 HsSD-NE_NT_lymphocytes_Ti_104.013245.013245.2 2 3.6134 0.206 1485.17 1483.7 1 83.33333 1 K.TFLTLSLQDMASR.V 313 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsSD-NE_PHA_lymphocytes_Ti_104.007576.007576 2 3.4901 0.3467 1717.69 1716.9 1 69.230774 4 R.HMEDTHPDHQDILK.A 393 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.006765.0067 2 4.9559 0.4019 1718.27 1716.9 1 84.61539 1 R.HMEDTHPDHQDILK.A 393 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsNaOH-NE_PHA_lymphocytes_Ti_103.009380.0093 2 5.4225 0.4547 2313.97 2313.4 1 63.15789 2 R.LDEIEGNDCTFEITGNTVER.I 506 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsSD-NE_NT_lymphocytes_Ti_102.015909.015909.2 2 5.2471 0.3974 2430.77 2428.6 1 68.42105 2 K.FCLDPQTEADCINNINDFLK.G 56 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsSD-NE_NT_lymphocytes_Ti_102.010547.010547.2 2 3.8552 0.3039 2313.25 2313.4 1 50 3 R.LDEIEGNDCTFEITGNTVER.I 506 2 *
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NP_004831.1| gi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide exchange factor 6 [Homo sapiens] 4 13 9.4 776 87499 6 HsSD-NE_NT_lymphocytes_Ti_107.016335.016335.2 2 5.3007 0.2928 2307.95 2305.6 1 61.11111 1 K.NYYTVVLQNILDTEKEYAK.E 240 2 *
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsSD-NE_PHA_lymphocytes_PK_108.009572.009572 2 4.0606 0.3384 1598.69 1599.8 1 76.92308 1 L.KLDNVMLDSEGHIK.I 465 1
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsNaOH-NE_NT_lymphocytes_Ti_105.011901.01190 2 3.3809 0.3309 2407.97 2405.7 1 50 4 R.TFCGTPDYIAPEIIAYQPYGK.S 497 2
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsNaOH-NE_PHA_lymphocytes_Ti_111.010378.0103 2 3.5195 0.3232 1811.33 1811.9 1 67.85714 1 K.RCHEFVTFSCPGADK.G 77 2
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsSD-NE_NT_lymphocytes_Ti_102.012466.012466.2 2 4.1056 0.3944 3039.05 3039.3 1 38 2 K.LLNQEEGEYYNVPIPEGDEEGNMELR.Q 277 2 *
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsNaOH-NE_PHA_lymphocytes_Ti_114.012635.0126 3 4.4696 0.2256 2702.36 2700.1 1 35.227272 2 R.VLALLDKPPFLTQLHSCFQTVDR.L 390 2 *
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_002728.1| gi|4506067|ref|NP_002728.1| "protein kinase C, alpha [Homo sapiens] " 5 11 14.7 672 76764 7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3203.320 2 4.0192 0.3427 2405.1 2405.7 1 47.5 1 K.TFCGTPDYIAPEIIAYQPYGK.S 497 2
1533 ENSG00000169762:ENSMUSG00000046985:ENSRNOG00000003174 TAPT1 gi|130977756|ref|NP_699196.2| gi|130977756|ref|NP_699196.2| transmembrane anterior posterior transformation 1 [Homo sapiens] 3 3 8.8 567 64260 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.008982.00898 2 3.0552 0.1835 1593.57 1593.7 1 79.16667 1 K.FNDITADVYSEYR.A 363 2
1533 ENSG00000169762:ENSMUSG00000046985:ENSRNOG00000003174 TAPT1 gi|130977756|ref|NP_699196.2| gi|130977756|ref|NP_699196.2| transmembrane anterior posterior transformation 1 [Homo sapiens] 3 3 8.8 567 64260 8.3 HsNaOH-NE_NT_lymphocytes_PK_112.010938.0109 2 2.9264 0.2181 1643.01 1642.8 1 50 1 K.LSNPPATCTPGKPSSK.S 467 2 *
1533 ENSG00000169762:ENSMUSG00000046985:ENSRNOG00000003174 TAPT1 gi|130977756|ref|NP_699196.2| gi|130977756|ref|NP_699196.2| transmembrane anterior posterior transformation 1 [Homo sapiens] 3 3 8.8 567 64260 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.016062.0160 2 2.5403 0.3114 2403.61 2403.7 1 35 1 R.LFSSFGQDILDALYWTATEPK.E 209 2
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010779.01077 3 4.0334 0.2327 2748.17 2747.2 1 31.48148 1 R.CAQAAEVAATVPGAGVGNVGLRPPMVPR.Q 4 2 *
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.010595.01059 2 4.0609 0.448 2306.77 2306.5 1 50 1 R.NLMAEALGIPVTDHTYEDCR.L 308 2 *
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.012582.01258 2 3.3167 0.1701 2352.63 2351.5 4 35 1 R.TTSGGEWPQILVFPEGTCTNR.S 206 2 *
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.016667.01666 2 4.396 0.3643 2249.53 2250.7 1 47.5 2 R.LMISAGQLTLPMEAGLVEFTK.I 328 2 *
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsSD-NE_NT_lymphocytes_Ti_115.013622.013622.3 3 4.6609 0.2268 2512.76 2511 1 40.909092 2 R.SCLITFKPGAFIPGVPVQPVLLR.Y 227 2 *
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NP_060309.2| gi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltransferase 2 [Homo sapiens] 6 9 20.8 544 60208 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013064.0130 2 4.0653 0.4169 2509.69 2511 1 54.545456 2 R.SCLITFKPGAFIPGVPVQPVLLR.Y 227 2 *
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsSD-NE_PHA_lymphocytes_Ti_103.000297.000297 2 3.539 0.2423 2339.31 2337.8 1 45 1 R.AQIQAVIDANIFPVLIEILQK.A 369 2
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsNaOH-NE_NT_lymphocytes_Ti_112.018897.01889 3 3.7212 0.2794 4450.73 4448 1 21.25 1 K.IVIEAGAVPIFIELLNSDFEDVQEQAVWALGNIAGDSSVCR.D 162 2 *
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsNaOH-NE_NT_lymphocytes_Ti_109.018840.01884 3 4.3062 0.3352 2429.54 2426.8 1 35 1 R.YLVSLGCIKPLCDLLTVMDSK.I 416 2 *
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsNaOH-NE_NT_lymphocytes_Ti_105.020127.02012 2 6.157 0.4441 2094.07 2091.5 1 76.47059 1 R.DYVLNCSILNPLLTLLTK.S 203 2 *
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsSD-NE_NT_lymphocytes_Ti_104.000140.000140.2 2 6.0193 0.4782 2090.13 2091.5 1 73.52941 4 R.DYVLNCSILNPLLTLLTK.S 203 2 *
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsSD-NE_NT_lymphocytes_Ti_108.014769.014769.2 2 3.6203 0.2376 1554.99 1552.9 1 65.38461 1 K.IVQVALNGLENILR.L 437 2
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsSD-NE_NT_lymphocytes_Ti_102.009951.009951.2 2 3.0705 0.1621 1972.89 1974.1 1 69.44444 1 K.EAAWAITNATSGGTPEQIR.Y 397 2
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_036448.1| gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapiens] 7 12 25 536 60030 5 HsSD-NE_NT_lymphocytes_Ti_109.019297.019297.2 2 3.8907 0.2396 2427.35 2426.8 1 45 2 R.YLVSLGCIKPLCDLLTVMDSK.I 416 2 *
1536 ENSG00000135269:ENSMUSG00000068113:ENSRNOG00000033628 TES gi|7661666|ref|NP_056456.1| gi|7661666|ref|NP_056456.1| testin isoform 1 [Homo sapiens] 4 7 11.9 421 47996 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.012440.012440 3 4.4959 0.3955 2928.11 2929.1 1 33.695652 2 R.CAGCDELIFSNEYTQAENQNWHLK.H 301 2
1536 ENSG00000135269:ENSMUSG00000068113:ENSRNOG00000033628 TES gi|7661666|ref|NP_056456.1| gi|7661666|ref|NP_056456.1| testin isoform 1 [Homo sapiens] 4 7 11.9 421 47996 7.7 HsSD-NE_PHA_lymphocytes_Ti_101.012472.012472 2 3.9417 0.4528 2928.83 2929.1 1 41.304348 1 R.CAGCDELIFSNEYTQAENQNWHLK.H 301 2
1536 ENSG00000135269:ENSMUSG00000068113:ENSRNOG00000033628 TES gi|7661666|ref|NP_056456.1| gi|7661666|ref|NP_056456.1| testin isoform 1 [Homo sapiens] 4 7 11.9 421 47996 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.011303.01130 2 2.8595 0.3134 1381.71 1381.5 1 72.22222 3 K.CEGFELHFWR.K 29 2
1536 ENSG00000135269:ENSMUSG00000068113:ENSRNOG00000033628 TES gi|7661666|ref|NP_056456.1| gi|7661666|ref|NP_056456.1| testin isoform 1 [Homo sapiens] 4 7 11.9 421 47996 7.7 HsSD-NE_NT_lymphocytes_Ti_110.009572.009572.2 2 2.4811 0.2003 1730.17 1731 6 43.333332 1 K.KMGLGHEQGFGAPCLK.C 9 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009034.00903 2 2.9755 0.3217 1849.11 1850.1 1 61.764706 1 K.FFYAGTPPAGLAADSHVK.I 37 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.017606.01760 3 3.2611 0.1333 3583.82 3584.9 1 21.875 1 R.WLVEPQIDDPNSNLEEAINEAEAITSVNSLGSK.Q 95 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008834.00883 2 4.0498 0.318 1586.11 1585.8 1 70.83333 4 K.ILEVVNQIQDEER.M 282 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsSD-NE_NT_lymphocytes_Ti_103.013238.013238.2 2 3.2862 0.2306 2615.75 2614.8 1 41.304348 1 R.ALTPQCGSGEDLYILTGTVPSDYR.V 185 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011997.0119 2 2.1406 0.3135 1434.65 1434.7 1 75 1 R.WYVNLHSLMDR.A 174 2 *
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|NP_055851.1| gi|148225659|ref|NP_055851.1| endonuclease domain containing 1 [Homo sapiens] 5 9 19.8 500 55017 5.7 HsSD-NE_NT_lymphocytes_Ti_102.010253.010253.2 2 2.6454 0.1133 1584.99 1585.8 1 70.83333 1 K.ILEVVNQIQDEER.M 282 2 *
1538 ENSG00000095380:ENSMUSG00000028334:ENSRNOG00000008945 NANS gi|12056473|ref|NP_061819.2| gi|12056473|ref|NP_061819.2| N-acetylneuraminic acid phosphate synthase [Homo sapiens] 3 6 13.6 359 40308 6.7 HsSD-NE_PHA_lymphocytes_Ti_102.010875.010875 3 4.1791 0.2393 2891.21 2891.2 3 26 1 R.WVGGQHPCFIIAEIGQNHQGDLDVAK.R 12 2 *
1538 ENSG00000095380:ENSMUSG00000028334:ENSRNOG00000008945 NANS gi|12056473|ref|NP_061819.2| gi|12056473|ref|NP_061819.2| N-acetylneuraminic acid phosphate synthase [Homo sapiens] 3 6 13.6 359 40308 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.007670.007670 2 3.0082 0.2248 1333.39 1332.4 1 88.88889 2 R.HLEFSHDQYR.E 87 2 *
1538 ENSG00000095380:ENSMUSG00000028334:ENSRNOG00000008945 NANS gi|12056473|ref|NP_061819.2| gi|12056473|ref|NP_061819.2| N-acetylneuraminic acid phosphate synthase [Homo sapiens] 3 6 13.6 359 40308 6.7 HsSD-NE_NT_lymphocytes_Ti_110.012904.012904.3 3 4.1593 0.2452 2892.68 2891.2 1 30.000002 2 R.WVGGQHPCFIIAEIGQNHQGDLDVAK.R 12 2 *
1538 ENSG00000095380:ENSMUSG00000028334:ENSRNOG00000008945 NANS gi|12056473|ref|NP_061819.2| gi|12056473|ref|NP_061819.2| N-acetylneuraminic acid phosphate synthase [Homo sapiens] 3 6 13.6 359 40308 6.7 HsSD-NE_PHA_lymphocytes_PK_105.020879.020879 2 3.3788 0.2993 1521.43 1521.7 1 70.83333 1 S.GMDEMAVEFLHEL.N 113 0 *
1539 ENSG00000108010:ENSMUSG00000031068:ENSRNOG00000016227 GLRX3 gi|95113651|ref|NP_006532.2| gi|95113651|ref|NP_006532.2| glutaredoxin 3 [Homo sapiens] 3 4 19.4 335 37432 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.009718.009718 2 3.7339 0.2789 2422.41 2423.6 1 47.61905 1 R.HASSGSFLPSANEHLKEDLNLR.L 115 2 *
1539 ENSG00000108010:ENSMUSG00000031068:ENSRNOG00000016227 GLRX3 gi|95113651|ref|NP_006532.2| gi|95113651|ref|NP_006532.2| glutaredoxin 3 [Homo sapiens] 3 4 19.4 335 37432 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.014868.01486 2 2.3897 0.1054 2849.35 2847.2 8 29.166666 2 K.LEAEGVPEVSEKYEISSVPTFLFFK.N 68 2 *
1539 ENSG00000108010:ENSMUSG00000031068:ENSRNOG00000016227 GLRX3 gi|95113651|ref|NP_006532.2| gi|95113651|ref|NP_006532.2| glutaredoxin 3 [Homo sapiens] 3 4 19.4 335 37432 5.4 HsSD-NE_PHA_lymphocytes_PK_105.015972.015972 2 5.0017 0.4368 2103.09 2104.3 1 67.64706 1 L.DIIKELEASEELDTICPK.A 214 1 *
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_060216.1| gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapiens] 5 12 5.2 929 105693 9.4 HsSD-NE_PHA_lymphocytes_PK_107.015113.015113 2 4.2432 0.2684 1662.99 1660.9 1 76.92308 3 L.KDLLSQYPFIIDAH.L 82 0 *
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_060216.1| gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapiens] 5 12 5.2 929 105693 9.4 HsSD-NE_PHA_lymphocytes_PK_109.018860.018860 2 4.3522 0.3762 1832.89 1831.1 1 73.333336 2 L.GLKDLLSQYPFIIDAH.L 80 0 *
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_060216.1| gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapiens] 5 12 5.2 929 105693 9.4 HsSD-NE_PHA_lymphocytes_PK_107.019128.019128 2 3.3865 0.3225 1591.55 1591.9 1 65.38461 2 L.VYFLPSLPADLLSR.L 622 1 *
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_060216.1| gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapiens] 5 12 5.2 929 105693 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.013564.01356 2 2.7193 0.2429 1507.71 1506.8 1 61.538464 1 R.VGPEELPVVGQLLR.L 852 2 *
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_060216.1| gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapiens] 5 12 5.2 929 105693 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.019724.0197 2 4.391 0.39 2047.95 2045.5 1 61.764706 4 R.LVQLVYFLPSLPADLLSR.L 618 2 *
1541 ENSG00000102575:ENSMUSG00000001348:NA ACP5 gi|4501873|ref|NP_001602.1| gi|4501873|ref|NP_001602.1| tartrate resistant acid phosphatase 5 precursor [Homo sapiens] 2 6 13.8 325 36599 8.7 HsSD-NE_PHA_lymphocytes_Ti_110.011989.011989 3 4.7234 0.202 2981.24 2979.3 1 31 3 R.EDYVLVAGHYPVWSIAEHGPTHCLVK.Q 197 2 *
1541 ENSG00000102575:ENSMUSG00000001348:NA ACP5 gi|4501873|ref|NP_001602.1| gi|4501873|ref|NP_001602.1| tartrate resistant acid phosphatase 5 precursor [Homo sapiens] 2 6 13.8 325 36599 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.011850.01185 3 3.4575 0.1991 2982.08 2979.3 1 29 1 R.EDYVLVAGHYPVWSIAEHGPTHCLVK.Q 197 2 *
1541 ENSG00000102575:ENSMUSG00000001348:NA ACP5 gi|4501873|ref|NP_001602.1| gi|4501873|ref|NP_001602.1| tartrate resistant acid phosphatase 5 precursor [Homo sapiens] 2 6 13.8 325 36599 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011057.0110 2 3.6146 0.3945 1998.55 1999.2 1 58.333332 2 R.FVAVGDWGGVPNAPFHTAR.E 28 2 *
1542 ENSG00000104897:ENSMUSG00000020211:ENSRNOG00000021639 SF3A2 gi|21361376|ref|NP_009096.2| gi|21361376|ref|NP_009096.2| "splicing factor 3a, subunit 2 [Homo sapiens] " 3 6 12.9 464 49256 9.6 HsSD-NE_PHA_lymphocytes_PK_115.012446.012446 2 2.7062 0.2214 1770.47 1771.1 1 58.823532 1 K.MEKPPAPPSLPAGPPGVK.R 214 2 *
1542 ENSG00000104897:ENSMUSG00000020211:ENSRNOG00000021639 SF3A2 gi|21361376|ref|NP_009096.2| gi|21361376|ref|NP_009096.2| "splicing factor 3a, subunit 2 [Homo sapiens] " 3 6 12.9 464 49256 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.017212.0172 2 2.9166 0.2911 2869.13 2869.2 9 27.083334 1 R.DSEMGQQSLLFQIDYPEIAEGIMPR.H 124 2 *
1542 ENSG00000104897:ENSMUSG00000020211:ENSRNOG00000021639 SF3A2 gi|21361376|ref|NP_009096.2| gi|21361376|ref|NP_009096.2| "splicing factor 3a, subunit 2 [Homo sapiens] " 3 6 12.9 464 49256 9.6 HsSD-NE_NT_lymphocytes_Ti_103.018654.018654.2 2 4.5191 0.3817 2871.79 2869.2 1 39.583336 3 R.DSEMGQQSLLFQIDYPEIAEGIMPR.H 124 2 *
1542 ENSG00000104897:ENSMUSG00000020211:ENSRNOG00000021639 SF3A2 gi|21361376|ref|NP_009096.2| gi|21361376|ref|NP_009096.2| "splicing factor 3a, subunit 2 [Homo sapiens] " 3 6 12.9 464 49256 9.6 HsSD-NE_NT_lymphocytes_Ti_107.016089.016089.2 2 3.453 0.2793 2078.07 2075.4 1 50 1 R.WQYLLMAAEPYETIAFK.V 166 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.011014.011014 3 4.7219 0.2711 2601.59 2599.9 1 42.045452 2 K.VYMGHGGKPWVSDFSHPHYLAGR.R 376 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsSD-NE_PHA_lymphocytes_Ti_103.017284.017284 2 2.7212 0.1297 2393.57 2390.6 1 42.5 1 R.FCLEGMEESGSEGLDELIFAR.K 160 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011808.01180 2 3.9297 0.3156 2222.21 2221.5 1 52.499996 2 R.WRYPSLSLHGIEGAFSGSGAK.T 309 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013347.01334 2 3.089 0.2439 2362.83 2361.7 2 38.095238 1 K.RGNILIPGINEAVAAVTEEEHK.L 254 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsSD-NE_NT_lymphocytes_Ti_111.011414.011414.2 2 3.3021 0.2794 1447.37 1446.7 1 75 1 K.DVGAQILLHSHKK.D 290 2 *
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_060705.1| gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapiens] 6 8 24 475 52779 5.9 HsSD-NE_NT_lymphocytes_Ti_103.015377.015377.2 2 3.2228 0.2713 1735.75 1733.9 1 65.38461 1 K.LYDDIDFDIEEFAK.D 276 2 *
1544 ENSG00000119471:ENSMUSG00000028383:ENSRNOG00000016692 HSDL2 gi|40254986|ref|NP_115679.2| gi|40254986|ref|NP_115679.2| hydroxysteroid dehydrogenase like 2 [Homo sapiens] 3 6 13.9 418 45395 8 HsSD-NE_PHA_lymphocytes_PK_112.014030.014030 2 3.2639 0.2747 2599.55 2599.9 1 38.636364 1 Y.AIKPGHPLQPDFFLDEYPEAVSK.K 261 1 *
1544 ENSG00000119471:ENSMUSG00000028383:ENSRNOG00000016692 HSDL2 gi|40254986|ref|NP_115679.2| gi|40254986|ref|NP_115679.2| hydroxysteroid dehydrogenase like 2 [Homo sapiens] 3 6 13.9 418 45395 8 HsSD-NE_PHA_lymphocytes_Ti_107.012037.012037 2 3.2121 0.3297 1907.11 1908.2 1 59.375 1 R.KVDIIADAAYSIFQKPK.S 220 2 *
1544 ENSG00000119471:ENSMUSG00000028383:ENSRNOG00000016692 HSDL2 gi|40254986|ref|NP_115679.2| gi|40254986|ref|NP_115679.2| hydroxysteroid dehydrogenase like 2 [Homo sapiens] 3 6 13.9 418 45395 8 HsSD-NE_PHA_lymphocytes_Ti_104.015239.015239 2 3.2411 0.3381 1838.63 1836.1 1 55.88235 1 K.LLGTIYTAAEEIEAVGGK.A 50 2 *
1544 ENSG00000119471:ENSMUSG00000028383:ENSRNOG00000016692 HSDL2 gi|40254986|ref|NP_115679.2| gi|40254986|ref|NP_115679.2| hydroxysteroid dehydrogenase like 2 [Homo sapiens] 3 6 13.9 418 45395 8 HsSD-NE_NT_lymphocytes_Ti_109.013303.013303.2 2 4.7047 0.3558 1910.67 1908.2 1 65.625 3 R.KVDIIADAAYSIFQKPK.S 220 2 *
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.012275.012275 2 3.4204 0.312 2024.33 2022.2 9 38.88889 1 K.ISGADINSICQESGMLAVR.E 339 2
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_PHA_lymphocytes_PK_108.016364.016364 3 5.9339 0.3188 2794.52 2794 1 37.5 2 L.SVSRPQTGLSFLGPEPEDLEDLYSR.Y 19 1
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_NT_lymphocytes_Ti_106.016006.016006.2 2 4.1807 0.2789 2206.69 2204.5 1 58.333332 6 R.ILLELLNQMDGFDQNVNVK.V 257 2
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_NT_lymphocytes_Ti_106.019140.019140.2 2 3.6254 0.3219 1946.97 1945.2 1 52.941177 1 K.ENAPAIIFIDEIDAIATK.R 225 2
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_NT_lymphocytes_Ti_105.016462.016462.3 3 5.5241 0.3844 3630.68 3632 1 28.125 2 K.AQDEIPALSVSRPQTGLSFLGPEPEDLEDLYSR.Y 11 2
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NP_694546.1| gi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gproteasome 26S ATPase subunit 4 isoform 2 [Homo sapiens] 5 14 23 387 43508 5.3 HsSD-NE_NT_lymphocytes_Ti_104.011793.011793.2 2 4.369 0.4273 2024.05 2022.2 1 52.77778 2 K.ISGADINSICQESGMLAVR.E 339 2
1546 ENSG00000110057:ENSMUSG00000036908:ENSRNOG00000017703 UNC93B1 gi|45580709|ref|NP_112192.2| gi|45580709|ref|NP_112192.2| unc-93 homolog B1 [Homo sapiens] 2 3 9.5 597 66631 7 HsNaOH-NE_PHA_lymphocytes_Ti_105.007863.0078 3 3.813 0.3079 4107.65 4106.1 1 21.153847 1 R.YLEEDNSDESDAEGEHGDGAEEEAPPAGPRPGPEPAGLGR.R 541 2 *
1546 ENSG00000110057:ENSMUSG00000036908:ENSRNOG00000017703 UNC93B1 gi|45580709|ref|NP_112192.2| gi|45580709|ref|NP_112192.2| unc-93 homolog B1 [Homo sapiens] 2 3 9.5 597 66631 7 HsNaOH-NE_NT_lymphocytes_Ti_105.007640.00764 3 3.0371 0.3883 4106.45 4106.1 1 21.153847 1 R.YLEEDNSDESDAEGEHGDGAEEEAPPAGPRPGPEPAGLGR.R 541 2 *
1546 ENSG00000110057:ENSMUSG00000036908:ENSRNOG00000017703 UNC93B1 gi|45580709|ref|NP_112192.2| gi|45580709|ref|NP_112192.2| unc-93 homolog B1 [Homo sapiens] 2 3 9.5 597 66631 7 HsNaOH-NE_NT_lymphocytes_PK_108.008104.0081 2 3.2241 0.1952 1921.79 1918.9 1 65.625 1 R.RPCPYEQAQGGDGPEEQ.- 581 2
1547 ENSG00000139725:ENSMUSG00000029449:NA RHOF gi|38016957|ref|NP_061907.2| gi|38016957|ref|NP_061907.2| "ras homolog gene family, member F [Homo sapiens] " 3 6 19 211 23625 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008139.00813 2 3.3319 0.1851 1312.53 1311.4 1 88.88889 2 K.FRENVEDVFR.E 177 2 *
1547 ENSG00000139725:ENSMUSG00000029449:NA RHOF gi|38016957|ref|NP_061907.2| gi|38016957|ref|NP_061907.2| "ras homolog gene family, member F [Homo sapiens] " 3 6 19 211 23625 8.6 HsNaOH-NE_NT_lymphocytes_PK_105.006597.0065 2 2.9711 0.1897 1169.69 1170.1 1 88.88889 2 W.DTAGQEDYDR.L 73 1
1547 ENSG00000139725:ENSMUSG00000029449:NA RHOF gi|38016957|ref|NP_061907.2| gi|38016957|ref|NP_061907.2| "ras homolog gene family, member F [Homo sapiens] " 3 6 19 211 23625 8.6 HsNaOH-NE_NT_lymphocytes_Ti_105.011574.01157 2 2.4268 0.1966 2280.93 2280.6 3 36.842106 1 R.AAQLEPITYMQGLSACEQIR.A 147 2 *
1547 ENSG00000139725:ENSMUSG00000029449:NA RHOF gi|38016957|ref|NP_061907.2| gi|38016957|ref|NP_061907.2| "ras homolog gene family, member F [Homo sapiens] " 3 6 19 211 23625 8.6 HsSD-NE_NT_lymphocytes_Ti_103.013232.013232.2 2 3.8138 0.3045 2281.67 2280.6 2 50 1 R.AAQLEPITYMQGLSACEQIR.A 147 2 *
1548 ENSG00000105402:ENSMUSG00000006024:ENSRNOG00000001494 NAPA gi|47933379|ref|NP_003818.2| gi|47933379|ref|NP_003818.2| "N-ethylmaleimide-sensitive factor attachment protein, alpha [Homo 4 5 17.6 295 33233 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.009076.009076 3 4.3541 0.2531 2941.4 2943.1 1 33.333336 2 K.LLEAHEEQNVDSYTESVKEYDSISR.L 247 2 *
1548 ENSG00000105402:ENSMUSG00000006024:ENSRNOG00000001494 NAPA gi|47933379|ref|NP_003818.2| gi|47933379|ref|NP_003818.2| "N-ethylmaleimide-sensitive factor attachment protein, alpha [Homo 4 5 17.6 295 33233 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.009506.009506 3 3.1233 0.4177 3070.88 3071.3 1 26 1 K.KLLEAHEEQNVDSYTESVKEYDSISR.L 246 2 *
1548 ENSG00000105402:ENSMUSG00000006024:ENSRNOG00000001494 NAPA gi|47933379|ref|NP_003818.2| gi|47933379|ref|NP_003818.2| "N-ethylmaleimide-sensitive factor attachment protein, alpha [Homo 4 5 17.6 295 33233 5.4 HsSD-NE_PHA_lymphocytes_PK_106.011854.011854 2 3.6549 0.285 1589.23 1589.7 1 75 1 Q.KYEELFPAFSDSR.E 227 1 *
1548 ENSG00000105402:ENSMUSG00000006024:ENSRNOG00000001494 NAPA gi|47933379|ref|NP_003818.2| gi|47933379|ref|NP_003818.2| "N-ethylmaleimide-sensitive factor attachment protein, alpha [Homo 4 5 17.6 295 33233 5.4 HsSD-NE_NT_lymphocytes_Ti_104.011204.011204.2 2 2.8738 0.2098 1454.81 1454.7 1 66.66667 1 K.VAGYAALLEQYQK.A 168 2 *
1549 ENSG00000028528:ENSMUSG00000032382:ENSRNOG00000001574 SNX1 gi|23111032|ref|NP_683758.1| gi|23111032|ref|NP_683758.1|;gi|23111034|ref|NP_003090.2| sorting nexin 1 isoform b [Homo sapiens] 3 7 8.1 457 51813 5.6 HsSD-NE_PHA_lymphocytes_Ti_104.008417.008417 2 3.1082 0.1805 1388.87 1388.6 1 68.181816 1 K.LHAVVETLVNHR.K 261 2
1549 ENSG00000028528:ENSMUSG00000032382:ENSRNOG00000001574 SNX1 gi|23111032|ref|NP_683758.1| gi|23111032|ref|NP_683758.1|;gi|23111034|ref|NP_003090.2| sorting nexin 1 isoform b [Homo sapiens] 3 7 8.1 457 51813 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.016215.0162 2 4.609 0.3873 3021.49 3021.4 1 47.916664 3 K.IEQLHQEQANNDFFLLAELLSDYIR.L 312 2
1549 ENSG00000028528:ENSMUSG00000032382:ENSRNOG00000001574 SNX1 gi|23111032|ref|NP_683758.1| gi|23111032|ref|NP_683758.1|;gi|23111034|ref|NP_003090.2| sorting nexin 1 isoform b [Homo sapiens] 3 7 8.1 457 51813 5.6 HsSD-NE_NT_lymphocytes_Ti_114.016295.016295.2 2 4.4501 0.3309 3023.09 3021.4 1 52.083332 2 K.IEQLHQEQANNDFFLLAELLSDYIR.L 312 2
1549 ENSG00000028528:ENSMUSG00000032382:ENSRNOG00000001574 SNX1 gi|23111032|ref|NP_683758.1| gi|23111032|ref|NP_683758.1|;gi|23111034|ref|NP_003090.2| sorting nexin 1 isoform b [Homo sapiens] 3 7 8.1 457 51813 5.6 HsSD-NE_NT_lymphocytes_Ti_112.016666.016666.3 3 3.7462 0.2651 3021.5 3021.4 1 28.125 1 K.IEQLHQEQANNDFFLLAELLSDYIR.L 312 2
1550 ENSG00000164916:ENSMUSG00000056493:ENSRNOG00000001104 FOXK1 gi|82546824|ref|NP_001032242.1| gi|82546824|ref|NP_001032242.1| forkhead box K1 [Homo sapiens] 3 11 5.7 733 75457 9.3 HsSD-NE_PHA_lymphocytes_Ti_110.011251.011251 3 4.4952 0.3707 1815.95 1816.1 1 50 2 R.HLQLSFQEPHFYLR.C 148 2 *
1550 ENSG00000164916:ENSMUSG00000056493:ENSRNOG00000001104 FOXK1 gi|82546824|ref|NP_001032242.1| gi|82546824|ref|NP_001032242.1| forkhead box K1 [Homo sapiens] 3 11 5.7 733 75457 9.3 HsSD-NE_PHA_lymphocytes_Ti_110.011844.011844 3 6.2257 0.4355 3226.43 3225.8 1 36.11111 4 K.IQFTSLYHKEEAPASPLRPLYPQISPLK.I 199 2 *
1550 ENSG00000164916:ENSMUSG00000056493:ENSRNOG00000001104 FOXK1 gi|82546824|ref|NP_001032242.1| gi|82546824|ref|NP_001032242.1| forkhead box K1 [Homo sapiens] 3 11 5.7 733 75457 9.3 HsNaOH-NE_NT_lymphocytes_Ti_113.011456.01145 3 4.9249 0.3567 1816.34 1816.1 1 55.76923 3 R.HLQLSFQEPHFYLR.C 148 2 *
1550 ENSG00000164916:ENSMUSG00000056493:ENSRNOG00000001104 FOXK1 gi|82546824|ref|NP_001032242.1| gi|82546824|ref|NP_001032242.1| forkhead box K1 [Homo sapiens] 3 11 5.7 733 75457 9.3 HsSD-NE_NT_lymphocytes_Ti_112.012826.012826.2 2 4.5503 0.3978 1816.59 1816.1 1 80.769226 2 R.HLQLSFQEPHFYLR.C 148 2 *
1551 ENSG00000139842:ENSMUSG00000031446:ENSRNOG00000019649 CUL4A gi|57165424|ref|NP_001008895.1| gi|57165424|ref|NP_001008895.1| cullin 4A isoform 1 [Homo sapiens] 4 8 5.8 759 87680 8.1 HsSD-NE_PHA_lymphocytes_PK_113.011854.011854 2 3.4024 0.2826 1592.87 1592.9 1 69.230774 3 F.INKRPNKPAELIAK.Y 398 1
1551 ENSG00000139842:ENSMUSG00000031446:ENSRNOG00000019649 CUL4A gi|57165424|ref|NP_001008895.1| gi|57165424|ref|NP_001008895.1| cullin 4A isoform 1 [Homo sapiens] 4 8 5.8 759 87680 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.015532.01553 2 2.6879 0.0968 1470.69 1467.8 1 58.333332 1 R.SLLGMLSDLQVYK.D 216 2
1551 ENSG00000139842:ENSMUSG00000031446:ENSRNOG00000019649 CUL4A gi|57165424|ref|NP_001008895.1| gi|57165424|ref|NP_001008895.1| cullin 4A isoform 1 [Homo sapiens] 4 8 5.8 759 87680 8.1 HsSD-NE_NT_lymphocytes_Ti_106.014905.014905.2 2 4.1673 0.2667 2112.99 2111.3 2 46.875 3 R.YNLEELYQAVENLCSHK.V 81 2 *
1551 ENSG00000139842:ENSMUSG00000031446:ENSRNOG00000019649 CUL4A gi|57165424|ref|NP_001008895.1| gi|57165424|ref|NP_001008895.1| cullin 4A isoform 1 [Homo sapiens] 4 8 5.8 759 87680 8.1 HsSD-NE_NT_lymphocytes_Ti_111.010829.010829.2 2 3.244 0.1954 1236.93 1237.5 2 75 1 K.RPNKPAELIAK.Y 401 2
1552 ENSG00000147677:ENSMUSG00000022312:ENSRNOG00000040153 EIF3H gi|4503515|ref|NP_003747.1| gi|4503515|ref|NP_003747.1| "eukaryotic translation initiation factor 3, subunit 3 gamma, 40kDa [ 3 5 15.6 352 39930 6.5 HsSD-NE_PHA_lymphocytes_Ti_103.014184.014184 2 3.0253 0.2633 1727.67 1727 1 65.38461 2 K.NSHLINVLMWELEK.K 207 2 *
1552 ENSG00000147677:ENSMUSG00000022312:ENSRNOG00000040153 EIF3H gi|4503515|ref|NP_003747.1| gi|4503515|ref|NP_003747.1| "eukaryotic translation initiation factor 3, subunit 3 gamma, 40kDa [ 3 5 15.6 352 39930 6.5 HsSD-NE_PHA_lymphocytes_PK_105.013358.013358 2 3.3291 0.2794 2603.09 2603.6 1 45 2 T.NCFPFPQHTEDDADFDEVQYQ.M 80 0 *
1552 ENSG00000147677:ENSMUSG00000022312:ENSRNOG00000040153 EIF3H gi|4503515|ref|NP_003747.1| gi|4503515|ref|NP_003747.1| "eukaryotic translation initiation factor 3, subunit 3 gamma, 40kDa [ 3 5 15.6 352 39930 6.5 HsSD-NE_NT_lymphocytes_Ti_109.009916.009916.3 3 3.8644 0.4238 2077.97 2078.3 6 30.263159 1 K.SAVADKHELLSLASSNHLGK.N 222 2 *
1553 ENSG00000027075:ENSMUSG00000021108:ENSRNOG00000004873 PRKCH gi|28557781|ref|NP_006246.2| gi|28557781|ref|NP_006246.2| "protein kinase C, eta [Homo sapiens] " 4 7 7.8 683 77829 7.8 HsSD-NE_PHA_lymphocytes_PK_107.010529.010529 1 2.9433 0.3599 1283.65 1283.5 2 65 2 T.WLHEDATGILK.S 576 1 *
1553 ENSG00000027075:ENSMUSG00000021108:ENSRNOG00000004873 PRKCH gi|28557781|ref|NP_006246.2| gi|28557781|ref|NP_006246.2| "protein kinase C, eta [Homo sapiens] " 4 7 7.8 683 77829 7.8 HsSD-NE_PHA_lymphocytes_Ti_108.010479.010479 3 3.2032 0.1435 2068.55 2069.4 1 42.647057 1 K.KGHQLLDPYLTVSVDQVR.V 36 2 *
1553 ENSG00000027075:ENSMUSG00000021108:ENSRNOG00000004873 PRKCH gi|28557781|ref|NP_006246.2| gi|28557781|ref|NP_006246.2| "protein kinase C, eta [Homo sapiens] " 4 7 7.8 683 77829 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.011640.01164 2 3.2019 0.184 1224.59 1224.4 5 77.77778 1 R.LGIDNFEFIR.V 350 2 *
1553 ENSG00000027075:ENSMUSG00000021108:ENSRNOG00000004873 PRKCH gi|28557781|ref|NP_006246.2| gi|28557781|ref|NP_006246.2| "protein kinase C, eta [Homo sapiens] " 4 7 7.8 683 77829 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007638.00763 2 2.7558 0.1288 1454.91 1452.7 2 61.538464 3 R.LGSLTQGGEHAILR.H 597 2 *
1554 ENSG00000079739:ENSMUSG00000025791:ENSRNOG00000009889 PGM1 gi|21361621|ref|NP_002624.2| gi|21361621|ref|NP_002624.2| phosphoglucomutase 1 [Homo sapiens] 3 4 11.6 562 61449 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.011580.011580 2 4.6296 0.4563 2207.31 2207.5 1 54.545456 1 K.AIGGIILTASHNPGGPNGDFGIK.F 108 2 *
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1554 ENSG00000079739:ENSMUSG00000025791:ENSRNOG00000009889 PGM1 gi|21361621|ref|NP_002624.2| gi|21361621|ref|NP_002624.2| phosphoglucomutase 1 [Homo sapiens] 3 4 11.6 562 61449 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4886.488 2 3.5405 0.3392 1894.34 1895.2 1 53.125 1 R.SIFDFSALKELLSGPNR.L 201 2 *
1554 ENSG00000079739:ENSMUSG00000025791:ENSRNOG00000009889 PGM1 gi|21361621|ref|NP_002624.2| gi|21361621|ref|NP_002624.2| phosphoglucomutase 1 [Homo sapiens] 3 4 11.6 562 61449 6.8 HsSD-NE_NT_lymphocytes_Ti_111.000724.000724.2 2 2.9141 0.1709 2802.23 2801.1 1 37.5 2 K.VFQSSANYAENFIQSIISTVEPAQR.Q 28 2 *
1555 ENSG00000105972:ENSMUSG00000025858:ENSRNOG00000001293 C7orf20 gi|38570062|ref|NP_057033.2| gi|38570062|ref|NP_057033.2| hypothetical protein LOC51608 [Homo sapiens] 2 4 9.8 327 36504 5.4 HsSD-NE_PHA_lymphocytes_PK_107.019750.019750 2 3.3543 0.3063 1909.41 1909.1 1 62.5 2 K.HPSIEDGPPFVEPLLNF.I 223 1 *
1555 ENSG00000105972:ENSMUSG00000025858:ENSRNOG00000001293 C7orf20 gi|38570062|ref|NP_057033.2| gi|38570062|ref|NP_057033.2| hypothetical protein LOC51608 [Homo sapiens] 2 4 9.8 327 36504 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.013869.0138 2 2.7767 0.0927 1643.51 1643.8 4 50 1 K.AEVEVADELLENLAK.V 96 2 *
1555 ENSG00000105972:ENSMUSG00000025858:ENSRNOG00000001293 C7orf20 gi|38570062|ref|NP_057033.2| gi|38570062|ref|NP_057033.2| hypothetical protein LOC51608 [Homo sapiens] 2 4 9.8 327 36504 5.4 HsSD-NE_NT_lymphocytes_Ti_102.015164.015164.2 2 2.9833 0.2099 1645.29 1643.8 2 53.571426 1 K.AEVEVADELLENLAK.V 96 2 *
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsSD-NE_PHA_lymphocytes_Ti_114.013228.013228 2 4.2192 0.3424 1920.23 1919.2 1 62.5 2 K.HVLVILTDMSSYAEALR.E 292 2
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.017791.017791 2 3.2687 0.1303 1694.71 1692 1 57.692307 2 R.TVFETLDIGWQLLR.I 472 2 *
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.011673.01167 2 3.9876 0.3971 2178.65 2179.5 1 47.368423 1 K.IPIFSAAGLPHNEIAAQICR.Q 189 2
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsSD-NE_NT_lymphocytes_Ti_102.018873.018873.2 2 4.5728 0.4162 2413.05 2410.8 1 52.380955 1 R.IYPEEMIQTGISAIDGMNSIAR.G 164 2 *
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsSD-NE_NT_lymphocytes_Ti_110.013264.013264.2 2 5.0509 0.4806 2182.09 2179.5 1 57.894737 1 K.IPIFSAAGLPHNEIAAQICR.Q 189 2
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NP_001684.2| gi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sapiens] 5 8 14.3 511 56501 5.8 HsSD-NE_NT_lymphocytes_Ti_110.013192.013192.3 3 4.4784 0.4134 2179.1 2179.5 1 50 1 K.IPIFSAAGLPHNEIAAQICR.Q 189 2
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.015692.015692 2 4.6501 0.4937 2112.17 2109.3 1 50 2 K.GAVEALAAALAHISGATSVDQR.S 606 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.013982.01398 3 4.7848 0.3951 2904.89 2906.2 1 32.291664 2 K.KDSEDNPQTLLFSATCPHWVFNVAK.K 363 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.014816.01481 2 3.131 0.2358 2778.49 2778 4 34.782608 1 K.DSEDNPQTLLFSATCPHWVFNVAK.K 364 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013330.01333 2 2.692 0.2354 1266.41 1266.5 1 70 1 K.TFSFAIPLIEK.L 237 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_NT_lymphocytes_Ti_108.014294.014294.3 3 5.1533 0.3744 2908.52 2906.2 1 30.208334 1 K.KDSEDNPQTLLFSATCPHWVFNVAK.K 363 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_NT_lymphocytes_Ti_102.012309.012309.2 2 4.9629 0.4307 1996.03 1994.2 1 70.588234 4 K.LGVCFDVPTASVTEIQEK.W 679 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_NT_lymphocytes_Ti_104.008536.008536.2 2 3.3012 0.2634 1517.47 1518.7 1 70.83333 1 K.ELKEQLGEEIDSK.V 656 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_NT_lymphocytes_Ti_106.015145.015145.2 2 5.7825 0.4945 2111.29 2109.3 1 61.904762 1 K.GAVEALAAALAHISGATSVDQR.S 606 2 *
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NP_004719.2| gi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 21 [Homo sapiens] 7 15 13.4 783 87344 9.3 HsSD-NE_NT_lymphocytes_Ti_103.011124.011124.2 2 4.1978 0.2984 1840.01 1841 1 60.000004 2 R.WQLSVATEQPELEGPR.E 703 2 *
1558 ENSG00000159593:ENSMUSG00000031878:ENSRNOG00000033133 APPBP1 gi|4502169|ref|NP_003896.1| gi|4502169|ref|NP_003896.1|;gi|66363686|ref|NP_001018169 NEDD8 activating enzyme E1 subunit 1 isoform a [Homo sapiens] 4 8 17.8 534 60246 5.4 HsSD-NE_PHA_lymphocytes_Ti_104.014295.014295 3 4.6688 0.2911 3137.69 3136.5 1 34.82143 3 R.LWGDHGQEALESAHVCLINATATGTEILK.N 19 2
1558 ENSG00000159593:ENSMUSG00000031878:ENSRNOG00000033133 APPBP1 gi|4502169|ref|NP_003896.1| gi|4502169|ref|NP_003896.1|;gi|66363686|ref|NP_001018169 NEDD8 activating enzyme E1 subunit 1 isoform a [Homo sapiens] 4 8 17.8 534 60246 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.020776.020776 3 4.9539 0.3385 4468.01 4466.8 1 22.368422 1 K.NRAEAAMEFLQELNSDVSGSFVEESPENLLDNDPSFFCR.F 84 2
1558 ENSG00000159593:ENSMUSG00000031878:ENSRNOG00000033133 APPBP1 gi|4502169|ref|NP_003896.1| gi|4502169|ref|NP_003896.1|;gi|66363686|ref|NP_001018169 NEDD8 activating enzyme E1 subunit 1 isoform a [Homo sapiens] 4 8 17.8 534 60246 5.4 HsSD-NE_PHA_lymphocytes_PK_105.018555.018555 2 4.5054 0.3829 2464.49 2463.6 1 57.894737 3 S.FVEESPENLLDNDPSFFCRF.T 104 0
1558 ENSG00000159593:ENSMUSG00000031878:ENSRNOG00000033133 APPBP1 gi|4502169|ref|NP_003896.1| gi|4502169|ref|NP_003896.1|;gi|66363686|ref|NP_001018169 NEDD8 activating enzyme E1 subunit 1 isoform a [Homo sapiens] 4 8 17.8 534 60246 5.4 HsSD-NE_NT_lymphocytes_Ti_107.011395.011395.3 3 3.492 0.2026 3067.67 3068.4 1 28 1 K.EHPVIESHPDNALEDLRLDKPFPELR.E 168 2
1559 ENSG00000108433:ENSMUSG00000020946:ENSRNOG00000003506 GOSR2 gi|16905520|ref|NP_473363.1| gi|16905520|ref|NP_473363.1|;gi|16905522|ref|NP_004278.2| golgi SNAP receptor complex member 2 isoform B [Homo sapiens] 2 3 21.1 213 24584 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.011027.0110 2 3.3512 0.2706 2824.09 2822 1 35.416664 1 R.TFTTNDSDTTIPMDESLQFNSSLQK.V 108 2
1559 ENSG00000108433:ENSMUSG00000020946:ENSRNOG00000003506 GOSR2 gi|16905520|ref|NP_473363.1| gi|16905520|ref|NP_473363.1|;gi|16905522|ref|NP_004278.2| golgi SNAP receptor complex member 2 isoform B [Homo sapiens] 2 3 21.1 213 24584 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014019.01401 2 3.3136 0.2561 2221.21 2218.5 1 50 1 K.VHNGMDDLILDGHNILDGLR.T 133 2
1559 ENSG00000108433:ENSMUSG00000020946:ENSRNOG00000003506 GOSR2 gi|16905520|ref|NP_473363.1| gi|16905520|ref|NP_473363.1|;gi|16905522|ref|NP_004278.2| golgi SNAP receptor complex member 2 isoform B [Homo sapiens] 2 3 21.1 213 24584 8.5 HsSD-NE_NT_lymphocytes_Ti_102.012356.012356.2 2 2.1619 0.2205 2823.87 2822 6 27.083334 1 R.TFTTNDSDTTIPMDESLQFNSSLQK.V 108 2
1560 ENSG00000155961:ENSMUSG00000031202:NA RAB39B gi|25188193|ref|NP_741995.1| gi|25188193|ref|NP_741995.1| "RAB39B, member RAS oncogene family [Homo sapiens] " 2 3 13.6 213 24622 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009177.00917 2 3.1678 0.1907 1650.63 1647.8 1 66.66667 1 R.SFQNVHEWLEETK.V 96 2 *
1560 ENSG00000155961:ENSMUSG00000031202:NA RAB39B gi|25188193|ref|NP_741995.1| gi|25188193|ref|NP_741995.1| "RAB39B, member RAS oncogene family [Homo sapiens] " 2 3 13.6 213 24622 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.011667.0116 2 4.7909 0.3898 1774.63 1773 1 83.33333 1 R.FAQVSDPTVGVDFFSR.L 33 2 *
1560 ENSG00000155961:ENSMUSG00000031202:NA RAB39B gi|25188193|ref|NP_741995.1| gi|25188193|ref|NP_741995.1| "RAB39B, member RAS oncogene family [Homo sapiens] " 2 3 13.6 213 24622 7.8 HsSD-NE_NT_lymphocytes_Ti_103.012814.012814.2 2 3.9756 0.3853 1773.03 1773 1 76.666664 1 R.FAQVSDPTVGVDFFSR.L 33 2 *
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NP_996790.3| gi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| "protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2 4 8 13.8 574 65523 8.2 HsSD-NE_PHA_lymphocytes_Ti_109.010952.010952 3 3.9593 0.2426 2965.1 2965.2 1 34.375 2 K.DFYLATSPPDSFLDDHHLTRPHPER.V 365 2
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NP_996790.3| gi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| "protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2 4 8 13.8 574 65523 8.2 HsSD-NE_PHA_lymphocytes_PK_107.016772.016772 2 3.5826 0.3792 2088.63 2089.4 1 47.058823 2 A.LLCGTLPFDDDHVPTLFK.K 233 1
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NP_996790.3| gi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| "protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2 4 8 13.8 574 65523 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.010366.010366 3 3.5764 0.2914 1895.21 1893.1 5 42.857143 1 R.RLFQQILSGVDYCHR.H 144 2
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NP_996790.3| gi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| "protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2 4 8 13.8 574 65523 8.2 HsSD-NE_NT_lymphocytes_Ti_113.011591.011591.3 3 3.2797 0.1288 2964.14 2965.2 1 28.125 1 K.DFYLATSPPDSFLDDHHLTRPHPER.V 365 2
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NP_996790.3| gi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| "protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2 4 8 13.8 574 65523 8.2 HsSD-NE_NT_lymphocytes_Ti_105.016926.016926.2 2 3.7287 0.2813 2443.99 2442.8 1 50 2 K.ICDGIFYTPQYLNPSVISLLK.H 252 2
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_PHA_lymphocytes_PK_108.010610.010610 2 3.8456 0.3816 2255.13 2255.5 1 45 3 L.TRPLETPLQSSTPTIVDADGR.I 269 1
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.020888.0208 3 5.0131 0.1963 2940.83 2939.3 3 32.608696 1 K.NQLEIQNLQEDWDHFEPLLSSLLR.R 317 2
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_PHA_lymphocytes_PK_106.020724.020724 2 4.0142 0.4296 2414.75 2416.6 1 52.77778 1 L.DDHDSDLDLWPWWGEPIYR.N 772 1 *
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_NT_lymphocytes_Ti_107.021167.021167.2 2 3.7755 0.3949 2938.43 2939.3 1 41.304348 1 K.NQLEIQNLQEDWDHFEPLLSSLLR.R 317 2
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_NT_lymphocytes_Ti_106.020301.020301.3 3 4.5437 0.184 2938.88 2939.3 1 34.782608 2 K.NQLEIQNLQEDWDHFEPLLSSLLR.R 317 2
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_NT_lymphocytes_Ti_106.016194.016194.2 2 2.4392 0.1825 2390.31 2387.6 2 39.473686 1 K.FFAFWGQDINNLTTPLECGR.E 717 2 *
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NP_060460.3| gi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phosphatase regulatory subunit [Homo sa 6 10 9.6 878 99233 6.4 HsSD-NE_PHA_lymphocytes_PK_105.020351.02035 3 3.9549 0.252 2418.32 2416.6 1 41.666664 1 L.DDHDSDLDLWPWWGEPIYR.N 772 1 *
1563 ENSG00000121390:ENSMUSG00000021938:ENSRNOG00000020782 PSPC1 gi|109240550|ref|NP_001035879.1| gi|109240550|ref|NP_001035879.1| paraspeckle protein 1 [Homo sapiens] 2 5 7.6 523 58744 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.016222.01622 2 4.1191 0.3883 2536.57 2533.8 1 43.18182 1 K.NLSPVVSNELLEQAFSQFGPVEK.A 162 2 *
1563 ENSG00000121390:ENSMUSG00000021938:ENSRNOG00000020782 PSPC1 gi|109240550|ref|NP_001035879.1| gi|109240550|ref|NP_001035879.1| paraspeckle protein 1 [Homo sapiens] 2 5 7.6 523 58744 6.7 HsSD-NE_PHA_lymphocytes_PK_106.013620.013620 2 3.3225 0.402 1993.89 1995.2 1 59.375 2 R.LFVGNLPTDITEEDFKR.L 84 2 *
1563 ENSG00000121390:ENSMUSG00000021938:ENSRNOG00000020782 PSPC1 gi|109240550|ref|NP_001035879.1| gi|109240550|ref|NP_001035879.1| paraspeckle protein 1 [Homo sapiens] 2 5 7.6 523 58744 6.7 HsSD-NE_NT_lymphocytes_Ti_107.017131.017131.2 2 3.4969 0.3511 2534.27 2533.8 1 43.18182 2 K.NLSPVVSNELLEQAFSQFGPVEK.A 162 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_PK_115.012870.0128 2 3.7908 0.4348 2030.19 2031.1 1 55.88235 3 T.TDTDQACSIRDPNSGFVF.N 928 0 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.008494.00849 2 2.1751 0.1561 1252.21 1249.5 3 63.636364 1 K.VPIDGPPIDIGR.V 1715 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.015489.01548 2 2.3574 0.1122 2297.51 2297.5 8 34.210526 1 R.CPPETDDGVPCVFPFIFNGK.S 1893 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007204.00720 2 3.2548 0.2868 1486.47 1486.6 1 70.83333 2 K.FLHQDIDSGQGIR.N 1053 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.012786.01278 2 4.6921 0.4343 2458.55 2458.7 1 59.523808 2 K.LSGAYLVDDSDPDTSLFINVCR.D 192 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.009921.00992 3 3.0657 0.3312 2873.24 2875 1 29 1 K.SNEHDDCQVTNPSTGHLFDLSSLSGR.A 1510 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.013004.0130 2 4.4882 0.3638 2459.49 2458.7 1 54.761906 3 K.LSGAYLVDDSDPDTSLFINVCR.D 192 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007152.0071 2 2.978 0.3406 1211.69 1212.3 1 80 1 R.GHQAFDVGQPR.D 239 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007500.0075 2 3.0019 0.29 1486.89 1486.6 1 66.66667 1 K.FLHQDIDSGQGIR.N 1053 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.013682.01368 2 3.0729 0.3492 2445.23 2444.7 2 42.105263 1 K.TLGTPEFVTATECVHYFEWR.T 137 2 *
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|NP_000867.2| gi|119964726|ref|NP_000867.2| insulin-like growth factor 2 receptor precursor [Homo sapiens] 9 17 6.5 2491 274274 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.014442.0144 2 2.7497 0.196 2603.69 2602.7 1 37.5 1 R.TSECDFVFEWETPVVCPDEVR.M 1780 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsSD-NE_PHA_lymphocytes_Ti_114.010506.010506 2 3.3744 0.202 2431.29 2430.7 3 42.5 2 R.TPRPSVDNVHHNPPTIELLHR.S 161 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsSD-NE_PHA_lymphocytes_Ti_114.011999.011999 3 4.4513 0.2892 3943.34 3942.3 1 26.5625 2 R.ILFSPFFHPGNSIHTQPEVILHQNHEEDNCVQR.T 128 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.020242.0202 2 3.892 0.2703 1773.59 1772 1 76.92308 1 R.LLWDYVYQLLSDSR.Y 340 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010228.0102 2 3.0724 0.2537 2076.27 2076.3 1 47.058823 1 R.PSVDNVHHNPPTIELLHR.S 164 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsSD-NE_NT_lymphocytes_Ti_106.020164.020164.2 2 3.5589 0.2551 1771.01 1772 1 65.38461 1 R.LLWDYVYQLLSDSR.Y 340 2 *
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_001978.1| gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens] 5 8 19 452 53000 7.4 HsSD-NE_NT_lymphocytes_Ti_115.012887.012887.2 2 3.1924 0.2419 2072.11 2070.6 1 50 1 R.VIQLMPSPIMHPLILNPR.H 265 2 *
1566 ENSG00000034693:ENSMUSG00000019809:ENSRNOG00000015660 PEX3 gi|4505727|ref|NP_003621.1| gi|4505727|ref|NP_003621.1| peroxisomal biogenesis factor 3 [Homo sapiens] 2 5 7.8 373 42140 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008975.00897 2 3.1643 0.1329 1286.21 1283.5 3 75 1 K.HSLSLLDLEQK.L 198 2 *
1566 ENSG00000034693:ENSMUSG00000019809:ENSRNOG00000015660 PEX3 gi|4505727|ref|NP_003621.1| gi|4505727|ref|NP_003621.1| peroxisomal biogenesis factor 3 [Homo sapiens] 2 5 7.8 373 42140 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.013054.0130 2 5.1603 0.2658 2115.57 2113.3 1 67.64706 2 R.DMLESPDFSTVLNTCLNR.G 269 2 *
1566 ENSG00000034693:ENSMUSG00000019809:ENSRNOG00000015660 PEX3 gi|4505727|ref|NP_003621.1| gi|4505727|ref|NP_003621.1| peroxisomal biogenesis factor 3 [Homo sapiens] 2 5 7.8 373 42140 8.2 HsSD-NE_NT_lymphocytes_Ti_102.014748.014748.2 2 4.3298 0.3795 2113.11 2113.3 1 70.588234 2 R.DMLESPDFSTVLNTCLNR.G 269 2 *
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_PHA_lymphocytes_PK_112.012332.012332 2 3.7007 0.3864 1789.51 1788 1 75 1 S.FHKYGEYFPGTGDLR.D 293 1
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_PHA_lymphocytes_Ti_102.007835.007835 2 3.3452 0.3806 1864.39 1865.1 1 56.25 2 R.QQTDMAVNWAGGLHHAK.K 222 2 *
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_PHA_lymphocytes_PK_103.000402.000402 2 4.3668 0.4046 2054.07 2053.2 1 59.375 2 R.FNVGEDCPVFDGLFEFC.Q 189 1
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009497.0094 2 2.5109 0.183 1202.29 1202.5 1 81.25 1 R.KMEIYRPHK.A 145 2
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_PHA_lymphocytes_PK_105.020198.020198 2 3.5188 0.3895 1803.83 1802.9 1 61.538464 1 L.PYNDYFEYFGPDFK.L 424 1
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_NT_lymphocytes_Ti_112.010601.010601.1 1 1.9709 0.1452 1201.77 1202.5 2 68.75 1 R.KMEIYRPHK.A 145 2
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|NP_001518.2| gi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sapiens] 7 12 15.3 582 65538 7 HsSD-NE_NT_lymphocytes_Ti_107.017088.017088.2 2 6.0056 0.4844 1824.35 1824.2 1 84.375 4 K.TFNLPLLMLGGGGYTIR.N 385 2 *
1568 ENSG00000053371:ENSMUSG00000028743:ENSRNOG00000017899 AKR7A2 gi|41327764|ref|NP_003680.2| gi|41327764|ref|NP_003680.2| "aldo-keto reductase family 7, member A2 [Homo sapiens] " 2 6 12 359 39589 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.007326.007326 2 4.0373 0.4368 1682.79 1683.9 1 65.38461 1 K.YKYEDKDGKQPVGR.F 237 2 *
1568 ENSG00000053371:ENSMUSG00000028743:ENSRNOG00000017899 AKR7A2 gi|41327764|ref|NP_003680.2| gi|41327764|ref|NP_003680.2| "aldo-keto reductase family 7, member A2 [Homo sapiens] " 2 6 12 359 39589 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.011906.011906 3 4.376 0.3363 3434.6 3433.7 1 30.357143 2 R.LQCPQVDLFYLHAPDHGTPVEETLHACQR.L 130 2 *
1568 ENSG00000053371:ENSMUSG00000028743:ENSRNOG00000017899 AKR7A2 gi|41327764|ref|NP_003680.2| gi|41327764|ref|NP_003680.2| "aldo-keto reductase family 7, member A2 [Homo sapiens] " 2 6 12 359 39589 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.011698.0116 3 4.2337 0.4016 3432.35 3433.7 1 29.464287 1 R.LQCPQVDLFYLHAPDHGTPVEETLHACQR.L 130 2 *
1568 ENSG00000053371:ENSMUSG00000028743:ENSRNOG00000017899 AKR7A2 gi|41327764|ref|NP_003680.2| gi|41327764|ref|NP_003680.2| "aldo-keto reductase family 7, member A2 [Homo sapiens] " 2 6 12 359 39589 7.2 HsSD-NE_NT_lymphocytes_Ti_110.012834.012834.3 3 3.9399 0.1933 3436.64 3433.7 4 23.214285 2 R.LQCPQVDLFYLHAPDHGTPVEETLHACQR.L 130 2 *
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsSD-NE_PHA_lymphocytes_PK_107.017390.017390 2 3.8569 0.3889 2103.43 2101.4 1 50 1 L.GIPATECEFVGSLPVIVVGR.L 298 1 *
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.015760.0157 3 3.3473 0.3051 4632.32 4630.1 1 20.512821 1 K.VLWLTASQPCSIVDVEFLPVYHPSPEESRDPTLYANNVQR.V 252 2 *
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.011600.0116 2 3.9589 0.245 1242.37 1242.4 1 83.33333 2 R.DVALALAALDGGR.S 391 2 *
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsSD-NE_NT_lymphocytes_Ti_110.018536.018536.3 3 4.0473 0.1274 2958.8 2960.5 1 28.846153 1 R.LQAPVLVAAPHSTFFDPIVLLPCDLPK.V 119 2 *
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsNaOH-NE_PHA_lymphocytes_Ti_114.011972.0119 3 3.4769 0.2528 1910.78 1910.4 7 41.17647 1 K.FKPGAFIAGVPVQPVLIR.Y 215 2
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NP_705841.2| gi|87116681|ref|NP_705841.2| PLSC domain containing protein [Homo sapiens] 6 8 22.5 524 57219 9 HsNaOH-NE_PHA_lymphocytes_Ti_114.011958.0119 2 3.4748 0.2751 1913.01 1910.4 1 52.941177 2 K.FKPGAFIAGVPVQPVLIR.Y 215 2
1570 ENSG00000105254:ENSMUSG00000006095:ENSRNOG00000020781 TBCB gi|50428925|ref|NP_001272.2| gi|50428925|ref|NP_001272.2| cytoskeleton associated protein 1 [Homo sapiens] 3 4 14.3 244 27326 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.006735.006735 2 2.1481 0.1328 1104.41 1105.2 1 72.22222 1 R.IHVIDHSGAR.L 85 2 *
1570 ENSG00000105254:ENSMUSG00000006095:ENSRNOG00000020781 TBCB gi|50428925|ref|NP_001272.2| gi|50428925|ref|NP_001272.2| cytoskeleton associated protein 1 [Homo sapiens] 3 4 14.3 244 27326 5.1 HsSD-NE_NT_lymphocytes_Ti_104.015470.015470.2 2 5.1122 0.3833 2729.89 2732 1 50 1 K.YGAFVKPAVVTVGDFPEEDYGLDEI.- 220 2 *
1570 ENSG00000105254:ENSMUSG00000006095:ENSRNOG00000020781 TBCB gi|50428925|ref|NP_001272.2| gi|50428925|ref|NP_001272.2| cytoskeleton associated protein 1 [Homo sapiens] 3 4 14.3 244 27326 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.009411.0094 1 2.164 0.1757 1104.63 1105.2 2 66.66667 2 R.IHVIDHSGAR.L 85 2 *
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NP_055422.1| gi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo sapiens] 4 6 17.9 508 56778 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.007192.0071 3 3.732 0.3793 3489.14 3490.5 1 21.212122 1 K.SDTATGGESAGHATSSQEPSGCSDQRPAEDLNIR.V 165 2 *
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NP_055422.1| gi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo sapiens] 4 6 17.9 508 56778 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.014073.0140 3 3.944 0.2935 2424.47 2422.7 1 33.333336 1 R.QFAAQTVGNTYGNFSLATMFPR.R 347 2 *
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NP_055422.1| gi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo sapiens] 4 6 17.9 508 56778 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009942.00994 2 3.4886 0.3079 2279.97 2279.4 1 37.5 2 R.LPDGSSFTNQFPSDAPLEEAR.Q 326 2 *
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NP_055422.1| gi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo sapiens] 4 6 17.9 508 56778 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.007403.0074 2 3.312 0.1871 1575.39 1575.7 2 61.538464 1 R.NAELCEIPPTSDTK.S 151 2 *
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NP_055422.1| gi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo sapiens] 4 6 17.9 508 56778 6.4 HsSD-NE_NT_lymphocytes_Ti_104.008139.008139.3 3 4.5758 0.3334 3490.52 3490.5 1 22.727274 1 K.SDTATGGESAGHATSSQEPSGCSDQRPAEDLNIR.V 165 2 *
1572 ENSG00000143409:ENSMUSG00000038712:ENSRNOG00000021131 FAM63A gi|31377841|ref|NP_060849.2| gi|31377841|ref|NP_060849.2|;gi|94158609|ref|NP_00103530 hypothetical protein LOC55793 isoform 1 [Homo sapiens] 2 8 16.2 469 51805 4.9 HsSD-NE_PHA_lymphocytes_Ti_112.017721.017721 3 4.4007 0.2705 4105.43 4106.5 1 19.594595 2 K.HSSDTNLVTEGLIAEQFLETTAAQLTYHGLCELTAAAK.E 270 2
1572 ENSG00000143409:ENSMUSG00000038712:ENSRNOG00000021131 FAM63A gi|31377841|ref|NP_060849.2| gi|31377841|ref|NP_060849.2|;gi|94158609|ref|NP_00103530 hypothetical protein LOC55793 isoform 1 [Homo sapiens] 2 8 16.2 469 51805 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.021204.0212 3 4.3681 0.3261 4344.95 4343.8 1 22.972973 2 R.FTGVSDFEYTPECSVFDLLGIPLYHGWLVDPQSPEAVR.A 214 2
1572 ENSG00000143409:ENSMUSG00000038712:ENSRNOG00000021131 FAM63A gi|31377841|ref|NP_060849.2| gi|31377841|ref|NP_060849.2|;gi|94158609|ref|NP_00103530 hypothetical protein LOC55793 isoform 1 [Homo sapiens] 2 8 16.2 469 51805 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.021194.02119 3 3.3122 0.1056 4343.93 4343.8 2 18.918919 1 R.FTGVSDFEYTPECSVFDLLGIPLYHGWLVDPQSPEAVR.A 214 2
1572 ENSG00000143409:ENSMUSG00000038712:ENSRNOG00000021131 FAM63A gi|31377841|ref|NP_060849.2| gi|31377841|ref|NP_060849.2|;gi|94158609|ref|NP_00103530 hypothetical protein LOC55793 isoform 1 [Homo sapiens] 2 8 16.2 469 51805 4.9 HsSD-NE_NT_lymphocytes_Ti_108.000401.000401.3 3 3.8028 0.1746 4341.95 4343.8 3 16.216215 3 R.FTGVSDFEYTPECSVFDLLGIPLYHGWLVDPQSPEAVR.A 214 2
1573 ENSG00000182196:ENSMUSG00000029404:ENSRNOG00000001080 ARL6IP4 gi|50409691|ref|NP_001002252.1| gi|50409691|ref|NP_001002252.1|;gi|50409707|ref|NP_05772 SRp25 nuclear protein isoform 4 [Homo sapiens] 3 4 9.8 338 36211 11.2 HsSD-NE_PHA_lymphocytes_Ti_111.011852.011852 3 3.2623 0.111 2133.26 2133.3 1 48.61111 1 K.AEAQQVEALPGPSLDQWHR.S 233 2
1573 ENSG00000182196:ENSMUSG00000029404:ENSRNOG00000001080 ARL6IP4 gi|50409691|ref|NP_001002252.1| gi|50409691|ref|NP_001002252.1|;gi|50409707|ref|NP_05772 SRp25 nuclear protein isoform 4 [Homo sapiens] 3 4 9.8 338 36211 11.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008645.00864 3 4.7085 0.3755 2388.65 2390.6 1 40 2 K.EKAEAQQVEALPGPSLDQWHR.S 231 2
1573 ENSG00000182196:ENSMUSG00000029404:ENSRNOG00000001080 ARL6IP4 gi|50409691|ref|NP_001002252.1| gi|50409691|ref|NP_001002252.1|;gi|50409707|ref|NP_05772 SRp25 nuclear protein isoform 4 [Homo sapiens] 3 4 9.8 338 36211 11.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009573.0095 2 3.8796 0.3294 1289.65 1289.4 1 81.818184 1 K.GDGEVLEEIVTK.E 304 2
1574 ENSG00000157637:ENSMUSG00000061306:ENSRNOG00000004604 SLC38A10 gi|83921602|ref|NP_001033073.1| gi|83921602|ref|NP_001033073.1| "solute carrier family 38, member 10 isoform a [Homo sapiens] " 3 4 7 1119 119762 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.008615.0086 3 3.8538 0.3341 3734.96 3735.1 1 21.428572 1 K.GPVDVPGREDGKEAPEEAQLDRPGQGIAVPVGEAHR.H 461 2
1574 ENSG00000157637:ENSMUSG00000061306:ENSRNOG00000004604 SLC38A10 gi|83921602|ref|NP_001033073.1| gi|83921602|ref|NP_001033073.1| "solute carrier family 38, member 10 isoform a [Homo sapiens] " 3 4 7 1119 119762 5.7 HsNaOH-NE_NT_lymphocytes_PK_109.010095.0100 2 3.1641 0.3193 1870.65 1872 1 50 2 L.SVSEEVPEDLAEEAPGGR.L 396 1
1574 ENSG00000157637:ENSMUSG00000061306:ENSRNOG00000004604 SLC38A10 gi|83921602|ref|NP_001033073.1| gi|83921602|ref|NP_001033073.1| "solute carrier family 38, member 10 isoform a [Homo sapiens] " 3 4 7 1119 119762 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011010.01101 2 4.7753 0.4025 2265.45 2262.5 1 45.652176 1 R.DLGLAADLPGGAEGAAAQPQAVLR.Q 934 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.008709.00870 2 2.5906 0.093 1991.79 1992.1 8 43.75 1 K.AQLDQTGQHLFCVCGTR.V 30 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.014694.01469 2 3.773 0.3917 1909.67 1907.2 1 60.000004 2 R.TLQAAAFLDFLWHNMK.L 774 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.010528.01052 3 3.4185 0.3866 1786.58 1787 1 43.75 2 R.GSPGVVHLVAFHPDPTR.L 149 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsSD-NE_NT_lymphocytes_Ti_103.014156.014156.2 2 4.0245 0.3148 3025.35 3023.2 1 32.692307 2 R.SLEQEDQEDITAFDLSPDNEVLVTASR.A 60 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.013102.0131 2 2.7782 0.2931 1983.95 1983.3 1 53.125 2 K.LWALPQCQLLGVFSGHR.R 505 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsSD-NE_NT_lymphocytes_Ti_110.014936.014936.2 2 3.037 0.0944 1342.59 1341.6 2 62.5 1 R.VNILEVASGAVLR.S 47 2 *
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NP_006444.2| gi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapiens] 7 13 13.2 808 89035 6.9 HsSD-NE_NT_lymphocytes_Ti_109.010222.010222.2 2 2.9347 0.3028 1788.39 1787 1 53.125 3 R.GSPGVVHLVAFHPDPTR.L 149 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013940.01394 1 2.7502 0.1 1525.26 1523.7 2 58.333332 1 R.TEDPLLSWADFTK.R 531 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.002733.0027 2 4.1393 0.3415 2823.07 2821.2 1 47.826088 2 R.DIQPFSQDPTQLAEMIFNLLLEEK.R 93 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015837.01583 3 3.5539 0.1586 2085.92 2085.3 2 33.333336 1 R.APIDHGLEQLETWFTAGAK.L 249 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013870.01387 2 3.3769 0.3224 1523.55 1523.7 1 79.16667 1 R.TEDPLLSWADFTK.R 531 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.014336.0143 2 3.7863 0.3989 2223.03 2223.5 1 57.894737 3 K.APWSLLGPALSWQFSSYVGR.G 491 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsSD-NE_NT_lymphocytes_Ti_115.011076.011076.2 2 3.6541 0.3666 2463.33 2463.9 3 37.5 1 R.AFVVETQPCMPQTPHRPLILK.T 315 2 *
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_005410.1| gi|4885615|ref|NP_005410.1| signal transducer and activator of transcription 2 [Homo sapiens] 7 10 11.4 851 97916 5.5 HsSD-NE_NT_lymphocytes_Ti_115.011048.011048.3 3 4.0293 0.2355 2466.53 2463.9 6 35 1 R.AFVVETQPCMPQTPHRPLILK.T 315 2 *
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009900.0099 3 3.516 0.3151 3428.75 3430.5 1 24.193548 1 K.LAEEEDLFDSAHPEEGDLDLASESTAHAQSSK.A 253 2
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007953.00795 2 2.2866 0.3469 2977.17 2978.2 2 38.46154 1 K.SEPVKEESSELEQPFAQDTSSVGPDRK.L 226 2
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008237.00823 2 4.4628 0.321 2851.07 2850 1 44 1 K.SEPVKEESSELEQPFAQDTSSVGPDR.K 226 2
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.008870.00887 2 2.153 0.1408 923.59 923.03 1 91.66667 1 K.CISHLHR.T 464 2 *
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007970.00797 2 4.5099 0.4036 1735.79 1735.9 1 82.14286 3 R.KFDFDACNEVPPAPK.E 355 2
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_055464.1| gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Homo sapiens] 6 8 10.3 953 107474 6.2 HsNaOH-NE_NT_lymphocytes_PK_105.009048.0090 2 2.526 0.2102 1787.61 1784.9 1 56.25 1 S.SEELAEAPTEAPSPEAR.D 331 1
1578 ENSG00000171109:ENSMUSG00000027668:ENSRNOG00000011057 MFN1 gi|45269137|ref|NP_284941.2| gi|45269137|ref|NP_284941.2| mitofusin 1 [Homo sapiens] 2 7 5.1 741 84159 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.014506.0145 2 3.5081 0.3123 1584.99 1582.9 2 69.230774 1 R.VLLGLSEPIFQLPR.S 544 2 *
1578 ENSG00000171109:ENSMUSG00000027668:ENSRNOG00000011057 MFN1 gi|45269137|ref|NP_284941.2| gi|45269137|ref|NP_284941.2| mitofusin 1 [Homo sapiens] 2 7 5.1 741 84159 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.015250.01525 2 3.9107 0.2787 1584.95 1582.9 2 76.92308 4 R.VLLGLSEPIFQLPR.S 544 2 *
1578 ENSG00000171109:ENSMUSG00000027668:ENSRNOG00000011057 MFN1 gi|45269137|ref|NP_284941.2| gi|45269137|ref|NP_284941.2| mitofusin 1 [Homo sapiens] 2 7 5.1 741 84159 6.3 HsSD-NE_PHA_lymphocytes_PK_106.002507.002507 2 5.0188 0.4801 2682.49 2681.9 1 56.521736 2 R.DDLVLVDSPGTDVTTELDSWIDKF.C 172 1 *
1579 ENSG00000128394:NA:NA_APOBEC3G APOBEC3G gi|13399304|ref|NP_068594.1| gi|13399304|ref|NP_068594.1| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 11 11.2 384 46408 8 HsSD-NE_PHA_lymphocytes_Ti_108.008410.008410 2 3.1789 0.2723 1712.51 1712.8 1 66.66667 4 R.GRHETYLCYEVER.M 214 2 *
1579 ENSG00000128394:NA:NA_APOBEC3G APOBEC3G gi|13399304|ref|NP_068594.1| gi|13399304|ref|NP_068594.1| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 11 11.2 384 46408 8 HsSD-NE_PHA_lymphocytes_Ti_105.012740.012740 3 5.6129 0.3632 3627.41 3628.7 1 31.896553 3 K.HCWDTFVDHQGCPFQPWDGLDEHSQDLSGR.L 345 2 *
1579 ENSG00000128394:NA:NA_APOBEC3G APOBEC3G gi|13399304|ref|NP_068594.1| gi|13399304|ref|NP_068594.1| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 11 11.2 384 46408 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.011739.0117 3 4.8583 0.2628 3627.41 3628.7 1 27.586206 3 K.HCWDTFVDHQGCPFQPWDGLDEHSQDLSGR.L 345 2 *
1579 ENSG00000128394:NA:NA_APOBEC3G APOBEC3G gi|13399304|ref|NP_068594.1| gi|13399304|ref|NP_068594.1| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 11 11.2 384 46408 8 HsSD-NE_PHA_lymphocytes_PK_106.012288.012288 2 3.7826 0.3908 2302.61 2302.4 1 50 1 Q.GCPFQPWDGLDEHSQDLSGR.L 355 1 *
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsSD-NE_PHA_lymphocytes_Ti_110.007944.007944 2 4.1876 0.3417 1757.53 1759 1 60.714287 2 K.SAHLTNPWNEHKPVK.I 458 2
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsSD-NE_PHA_lymphocytes_Ti_108.007298.007298 2 3.9405 0.3278 1558.61 1558.7 1 81.818184 3 R.RRPEDYDIHNSR.K 535 2
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.015946.0159 3 4.2104 0.3228 3837.35 3835 1 24.21875 1 K.DGELNVLDDILTEVPEQDDELYNPESEQDKNEK.K 10 2
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsSD-NE_NT_lymphocytes_Ti_111.010441.010441.1 1 3.1555 0.3162 1558.81 1558.7 1 63.636364 3 R.RRPEDYDIHNSR.K 535 2
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008666.0086 2 2.125 0.1267 1859.97 1861.1 9 50 1 R.IDYPPEFHQRPGYLK.D 551 2
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NP_001026902.1| gi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_58861 splicing factor YT521-B isoform 1 [Homo sapiens] 5 12 10.3 727 84700 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009321.0093 2 3.8862 0.311 1558.57 1558.7 1 77.27273 2 R.RRPEDYDIHNSR.K 535 2
1581 ENSG00000142864:ENSMUSG00000036371:ENSRNOG00000005890 SERBP1 gi|66346679|ref|NP_001018077.1| gi|66346679|ref|NP_001018077.1|;gi|66346681|ref|NP_00101 SERPINE1 mRNA binding protein 1 isoform 1 [Homo sapiens] 3 5 9.3 408 44965 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.014256.0142 2 3.3965 0.1622 1947.37 1945.1 1 53.333336 1 R.FDQLFDDESDPFEVLK.A 17 2
1581 ENSG00000142864:ENSMUSG00000036371:ENSRNOG00000005890 SERBP1 gi|66346679|ref|NP_001018077.1| gi|66346679|ref|NP_001018077.1|;gi|66346681|ref|NP_00101 SERPINE1 mRNA binding protein 1 isoform 1 [Homo sapiens] 3 5 9.3 408 44965 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014219.01421 2 5.0875 0.4775 1945.85 1945.1 1 83.33333 2 R.FDQLFDDESDPFEVLK.A 17 2
1581 ENSG00000142864:ENSMUSG00000036371:ENSRNOG00000005890 SERBP1 gi|66346679|ref|NP_001018077.1| gi|66346679|ref|NP_001018077.1|;gi|66346681|ref|NP_00101 SERPINE1 mRNA binding protein 1 isoform 1 [Homo sapiens] 3 5 9.3 408 44965 8.6 HsSD-NE_PHA_lymphocytes_PK_105.017225.017225 2 3.6206 0.3278 2100.45 2101.3 1 59.375 1 N.RFDQLFDDESDPFEVLK.A 16 1
1582 ENSG00000138594:ENSMUSG00000058587:ENSRNOG00000032436 TMOD3 gi|7657649|ref|NP_055362.1| gi|7657649|ref|NP_055362.1| tropomodulin 3 (ubiquitous) [Homo sapiens] 3 5 21.3 352 39595 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.007965.007965 2 3.9037 0.2369 2179.59 2180.3 2 44.11765 1 K.EALEHKDREDYVPYTGEK.K 76 2 *
1582 ENSG00000138594:ENSMUSG00000058587:ENSRNOG00000032436 TMOD3 gi|7657649|ref|NP_055362.1| gi|7657649|ref|NP_055362.1| tropomodulin 3 (ubiquitous) [Homo sapiens] 3 5 21.3 352 39595 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.000290.0002 3 4.6571 0.2688 3888.05 3887.3 1 22.857143 2 K.VSLDPELEEALTSASDTELCDLAAILGMHNLITNTK.F 113 2 *
1582 ENSG00000138594:ENSMUSG00000058587:ENSRNOG00000032436 TMOD3 gi|7657649|ref|NP_055362.1| gi|7657649|ref|NP_055362.1| tropomodulin 3 (ubiquitous) [Homo sapiens] 3 5 21.3 352 39595 5.2 HsSD-NE_NT_lymphocytes_Ti_103.017500.017500.2 2 5.2826 0.4037 2327.09 2327.6 1 60.000004 2 K.QLETVLDDLDPENALLPAGFR.Q 31 2 *
1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_001645.1| gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral oncogene homolog [Homo sapiens 4 9 8.6 606 67585 9 HsSD-NE_PHA_lymphocytes_Ti_101.009096.009096 2 3.204 0.3439 1471.79 1472.7 1 70.83333 3 K.SNNIFLHEGLTVK.I 432 2
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1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_001645.1| gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral oncogene homolog [Homo sapiens 4 9 8.6 606 67585 9 HsNaOH-NE_NT_lymphocytes_Ti_109.019328.01932 3 4.9141 0.2431 2169.2 2167.6 1 48.52941 2 R.EERPLFPQILATIELLQR.S 555 2 *
1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_001645.1| gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral oncogene homolog [Homo sapiens 4 9 8.6 606 67585 9 HsNaOH-NE_NT_lymphocytes_Ti_113.010629.01062 3 3.9111 0.2569 2431.37 2431.6 1 42.5 1 R.TQHCDPEHFPFPAPANAPLQR.I 189 2 *
1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_001645.1| gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral oncogene homolog [Homo sapiens 4 9 8.6 606 67585 9 HsNaOH-NE_NT_lymphocytes_Ti_112.010696.01069 2 2.5481 0.2395 2430.01 2431.6 2 40 1 R.TQHCDPEHFPFPAPANAPLQR.I 189 2 *
1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_001645.1| gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral oncogene homolog [Homo sapiens 4 9 8.6 606 67585 9 HsSD-NE_NT_lymphocytes_Ti_110.010998.010998.2 2 4.8041 0.3444 2432.45 2431.6 1 55 2 R.TQHCDPEHFPFPAPANAPLQR.I 189 2 *
1584 ENSG00000068079:ENSMUSG00000010358:ENSRNOG00000020678 IFI35 gi|24307901|ref|NP_005524.1| gi|24307901|ref|NP_005524.1| interferon-induced protein 35 [Homo sapiens] 1 4 5.6 288 31745 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.017394.017394 2 3.6785 0.3003 1912.15 1911.2 1 60.000004 1 R.LSEEELLDKLEIFFGK.T 148 2 *
1584 ENSG00000068079:ENSMUSG00000010358:ENSRNOG00000020678 IFI35 gi|24307901|ref|NP_005524.1| gi|24307901|ref|NP_005524.1| interferon-induced protein 35 [Homo sapiens] 1 4 5.6 288 31745 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.018262.01826 2 3.139 0.2287 1911.95 1911.2 1 46.666668 1 R.LSEEELLDKLEIFFGK.T 148 2 *
1584 ENSG00000068079:ENSMUSG00000010358:ENSRNOG00000020678 IFI35 gi|24307901|ref|NP_005524.1| gi|24307901|ref|NP_005524.1| interferon-induced protein 35 [Homo sapiens] 1 4 5.6 288 31745 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.018172.0181 2 4.7558 0.3852 1913.39 1911.2 1 63.333332 2 R.LSEEELLDKLEIFFGK.T 148 2 *
1585 ENSG00000115216:ENSMUSG00000029148:NA NRBP1 gi|7019333|ref|NP_037524.1| gi|7019333|ref|NP_037524.1| nuclear receptor binding protein [Homo sapiens] 3 6 12.9 535 59845 5.1 HsSD-NE_PHA_lymphocytes_PK_107.013531.01353 1 3.101 0.3854 1524.68 1524.7 1 58.333332 3 K.NLHFFAPEYGEVT.N 239 1 *
1585 ENSG00000115216:ENSMUSG00000029148:NA NRBP1 gi|7019333|ref|NP_037524.1| gi|7019333|ref|NP_037524.1| nuclear receptor binding protein [Homo sapiens] 3 6 12.9 535 59845 5.1 HsSD-NE_PHA_lymphocytes_Ti_109.011025.011025 3 3.1214 0.1076 2726.09 2726.1 1 28.260868 1 K.LLAAHCIVGHQHMIPENALEEITK.N 335 2 *
1585 ENSG00000115216:ENSMUSG00000029148:NA NRBP1 gi|7019333|ref|NP_037524.1| gi|7019333|ref|NP_037524.1| nuclear receptor binding protein [Homo sapiens] 3 6 12.9 535 59845 5.1 HsSD-NE_NT_lymphocytes_Ti_110.014326.014326.3 3 4.5416 0.3828 3475.1 3476 1 25.80645 2 R.NGIYPLTAFGLPRPQQPQQEEVTSPVVPPSVK.T 399 2 *
1586 ENSG00000147813:ENSMUSG00000022574:ENSRNOG00000007939 NAPRT1 gi|40255089|ref|NP_660202.2| gi|40255089|ref|NP_660202.2| nicotinate phosphoribosyltransferase domain containing 1 [Homo s 3 7 12.7 466 49577 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.016479.01647 2 4.1381 0.4262 1962.13 1962.3 1 61.11111 4 R.SGLPNFLAVALALGELGYR.A 271 2 *
1586 ENSG00000147813:ENSMUSG00000022574:ENSRNOG00000007939 NAPRT1 gi|40255089|ref|NP_660202.2| gi|40255089|ref|NP_660202.2| nicotinate phosphoribosyltransferase domain containing 1 [Homo s 3 7 12.7 466 49577 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.015929.0159 2 5.6483 0.4662 1964.89 1962.3 1 72.22222 1 R.SGLPNFLAVALALGELGYR.A 271 2 *
1586 ENSG00000147813:ENSMUSG00000022574:ENSRNOG00000007939 NAPRT1 gi|40255089|ref|NP_660202.2| gi|40255089|ref|NP_660202.2| nicotinate phosphoribosyltransferase domain containing 1 [Homo s 3 7 12.7 466 49577 5.5 HsSD-NE_NT_lymphocytes_Ti_108.016582.016582.3 3 5.6523 0.3088 2974.25 2971.3 2 38 1 R.LRDADVQFLASVLPPDTDPAFFEHLR.A 48 2 *
1586 ENSG00000147813:ENSMUSG00000022574:ENSRNOG00000007939 NAPRT1 gi|40255089|ref|NP_660202.2| gi|40255089|ref|NP_660202.2| nicotinate phosphoribosyltransferase domain containing 1 [Homo s 3 7 12.7 466 49577 5.5 HsSD-NE_NT_lymphocytes_Ti_107.013365.013365.2 2 2.2647 0.088 1410.05 1408.6 7 61.538464 1 R.CPFGGAFALAAGLR.D 24 2 *
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_PHA_lymphocytes_Ti_107.010540.010540 3 4.6518 0.4045 3889.31 3891.3 1 24.242424 2 R.HQGTVTEDKNNASHVVYPVPGNLEEEEWVRPVMK.R 163 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_PHA_lymphocytes_Ti_113.016196.016196 2 4.4682 0.3703 2154.09 2152.5 1 69.44444 4 K.SLSSLVVQLLQFQEEVFGK.H 48 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.013379.0133 2 3.7107 0.3282 1885.69 1886.1 1 52.499996 1 R.DIGEGNLSTAAAAALAAAAVK.A 852 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_110.020983.020983.2 2 2.7537 0.257 2901.75 2899.2 3 31.818182 1 R.EWTEQETLLLLEALEMYKDDWNK.V 600 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.018050.0180 2 3.4782 0.4001 2153.51 2152.5 1 52.77778 1 K.SLSSLVVQLLQFQEEVFGK.H 48 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_109.011347.011347.2 2 2.4888 0.1383 1689.61 1689.9 1 58.333332 2 K.LRHFEELETIMDR.E 903 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010714.010714.3 3 4.4141 0.3622 3306.65 3309.4 1 30.645163 1 K.ADPAFGLESSGIAGTTSDEPERIEESGNDEAR.V 729 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_102.014985.014985.3 3 3.314 0.2362 1885.52 1886.1 1 42.5 1 R.DIGEGNLSTAAAAALAAAAVK.A 852 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_102.014901.014901.2 2 3.4047 0.2815 1886.55 1886.1 2 42.5 2 R.DIGEGNLSTAAAAALAAAAVK.A 852 2
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NP_003066.2| gi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associated actin-dependent regulator of ch 8 17 12.9 1214 132879 5.7 HsSD-NE_NT_lymphocytes_Ti_102.010169.010169.2 2 3.8582 0.3616 1794.63 1792.9 1 71.42857 2 K.YYEAADTVTQFDNVR.L 14 2
1588 ENSG00000119689:ENSMUSG00000004789:ENSRNOG00000005061 DLSTP gi|19923748|ref|NP_001924.2| gi|19923748|ref|NP_001924.2| dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-gl 4 5 11.7 453 48755 9 HsSD-NE_PHA_lymphocytes_PK_108.012182.012182 2 3.7761 0.3819 1856.03 1857.2 1 64.70589 2 L.LVPDGGKVEGGTPLFTLR.K 127 1 *
1588 ENSG00000119689:ENSMUSG00000004789:ENSRNOG00000005061 DLSTP gi|19923748|ref|NP_001924.2| gi|19923748|ref|NP_001924.2| dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-gl 4 5 11.7 453 48755 9 HsSD-NE_PHA_lymphocytes_Ti_101.014066.014066 2 2.9392 0.1492 2221.19 2218.5 6 40 1 K.ASAFALQEQPVVNAVIDDTTK.E 287 2 *
1588 ENSG00000119689:ENSMUSG00000004789:ENSRNOG00000005061 DLSTP gi|19923748|ref|NP_001924.2| gi|19923748|ref|NP_001924.2| dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-gl 4 5 11.7 453 48755 9 HsSD-NE_NT_lymphocytes_Ti_102.008997.008997.2 2 2.9812 0.1429 1480.63 1479.6 1 73.07692 1 K.TPAFAESVTEGDVR.W 75 2 *
1588 ENSG00000119689:ENSMUSG00000004789:ENSRNOG00000005061 DLSTP gi|19923748|ref|NP_001924.2| gi|19923748|ref|NP_001924.2| dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-gl 4 5 11.7 453 48755 9 HsSD-NE_PHA_lymphocytes_PK_106.011109.011109 2 2.6884 0.1992 1190.23 1190.4 1 80 1 K.VEGGTPLFTLR.K 134 2 *
1589 ENSG00000116199:ENSMUSG00000033557:ENSRNOG00000004337 FAM20B gi|7662150|ref|NP_055679.1| gi|7662150|ref|NP_055679.1| hypothetical protein LOC9917 [Homo sapiens] 1 5 4.6 409 46433 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.016664.01666 2 3.4549 0.3804 2246.23 2247.6 1 47.22222 1 K.LDHTLQSPWEIAAQWVVPR.E 56 2 *
1589 ENSG00000116199:ENSMUSG00000033557:ENSRNOG00000004337 FAM20B gi|7662150|ref|NP_055679.1| gi|7662150|ref|NP_055679.1| hypothetical protein LOC9917 [Homo sapiens] 1 5 4.6 409 46433 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.016166.0161 2 5.4768 0.4412 2247.37 2247.6 1 55.555557 2 K.LDHTLQSPWEIAAQWVVPR.E 56 2 *
1589 ENSG00000116199:ENSMUSG00000033557:ENSRNOG00000004337 FAM20B gi|7662150|ref|NP_055679.1| gi|7662150|ref|NP_055679.1| hypothetical protein LOC9917 [Homo sapiens] 1 5 4.6 409 46433 6.9 HsSD-NE_NT_lymphocytes_Ti_108.016634.016634.2 2 4.0289 0.2913 2250.17 2247.6 1 55.555557 2 K.LDHTLQSPWEIAAQWVVPR.E 56 2 *
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NP_071387.1| gi|18034767|ref|NP_071387.1| phosphorylated CTD interacting factor 1 [Homo sapiens] 5 12 7.7 704 80670 7.4 HsSD-NE_PHA_lymphocytes_Ti_111.011799.011799 2 4.18 0.4329 2064.93 2063.4 1 58.823532 6 K.HRGPSEVLPPHPEVELLR.S 188 2 *
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NP_071387.1| gi|18034767|ref|NP_071387.1| phosphorylated CTD interacting factor 1 [Homo sapiens] 5 12 7.7 704 80670 7.4 HsSD-NE_PHA_lymphocytes_PK_107.019024.019024 2 2.9104 0.2514 1456.03 1453.6 1 90 1 K.WNVEDTFSWLR.K 314 2 *
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NP_071387.1| gi|18034767|ref|NP_071387.1| phosphorylated CTD interacting factor 1 [Homo sapiens] 5 12 7.7 704 80670 7.4 HsSD-NE_PHA_lymphocytes_Ti_108.009525.009525 3 4.0837 0.1176 2063.24 2063.4 4 39.705883 3 K.HRGPSEVLPPHPEVELLR.S 188 2 *
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NP_071387.1| gi|18034767|ref|NP_071387.1| phosphorylated CTD interacting factor 1 [Homo sapiens] 5 12 7.7 704 80670 7.4 HsSD-NE_NT_lymphocytes_Ti_111.012648.012648.2 2 2.5573 0.1451 1653.45 1653.9 7 58.333332 1 R.HQLILPAFEHEYR.S 607 2 *
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NP_071387.1| gi|18034767|ref|NP_071387.1| phosphorylated CTD interacting factor 1 [Homo sapiens] 5 12 7.7 704 80670 7.4 HsSD-NE_NT_lymphocytes_Ti_111.010025.010025.2 2 2.9699 0.2428 1282.57 1282.4 1 72.72727 1 R.RQCGPHVSAAAK.D 343 2 *
1591 ENSG00000145982:ENSMUSG00000021420:ENSRNOG00000016135 FARS2 gi|5729820|ref|NP_006558.1| gi|5729820|ref|NP_006558.1| phenylalanyl-tRNA synthetase 2 precursor [Homo sapiens] 3 5 12 451 52357 7.5 HsSD-NE_PHA_lymphocytes_Ti_115.010721.010721 2 2.0544 0.1111 1781.79 1779.1 4 50 1 R.NLHNQQHHPLWLIK.E 77 2 *
1591 ENSG00000145982:ENSMUSG00000021420:ENSRNOG00000016135 FARS2 gi|5729820|ref|NP_006558.1| gi|5729820|ref|NP_006558.1| phenylalanyl-tRNA synthetase 2 precursor [Homo sapiens] 3 5 12 451 52357 7.5 HsSD-NE_NT_lymphocytes_Ti_111.013562.013562.2 2 4.662 0.4048 2069.49 2070.4 1 63.88889 2 R.HIHQALQEAAVQLLGVEGR.F 432 2 *
1591 ENSG00000145982:ENSMUSG00000021420:ENSRNOG00000016135 FARS2 gi|5729820|ref|NP_006558.1| gi|5729820|ref|NP_006558.1| phenylalanyl-tRNA synthetase 2 precursor [Homo sapiens] 3 5 12 451 52357 7.5 HsSD-NE_PHA_lymphocytes_PK_106.000118.000118 2 4.4437 0.3189 2594.01 2594.8 1 52.499996 2 N.DISFWLPSENYAENDFYDLVR.T 366 1 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsSD-NE_PHA_lymphocytes_Ti_114.014710.014710 2 3.3113 0.0995 2222.11 2221.7 7 42.5 1 K.LKPTDVGLLAVIANNIITINK.D 255 2 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsNaOH-NE_NT_lymphocytes_Ti_110.008572.00857 2 4.2727 0.4105 1746.65 1747 1 63.333332 3 R.KTNLSAVVAAQSNWEK.V 148 2 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.017165.01716 2 3.3656 0.3337 2116.93 2114.4 1 47.22222 2 K.DIHTLAQLISAYSLVDPEK.A 480 2 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsSD-NE_NT_lymphocytes_Ti_109.015944.015944.2 2 4.3982 0.4108 2760.49 2761.2 1 41.666664 2 K.ISASLQSQSPEHLLPVLIQAAQLCR.E 326 2 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsSD-NE_NT_lymphocytes_Ti_114.013003.013003.2 2 4.3706 0.4029 2889.99 2889.3 1 42 2 R.KISASLQSQSPEHLLPVLIQAAQLCR.E 325 2 *
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|NP_008878.3| gi|109638749|ref|NP_008878.3| signal recognition particle 72kDa [Homo sapiens] 6 11 13.6 671 74606 9.3 HsSD-NE_NT_lymphocytes_Ti_102.008609.008609.2 2 2.0181 0.101 1189.45 1189.3 1 87.5 1 R.YDECLAVYR.D 125 2 *
1593 ENSG00000105379:ENSMUSG00000004610:ENSRNOG00000017851 ETFB gi|4503609|ref|NP_001976.1| gi|4503609|ref|NP_001976.1|;gi|62420877|ref|NP_001014763 "electron-transfer-flavoprotein, beta polypeptide isoform 1 [Homo s 3 4 19.6 255 27844 8.1 HsSD-NE_PHA_lymphocytes_Ti_105.011501.011501 2 3.2541 0.3015 1892.01 1890.1 9 50 2 K.HSMNPFCEIAVEEAVR.L 36 2
1593 ENSG00000105379:ENSMUSG00000004610:ENSRNOG00000017851 ETFB gi|4503609|ref|NP_001976.1| gi|4503609|ref|NP_001976.1|;gi|62420877|ref|NP_001014763 "electron-transfer-flavoprotein, beta polypeptide isoform 1 [Homo s 3 4 19.6 255 27844 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009812.0098 2 2.914 0.2815 1815.99 1813.1 2 53.125 1 K.KIEVIKPGDLGVDLTSK.L 205 2
1593 ENSG00000105379:ENSMUSG00000004610:ENSRNOG00000017851 ETFB gi|4503609|ref|NP_001976.1| gi|4503609|ref|NP_001976.1|;gi|62420877|ref|NP_001014763 "electron-transfer-flavoprotein, beta polypeptide isoform 1 [Homo s 3 4 19.6 255 27844 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008625.008625.2 2 4.7049 0.4848 1918.45 1919.1 1 71.875 1 K.EVIAVSCGPAQCQETIR.T 60 2
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsSD-NE_PHA_lymphocytes_Ti_111.016653.016653 3 3.1587 0.1581 2976.17 2976.3 7 25 1 R.FLLGPEGQHLLQGLEAQFQCVFGTER.L 523 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsSD-NE_PHA_lymphocytes_Ti_102.020912.020912 2 4.5289 0.401 2977.05 2976.3 1 48 4 R.FLLGPEGQHLLQGLEAQFQCVFGTER.L 523 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsNaOH-NE_NT_lymphocytes_Ti_113.015597.01559 3 3.4283 0.2527 2975.75 2976.3 6 25 1 R.FLLGPEGQHLLQGLEAQFQCVFGTER.L 523 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsNaOH-NE_NT_lymphocytes_Ti_113.015635.01563 2 4.0739 0.3159 2978.77 2976.3 1 40 1 R.FLLGPEGQHLLQGLEAQFQCVFGTER.L 523 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsNaOH-NE_NT_lymphocytes_Ti_112.009438.00943 2 2.6672 0.2489 849.31 849.02 1 85.71429 2 R.GPGHVLLR.Y 967 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsSD-NE_NT_lymphocytes_Ti_114.015958.015958.3 3 5.0892 0.3653 2978.09 2976.3 1 35 5 R.FLLGPEGQHLLQGLEAQFQCVFGTER.L 523 2 *
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|NP_116178.2| gi|157738665|ref|NP_116178.2| "poly (ADP-ribose) polymerase family, member 10 [Homo sapiens] 4 15 5.2 1025 109998 5 HsSD-NE_NT_lymphocytes_Ti_103.018468.018468.2 2 2.6307 0.137 2157.31 2156.4 3 38.88889 1 R.ELLATLEGLDLDGEDWLPR.E 597 2 *
1595 ENSG00000204590:ENSMUSG00000024429:ENSRNOG00000000798 GNL1 gi|38788319|ref|NP_005266.2| gi|38788319|ref|NP_005266.2| guanine nucleotide binding protein-like 1 [Homo sapiens] 3 6 9.9 607 68661 5.8 HsSD-NE_PHA_lymphocytes_PK_108.017853.017853 2 3.2037 0.2379 1759.87 1759 1 57.14286 2 K.LCDCPGLIFPSLLPR.Q 409 2 *
1595 ENSG00000204590:ENSMUSG00000024429:ENSRNOG00000000798 GNL1 gi|38788319|ref|NP_005266.2| gi|38788319|ref|NP_005266.2| guanine nucleotide binding protein-like 1 [Homo sapiens] 3 6 9.9 607 68661 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.016701.0167 2 3.66 0.2256 2967.03 2964.4 9 30.769232 2 R.QLQVLAGIYPIAQIQEPYTAVGYLASR.I 424 2 *
1595 ENSG00000204590:ENSMUSG00000024429:ENSRNOG00000000798 GNL1 gi|38788319|ref|NP_005266.2| gi|38788319|ref|NP_005266.2| guanine nucleotide binding protein-like 1 [Homo sapiens] 3 6 9.9 607 68661 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.010090.01009 2 4.8367 0.4449 1911.53 1911.2 1 76.47059 2 R.YKDGVVTIGCVGFPNVGK.S 356 2 *
1596 ENSG00000109572:ENSMUSG00000004319:ENSRNOG00000010682 CLCN3 gi|55770838|ref|NP_001820.2| gi|55770838|ref|NP_001820.2|;gi|55770840|ref|NP_776297.2| chloride channel 3 isoform b [Homo sapiens] 1 8 2.3 818 90966 6.3 HsNaOH-NE_NT_lymphocytes_Ti_115.009959.00995 2 3.5809 0.3804 2137.91 2136.4 1 47.22222 2 R.VCFAQHTPSLPAESPRPLK.L 732 2
1596 ENSG00000109572:ENSMUSG00000004319:ENSRNOG00000010682 CLCN3 gi|55770838|ref|NP_001820.2| gi|55770838|ref|NP_001820.2|;gi|55770840|ref|NP_776297.2| chloride channel 3 isoform b [Homo sapiens] 1 8 2.3 818 90966 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.010245.0102 2 4.6968 0.4307 2135.55 2136.4 1 52.77778 5 R.VCFAQHTPSLPAESPRPLK.L 732 2
1596 ENSG00000109572:ENSMUSG00000004319:ENSRNOG00000010682 CLCN3 gi|55770838|ref|NP_001820.2| gi|55770838|ref|NP_001820.2|;gi|55770840|ref|NP_776297.2| chloride channel 3 isoform b [Homo sapiens] 1 8 2.3 818 90966 6.3 HsSD-NE_NT_lymphocytes_Ti_112.011468.011468.2 2 3.7075 0.3536 2137.55 2136.4 1 50 1 R.VCFAQHTPSLPAESPRPLK.L 732 2
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NP_839955.1| gi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_00102009 Sec3 isoform 2 [Homo sapiens] 4 10 6.9 879 100283 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.009528.009528 2 3.9451 0.1405 2023.43 2024.3 1 56.25 1 K.NCFLCATVTTERPVQVK.V 35 2
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NP_839955.1| gi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_00102009 Sec3 isoform 2 [Homo sapiens] 4 10 6.9 879 100283 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.019643.0196 3 3.2837 0.155 2612.63 2609.9 1 30.952381 1 K.IFEQVLSELEPLCLAEQDFISK.F 499 2
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NP_839955.1| gi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_00102009 Sec3 isoform 2 [Homo sapiens] 4 10 6.9 879 100283 6.6 HsSD-NE_NT_lymphocytes_Ti_104.021005.021005.2 2 5.7517 0.3787 2611.95 2609.9 1 57.14286 2 K.IFEQVLSELEPLCLAEQDFISK.F 499 2
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NP_839955.1| gi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_00102009 Sec3 isoform 2 [Homo sapiens] 4 10 6.9 879 100283 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.001775.0017 2 3.5321 0.35 2417.21 2414.8 1 47.61905 1 K.VGILPFVAEFEEFAGLAESIFK.N 654 2
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NP_839955.1| gi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_00102009 Sec3 isoform 2 [Homo sapiens] 4 10 6.9 879 100283 6.6 HsSD-NE_NT_lymphocytes_Ti_114.019662.019662.2 2 4.0281 0.2971 2414.99 2414.8 1 47.61905 5 K.VGILPFVAEFEEFAGLAESIFK.N 654 2
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsNaOH-NE_NT_lymphocytes_Ti_111.011285.01128 2 3.2463 0.3702 1554.65 1551.7 1 70.83333 1 R.HLDLAYNLLEGHR.E 269 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010196.0101 2 3.6756 0.3667 1551.89 1551.7 1 70.83333 2 R.HLDLAYNLLEGHR.E 269 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.011660.0116 2 3.5262 0.4165 1948.03 1948.3 4 41.666664 2 R.SPRPTGSDLLPGAPILSLR.F 610 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsSD-NE_NT_lymphocytes_Ti_112.011206.011206.2 2 2.5609 0.3774 1258.67 1259.5 2 80 1 R.GVPLHCLHGLR.G 128 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsSD-NE_NT_lymphocytes_Ti_110.016603.016603.2 2 3.5155 0.3463 2773.13 2773.1 1 36.95652 2 R.TLNPSPAGWFVQQHPELELMSSFR.E 411 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.009963.0099 2 3.0974 0.2972 1260.97 1259.5 1 80 2 R.GVPLHCLHGLR.G 128 2 *
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|NP_443134.2| gi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sapiens] 5 12 8.6 1099 121401 5.4 HsSD-NE_NT_lymphocytes_Ti_109.000509.000509.2 2 4.065 0.3272 2906.89 2904.4 1 40.384613 2 R.YLVLEPDAHAAVQELLAVLTPVTNVAR.E 641 2 *
1599 ENSG00000180198:ENSMUSG00000028896:ENSRNOG00000039825 RCC1 gi|114796644|ref|NP_001041659.1| gi|114796644|ref|NP_001041659.1|;gi|114796646|ref|NP_001 regulator of chromosome condensation 1 isoform a [Homo sapiens 3 6 11.9 452 48146 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.004432.004432 2 5.3363 0.5891 1900.55 1900 1 77.77778 2 K.VVQVSAGDSHTAALTDDGR.V 152 2
1599 ENSG00000180198:ENSMUSG00000028896:ENSRNOG00000039825 RCC1 gi|114796644|ref|NP_001041659.1| gi|114796644|ref|NP_001041659.1|;gi|114796646|ref|NP_001 regulator of chromosome condensation 1 isoform a [Homo sapiens 3 6 11.9 452 48146 8.2 HsSD-NE_PHA_lymphocytes_Ti_109.011777.011777 3 4.0555 0.3664 2867.09 2866.3 1 29.807693 1 R.KKPALVSIPEDVVQAEAGGMHTVCLSK.S 89 2
1599 ENSG00000180198:ENSMUSG00000028896:ENSRNOG00000039825 RCC1 gi|114796644|ref|NP_001041659.1| gi|114796644|ref|NP_001041659.1|;gi|114796646|ref|NP_001 regulator of chromosome condensation 1 isoform a [Homo sapiens 3 6 11.9 452 48146 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011889.01188 2 2.7419 0.2753 1012.07 1012.2 3 92.85714 1 R.VFLWGSFR.D 171 2
1599 ENSG00000180198:ENSMUSG00000028896:ENSRNOG00000039825 RCC1 gi|114796644|ref|NP_001041659.1| gi|114796644|ref|NP_001041659.1|;gi|114796646|ref|NP_001 regulator of chromosome condensation 1 isoform a [Homo sapiens 3 6 11.9 452 48146 8.2 HsSD-NE_NT_lymphocytes_Ti_104.008188.008188.2 2 4.864 0.552 1900.67 1900 1 61.11111 2 K.VVQVSAGDSHTAALTDDGR.V 152 2
1600 ENSG00000168397:ENSMUSG00000026280:ENSRNOG00000023914 LOC727737 gi|113413583|ref|XP_001126076.1| gi|113413583|ref|XP_001126076.1|;gi|169162934|ref|XP_001 PREDICTED: similar to APG4 autophagy 4 homolog B [Homo sapi 2 4 15 380 42622 5.5 HsSD-NE_PHA_lymphocytes_PK_108.014603.014603 3 3.9795 0.3551 4450.61 4451.7 1 22.972973 1 Y.VGEELIYLDPHTTQPAVEPTDGCFIPDESFHCQHPPCR.M 270 1
1600 ENSG00000168397:ENSMUSG00000026280:ENSRNOG00000023914 LOC727737 gi|113413583|ref|XP_001126076.1| gi|113413583|ref|XP_001126076.1|;gi|169162934|ref|XP_001 PREDICTED: similar to APG4 autophagy 4 homolog B [Homo sapi 2 4 15 380 42622 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.015184.0151 2 3.0103 0.1003 2272.23 2270.5 2 44.444447 1 R.FAEFEDFPETSEPVWILGR.K 13 2
1600 ENSG00000168397:ENSMUSG00000026280:ENSRNOG00000023914 LOC727737 gi|113413583|ref|XP_001126076.1| gi|113413583|ref|XP_001126076.1|;gi|169162934|ref|XP_001 PREDICTED: similar to APG4 autophagy 4 homolog B [Homo sapi 2 4 15 380 42622 5.5 HsSD-NE_NT_lymphocytes_Ti_104.016226.016226.2 2 4.559 0.451 2271.27 2270.5 1 58.333332 2 R.FAEFEDFPETSEPVWILGR.K 13 2
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.012240.01224 2 4.477 0.4631 2292.75 2292.6 1 45.238094 1 R.ALVAIGTHDLDTLSGPFTYTAK.R 155 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010862.01086 2 3.1116 0.2369 1213.21 1213.5 1 80 1 K.IRPFAVAAVLR.N 117 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008120.00812 2 2.6725 0.1491 1192.51 1192.4 4 70 1 K.LGVLHPDVITK.F 561 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.012657.0126 2 2.0737 0.1049 1481.65 1481.7 1 62.5 1 K.NPGFEIIHGLLDR.I 505 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsSD-NE_NT_lymphocytes_Ti_103.018114.018114.3 3 3.5687 0.1522 3499.19 3499 2 20 1 K.LHQNICRKRALVAIGTHDLDTLSGPFTYTAK.R 146 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsSD-NE_NT_lymphocytes_Ti_104.014236.014236.1 1 2.1175 0.1949 1352.68 1351.6 1 60.000004 1 R.YDLLCLEGLVR.G 72 2 *
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|NP_005678.3| gi|124028525|ref|NP_005678.3| "phenylalanyl-tRNA synthetase, beta subunit [Homo sapiens] " 7 9 13.1 589 66116 6.8 HsSD-NE_NT_lymphocytes_Ti_104.014272.014272.2 2 4.1941 0.314 1352.35 1351.6 1 90 3 R.YDLLCLEGLVR.G 72 2 *
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NP_113646.1| gi|13899297|ref|NP_113646.1| "poly (ADP-ribose) polymerase family, member 9 [Homo sapiens] " 5 12 13.9 854 96283 7.9 HsSD-NE_PHA_lymphocytes_Ti_107.000747.000747 2 3.4658 0.3597 1895.37 1894.2 1 60.000004 2 R.ADLIEVVMNIEDMLCK.V 591 2 *
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NP_113646.1| gi|13899297|ref|NP_113646.1| "poly (ADP-ribose) polymerase family, member 9 [Homo sapiens] " 5 12 13.9 854 96283 7.9 HsSD-NE_PHA_lymphocytes_Ti_106.020924.020924 3 7.3566 0.4973 3971.12 3970.5 1 31.756756 6 R.IELSVWKDDLTTHAVDAVVNAANEDLLHGGGLALALVK.A 118 2 *
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NP_113646.1| gi|13899297|ref|NP_113646.1| "poly (ADP-ribose) polymerase family, member 9 [Homo sapiens] " 5 12 13.9 854 96283 7.9 HsSD-NE_PHA_lymphocytes_PK_112.014300.014300 3 4.9714 0.4519 3268.55 3266.6 1 28.225807 2 Q.GHPLNIVPPPLSPGAIDGHDSVVDNVSSPETF.V 774 0 *
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NP_113646.1| gi|13899297|ref|NP_113646.1| "poly (ADP-ribose) polymerase family, member 9 [Homo sapiens] " 5 12 13.9 854 96283 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.017846.01784 2 3.2876 0.3416 2279.13 2278.7 2 37.5 1 K.TVAIPALSSGIFQFPLNLCTK.T 233 2 *
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NP_113646.1| gi|13899297|ref|NP_113646.1| "poly (ADP-ribose) polymerase family, member 9 [Homo sapiens] " 5 12 13.9 854 96283 7.9 HsSD-NE_PHA_lymphocytes_PK_106.017356.017356 2 3.0133 0.195 1484.75 1485.8 3 72.72727 1 K.FVIFPTDLEIYK.A 466 2 *
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NP_055870.2| gi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 4 7 8.7 585 68998 5.9 HsSD-NE_PHA_lymphocytes_Ti_113.017107.017107 2 4.8561 0.3398 2276.93 2277.7 1 55.263157 2 R.QTVSMAINEVFNELILDVLK.Q 194 2 *
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NP_055870.2| gi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 4 7 8.7 585 68998 5.9 HsSD-NE_PHA_lymphocytes_Ti_105.011589.011589 3 3.8943 0.4028 3596.42 3598.9 1 26.666668 1 K.VPHDPVALEEHFRDDDEGPVSNQGYMPYLNR.F 45 2 *
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NP_055870.2| gi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 4 7 8.7 585 68998 5.9 HsSD-NE_PHA_lymphocytes_PK_107.010862.010862 2 3.701 0.2353 2603.77 2603.7 2 40.909092 1 K.VPHDPVALEEHFRDDDEGPVSNQ.G 45 1 *
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NP_055870.2| gi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 4 7 8.7 585 68998 5.9 HsSD-NE_PHA_lymphocytes_PK_109.003516.003516 2 3.4038 0.1794 1731.73 1731 6 57.14286 2 M.AINEVFNELILDVLK.Q 199 1 *
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NP_055870.2| gi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 4 7 8.7 585 68998 5.9 HsSD-NE_NT_lymphocytes_Ti_107.011235.011235.3 3 4.6573 0.4317 3598.97 3598.9 1 26.666668 1 K.VPHDPVALEEHFRDDDEGPVSNQGYMPYLNR.F 45 2 *
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_002708.1| gi|4506019|ref|NP_002708.1| "alpha isoform of regulatory subunit B55, protein phosphatase 2 [H 4 5 17.2 447 51692 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.011564.01156 2 3.0309 0.2359 1412.23 1410.6 1 85 1 R.INLWHLEITDR.S 200 2
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_002708.1| gi|4506019|ref|NP_002708.1| "alpha isoform of regulatory subunit B55, protein phosphatase 2 [H 4 5 17.2 447 51692 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013061.013061.2 2 2.8065 0.127 1411.79 1410.6 1 85 1 R.INLWHLEITDR.S 200 2
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_002708.1| gi|4506019|ref|NP_002708.1| "alpha isoform of regulatory subunit B55, protein phosphatase 2 [H 4 5 17.2 447 51692 6.2 HsSD-NE_PHA_lymphocytes_PK_105.013062.013062 2 3.0046 0.2676 1783.13 1781 1 57.692307 1 K.IWDLNMENRPVETY.Q 310 1 *
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_002708.1| gi|4506019|ref|NP_002708.1| "alpha isoform of regulatory subunit B55, protein phosphatase 2 [H 4 5 17.2 447 51692 6.2 HsSD-NE_NT_lymphocytes_Ti_109.018607.018607.3 3 3.7461 0.2176 4292.9 4292.7 1 18.918919 1 R.SFNIVDIKPANMEELTEVITAAEFHPNSCNTFVYSSSK.G 211 2 *
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_002708.1| gi|4506019|ref|NP_002708.1| "alpha isoform of regulatory subunit B55, protein phosphatase 2 [H 4 5 17.2 447 51692 6.2 HsSD-NE_NT_lymphocytes_Ti_110.020387.020387.2 2 2.9867 0.1223 1559.63 1559.8 7 65.38461 1 R.SFFSEIISSISDVK.F 279 2
1605 ENSG00000196139:ENSMUSG00000021213:ENSRNOG00000033010 AKR1C3 gi|24497583|ref|NP_003730.4| gi|24497583|ref|NP_003730.4| "aldo-keto reductase family 1, member C3 [Homo sapiens] " 3 5 12.1 323 36853 7.9 HsSD-NE_PHA_lymphocytes_Ti_104.009336.009336 2 4.5545 0.3873 2181.15 2180.4 1 61.11111 1 R.HIDSAHLYNNEEQVGLAIR.S 48 2
1605 ENSG00000196139:ENSMUSG00000021213:ENSRNOG00000033010 AKR1C3 gi|24497583|ref|NP_003730.4| gi|24497583|ref|NP_003730.4| "aldo-keto reductase family 1, member C3 [Homo sapiens] " 3 5 12.1 323 36853 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.008643.00864 3 3.3065 0.1918 2180.42 2180.4 1 38.88889 1 R.HIDSAHLYNNEEQVGLAIR.S 48 2
1605 ENSG00000196139:ENSMUSG00000021213:ENSRNOG00000033010 AKR1C3 gi|24497583|ref|NP_003730.4| gi|24497583|ref|NP_003730.4| "aldo-keto reductase family 1, member C3 [Homo sapiens] " 3 5 12.1 323 36853 7.9 HsSD-NE_NT_lymphocytes_Ti_102.016942.016942.2 2 4.2132 0.3461 2239.01 2237.6 1 57.894737 3 R.WVDPNSPVLLEDPVLCALAK.K 227 2
1606 ENSG00000134061:ENSMUSG00000021624:ENSRNOG00000010266 CD180 gi|5031895|ref|NP_005573.1| gi|5031895|ref|NP_005573.1| CD180 molecule [Homo sapiens] 4 6 11.6 661 74165 6.4 HsSD-NE_PHA_lymphocytes_PK_111.015650.015650 2 3.4092 0.2277 1794.25 1793.2 1 50 1 N.SINIISPRLLPILSQQ.S 554 0 *
1606 ENSG00000134061:ENSMUSG00000021624:ENSRNOG00000010266 CD180 gi|5031895|ref|NP_005573.1| gi|5031895|ref|NP_005573.1| CD180 molecule [Homo sapiens] 4 6 11.6 661 74165 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010178.0101 3 4.9899 0.4223 2597.69 2597.8 1 36.363636 1 K.MSHVDLSHNSLTCDSIDSLSHLK.G 522 2 *
1606 ENSG00000134061:ENSMUSG00000021624:ENSRNOG00000010266 CD180 gi|5031895|ref|NP_005573.1| gi|5031895|ref|NP_005573.1| CD180 molecule [Homo sapiens] 4 6 11.6 661 74165 6.4 HsNaOH-NE_NT_lymphocytes_Ti_106.015302.01530 2 3.9 0.3303 1707.71 1705.9 1 69.230774 3 K.ECPQLELLDLAFTR.L 418 2 *
1606 ENSG00000134061:ENSMUSG00000021624:ENSRNOG00000010266 CD180 gi|5031895|ref|NP_005573.1| gi|5031895|ref|NP_005573.1| CD180 molecule [Homo sapiens] 4 6 11.6 661 74165 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.013181.0131 3 4.615 0.3469 3816.08 3816.3 1 31.451612 1 R.LLPILSQQSTINLSHNPLDCTCSNIHFLTWYK.E 562 2 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsNaOH-NE_NT_lymphocytes_PK_106.007028.0070 2 2.7039 0.2452 1079.55 1080.2 1 77.77778 1 W.AVEGPQPEPR.D 598 1 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsNaOH-NE_NT_lymphocytes_Ti_108.006324.00632 2 2.4169 0.1393 1664.25 1663.8 1 61.538464 1 K.IHSDCAANQQVTYR.I 73 2 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsNaOH-NE_NT_lymphocytes_PK_110.011636.0116 2 2.7858 0.3293 1867.09 1867.9 1 46.666668 1 Y.ADEDEGRPSNDCLLIY.D 706 0 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsNaOH-NE_NT_lymphocytes_Ti_106.012279.01227 2 4.2737 0.3266 2046.57 2046.4 2 55.555557 2 R.ISGVGIDQPPYGIFVINQK.T 87 2 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsNaOH-NE_NT_lymphocytes_Ti_110.006792.00679 2 4.3689 0.5112 2087.53 2088.2 1 55.263157 3 R.SSSDHHFNQTIGSASPSTAR.S 1017 2 *
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|NP_001933.2| gi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Homo sapiens] 6 9 9.2 1049 113748 5 HsSD-NE_NT_lymphocytes_Ti_114.010560.010560.2 2 3.5792 0.3092 1916.95 1914.2 1 52.941177 1 R.VIAPSSSLPTSLTIHHPR.E 898 2 *
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsSD-NE_PHA_lymphocytes_PK_111.014495.014495 2 2.6739 0.2103 1421.01 1421.7 1 72.72727 1 K.YAPLHLVPLIER.L 1054 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsSD-NE_PHA_lymphocytes_Ti_104.016912.016912 2 3.3037 0.1769 1699.15 1700 3 61.538464 1 R.LCCGLSMFEVILTR.I 1086 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017883.0178 2 3.9242 0.2176 1441.07 1440.7 1 81.818184 2 K.FINMFAVLDELK.N 164 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.010508.01050 2 3.7937 0.2768 1570.77 1571.8 1 79.16667 2 R.NFVGPPHFQVICR.L 907 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.017889.01788 2 2.9775 0.1668 1440.41 1440.7 1 81.818184 2 K.FINMFAVLDELK.N 164 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsSD-NE_NT_lymphocytes_Ti_108.018825.018825.2 2 3.1206 0.2021 1440.53 1440.7 1 77.27273 1 K.FINMFAVLDELK.N 164 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsSD-NE_NT_lymphocytes_Ti_113.012151.012151.2 2 4.3465 0.5192 2039.01 2040.3 1 62.5 1 R.HEYGSPGILEFFHHQLK.D 965 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2777.277 2 2.8851 0.0937 1421.79 1421.7 1 68.181816 1 K.YAPLHLVPLIER.L 1054 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsSD-NE_PHA_lymphocytes_PK_105.016469.016469 2 3.9096 0.3792 1414.99 1415.5 1 81.818184 2 Q.SLSLEEVCDLLH.A 1013 0
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.019257.0192 2 3.7208 0.214 2546.15 2544 1 42.5 2 R.IQFPIEMSMPWILTDHILETK.E 636 2
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NP_055423.1| gi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting protein 1 isoform a [Homo sapiens] 7 17 8.1 1253 145182 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011903.0119 2 3.9378 0.474 2039.71 2040.3 1 56.25 2 R.HEYGSPGILEFFHHQLK.D 965 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.014535.0145 2 3.7536 0.3685 2092.07 2089.4 1 63.88889 1 R.IDSGLYLGSGYFTAIQNLR.K 333 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007752.0077 2 2.3952 0.132 1464.33 1461.7 1 66.66667 1 K.LRPVAAEVYGTER.Q 93 2 *
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011642.01164 2 2.734 0.1245 1617.35 1615.8 1 73.07692 1 R.SVNGKEDAIWNLLR.Q 278 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014320.01432 2 5.3451 0.3576 2090.71 2089.4 1 69.44444 2 R.IDSGLYLGSGYFTAIQNLR.K 333 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsSD-NE_NT_lymphocytes_Ti_109.016081.016081.2 2 4.2036 0.2876 2091.19 2089.4 1 52.77778 2 R.IDSGLYLGSGYFTAIQNLR.K 333 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsSD-NE_NT_lymphocytes_Ti_112.010826.010826.2 2 3.0492 0.2897 1652.47 1650.9 1 57.14286 1 R.SCHLAMAPNHAVVSR.M 607 2
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NP_002334.2| gi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 5 9 10.3 710 78182 8.1 HsSD-NE_NT_lymphocytes_Ti_104.013067.013067.2 2 3.5689 0.2879 1338.05 1336.5 1 81.818184 1 K.LADFALLCLDGK.R 587 2
1610 ENSG00000133872:ENSMUSG00000031532:ENSRNOG00000012329 TMEM66 gi|42476193|ref|NP_057211.4| gi|42476193|ref|NP_057211.4| transmembrane protein 66 [Homo sapiens] 3 4 16.8 339 36975 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008436.0084 2 3.2405 0.2279 2121.11 2122.2 1 52.941177 1 K.TVVSCEGYESSEDQYVLR.G 110 2 *
1610 ENSG00000133872:ENSMUSG00000031532:ENSRNOG00000012329 TMEM66 gi|42476193|ref|NP_057211.4| gi|42476193|ref|NP_057211.4| transmembrane protein 66 [Homo sapiens] 3 4 16.8 339 36975 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007419.00741 2 5.0376 0.5448 2174.31 2175.2 1 60.000004 2 R.AYSPLHGGSGSYSVCSNSDTK.T 306 2 *
1610 ENSG00000133872:ENSMUSG00000031532:ENSRNOG00000012329 TMEM66 gi|42476193|ref|NP_057211.4| gi|42476193|ref|NP_057211.4| transmembrane protein 66 [Homo sapiens] 3 4 16.8 339 36975 7.6 HsSD-NE_NT_lymphocytes_Ti_102.012249.012249.2 2 3.672 0.3463 2062.45 2061.2 1 55.88235 1 R.GSCGLEYNLDYTELGLQK.L 128 2 *
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsSD-NE_PHA_lymphocytes_Ti_103.011831.011831 2 3.1338 0.1176 1935.45 1935.2 2 55.88235 2 R.GVESQGMLLCASIEGINR.Q 433 2 *
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsNaOH-NE_NT_lymphocytes_Ti_106.010754.01075 2 2.879 0.2277 1274.67 1274.5 2 72.72727 1 R.TVVSGLVQFVPK.E 401 2 *
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsNaOH-NE_NT_lymphocytes_Ti_108.017538.01753 2 3.1881 0.3126 2730.11 2727.1 1 30.434782 1 K.QVEHPLLSGLLYPGLQALDEEYLK.V 155 2 *
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsNaOH-NE_NT_lymphocytes_Ti_114.011046.01104 2 4.7138 0.4378 2355.61 2355.8 1 57.5 1 K.IYWGTATTGKPHVAYFVPMSK.I 38 2 *

194



Korfali_S2A

rk ORTHO_GROUPS GENE_NAME Locus Proteins In Group Description
Sequence 
Count

Spectrum 
Count Coverage Length MW pI MatchID Z XCorr DeltCN M+H+

CalcM
+H+ SpRk

Ion 
Proportion Count Sequence

Sequence 
Position Tryptic Unique

1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsSD-NE_NT_lymphocytes_Ti_106.016114.016114.3 3 4.6007 0.2614 2728.88 2727.1 1 31.52174 1 K.QVEHPLLSGLLYPGLQALDEEYLK.V 155 2 *
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_003671.1| gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo sapiens] 5 7 14.2 528 59144 7 HsSD-NE_NT_lymphocytes_Ti_106.016140.016140.2 2 3.9805 0.3306 2728.55 2727.1 1 41.304348 1 K.QVEHPLLSGLLYPGLQALDEEYLK.V 155 2 *
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NP_055271.2| gi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 1 [Homo sapiens] 5 10 16.4 469 51735 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.015219.015219 2 2.4107 0.139 2708.53 2708 7 29.545454 1 K.TLTPIIQEYFEHGDTNEVAEMLR.D 167 2
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NP_055271.2| gi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 1 [Homo sapiens] 5 10 16.4 469 51735 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.010810.010810 2 2.7759 0.2048 1530.49 1528.7 1 70.83333 2 R.FVEECFQAGIISK.Q 429 2
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NP_055271.2| gi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 1 [Homo sapiens] 5 10 16.4 469 51735 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.011344.011344 2 4.1713 0.3794 1869.99 1870.1 1 68.75 2 K.LLSDLCGTVMSTTDVEK.S 222 2
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NP_055271.2| gi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 1 [Homo sapiens] 5 10 16.4 469 51735 5.2 HsSD-NE_PHA_lymphocytes_PK_110.014483.014483 2 4.0558 0.2129 2175.11 2175.5 1 50 2 L.LKDLPELALDTPRAPQLVGQ.F 244 0
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NP_055271.2| gi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 1 [Homo sapiens] 5 10 16.4 469 51735 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.009416.0094 2 3.1142 0.1587 1200.71 1200.4 1 85 3 R.APQLVGQFIAR.A 257 2
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.015348.01534 2 3.9337 0.3274 2619.21 2618 1 41.304348 1 R.LVQWGPGLVALQEAEIPEHFGAVR.A 538 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.019494.01949 2 2.3579 0.273 3040.65 3041.4 1 32.692307 1 K.FIPCFVFLPDGDILTGDSEGNILTWGR.S 461 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.019689.0196 2 3.6252 0.4885 3041.77 3041.4 1 36.53846 2 K.FIPCFVFLPDGDILTGDSEGNILTWGR.S 461 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010367.0103 2 3.473 0.2693 1559.67 1559.8 3 56.666668 1 R.AIAEGLGSELLVGTTK.N 562 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsSD-NE_NT_lymphocytes_Ti_105.018801.018801.2 2 3.1395 0.3223 3041.91 3041.4 2 32.692307 1 K.FIPCFVFLPDGDILTGDSEGNILTWGR.S 461 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsSD-NE_NT_lymphocytes_Ti_104.007820.007820.2 2 3.7816 0.2782 1379.35 1379.6 1 66.66667 1 R.VLGAGGAGPAPATPSR.T 869 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsSD-NE_NT_lymphocytes_Ti_108.015291.015291.3 3 4.2317 0.3577 2616.44 2618 1 30.434782 3 R.LVQWGPGLVALQEAEIPEHFGAVR.A 538 2 *
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|NP_694997.2| gi|110227615|ref|NP_694997.2| echinoderm microtubule associated protein like 3 [Homo sapiens] 6 11 12.6 896 95197 7.1 HsSD-NE_NT_lymphocytes_Ti_108.011890.011890.3 3 5.4688 0.4588 3189.44 3190.6 1 28.448275 1 R.VASGQTAGVDKDGKPLQPVVHIWDSETLLK.L 320 2 *
1614 ENSG00000127526:ENSMUSG00000019731:ENSRNOG00000012287 SLC35E1 gi|19923607|ref|NP_079157.2| gi|19923607|ref|NP_079157.2| "solute carrier family 35, member E1 [Homo sapiens] " 3 3 14.3 266 30218 9.6 HsSD-NE_PHA_lymphocytes_Ti_115.010778.010778 3 3.639 0.211 2848.13 2848.2 2 30.434782 1 R.HRSPLEKPHNGLLFPQHGDYQYGR.N 217 2 *
1614 ENSG00000127526:ENSMUSG00000019731:ENSRNOG00000012287 SLC35E1 gi|19923607|ref|NP_079157.2| gi|19923607|ref|NP_079157.2| "solute carrier family 35, member E1 [Homo sapiens] " 3 3 14.3 266 30218 9.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010533.01053 2 2.2416 0.2054 2554.83 2554.8 1 45.238094 1 R.SPLEKPHNGLLFPQHGDYQYGR.N 219 2 *
1614 ENSG00000127526:ENSMUSG00000019731:ENSRNOG00000012287 SLC35E1 gi|19923607|ref|NP_079157.2| gi|19923607|ref|NP_079157.2| "solute carrier family 35, member E1 [Homo sapiens] " 3 3 14.3 266 30218 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008303.0083 2 3.1295 0.1712 1512.81 1510.8 1 65.38461 1 R.KHLLPVTTADLSSK.E 201 2 *
1615 ENSG00000120868:ENSMUSG00000019979:ENSRNOG00000008022 APAF1 gi|32483359|ref|NP_863651.1| gi|32483359|ref|NP_863651.1|;gi|32483361|ref|NP_863658.1| apoptotic peptidase activating factor 1 isoform c [Homo sapiens] 2 12 2.8 1248 141840 6.4 HsSD-NE_NT_lymphocytes_Ti_110.014098.014098.2 2 4.2869 0.4529 2011.39 2011.3 1 65.625 4 K.TELVGPAHLIHEFVEYR.H 514 2
1615 ENSG00000120868:ENSMUSG00000019979:ENSRNOG00000008022 APAF1 gi|32483359|ref|NP_863651.1| gi|32483359|ref|NP_863651.1|;gi|32483361|ref|NP_863658.1| apoptotic peptidase activating factor 1 isoform c [Homo sapiens] 2 12 2.8 1248 141840 6.4 HsSD-NE_PHA_lymphocytes_PK_107.001313.001313 2 4.343 0.4061 2253.59 2255.5 1 61.764706 5 L.WDMETEEVEDILQEFVNK.S 404 1
1615 ENSG00000120868:ENSMUSG00000019979:ENSRNOG00000008022 APAF1 gi|32483359|ref|NP_863651.1| gi|32483359|ref|NP_863651.1|;gi|32483361|ref|NP_863658.1| apoptotic peptidase activating factor 1 isoform c [Homo sapiens] 2 12 2.8 1248 141840 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.013106.0131 2 4.1488 0.4281 2014.15 2011.3 1 59.375 3 K.TELVGPAHLIHEFVEYR.H 514 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsSD-NE_PHA_lymphocytes_Ti_107.012086.012086 3 5.3711 0.4132 2936.87 2937.4 1 32 2 R.HNLITEMVALNPDFKPPADYKPPATR.V 110 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsSD-NE_PHA_lymphocytes_Ti_107.012201.012201 2 4.4113 0.4444 2937.33 2937.4 1 44 1 R.HNLITEMVALNPDFKPPADYKPPATR.V 110 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsSD-NE_NT_lymphocytes_Ti_112.018395.018395.2 2 2.6037 0.1551 2914.89 2915.4 3 30.000002 1 K.VMIPQDEYPEINFVGLLIGPRGNTLK.N 140 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012123.0121 3 5.2564 0.4479 2937.8 2937.4 1 31 2 R.HNLITEMVALNPDFKPPADYKPPATR.V 110 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012149.0121 2 3.7604 0.3794 2938.47 2937.4 1 44 1 R.HNLITEMVALNPDFKPPADYKPPATR.V 110 2
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NP_973727.1| gi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1| splicing factor 1 isoform 3 [Homo sapiens] 4 8 11.9 548 59712 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.012740.0127 2 2.5702 0.0817 1564.19 1562.8 8 62.5 1 R.AYIVQLQIEDLTR.K 51 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_PHA_lymphocytes_Ti_105.006560.0065 2 2.5704 0.2941 1750.77 1750.9 5 47.22222 1 R.SPAGPAATPAQAQAASTPR.K 890 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_NT_lymphocytes_Ti_108.006605.00660 2 4.2492 0.4451 1752.85 1750.9 1 66.66667 2 R.SPAGPAATPAQAQAASTPR.K 890 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_NT_lymphocytes_Ti_115.011870.01187 2 3.964 0.3773 1517.95 1517.9 1 81.818184 4 R.ELLPLIYHHLLR.A 9 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_NT_lymphocytes_Ti_111.007569.00756 2 2.3468 0.1212 865.43 865.02 2 87.5 1 R.KGAAPAPPR.K 372 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007404.0074 2 2.7614 0.2951 1325.11 1324.5 3 68.181816 1 R.TNVVTMPTAHPR.I 942 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsSD-NE_NT_lymphocytes_Ti_103.008435.008435.2 2 3.4063 0.2571 1282.49 1282.5 2 61.538464 1 K.GSLGQGTAPVLPGK.T 656 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsSD-NE_NT_lymphocytes_Ti_102.006965.006965.2 2 3.3649 0.3138 1389.49 1388.5 2 64.28571 1 K.LGAGEGGEASVSPEK.T 1290 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsSD-NE_NT_lymphocytes_Ti_114.012198.012198.2 2 2.865 0.3896 1518.71 1517.9 1 68.181816 3 R.ELLPLIYHHLLR.A 9 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012009.0120 1 1.9993 0.2824 1517.96 1517.9 2 59.090908 1 R.ELLPLIYHHLLR.A 9 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsSD-NE_NT_lymphocytes_Ti_111.009762.009762.2 2 2.69 0.1335 894.27 894.06 2 88.88889 1 R.KGAAPAPPGK.T 307 2
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NP_000347.2| gi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_00100865 Treacher Collins-Franceschetti syndrome 1 isoform b [Homo sapie 9 17 9.2 1411 144314 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013252.0132 3 6.1805 0.4515 4120.01 4119.6 1 23.684212 1 K.KGAGNPQASTLALQSNITQCLLGQPWPLNEAQVQASVVK.V 1202 2
1618 ENSG00000116754:ENSMUSG00000055436:ENSRNOG00000029592 SFRS11 gi|4759100|ref|NP_004759.1| gi|4759100|ref|NP_004759.1|;gi|78214337|ref|NP_001030332 "splicing factor, arginine/serine-rich 11 [Homo sapiens] " 2 6 4.3 484 53542 10.5 HsSD-NE_PHA_lymphocytes_Ti_102.009822.009822 2 4.0085 0.0856 2369.03 2369.6 1 57.5 2 K.FHDPDSAVVAQHLTNTVFVDR.A 83 2
1618 ENSG00000116754:ENSMUSG00000055436:ENSRNOG00000029592 SFRS11 gi|4759100|ref|NP_004759.1| gi|4759100|ref|NP_004759.1|;gi|78214337|ref|NP_001030332 "splicing factor, arginine/serine-rich 11 [Homo sapiens] " 2 6 4.3 484 53542 10.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010229.01022 2 6.1244 0.4852 2369.27 2369.6 1 72.5 2 K.FHDPDSAVVAQHLTNTVFVDR.A 83 2
1618 ENSG00000116754:ENSMUSG00000055436:ENSRNOG00000029592 SFRS11 gi|4759100|ref|NP_004759.1| gi|4759100|ref|NP_004759.1|;gi|78214337|ref|NP_001030332 "splicing factor, arginine/serine-rich 11 [Homo sapiens] " 2 6 4.3 484 53542 10.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010251.01025 3 3.2797 0.2818 2371.55 2369.6 1 33.75 1 K.FHDPDSAVVAQHLTNTVFVDR.A 83 2
1618 ENSG00000116754:ENSMUSG00000055436:ENSRNOG00000029592 SFRS11 gi|4759100|ref|NP_004759.1| gi|4759100|ref|NP_004759.1|;gi|78214337|ref|NP_001030332 "splicing factor, arginine/serine-rich 11 [Homo sapiens] " 2 6 4.3 484 53542 10.5 HsSD-NE_NT_lymphocytes_Ti_108.011147.011147.2 2 2.8125 0.1221 2369.47 2369.6 1 42.5 1 K.FHDPDSAVVAQHLTNTVFVDR.A 83 2
1619 ENSG00000083750:ENSMUSG00000041658:ENSRNOG00000003160 RRAGB gi|46249395|ref|NP_006055.3| gi|46249395|ref|NP_006055.3|;gi|46249397|ref|NP_057740.2| Ras-related GTP binding B short isoform [Homo sapiens] 3 4 13.6 346 40172 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010187.01018 2 2.7205 0.2674 1168.39 1168.4 1 77.77778 1 R.SIIFANYIAR.D 58 2
1619 ENSG00000083750:ENSMUSG00000041658:ENSRNOG00000003160 RRAGB gi|46249395|ref|NP_006055.3| gi|46249395|ref|NP_006055.3|;gi|46249397|ref|NP_057740.2| Ras-related GTP binding B short isoform [Homo sapiens] 3 4 13.6 346 40172 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.020123.02012 3 4.7283 0.3711 2505.11 2503.9 1 35 1 K.AWSSIVYQLIPNVQQLEMNLR.N 205 2
1619 ENSG00000083750:ENSMUSG00000041658:ENSRNOG00000003160 RRAGB gi|46249395|ref|NP_006055.3| gi|46249395|ref|NP_006055.3|;gi|46249397|ref|NP_057740.2| Ras-related GTP binding B short isoform [Homo sapiens] 3 4 13.6 346 40172 6.1 HsSD-NE_NT_lymphocytes_Ti_110.020549.020549.2 2 3.2639 0.1334 1910.43 1909.1 2 56.666668 1 R.NFAEIIEADEVLLFER.A 226 2
1619 ENSG00000083750:ENSMUSG00000041658:ENSRNOG00000003160 RRAGB gi|46249395|ref|NP_006055.3| gi|46249395|ref|NP_006055.3|;gi|46249397|ref|NP_057740.2| Ras-related GTP binding B short isoform [Homo sapiens] 3 4 13.6 346 40172 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.019788.0197 3 3.8081 0.1813 2506.1 2503.9 1 32.5 1 K.AWSSIVYQLIPNVQQLEMNLR.N 205 2
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsNaOH-NE_NT_lymphocytes_Ti_115.011421.01142 2 3.579 0.3413 2223.47 2221.5 1 52.499996 1 R.GPLLGHTDAVWGLAYSAAHQR.L 563 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_102.009356.009356.2 2 4.7579 0.5507 2236.67 2237.4 1 65.789474 1 R.ILTLESNVDTTANSSCQINR.V 650 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_108.012199.012199.3 3 4.672 0.2502 2303.75 2303.7 1 38.75 2 R.ALAFHPIEPVLITASEDHTLK.M 468 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_104.010617.010617.3 3 4.0558 0.2635 3238.73 3240.4 1 27.586206 1 R.ALLGFSSDVTDREDDKNQDSVVNGTEAEVK.E 185 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_109.010214.010214.2 2 3.3386 0.2957 1887.75 1887.1 1 59.375 1 R.VISHPTLPISITAHEDR.H 670 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_102.011624.011624.2 2 3.8595 0.4226 1526.25 1526.6 1 80.769226 2 K.SELTDSASVLDNFK.F 222 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011688.0116 3 4.4002 0.4085 2220.83 2221.5 1 42.5 1 R.GPLLGHTDAVWGLAYSAAHQR.L 563 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_104.010454.010454.2 2 4.0628 0.4143 1809.81 1810 1 59.523808 1 K.GLGPLAEAAAAGDGAAAAGAAR.A 23 2 *
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NP_003153.2| gi|51242945|ref|NP_003153.2| "striatin, calmodulin binding protein [Homo sapiens] " 9 12 20.9 780 86132 5.3 HsSD-NE_NT_lymphocytes_Ti_102.014583.014583.2 2 3.6528 0.3249 2008.61 2007.3 1 55.88235 2 R.LWNTTEVAPALSVFNDTK.E 595 2 *
1621 ENSG00000137996:ENSMUSG00000000339:ENSRNOG00000014575 RTCD1 gi|4506589|ref|NP_003720.1| gi|4506589|ref|NP_003720.1| RNA terminal phosphate cyclase domain 1 [Homo sapiens] 1 5 5.5 366 39337 7.9 HsSD-NE_PHA_lymphocytes_Ti_107.010721.010721 2 3.2275 0.363 2165.71 2164.5 1 47.368423 1 K.TGPVTLHTQTAIHFAEQIAK.A 314 2 *
1621 ENSG00000137996:ENSMUSG00000000339:ENSRNOG00000014575 RTCD1 gi|4506589|ref|NP_003720.1| gi|4506589|ref|NP_003720.1| RNA terminal phosphate cyclase domain 1 [Homo sapiens] 1 5 5.5 366 39337 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011187.01118 2 4.1528 0.4081 2163.69 2164.5 1 63.15789 2 K.TGPVTLHTQTAIHFAEQIAK.A 314 2 *
1621 ENSG00000137996:ENSMUSG00000000339:ENSRNOG00000014575 RTCD1 gi|4506589|ref|NP_003720.1| gi|4506589|ref|NP_003720.1| RNA terminal phosphate cyclase domain 1 [Homo sapiens] 1 5 5.5 366 39337 7.9 HsSD-NE_NT_lymphocytes_Ti_112.012539.012539.2 2 4.9343 0.4244 2164.89 2164.5 1 57.894737 2 K.TGPVTLHTQTAIHFAEQIAK.A 314 2 *
1622 ENSG00000172939:ENSMUSG00000036737:ENSRNOG00000013136 OXSR1 gi|4826878|ref|NP_005100.1| gi|4826878|ref|NP_005100.1| oxidative-stress responsive 1 [Homo sapiens] 3 6 10.6 527 58022 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.015301.015301 2 3.6615 0.2947 2336.31 2333.6 1 45.238094 3 K.ADIWSFGITAIELATGAAPYHK.Y 208 2 *
1622 ENSG00000172939:ENSMUSG00000036737:ENSRNOG00000013136 OXSR1 gi|4826878|ref|NP_005100.1| gi|4826878|ref|NP_005100.1| oxidative-stress responsive 1 [Homo sapiens] 3 6 10.6 527 58022 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011115.0111 2 3.1649 0.1149 2200.65 2199.5 7 39.473686 1 K.VLMLTLQNDPPSLETGVQDK.E 235 2 *
1622 ENSG00000172939:ENSMUSG00000036737:ENSRNOG00000013136 OXSR1 gi|4826878|ref|NP_005100.1| gi|4826878|ref|NP_005100.1| oxidative-stress responsive 1 [Homo sapiens] 3 6 10.6 527 58022 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012417.01241 2 4.1125 0.2753 1477.09 1475.7 1 84.61539 2 K.SGVLDESTIATILR.E 115 2 *
1623 ENSG00000185875:ENSMUSG00000048550:ENSRNOG00000033076 THNSL1 gi|153792148|ref|NP_079114.3| gi|153792148|ref|NP_079114.3| threonine synthase-like 1 [Homo sapiens] 4 7 6.3 743 83070 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.011034.011034 2 3.4077 0.2288 1906.61 1908.1 1 66.66667 1 K.FICASNQNHVLTDFIK.T 530 2 *
1623 ENSG00000185875:ENSMUSG00000048550:ENSRNOG00000033076 THNSL1 gi|153792148|ref|NP_079114.3| gi|153792148|ref|NP_079114.3| threonine synthase-like 1 [Homo sapiens] 4 7 6.3 743 83070 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.013787.013787 2 2.6274 0.1304 2230.41 2230.5 1 44.736843 1 R.HLSGNQFILELFHGPTGSFK.D 332 2 *
1623 ENSG00000185875:ENSMUSG00000048550:ENSRNOG00000033076 THNSL1 gi|153792148|ref|NP_079114.3| gi|153792148|ref|NP_079114.3| threonine synthase-like 1 [Homo sapiens] 4 7 6.3 743 83070 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.012756.01275 3 3.6179 0.2898 2230.22 2230.5 1 32.894737 1 R.HLSGNQFILELFHGPTGSFK.D 332 2 *
1623 ENSG00000185875:ENSMUSG00000048550:ENSRNOG00000033076 THNSL1 gi|153792148|ref|NP_079114.3| gi|153792148|ref|NP_079114.3| threonine synthase-like 1 [Homo sapiens] 4 7 6.3 743 83070 7.1 HsSD-NE_PHA_lymphocytes_PK_105.019910.019910 2 3.5178 0.3258 1327.39 1327.6 1 90 4 Y.LDVPLLDLICR.L 154 1 *
1624 ENSG00000100034:ENSMUSG00000026181:ENSRNOG00000037909 PPM1F gi|7661862|ref|NP_055449.1| gi|7661862|ref|NP_055449.1| protein phosphatase 1F [Homo sapiens] 3 6 15 454 49831 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.021294.0212 2 3.2717 0.2071 2693.77 2692 1 34 1 K.APGTVLSQEEVEGELAELAMGFLGSR.K 44 2 *
1624 ENSG00000100034:ENSMUSG00000026181:ENSRNOG00000037909 PPM1F gi|7661862|ref|NP_055449.1| gi|7661862|ref|NP_055449.1| protein phosphatase 1F [Homo sapiens] 3 6 15 454 49831 5.1 HsNaOH-NE_NT_lymphocytes_Ti_107.011556.01155 2 2.7023 0.1921 1779.57 1779 1 53.571426 1 R.IEALGGFVSHMDCWR.V 303 2 *
1624 ENSG00000100034:ENSMUSG00000026181:ENSRNOG00000037909 PPM1F gi|7661862|ref|NP_055449.1| gi|7661862|ref|NP_055449.1| protein phosphatase 1F [Homo sapiens] 3 6 15 454 49831 5.1 HsSD-NE_NT_lymphocytes_Ti_107.000309.000309.2 2 2.7666 0.217 2692.29 2692 4 32 1 K.APGTVLSQEEVEGELAELAMGFLGSR.K 44 2 *
1624 ENSG00000100034:ENSMUSG00000026181:ENSRNOG00000037909 PPM1F gi|7661862|ref|NP_055449.1| gi|7661862|ref|NP_055449.1| protein phosphatase 1F [Homo sapiens] 3 6 15 454 49831 5.1 HsSD-NE_NT_lymphocytes_Ti_115.014498.014498.3 3 6.0622 0.4652 2874.77 2875.3 1 37.5 3 R.KAPPPLAAALAHEAVSQLLQTDLSEFR.K 70 2 *
1625 ENSG00000152256:ENSMUSG00000006494:ENSRNOG00000001517 PDK1 gi|4505689|ref|NP_002601.1| gi|4505689|ref|NP_002601.1| "pyruvate dehydrogenase kinase, isozyme 1 [Homo sapiens] " 4 5 13.3 436 49244 8.8 HsSD-NE_PHA_lymphocytes_PK_108.013383.013383 2 3.0766 0.3731 1140.37 1139.3 3 83.33333 1 F.GYGLPISRLY.A 356 0
1625 ENSG00000152256:ENSMUSG00000006494:ENSRNOG00000001517 PDK1 gi|4505689|ref|NP_002601.1| gi|4505689|ref|NP_002601.1| "pyruvate dehydrogenase kinase, isozyme 1 [Homo sapiens] " 4 5 13.3 436 49244 8.8 HsSD-NE_PHA_lymphocytes_Ti_105.008286.008286 3 3.3552 0.2356 2355.29 2356.4 1 36.11111 1 K.HYNTNHEADDWCVPSREPK.D 410 2 *
1625 ENSG00000152256:ENSMUSG00000006494:ENSRNOG00000001517 PDK1 gi|4505689|ref|NP_002601.1| gi|4505689|ref|NP_002601.1| "pyruvate dehydrogenase kinase, isozyme 1 [Homo sapiens] " 4 5 13.3 436 49244 8.8 HsNaOH-NE_NT_lymphocytes_Ti_108.012330.01233 2 2.5972 0.1263 1520.87 1518.8 1 60.714287 2 R.AVPLAGFGYGLPISR.L 349 2 *
1625 ENSG00000152256:ENSMUSG00000006494:ENSRNOG00000001517 PDK1 gi|4505689|ref|NP_002601.1| gi|4505689|ref|NP_002601.1| "pyruvate dehydrogenase kinase, isozyme 1 [Homo sapiens] " 4 5 13.3 436 49244 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.015960.0159 2 2.4685 0.0909 2626.95 2624 1 38.095238 1 R.TPSVQLVQSWYIQSLQELLDFK.D 104 2 *
1626 ENSG00000130150:ENSMUSG00000061778:ENSRNOG00000003350 MOSPD2 gi|22749197|ref|NP_689794.1| gi|22749197|ref|NP_689794.1| motile sperm domain containing 2 [Homo sapiens] 4 6 12.2 518 59746 6 HsNaOH-NE_NT_lymphocytes_Ti_104.008054.00805 2 3.3519 0.196 1323.13 1322.4 1 75 2 K.TSEDICLQLSR.L 466 2 *
1626 ENSG00000130150:ENSMUSG00000061778:ENSRNOG00000003350 MOSPD2 gi|22749197|ref|NP_689794.1| gi|22749197|ref|NP_689794.1| motile sperm domain containing 2 [Homo sapiens] 4 6 12.2 518 59746 6 HsNaOH-NE_NT_lymphocytes_Ti_105.013900.01390 2 3.3783 0.2986 1941.47 1940.1 1 67.85714 2 R.LQQDDNWVESYLSWR.H 40 2 *
1626 ENSG00000130150:ENSMUSG00000061778:ENSRNOG00000003350 MOSPD2 gi|22749197|ref|NP_689794.1| gi|22749197|ref|NP_689794.1| motile sperm domain containing 2 [Homo sapiens] 4 6 12.2 518 59746 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.011541.0115 3 3.325 0.1171 2364.8 2362.6 1 34.523808 1 K.GPLLHISPAEELYFGSTESGEK.K 325 2 *
1626 ENSG00000130150:ENSMUSG00000061778:ENSRNOG00000003350 MOSPD2 gi|22749197|ref|NP_689794.1| gi|22749197|ref|NP_689794.1| motile sperm domain containing 2 [Homo sapiens] 4 6 12.2 518 59746 6 HsSD-NE_NT_lymphocytes_Ti_108.019906.019906.2 2 3.6944 0.3457 1797.03 1797.2 1 64.28571 1 K.IVIFDMPWLMNAAFK.I 182 2 *
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NP_065994.1| gi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [Homo sapiens] 3 11 5 908 105466 7 HsSD-NE_PHA_lymphocytes_Ti_102.022216.022216 2 3.7768 0.2527 2311.85 2309.7 1 47.368423 2 K.VNISNISIIIQELLQENIVR.G 173 2 *
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NP_065994.1| gi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [Homo sapiens] 3 11 5 908 105466 7 HsNaOH-NE_NT_lymphocytes_Ti_107.006854.00685 2 3.1871 0.2585 1355.37 1354.5 1 80 2 R.NILHESEIDKR.V 321 2 *
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NP_065994.1| gi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [Homo sapiens] 3 11 5 908 105466 7 HsNaOH-NE_NT_lymphocytes_Ti_111.016700.01670 2 4.6258 0.2786 2312.31 2309.7 1 52.63158 5 K.VNISNISIIIQELLQENIVR.G 173 2 *
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NP_065994.1| gi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [Homo sapiens] 3 11 5 908 105466 7 HsNaOH-NE_NT_lymphocytes_Ti_106.015243.01524 2 2.8306 0.0803 1778.55 1776.1 1 65.38461 1 K.IFFQELCEYMGLPK.L 585 2 *
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NP_065994.1| gi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [Homo sapiens] 3 11 5 908 105466 7 HsSD-NE_NT_lymphocytes_Ti_108.016190.016190.2 2 2.3576 0.0895 1777.59 1776.1 2 53.846157 1 K.IFFQELCEYMGLPK.L 585 2 *
1628 ENSG00000096063:NA:NA SRPK1 gi|47419936|ref|NP_003128.3| gi|47419936|ref|NP_003128.3| SFRS protein kinase 1 [Homo sapiens] 3 7 9 655 74325 6.2 HsSD-NE_PHA_lymphocytes_PK_108.000384.000384 2 3.2569 0.2313 1816.87 1816.2 1 71.42857 2 F.TDFLLPMLELIPEKR.A 627 1 *
1628 ENSG00000096063:NA:NA SRPK1 gi|47419936|ref|NP_003128.3| gi|47419936|ref|NP_003128.3| SFRS protein kinase 1 [Homo sapiens] 3 7 9 655 74325 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.007612.007612 3 3.5598 0.2741 2705.27 2704 2 28.40909 3 K.RPNKQEESESPVERPLKENPPNK.M 302 2 *
1628 ENSG00000096063:NA:NA SRPK1 gi|47419936|ref|NP_003128.3| gi|47419936|ref|NP_003128.3| SFRS protein kinase 1 [Homo sapiens] 3 7 9 655 74325 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013640.013640.2 2 4.0368 0.2612 2508.79 2509.9 1 52.499996 2 R.IIHTDIKPENILLSVNEQYIR.R 209 2 *
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NP_942581.1| gi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 5 7 13.1 776 86436 5.9 HsSD-NE_PHA_lymphocytes_PK_110.017621.01762 2 3.554 0.3146 1650.03 1649.9 1 70.83333 1 T.EWLHEVLKDVQPR.V 579 1 *
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NP_942581.1| gi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 5 7 13.1 776 86436 5.9 HsSD-NE_PHA_lymphocytes_PK_107.017623.017623 2 4.8746 0.5141 2623.97 2624.9 1 52.272724 2 K.GRNDTFYLTPEPVVAPNSPIWYS.V 719 1 *
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NP_942581.1| gi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 5 7 13.1 776 86436 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008298.0082 2 3.2056 0.2484 2122.51 2123.3 1 55.88235 2 K.VTDDMYAEQTENPENPLR.C 683 2 *
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NP_942581.1| gi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 5 7 13.1 776 86436 5.9 HsSD-NE_PHA_lymphocytes_PK_106.015694.015694 2 3.6926 0.2341 1721.65 1718.9 2 65.38461 1 N.GRVDDIFSDLYYVR.F 563 1 *
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NP_942581.1| gi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 5 7 13.1 776 86436 5.9 HsSD-NE_NT_lymphocytes_Ti_107.011661.011661.3 3 3.5235 0.1857 3501.8 3500.9 1 21.969696 1 R.GDPQQQSITHIAIPQEAYNAVHVSGSPTALAAVK.L 320 2 *
1630 ENSG00000158290:ENSMUSG00000031095:ENSRNOG00000002585 CUL4B gi|121114298|ref|NP_003579.3| gi|121114298|ref|NP_003579.3|;gi|121114302|ref|NP_001073 cullin 4B isoform 1 [Homo sapiens] 4 9 5 913 103982 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.006365.006365 2 3.7746 0.2825 1632.67 1631.9 1 67.85714 2 K.LKEAVEAIQNSTSIK.Y 220 2
1630 ENSG00000158290:ENSMUSG00000031095:ENSRNOG00000002585 CUL4B gi|121114298|ref|NP_003579.3| gi|121114298|ref|NP_003579.3|;gi|121114302|ref|NP_001073 cullin 4B isoform 1 [Homo sapiens] 4 9 5 913 103982 7.4 HsSD-NE_PHA_lymphocytes_PK_113.011854.011854 2 3.4024 0.2826 1592.87 1592.9 1 69.230774 3 F.INKRPNKPAELIAK.Y 552 1
1630 ENSG00000158290:ENSMUSG00000031095:ENSRNOG00000002585 CUL4B gi|121114298|ref|NP_003579.3| gi|121114298|ref|NP_003579.3|;gi|121114302|ref|NP_001073 cullin 4B isoform 1 [Homo sapiens] 4 9 5 913 103982 7.4 HsSD-NE_NT_lymphocytes_Ti_105.017166.017166.2 2 4.8823 0.4549 2137.99 2137.3 1 75 3 K.YNLEELYQAVENLCSYK.I 235 2
1630 ENSG00000158290:ENSMUSG00000031095:ENSRNOG00000002585 CUL4B gi|121114298|ref|NP_003579.3| gi|121114298|ref|NP_003579.3|;gi|121114302|ref|NP_001073 cullin 4B isoform 1 [Homo sapiens] 4 9 5 913 103982 7.4 HsSD-NE_NT_lymphocytes_Ti_111.010829.010829.2 2 3.244 0.1954 1236.93 1237.5 2 75 1 K.RPNKPAELIAK.Y 555 2
1631 ENSG00000100926:ENSMUSG00000002320:ENSRNOG00000019710 TM9SF1 gi|21361315|ref|NP_006396.2| gi|21361315|ref|NP_006396.2|;gi|62460635|ref|NP_00101484 transmembrane 9 superfamily member 1 isoform a [Homo sapiens] 3 5 9.9 606 68861 7.2 HsNaOH-NE_NT_lymphocytes_Ti_111.010618.01061 2 3.9144 0.4571 2881.17 2881.1 1 43.18182 2 K.VGPYHNPQETYHYYQLPVCCPEK.I 49 2
1631 ENSG00000100926:ENSMUSG00000002320:ENSRNOG00000019710 TM9SF1 gi|21361315|ref|NP_006396.2| gi|21361315|ref|NP_006396.2|;gi|62460635|ref|NP_00101484 transmembrane 9 superfamily member 1 isoform a [Homo sapiens] 3 5 9.9 606 68861 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009054.0090 2 3.8646 0.4508 2622.65 2622.6 1 45.652176 2 R.YNLDEETTSAGSGDDFDQGDNGWK.I 268 2
1631 ENSG00000100926:ENSMUSG00000002320:ENSRNOG00000019710 TM9SF1 gi|21361315|ref|NP_006396.2| gi|21361315|ref|NP_006396.2|;gi|62460635|ref|NP_00101484 transmembrane 9 superfamily member 1 isoform a [Homo sapiens] 3 5 9.9 606 68861 7.2 HsSD-NE_PHA_lymphocytes_PK_105.017362.017362 2 2.5944 0.1996 1435.23 1432.6 6 62.5 1 H.SLDGLRPDEFLGL.T 188 0
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.010313.010313 2 3.792 0.3569 2594.05 2594.8 1 45.238094 1 K.RESLSHEEHPHSHPLYGHGVCK.W 288 2 *
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.009772.009772 3 4.6736 0.3413 2594.45 2594.8 1 38.095238 3 K.RESLSHEEHPHSHPLYGHGVCK.W 288 2 *
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsSD-NE_PHA_lymphocytes_Ti_111.010288.010288 3 4.4033 0.3488 2440.7 2438.6 6 32.5 1 R.ESLSHEEHPHSHPLYGHGVCK.W 289 2 *
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsSD-NE_NT_lymphocytes_Ti_111.010569.010569.1 1 2.1413 0.162 849.87 848.98 1 83.33333 1 R.HNLSLHK.C 515 2
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.017534.0175 2 3.539 0.2921 1699.73 1698.9 1 66.66667 2 K.QLTLNEIYNWFTR.M 485 2
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NP_116071.2| gi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo sapiens] 5 9 6.2 677 75317 6.7 HsSD-NE_NT_lymphocytes_Ti_108.018218.018218.2 2 3.1866 0.2643 1699.07 1698.9 4 54.166668 1 K.QLTLNEIYNWFTR.M 485 2
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NP_001926.2| gi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sapiens] 4 8 6.4 766 88279 6 HsSD-NE_PHA_lymphocytes_PK_108.020253.020253 2 2.9929 0.1603 2152.31 2150.4 1 50 2 W.NNDIYVKIEPNLPSYRIT.W 169 0 *
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NP_001926.2| gi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sapiens] 4 8 6.4 766 88279 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009875.0098 2 2.9899 0.213 1578.87 1578.7 2 61.538464 1 R.LGTFEVEDQIEAAR.Q 598 2 *
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NP_001926.2| gi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sapiens] 4 8 6.4 766 88279 6 HsNaOH-NE_PHA_lymphocytes_Ti_111.011079.0110 3 3.2712 0.194 2044.4 2043.2 1 42.1875 2 R.FRPSEPHFTLDGNSFYK.I 357 2 *
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NP_001926.2| gi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sapiens] 4 8 6.4 766 88279 6 HsSD-NE_NT_lymphocytes_Ti_111.012632.012632.2 2 3.2569 0.284 2044.31 2043.2 1 53.125 1 R.FRPSEPHFTLDGNSFYK.I 357 2 *
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NP_001926.2| gi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sapiens] 4 8 6.4 766 88279 6 HsNaOH-NE_PHA_lymphocytes_Ti_110.009905.0099 2 3.5915 0.254 2042.53 2043.2 1 56.25 2 R.FRPSEPHFTLDGNSFYK.I 357 2 *
1634 ENSG00000100889:ENSMUSG00000040618:ENSRNOG00000018536 PCK2 gi|66346721|ref|NP_004554.2| gi|66346721|ref|NP_004554.2| mitochondrial phosphoenolpyruvate carboxykinase 2 isoform 1 pre 4 6 7.7 640 70730 7.6 HsSD-NE_PHA_lymphocytes_PK_112.014378.014378 2 2.6818 0.1884 1475.65 1475.8 1 72.72727 1 K.IIMHDPFAMRPF.F 492 1
1634 ENSG00000100889:ENSMUSG00000040618:ENSRNOG00000018536 PCK2 gi|66346721|ref|NP_004554.2| gi|66346721|ref|NP_004554.2| mitochondrial phosphoenolpyruvate carboxykinase 2 isoform 1 pre 4 6 7.7 640 70730 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.013580.01358 2 3.1411 0.3084 1451.89 1451.7 1 68.181816 2 K.GVPLVYEAFNWR.H 458 2 *
1634 ENSG00000100889:ENSMUSG00000040618:ENSRNOG00000018536 PCK2 gi|66346721|ref|NP_004554.2| gi|66346721|ref|NP_004554.2| mitochondrial phosphoenolpyruvate carboxykinase 2 isoform 1 pre 4 6 7.7 640 70730 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.011415.01141 2 2.8518 0.276 1119.27 1119.3 1 92.85714 2 R.IFHVNWFR.R 529 2
1634 ENSG00000100889:ENSMUSG00000040618:ENSRNOG00000018536 PCK2 gi|66346721|ref|NP_004554.2| gi|66346721|ref|NP_004554.2| mitochondrial phosphoenolpyruvate carboxykinase 2 isoform 1 pre 4 6 7.7 640 70730 7.6 HsSD-NE_NT_lymphocytes_Ti_108.011265.011265.2 2 3.0241 0.1937 1958.39 1960.1 2 53.125 1 R.RDEAGHFLWPGFGENAR.V 537 2 *
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007020.00702 2 3.2256 0.1288 1806.05 1803.9 2 57.14286 1 R.RFDSELSQAHEEAQR.E 1462 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.011189.0111 2 3.7553 0.3539 1915.13 1914.1 2 50 2 R.DLAQINDLQAQLEEANK.E 1772 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_NT_lymphocytes_Ti_109.016874.01687 2 2.2321 0.1143 2276.13 2273.6 5 34.210526 1 R.LEDLASLVYLNESSVLHTLR.Q 407 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.006980.00698 3 4.0025 0.2864 1804.4 1803.9 1 64.28571 3 R.RFDSELSQAHEEAQR.E 1462 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.011913.01191 2 3.2913 0.1857 1720.33 1717.9 1 65.38461 1 R.RAVEELLECLDLEK.S 1147 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007163.0071 3 3.7541 0.3415 1804.52 1803.9 1 53.571426 2 R.RFDSELSQAHEEAQR.E 1462 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsSD-NE_NT_lymphocytes_Ti_109.017757.017757.3 3 4.5654 0.3127 3146.51 3145.5 1 27.777779 1 K.ANAPSCDRLEDLASLVYLNESSVLHTLR.Q 399 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.011835.0118 3 4.8454 0.3427 2814.29 2814.2 1 34.375 2 R.TELHLNHLAENNVFGIVPLAKPEEK.Q 611 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.010619.0106 2 2.644 0.2953 1300.07 1297.5 1 80 1 R.RFDVLAPHLTK.K 1124 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsSD-NE_NT_lymphocytes_Ti_109.012742.012742.2 2 2.6757 0.2261 2812.79 2814.2 1 35.416664 1 R.TELHLNHLAENNVFGIVPLAKPEEK.Q 611 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.011902.0119 2 5.2353 0.464 2222.95 2223.5 1 72.22222 2 K.LHFVHCFLPVAEGWAGEPR.S 1041 2
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NP_510880.2| gi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sapiens] 11 18 6.3 2054 233113 6.3 HsSD-NE_NT_lymphocytes_Ti_110.018062.018062.2 2 2.5059 0.2111 3147.97 3145.5 8 27.777779 1 K.ANAPSCDRLEDLASLVYLNESSVLHTLR.Q 399 2
1636 ENSG00000145220:ENSMUSG00000067367:ENSRNOG00000005374 LYAR gi|8923398|ref|NP_060286.1| gi|8923398|ref|NP_060286.1| Ly1 antibody reactive homolog [Homo sapiens] 4 5 20.3 379 43634 9.6 HsSD-NE_PHA_lymphocytes_Ti_105.007874.007874 2 4.1505 0.4261 2267.93 2268.5 1 47.368423 1 K.EQDQRPLHPVANPHAEISTK.V 149 2 *
1636 ENSG00000145220:ENSMUSG00000067367:ENSRNOG00000005374 LYAR gi|8923398|ref|NP_060286.1| gi|8923398|ref|NP_060286.1| Ly1 antibody reactive homolog [Homo sapiens] 4 5 20.3 379 43634 9.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007582.00758 2 3.2538 0.348 1732.17 1732.9 1 65.38461 1 K.VLAQYYTVTDEHHR.S 336 2 *
1636 ENSG00000145220:ENSMUSG00000067367:ENSRNOG00000005374 LYAR gi|8923398|ref|NP_060286.1| gi|8923398|ref|NP_060286.1| Ly1 antibody reactive homolog [Homo sapiens] 4 5 20.3 379 43634 9.6 HsSD-NE_NT_lymphocytes_Ti_104.007541.007541.2 2 3.7585 0.3165 1919.85 1918 1 55.88235 1 K.LPEHPEGGEPEDDEAPAK.G 289 2 *
1636 ENSG00000145220:ENSMUSG00000067367:ENSRNOG00000005374 LYAR gi|8923398|ref|NP_060286.1| gi|8923398|ref|NP_060286.1| Ly1 antibody reactive homolog [Homo sapiens] 4 5 20.3 379 43634 9.6 HsSD-NE_NT_lymphocytes_Ti_108.019442.019442.2 2 3.8189 0.3455 2860.67 2858.1 1 43.75 2 K.VHNESILDQVWNIFSEASNSEPVNK.E 124 2 *
1637 ENSG00000047249:ENSMUSG00000033793:ENSRNOG00000030862 ATP6V1H gi|47717100|ref|NP_998784.1| gi|47717100|ref|NP_998784.1|;gi|47717104|ref|NP_057025.2| "ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H isofo 3 6 10.3 465 54151 6.5 HsSD-NE_PHA_lymphocytes_Ti_103.012148.012148 2 3.7162 0.1192 2135.73 2134.3 5 47.22222 1 K.LGESVQDLSSFDEYSSELK.S 324 2
1637 ENSG00000047249:ENSMUSG00000033793:ENSRNOG00000030862 ATP6V1H gi|47717100|ref|NP_998784.1| gi|47717100|ref|NP_998784.1|;gi|47717104|ref|NP_057025.2| "ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H isofo 3 6 10.3 465 54151 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.015819.01581 2 2.4412 0.2055 1624.79 1623.9 6 58.333332 1 K.NTAWPYFLPMLNR.Q 120 2
1637 ENSG00000047249:ENSMUSG00000033793:ENSRNOG00000030862 ATP6V1H gi|47717100|ref|NP_998784.1| gi|47717100|ref|NP_998784.1|;gi|47717104|ref|NP_057025.2| "ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H isofo 3 6 10.3 465 54151 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.017944.01794 2 3.6736 0.2615 1832.95 1832.1 1 60.000004 1 R.YNIIPVLSDILQESVK.E 245 2
1637 ENSG00000047249:ENSMUSG00000033793:ENSRNOG00000030862 ATP6V1H gi|47717100|ref|NP_998784.1| gi|47717100|ref|NP_998784.1|;gi|47717104|ref|NP_057025.2| "ATPase, H+ transporting, lysosomal 50/57kDa, V1 subunit H isofo 3 6 10.3 465 54151 6.5 HsSD-NE_NT_lymphocytes_Ti_104.019481.019481.2 2 5.5283 0.3925 1833.19 1832.1 1 86.666664 3 R.YNIIPVLSDILQESVK.E 245 2
1638 ENSG00000162777:ENSMUSG00000027901:ENSRNOG00000017680 DENND2D gi|21361991|ref|NP_079177.2| gi|21361991|ref|NP_079177.2| DENN/MADD domain containing 2D [Homo sapiens] 3 4 11.5 471 53672 7.6 HsSD-NE_PHA_lymphocytes_PK_110.012864.012864 2 2.7782 0.2465 1855.81 1854 2 43.333332 1 L.TRPLDSHLEHVDFSSL.L 220 0 *
1638 ENSG00000162777:ENSMUSG00000027901:ENSRNOG00000017680 DENND2D gi|21361991|ref|NP_079177.2| gi|21361991|ref|NP_079177.2| DENN/MADD domain containing 2D [Homo sapiens] 3 4 11.5 471 53672 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014183.01418 2 4.3399 0.3004 1872.17 1872.1 1 59.375 1 K.LQDDILDSLGQGINELK.T 350 2 *
1638 ENSG00000162777:ENSMUSG00000027901:ENSRNOG00000017680 DENND2D gi|21361991|ref|NP_079177.2| gi|21361991|ref|NP_079177.2| DENN/MADD domain containing 2D [Homo sapiens] 3 4 11.5 471 53672 7.6 HsSD-NE_NT_lymphocytes_Ti_105.017099.017099.2 2 4.5233 0.3853 2485.79 2484.7 1 57.5 2 K.AIPLFCFPDGNEWASLTEYPR.E 99 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.013179.0131 2 3.1578 0.3277 2485.93 2484.7 1 45 2 R.DGLWNGAQLYACQDPTIFEER.H 800 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008896.00889 2 3.4511 0.2905 2140.13 2139.3 1 50 1 K.IPADSLEWHENLGHGSFTK.I 516 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.015479.0154 2 3.561 0.3281 2260.77 2259.6 1 50 1 K.DLASAILDLPVLEHLFAQHR.S 123 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsSD-NE_NT_lymphocytes_Ti_108.013535.013535.3 3 3.7923 0.1065 2945.18 2942.4 5 28 1 R.LLELLEEGQRLPAPPACPAEVHELMK.L 1050 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.012849.0128 2 3.0084 0.3144 2713.25 2713.1 1 38.88889 1 R.LDPAGAAETFHVGLPGALGGHDGLGLLR.V 245 2 *
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1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsSD-NE_NT_lymphocytes_Ti_110.015300.015300.3 3 4.2803 0.3442 2710.49 2713.1 1 33.333336 1 R.LDPAGAAETFHVGLPGALGGHDGLGLLR.V 245 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsSD-NE_NT_lymphocytes_Ti_110.015332.015332.2 2 3.4503 0.3253 2712.99 2713.1 1 35.185184 2 R.LDPAGAAETFHVGLPGALGGHDGLGLLR.V 245 2 *
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NP_000206.2| gi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 6 10 10.1 1124 125099 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.012826.0128 3 5.0779 0.3829 2714.63 2713.1 1 37.037037 1 R.LDPAGAAETFHVGLPGALGGHDGLGLLR.V 245 2 *
1640 ENSG00000126353:ENSMUSG00000037944:ENSRNOG00000010665 CCR7 gi|4502641|ref|NP_001829.1| gi|4502641|ref|NP_001829.1| chemokine (C-C motif) receptor 7 precursor [Homo sapiens] 2 3 7.4 378 42874 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.016005.01600 2 3.6763 0.393 1689.01 1688.9 1 76.92308 1 R.CCVNPFLYAFIGVK.F 319 2 *
1640 ENSG00000126353:ENSMUSG00000037944:ENSRNOG00000010665 CCR7 gi|4502641|ref|NP_001829.1| gi|4502641|ref|NP_001829.1| chemokine (C-C motif) receptor 7 precursor [Homo sapiens] 2 3 7.4 378 42874 8.5 HsSD-NE_PHA_lymphocytes_PK_106.019126.019126 2 3.9061 0.4508 1647.27 1646.9 1 73.07692 1 T.VLSIPELLYSDLQR.S 188 1 *
1640 ENSG00000126353:ENSMUSG00000037944:ENSRNOG00000010665 CCR7 gi|4502641|ref|NP_001829.1| gi|4502641|ref|NP_001829.1| chemokine (C-C motif) receptor 7 precursor [Homo sapiens] 2 3 7.4 378 42874 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.015909.0159 2 4.206 0.3776 1690.75 1688.9 1 80.769226 1 R.CCVNPFLYAFIGVK.F 319 2 *
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.009204.00920 2 3.5084 0.2809 1720.57 1718.9 1 64.28571 1 K.HAVITVPAYFNDSQR.Q 143 2 *
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010030.01003 2 3.2387 0.2175 1543.63 1543.7 1 77.27273 2 R.ARFEELCSDLFR.S 302 2
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009675.00967 2 3.4066 0.4043 1690.19 1688.9 1 66.66667 1 R.IINEPTAAAIAYGLDR.R 174 2
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsSD-NE_NT_lymphocytes_Ti_114.002722.002722.2 2 2.3974 0.0994 2535.59 2532.8 2 32.608696 1 R.GVPQIEVTFDIDANGILSVTATDR.S 472 2 *
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2607.260 2 4.4283 0.3672 1688.26 1688.9 1 63.333332 1 R.IINEPTAAAIAYGLDR.R 174 2
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NP_002146.2| gi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP70B') [Homo sapiens] 5 9 12.4 643 71028 6.1 HsSD-NE_NT_lymphocytes_Ti_102.009111.009111.2 2 3.3719 0.3547 1489.25 1488.6 1 79.16667 3 R.TTPSYVAFTDTER.L 39 2
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsSD-NE_PHA_lymphocytes_Ti_105.010622.010622 3 4.4801 0.3991 2730.65 2731 1 32.608696 1 K.EIAAELGEQNQELIRDPFGHHVAR.N 579 2 *
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009370.00937 2 2.8652 0.1699 2208.17 2208.4 1 47.368423 1 R.SEPAPDSHPHLSPEALGYFR.R 47 2 *
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.014421.01442 3 3.4487 0.2705 1970.99 1971.2 2 37.5 1 K.VLQLLLEAFHCAEPSSR.Q 422 2 *
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.017726.01772 2 3.2369 0.1498 2280.43 2277.7 1 47.368423 2 R.TGSEMLQELLGFSPLKPLCR.V 105 2 *
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsSD-NE_NT_lymphocytes_Ti_108.017770.017770.3 3 3.7537 0.2781 2279.18 2277.7 1 35.526314 2 R.TGSEMLQELLGFSPLKPLCR.V 105 2 *
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NP_777573.1| gi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [Homo sapiens] 6 8 17.1 636 69438 7.3 HsSD-NE_NT_lymphocytes_Ti_114.013183.013183.3 3 4.6591 0.3932 3201.41 3201.7 1 29.62963 1 R.LQSLFEEHLQGQLQTLAAHPIANFPLQR.L 344 2 *
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsSD-NE_PHA_lymphocytes_Ti_106.018686.018686 2 3.0486 0.0993 1630.65 1629.9 1 57.14286 1 K.ADIWSLGITAIELAR.G 200 2
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.010193.0101 2 3.0434 0.1739 1679.47 1677.9 1 63.333332 1 K.LADFGVAGQLTDTQIK.R 160 2
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009609.00960 2 4.2253 0.318 1678.77 1677.9 1 70 1 K.LADFGVAGQLTDTQIK.R 160 2
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsNaOH-NE_NT_lymphocytes_Ti_114.013592.01359 2 3.4452 0.2574 2206.77 2208.6 1 44.444447 2 K.RPFSQCLSTIISPLFAELK.E 358 2
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsSD-NE_NT_lymphocytes_Ti_109.001623.001623.3 3 3.857 0.2469 3626.93 3624.9 1 22.5 1 K.IIDLEEAEDEIEDIQQEITVLSQCDSPYVTK.Y 54 2
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|NP_001027467.2| gi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_0035 serine/threonine kinase 24 isoform b [Homo sapiens] 4 9 18.8 431 47913 5.4 HsSD-NE_NT_lymphocytes_Ti_102.011136.011136.2 2 5.3336 0.3294 1677.45 1677.9 1 83.33333 3 K.LADFGVAGQLTDTQIK.R 160 2
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|NP_001036024.1| gi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_00140 "eukaryotic translation initiation factor 4 gamma, 2 isoform 2 [Homo 5 6 8.7 869 98150 7 HsNaOH-NE_NT_lymphocytes_Ti_109.017158.01715 2 3.4713 0.2057 1135.13 1135.4 2 77.77778 1 K.GLSFLFPLLK.L 685 2
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|NP_001036024.1| gi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_00140 "eukaryotic translation initiation factor 4 gamma, 2 isoform 2 [Homo 5 6 8.7 869 98150 7 HsNaOH-NE_NT_lymphocytes_Ti_110.009134.00913 2 2.6578 0.2774 1318.39 1318.6 1 75 2 K.LDLIHESILHK.C 220 2
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|NP_001036024.1| gi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_00140 "eukaryotic translation initiation factor 4 gamma, 2 isoform 2 [Homo 5 6 8.7 869 98150 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.018959.0189 2 3.1278 0.2042 2628.73 2627.9 1 34.090908 1 K.QEGIATSDNFMQAFLNVLDQCPK.L 571 2
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|NP_001036024.1| gi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_00140 "eukaryotic translation initiation factor 4 gamma, 2 isoform 2 [Homo 5 6 8.7 869 98150 7 HsSD-NE_PHA_lymphocytes_PK_106.011048.011048 2 2.6861 0.332 1708.47 1706 1 53.571426 1 L.LIVDKALEEPKYSSL.Y 117 0
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|NP_001036024.1| gi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_00140 "eukaryotic translation initiation factor 4 gamma, 2 isoform 2 [Homo 5 6 8.7 869 98150 7 HsSD-NE_PHA_lymphocytes_PK_106.021286.021286 2 4.0595 0.3991 1913.91 1913.2 1 50 1 S.ELAQPLESGTHFPLFLL.C 622 0
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007916.0079 2 4.0658 0.3174 1684.73 1685.7 1 76.666664 1 K.FGSTADALVSDDETTR.L 279 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008232.0082 3 3.8112 0.3404 3845.75 3846 1 24.264706 1 K.YMGTESQGSAAAEPEDDSFHWTPHTSVEPGHSDKR.E 886 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008127.00812 2 4.076 0.3108 2076.59 2077.3 1 58.823532 2 K.TAELNVQVPEEPTHLDQR.V 1071 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_107.000147.00014 2 3.0783 0.2773 2314.31 2311.6 2 35 1 K.NILTTWGDTIFSIVTGGEETR.D 378 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_110.017528.01752 3 3.375 0.1406 2039.15 2039.3 1 40.625 1 K.YFNVHELEALLQEMSSK.L 942 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009381.00938 2 2.8023 0.3162 1220.27 1220.4 2 83.33333 1 K.LHTLSVEHQR.E 606 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007235.0072 2 2.2466 0.1162 1167.99 1168.3 9 61.11111 1 K.LHAELSEQIK.S 1373 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009788.00978 2 4.0809 0.3061 1533.73 1533.6 1 81.818184 2 K.EQLQQEIEDWSK.L 1361 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009826.00982 2 3.5899 0.2029 1432.33 1433.6 1 83.33333 1 R.TQTAISVVEEDLK.L 1460 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_NT_lymphocytes_Ti_107.005880.00588 2 3.0691 0.1104 1940.37 1941.1 1 50 2 R.VIGDTHASEVSQKPNTEK.D 1089 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009658.0096 1 2.0045 0.106 1025.75 1026.2 3 71.42857 1 K.KAHENWLK.A 1597 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsSD-NE_NT_lymphocytes_Ti_111.015552.015552.2 2 4.6878 0.3925 2040.93 2039.3 1 62.5 1 K.YFNVHELEALLQEMSSK.L 942 2 *
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|NP_940953.2| gi|122891870|ref|NP_940953.2| "melanoma inhibitory activity family, member 3 [Homo sapiens] " 12 17 9.3 1907 213700 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009568.0095 2 2.9216 0.201 1220.41 1220.4 1 77.77778 2 K.LHTLSVEHQR.E 606 2 *
1646 ENSG00000145715:ENSMUSG00000021549:ENSRNOG00000029185 RASA1 gi|12545406|ref|NP_072179.1| gi|12545406|ref|NP_072179.1|;gi|4506431|ref|NP_002881.1| RAS p21 protein activator 1 isoform 2 [Homo sapiens] 3 7 4.4 870 100398 7.6 HsSD-NE_PHA_lymphocytes_PK_110.011935.011935 2 2.9058 0.2177 2000.31 2001.2 1 50 1 F.LVRPSDNTPGDYSLYFR.T 198 1
1646 ENSG00000145715:ENSMUSG00000021549:ENSRNOG00000029185 RASA1 gi|12545406|ref|NP_072179.1| gi|12545406|ref|NP_072179.1|;gi|4506431|ref|NP_002881.1| RAS p21 protein activator 1 isoform 2 [Homo sapiens] 3 7 4.4 870 100398 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.021419.0214 3 4.1295 0.2349 2410.04 2409.7 1 43.75 1 K.NEDVNTNLTHLLNILSELVEK.I 661 2
1646 ENSG00000145715:ENSMUSG00000021549:ENSRNOG00000029185 RASA1 gi|12545406|ref|NP_072179.1| gi|12545406|ref|NP_072179.1|;gi|4506431|ref|NP_002881.1| RAS p21 protein activator 1 isoform 2 [Homo sapiens] 3 7 4.4 870 100398 7.6 HsSD-NE_NT_lymphocytes_Ti_108.000160.000160.3 3 4.4216 0.2665 2410.61 2409.7 1 38.75 2 K.NEDVNTNLTHLLNILSELVEK.I 661 2
1646 ENSG00000145715:ENSMUSG00000021549:ENSRNOG00000029185 RASA1 gi|12545406|ref|NP_072179.1| gi|12545406|ref|NP_072179.1|;gi|4506431|ref|NP_002881.1| RAS p21 protein activator 1 isoform 2 [Homo sapiens] 3 7 4.4 870 100398 7.6 HsSD-NE_NT_lymphocytes_Ti_108.000143.000143.2 2 3.5872 0.2852 2407.89 2409.7 9 35 3 K.NEDVNTNLTHLLNILSELVEK.I 661 2
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.010091.01009 2 2.5992 0.1626 994.39 993.2 1 92.85714 2 R.HLVAHLFR.V 688 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.015407.0154 2 3.9193 0.3976 1504.15 1503.8 1 79.16667 1 R.TPLFGVDFLQLPR.D 546 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.015570.01557 2 3.7075 0.399 1503.75 1503.8 1 75 2 R.TPLFGVDFLQLPR.D 546 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsSD-NE_NT_lymphocytes_Ti_110.021562.021562.2 2 3.6973 0.2673 2693.11 2693.2 2 40.909092 2 R.FLQELTEPVIPFHLYDAFISLAK.T 626 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.010334.0103 2 2.0193 0.16 993.19 993.2 1 92.85714 1 R.HLVAHLFR.V 688 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsSD-NE_NT_lymphocytes_Ti_112.011544.011544.2 2 2.6082 0.2363 993.29 993.2 1 92.85714 2 R.HLVAHLFR.V 688 2 *
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NP_057657.2| gi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sapiens] 3 13 4.5 970 106683 5.7 HsSD-NE_NT_lymphocytes_Ti_106.015156.015156.2 2 4.0775 0.3661 1506.05 1503.8 1 83.33333 3 R.TPLFGVDFLQLPR.D 546 2 *
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007953.00795 2 2.2866 0.3469 2977.17 2978.2 2 38.46154 1 K.SEPVKEESSELEQPFAQDTSSVGPDRK.L 227 2
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007970.00797 2 4.5099 0.4036 1735.79 1735.9 1 82.14286 3 R.KFDFDACNEVPPAPK.E 356 2
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008237.00823 2 4.4628 0.321 2851.07 2850 1 44 1 K.SEPVKEESSELEQPFAQDTSSVGPDR.K 227 2
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.009900.0099 3 3.516 0.3151 3428.75 3430.5 1 24.193548 1 K.LAEEEDLFDSAHPEEGDLDLASESTAHAQSSK.A 254 2
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsNaOH-NE_NT_lymphocytes_PK_105.009048.0090 2 2.526 0.2102 1787.61 1784.9 1 56.25 1 S.SEELAEAPTEAPSPEAR.D 332 1
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NP_002958.2| gi|21264343|ref|NP_002958.2| scaffold attachment factor B [Homo sapiens] 6 8 11.6 915 102642 5.5 HsSD-NE_NT_lymphocytes_Ti_103.009991.009991.2 2 3.1263 0.3537 1696.75 1695.8 1 64.28571 1 R.CYGFVTMSTAEEATK.C 448 2 *
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_PHA_lymphocytes_PK_111.015135.015135 2 3.3252 0.2575 2225.41 2225.6 1 52.63158 1 N.AFAEPGRVPFAVPDKVLWPQ.L 487 0
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_PHA_lymphocytes_PK_110.020658.020658 3 4.0217 0.3455 2915.21 2914.3 1 30.208334 2 L.WDNAFAEPGRVPFAVPDKVLWPQLC.E 484 0
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_PHA_lymphocytes_PK_109.018480.018480 3 5.1564 0.2896 2641.97 2641 1 37.5 2 L.WDNAFAEPGRVPFAVPDKVLWPQ.L 484 0
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_PHA_lymphocytes_PK_112.016258.016258 2 2.5689 0.1919 2418.65 2418.7 9 35 1 R.RAEHLCQQLPIPGPVEEMLAE.V 295 1
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_PHA_lymphocytes_Ti_103.011933.011933 2 3.0846 0.1376 1871.77 1872.2 2 57.14286 1 R.KQQTIILDDELIQWK.R 242 2
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.006800.0068 2 2.4135 0.1541 1075.65 1073.2 2 85.71429 2 R.HILYNEQR.L 111 2
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010289.01028 2 4.779 0.3458 1785.77 1784 1 73.333336 3 R.IQAQFGPLAQLSPQER.L 182 2 *
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.015933.01593 2 3.5484 0.3455 1445.19 1444.8 1 90 1 R.MFWNLMPFTTR.D 639 2 *
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008025.00802 3 3.6771 0.1882 1572.11 1571.8 1 57.692307 1 K.KAEHQVGEDGFLLK.I 71 2
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009238.0092 2 2.6686 0.0934 1529.93 1528.7 3 68.181816 1 K.HLQINQTFEELR.L 141 2
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_NT_lymphocytes_Ti_108.014092.014092.2 2 3.33 0.2517 2645.37 2646 1 38.095238 1 R.LGDLNYLIYVFPDRPKDEVYSK.Y 660 2 *
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NP_036580.2| gi|21618344|ref|NP_036580.2| signal transducer and activator of transcription 5B [Homo sapiens] 12 19 18.3 787 89866 6.1 HsSD-NE_NT_lymphocytes_Ti_108.014089.014089.3 3 4.3822 0.3276 2645.24 2646 1 39.285713 3 R.LGDLNYLIYVFPDRPKDEVYSK.Y 660 2 *
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NP_036472.2| gi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| "nuclear factor of activated T-cells, cytoplasmic, calcineurin-depend 5 10 7.7 921 99784 7.1 HsSD-NE_PHA_lymphocytes_Ti_113.010099.010099 2 3.149 0.3662 1511.13 1509.8 1 77.27273 2 R.ILKPHAFYQVHR.I 467 2
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NP_036472.2| gi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| "nuclear factor of activated T-cells, cytoplasmic, calcineurin-depend 5 10 7.7 921 99784 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.008679.00867 2 3.0097 0.284 1240.83 1241.4 1 77.77778 2 R.IEVQPKPHHR.A 412 2
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NP_036472.2| gi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| "nuclear factor of activated T-cells, cytoplasmic, calcineurin-depend 5 10 7.7 921 99784 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010517.01051 2 3.9944 0.3885 1874.61 1874.2 1 68.75 3 R.IEITPSHELIQAVGPLR.M 113 2
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NP_036472.2| gi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| "nuclear factor of activated T-cells, cytoplasmic, calcineurin-depend 5 10 7.7 921 99784 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009856.00985 2 4.0622 0.4559 2005.01 2003.2 1 59.375 2 R.HIYPAVEFLGPCEQGER.R 344 2
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NP_036472.2| gi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| "nuclear factor of activated T-cells, cytoplasmic, calcineurin-depend 5 10 7.7 921 99784 7.1 HsSD-NE_NT_lymphocytes_Ti_112.011203.011203.2 2 2.7746 0.2001 1753.41 1751 2 60.714287 1 R.SQPQHFTYHPVPAIK.T 668 2
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NP_003162.2| gi|31543667|ref|NP_003162.2| "suppressor of var1, 3-like 1 [Homo sapiens] " 4 6 5 786 87991 8 HsSD-NE_PHA_lymphocytes_PK_110.000498.000498 2 2.9422 0.2755 1379.35 1378.6 3 70 2 A.HADDLFPFFLR.H 154 1 *
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NP_003162.2| gi|31543667|ref|NP_003162.2| "suppressor of var1, 3-like 1 [Homo sapiens] " 4 6 5 786 87991 8 HsSD-NE_PHA_lymphocytes_PK_105.015636.015636 2 4.7588 0.4525 2231.83 2232.4 1 61.11111 1 L.DHALESLDNLRPGDCIVCF.S 355 0 *
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NP_003162.2| gi|31543667|ref|NP_003162.2| "suppressor of var1, 3-like 1 [Homo sapiens] " 4 6 5 786 87991 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.019820.0198 3 3.2601 0.1722 3172.82 3171.6 3 24.074074 1 R.LTPISVLDHALESLDNLRPGDCIVCFSK.N 348 2 *
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NP_003162.2| gi|31543667|ref|NP_003162.2| "suppressor of var1, 3-like 1 [Homo sapiens] " 4 6 5 786 87991 8 HsSD-NE_NT_lymphocytes_Ti_109.020401.020401.3 3 3.9437 0.2057 3172.94 3171.6 8 25 1 R.LTPISVLDHALESLDNLRPGDCIVCFSK.N 348 2 *
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NP_003162.2| gi|31543667|ref|NP_003162.2| "suppressor of var1, 3-like 1 [Homo sapiens] " 4 6 5 786 87991 8 HsSD-NE_NT_lymphocytes_Ti_110.020810.020810.2 2 2.8802 0.0802 3171.23 3171.6 1 33.333336 1 R.LTPISVLDHALESLDNLRPGDCIVCFSK.N 348 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsSD-NE_PHA_lymphocytes_PK_111.011515.011515 1 2.4279 0.3584 1189.75 1190.4 1 60.000004 2 L.TGIPAEVPHIR.E 191 1 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.015467.01546 2 3.6202 0.1888 2105.11 2104.4 7 50 2 K.WNPDCLMIDGLVSQLGER.I 718 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013318.01331 2 2.3872 0.1102 3075.87 3073.3 4 30.000002 1 R.EYYIQLESGQVPVYAVTFQEPENDPR.N 255 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.017028.0170 2 2.8304 0.3438 2929.85 2930.4 1 32.692307 1 K.IEEPSPIVYSLPAPELPEAFFGTPISK.A 1083 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.011322.0113 3 3.9396 0.2996 1588.52 1587.8 5 51.923077 4 R.TSPHGILDILVHER.S 440 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsSD-NE_PHA_lymphocytes_PK_105.011597.011597 2 3.6562 0.3069 2334.81 2333.4 1 42.857143 2 R.SHGDREEGVNEALSPDTSVSVF.T 362 1 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.010251.0102 2 4.3832 0.4514 2606.75 2607.9 1 54.166668 4 R.VTAIEPIINHGGASASTQHLHPSLR.W 126 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.010286.0102 3 3.4206 0.2292 2608.64 2607.9 1 30.208334 1 R.VTAIEPIINHGGASASTQHLHPSLR.W 126 2 *
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NP_056261.3| gi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo sapiens] 9 19 7.1 2266 252496 6.6 HsSD-NE_PHA_lymphocytes_PK_103.014712.014712 2 5.1924 0.4434 2195.17 2195.3 1 63.88889 2 L.LVDLCLDDLSCNQNEVEAS.D 167 0 *
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.016789.016789 3 3.5251 0.1453 3489.38 3486.9 9 20.689655 1 R.LWGEPVNLREQHDALEFFNSLVDSLDEALK.A 1675 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_PHA_lymphocytes_PK_110.014183.014183 2 2.9772 0.1909 2080.55 2080.4 5 41.17647 2 C.EALTEWEYLPPVGPRPPK.G 1539 1
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_PHA_lymphocytes_PK_109.018980.018980 2 3.311 0.2798 1718.99 1717 1 60.714287 1 R.AIDLLKEIYTNLGPR.L 790 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_PHA_lymphocytes_Ti_102.000146.000146 2 5.4419 0.4309 2421.73 2421.6 1 60.000004 3 R.EQHDALEFFNSLVDSLDEALK.A 1684 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.000203.0002 2 4.6331 0.3547 2422.19 2421.6 1 50 3 R.EQHDALEFFNSLVDSLDEALK.A 1684 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_NT_lymphocytes_PK_108.020387.020387. 3 3.5584 0.1641 2815.49 2813.2 2 29.347824 1 K.KYHFGCEKGGANLIKELIDDFIFP.A 1448 1 *
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_NT_lymphocytes_Ti_106.002285.002285.2 2 4.2641 0.3963 2420.67 2421.6 1 50 5 R.EQHDALEFFNSLVDSLDEALK.A 1684 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.4144.414 2 2.961 0.1261 1717.49 1717 1 50 1 R.AIDLLKEIYTNLGPR.L 790 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsSD-NE_NT_lymphocytes_Ti_104.017987.017987.3 3 4.0015 0.229 3950 3952.4 1 22.058825 1 K.LMGDEPDLDPDINKDFFESNVLQLDPSLLTENGMK.C 705 2
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|XP_001713748.1| gi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein [Homo sapiens] 7 21 5.7 2555 291075 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.010871.0108 3 4.6792 0.3271 2507.96 2505.8 1 39.772728 3 R.LVGVLVHSGQASGGHYYSYIIQR.N 1867 2
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_PHA_lymphocytes_Ti_104.007784.007784 2 4.4398 0.3061 1771.55 1771.9 1 76.92308 4 R.DHLDKKEDLICPCK.V 1271 2
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.011716.011716 3 3.5508 0.1805 1848.47 1848.2 1 46.42857 1 K.PLWHVFKPPPALECR.R 1248 2
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_PHA_lymphocytes_Ti_109.008738.008738 2 2.6641 0.2098 1686.65 1687.9 1 57.692307 1 K.LFHVRPVTQGDVYR.A 1173 2
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.000190.0001 2 3.7991 0.3773 2813.53 2812.1 1 41.666664 3 K.SEVNSDCLLDGLDALVYDLDFPALR.K 23 2 *
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_NT_lymphocytes_Ti_106.002242.002242.2 2 4.5086 0.4277 2813.75 2812.1 1 43.75 3 K.SEVNSDCLLDGLDALVYDLDFPALR.K 23 2 *
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_NT_lymphocytes_Ti_112.011453.011453.2 2 2.7861 0.2966 1687.19 1687.9 8 50 1 K.LFHVRPVTQGDVYR.A 1173 2
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_005397.1| gi|4885583|ref|NP_005397.1| "Rho-associated, coiled-coil containing protein kinase 1 [Homo sap 5 14 5.1 1354 158174 5.9 HsSD-NE_NT_lymphocytes_Ti_105.019237.019237.2 2 2.98 0.3016 2941.39 2940.2 1 30.000002 1 K.SEVNSDCLLDGLDALVYDLDFPALRK.N 23 2 *
1655 ENSG00000074755:ENSMUSG00000055670:ENSRNOG00000024535 ZZEF1 gi|73747881|ref|NP_055928.3| gi|73747881|ref|NP_055928.3| "zinc finger, ZZ type with EF hand domain 1 [Homo sapiens] " 3 3 1.9 2961 331075 5.9 HsSD-NE_PHA_lymphocytes_PK_107.016873.016873 2 3.3097 0.1989 2618.81 2616.9 1 36.95652 1 L.LAEWPSHVPVSEDILELSGPAHMT.Y 2627 0 *
1655 ENSG00000074755:ENSMUSG00000055670:ENSRNOG00000024535 ZZEF1 gi|73747881|ref|NP_055928.3| gi|73747881|ref|NP_055928.3| "zinc finger, ZZ type with EF hand domain 1 [Homo sapiens] " 3 3 1.9 2961 331075 5.9 HsNaOH-NE_PHA_lymphocytes_PK_110.012750.012 2 2.5826 0.1629 2156.15 2156.4 4 40.625 1 L.NCKSKRAVRDYLFRVNE.A 2596 0 *
1655 ENSG00000074755:ENSMUSG00000055670:ENSRNOG00000024535 ZZEF1 gi|73747881|ref|NP_055928.3| gi|73747881|ref|NP_055928.3| "zinc finger, ZZ type with EF hand domain 1 [Homo sapiens] " 3 3 1.9 2961 331075 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.015802.01580 2 3.8971 0.2555 1912.71 1911.2 1 56.666668 1 R.TLQFIQQLAHDLVQQK.E 736 2 *
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|NP_057376.2| gi|155722983|ref|NP_057376.2| TNF receptor-associated protein 1 [Homo sapiens] 2 6 4.1 704 80110 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.001452.00145 3 3.9012 0.1792 3071.99 3071.5 2 26.785713 1 R.ASEPGLAQLLVDQIYENAMIAAGLVDDPR.A 659 2 *
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|NP_057376.2| gi|155722983|ref|NP_057376.2| TNF receptor-associated protein 1 [Homo sapiens] 2 6 4.1 704 80110 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.002157.0021 3 4.8013 0.3948 3073.85 3071.5 1 32.142857 1 R.ASEPGLAQLLVDQIYENAMIAAGLVDDPR.A 659 2 *
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|NP_057376.2| gi|155722983|ref|NP_057376.2| TNF receptor-associated protein 1 [Homo sapiens] 2 6 4.1 704 80110 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.002205.0022 2 2.7391 0.4074 3071.25 3071.5 2 35.714287 1 R.ASEPGLAQLLVDQIYENAMIAAGLVDDPR.A 659 2 *
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|NP_057376.2| gi|155722983|ref|NP_057376.2| TNF receptor-associated protein 1 [Homo sapiens] 2 6 4.1 704 80110 8.2 HsNaOH-NE_NT_lymphocytes_Ti_107.001445.00144 2 3.5585 0.4443 3072.33 3071.5 1 32.142857 1 R.ASEPGLAQLLVDQIYENAMIAAGLVDDPR.A 659 2 *
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|NP_057376.2| gi|155722983|ref|NP_057376.2| TNF receptor-associated protein 1 [Homo sapiens] 2 6 4.1 704 80110 8.2 HsSD-NE_NT_lymphocytes_Ti_106.003728.003728.2 2 4.0437 0.5386 3070.11 3071.5 1 42.857143 2 R.ASEPGLAQLLVDQIYENAMIAAGLVDDPR.A 659 2 *
1657 ENSG00000114098:ENSMUSG00000032468:ENSRNOG00000014521 ARMC8 gi|32526896|ref|NP_056211.2| gi|32526896|ref|NP_056211.2| armadillo repeat containing 8 isoform 2 [Homo sapiens] 3 5 8.6 659 73994 6.7 HsSD-NE_PHA_lymphocytes_Ti_114.015338.015338 2 2.949 0.2175 1925.19 1923.3 1 50 1 R.IASITDHLIAMLADYFK.Y 303 2
1657 ENSG00000114098:ENSMUSG00000032468:ENSRNOG00000014521 ARMC8 gi|32526896|ref|NP_056211.2| gi|32526896|ref|NP_056211.2| armadillo repeat containing 8 isoform 2 [Homo sapiens] 3 5 8.6 659 73994 6.7 HsSD-NE_PHA_lymphocytes_PK_106.018528.018528 2 2.5836 0.1589 2335.57 2332.7 1 40 1 L.LLEFSPSKEPILESGAVELLC.G 440 0 *
1657 ENSG00000114098:ENSMUSG00000032468:ENSRNOG00000014521 ARMC8 gi|32526896|ref|NP_056211.2| gi|32526896|ref|NP_056211.2| armadillo repeat containing 8 isoform 2 [Homo sapiens] 3 5 8.6 659 73994 6.7 HsSD-NE_NT_lymphocytes_Ti_103.014921.014921.2 2 4.7273 0.3132 2147.91 2146.4 1 52.77778 1 R.VEGAETLAYLIEPDVELQR.I 284 2
1657 ENSG00000114098:ENSMUSG00000032468:ENSRNOG00000014521 ARMC8 gi|32526896|ref|NP_056211.2| gi|32526896|ref|NP_056211.2| armadillo repeat containing 8 isoform 2 [Homo sapiens] 3 5 8.6 659 73994 6.7 HsSD-NE_NT_lymphocytes_Ti_114.015926.015926.2 2 4.2656 0.3769 1925.43 1923.3 1 62.5 2 R.IASITDHLIAMLADYFK.Y 303 2
1658 ENSG00000161513:ENSMUSG00000018861:ENSRNOG00000003387 FDXR gi|111118981|ref|NP_077728.2| gi|111118981|ref|NP_077728.2|;gi|111118983|ref|NP_004101 ferredoxin reductase isoform 1 precursor [Homo sapiens] 3 4 13 491 53837 8.4 HsSD-NE_PHA_lymphocytes_PK_108.001737.001737 2 3.6278 0.3839 2197.49 2195.6 1 42.105263 1 R.EMIQLPGARPILDPVDFLGL.Q 243 1
1658 ENSG00000161513:ENSMUSG00000018861:ENSRNOG00000003387 FDXR gi|111118981|ref|NP_077728.2| gi|111118981|ref|NP_077728.2|;gi|111118983|ref|NP_004101 ferredoxin reductase isoform 1 precursor [Homo sapiens] 3 4 13 491 53837 8.4 HsSD-NE_NT_lymphocytes_Ti_102.015813.015813.2 2 3.5578 0.238 2321.71 2323.6 6 40.476192 1 R.AVPTGDMEDLPCGLVLSSIGYK.S 342 2
1658 ENSG00000161513:ENSMUSG00000018861:ENSRNOG00000003387 FDXR gi|111118981|ref|NP_077728.2| gi|111118981|ref|NP_077728.2|;gi|111118983|ref|NP_004101 ferredoxin reductase isoform 1 precursor [Homo sapiens] 3 4 13 491 53837 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.012574.0125 3 3.836 0.3405 2197.85 2196.6 1 41.666664 2 K.AGLLPSGPRPGYAAIQALLSSR.G 427 2
1659 ENSG00000166189:ENSMUSG00000074811:ENSRNOG00000018433 HPS6 gi|31881785|ref|NP_079023.2| gi|31881785|ref|NP_079023.2| Hermansky-Pudlak syndrome-6 [Homo sapiens] 3 9 8.3 775 82975 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.011965.011965 3 4.3409 0.3269 2122.52 2122.6 1 43.421055 5 R.HLLLLRPPGAVAPQLLVASR.G 42 2 *
1659 ENSG00000166189:ENSMUSG00000074811:ENSRNOG00000018433 HPS6 gi|31881785|ref|NP_079023.2| gi|31881785|ref|NP_079023.2| Hermansky-Pudlak syndrome-6 [Homo sapiens] 3 9 8.3 775 82975 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.018978.0189 2 2.676 0.2571 1820.35 1819.2 4 53.333336 1 R.LCPPELAPAELLLLLR.T 694 2 *
1659 ENSG00000166189:ENSMUSG00000074811:ENSRNOG00000018433 HPS6 gi|31881785|ref|NP_079023.2| gi|31881785|ref|NP_079023.2| Hermansky-Pudlak syndrome-6 [Homo sapiens] 3 9 8.3 775 82975 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.020040.0200 2 3.5184 0.2823 3002.53 3000.4 1 31.48148 2 R.TELIGDQLAQLNTVFQALPTAAWGATLR.A 496 2 *
1659 ENSG00000166189:ENSMUSG00000074811:ENSRNOG00000018433 HPS6 gi|31881785|ref|NP_079023.2| gi|31881785|ref|NP_079023.2| Hermansky-Pudlak syndrome-6 [Homo sapiens] 3 9 8.3 775 82975 6.3 HsSD-NE_NT_lymphocytes_Ti_104.021462.021462.2 2 4.4832 0.4039 3002.71 3000.4 1 37.037037 1 R.TELIGDQLAQLNTVFQALPTAAWGATLR.A 496 2 *
1660 ENSG00000180228:ENSMUSG00000002731:ENSRNOG00000011195 PRKRAP1 gi|4505581|ref|NP_003681.1| gi|4505581|ref|NP_003681.1| "protein kinase, interferon-inducible double stranded RNA depende 3 3 21.4 313 34404 8.4 HsSD-NE_PHA_lymphocytes_Ti_111.012804.012804 2 3.0838 0.3014 3166.25 3164.5 1 33.333336 1 K.FSNISPENHISLTNVVGHSLGCTWHSLR.N 192 2 *
1660 ENSG00000180228:ENSMUSG00000002731:ENSRNOG00000011195 PRKRAP1 gi|4505581|ref|NP_003681.1| gi|4505581|ref|NP_003681.1| "protein kinase, interferon-inducible double stranded RNA depende 3 3 21.4 313 34404 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.012186.01218 2 4.1427 0.3711 2183.51 2184.5 1 58.333332 1 K.NQLNPIGSLQELAIHHGWR.L 123 2 *
1660 ENSG00000180228:ENSMUSG00000002731:ENSRNOG00000011195 PRKRAP1 gi|4505581|ref|NP_003681.1| gi|4505581|ref|NP_003681.1| "protein kinase, interferon-inducible double stranded RNA depende 3 3 21.4 313 34404 8.4 HsSD-NE_NT_lymphocytes_Ti_110.018053.018053.2 2 3.7384 0.2199 2278.15 2275.7 1 42.105263 1 K.RSLLSIPNTDYIQLLSEIAK.E 231 2 *
1661 ENSG00000086589:ENSMUSG00000024604:ENSRNOG00000019235 RBM22 gi|8922328|ref|NP_060517.1| gi|8922328|ref|NP_060517.1| RNA binding motif protein 22 [Homo sapiens] 3 7 10.7 420 46896 8.5 HsSD-NE_PHA_lymphocytes_Ti_103.013344.013344 2 2.4437 0.124 2139.17 2140.4 8 39.473686 1 K.TITTLYVGGLGDTITETDLR.N 230 2 *
1661 ENSG00000086589:ENSMUSG00000024604:ENSRNOG00000019235 RBM22 gi|8922328|ref|NP_060517.1| gi|8922328|ref|NP_060517.1| RNA binding motif protein 22 [Homo sapiens] 3 7 10.7 420 46896 8.5 HsSD-NE_PHA_lymphocytes_Ti_112.010941.010941 2 3.2207 0.2478 1445.37 1444.6 1 75 3 R.NRPHICSFWVK.G 160 2 *
1661 ENSG00000086589:ENSMUSG00000024604:ENSRNOG00000019235 RBM22 gi|8922328|ref|NP_060517.1| gi|8922328|ref|NP_060517.1| RNA binding motif protein 22 [Homo sapiens] 3 7 10.7 420 46896 8.5 HsSD-NE_PHA_lymphocytes_PK_106.017518.017518 2 4.0209 0.1918 1692.95 1690 1 84.61539 1 T.CLLDLEYGLPIQVR.D 84 1 *
1661 ENSG00000086589:ENSMUSG00000024604:ENSRNOG00000019235 RBM22 gi|8922328|ref|NP_060517.1| gi|8922328|ref|NP_060517.1| RNA binding motif protein 22 [Homo sapiens] 3 7 10.7 420 46896 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.010510.0105 2 3.0409 0.2946 1444.17 1444.6 1 75 2 R.NRPHICSFWVK.G 160 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsSD-NE_PHA_lymphocytes_Ti_111.014153.014153 2 2.8604 0.2535 2850.33 2848.2 1 38.636364 1 R.LKDVQSMDELKDVYNHFLLYYGR.D 451 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsSD-NE_PHA_lymphocytes_Ti_115.013159.013159 2 4.9666 0.3718 3002.41 3000.4 1 52.173912 12 K.FHPLQEHVVKEELLNALYCEFINR.V 942 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.008960.008960 2 2.3834 0.1615 1367.81 1367.6 5 63.636364 1 K.LIICNVTGIAHR.R 1166 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsSD-NE_PHA_lymphocytes_Ti_113.013213.013213 3 4.3179 0.249 3002.78 3000.4 1 30.434782 3 K.FHPLQEHVVKEELLNALYCEFINR.V 942 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsSD-NE_NT_lymphocytes_Ti_104.007810.007810.3 3 5.837 0.454 2831.27 2832.8 1 43.75 3 R.VREEGDEEGEGDEAEDEEQRGPELK.Q 492 2 *
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NP_003161.2| gi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Homo sapiens] 6 21 5.6 1726 199071 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009239.0092 2 2.4972 0.3681 1310.45 1307.5 1 63.636364 1 K.KPHVVTVAGENR.D 844 2 *
1663 ENSG00000169220:ENSMUSG00000052087:ENSRNOG00000015616 RGS14 gi|21361304|ref|NP_006471.2| gi|21361304|ref|NP_006471.2| regulator of G-protein signalling 14 [Homo sapiens] 3 6 11.5 566 61447 8.2 HsSD-NE_PHA_lymphocytes_Ti_109.009977.009977 3 3.1541 0.1478 1771.13 1769.1 1 40 1 K.HGLSPLEVVLHRPGEK.Q 407 2 *
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1663 ENSG00000169220:ENSMUSG00000052087:ENSRNOG00000015616 RGS14 gi|21361304|ref|NP_006471.2| gi|21361304|ref|NP_006471.2| regulator of G-protein signalling 14 [Homo sapiens] 3 6 11.5 566 61447 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.014943.01494 3 4.0973 0.2447 3488.45 3486.8 1 30.46875 2 R.GSSLSIHSLPSGPSSPFPTEEQPVASWALSFER.L 38 2 *
1663 ENSG00000169220:ENSMUSG00000052087:ENSRNOG00000015616 RGS14 gi|21361304|ref|NP_006471.2| gi|21361304|ref|NP_006471.2| regulator of G-protein signalling 14 [Homo sapiens] 3 6 11.5 566 61447 8.2 HsSD-NE_NT_lymphocytes_Ti_108.015349.015349.3 3 3.9413 0.3028 3484.82 3486.8 1 23.4375 2 R.GSSLSIHSLPSGPSSPFPTEEQPVASWALSFER.L 38 2 *
1663 ENSG00000169220:ENSMUSG00000052087:ENSRNOG00000015616 RGS14 gi|21361304|ref|NP_006471.2| gi|21361304|ref|NP_006471.2| regulator of G-protein signalling 14 [Homo sapiens] 3 6 11.5 566 61447 8.2 HsSD-NE_NT_lymphocytes_Ti_105.018291.018291.2 2 3.6752 0.2089 1869.75 1869.2 2 56.666668 1 R.LLQDPLGLAYFTEFLK.K 71 2 *
1664 ENSG00000170759:ENSMUSG00000006740:ENSRNOG00000017466 KIF5B gi|4758648|ref|NP_004512.1| gi|4758648|ref|NP_004512.1| kinesin family member 5B [Homo sapiens] 4 9 8.5 963 109685 6.5 HsSD-NE_PHA_lymphocytes_Ti_115.009331.009331 3 4.4219 0.3563 1992.62 1991.3 5 33.333336 3 K.PIRPGQHPAASPTHPSAIR.G 923 2 *
1664 ENSG00000170759:ENSMUSG00000006740:ENSRNOG00000017466 KIF5B gi|4758648|ref|NP_004512.1| gi|4758648|ref|NP_004512.1| kinesin family member 5B [Homo sapiens] 4 9 8.5 963 109685 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.018191.01819 3 3.2764 0.1557 3307.64 3305.6 1 23.214285 1 R.LQAENDASKEEVKEVLQALEELAVNYDQK.S 477 2 *
1664 ENSG00000170759:ENSMUSG00000006740:ENSRNOG00000017466 KIF5B gi|4758648|ref|NP_004512.1| gi|4758648|ref|NP_004512.1| kinesin family member 5B [Homo sapiens] 4 9 8.5 963 109685 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.012880.01288 2 3.5716 0.264 1533.59 1530.7 2 81.818184 3 R.NTIQWLENELNR.W 356 2 *
1664 ENSG00000170759:ENSMUSG00000006740:ENSRNOG00000017466 KIF5B gi|4758648|ref|NP_004512.1| gi|4758648|ref|NP_004512.1| kinesin family member 5B [Homo sapiens] 4 9 8.5 963 109685 6.5 HsSD-NE_NT_lymphocytes_Ti_105.017374.017374.2 2 3.3564 0.1868 2270.09 2269.6 1 47.61905 2 K.SLSALGNVISALAEGSTYVPYR.D 257 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsSD-NE_PHA_lymphocytes_Ti_115.014669.014669 2 3.0719 0.1608 1889.97 1888.2 1 53.571426 1 R.DRLEIYEDVLFFLSK.K 476 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsSD-NE_PHA_lymphocytes_Ti_115.011261.011261 2 3.1672 0.2153 2463.65 2460.7 1 38.88889 2 R.IFKDFMHVLEHECQHHHSK.N 765 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsSD-NE_PHA_lymphocytes_Ti_115.011162.011162 3 3.1796 0.1301 2460.02 2460.7 8 33.333336 1 R.IFKDFMHVLEHECQHHHSK.N 765 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsNaOH-NE_NT_lymphocytes_Ti_105.013270.01327 2 4.2683 0.3787 1843.49 1841.1 1 75 1 R.FTNMLGQPGSTALDLFK.F 619 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsNaOH-NE_NT_lymphocytes_Ti_105.008955.00895 2 3.2112 0.1663 1911.73 1911.1 1 60.000004 1 R.FVKEPAFEDITLESER.K 747 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsNaOH-NE_NT_lymphocytes_Ti_112.015095.01509 2 3.1007 0.2333 1891.07 1888.2 4 46.42857 1 R.DRLEIYEDVLFFLSK.K 476 2 *
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|NP_060362.3| gi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sapiens] 6 8 9.4 930 105927 8 HsSD-NE_NT_lymphocytes_Ti_103.013492.013492.2 2 3.4028 0.2739 2194.81 2194.4 2 42.105263 1 K.ELEDLEGYQNTIVAGSLITK.S 187 2 *
1666 ENSG00000197122:ENSMUSG00000027646:ENSRNOG00000009495 SRC gi|38202217|ref|NP_938033.1| gi|38202217|ref|NP_938033.1| proto-oncogene tyrosine-protein kinase SRC [Homo sapiens] 3 8 11.8 536 59835 7.4 HsSD-NE_PHA_lymphocytes_Ti_109.020414.020414 3 3.9123 0.2907 3998.6 3998.3 1 25.78125 4 R.KEPEERPTFEYLQAFLEDYFTSTEPQYQPGENL.- 504 2 *
1666 ENSG00000197122:ENSMUSG00000027646:ENSRNOG00000009495 SRC gi|38202217|ref|NP_938033.1| gi|38202217|ref|NP_938033.1| proto-oncogene tyrosine-protein kinase SRC [Homo sapiens] 3 8 11.8 536 59835 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006818.00681 2 2.9858 0.2074 1225.19 1224.3 5 77.77778 2 R.LIEDNEYTAR.Q 413 2
1666 ENSG00000197122:ENSMUSG00000027646:ENSRNOG00000009495 SRC gi|38202217|ref|NP_938033.1| gi|38202217|ref|NP_938033.1| proto-oncogene tyrosine-protein kinase SRC [Homo sapiens] 3 8 11.8 536 59835 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011858.0118 2 2.2798 0.132 2607.45 2604.8 1 42.105263 1 R.MPCPPECPESLHDLMCQCWR.K 484 2 *
1666 ENSG00000197122:ENSMUSG00000027646:ENSRNOG00000009495 SRC gi|38202217|ref|NP_938033.1| gi|38202217|ref|NP_938033.1| proto-oncogene tyrosine-protein kinase SRC [Homo sapiens] 3 8 11.8 536 59835 7.4 HsSD-NE_NT_lymphocytes_Ti_110.021374.021374.3 3 3.4906 0.1678 3999.65 3998.3 1 21.875 1 R.KEPEERPTFEYLQAFLEDYFTSTEPQYQPGENL.- 504 2 *
1667 ENSG00000138442:ENSMUSG00000026019:ENSRNOG00000017340 WDR12 gi|16445424|ref|NP_060726.2| gi|16445424|ref|NP_060726.2| WD repeat domain 12 protein [Homo sapiens] 3 4 13.5 423 47544 6 HsSD-NE_PHA_lymphocytes_Ti_101.012310.012310 2 4.0671 0.2668 2152.49 2153.4 1 58.333332 1 K.WSPTHEQQLISGSLDNIVK.L 350 2 *
1667 ENSG00000138442:ENSMUSG00000026019:ENSRNOG00000017340 WDR12 gi|16445424|ref|NP_060726.2| gi|16445424|ref|NP_060726.2| WD repeat domain 12 protein [Homo sapiens] 3 4 13.5 423 47544 6 HsNaOH-NE_NT_lymphocytes_Ti_104.017534.01753 2 4.0582 0.3282 2666.11 2664 1 41.666664 2 K.YAVDDVPFSIPAASEIADLSNIINK.L 15 2 *
1667 ENSG00000138442:ENSMUSG00000026019:ENSRNOG00000017340 WDR12 gi|16445424|ref|NP_060726.2| gi|16445424|ref|NP_060726.2| WD repeat domain 12 protein [Homo sapiens] 3 4 13.5 423 47544 6 HsSD-NE_NT_lymphocytes_Ti_103.011096.011096.1 1 2.4947 0.2502 1469.95 1469.6 4 50 1 K.GAEEWILTGSYDK.T 109 2 *
1668 ENSG00000140598:NA:NA EFTUD1 gi|94966752|ref|NP_001035700.1| gi|94966752|ref|NP_001035700.1|;gi|94966754|ref|NP_07885 elongation factor Tu GTP binding domain containing 1 isoform 2 [H 3 7 5.8 1069 119887 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.018644.01864 2 4.3774 0.4291 1865.73 1864.1 1 68.75 1 K.NILEQINALTGTLFTSK.V 117 2
1668 ENSG00000140598:NA:NA EFTUD1 gi|94966752|ref|NP_001035700.1| gi|94966752|ref|NP_001035700.1|;gi|94966754|ref|NP_07885 elongation factor Tu GTP binding domain containing 1 isoform 2 [H 3 7 5.8 1069 119887 5.8 HsSD-NE_NT_lymphocytes_Ti_104.018905.018905.2 2 3.9843 0.1887 2732.19 2730.1 1 45.833336 2 R.ELEYLEEVPPGNVLGIGGLQDFVLK.S 519 2
1668 ENSG00000140598:NA:NA EFTUD1 gi|94966752|ref|NP_001035700.1| gi|94966752|ref|NP_001035700.1|;gi|94966754|ref|NP_07885 elongation factor Tu GTP binding domain containing 1 isoform 2 [H 3 7 5.8 1069 119887 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019203.019203.2 2 4.2334 0.4437 2298.43 2298.6 1 50 2 R.AMPLPEEVTQILEENSDLIR.S 704 2
1668 ENSG00000140598:NA:NA EFTUD1 gi|94966752|ref|NP_001035700.1| gi|94966752|ref|NP_001035700.1|;gi|94966754|ref|NP_07885 elongation factor Tu GTP binding domain containing 1 isoform 2 [H 3 7 5.8 1069 119887 5.8 HsSD-NE_PHA_lymphocytes_PK_106.000389.000389 2 4.5848 0.3016 2300.77 2298.6 1 57.894737 2 R.AMPLPEEVTQILEENSDLIR.S 704 2
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsSD-NE_NT_lymphocytes_Ti_115.013698.013698.2 2 3.8537 0.387 1792.21 1791.1 1 73.333336 2 K.FAAFFGNVPIFHIPGR.T 692 2 *
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsSD-NE_PHA_lymphocytes_PK_106.020732.020732 3 4.6392 0.164 3432.56 3430.9 2 28.333334 1 D.QIVEHLEELENAPALAVLPIYSQLPSDLQAK.I 759 1 *
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsSD-NE_PHA_lymphocytes_PK_106.000272.000272 2 3.0597 0.2672 2651.75 2652 2 32.608696 2 T.SDQIVEHLEELENAPALAVLPIYS.Q 757 0 *
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsSD-NE_PHA_lymphocytes_PK_106.009936.009936 1 2.1464 0.2046 1377.45 1377.5 5 54.545456 1 E.KDDGEDKKKSKV.S 65 0 *
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsSD-NE_NT_lymphocytes_Ti_115.013702.013702.3 3 3.305 0.3366 1792.16 1791.1 1 50 1 K.FAAFFGNVPIFHIPGR.T 692 2 *
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NP_054722.2| gi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box polypeptide 38 [Homo sapiens] 5 8 5 1227 140502 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.013268.0132 2 3.3873 0.2824 1792.99 1791.1 1 63.333332 1 K.FAAFFGNVPIFHIPGR.T 692 2 *
1670 ENSG00000102401:ENSMUSG00000049047:ENSRNOG00000025730 ARMCX3 gi|29540566|ref|NP_808817.1| gi|29540566|ref|NP_808817.1| "armadillo repeat containing, X-linked 3 [Homo sapiens] " 1 3 6.3 379 42501 8.4 HsNaOH-NE_NT_lymphocytes_Ti_110.018978.01897 2 3.2929 0.1168 2848.51 2847.2 1 39.130436 1 R.LLTNMTVTNEYQHMLANSISDFFR.L 227 2 *
1670 ENSG00000102401:ENSMUSG00000049047:ENSRNOG00000025730 ARMCX3 gi|29540566|ref|NP_808817.1| gi|29540566|ref|NP_808817.1| "armadillo repeat containing, X-linked 3 [Homo sapiens] " 1 3 6.3 379 42501 8.4 HsSD-NE_NT_lymphocytes_Ti_110.019721.019721.2 2 3.3287 0.2266 2849.35 2847.2 1 36.95652 1 R.LLTNMTVTNEYQHMLANSISDFFR.L 227 2 *
1670 ENSG00000102401:ENSMUSG00000049047:ENSRNOG00000025730 ARMCX3 gi|29540566|ref|NP_808817.1| gi|29540566|ref|NP_808817.1| "armadillo repeat containing, X-linked 3 [Homo sapiens] " 1 3 6.3 379 42501 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.014685.0146 2 3.6697 0.3148 2849.83 2847.2 1 43.47826 1 R.LLTNMTVTNEYQHMLANSISDFFR.L 227 2 *
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|NP_001073350.1| gi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Homo sapiens] 3 7 6 878 96722 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.011556.0115 2 3.3851 0.3606 2706.27 2706.1 1 41.304348 1 K.NIVHCDLKPENVLLASADPFPQVK.L 669 2
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|NP_001073350.1| gi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Homo sapiens] 3 7 6 878 96722 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.009672.00967 2 2.3481 0.1039 1498.57 1496.6 1 63.636364 1 K.FPECGFYGLYDK.I 81 2 *
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|NP_001073350.1| gi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Homo sapiens] 3 7 6 878 96722 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.013269.01326 2 2.9851 0.3891 2172.51 2173.4 1 62.5 2 K.SLSHPWLQEYQTWLDLR.E 801 2
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|NP_001073350.1| gi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Homo sapiens] 3 7 6 878 96722 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.013044.0130 2 3.4513 0.3623 2173.91 2173.4 1 62.5 1 K.SLSHPWLQEYQTWLDLR.E 801 2
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|NP_001073350.1| gi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Homo sapiens] 3 7 6 878 96722 6.8 HsSD-NE_NT_lymphocytes_Ti_112.014057.014057.2 2 3.7253 0.3814 2173.95 2173.4 1 65.625 2 K.SLSHPWLQEYQTWLDLR.E 801 2
1672 ENSG00000020922:ENSMUSG00000031928:ENSRNOG00000009506 MRE11A gi|24234690|ref|NP_005581.2| gi|24234690|ref|NP_005581.2|;gi|5031923|ref|NP_005582.1| meiotic recombination 11 homolog A isoform 2 [Homo sapiens] 3 8 5.6 680 77642 5.8 HsSD-NE_PHA_lymphocytes_PK_111.019764.019764 2 3.8485 0.3535 2460.67 2461.8 3 40 4 K.FPWVNYQDGNLNISIPVFSIH.G 106 1
1672 ENSG00000020922:ENSMUSG00000031928:ENSRNOG00000009506 MRE11A gi|24234690|ref|NP_005581.2| gi|24234690|ref|NP_005581.2|;gi|5031923|ref|NP_005582.1| meiotic recombination 11 homolog A isoform 2 [Homo sapiens] 3 8 5.6 680 77642 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.008982.008982 2 3.284 0.3854 1839.43 1839 1 53.571426 2 R.HIDALEDKIDEEVRR.F 489 2
1672 ENSG00000020922:ENSMUSG00000031928:ENSRNOG00000009506 MRE11A gi|24234690|ref|NP_005581.2| gi|24234690|ref|NP_005581.2|;gi|5031923|ref|NP_005582.1| meiotic recombination 11 homolog A isoform 2 [Homo sapiens] 3 8 5.6 680 77642 5.8 HsSD-NE_PHA_lymphocytes_Ti_105.009873.009873 3 3.2817 0.2483 2125.16 2124.3 1 37.5 1 K.ERHIDALEDKIDEEVRR.F 487 2
1672 ENSG00000020922:ENSMUSG00000031928:ENSRNOG00000009506 MRE11A gi|24234690|ref|NP_005581.2| gi|24234690|ref|NP_005581.2|;gi|5031923|ref|NP_005582.1| meiotic recombination 11 homolog A isoform 2 [Homo sapiens] 3 8 5.6 680 77642 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.008262.0082 2 2.6771 0.2405 1839.55 1839 2 53.571426 1 R.HIDALEDKIDEEVRR.F 489 2
1673 ENSG00000134987:ENSMUSG00000038299:ENSRNOG00000027355 WDR36 gi|21281677|ref|NP_644810.1| gi|21281677|ref|NP_644810.1| WD repeat domain 36 [Homo sapiens] 4 6 8.9 951 105322 7.5 HsSD-NE_PHA_lymphocytes_PK_110.019270.019270 2 3.8422 0.3926 2472.59 2472.9 1 47.727272 3 Y.SVVSLRPLPADYVPSIVMLPGTC.Q 698 0 *
1673 ENSG00000134987:ENSMUSG00000038299:ENSRNOG00000027355 WDR36 gi|21281677|ref|NP_644810.1| gi|21281677|ref|NP_644810.1| WD repeat domain 36 [Homo sapiens] 4 6 8.9 951 105322 7.5 HsSD-NE_NT_lymphocytes_Ti_103.013852.013852.2 2 3.8889 0.38 1956.31 1956.2 1 52.941177 1 R.SLSPDCGGSIEVMQSFLK.M 861 2 *
1673 ENSG00000134987:ENSMUSG00000038299:ENSRNOG00000027355 WDR36 gi|21281677|ref|NP_644810.1| gi|21281677|ref|NP_644810.1| WD repeat domain 36 [Homo sapiens] 4 6 8.9 951 105322 7.5 HsSD-NE_NT_lymphocytes_Ti_108.010561.010561.3 3 3.2837 0.2457 2692.49 2693 1 32.291664 1 R.TDGHPVMAAGSPCGHIGLWDLEDKK.L 299 2 *
1673 ENSG00000134987:ENSMUSG00000038299:ENSRNOG00000027355 WDR36 gi|21281677|ref|NP_644810.1| gi|21281677|ref|NP_644810.1| WD repeat domain 36 [Homo sapiens] 4 6 8.9 951 105322 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.011484.0114 2 5.4867 0.4852 2119.37 2118.5 1 69.44444 1 K.ILIHSVSLSSSPNIMLLHR.D 572 2 *
1674 ENSG00000120437:ENSMUSG00000062480:ENSRNOG00000013975 ACAT2 gi|148539872|ref|NP_005882.2| gi|148539872|ref|NP_005882.2| acetyl-Coenzyme A acetyltransferase 2 [Homo sapiens] 3 3 16.4 397 41351 6.9 HsNaOH-NE_NT_lymphocytes_Ti_102.010058.01005 2 2.7132 0.2635 1417.09 1414.6 5 54.166668 1 K.SEADKRGLTPLAR.I 267 2 *
1674 ENSG00000120437:ENSMUSG00000062480:ENSRNOG00000013975 ACAT2 gi|148539872|ref|NP_005882.2| gi|148539872|ref|NP_005882.2| acetyl-Coenzyme A acetyltransferase 2 [Homo sapiens] 3 3 16.4 397 41351 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.013616.0136 3 4.787 0.3311 2951.15 2951.3 1 28.703705 1 K.RATVAPEDVSEVIFGHVLAAGCGQNPVR.Q 44 2 *
1674 ENSG00000120437:ENSMUSG00000062480:ENSRNOG00000013975 ACAT2 gi|148539872|ref|NP_005882.2| gi|148539872|ref|NP_005882.2| acetyl-Coenzyme A acetyltransferase 2 [Homo sapiens] 3 3 16.4 397 41351 6.9 HsSD-NE_NT_lymphocytes_Ti_102.016238.016238.2 2 3.9901 0.1511 2373.33 2372.8 1 41.304348 1 R.TIIGSFNGALAAVPVQDLGSTVIK.E 16 2 *
1675 ENSG00000166477:ENSMUSG00000042487:ENSRNOG00000010116 LEO1 gi|20270337|ref|NP_620147.1| gi|20270337|ref|NP_620147.1| "Leo1, Paf1/RNA polymerase II complex component, homolog [Hom 2 6 5.4 666 75404 4.5 HsSD-NE_PHA_lymphocytes_Ti_110.007386.007386 2 2.6358 0.1753 1626.11 1626.8 7 53.846157 1 K.LTFRPHSTDSATHR.K 489 2 *
1675 ENSG00000166477:ENSMUSG00000042487:ENSRNOG00000010116 LEO1 gi|20270337|ref|NP_620147.1| gi|20270337|ref|NP_620147.1| "Leo1, Paf1/RNA polymerase II complex component, homolog [Hom 2 6 5.4 666 75404 4.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013042.01304 2 3.3092 0.2676 2784.57 2783.8 1 42.857143 2 R.PFDPQYYEDEFEDEEMLDEEGR.T 388 2 *
1675 ENSG00000166477:ENSMUSG00000042487:ENSRNOG00000010116 LEO1 gi|20270337|ref|NP_620147.1| gi|20270337|ref|NP_620147.1| "Leo1, Paf1/RNA polymerase II complex component, homolog [Hom 2 6 5.4 666 75404 4.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009312.00931 2 3.205 0.3749 1625.89 1626.8 1 57.692307 2 K.LTFRPHSTDSATHR.K 489 2 *
1675 ENSG00000166477:ENSMUSG00000042487:ENSRNOG00000010116 LEO1 gi|20270337|ref|NP_620147.1| gi|20270337|ref|NP_620147.1| "Leo1, Paf1/RNA polymerase II complex component, homolog [Hom 2 6 5.4 666 75404 4.5 HsSD-NE_NT_lymphocytes_Ti_103.014404.014404.2 2 2.8229 0.248 2785.41 2783.8 1 38.095238 1 R.PFDPQYYEDEFEDEEMLDEEGR.T 388 2 *
1676 ENSG00000170727:ENSMUSG00000022557:ENSRNOG00000021773 LOC727967 gi|169172744|ref|XP_001714121.1| gi|169172744|ref|XP_001714121.1|;gi|21327667|ref|NP_0560 PREDICTED: hypothetical protein [Homo sapiens] 2 6 6.1 771 86489 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.014708.0147 2 4.8346 0.4403 2393.11 2392.6 1 50 2 R.DPTPSFYDLWAQEDPNAVLGR.H 300 2
1676 ENSG00000170727:ENSMUSG00000022557:ENSRNOG00000021773 LOC727967 gi|169172744|ref|XP_001714121.1| gi|169172744|ref|XP_001714121.1|;gi|21327667|ref|NP_0560 PREDICTED: hypothetical protein [Homo sapiens] 2 6 6.1 771 86489 9.6 HsNaOH-NE_NT_lymphocytes_Ti_104.014838.01483 2 5.6433 0.3964 2395.19 2392.6 1 57.5 1 R.DPTPSFYDLWAQEDPNAVLGR.H 300 2
1676 ENSG00000170727:ENSMUSG00000022557:ENSRNOG00000021773 LOC727967 gi|169172744|ref|XP_001714121.1| gi|169172744|ref|XP_001714121.1|;gi|21327667|ref|NP_0560 PREDICTED: hypothetical protein [Homo sapiens] 2 6 6.1 771 86489 9.6 HsSD-NE_NT_lymphocytes_Ti_103.016156.016156.2 2 2.7745 0.2371 2393.83 2392.6 2 37.5 1 R.DPTPSFYDLWAQEDPNAVLGR.H 300 2
1676 ENSG00000170727:ENSMUSG00000022557:ENSRNOG00000021773 LOC727967 gi|169172744|ref|XP_001714121.1| gi|169172744|ref|XP_001714121.1|;gi|21327667|ref|NP_0560 PREDICTED: hypothetical protein [Homo sapiens] 2 6 6.1 771 86489 9.6 HsSD-NE_NT_lymphocytes_Ti_107.019688.019688.2 2 3.5935 0.335 2816.77 2815.2 1 36 2 R.DLGVLDVIFHPTQPWVFSSGADGTVR.L 743 2
1677 ENSG00000107625:ENSMUSG00000020076:ENSRNOG00000000396 DDX50 gi|13129006|ref|NP_076950.1| gi|13129006|ref|NP_076950.1| nucleolar protein GU2 [Homo sapiens] 2 5 3 737 82565 9.2 HsNaOH-NE_NT_lymphocytes_Ti_108.017360.01736 3 3.3392 0.1063 2112.23 2112.4 3 30.952381 1 K.GAVDALAAALAHISGASSFEPR.S 557 2 *
1677 ENSG00000107625:ENSMUSG00000020076:ENSRNOG00000000396 DDX50 gi|13129006|ref|NP_076950.1| gi|13129006|ref|NP_076950.1| nucleolar protein GU2 [Homo sapiens] 2 5 3 737 82565 9.2 HsSD-NE_NT_lymphocytes_Ti_106.016342.016342.3 3 3.0619 0.2058 2111.9 2112.4 1 39.285713 1 K.GAVDALAAALAHISGASSFEPR.S 557 2 *
1677 ENSG00000107625:ENSMUSG00000020076:ENSRNOG00000000396 DDX50 gi|13129006|ref|NP_076950.1| gi|13129006|ref|NP_076950.1| nucleolar protein GU2 [Homo sapiens] 2 5 3 737 82565 9.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4648.464 2 2.8558 0.2991 2111.55 2112.4 1 42.857143 1 K.GAVDALAAALAHISGASSFEPR.S 557 2 *
1677 ENSG00000107625:ENSMUSG00000020076:ENSRNOG00000000396 DDX50 gi|13129006|ref|NP_076950.1| gi|13129006|ref|NP_076950.1| nucleolar protein GU2 [Homo sapiens] 2 5 3 737 82565 9.2 HsSD-NE_NT_lymphocytes_Ti_106.016333.016333.2 2 5.3412 0.4576 2113.79 2112.4 1 64.28571 2 K.GAVDALAAALAHISGASSFEPR.S 557 2 *
1678 ENSG00000110435:ENSMUSG00000010914:ENSRNOG00000006947 PDHX gi|4505699|ref|NP_003468.1| gi|4505699|ref|NP_003468.1| "pyruvate dehydrogenase complex, component X [Homo sapiens] " 2 4 6.8 501 54208 8.8 HsSD-NE_PHA_lymphocytes_Ti_106.018387.018387 2 2.94 0.3402 1760.61 1759 1 46.666668 2 R.LGSLIGLIVEEGEDWK.H 124 2 *
1678 ENSG00000110435:ENSMUSG00000010914:ENSRNOG00000006947 PDHX gi|4505699|ref|NP_003468.1| gi|4505699|ref|NP_003468.1| "pyruvate dehydrogenase complex, component X [Homo sapiens] " 2 4 6.8 501 54208 8.8 HsSD-NE_PHA_lymphocytes_PK_104.017897.017897 2 2.7491 0.2687 1878.57 1877 9 38.235294 1 S.KSTVPHAYATADCDLGAV.L 295 0 *
1678 ENSG00000110435:ENSMUSG00000010914:ENSRNOG00000006947 PDHX gi|4505699|ref|NP_003468.1| gi|4505699|ref|NP_003468.1| "pyruvate dehydrogenase complex, component X [Homo sapiens] " 2 4 6.8 501 54208 8.8 HsSD-NE_NT_lymphocytes_Ti_109.019202.019202.2 2 2.3486 0.1504 1759.97 1759 4 43.333332 1 R.LGSLIGLIVEEGEDWK.H 124 2 *
1679 ENSG00000113593:ENSMUSG00000021713:ENSRNOG00000012505 PPWD1 gi|24308049|ref|NP_056157.1| gi|24308049|ref|NP_056157.1| peptidylprolyl isomerase domain and WD repeat containing 1 [Hom 3 4 7.6 646 73575 7.1 HsSD-NE_PHA_lymphocytes_PK_109.015964.015964 2 2.7056 0.2224 2448.41 2449.7 3 37.5 1 L.KLGYFPGQCEWIYCPGDAISS.V 172 0 *
1679 ENSG00000113593:ENSMUSG00000021713:ENSRNOG00000012505 PPWD1 gi|24308049|ref|NP_056157.1| gi|24308049|ref|NP_056157.1| peptidylprolyl isomerase domain and WD repeat containing 1 [Hom 3 4 7.6 646 73575 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.011405.01140 2 3.658 0.306 2436.61 2433.7 1 45.238094 1 K.ASENPVLQNIQADPTIVCTSFK.K 423 2 *
1679 ENSG00000113593:ENSMUSG00000021713:ENSRNOG00000012505 PPWD1 gi|24308049|ref|NP_056157.1| gi|24308049|ref|NP_056157.1| peptidylprolyl isomerase domain and WD repeat containing 1 [Hom 3 4 7.6 646 73575 7.1 HsSD-NE_NT_lymphocytes_Ti_104.015376.015376.2 2 4.6235 0.5267 2906.95 2907.1 1 48 2 K.LGYFPGQCEWIYCPGDAISSVAASEK.S 173 2 *
1680 ENSG00000136213:ENSMUSG00000036599:NA CHST12 gi|8922112|ref|NP_061111.1| gi|8922112|ref|NP_061111.1| carbohydrate (chondroitin 4) sulfotransferase 12 [Homo sapiens] 1 3 4.6 414 48414 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.019294.0192 2 3.5416 0.2846 2183.79 2184.5 1 52.77778 1 K.LETLDEDAAQLLQLLQVDR.Q 342 2 *
1680 ENSG00000136213:ENSMUSG00000036599:NA CHST12 gi|8922112|ref|NP_061111.1| gi|8922112|ref|NP_061111.1| carbohydrate (chondroitin 4) sulfotransferase 12 [Homo sapiens] 1 3 4.6 414 48414 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.018621.01862 2 3.7426 0.1798 2184.91 2184.5 5 50 1 K.LETLDEDAAQLLQLLQVDR.Q 342 2 *
1680 ENSG00000136213:ENSMUSG00000036599:NA CHST12 gi|8922112|ref|NP_061111.1| gi|8922112|ref|NP_061111.1| carbohydrate (chondroitin 4) sulfotransferase 12 [Homo sapiens] 1 3 4.6 414 48414 9.3 HsSD-NE_NT_lymphocytes_Ti_103.020594.020594.2 2 4.5127 0.2456 2185.79 2184.5 3 52.77778 1 K.LETLDEDAAQLLQLLQVDR.Q 342 2 *
1681 ENSG00000099381:ENSMUSG00000042308:ENSRNOG00000019045 SETD1A gi|55741677|ref|NP_055527.1| gi|55741677|ref|NP_055527.1| SET domain containing 1A [Homo sapiens] 2 12 1.5 1707 186033 5.1 HsSD-NE_PHA_lymphocytes_Ti_112.009389.009389 2 2.8828 0.1838 1304.81 1302.6 1 68.181816 9 R.RPPPPPPPPPPR.A 1402 2 *
1681 ENSG00000099381:ENSMUSG00000042308:ENSRNOG00000019045 SETD1A gi|55741677|ref|NP_055527.1| gi|55741677|ref|NP_055527.1| SET domain containing 1A [Homo sapiens] 2 12 1.5 1707 186033 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.013694.01369 2 2.9935 0.1876 1714.61 1712 6 57.692307 1 K.FKLDEFYIGQIPLK.E 81 2 *
1681 ENSG00000099381:ENSMUSG00000042308:ENSRNOG00000019045 SETD1A gi|55741677|ref|NP_055527.1| gi|55741677|ref|NP_055527.1| SET domain containing 1A [Homo sapiens] 2 12 1.5 1707 186033 5.1 HsSD-NE_NT_lymphocytes_Ti_108.014087.014087.2 2 3.9219 0.1875 1714.53 1712 1 76.92308 2 K.FKLDEFYIGQIPLK.E 81 2 *
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NP_078934.3| gi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 5 10 8.9 1081 118715 5 HsSD-NE_PHA_lymphocytes_Ti_101.014229.014229 2 3.0905 0.2481 2553.31 2551.8 5 34.090908 1 R.NAALFALGQFSENLQPHISSYSR.E 412 2 *
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NP_078934.3| gi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 5 10 8.9 1081 118715 5 HsSD-NE_PHA_lymphocytes_Ti_112.016013.016013 2 2.997 0.2499 1602.21 1600 4 57.14286 1 R.QVVMAVLEALTGVLR.S 766 2 *
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NP_078934.3| gi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 5 10 8.9 1081 118715 5 HsNaOH-NE_NT_lymphocytes_Ti_104.014016.01401 2 5.1884 0.4541 2112.55 2110.4 1 75 3 R.EDLQPVQIQSLETLGVLAR.A 535 2 *
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NP_078934.3| gi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 5 10 8.9 1081 118715 5 HsSD-NE_NT_lymphocytes_Ti_104.018462.018462.2 2 2.6982 0.0873 2540.73 2538.9 3 33.333336 1 R.LFSFLYQSSPDQVIDVAPELLR.I 1004 2 *
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NP_078934.3| gi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 5 10 8.9 1081 118715 5 HsSD-NE_NT_lymphocytes_Ti_109.002373.002373.2 2 4.0959 0.1809 2135.29 2134.6 1 62.5 4 K.VQPYLPELMECMLQLLR.N 473 2 *
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007744.0077 2 2.5354 0.2075 1491.77 1491.7 4 63.636364 1 K.LLPEKHEIENLR.A 678 2
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.019311.01931 2 2.6646 0.2372 1602.25 1601.9 1 61.538464 1 R.NEFIGLQLLDVLAR.L 219 2
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsSD-NE_NT_lymphocytes_Ti_114.016336.016336.3 3 4.1917 0.2779 2721.47 2719.2 1 35.416664 1 K.VSCSPVSAQLLSVLQGLLHLEPTLR.S 282 2
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.015918.0159 2 4.2272 0.3922 2719.31 2719.2 1 43.75 3 K.VSCSPVSAQLLSVLQGLLHLEPTLR.S 282 2
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsSD-NE_NT_lymphocytes_Ti_108.019630.019630.2 2 3.1626 0.0832 1601.21 1601.9 5 61.538464 1 R.NEFIGLQLLDVLAR.L 219 2
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|NP_001026884.3| gi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071 inverted formin 2 isoform 2 [Homo sapiens] 5 8 5.3 1240 134617 5.5 HsSD-NE_NT_lymphocytes_Ti_107.018830.018830.2 2 3.5908 0.2096 1747.81 1746 2 60.714287 1 R.SSQLLWEALESLVNR.A 307 2
1684 ENSG00000164209:ENSMUSG00000024259:ENSRNOG00000017091 SLC25A46 gi|20270311|ref|NP_620128.1| gi|20270311|ref|NP_620128.1| "solute carrier family 25, member 46 [Homo sapiens] " 2 3 10.8 418 46174 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.013131.0131 2 3.026 0.1742 2656.91 2657 2 36.363636 1 R.TIIDNTDLGYEVLPINTQYEGMR.D 348 2 *
1684 ENSG00000164209:ENSMUSG00000024259:ENSRNOG00000017091 SLC25A46 gi|20270311|ref|NP_620128.1| gi|20270311|ref|NP_620128.1| "solute carrier family 25, member 46 [Homo sapiens] " 2 3 10.8 418 46174 7.4 HsNaOH-NE_NT_lymphocytes_Ti_107.010734.01073 2 3.911 0.3864 2315.11 2315.5 1 45.238094 1 R.SFSTGSDLGHWVTTPPDIPGSR.N 32 2 *
1684 ENSG00000164209:ENSMUSG00000024259:ENSRNOG00000017091 SLC25A46 gi|20270311|ref|NP_620128.1| gi|20270311|ref|NP_620128.1| "solute carrier family 25, member 46 [Homo sapiens] " 2 3 10.8 418 46174 7.4 HsSD-NE_NT_lymphocytes_Ti_102.014639.014639.2 2 4.5598 0.3866 2659.63 2657 1 47.727272 1 R.TIIDNTDLGYEVLPINTQYEGMR.D 348 2 *
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NP_710181.1| gi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo sapiens] 5 7 8.8 919 99819 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.016228.016228 2 5.2951 0.3875 2627.13 2626.9 1 54.761906 2 R.GHATWLSELLQMALSEEDCCFK.D 722 2 *
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NP_710181.1| gi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo sapiens] 5 7 8.8 919 99819 6.4 HsSD-NE_PHA_lymphocytes_Ti_104.008032.008032 2 3.0707 0.1582 1952.97 1953.1 1 53.125 1 R.DKEGYNSIHYAAAYGHR.Q 504 2 *
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NP_710181.1| gi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo sapiens] 5 7 8.8 919 99819 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010314.01031 2 3.4475 0.1998 1792.83 1790 1 70 2 R.TPLHASVINGHTLCLR.L 611 2 *
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NP_710181.1| gi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo sapiens] 5 7 8.8 919 99819 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010348.01034 2 2.5274 0.0836 1641.39 1639.9 1 57.14286 1 R.LLLEIADNPEAVDVK.D 627 2 *
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NP_710181.1| gi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo sapiens] 5 7 8.8 919 99819 6.4 HsSD-NE_NT_lymphocytes_Ti_111.010766.010766.2 2 2.3404 0.1312 1215.43 1213.4 1 85 1 R.GRTPLHYAAAR.G 711 2 *
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsSD-NE_PHA_lymphocytes_Ti_103.011998.011998 2 2.172 0.1244 2066.49 2064.3 1 56.666668 1 K.WLQLTHEVEVQYYNIK.K 441 2
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.007914.00791 2 2.2913 0.2464 1158.87 1159.2 1 81.25 1 K.HSHLHREDK.H 196 2 *
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013829.0138 2 3.7499 0.2202 2108.23 2107.3 1 50 1 K.DLESLQTAEQSLMDLQER.L 338 2 *
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_102.015502.0155 2 2.3518 0.0973 1223.71 1223.4 1 68.181816 1 R.PEESPAAVVAPR.G 33 2 *
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011762.01176 2 4.8388 0.3615 2065.13 2064.3 1 70 3 K.WLQLTHEVEVQYYNIK.R 441 2
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.012645.0126 3 3.4469 0.0901 3364.01 3361.8 1 24.13793 1 K.ICGFQIAHNSGLPSLTSSLYSDHSWVVMPR.V 527 2 *
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NP_065911.2| gi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Homo sapiens] 5 9 10.2 833 93025 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.007961.0079 2 2.3811 0.1626 1159.29 1159.2 6 81.25 1 K.HSHLHREDK.H 196 2 *
1687 ENSG00000172725:ENSMUSG00000024835:ENSRNOG00000021828 CORO1B gi|65787364|ref|NP_001018080.1| gi|65787364|ref|NP_001018080.1| "coronin, actin binding protein, 1B [Homo sapiens] " 3 3 9.4 489 54235 5.9 HsSD-NE_PHA_lymphocytes_PK_108.014134.014134 2 3.4978 0.3323 2335.79 2333.5 1 45 1 C.GHTGPVLDIDWCPHNDEVIAS.G 80 0 *
1687 ENSG00000172725:ENSMUSG00000024835:ENSRNOG00000021828 CORO1B gi|65787364|ref|NP_001018080.1| gi|65787364|ref|NP_001018080.1| "coronin, actin binding protein, 1B [Homo sapiens] " 3 3 9.4 489 54235 5.9 HsSD-NE_NT_lymphocytes_Ti_102.010336.010336.2 2 2.9404 0.2269 1525.61 1525.7 1 70.83333 1 R.VTWDSTFCAVNPK.F 34 2 *
1687 ENSG00000172725:ENSMUSG00000024835:ENSRNOG00000021828 CORO1B gi|65787364|ref|NP_001018080.1| gi|65787364|ref|NP_001018080.1| "coronin, actin binding protein, 1B [Homo sapiens] " 3 3 9.4 489 54235 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.010304.0103 2 2.4664 0.2004 1380.59 1377.6 1 68.181816 1 K.RVGIIAWHPTAR.N 134 2 *
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NP_071741.2| gi|21359945|ref|NP_071741.2| chromosome condensation protein G [Homo sapiens] 5 6 5.8 1015 114334 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.000146.000146 2 2.6389 0.12 1911.97 1911.2 9 43.333332 1 K.DLLVLLNEILEQVKDR.T 866 2 *
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NP_071741.2| gi|21359945|ref|NP_071741.2| chromosome condensation protein G [Homo sapiens] 5 6 5.8 1015 114334 5.6 HsSD-NE_PHA_lymphocytes_PK_114.013882.013882 2 2.6594 0.2217 1416.63 1414.8 1 75 1 L.ILPGIISIHPVVR.N 589 1 *
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NP_071741.2| gi|21359945|ref|NP_071741.2| chromosome condensation protein G [Homo sapiens] 5 6 5.8 1015 114334 5.6 HsSD-NE_PHA_lymphocytes_PK_114.014550.014550 2 2.6979 0.3713 1642.13 1642 1 57.14286 2 L.ILPGIISIHPVVRNL.A 589 0 *
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NP_071741.2| gi|21359945|ref|NP_071741.2| chromosome condensation protein G [Homo sapiens] 5 6 5.8 1015 114334 5.6 HsSD-NE_NT_lymphocytes_Ti_102.011002.011002.2 2 3.378 0.343 1725.43 1723.8 1 65.38461 1 K.EALENCITLQDFNR.A 504 2 *
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NP_071741.2| gi|21359945|ref|NP_071741.2| chromosome condensation protein G [Homo sapiens] 5 6 5.8 1015 114334 5.6 HsSD-NE_NT_lymphocytes_Ti_102.015375.015375.2 2 3.9301 0.2528 1623.63 1623.8 2 69.230774 1 K.LLSDFLDSEVSELR.T 695 2 *
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NP_001006600.1| gi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165 ERBB2 interacting protein isoform 7 [Homo sapiens] 4 10 3.4 1302 146086 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.018914.0189 2 4.9529 0.3736 2419.59 2418.7 1 52.380955 2 R.LDLGSNEFTEVPEVLEQLSGLK.E 189 2
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NP_001006600.1| gi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165 ERBB2 interacting protein isoform 7 [Homo sapiens] 4 10 3.4 1302 146086 5.3 HsNaOH-NE_NT_lymphocytes_Ti_106.019292.01929 2 3.9001 0.2715 2367.27 2365.7 1 45.238094 1 K.LSLPDNDLTTLPASIANLINLR.E 74 2
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NP_001006600.1| gi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165 ERBB2 interacting protein isoform 7 [Homo sapiens] 4 10 3.4 1302 146086 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.018250.01825 3 4.1361 0.3787 2417.78 2418.7 1 32.142857 2 R.LDLGSNEFTEVPEVLEQLSGLK.E 189 2
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NP_001006600.1| gi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165 ERBB2 interacting protein isoform 7 [Homo sapiens] 4 10 3.4 1302 146086 5.3 HsSD-NE_NT_lymphocytes_Ti_103.020726.020726.2 2 3.7561 0.2651 2368.69 2365.7 4 40.476192 2 K.LSLPDNDLTTLPASIANLINLR.E 74 2
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NP_001006600.1| gi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165 ERBB2 interacting protein isoform 7 [Homo sapiens] 4 10 3.4 1302 146086 5.3 HsSD-NE_NT_lymphocytes_Ti_104.020553.020553.3 3 5.2322 0.3041 2365.04 2365.7 2 35.714287 3 K.LSLPDNDLTTLPASIANLINLR.E 74 2
1690 ENSG00000167632:ENSMUSG00000047921:ENSRNOG00000027569 TRAPPC9 gi|40255276|ref|NP_113654.3| gi|40255276|ref|NP_113654.3| NIK and IKK(beta) binding protein [Homo sapiens] 3 7 5.4 1246 139423 7.2 HsSD-NE_PHA_lymphocytes_PK_109.013178.013178 2 3.5853 0.1769 1870.65 1870.2 1 59.375 2 W.KLEETLAQFPLQPGKVA.T 868 0 *
1690 ENSG00000167632:ENSMUSG00000047921:ENSRNOG00000027569 TRAPPC9 gi|40255276|ref|NP_113654.3| gi|40255276|ref|NP_113654.3| NIK and IKK(beta) binding protein [Homo sapiens] 3 7 5.4 1246 139423 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.005008.005008 2 2.8402 0.1169 1574.33 1571.7 1 73.07692 1 R.SSEALILHAGECQR.M 1022 2 *
1690 ENSG00000167632:ENSMUSG00000047921:ENSRNOG00000027569 TRAPPC9 gi|40255276|ref|NP_113654.3| gi|40255276|ref|NP_113654.3| NIK and IKK(beta) binding protein [Homo sapiens] 3 7 5.4 1246 139423 7.2 HsSD-NE_NT_lymphocytes_Ti_108.000503.000503.3 3 5.7689 0.4286 4001.33 4001.5 1 27.857143 4 R.SGEASVEGLLNQLVLEHLQLAPLQWDVLVDGQPCDR.E 1092 2 *
1691 ENSG00000127084:ENSMUSG00000037946:ENSRNOG00000016225 FGD3 gi|134133265|ref|NP_149077.2| gi|134133265|ref|NP_149077.2| "FYVE, RhoGEF and PH domain containing 3 [Homo sapiens] " 3 6 6.3 725 79401 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.009020.009020 2 3.9222 0.3647 1769.67 1769 1 59.375 2 R.SLELISTAANHSNAAIR.K 327 2 *
1691 ENSG00000127084:ENSMUSG00000037946:ENSRNOG00000016225 FGD3 gi|134133265|ref|NP_149077.2| gi|134133265|ref|NP_149077.2| "FYVE, RhoGEF and PH domain containing 3 [Homo sapiens] " 3 6 6.3 725 79401 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.012476.0124 2 3.6427 0.3716 2038.31 2038.4 2 50 2 K.LLHIAQELLHTEETYVK.R 158 2 *
1691 ENSG00000127084:ENSMUSG00000037946:ENSRNOG00000016225 FGD3 gi|134133265|ref|NP_149077.2| gi|134133265|ref|NP_149077.2| "FYVE, RhoGEF and PH domain containing 3 [Homo sapiens] " 3 6 6.3 725 79401 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.011696.0116 2 2.7571 0.258 1559.63 1558.8 4 54.545456 1 K.RLHLLDQVFCTR.L 175 2 *
1691 ENSG00000127084:ENSMUSG00000037946:ENSRNOG00000016225 FGD3 gi|134133265|ref|NP_149077.2| gi|134133265|ref|NP_149077.2| "FYVE, RhoGEF and PH domain containing 3 [Homo sapiens] " 3 6 6.3 725 79401 6.2 HsSD-NE_NT_lymphocytes_Ti_110.013644.013644.2 2 5.0322 0.4343 2040.83 2038.4 1 71.875 1 K.LLHIAQELLHTEETYVK.R 158 2 *
1692 ENSG00000160220:ENSMUSG00000032834:ENSRNOG00000001210 PWP2 gi|48762926|ref|NP_005040.2| gi|48762926|ref|NP_005040.2| PWP2 periodic tryptophan protein homolog [Homo sapiens] 3 6 6.5 919 102452 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011163.0111 2 3.7843 0.4665 2342.79 2343.4 1 55.555557 2 K.TYFGPYDETTCIDWTDDSR.C 139 2 *
1692 ENSG00000160220:ENSMUSG00000032834:ENSRNOG00000001210 PWP2 gi|48762926|ref|NP_005040.2| gi|48762926|ref|NP_005040.2| PWP2 periodic tryptophan protein homolog [Homo sapiens] 3 6 6.5 919 102452 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015245.01524 2 3.2967 0.2893 1429.57 1428.8 1 70.83333 2 R.AGTLLPVIQFLQK.S 838 2 *
1692 ENSG00000160220:ENSMUSG00000032834:ENSRNOG00000001210 PWP2 gi|48762926|ref|NP_005040.2| gi|48762926|ref|NP_005040.2| PWP2 periodic tryptophan protein homolog [Homo sapiens] 3 6 6.5 919 102452 6.1 HsSD-NE_NT_lymphocytes_Ti_102.012610.012610.2 2 3.509 0.3235 2343.75 2343.4 1 47.22222 1 K.TYFGPYDETTCIDWTDDSR.C 139 2 *
1692 ENSG00000160220:ENSMUSG00000032834:ENSRNOG00000001210 PWP2 gi|48762926|ref|NP_005040.2| gi|48762926|ref|NP_005040.2| PWP2 periodic tryptophan protein homolog [Homo sapiens] 3 6 6.5 919 102452 6.1 HsSD-NE_NT_lymphocytes_Ti_104.016131.016131.2 2 2.5869 0.2852 2926.61 2928.3 1 31.48148 1 K.MTEFGNLALIDQDAGQEDGVAIPLPGVR.K 663 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007367.00736 2 2.5818 0.0838 1655.11 1653.7 3 59.090908 1 R.CDRFEFECHQPK.T 1471 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.005991.0059 2 3.0737 0.1425 1424.31 1424.4 1 65.38461 2 K.ISGDTCSGGDVEAR.L 731 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.010932.0109 2 3.6947 0.3675 1808.59 1806 1 68.75 1 R.YDLASGATEQLPLTGLR.A 772 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007480.00748 2 3.4054 0.3428 2185.87 2184.2 1 44.736843 1 R.DGSDEDAAFAGCSQDPEFHK.V 1304 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012567.0125 2 3.4252 0.3799 1899.27 1898.3 1 56.25 2 R.SVILDNLPHPYAIAVFK.N 954 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsSD-NE_NT_lymphocytes_Ti_102.012275.012275.2 2 3.4745 0.1042 1808.11 1806 2 56.25 2 R.YDLASGATEQLPLTGLR.A 772 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsSD-NE_NT_lymphocytes_Ti_103.015187.015187.2 2 2.799 0.2087 2211.95 2211.4 1 44.444447 1 K.WESPYDSPDQDLLYAIAVK.D 1952 2 *
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_003096.1| gi|4507157|ref|NP_003096.1| sortilin-related receptor containing LDLR class A repeats prepropro 7 12 4.9 2214 248440 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.009179.0091 1 2.1526 0.3074 1027.53 1028.2 1 75 2 R.HLHVVHTGK.T 1937 2 *
1694 ENSG00000172053:ENSMUSG00000032604:NA QARS gi|4826960|ref|NP_005042.1| gi|4826960|ref|NP_005042.1| glutaminyl-tRNA synthetase [Homo sapiens] 3 5 7 775 87799 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.009863.009863 3 3.9247 0.3463 1856.66 1856.1 1 41.666664 2 K.KIHTEPQLSAALEYVR.S 80 2 *
1694 ENSG00000172053:ENSMUSG00000032604:NA QARS gi|4826960|ref|NP_005042.1| gi|4826960|ref|NP_005042.1| glutaminyl-tRNA synthetase [Homo sapiens] 3 5 7 775 87799 7.2 HsSD-NE_NT_lymphocytes_Ti_104.020296.020296.2 2 4.8189 0.4169 2484.55 2484.7 1 59.090908 2 R.ECGVGVIVTPEQIEEAVEAAINR.H 110 2 *
1694 ENSG00000172053:ENSMUSG00000032604:NA QARS gi|4826960|ref|NP_005042.1| gi|4826960|ref|NP_005042.1| glutaminyl-tRNA synthetase [Homo sapiens] 3 5 7 775 87799 7.2 HsSD-NE_PHA_lymphocytes_PK_105.013823.013823 2 2.6544 0.1782 1871.73 1871 2 53.571426 1 C.NALDVYCPVQWEYGR.L 472 1 *
1695 ENSG00000143374:ENSMUSG00000028107:ENSRNOG00000027726 TARS2 gi|20070344|ref|NP_079426.2| gi|20070344|ref|NP_079426.2| "threonyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 3 4 8.6 718 81036 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010953.0109 2 3.2755 0.3242 1764.01 1761.9 1 55.88235 1 R.AAGLVSDLDADSGLTLSR.R 638 2 *
1695 ENSG00000143374:ENSMUSG00000028107:ENSRNOG00000027726 TARS2 gi|20070344|ref|NP_079426.2| gi|20070344|ref|NP_079426.2| "threonyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 3 4 8.6 718 81036 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.019961.01996 2 2.6486 0.2335 2803.87 2803.2 1 39.130436 1 K.WPLWLSPFQVVVIPVGSEQEEYAK.E 607 2 *
1695 ENSG00000143374:ENSMUSG00000028107:ENSRNOG00000027726 TARS2 gi|20070344|ref|NP_079426.2| gi|20070344|ref|NP_079426.2| "threonyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 3 4 8.6 718 81036 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.019553.0195 2 3.1424 0.2058 2803.35 2803.2 2 39.130436 1 K.WPLWLSPFQVVVIPVGSEQEEYAK.E 607 2 *
1695 ENSG00000143374:ENSMUSG00000028107:ENSRNOG00000027726 TARS2 gi|20070344|ref|NP_079426.2| gi|20070344|ref|NP_079426.2| "threonyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 3 4 8.6 718 81036 7.3 HsSD-NE_NT_lymphocytes_Ti_110.017890.017890.3 3 3.3701 0.141 2489.51 2488.8 1 34.210526 1 K.EQELFFFHELSPGSCFFLPR.G 308 2 *
1696 ENSG00000162408:ENSMUSG00000028948:ENSRNOG00000010109 NOL9 gi|40217805|ref|NP_078930.3| gi|40217805|ref|NP_078930.3| nucleolar protein 9 [Homo sapiens] 3 5 7.8 702 79277 9.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012257.01225 2 2.8932 0.0928 2268.59 2266.5 4 38.88889 1 K.YMPDLTPQYVDDMDGLYTK.S 441 2 *
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1696 ENSG00000162408:ENSMUSG00000028948:ENSRNOG00000010109 NOL9 gi|40217805|ref|NP_078930.3| gi|40217805|ref|NP_078930.3| nucleolar protein 9 [Homo sapiens] 3 5 7.8 702 79277 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.016556.01655 2 2.7259 0.2473 2024.91 2022.4 1 55.88235 1 R.ALLLLPVEQGFTFSGICR.V 124 2 *
1696 ENSG00000162408:ENSMUSG00000028948:ENSRNOG00000010109 NOL9 gi|40217805|ref|NP_078930.3| gi|40217805|ref|NP_078930.3| nucleolar protein 9 [Homo sapiens] 3 5 7.8 702 79277 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.016288.0162 2 3.4773 0.2976 2023.57 2022.4 1 55.88235 1 R.ALLLLPVEQGFTFSGICR.V 124 2 *
1696 ENSG00000162408:ENSMUSG00000028948:ENSRNOG00000010109 NOL9 gi|40217805|ref|NP_078930.3| gi|40217805|ref|NP_078930.3| nucleolar protein 9 [Homo sapiens] 3 5 7.8 702 79277 9.2 HsSD-NE_NT_lymphocytes_Ti_111.013877.013877.2 2 3.2274 0.2616 1980.23 1979.3 1 52.941177 2 R.TVNCLLVGAIAIPHCVLK.C 634 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsSD-NE_PHA_lymphocytes_PK_110.020713.020713 2 3.1255 0.2548 2086.73 2084.5 5 46.875 1 L.VFTIPIFEPLPSQYYIR.A 1254 1 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017885.01788 3 4.804 0.3641 3501.5 3499 1 29.310345 2 R.IPYSEPMPLSFEEKPVYIQDLDEIGQLAFK.G 443 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.020384.0203 3 3.6628 0.1507 2577.8 2574.8 2 29.545454 1 K.SGDELQDELFELLGPEGLELIEK.L 260 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011549.01154 2 2.6616 0.2258 1572.89 1573.9 1 57.692307 2 R.FRPVPLGQTFLGIK.C 676 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.020513.0205 2 3.075 0.1806 2576.07 2574.8 1 38.636364 1 K.SGDELQDELFELLGPEGLELIEK.L 260 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.020606.02060 2 2.8129 0.2379 2639.27 2639.1 1 35.714287 1 K.EAQLLVFTIPIFEPLPSQYYIR.A 1249 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.009990.00999 2 2.7362 0.1624 1261.47 1259.5 1 80 1 K.AHLLLQAHLSR.A 1891 2 *
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NP_006819.2| gi|76880486|ref|NP_006819.2| activating signal cointegrator 1 complex subunit 3 isoform a [Homo 7 10 4.5 2202 251458 7.1 HsSD-NE_PHA_lymphocytes_PK_107.003509.003509 2 2.947 0.1543 2574.51 2574.8 1 47.727272 1 K.SGDELQDELFELLGPEGLELIEK.L 260 2 *
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011235.01123 2 4.7183 0.4522 2140.71 2139.3 1 55.555557 1 K.LENINGVTDGYLNSLCTVR.A 753 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009897.00989 2 3.4383 0.1641 1789.39 1790 1 57.14286 1 R.CIKDEETGLCLLPLK.E 2433 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010449.01044 2 3.1187 0.2314 2244.97 2246.5 2 36.842106 1 R.IKDFLQGSSCIAGIYNETTK.Q 2250 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011834.01183 2 3.1899 0.1729 1750.89 1749 1 61.538464 2 K.TIADLELHYQEFIR.N 579 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.015748.01574 3 5.3213 0.377 3737.75 3739.3 1 28.90625 4 K.IAELCANSIKDYELQLASYTSGLETLLNIPIKR.T 950 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.007455.00745 3 3.8082 0.2536 2257.43 2257.4 3 30.882353 2 K.SVEDRFDQQKNDYDQLQK.A 1127 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.012353.01235 2 2.9144 0.2383 1463.95 1464.8 3 63.636364 1 K.NMPLQHLLEQIK.E 408 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_105.015470.01547 2 4.6334 0.3365 1588.59 1587.9 1 80.769226 2 R.ALLQAILQTEDMLK.V 772 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013762.01376 2 4.026 0.2467 2159.27 2160.3 1 52.77778 1 R.GYFNEELSEILSDPSDDTK.G 2395 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.013865.0138 2 3.1893 0.174 2159.87 2160.3 2 38.88889 1 R.GYFNEELSEILSDPSDDTK.G 2395 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsSD-NE_NT_lymphocytes_Ti_104.016298.016298.2 2 4.486 0.3506 1587.49 1587.9 1 76.92308 2 R.ALLQAILQTEDMLK.V 772 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsSD-NE_NT_lymphocytes_Ti_103.017346.017346.2 2 3.5641 0.2046 2511.79 2511.7 1 45 1 R.ELDECFAQANDQMEILDSLIR.E 106 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsSD-NE_NT_lymphocytes_Ti_103.014264.014264.2 2 2.6971 0.1891 1513.81 1513.7 1 70.83333 1 R.TLELQGLINDLQR.E 1763 2 *
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsSD-NE_NT_lymphocytes_Ti_104.012140.012140.2 2 2.8162 0.2243 2186.31 2184.4 1 44.11765 1 R.LTEEETVCLDLDKVEAYR.C 791 2
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NP_004406.2| gi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sapiens] 13 23 8.3 2871 331774 6.8 HsSD-NE_NT_lymphocytes_Ti_103.014423.014423.2 2 3.7675 0.4384 2254.51 2254.6 1 47.61905 2 R.LLEAQIASGGVVDPVNSVFLPK.D 2124 2
1699 ENSG00000096401:ENSMUSG00000023932:ENSRNOG00000019975 CDC5L gi|11067747|ref|NP_001244.1| gi|11067747|ref|NP_001244.1| CDC5-like [Homo sapiens] 4 5 9.6 802 92251 8.2 HsSD-NE_PHA_lymphocytes_Ti_105.008426.008426 2 3.6049 0.4526 1800.69 1801 1 71.42857 1 R.TFEELKKHEDSAIPR.R 751 2 *
1699 ENSG00000096401:ENSMUSG00000023932:ENSRNOG00000019975 CDC5L gi|11067747|ref|NP_001244.1| gi|11067747|ref|NP_001244.1| CDC5-like [Homo sapiens] 4 5 9.6 802 92251 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009510.0095 2 2.6799 0.1096 1814.23 1811.9 3 50 1 R.EIDDTYIEDAADVDAR.K 506 2 *
1699 ENSG00000096401:ENSMUSG00000023932:ENSRNOG00000019975 CDC5L gi|11067747|ref|NP_001244.1| gi|11067747|ref|NP_001244.1| CDC5-like [Homo sapiens] 4 5 9.6 802 92251 8.2 HsSD-NE_NT_lymphocytes_Ti_102.013680.013680.2 2 4.0969 0.1044 2010.37 2010.2 2 47.22222 1 K.ESDLPSAILQTSGVSEFTK.K 272 2 *
1699 ENSG00000096401:ENSMUSG00000023932:ENSRNOG00000019975 CDC5L gi|11067747|ref|NP_001244.1| gi|11067747|ref|NP_001244.1| CDC5-like [Homo sapiens] 4 5 9.6 802 92251 8.2 HsSD-NE_NT_lymphocytes_Ti_105.016180.016180.3 3 3.3587 0.1892 3086.42 3085.5 1 26.923079 2 K.DLPRPSEVNETILRPLNVEPPLTDLQK.S 544 2 *
1700 ENSG00000112478:ENSMUSG00000024319:ENSRNOG00000000470 VPS52 gi|73747799|ref|NP_072047.4| gi|73747799|ref|NP_072047.4| vacuolar protein sorting 52 [Homo sapiens] 2 4 5.4 723 82221 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.021911.0219 2 4.1193 0.3122 2761.41 2760.2 1 44.230766 1 K.LGELVDGLVVPSALVTAILEAPVTEPR.F 168 2 *
1700 ENSG00000112478:ENSMUSG00000024319:ENSRNOG00000000470 VPS52 gi|73747799|ref|NP_072047.4| gi|73747799|ref|NP_072047.4| vacuolar protein sorting 52 [Homo sapiens] 2 4 5.4 723 82221 6 HsSD-NE_PHA_lymphocytes_PK_102.002151.00215 1 2.2623 0.1616 1367.18 1366.5 5 54.545456 1 I.LDEVDVHIQANL.E 54 0 *
1700 ENSG00000112478:ENSMUSG00000024319:ENSRNOG00000000470 VPS52 gi|73747799|ref|NP_072047.4| gi|73747799|ref|NP_072047.4| vacuolar protein sorting 52 [Homo sapiens] 2 4 5.4 723 82221 6 HsSD-NE_NT_lymphocytes_Ti_105.001238.001238.2 2 5.3335 0.4438 2761.55 2760.2 1 55.76923 2 K.LGELVDGLVVPSALVTAILEAPVTEPR.F 168 2 *
1701 ENSG00000177613:ENSMUSG00000053536:ENSRNOG00000022436 CSTF2T gi|14149675|ref|NP_056050.1| gi|14149675|ref|NP_056050.1| "cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa, tau vari 2 4 6.7 616 64436 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.022280.022280 3 3.906 0.2257 3348.05 3348.7 1 28.448275 1 R.SVFVGNIPYEATEEQLKDIFSEVGSVVSFR.L 17 2 *
1701 ENSG00000177613:ENSMUSG00000053536:ENSRNOG00000022436 CSTF2T gi|14149675|ref|NP_056050.1| gi|14149675|ref|NP_056050.1| "cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa, tau vari 2 4 6.7 616 64436 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010088.0100 2 2.7183 0.2994 1204.41 1203.5 2 70 1 R.KIHVTPLIPGK.S 194 2 *
1701 ENSG00000177613:ENSMUSG00000053536:ENSRNOG00000022436 CSTF2T gi|14149675|ref|NP_056050.1| gi|14149675|ref|NP_056050.1| "cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa, tau vari 2 4 6.7 616 64436 7.3 HsSD-NE_NT_lymphocytes_Ti_112.011381.011381.2 2 2.7048 0.3059 1204.63 1203.5 1 75 2 R.KIHVTPLIPGK.S 194 2 *
1702 ENSG00000108839:ENSMUSG00000000320:ENSRNOG00000027037 ALOX12 gi|154426292|ref|NP_000688.2| gi|154426292|ref|NP_000688.2| arachidonate 12-lipoxygenase [Homo sapiens] 3 4 6.2 663 75694 6.2 HsSD-NE_PHA_lymphocytes_PK_107.017022.017022 2 3.038 0.1574 1442.89 1441.8 3 62.5 1 D.FILLDGIPANVIR.G 278 1 *
1702 ENSG00000108839:ENSMUSG00000000320:ENSRNOG00000027037 ALOX12 gi|154426292|ref|NP_000688.2| gi|154426292|ref|NP_000688.2| arachidonate 12-lipoxygenase [Homo sapiens] 3 4 6.2 663 75694 6.2 HsSD-NE_NT_lymphocytes_Ti_109.013444.013444.2 2 2.1312 0.1866 1639.91 1637.9 1 56.666668 1 R.GLLGLPGALYAHDALR.L 451 2 *
1702 ENSG00000108839:ENSMUSG00000000320:ENSRNOG00000027037 ALOX12 gi|154426292|ref|NP_000688.2| gi|154426292|ref|NP_000688.2| arachidonate 12-lipoxygenase [Homo sapiens] 3 4 6.2 663 75694 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.009551.0095 2 3.0013 0.2599 1414.49 1415.7 1 72.72727 2 R.RQPDMVPLGHHK.E 600 2 *
1703 ENSG00000068796:ENSMUSG00000021693:ENSRNOG00000014000 KIF2A gi|148612849|ref|NP_001091981.1| gi|148612849|ref|NP_001091981.1|;gi|148612877|ref|NP_004 kinesin heavy chain member 2 isoform 2 [Homo sapiens] 2 4 7.3 744 84089 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.012341.012341 3 4.5017 0.3714 4164.59 4166.6 1 20.945946 1 K.ELTVDPTAAGDVRPIMHHPPNQIDDLETQWGVGSSPQR.D 590 2
1703 ENSG00000068796:ENSMUSG00000021693:ENSRNOG00000014000 KIF2A gi|148612849|ref|NP_001091981.1| gi|148612849|ref|NP_001091981.1|;gi|148612877|ref|NP_004 kinesin heavy chain member 2 isoform 2 [Homo sapiens] 2 4 7.3 744 84089 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009932.00993 2 4.241 0.2694 1941.53 1941.1 1 76.666664 2 R.FDYAFDDSAPNEMVYR.F 276 2
1703 ENSG00000068796:ENSMUSG00000021693:ENSRNOG00000014000 KIF2A gi|148612849|ref|NP_001091981.1| gi|148612849|ref|NP_001091981.1|;gi|148612877|ref|NP_004 kinesin heavy chain member 2 isoform 2 [Homo sapiens] 2 4 7.3 744 84089 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.011632.0116 3 4.0653 0.3419 4167.5 4166.6 2 20.945946 1 K.ELTVDPTAAGDVRPIMHHPPNQIDDLETQWGVGSSPQR.D 590 2
1704 ENSG00000198700:ENSMUSG00000041879:ENSRNOG00000007418 IPO9 gi|21361659|ref|NP_060555.2| gi|21361659|ref|NP_060555.2| importin 9 [Homo sapiens] 4 5 6.7 1041 115963 4.8 HsSD-NE_PHA_lymphocytes_PK_111.018828.018828 2 2.6911 0.1937 1549.45 1549.9 1 53.846157 1 T.HVLQPFLPSILDGL.I 555 0 *
1704 ENSG00000198700:ENSMUSG00000041879:ENSRNOG00000007418 IPO9 gi|21361659|ref|NP_060555.2| gi|21361659|ref|NP_060555.2| importin 9 [Homo sapiens] 4 5 6.7 1041 115963 4.8 HsSD-NE_PHA_lymphocytes_Ti_115.016426.016426 3 4.5012 0.2764 3466.04 3464.2 1 27.34375 1 R.LIPTLVSIMQAPADKIPAGLCATAIDILTTVVR.N 647 2 *
1704 ENSG00000198700:ENSMUSG00000041879:ENSRNOG00000007418 IPO9 gi|21361659|ref|NP_060555.2| gi|21361659|ref|NP_060555.2| importin 9 [Homo sapiens] 4 5 6.7 1041 115963 4.8 HsSD-NE_PHA_lymphocytes_PK_107.021372.021372 2 2.5563 0.1633 2052.33 2053.4 2 41.666664 1 K.VSESTHVLQPFLPSILDGL.I 550 1 *
1704 ENSG00000198700:ENSMUSG00000041879:ENSRNOG00000007418 IPO9 gi|21361659|ref|NP_060555.2| gi|21361659|ref|NP_060555.2| importin 9 [Homo sapiens] 4 5 6.7 1041 115963 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.015294.01529 2 4.2038 0.3391 1942.67 1941.2 1 61.764706 2 K.EALVDTLTGILSPVQEVR.A 23 2 *
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NP_065208.2| gi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2| ankyrin 1 isoform 4 [Homo sapiens] 5 6 6 1856 203403 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.012203.0122 2 3.9796 0.3075 2506.73 2504.9 1 45.454548 1 K.LGYSPLHQAAQQGHTDIVTLLLK.N 733 2
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NP_065208.2| gi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2| ankyrin 1 isoform 4 [Homo sapiens] 5 6 6 1856 203403 6.1 HsSD-NE_NT_lymphocytes_Ti_110.011231.011231.2 2 3.1197 0.3816 2623.43 2624 1 35.416664 1 K.LLLENNANPNLATTAGHTPLHIAAR.E 488 2
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NP_065208.2| gi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2| ankyrin 1 isoform 4 [Homo sapiens] 5 6 6 1856 203403 6.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2356.235 2 3.1107 0.2342 1851.67 1850.2 1 46.875 1 R.VKLALQAQPVPDELVTK.L 1104 2
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NP_065208.2| gi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2| ankyrin 1 isoform 4 [Homo sapiens] 5 6 6 1856 203403 6.1 HsSD-NE_NT_lymphocytes_Ti_105.001950.001950.2 2 4.364 0.3433 2877.51 2876.1 1 43.75 1 R.YGESYLDQILNGMDEELGSLEELEK.K 1024 2
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NP_065208.2| gi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2| ankyrin 1 isoform 4 [Homo sapiens] 5 6 6 1856 203403 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.016655.0166 2 3.2105 0.2212 2409.63 2408.8 1 47.5 2 R.VENPNSLLEQSVALLNLWVIR.E 1437 2
1706 ENSG00000124789:ENSMUSG00000021374:ENSRNOG00000001456 NUP153 gi|24430146|ref|NP_005115.2| gi|24430146|ref|NP_005115.2| nucleoporin 153kDa [Homo sapiens] 3 4 3.4 1475 153938 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.014022.014022 2 3.752 0.3115 2352.75 2350.7 1 47.727272 1 K.KPAFNLSAFGTLSPSLGNSSILK.T 228 2 *
1706 ENSG00000124789:ENSMUSG00000021374:ENSRNOG00000001456 NUP153 gi|24430146|ref|NP_005115.2| gi|24430146|ref|NP_005115.2| nucleoporin 153kDa [Homo sapiens] 3 4 3.4 1475 153938 8.7 HsNaOH-NE_NT_lymphocytes_PK_107.006800.0068 2 2.6458 0.186 831.71 830.88 5 72.72727 1 S.GAGGVGGGGGGK.I 4 1 *
1706 ENSG00000124789:ENSMUSG00000021374:ENSRNOG00000001456 NUP153 gi|24430146|ref|NP_005115.2| gi|24430146|ref|NP_005115.2| nucleoporin 153kDa [Homo sapiens] 3 4 3.4 1475 153938 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.009214.00921 2 3.4471 0.3662 1716.43 1715.9 4 53.571426 2 R.SVYFKPSLTPSGEFR.K 380 2 *
1707 ENSG00000111596:ENSMUSG00000020166:ENSRNOG00000004909 CNOT2 gi|7657385|ref|NP_055330.1| gi|7657385|ref|NP_055330.1| "CCR4-NOT transcription complex, subunit 2 [Homo sapiens] " 3 3 10.7 540 59738 7.7 HsSD-NE_PHA_lymphocytes_PK_107.012752.012752 2 2.9355 0.1711 2434.55 2434.6 4 35 1 W.ASSPCRPQDIDFHVPSEYLTN.I 404 0 *
1707 ENSG00000111596:ENSMUSG00000020166:ENSRNOG00000004909 CNOT2 gi|7657385|ref|NP_055330.1| gi|7657385|ref|NP_055330.1| "CCR4-NOT transcription complex, subunit 2 [Homo sapiens] " 3 3 10.7 540 59738 7.7 HsSD-NE_NT_lymphocytes_Ti_110.013840.013840.3 3 3.4462 0.1628 3422.63 3422.7 1 25.925926 1 K.EFHLEYDKLEERPHLPSTFNYNPAQQAF.- 513 2 *
1707 ENSG00000111596:ENSMUSG00000020166:ENSRNOG00000004909 CNOT2 gi|7657385|ref|NP_055330.1| gi|7657385|ref|NP_055330.1| "CCR4-NOT transcription complex, subunit 2 [Homo sapiens] " 3 3 10.7 540 59738 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012328.0123 3 3.9302 0.2196 3545.36 3542.9 1 25 1 K.FASPWASSPCRPQDIDFHVPSEYLTNIHIR.D 399 2 *
1708 ENSG00000185085:ENSMUSG00000071652:ENSRNOG00000026005 INTS5 gi|44771201|ref|NP_085131.1| gi|44771201|ref|NP_085131.1| integrator complex subunit 5 [Homo sapiens] 4 5 6.5 1019 107995 7 HsSD-NE_PHA_lymphocytes_PK_110.000254.000254 2 2.7088 0.1672 1405.27 1405.7 8 75 1 R.FREQPLLFELL.K 851 1 *
1708 ENSG00000185085:ENSMUSG00000071652:ENSRNOG00000026005 INTS5 gi|44771201|ref|NP_085131.1| gi|44771201|ref|NP_085131.1| integrator complex subunit 5 [Homo sapiens] 4 5 6.5 1019 107995 7 HsSD-NE_PHA_lymphocytes_Ti_112.012736.012736 3 4.1948 0.4237 2189.9 2187.5 1 38.095238 1 R.HTAAVPGPGGIWSVFHAGVIGR.G 735 2 *
1708 ENSG00000185085:ENSMUSG00000071652:ENSRNOG00000026005 INTS5 gi|44771201|ref|NP_085131.1| gi|44771201|ref|NP_085131.1| integrator complex subunit 5 [Homo sapiens] 4 5 6.5 1019 107995 7 HsSD-NE_PHA_lymphocytes_PK_110.020639.020639 2 4.071 0.3357 2282.87 2284.6 1 54.761906 2 L.AICPFPSEALSPSQLLGLVRAG.V 630 0 *
1708 ENSG00000185085:ENSMUSG00000071652:ENSRNOG00000026005 INTS5 gi|44771201|ref|NP_085131.1| gi|44771201|ref|NP_085131.1| integrator complex subunit 5 [Homo sapiens] 4 5 6.5 1019 107995 7 HsNaOH-NE_NT_lymphocytes_Ti_114.012333.01233 2 2.9584 0.1566 1335.57 1332.7 1 80 1 R.LIQLLLLHLQK.L 438 2 *
1709 ENSG00000076513:ENSMUSG00000041870:ENSRNOG00000024380 ANKRD13A gi|38683799|ref|NP_149112.1| gi|38683799|ref|NP_149112.1| ankyrin repeat domain 13 [Homo sapiens] 2 4 4.7 590 67619 5 HsSD-NE_PHA_lymphocytes_Ti_103.011238.011238 2 3.514 0.3602 1719.07 1718 1 70 2 R.TLLHLAVSLGHLESAR.V 43 2 *
1709 ENSG00000076513:ENSMUSG00000041870:ENSRNOG00000024380 ANKRD13A gi|38683799|ref|NP_149112.1| gi|38683799|ref|NP_149112.1| ankyrin repeat domain 13 [Homo sapiens] 2 4 4.7 590 67619 5 HsNaOH-NE_NT_lymphocytes_Ti_111.013024.01302 2 2.2232 0.0985 1422.79 1422.7 1 72.72727 1 K.IEIPLFHVLNAR.I 411 2
1709 ENSG00000076513:ENSMUSG00000041870:ENSRNOG00000024380 ANKRD13A gi|38683799|ref|NP_149112.1| gi|38683799|ref|NP_149112.1| ankyrin repeat domain 13 [Homo sapiens] 2 4 4.7 590 67619 5 HsNaOH-NE_PHA_lymphocytes_Ti_113.011842.0118 2 3.1393 0.231 1720.47 1718 1 50 1 R.TLLHLAVSLGHLESAR.V 43 2 *
1710 ENSG00000086827:ENSMUSG00000032264:ENSRNOG00000007661 ZW10 gi|4759344|ref|NP_004715.1| gi|4759344|ref|NP_004715.1| centromere/kinetochore protein zw10 [Homo sapiens] 3 5 8.3 779 88830 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.015464.0154 2 3.1137 0.232 1918.15 1918.3 1 66.66667 1 R.LGIVWQDVLPVNIYCK.A 636 2 *
1710 ENSG00000086827:ENSMUSG00000032264:ENSRNOG00000007661 ZW10 gi|4759344|ref|NP_004715.1| gi|4759344|ref|NP_004715.1| centromere/kinetochore protein zw10 [Homo sapiens] 3 5 8.3 779 88830 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.010480.01048 3 3.9734 0.3399 3448.7 3448.7 1 24.107143 1 K.VSNTQYHEVMNLEPENTLDQHSFSLPTCR.I 450 2 *
1710 ENSG00000086827:ENSMUSG00000032264:ENSRNOG00000007661 ZW10 gi|4759344|ref|NP_004715.1| gi|4759344|ref|NP_004715.1| centromere/kinetochore protein zw10 [Homo sapiens] 3 5 8.3 779 88830 6.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015447.01544 2 3.1784 0.1364 1920.11 1918.3 1 66.66667 2 R.LGIVWQDVLPVNIYCK.A 636 2 *
1710 ENSG00000086827:ENSMUSG00000032264:ENSRNOG00000007661 ZW10 gi|4759344|ref|NP_004715.1| gi|4759344|ref|NP_004715.1| centromere/kinetochore protein zw10 [Homo sapiens] 3 5 8.3 779 88830 6.3 HsSD-NE_NT_lymphocytes_Ti_105.017115.017115.2 2 3.2628 0.3147 2162.49 2163.5 1 42.105263 1 R.LAPILCDGTATFVDLVPGFR.R 563 2 *
1711 ENSG00000141279:ENSMUSG00000001441:ENSRNOG00000023095 NPEPPS gi|15451907|ref|NP_006301.2| gi|15451907|ref|NP_006301.2| aminopeptidase puromycin sensitive [Homo sapiens] 3 4 3.3 875 98503 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010636.01063 2 2.5059 0.0935 1877.41 1875.1 4 43.75 1 R.LGWDPKPGEGHLDALLR.G 646 2 *
1711 ENSG00000141279:ENSMUSG00000001441:ENSRNOG00000023095 NPEPPS gi|15451907|ref|NP_006301.2| gi|15451907|ref|NP_006301.2| aminopeptidase puromycin sensitive [Homo sapiens] 3 4 3.3 875 98503 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.010568.0105 3 3.8617 0.4 1874.87 1875.1 1 48.4375 1 R.LGWDPKPGEGHLDALLR.G 646 2 *
1711 ENSG00000141279:ENSMUSG00000001441:ENSRNOG00000023095 NPEPPS gi|15451907|ref|NP_006301.2| gi|15451907|ref|NP_006301.2| aminopeptidase puromycin sensitive [Homo sapiens] 3 4 3.3 875 98503 5.4 HsSD-NE_PHA_lymphocytes_PK_106.017312.017312 2 3.3042 0.1796 1357.47 1357.7 1 81.818184 2 A.MLESLLPGIRDL.S 553 0 *
1712 ENSG00000135597:ENSMUSG00000019854:ENSRNOG00000012476 REPS1 gi|39812394|ref|NP_114128.2| gi|39812394|ref|NP_114128.2| RALBP1 associated Eps domain containing 1 [Homo sapiens] 2 5 4.4 743 80698 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.017094.0170 2 2.6172 0.2785 2055.85 2056.4 1 43.75 1 K.LPILELSHIWELSDFDK.D 266 2 *
1712 ENSG00000135597:ENSMUSG00000019854:ENSRNOG00000012476 REPS1 gi|39812394|ref|NP_114128.2| gi|39812394|ref|NP_114128.2| RALBP1 associated Eps domain containing 1 [Homo sapiens] 2 5 4.4 743 80698 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.014619.01461 2 3.523 0.1803 1913.17 1910.2 2 53.333336 1 R.ISLEVQLEQLRPFSHL.- 728 2 *
1712 ENSG00000135597:ENSMUSG00000019854:ENSRNOG00000012476 REPS1 gi|39812394|ref|NP_114128.2| gi|39812394|ref|NP_114128.2| RALBP1 associated Eps domain containing 1 [Homo sapiens] 2 5 4.4 743 80698 5.9 HsSD-NE_NT_lymphocytes_Ti_109.015376.015376.2 2 3.5444 0.2769 1911.19 1910.2 4 53.333336 3 R.ISLEVQLEQLRPFSHL.- 728 2 *
1713 ENSG00000120254:ENSMUSG00000040675:ENSRNOG00000019582 MTHFD1L gi|36796743|ref|NP_056255.2| gi|36796743|ref|NP_056255.2| methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-l 2 6 5.9 978 105790 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.016291.016291 3 5.1118 0.3364 4299.68 4300.9 1 21.052631 3 K.LHEADIVVLGSPKPEEIPLTWIQPGTTVLNCSHDFLSGK.V 261 2 *
1713 ENSG00000120254:ENSMUSG00000040675:ENSRNOG00000019582 MTHFD1L gi|36796743|ref|NP_056255.2| gi|36796743|ref|NP_056255.2| methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-l 2 6 5.9 978 105790 8.1 HsSD-NE_NT_lymphocytes_Ti_110.017032.017032.3 3 4.6536 0.3316 4298.69 4300.9 1 21.052631 1 K.LHEADIVVLGSPKPEEIPLTWIQPGTTVLNCSHDFLSGK.V 261 2 *
1713 ENSG00000120254:ENSMUSG00000040675:ENSRNOG00000019582 MTHFD1L gi|36796743|ref|NP_056255.2| gi|36796743|ref|NP_056255.2| methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-l 2 6 5.9 978 105790 8.1 HsSD-NE_PHA_lymphocytes_PK_106.018176.018176 2 3.5283 0.3366 2179.49 2180.4 2 44.444447 2 T.HICLPPDSSEAEIIDEILK.I 128 1 *
1714 ENSG00000137776:ENSMUSG00000032212:ENSRNOG00000013708 SLTM gi|62244004|ref|NP_001013865.1| gi|62244004|ref|NP_001013865.1|;gi|63176611|ref|NP_07903 modulator of estrogen induced transcription isoform b [Homo sapie 3 4 3.5 1016 115409 8.1 HsNaOH-NE_NT_lymphocytes_PK_108.010685.0106 2 2.938 0.232 1324.35 1325.4 1 72.72727 1 L.DFDGDDLLETGK.N 238 1
1714 ENSG00000137776:ENSMUSG00000032212:ENSRNOG00000013708 SLTM gi|62244004|ref|NP_001013865.1| gi|62244004|ref|NP_001013865.1|;gi|63176611|ref|NP_07903 modulator of estrogen induced transcription isoform b [Homo sapie 3 4 3.5 1016 115409 8.1 HsNaOH-NE_NT_lymphocytes_Ti_114.009129.00912 2 3.4756 0.3202 1979.65 1980.1 1 65.625 1 R.KEWHGPPSQGPSYHDTR.R 948 2
1714 ENSG00000137776:ENSMUSG00000032212:ENSRNOG00000013708 SLTM gi|62244004|ref|NP_001013865.1| gi|62244004|ref|NP_001013865.1|;gi|63176611|ref|NP_07903 modulator of estrogen induced transcription isoform b [Homo sapie 3 4 3.5 1016 115409 8.1 HsSD-NE_NT_lymphocytes_Ti_112.010324.010324.2 2 2.6003 0.104 907.39 907.03 1 100 2 R.CIAHLHR.T 423 2
1715 ENSG00000197879:ENSMUSG00000017774:ENSRNOG00000004072 MYO1C gi|124494238|ref|NP_001074248.1| gi|124494238|ref|NP_001074248.1|;gi|124494240|ref|NP_203 myosin IC isoform a [Homo sapiens] 2 4 3.1 1063 121682 9.4 HsNaOH-NE_NT_lymphocytes_PK_105.009761.0097 2 3.5615 0.2581 1505.01 1505.5 2 70.83333 1 L.DEECLRPGEATDL.T 495 0
1715 ENSG00000197879:ENSMUSG00000017774:ENSRNOG00000004072 MYO1C gi|124494238|ref|NP_001074248.1| gi|124494238|ref|NP_001074248.1|;gi|124494240|ref|NP_203 myosin IC isoform a [Homo sapiens] 2 4 3.1 1063 121682 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014495.01449 2 3.553 0.2917 2270.45 2268.6 1 47.368423 2 R.GVSFYEVPPHLFAVADTVYR.A 106 2
1715 ENSG00000197879:ENSMUSG00000017774:ENSRNOG00000004072 MYO1C gi|124494238|ref|NP_001074248.1| gi|124494238|ref|NP_001074248.1|;gi|124494240|ref|NP_203 myosin IC isoform a [Homo sapiens] 2 4 3.1 1063 121682 9.4 HsSD-NE_NT_lymphocytes_Ti_108.014847.014847.2 2 3.099 0.1777 2267.71 2268.6 2 44.736843 1 R.GVSFYEVPPHLFAVADTVYR.A 106 2
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NP_003060.2| gi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 4 7 4.2 1054 122605 8.1 HsSD-NE_PHA_lymphocytes_PK_107.013696.013696 2 3.2667 0.1908 1425.17 1422.6 1 72.72727 3 T.GTPLQNNLHELW.S 340 0
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NP_003060.2| gi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 4 7 4.2 1054 122605 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.006771.006771 2 2.3722 0.1996 1057.31 1055.2 2 72.22222 1 R.HGATHVFASK.E 671 2
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NP_003060.2| gi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 4 7 4.2 1054 122605 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.013364.01336 2 3.6742 0.1262 1113.51 1114.4 1 93.75 1 R.LLNILMQLR.K 449 2
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NP_003060.2| gi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 4 7 4.2 1054 122605 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.013173.0131 2 3.5261 0.1039 1114.23 1114.4 1 93.75 1 R.LLNILMQLR.K 449 2
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NP_003060.2| gi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 4 7 4.2 1054 122605 8.1 HsSD-NE_PHA_lymphocytes_PK_103.016208.016208 1 2.1677 0.1509 1218.47 1218.3 7 54.166668 1 M.EQDTAAVAATVAA.A 2 0 *
1717 ENSG00000121749:ENSMUSG00000020130:ENSRNOG00000003889 TBC1D15 gi|21362084|ref|NP_073608.2| gi|21362084|ref|NP_073608.2| "TBC1 domain family, member 15 [Homo sapiens] " 3 3 5.6 691 79461 5.7 HsSD-NE_PHA_lymphocytes_PK_107.016439.016439 2 3.5583 0.1804 1534.53 1531.7 1 81.818184 1 M.WTELPCTNFHLL.L 553 0 *
1717 ENSG00000121749:ENSMUSG00000020130:ENSRNOG00000003889 TBC1D15 gi|21362084|ref|NP_073608.2| gi|21362084|ref|NP_073608.2| "TBC1 domain family, member 15 [Homo sapiens] " 3 3 5.6 691 79461 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.017517.01751 2 2.5293 0.1489 1360.15 1357.6 6 75 1 K.WSFLFSLTDLK.S 126 2 *
1717 ENSG00000121749:ENSMUSG00000020130:ENSRNOG00000003889 TBC1D15 gi|21362084|ref|NP_073608.2| gi|21362084|ref|NP_073608.2| "TBC1 domain family, member 15 [Homo sapiens] " 3 3 5.6 691 79461 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.009152.0091 2 2.6579 0.2855 1780.71 1779 8 46.666668 1 K.DDVVLPALHFHQGDSK.L 156 2 *
1718 ENSG00000062822:ENSMUSG00000038644:ENSRNOG00000019681 POLD1 gi|156616275|ref|NP_002682.2| gi|156616275|ref|NP_002682.2| "polymerase (DNA directed), delta 1, catalytic subunit 125kDa [Hom 4 6 7.5 1107 123631 7 HsSD-NE_PHA_lymphocytes_PK_109.010808.010808 2 3.2875 0.2793 1777.99 1777.9 1 60.714287 1 L.WSDVVSHPPEGPWQR.I 292 1 *
1718 ENSG00000062822:ENSMUSG00000038644:ENSRNOG00000019681 POLD1 gi|156616275|ref|NP_002682.2| gi|156616275|ref|NP_002682.2| "polymerase (DNA directed), delta 1, catalytic subunit 125kDa [Hom 4 6 7.5 1107 123631 7 HsNaOH-NE_NT_lymphocytes_Ti_113.011201.01120 2 2.8961 0.146 1596.63 1594.9 1 64.28571 1 R.LALTLRPCAPILGAK.V 353 2 *
1718 ENSG00000062822:ENSMUSG00000038644:ENSRNOG00000019681 POLD1 gi|156616275|ref|NP_002682.2| gi|156616275|ref|NP_002682.2| "polymerase (DNA directed), delta 1, catalytic subunit 125kDa [Hom 4 6 7.5 1107 123631 7 HsSD-NE_NT_lymphocytes_Ti_108.019717.019717.3 3 4.2094 0.2363 3557 3558.1 1 22.413794 1 K.SEDPLFVLEHSLPIDTQYYLEQQLAKPLLR.I 939 2 *
1718 ENSG00000062822:ENSMUSG00000038644:ENSRNOG00000019681 POLD1 gi|156616275|ref|NP_002682.2| gi|156616275|ref|NP_002682.2| "polymerase (DNA directed), delta 1, catalytic subunit 125kDa [Hom 4 6 7.5 1107 123631 7 HsSD-NE_NT_lymphocytes_Ti_104.018255.018255.2 2 3.5394 0.3111 2697.61 2699.1 1 50 3 R.IMDPDVITGYNIQNFDLPYLISR.A 387 2 *
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|NP_002218.2| gi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 3 7 4.9 1154 133277 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.021470.02147 2 3.6041 0.2863 1710.09 1711 1 67.85714 1 R.TSFQNLIEGFEALLK.- 1140 2 *
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|NP_002218.2| gi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 3 7 4.9 1154 133277 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013851.01385 2 3.3842 0.3326 1958.99 1959.2 1 56.666668 1 R.DSPVFWYAPECLMQSK.F 1042 2 *
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|NP_002218.2| gi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 3 7 4.9 1154 133277 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.018576.01857 2 3.3552 0.3358 2870.51 2869.2 1 32 2 K.IPDATPLLDASSLEYLFAQGQYDLVK.C 143 2 *
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|NP_002218.2| gi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 3 7 4.9 1154 133277 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.000098.0000 2 2.6164 0.2047 1712.37 1711 4 50 1 R.TSFQNLIEGFEALLK.- 1140 2 *
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|NP_002218.2| gi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 3 7 4.9 1154 133277 7.5 HsSD-NE_NT_lymphocytes_Ti_107.000027.000027.2 2 3.8428 0.2346 1712.01 1711 1 64.28571 2 R.TSFQNLIEGFEALLK.- 1140 2 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_Ti_109.002132.002132 3 5.302 0.4824 4416.23 4413.7 1 22.972973 2 R.SQLIDEFVDRFNHSVEDLLQEGEEADDDDIYNVLSTLK.R 659 2 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_PK_105.017398.017398 2 3.1401 0.17 2602.49 2599.9 1 38.636364 1 M.TALVNVALNLSIHQDNTQRQYEA.E 231 0 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_PK_105.018748.018748 2 4.2595 0.3881 2779.69 2780.9 1 41.304348 1 R.FNHSVEDLLQEGEEADDDDIYNVL.S 669 1 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_PK_106.018087.018087 2 2.8733 0.2163 1576.63 1576.8 2 66.66667 2 D.AFLNDSYLKYVGW.T 325 0
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.017654.0176 2 3.0149 0.1961 2159.35 2156.4 1 50 1 R.DIALLDLINFFIQCSGCR.G 114 2 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_PK_106.019881.01988 2 2.8795 0.2522 2229.87 2229.5 1 50 1 L.SLQQLFNELVQEQGPNLDR.T 926 1 *
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NP_005853.2| gi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 7 9 10.4 1258 144427 5.6 HsSD-NE_PHA_lymphocytes_PK_106.010360.010360 2 5.1807 0.4394 2329.99 2330.4 1 60.526318 1 L.ILHGSEEALSNEDCENVYHL.V 400 0 *
1721 ENSG00000125746:ENSMUSG00000040811:ENSRNOG00000030127 EML2 gi|6912356|ref|NP_036287.1| gi|6912356|ref|NP_036287.1| echinoderm microtubule associated protein like 2 [Homo sapiens] 2 4 5.5 649 70679 6.3 HsSD-NE_PHA_lymphocytes_Ti_101.012177.012177 2 2.682 0.1434 2057.41 2056.3 2 36.842106 1 R.ITQAVLGAHDGGVFGLCALR.D 285 2 *
1721 ENSG00000125746:ENSMUSG00000040811:ENSRNOG00000030127 EML2 gi|6912356|ref|NP_036287.1| gi|6912356|ref|NP_036287.1| echinoderm microtubule associated protein like 2 [Homo sapiens] 2 4 5.5 649 70679 6.3 HsSD-NE_NT_lymphocytes_Ti_111.012807.012807.2 2 3.8765 0.348 1949.89 1949.2 1 70 1 K.LVHLWSSDSHQPLWSR.I 400 2 *
1721 ENSG00000125746:ENSMUSG00000040811:ENSRNOG00000030127 EML2 gi|6912356|ref|NP_036287.1| gi|6912356|ref|NP_036287.1| echinoderm microtubule associated protein like 2 [Homo sapiens] 2 4 5.5 649 70679 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.011252.0112 2 4.2025 0.3727 1949.93 1949.2 1 70 2 K.LVHLWSSDSHQPLWSR.I 400 2 *
1722 ENSG00000119787:ENSMUSG00000059811:ENSRNOG00000006523 ARL6IP2 gi|11641303|ref|NP_071769.1| gi|11641303|ref|NP_071769.1| ADP-ribosylation factor-like 6 interacting protein 2 [Homo sapiens] 3 3 9.8 579 66159 6 HsSD-NE_PHA_lymphocytes_Ti_113.012195.012195 3 4.0302 0.3446 2362.94 2362.7 2 36.842106 1 K.HIHNCFSNLGCFLLPHPGLK.V 283 2 *
1722 ENSG00000119787:ENSMUSG00000059811:ENSRNOG00000006523 ARL6IP2 gi|11641303|ref|NP_071769.1| gi|11641303|ref|NP_071769.1| ADP-ribosylation factor-like 6 interacting protein 2 [Homo sapiens] 3 3 9.8 579 66159 6 HsNaOH-NE_NT_lymphocytes_Ti_104.013040.01304 2 3.8538 0.3074 2169.13 2166.3 1 52.77778 1 K.DSQSWIGGNNEPLTGFTWR.G 122 2 *
1722 ENSG00000119787:ENSMUSG00000059811:ENSRNOG00000006523 ARL6IP2 gi|11641303|ref|NP_071769.1| gi|11641303|ref|NP_071769.1| ADP-ribosylation factor-like 6 interacting protein 2 [Homo sapiens] 3 3 9.8 579 66159 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.017266.0172 2 4.0156 0.3678 2207.41 2205.4 1 64.70589 1 R.YQDQLEAEIEETYANFIK.H 444 2 *
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NP_056171.2| gi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens] 5 7 7.3 1630 174930 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007799.00779 2 2.4529 0.0901 1910.13 1912.1 4 41.17647 1 R.GHAGNPRDPTDEGIFISK.V 1121 2
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NP_056171.2| gi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens] 5 7 7.3 1630 174930 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.014500.01450 2 2.7102 0.1913 2433.27 2432.8 8 33.333336 1 R.LLEVNQQSLLGLTHGEAVQLLR.S 1157 2
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NP_056171.2| gi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens] 5 7 7.3 1630 174930 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.016307.0163 2 3.833 0.3182 2679.11 2677 1 45.833336 2 K.LEQLDLGGNDLEVLPDTLGALPNLR.E 176 2
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NP_056171.2| gi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens] 5 7 7.3 1630 174930 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.012700.0127 2 3.6422 0.3385 2466.31 2466.8 1 45.454548 2 R.LAVLPPELAHTTELHVLDVAGNR.L 347 2
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NP_056171.2| gi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens] 5 7 7.3 1630 174930 5.1 HsSD-NE_NT_lymphocytes_Ti_111.000309.000309.3 3 3.6138 0.1574 3229.88 3228.7 2 25 1 R.SLAHLALNDVSLQALPGDVGNLANLVTLELR.E 129 2
1724 ENSG00000179115:ENSMUSG00000003808:ENSRNOG00000003149 FARSA gi|4758340|ref|NP_004452.1| gi|4758340|ref|NP_004452.1| "phenylalanyl-tRNA synthetase, alpha subunit [Homo sapiens] " 2 4 9.4 508 57564 7.8 HsSD-NE_PHA_lymphocytes_Ti_109.017279.017279 3 4.0799 0.2963 3697.55 3696.2 1 21.969696 1 R.NETLDATHLAEFHQIEGVVADHGLTLGHLMGVLR.E 359 2 *
1724 ENSG00000179115:ENSMUSG00000003808:ENSRNOG00000003149 FARSA gi|4758340|ref|NP_004452.1| gi|4758340|ref|NP_004452.1| "phenylalanyl-tRNA synthetase, alpha subunit [Homo sapiens] " 2 4 9.4 508 57564 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014597.0145 2 2.4055 0.1324 1528.73 1528.7 4 61.538464 1 K.SLQALGEVIEAELR.S 43 2 *
1724 ENSG00000179115:ENSMUSG00000003808:ENSRNOG00000003149 FARSA gi|4758340|ref|NP_004452.1| gi|4758340|ref|NP_004452.1| "phenylalanyl-tRNA synthetase, alpha subunit [Homo sapiens] " 2 4 9.4 508 57564 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014840.01484 2 2.9824 0.1306 1527.73 1528.7 2 73.07692 1 K.SLQALGEVIEAELR.S 43 2 *
1724 ENSG00000179115:ENSMUSG00000003808:ENSRNOG00000003149 FARSA gi|4758340|ref|NP_004452.1| gi|4758340|ref|NP_004452.1| "phenylalanyl-tRNA synthetase, alpha subunit [Homo sapiens] " 2 4 9.4 508 57564 7.8 HsSD-NE_NT_lymphocytes_Ti_104.015668.015668.2 2 3.8169 0.269 1527.65 1528.7 1 73.07692 1 K.SLQALGEVIEAELR.S 43 2 *
1725 ENSG00000160695:ENSMUSG00000032127:ENSRNOG00000010733 VPS11 gi|17978477|ref|NP_068375.3| gi|17978477|ref|NP_068375.3| vacuolar protein sorting 11 [Homo sapiens] 3 6 4.5 941 107809 7.1 HsSD-NE_PHA_lymphocytes_Ti_108.009956.009956 2 2.5513 0.3309 1579.75 1580.8 1 70.83333 1 R.IHNLTAYLQTLHR.Q 433 2 *
1725 ENSG00000160695:ENSMUSG00000032127:ENSRNOG00000010733 VPS11 gi|17978477|ref|NP_068375.3| gi|17978477|ref|NP_068375.3| vacuolar protein sorting 11 [Homo sapiens] 3 6 4.5 941 107809 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.007431.00743 2 2.9593 0.255 1411.11 1409.5 1 75 1 R.DLHDQFQHQLK.C 879 2 *
1725 ENSG00000160695:ENSMUSG00000032127:ENSRNOG00000010733 VPS11 gi|17978477|ref|NP_068375.3| gi|17978477|ref|NP_068375.3| vacuolar protein sorting 11 [Homo sapiens] 3 6 4.5 941 107809 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010754.01075 2 3.8295 0.4641 1579.63 1580.8 1 87.5 2 R.IHNLTAYLQTLHR.Q 433 2 *
1725 ENSG00000160695:ENSMUSG00000032127:ENSRNOG00000010733 VPS11 gi|17978477|ref|NP_068375.3| gi|17978477|ref|NP_068375.3| vacuolar protein sorting 11 [Homo sapiens] 3 6 4.5 941 107809 7.1 HsSD-NE_NT_lymphocytes_Ti_107.016469.016469.2 2 4.624 0.49 2134.89 2135.3 1 64.70589 2 R.HGEQDPSLWEQALSYFAR.K 712 2 *
1726 ENSG00000121486:ENSMUSG00000053286:ENSRNOG00000002580 C1orf25 gi|30181238|ref|NP_112196.2| gi|30181238|ref|NP_112196.2| "N2,N2-dimethylguanosine tRNA methyltransferase-like [Homo sap 3 4 7.8 733 81790 8 HsSD-NE_PHA_lymphocytes_Ti_112.010948.010948 3 3.0969 0.3109 2751.65 2753.2 1 37.5 1 R.MCICHLPCRPVKPNIIGEQITSK.M 157 2 *
1726 ENSG00000121486:ENSMUSG00000053286:ENSRNOG00000002580 C1orf25 gi|30181238|ref|NP_112196.2| gi|30181238|ref|NP_112196.2| "N2,N2-dimethylguanosine tRNA methyltransferase-like [Homo sap 3 4 7.8 733 81790 8 HsNaOH-NE_NT_lymphocytes_Ti_110.016594.01659 2 2.9216 0.3283 1638.07 1635.9 1 61.538464 1 R.QLIFCTLAALAEER.K 261 2 *
1726 ENSG00000121486:ENSMUSG00000053286:ENSRNOG00000002580 C1orf25 gi|30181238|ref|NP_112196.2| gi|30181238|ref|NP_112196.2| "N2,N2-dimethylguanosine tRNA methyltransferase-like [Homo sap 3 4 7.8 733 81790 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.018074.0180 2 4.7279 0.4659 2183.83 2182.5 1 57.894737 2 K.TAIELGPLWSSSLFNTGFLK.R 523 2 *
1727 ENSG00000204209:ENSMUSG00000002307:ENSRNOG00000000477 DAXX gi|4503257|ref|NP_001341.1| gi|4503257|ref|NP_001341.1| death-associated protein 6 [Homo sapiens] 2 4 6.6 740 81373 4.9 HsSD-NE_PHA_lymphocytes_Ti_106.013877.013877 3 3.4203 0.2437 3540.14 3541.9 1 21.666666 1 R.HLDLIYNFGCHLTDDYRPGVDPALSDPVLAR.R 329 2 *
1727 ENSG00000204209:ENSMUSG00000002307:ENSRNOG00000000477 DAXX gi|4503257|ref|NP_001341.1| gi|4503257|ref|NP_001341.1| death-associated protein 6 [Homo sapiens] 2 4 6.6 740 81373 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010043.01004 2 4.0096 0.3768 2020.49 2018.3 1 58.823532 1 R.LINKPGPDTFPDYGDVLR.A 274 2 *
1727 ENSG00000204209:ENSMUSG00000002307:ENSRNOG00000000477 DAXX gi|4503257|ref|NP_001341.1| gi|4503257|ref|NP_001341.1| death-associated protein 6 [Homo sapiens] 2 4 6.6 740 81373 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.013826.0138 3 3.7156 0.3577 3541.16 3541.9 1 29.166666 2 R.HLDLIYNFGCHLTDDYRPGVDPALSDPVLAR.R 329 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsSD-NE_PHA_lymphocytes_Ti_103.021580.021580 2 2.8336 0.2826 1999.17 1999.5 2 50 1 K.IHAIMSFLPIILNQLFK.V 895 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsSD-NE_PHA_lymphocytes_Ti_104.007886.007886 3 5.7133 0.3536 2915.33 2916 1 32 2 K.LPSHSFEIDHEDADKDEDTTSHSSSK.G 147 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.016948.0169 2 3.7638 0.3201 2532.87 2532.9 1 45.454548 2 R.IQVISQSSTELNPIEVAIDEMSK.K 2016 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015791.015791.3 3 5.124 0.3551 2915.87 2916 1 34 1 K.LPSHSFEIDHEDADKDEDTTSHSSSK.G 147 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.013746.0137 3 4.0883 0.1646 2701.49 2700 1 36.25 1 K.FDFLQEVCQHEHFIPLCLPIR.S 1096 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsSD-NE_NT_lymphocytes_Ti_103.017704.017704.2 2 4.8153 0.2566 1933.91 1934.2 1 76.666664 4 R.LLEPLDYETVIEELEK.T 47 2 *
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|NP_055504.2| gi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo sapiens] 6 12 5.3 2186 249529 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.011458.0114 2 2.6044 0.177 1423.69 1423.7 5 58.333332 1 K.IPRPLSLIGSTLR.F 1313 2 *
1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|NP_003031.3| gi|156071474|ref|NP_003031.3| "solute carrier family 4, anion exchanger, member 2 (erythrocyte m 3 6 4.7 1241 137009 6.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008741.00874 2 2.4752 0.1959 1574.67 1575.8 2 57.14286 1 K.LSVPSGFSVTAPEKR.G 962 2 *
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1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|NP_003031.3| gi|156071474|ref|NP_003031.3| "solute carrier family 4, anion exchanger, member 2 (erythrocyte m 3 6 4.7 1241 137009 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007638.0076 3 4.461 0.3928 3272.66 3274.3 2 25 1 R.RRPGASPTGETPTIEEGEEDEDEASEAEGAR.A 108 2 *
1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|NP_003031.3| gi|156071474|ref|NP_003031.3| "solute carrier family 4, anion exchanger, member 2 (erythrocyte m 3 6 4.7 1241 137009 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007592.00759 3 5.7617 0.3922 3272.48 3274.3 1 28.333334 2 R.RRPGASPTGETPTIEEGEEDEDEASEAEGAR.A 108 2 *
1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|NP_003031.3| gi|156071474|ref|NP_003031.3| "solute carrier family 4, anion exchanger, member 2 (erythrocyte m 3 6 4.7 1241 137009 6.3 HsSD-NE_NT_lymphocytes_Ti_105.015858.015858.3 3 4.5018 0.349 3276.74 3274.3 1 25 1 R.RRPGASPTGETPTIEEGEEDEDEASEAEGAR.A 108 2 *
1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|NP_003031.3| gi|156071474|ref|NP_003031.3| "solute carrier family 4, anion exchanger, member 2 (erythrocyte m 3 6 4.7 1241 137009 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.010344.0103 2 3.2061 0.3512 1386.53 1385.6 1 77.27273 1 R.WGKPHVASLSFR.S 360 2
1730 ENSG00000013364:ENSMUSG00000030681:ENSRNOG00000020182 MVP gi|19913412|ref|NP_005106.2| gi|19913412|ref|NP_005106.2| major vault protein [Homo sapiens] 2 6 4.8 893 99327 5.5 HsSD-NE_PHA_lymphocytes_Ti_114.014404.014404 3 4.8384 0.3886 2845.7 2846.2 2 28.125 1 R.RALCLLLGPDFFTDVITIETADHAR.L 512 2 *
1730 ENSG00000013364:ENSMUSG00000030681:ENSRNOG00000020182 MVP gi|19913412|ref|NP_005106.2| gi|19913412|ref|NP_005106.2| major vault protein [Homo sapiens] 2 6 4.8 893 99327 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.010364.01036 2 5.4468 0.4585 2152.75 2153.4 1 67.64706 1 R.IPPYHYIHVLDQNSNVSR.V 10 2 *
1730 ENSG00000013364:ENSMUSG00000030681:ENSRNOG00000020182 MVP gi|19913412|ref|NP_005106.2| gi|19913412|ref|NP_005106.2| major vault protein [Homo sapiens] 2 6 4.8 893 99327 5.5 HsSD-NE_NT_lymphocytes_Ti_112.011990.011990.2 2 5.3462 0.4564 2152.09 2153.4 1 64.70589 4 R.IPPYHYIHVLDQNSNVSR.V 10 2 *
1731 ENSG00000042445:ENSMUSG00000056666:ENSRNOG00000014090 RETSAT gi|31377748|ref|NP_060220.2| gi|31377748|ref|NP_060220.2| "all-trans-13,14-dihydroretinol saturase [Homo sapiens] " 3 3 4.8 610 66793 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.009453.00945 2 3.0551 0.1858 1715.25 1712.9 1 53.333336 1 R.GGSSEIAFHTIPVIQR.A 294 2 *
1731 ENSG00000042445:ENSMUSG00000056666:ENSRNOG00000014090 RETSAT gi|31377748|ref|NP_060220.2| gi|31377748|ref|NP_060220.2| "all-trans-13,14-dihydroretinol saturase [Homo sapiens] " 3 3 4.8 610 66793 8.3 HsSD-NE_NT_lymphocytes_Ti_112.010546.010546.3 3 4.0838 0.1764 1452.74 1450.7 1 66.66667 1 K.RPPAPLVTDKEAR.K 39 2 *
1731 ENSG00000042445:ENSMUSG00000056666:ENSRNOG00000014090 RETSAT gi|31377748|ref|NP_060220.2| gi|31377748|ref|NP_060220.2| "all-trans-13,14-dihydroretinol saturase [Homo sapiens] " 3 3 4.8 610 66793 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.009616.0096 2 3.0776 0.228 1093.47 1094.3 1 88.88889 1 K.RPPAPLVTDK.E 39 2 *
1732 ENSG00000103549:ENSMUSG00000030816:ENSRNOG00000018840 RNF40 gi|7662230|ref|NP_055586.1| gi|7662230|ref|NP_055586.1| ring finger protein 40 [Homo sapiens] 4 6 8.9 1001 113678 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010815.01081 2 3.4566 0.2226 1616.33 1615.8 4 69.230774 1 R.TEVIQLEDTLAQVR.K 443 2
1732 ENSG00000103549:ENSMUSG00000030816:ENSRNOG00000018840 RNF40 gi|7662230|ref|NP_055586.1| gi|7662230|ref|NP_055586.1| ring finger protein 40 [Homo sapiens] 4 6 8.9 1001 113678 6.3 HsSD-NE_NT_lymphocytes_Ti_111.011082.011082.3 3 6.2776 0.53 4150.04 4150.4 1 27.380953 2 R.AQASGSAHSTPNLGHPEDSGVSAPAPGKEEGGPGPVSTPDNRK.E 520 2 *
1732 ENSG00000103549:ENSMUSG00000030816:ENSRNOG00000018840 RNF40 gi|7662230|ref|NP_055586.1| gi|7662230|ref|NP_055586.1| ring finger protein 40 [Homo sapiens] 4 6 8.9 1001 113678 6.3 HsSD-NE_NT_lymphocytes_Ti_103.009773.009773.2 2 4.5841 0.3604 2015.79 2015.2 1 61.764706 2 R.IEFEQNLAANEQAGPINR.E 464 2 *
1732 ENSG00000103549:ENSMUSG00000030816:ENSRNOG00000018840 RNF40 gi|7662230|ref|NP_055586.1| gi|7662230|ref|NP_055586.1| ring finger protein 40 [Homo sapiens] 4 6 8.9 1001 113678 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.009860.0098 2 2.4929 0.2022 1671.47 1669.9 8 50 1 R.HLISSLQNHNHQLK.G 485 2
1733 ENSG00000197548:ENSMUSG00000079831:ENSRNOG00000007486 ATG7 gi|5453668|ref|NP_006386.1| gi|5453668|ref|NP_006386.1| APG7 autophagy 7-like [Homo sapiens] 1 4 2.1 703 77960 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.017289.017289 2 3.3926 0.211 1759.63 1758 4 53.571426 1 K.LLLEQAANEIWESIK.S 103 2 *
1733 ENSG00000197548:ENSMUSG00000079831:ENSRNOG00000007486 ATG7 gi|5453668|ref|NP_006386.1| gi|5453668|ref|NP_006386.1| APG7 autophagy 7-like [Homo sapiens] 1 4 2.1 703 77960 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.017692.01769 2 3.9335 0.3479 1760.67 1758 1 71.42857 2 K.LLLEQAANEIWESIK.S 103 2 *
1733 ENSG00000197548:ENSMUSG00000079831:ENSRNOG00000007486 ATG7 gi|5453668|ref|NP_006386.1| gi|5453668|ref|NP_006386.1| APG7 autophagy 7-like [Homo sapiens] 1 4 2.1 703 77960 6.2 HsSD-NE_NT_lymphocytes_Ti_107.018312.018312.2 2 2.1973 0.1059 1757.03 1758 2 50 1 K.LLLEQAANEIWESIK.S 103 2 *
1734 ENSG00000139626:ENSMUSG00000001281:ENSRNOG00000012208 ITGB7 gi|4504777|ref|NP_000880.1| gi|4504777|ref|NP_000880.1| "integrin, beta 7 [Homo sapiens] " 2 4 6.8 798 86903 6 HsNaOH-NE_NT_lymphocytes_Ti_110.007678.00767 2 4.0234 0.3237 1623.91 1621.9 1 65.38461 2 R.VTLRPGEPQQLQVR.F 130 2 *
1734 ENSG00000139626:ENSMUSG00000001281:ENSRNOG00000012208 ITGB7 gi|4504777|ref|NP_000880.1| gi|4504777|ref|NP_000880.1| "integrin, beta 7 [Homo sapiens] " 2 4 6.8 798 86903 6 HsNaOH-NE_PHA_lymphocytes_Ti_105.000326.0003 3 4.5924 0.4233 4213.31 4213.7 1 21.794872 1 R.STEFDYPSVGQVAQALSAANIQPIFAVTSAALPVYQELSK.L 322 2 *
1734 ENSG00000139626:ENSMUSG00000001281:ENSRNOG00000012208 ITGB7 gi|4504777|ref|NP_000880.1| gi|4504777|ref|NP_000880.1| "integrin, beta 7 [Homo sapiens] " 2 4 6.8 798 86903 6 HsSD-NE_NT_lymphocytes_Ti_104.001608.001608.3 3 3.4324 0.1483 4213.22 4213.7 1 19.23077 1 R.STEFDYPSVGQVAQALSAANIQPIFAVTSAALPVYQELSK.L 322 2 *
1735 ENSG00000167615:ENSMUSG00000035545:ENSRNOG00000018642 LENG8 gi|24308382|ref|NP_443157.1| gi|24308382|ref|NP_443157.1| leukocyte receptor cluster (LRC) member 8 [Homo sapiens] 3 4 8 800 88157 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.012000.01200 2 4.1017 0.4012 2299.13 2297.5 6 42.5 2 R.AFLEPLGLAYTGPDNSSIDCR.L 771 2 *
1735 ENSG00000167615:ENSMUSG00000035545:ENSRNOG00000018642 LENG8 gi|24308382|ref|NP_443157.1| gi|24308382|ref|NP_443157.1| leukocyte receptor cluster (LRC) member 8 [Homo sapiens] 3 4 8 800 88157 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.016713.0167 3 3.9982 0.3658 3761.21 3759.2 7 18.939394 1 R.LEPLVLQMSSLESSGADPDWQELQIVGTCPDITK.H 526 2 *
1735 ENSG00000167615:ENSMUSG00000035545:ENSRNOG00000018642 LENG8 gi|24308382|ref|NP_443157.1| gi|24308382|ref|NP_443157.1| leukocyte receptor cluster (LRC) member 8 [Homo sapiens] 3 4 8 800 88157 9.1 HsSD-NE_NT_lymphocytes_Ti_112.009769.009769.2 2 2.7828 0.1792 1093.03 1094.3 5 81.25 1 K.RHDLAPTKR.S 482 2 *
1736 ENSG00000182872:ENSMUSG00000031060:ENSRNOG00000008472 RBM10 gi|20127479|ref|NP_005667.2| gi|20127479|ref|NP_005667.2|;gi|23111018|ref|NP_690595.1| RNA binding motif protein 10 isoform 1 [Homo sapiens] 2 6 4.7 930 103533 6 HsSD-NE_PHA_lymphocytes_Ti_101.008676.008676 2 2.9645 0.11 1857.41 1857 3 50 1 R.KYGGISTASVDFEQPTR.D 837 2
1736 ENSG00000182872:ENSMUSG00000031060:ENSRNOG00000008472 RBM10 gi|20127479|ref|NP_005667.2| gi|20127479|ref|NP_005667.2|;gi|23111018|ref|NP_690595.1| RNA binding motif protein 10 isoform 1 [Homo sapiens] 2 6 4.7 930 103533 6 HsNaOH-NE_NT_lymphocytes_Ti_111.014459.01445 2 3.8113 0.4412 2829.75 2829.2 1 48.076923 1 R.NLNPHSTMDSILGALAPYAVLSSSNVR.V 306 2
1736 ENSG00000182872:ENSMUSG00000031060:ENSRNOG00000008472 RBM10 gi|20127479|ref|NP_005667.2| gi|20127479|ref|NP_005667.2|;gi|23111018|ref|NP_690595.1| RNA binding motif protein 10 isoform 1 [Homo sapiens] 2 6 4.7 930 103533 6 HsSD-NE_NT_lymphocytes_Ti_110.018358.018358.2 2 4.9678 0.5843 2827.93 2829.2 1 48.076923 4 R.NLNPHSTMDSILGALAPYAVLSSSNVR.V 306 2
1737 ENSG00000079263:ENSMUSG00000070031:ENSRNOG00000022800 SP140 gi|52487219|ref|NP_009168.3| gi|52487219|ref|NP_009168.3| SP140 nuclear body protein isoform 1 [Homo sapiens] 3 5 6.3 867 98286 5.3 HsSD-NE_PHA_lymphocytes_Ti_112.013145.013145 2 2.8037 0.3072 2049.01 2050.3 4 46.666668 1 R.SFISEQMYEHFQEAFR.N 71 2
1737 ENSG00000079263:ENSMUSG00000070031:ENSRNOG00000022800 SP140 gi|52487219|ref|NP_009168.3| gi|52487219|ref|NP_009168.3| SP140 nuclear body protein isoform 1 [Homo sapiens] 3 5 6.3 867 98286 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007604.00760 2 4.3379 0.3046 1836.25 1836 1 71.42857 2 R.VFHEDCHIPPVEAER.T 711 2 *
1737 ENSG00000079263:ENSMUSG00000070031:ENSRNOG00000022800 SP140 gi|52487219|ref|NP_009168.3| gi|52487219|ref|NP_009168.3| SP140 nuclear body protein isoform 1 [Homo sapiens] 3 5 6.3 867 98286 5.3 HsSD-NE_NT_lymphocytes_Ti_108.014485.014485.2 2 2.9165 0.1658 2049.65 2050.3 2 46.666668 1 R.SFISEQMYEHFQEAFR.N 71 2
1737 ENSG00000079263:ENSMUSG00000070031:ENSRNOG00000022800 SP140 gi|52487219|ref|NP_009168.3| gi|52487219|ref|NP_009168.3| SP140 nuclear body protein isoform 1 [Homo sapiens] 3 5 6.3 867 98286 5.3 HsSD-NE_NT_lymphocytes_Ti_103.012613.012613.2 2 3.8603 0.2995 2831.83 2830.2 1 41.304348 1 R.MVAEIQNVEGQNLQEQVCPEPIFR.F 21 2
1738 ENSG00000120915:ENSMUSG00000022040:ENSRNOG00000017286 EPHX2 gi|27597073|ref|NP_001970.2| gi|27597073|ref|NP_001970.2| "epoxide hydrolase 2, cytoplasmic [Homo sapiens] " 3 3 11.9 555 62616 6.3 HsSD-NE_PHA_lymphocytes_Ti_112.013267.013267 2 2.6343 0.2534 3092.61 3093.4 7 28 1 R.LHFVELGSGPAVCLCHGFPESWYSWR.Y 250 2 *
1738 ENSG00000120915:ENSMUSG00000022040:ENSRNOG00000017286 EPHX2 gi|27597073|ref|NP_001970.2| gi|27597073|ref|NP_001970.2| "epoxide hydrolase 2, cytoplasmic [Homo sapiens] " 3 3 11.9 555 62616 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.021532.0215 2 3.0846 0.2263 2102.87 2101.5 3 37.5 1 R.AAVFDLDGVLALPAVFGVLGR.T 5 2 *
1738 ENSG00000120915:ENSMUSG00000022040:ENSRNOG00000017286 EPHX2 gi|27597073|ref|NP_001970.2| gi|27597073|ref|NP_001970.2| "epoxide hydrolase 2, cytoplasmic [Homo sapiens] " 3 3 11.9 555 62616 6.3 HsSD-NE_NT_lymphocytes_Ti_102.010512.010512.2 2 5.4927 0.3687 2051.23 2049.2 1 75 1 K.VCEAGGLFVNSPEEPSLSR.M 422 2 *
1739 ENSG00000130475:ENSMUSG00000070000:ENSRNOG00000033912 FCHO1 gi|29789054|ref|NP_055937.1| gi|29789054|ref|NP_055937.1| FCH domain only 1 [Homo sapiens] 3 4 7.4 889 96861 7 HsSD-NE_PHA_lymphocytes_PK_110.018408.018408 2 3.7771 0.3378 2428.17 2428.9 1 43.18182 1 T.AVPTPLTNVQILLPVGEPVTNVR.L 780 1 *
1739 ENSG00000130475:ENSMUSG00000070000:ENSRNOG00000033912 FCHO1 gi|29789054|ref|NP_055937.1| gi|29789054|ref|NP_055937.1| FCH domain only 1 [Homo sapiens] 3 4 7.4 889 96861 7 HsNaOH-NE_PHA_lymphocytes_Ti_113.015496.0154 3 4.6368 0.448 3010.76 3008.4 1 31.48148 2 R.GPSPVVLGSQDALPIATAFTEYVHAYFR.G 614 2 *
1739 ENSG00000130475:ENSMUSG00000070000:ENSRNOG00000033912 FCHO1 gi|29789054|ref|NP_055937.1| gi|29789054|ref|NP_055937.1| FCH domain only 1 [Homo sapiens] 3 4 7.4 889 96861 7 HsSD-NE_NT_lymphocytes_Ti_104.012471.012471.1 1 2.2226 0.1245 1593.37 1592.9 1 46.42857 1 R.VTGELTMTFPAGIVR.V 651 2 *
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsSD-NE_PHA_lymphocytes_PK_109.017295.017295 2 3.4631 0.2219 2126.71 2126.4 1 50 2 K.SQSPLPEQSPCLLPGFRVL.N 1686 1
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007750.0077 2 5.2838 0.4149 2260.41 2261.4 1 59.090908 2 R.NTSSPEAAAEGDSTVEGLQAPTK.A 1844 2
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.012567.01256 2 4.3603 0.4727 2052.13 2053.3 1 71.875 1 R.HCLSNISDPFIFNLCSK.D 2435 2
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.008780.0087 2 2.6517 0.2028 1243.43 1241.5 5 54.166668 1 R.TIGAVAVGQLGVR.V 1346 2
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsSD-NE_PHA_lymphocytes_PK_105.017267.017267 2 2.8654 0.2977 1452.57 1451.6 6 66.66667 1 Q.SEVDPHLEELLGL.V 331 0
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsSD-NE_PHA_lymphocytes_PK_105.016461.01646 2 3.372 0.2472 1439.85 1440.6 1 66.66667 2 A.GGDPLFTDIFRDS.G 495 0
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|XP_001124974.2| gi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_0017PREDICTED: similar to hCG1745555 [Homo sapiens] 7 12 3.6 3184 353625 6.3 HsSD-NE_PHA_lymphocytes_PK_105.017676.017676 2 3.7022 0.2258 2138.65 2136.4 2 61.764706 3 F.FVFPLDKDELLESDLQVQ.K 175 0
1741 ENSG00000100592:ENSMUSG00000034574:ENSRNOG00000004345 DAAM1 gi|21071077|ref|NP_055807.1| gi|21071077|ref|NP_055807.1| dishevelled-associated activator of morphogenesis 1 [Homo sapien 3 5 5.8 1078 123473 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.021467.0214 2 4.7216 0.3835 1771.39 1769.1 1 85.71429 2 R.FIDLDGLSCILNFLK.T 152 2 *
1741 ENSG00000100592:ENSMUSG00000034574:ENSRNOG00000004345 DAAM1 gi|21071077|ref|NP_055807.1| gi|21071077|ref|NP_055807.1| dishevelled-associated activator of morphogenesis 1 [Homo sapien 3 5 5.8 1078 123473 7.2 HsSD-NE_NT_lymphocytes_Ti_109.004104.004104.2 2 2.3006 0.0809 2432.71 2430.7 2 37.5 1 K.IQPDEFFGIFDQFLQAVSEAK.Q 967 2 *
1741 ENSG00000100592:ENSMUSG00000034574:ENSRNOG00000004345 DAAM1 gi|21071077|ref|NP_055807.1| gi|21071077|ref|NP_055807.1| dishevelled-associated activator of morphogenesis 1 [Homo sapien 3 5 5.8 1078 123473 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.017594.0175 2 2.4996 0.0904 2431.41 2430.7 1 37.5 1 K.IQPDEFFGIFDQFLQAVSEAK.Q 967 2 *
1741 ENSG00000100592:ENSMUSG00000034574:ENSRNOG00000004345 DAAM1 gi|21071077|ref|NP_055807.1| gi|21071077|ref|NP_055807.1| dishevelled-associated activator of morphogenesis 1 [Homo sapien 3 5 5.8 1078 123473 7.2 HsSD-NE_PHA_lymphocytes_PK_105.013918.013918 3 3.797 0.1813 2465.03 2463.8 2 25.961538 1 A.VCASIPGGPSPGAPGGPFPSSVPGSLL.P 523 0 *
1742 ENSG00000042088:ENSMUSG00000021177:ENSRNOG00000003831 TDP1 gi|57242805|ref|NP_001008744.1| gi|57242805|ref|NP_001008744.1| tyrosyl-DNA phosphodiesterase 1 [Homo sapiens] 4 5 9.5 608 68420 7.6 HsSD-NE_PHA_lymphocytes_Ti_101.009797.009797 2 3.0131 0.2968 1859.39 1860 5 46.875 1 K.HDLSETNVYLIGSTPGR.F 345 2 *
1742 ENSG00000042088:ENSMUSG00000021177:ENSRNOG00000003831 TDP1 gi|57242805|ref|NP_001008744.1| gi|57242805|ref|NP_001008744.1| tyrosyl-DNA phosphodiesterase 1 [Homo sapiens] 4 5 9.5 608 68420 7.6 HsSD-NE_PHA_lymphocytes_Ti_111.010352.010352 2 2.6829 0.2601 1403.05 1404.7 4 63.636364 1 R.KKPILLVHGDKR.E 221 2 *
1742 ENSG00000042088:ENSMUSG00000021177:ENSRNOG00000003831 TDP1 gi|57242805|ref|NP_001008744.1| gi|57242805|ref|NP_001008744.1| tyrosyl-DNA phosphodiesterase 1 [Homo sapiens] 4 5 9.5 608 68420 7.6 HsSD-NE_PHA_lymphocytes_PK_110.014923.014923 2 3.1863 0.2416 1205.41 1202.4 7 77.77778 1 Q.GIWLSPLYPR.I 295 1 *
1742 ENSG00000042088:ENSMUSG00000021177:ENSRNOG00000003831 TDP1 gi|57242805|ref|NP_001008744.1| gi|57242805|ref|NP_001008744.1| tyrosyl-DNA phosphodiesterase 1 [Homo sapiens] 4 5 9.5 608 68420 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.019118.0191 2 3.8282 0.357 2093.29 2091.4 1 55.555557 2 R.SYELGVLFLPSAFGLDSFK.V 536 2 *
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_NT_lymphocytes_Ti_109.000015.00001 2 3.0761 0.2625 2177.61 2175.5 1 47.22222 1 K.IQNDIIDILLTFTQGVNEK.L 1060 2
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.014147.0141 2 3.0788 0.1144 2526.87 2525.8 1 34.090908 1 K.LVLEHSKDDDNLDSLLDSVVGLK.Q 1459 2 *
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_NT_lymphocytes_Ti_106.014628.01462 2 3.6379 0.3288 2526.25 2525.8 2 38.636364 1 K.LVLEHSKDDDNLDSLLDSVVGLK.Q 1459 2 *
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_NT_lymphocytes_Ti_108.018014.01801 3 4.1726 0.2226 3275.09 3275.6 2 24.107143 1 R.CTASEETDHSDLLGTLHNLYLITFNPVGR.S 781 2
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_NT_lymphocytes_Ti_104.011175.01117 2 2.2659 0.1321 1585.07 1582.8 1 57.692307 1 R.TAYVLADVMDDQLK.S 1516 2 *
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsNaOH-NE_NT_lymphocytes_Ti_110.017972.01797 2 2.7163 0.0882 1706.57 1704 2 57.692307 1 K.NLQSLITLMEYYSK.E 821 2
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsSD-NE_NT_lymphocytes_Ti_104.015596.015596.2 2 2.933 0.1935 1752.15 1753 1 57.692307 1 R.FEINCIPNLIEYVK.Q 903 2
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsSD-NE_NT_lymphocytes_Ti_104.016629.016629.2 2 4.1386 0.3166 1612.77 1613 1 76.92308 2 K.WVTALEEIPSLIIK.G 400 2
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NP_056311.2| gi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 isoform 1 [Homo sapiens] 8 10 7.7 1812 202023 5 HsSD-NE_NT_lymphocytes_Ti_109.021293.021293.2 2 3.2616 0.2453 1553.87 1551.8 1 83.33333 1 R.YAEIFQDLLALVR.S 1256 2 *
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_006775.1| gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [Homo sapiens] 3 5 7.6 943 106099 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.010084.0100 2 3.4463 0.4132 2736.77 2737.8 2 30.000002 1 K.GSSPGIQDTLEAEDGAFETDEAPEDR.I 239 2 *
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_006775.1| gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [Homo sapiens] 3 5 7.6 943 106099 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.000124.00012 2 2.9196 0.1566 2939.67 2937.5 2 28.846153 1 K.EVPLPSNPILMAYGSISPSAYVLEIFK.G 787 2 *
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_006775.1| gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [Homo sapiens] 3 5 7.6 943 106099 6.6 HsSD-NE_NT_lymphocytes_Ti_102.011265.011265.2 2 4.7276 0.5156 2737.47 2737.8 1 50 1 K.GSSPGIQDTLEAEDGAFETDEAPEDR.I 239 2 *
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_006775.1| gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [Homo sapiens] 3 5 7.6 943 106099 6.6 HsSD-NE_NT_lymphocytes_Ti_112.015046.015046.2 2 3.2014 0.1332 2178.15 2177.5 2 44.444447 1 R.ILACHGTDSVLELFCILSK.K 293 2 *
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_006775.1| gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [Homo sapiens] 3 5 7.6 943 106099 6.6 HsSD-NE_NT_lymphocytes_Ti_111.001390.001390.2 2 2.9084 0.2417 2937.83 2937.5 1 32.692307 1 K.EVPLPSNPILMAYGSISPSAYVLEIFK.G 787 2 *
1745 ENSG00000176783:ENSMUSG00000020375:ENSRNOG00000003536 RUFY1 gi|94721332|ref|NP_001035541.1| gi|94721332|ref|NP_001035541.1|;gi|94721336|ref|NP_07943 RUN and FYVE domain-containing 1 isoform b [Homo sapiens] 2 3 6.8 600 69078 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.011219.011219 2 4.4027 0.4019 2282.85 2283.6 1 52.63158 1 R.IGALQLQLSQLHEQCSSLEK.E 422 2
1745 ENSG00000176783:ENSMUSG00000020375:ENSRNOG00000003536 RUFY1 gi|94721332|ref|NP_001035541.1| gi|94721332|ref|NP_001035541.1|;gi|94721336|ref|NP_07943 RUN and FYVE domain-containing 1 isoform b [Homo sapiens] 2 3 6.8 600 69078 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.017094.01709 3 4.0884 0.3633 2487.14 2486.8 1 33.75 1 R.SLDADHAPLQQFFVVMEHCLK.H 29 2
1745 ENSG00000176783:ENSMUSG00000020375:ENSRNOG00000003536 RUFY1 gi|94721332|ref|NP_001035541.1| gi|94721332|ref|NP_001035541.1|;gi|94721336|ref|NP_07943 RUN and FYVE domain-containing 1 isoform b [Homo sapiens] 2 3 6.8 600 69078 5.9 HsSD-NE_NT_lymphocytes_Ti_111.015445.015445.3 3 4.322 0.1548 2489.12 2486.8 1 32.5 1 R.SLDADHAPLQQFFVVMEHCLK.H 29 2
1746 ENSG00000085224:ENSMUSG00000031229:ENSRNOG00000002550 LOC728849 gi|169216549|ref|XP_001128623.2| gi|169216549|ref|XP_001128623.2|;gi|20336205|ref|NP_6121 PREDICTED: similar to putative DNA dependent ATPase and helic 3 4 2 2494 282912 6.6 HsNaOH-NE_NT_lymphocytes_PK_105.008763.0087 2 3.2069 0.2014 2019.65 2018 1 50 1 K.SVPVTVDDDDDDNDPENR.I 1255 2
1746 ENSG00000085224:ENSMUSG00000031229:ENSRNOG00000002550 LOC728849 gi|169216549|ref|XP_001128623.2| gi|169216549|ref|XP_001128623.2|;gi|20336205|ref|NP_6121 PREDICTED: similar to putative DNA dependent ATPase and helic 3 4 2 2494 282912 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007911.00791 2 3.2788 0.2829 1510.39 1510.6 1 77.27273 2 K.WAEEFNDETNVR.G 2100 2
1746 ENSG00000085224:ENSMUSG00000031229:ENSRNOG00000002550 LOC728849 gi|169216549|ref|XP_001128623.2| gi|169216549|ref|XP_001128623.2|;gi|20336205|ref|NP_6121 PREDICTED: similar to putative DNA dependent ATPase and helic 3 4 2 2494 282912 6.6 HsSD-NE_PHA_lymphocytes_PK_105.020955.020955 2 3.2387 0.3066 2682.07 2680.9 1 40 1 M.DENNQWYCYICHPEPLLDLVT.A 260 0
1747 ENSG00000124228:ENSMUSG00000017999:ENSRNOG00000008081 DDX27 gi|19743937|ref|NP_060365.6| gi|19743937|ref|NP_060365.6| DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 [Homo sapiens] 3 4 5 796 89865 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010464.010464 1 2.5466 0.3028 1568.74 1569.8 1 62.5 1 R.TFTDHVMLFTQTK.K 461 2 *
1747 ENSG00000124228:ENSMUSG00000017999:ENSRNOG00000008081 DDX27 gi|19743937|ref|NP_060365.6| gi|19743937|ref|NP_060365.6| DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 [Homo sapiens] 3 4 5 796 89865 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.015201.01520 2 3.1725 0.142 1974.23 1972.2 1 41.17647 2 K.EGTYDGSWALADVMSQLK.K 92 2 *
1747 ENSG00000124228:ENSMUSG00000017999:ENSRNOG00000008081 DDX27 gi|19743937|ref|NP_060365.6| gi|19743937|ref|NP_060365.6| DEAD (Asp-Glu-Ala-Asp) box polypeptide 27 [Homo sapiens] 3 4 5 796 89865 9.3 HsSD-NE_NT_lymphocytes_Ti_111.010693.010693.1 1 2.2381 0.1569 1076.78 1077.3 1 68.75 1 R.KQLGLPHQR.R 773 2 *
1748 ENSG00000166887:ENSMUSG00000027291:ENSRNOG00000008316 VPS39 gi|54234024|ref|NP_056104.2| gi|54234024|ref|NP_056104.2| vacuolar protein sorting 39 [Homo sapiens] 3 3 7.1 875 100769 7.1 HsSD-NE_PHA_lymphocytes_PK_113.020583.020583 3 3.9483 0.2242 3970.94 3971.4 5 19.354837 1 D.SDSEKQQQIHHIKNLYAFNLFCQKRFDESMQV.F 326 0 *
1748 ENSG00000166887:ENSMUSG00000027291:ENSRNOG00000008316 VPS39 gi|54234024|ref|NP_056104.2| gi|54234024|ref|NP_056104.2| vacuolar protein sorting 39 [Homo sapiens] 3 3 7.1 875 100769 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010730.01073 2 3.4558 0.1094 1647.93 1645.8 1 69.230774 1 K.IFTEDLPEVESLPR.D 561 2 *
1748 ENSG00000166887:ENSMUSG00000027291:ENSRNOG00000008316 VPS39 gi|54234024|ref|NP_056104.2| gi|54234024|ref|NP_056104.2| vacuolar protein sorting 39 [Homo sapiens] 3 3 7.1 875 100769 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006989.0069 2 3.0233 0.1385 1991.75 1989.1 4 46.666668 1 R.LENNHCHIEESEHVLK.K 471 2 *
1749 ENSG00000176986:ENSMUSG00000039367:ENSRNOG00000026670 SEC24C gi|38373671|ref|NP_940999.1| gi|38373671|ref|NP_940999.1| SEC24-related protein C [Homo sapiens] 3 4 4.1 1094 118325 7.1 HsSD-NE_PHA_lymphocytes_PK_111.015169.015169 1 1.8361 0.3059 1265.72 1265.5 1 55 1 N.NKFPSPPAFIF.M 496 0 *
1749 ENSG00000176986:ENSMUSG00000039367:ENSRNOG00000026670 SEC24C gi|38373671|ref|NP_940999.1| gi|38373671|ref|NP_940999.1| SEC24-related protein C [Homo sapiens] 3 4 4.1 1094 118325 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.018443.0184 3 3.3969 0.1307 2021.36 2021.3 1 39.705883 1 R.AVITSLLDQIPEMFADTR.E 596 2 *
1749 ENSG00000176986:ENSMUSG00000039367:ENSRNOG00000026670 SEC24C gi|38373671|ref|NP_940999.1| gi|38373671|ref|NP_940999.1| SEC24-related protein C [Homo sapiens] 3 4 4.1 1094 118325 7.1 HsSD-NE_NT_lymphocytes_Ti_103.019624.019624.3 3 4.5683 0.4084 2021.27 2021.3 1 50 1 R.AVITSLLDQIPEMFADTR.E 596 2 *
1749 ENSG00000176986:ENSMUSG00000039367:ENSRNOG00000026670 SEC24C gi|38373671|ref|NP_940999.1| gi|38373671|ref|NP_940999.1| SEC24-related protein C [Homo sapiens] 3 4 4.1 1094 118325 7.1 HsSD-NE_NT_lymphocytes_Ti_109.013472.013472.2 2 3.089 0.2626 1741.91 1742.1 8 50 1 K.LFLFHTSLPIAEAPGK.L 639 2 *
1750 ENSG00000180917:ENSMUSG00000046441:ENSRNOG00000017102 FTSJD1 gi|153792086|ref|NP_001093112.1| gi|153792086|ref|NP_001093112.1| hypothetical protein LOC55783 [Homo sapiens] 2 4 5.6 770 88120 7 HsSD-NE_PHA_lymphocytes_Ti_110.001742.001742 2 2.7642 0.1019 1887.95 1888.2 8 53.125 2 K.GALLDFLWDLNAAIAKR.H 733 2 *
1750 ENSG00000180917:ENSMUSG00000046441:ENSRNOG00000017102 FTSJD1 gi|153792086|ref|NP_001093112.1| gi|153792086|ref|NP_001093112.1| hypothetical protein LOC55783 [Homo sapiens] 2 4 5.6 770 88120 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.002966.0029 2 2.6572 0.1698 2807.55 2807.2 2 30.000002 1 K.TPVQQLASPASFSPDILADIFELFAK.N 7 2 *
1750 ENSG00000180917:ENSMUSG00000046441:ENSRNOG00000017102 FTSJD1 gi|153792086|ref|NP_001093112.1| gi|153792086|ref|NP_001093112.1| hypothetical protein LOC55783 [Homo sapiens] 2 4 5.6 770 88120 7 HsSD-NE_NT_lymphocytes_Ti_114.019212.019212.2 2 2.3571 0.1363 1887.79 1888.2 2 40.625 1 K.GALLDFLWDLNAAIAKR.H 733 2 *
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NP_065069.1| gi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [Homo sapiens] 4 6 5.2 1494 166798 6.8 HsSD-NE_PHA_lymphocytes_PK_111.013182.013182 2 2.6384 0.2655 2277.95 2278.7 1 39.473686 1 L.VLPKDSIPLPVIKEPNQYVQ.T 98 0 *
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NP_065069.1| gi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [Homo sapiens] 4 6 5.2 1494 166798 6.8 HsNaOH-NE_NT_lymphocytes_Ti_115.009526.00952 3 4.2035 0.3916 2989.28 2988.2 1 27.777779 2 K.VQHQTSSTSPLSSPNQTSSEPRPLPAPR.R 409 2 *
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NP_065069.1| gi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [Homo sapiens] 4 6 5.2 1494 166798 6.8 HsSD-NE_NT_lymphocytes_Ti_111.011196.011196.3 3 3.8126 0.2096 2988.98 2988.2 2 24.074074 1 K.VQHQTSSTSPLSSPNQTSSEPRPLPAPR.R 409 2 *
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NP_065069.1| gi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [Homo sapiens] 4 6 5.2 1494 166798 6.8 HsSD-NE_NT_lymphocytes_Ti_111.010796.010796.2 2 2.6161 0.0804 1670.53 1671.9 1 57.692307 1 R.KRLESDSYSPPHVR.R 1445 2 *
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NP_065069.1| gi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [Homo sapiens] 4 6 5.2 1494 166798 6.8 HsSD-NE_NT_lymphocytes_Ti_109.015218.015218.2 2 2.2921 0.1756 1852.43 1853.2 2 36.666668 1 K.EVPVIFIHPLNTGLFR.I 1388 2 *
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_055518.1| gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 5 7 4.4 1507 169007 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.007612.007612 2 3.9922 0.2751 1626.07 1626.7 1 62.5 2 K.HSFTEDHYVEFSK.H 1174 2 *
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_055518.1| gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 5 7 4.4 1507 169007 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.009869.009869 2 2.8379 0.1731 1626.23 1626.9 1 60.000004 1 R.VSGKPLLIGTDVSLAR.L 816 2 *
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_055518.1| gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 5 7 4.4 1507 169007 5.1 HsSD-NE_PHA_lymphocytes_Ti_102.007598.007598 3 3.1955 0.2938 1626.02 1626.7 1 47.916664 1 K.HSFTEDHYVEFSK.H 1174 2 *
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_055518.1| gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 5 7 4.4 1507 169007 5.1 HsSD-NE_PHA_lymphocytes_PK_105.018262.018262 2 3.8064 0.3014 2536.77 2535.7 1 47.61905 1 R.NCATFNPTDDLVLNDGVLWDVR.S 1226 2 *
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_055518.1| gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 5 7 4.4 1507 169007 5.1 HsSD-NE_NT_lymphocytes_Ti_110.011129.011129.2 2 3.1961 0.2312 1808.97 1809 1 67.85714 2 R.TFHLLHTVPALDQCR.V 1284 2 *
1753 ENSG00000114867:ENSMUSG00000045983:ENSRNOG00000011281 EIF4G1 gi|38201619|ref|NP_004944.2| gi|38201619|ref|NP_004944.2|;gi|38201623|ref|NP_937884.1| "eukaryotic translation initiation factor 4 gamma, 1 isoform 4 [Homo 3 5 3.3 1403 154804 5.2 HsSD-NE_PHA_lymphocytes_PK_107.017914.017914 2 4.3663 0.2784 1956.67 1957.3 1 67.64706 2 E.LVTPILQEGGVPMGELFR.E 1147 1
1753 ENSG00000114867:ENSMUSG00000045983:ENSRNOG00000011281 EIF4G1 gi|38201619|ref|NP_004944.2| gi|38201619|ref|NP_004944.2|;gi|38201623|ref|NP_937884.1| "eukaryotic translation initiation factor 4 gamma, 1 isoform 4 [Homo 3 5 3.3 1403 154804 5.2 HsSD-NE_NT_lymphocytes_Ti_102.012782.012782.2 2 3.4427 0.1985 1878.33 1879.1 2 56.25 1 K.EFLPEGQDIGAFVAEQK.V 1209 2
1753 ENSG00000114867:ENSMUSG00000045983:ENSRNOG00000011281 EIF4G1 gi|38201619|ref|NP_004944.2| gi|38201619|ref|NP_004944.2|;gi|38201623|ref|NP_937884.1| "eukaryotic translation initiation factor 4 gamma, 1 isoform 4 [Homo 3 5 3.3 1403 154804 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.009302.0093 2 3.2265 0.2061 1091.57 1091.3 1 80 2 R.RGGPPGPPISR.G 836 2
1754 ENSG00000156802:ENSMUSG00000022360:ENSRNOG00000025604 ATAD2 gi|24497618|ref|NP_054828.2| gi|24497618|ref|NP_054828.2| "ATPase family, AAA domain containing 2 [Homo sapiens] " 2 4 3.2 1390 158554 6.3 HsSD-NE_PHA_lymphocytes_PK_108.015150.015150 2 3.6424 0.2693 2271.45 2268.5 1 50 1 L.ATSDKPHSALPEEVQELFIR.D 894 1 *
1754 ENSG00000156802:ENSMUSG00000022360:ENSRNOG00000025604 ATAD2 gi|24497618|ref|NP_054828.2| gi|24497618|ref|NP_054828.2| "ATPase family, AAA domain containing 2 [Homo sapiens] " 2 4 3.2 1390 158554 6.3 HsNaOH-NE_NT_lymphocytes_Ti_115.011822.01182 3 3.2768 0.1166 2556.59 2555 1 29.166666 2 R.ILIVGEPGFGQGSHLAPAVIHALEK.F 795 2 *
1754 ENSG00000156802:ENSMUSG00000022360:ENSRNOG00000025604 ATAD2 gi|24497618|ref|NP_054828.2| gi|24497618|ref|NP_054828.2| "ATPase family, AAA domain containing 2 [Homo sapiens] " 2 4 3.2 1390 158554 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.012116.0121 3 3.5886 0.2977 2554.58 2555 1 30.208334 1 R.ILIVGEPGFGQGSHLAPAVIHALEK.F 795 2 *
1755 ENSG00000137145:ENSMUSG00000038024:ENSRNOG00000008036 DENND4C gi|94818781|ref|NP_060395.4| gi|94818781|ref|NP_060395.4| DENN/MADD domain containing 4C [Homo sapiens] 4 6 5.1 1673 186856 6.9 HsSD-NE_PHA_lymphocytes_PK_107.014060.014060 2 3.1055 0.245 1359.03 1358.6 3 70.83333 1 L.SAPLPFIVGVDSR.Y 225 1 *
1755 ENSG00000137145:ENSMUSG00000038024:ENSRNOG00000008036 DENND4C gi|94818781|ref|NP_060395.4| gi|94818781|ref|NP_060395.4| DENN/MADD domain containing 4C [Homo sapiens] 4 6 5.1 1673 186856 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007376.00737 2 4.0479 0.467 2354.01 2354.5 1 47.5 2 K.HNQIITEETGSAVEPSDEIKR.A 1355 2 *
1755 ENSG00000137145:ENSMUSG00000038024:ENSRNOG00000008036 DENND4C gi|94818781|ref|NP_060395.4| gi|94818781|ref|NP_060395.4| DENN/MADD domain containing 4C [Homo sapiens] 4 6 5.1 1673 186856 6.9 HsNaOH-NE_NT_lymphocytes_Ti_115.013334.01333 2 2.7496 0.1054 2266.75 2265.6 1 50 1 K.LVYIQLLWDNINLHQEPR.E 1529 2 *
1755 ENSG00000137145:ENSMUSG00000038024:ENSRNOG00000008036 DENND4C gi|94818781|ref|NP_060395.4| gi|94818781|ref|NP_060395.4| DENN/MADD domain containing 4C [Homo sapiens] 4 6 5.1 1673 186856 6.9 HsSD-NE_NT_lymphocytes_Ti_108.015688.015688.3 3 4.76 0.3048 3721.19 3720.1 1 28.030304 2 R.RLDLPSNLPGLILTSEHCNEGVQLPLSSLSQDSK.L 1495 2 *
1756 ENSG00000004487:ENSMUSG00000036940:ENSRNOG00000022372 AOF2 gi|58761546|ref|NP_055828.2| gi|58761546|ref|NP_055828.2| amine oxidase (flavin containing) domain 2 isoform b [Homo sapien 2 4 3.3 852 92903 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.007712.007712 2 3.0711 0.1937 1448.93 1449.6 1 75 2 K.HVKDEQIEHWK.K 422 2 *
1756 ENSG00000004487:ENSMUSG00000036940:ENSRNOG00000022372 AOF2 gi|58761546|ref|NP_055828.2| gi|58761546|ref|NP_055828.2| amine oxidase (flavin containing) domain 2 isoform b [Homo sapien 2 4 3.3 852 92903 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013586.0135 2 2.5092 0.1196 1807.73 1807 6 46.875 1 R.NGYSCVPVALAEGLDIK.L 569 2 *
1756 ENSG00000004487:ENSMUSG00000036940:ENSRNOG00000022372 AOF2 gi|58761546|ref|NP_055828.2| gi|58761546|ref|NP_055828.2| amine oxidase (flavin containing) domain 2 isoform b [Homo sapien 2 4 3.3 852 92903 6.5 HsSD-NE_NT_lymphocytes_Ti_102.015365.015365.2 2 2.9244 0.163 1808.35 1807 1 53.125 1 R.NGYSCVPVALAEGLDIK.L 569 2 *
1757 ENSG00000131375:ENSMUSG00000021893:ENSRNOG00000019273 CAPN7 gi|7656959|ref|NP_055111.1| gi|7656959|ref|NP_055111.1| calpain 7 [Homo sapiens] 2 3 3.2 813 92652 7.7 HsNaOH-NE_NT_lymphocytes_Ti_107.006162.00616 2 2.7331 0.2518 1448.73 1446.5 5 68.181816 1 R.HITDKDDFANNR.E 592 2 *
1757 ENSG00000131375:ENSMUSG00000021893:ENSRNOG00000019273 CAPN7 gi|7656959|ref|NP_055111.1| gi|7656959|ref|NP_055111.1| calpain 7 [Homo sapiens] 2 3 3.2 813 92652 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009345.0093 2 2.5245 0.2396 1494.33 1493.8 1 61.538464 1 K.ISSTSVKPKPPPVR.A 161 2 *
1757 ENSG00000131375:ENSMUSG00000021893:ENSRNOG00000019273 CAPN7 gi|7656959|ref|NP_055111.1| gi|7656959|ref|NP_055111.1| calpain 7 [Homo sapiens] 2 3 3.2 813 92652 7.7 HsSD-NE_NT_lymphocytes_Ti_112.010427.010427.2 2 2.6394 0.2439 1494.23 1493.8 1 65.38461 1 K.ISSTSVKPKPPPVR.A 161 2 *
1758 ENSG00000164941:ENSMUSG00000040738:ENSRNOG00000008124 INTS8 gi|70608109|ref|NP_060334.2| gi|70608109|ref|NP_060334.2| integrator complex subunit 8 [Homo sapiens] 1 4 3.7 995 113088 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.020219.020219 3 4.2013 0.3961 4182.47 4182.8 1 25.694445 2 R.VNLCIKPVTSFYDIPASASVNIGQLEHQLILSVDPWR.I 488 2 *
1758 ENSG00000164941:ENSMUSG00000040738:ENSRNOG00000008124 INTS8 gi|70608109|ref|NP_060334.2| gi|70608109|ref|NP_060334.2| integrator complex subunit 8 [Homo sapiens] 1 4 3.7 995 113088 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.015060.01506 3 3.7287 0.1503 4182.83 4182.8 2 21.527777 1 R.VNLCIKPVTSFYDIPASASVNIGQLEHQLILSVDPWR.I 488 2 *
1758 ENSG00000164941:ENSMUSG00000040738:ENSRNOG00000008124 INTS8 gi|70608109|ref|NP_060334.2| gi|70608109|ref|NP_060334.2| integrator complex subunit 8 [Homo sapiens] 1 4 3.7 995 113088 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015251.0152 3 4.0679 0.3412 4184.45 4182.8 2 19.444445 1 R.VNLCIKPVTSFYDIPASASVNIGQLEHQLILSVDPWR.I 488 2 *
1759 ENSG00000126461:ENSMUSG00000038406:ENSRNOG00000020499 SCAF1 gi|32698750|ref|NP_067051.1| gi|32698750|ref|NP_067051.1| SR-related CTD-associated factor 1 [Homo sapiens] 3 5 4.2 1312 139265 9.2 HsSD-NE_PHA_lymphocytes_Ti_112.002301.002301 2 2.7205 0.1145 1580.41 1578.7 2 52.941177 1 R.SGGGSGGSGGQVSLKKSK.A 929 2 *
1759 ENSG00000126461:ENSMUSG00000038406:ENSRNOG00000020499 SCAF1 gi|32698750|ref|NP_067051.1| gi|32698750|ref|NP_067051.1| SR-related CTD-associated factor 1 [Homo sapiens] 3 5 4.2 1312 139265 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.007043.0070 2 3.1614 0.308 1686.31 1684.9 1 55.555557 1 R.SPSPAPAPAPAAAAGPPTR.K 498 2 *
1759 ENSG00000126461:ENSMUSG00000038406:ENSRNOG00000020499 SCAF1 gi|32698750|ref|NP_067051.1| gi|32698750|ref|NP_067051.1| SR-related CTD-associated factor 1 [Homo sapiens] 3 5 4.2 1312 139265 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010439.0104 2 4.1525 0.3701 1962.51 1962.1 1 61.764706 1 K.TPEVSFLPEEATEEAGVR.G 1001 2 *
1759 ENSG00000126461:ENSMUSG00000038406:ENSRNOG00000020499 SCAF1 gi|32698750|ref|NP_067051.1| gi|32698750|ref|NP_067051.1| SR-related CTD-associated factor 1 [Homo sapiens] 3 5 4.2 1312 139265 9.2 HsSD-NE_NT_lymphocytes_Ti_102.011690.011690.2 2 4.4396 0.3491 1962.79 1962.1 1 64.70589 2 K.TPEVSFLPEEATEEAGVR.G 1001 2 *
1760 ENSG00000130816:ENSMUSG00000004099:ENSRNOG00000039859 DNMT1 gi|4503351|ref|NP_001370.1| gi|4503351|ref|NP_001370.1| DNA (cytosine-5-)-methyltransferase 1 [Homo sapiens] 3 6 3 1616 183164 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012610.0126 3 3.9083 0.2847 1634.03 1634 1 53.846157 4 K.LPLFPEPLHVFAPR.A 1324 2 *
1760 ENSG00000130816:ENSMUSG00000004099:ENSRNOG00000039859 DNMT1 gi|4503351|ref|NP_001370.1| gi|4503351|ref|NP_001370.1| DNA (cytosine-5-)-methyltransferase 1 [Homo sapiens] 3 6 3 1616 183164 7.8 HsSD-NE_PHA_lymphocytes_PK_105.018179.018179 2 2.5395 0.2014 2778.67 2778 3 29.166666 1 N.SDSTYEDLINKIETTVPPSGLNLNR.F 520 1 *
1760 ENSG00000130816:ENSMUSG00000004099:ENSRNOG00000039859 DNMT1 gi|4503351|ref|NP_001370.1| gi|4503351|ref|NP_001370.1| DNA (cytosine-5-)-methyltransferase 1 [Homo sapiens] 3 6 3 1616 183164 7.8 HsSD-NE_NT_lymphocytes_Ti_111.011558.011558.1 1 3.1735 0.3583 1211.66 1211.3 1 77.77778 1 R.HNHWAGLYGR.L 1507 2 *
1761 ENSG00000153064:ENSMUSG00000037922:ENSRNOG00000009704 BANK1 gi|144953889|ref|NP_001077376.1| gi|144953889|ref|NP_001077376.1|;gi|144953891|ref|NP_060 B-cell scaffold protein with ankyrin repeats 1 isoform 2 [Homo sapie 2 3 7.8 755 86460 5.4 HsSD-NE_PHA_lymphocytes_Ti_112.011860.011860 3 3.1013 0.2201 3850.46 3851.4 9 18.181818 1 R.SFIINRPPAPTPRPTSIPPKEETTPYIAQVFQQK.T 575 2
1761 ENSG00000153064:ENSMUSG00000037922:ENSRNOG00000009704 BANK1 gi|144953889|ref|NP_001077376.1| gi|144953889|ref|NP_001077376.1|;gi|144953891|ref|NP_060 B-cell scaffold protein with ankyrin repeats 1 isoform 2 [Homo sapie 2 3 7.8 755 86460 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.020192.02019 2 3.0225 0.3556 2744.33 2745 9 29.166666 1 R.MADSGESLCQNSIEELDGVLTSIFK.H 262 2
1761 ENSG00000153064:ENSMUSG00000037922:ENSRNOG00000009704 BANK1 gi|144953889|ref|NP_001077376.1| gi|144953889|ref|NP_001077376.1|;gi|144953891|ref|NP_060 B-cell scaffold protein with ankyrin repeats 1 isoform 2 [Homo sapie 2 3 7.8 755 86460 5.4 HsSD-NE_NT_lymphocytes_Ti_104.000296.000296.2 2 5.3961 0.4079 2745.43 2745 1 54.166668 1 R.MADSGESLCQNSIEELDGVLTSIFK.H 262 2
1762 ENSG00000168488:ENSMUSG00000032637:ENSRNOG00000018686 ATXN2L gi|27262645|ref|NP_663760.1| gi|27262645|ref|NP_663760.1|;gi|27262647|ref|NP_009176.2| ataxin 2 related protein isoform B [Homo sapiens] 2 4 4.4 1062 111920 8.7 HsSD-NE_PHA_lymphocytes_Ti_112.010293.010293 3 6.1049 0.4645 3061.49 3059.4 1 31.896553 2 R.RGAEGILAPQPPPPQQHQERPGAAAIGSAR.G 71 2
1762 ENSG00000168488:ENSMUSG00000032637:ENSRNOG00000018686 ATXN2L gi|27262645|ref|NP_663760.1| gi|27262645|ref|NP_663760.1|;gi|27262647|ref|NP_009176.2| ataxin 2 related protein isoform B [Homo sapiens] 2 4 4.4 1062 111920 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.008723.00872 2 3.2975 0.2069 1716.63 1715.8 2 56.25 1 R.GPHHLDNSSPGPGSEAR.G 383 2
1762 ENSG00000168488:ENSMUSG00000032637:ENSRNOG00000018686 ATXN2L gi|27262645|ref|NP_663760.1| gi|27262645|ref|NP_663760.1|;gi|27262647|ref|NP_009176.2| ataxin 2 related protein isoform B [Homo sapiens] 2 4 4.4 1062 111920 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009050.0090 2 2.8835 0.3199 1716.77 1715.8 1 59.375 1 R.GPHHLDNSSPGPGSEAR.G 383 2
1763 ENSG00000135241:ENSMUSG00000036257:ENSRNOG00000039091 PNPLA8 gi|48525351|ref|NP_056538.1| gi|48525351|ref|NP_056538.1| patatin-like phospholipase domain containing 8 [Homo sapiens] 2 3 6.4 782 88477 9.2 HsSD-NE_PHA_lymphocytes_Ti_105.007776.007776 2 3.7308 0.3574 1541.21 1540.7 1 75 1 K.SHIIDKEEDIGKR.S 175 2 *
1763 ENSG00000135241:ENSMUSG00000036257:ENSRNOG00000039091 PNPLA8 gi|48525351|ref|NP_056538.1| gi|48525351|ref|NP_056538.1| patatin-like phospholipase domain containing 8 [Homo sapiens] 2 3 6.4 782 88477 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.006954.0069 2 3.3414 0.373 1539.45 1540.7 1 83.33333 1 K.SHIIDKEEDIGKR.S 175 2 *
1763 ENSG00000135241:ENSMUSG00000036257:ENSRNOG00000039091 PNPLA8 gi|48525351|ref|NP_056538.1| gi|48525351|ref|NP_056538.1| patatin-like phospholipase domain containing 8 [Homo sapiens] 2 3 6.4 782 88477 9.2 HsSD-NE_NT_lymphocytes_Ti_108.011768.011768.3 3 5.066 0.389 3821.6 3820.3 2 22.916668 1 R.SPDPGILAYKPGSESVHTVDKPTSPSAIPDVLQVSTK.Q 248 2 *
1764 ENSG00000132153:ENSMUSG00000032480:ENSRNOG00000029194 DHX30 gi|20336290|ref|NP_055781.2| gi|20336290|ref|NP_055781.2|;gi|20336294|ref|NP_619520.1| DEAH (Asp-Glu-Ala-His) box polypeptide 30 isoform 2 [Homo sapie 3 4 4.7 1155 129438 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.012658.0126 2 3.6607 0.3302 2533.59 2530.9 2 42.5 1 R.KIETFLNHYPVESSWIAPELR.L 318 2
1764 ENSG00000132153:ENSMUSG00000032480:ENSRNOG00000029194 DHX30 gi|20336290|ref|NP_055781.2| gi|20336290|ref|NP_055781.2|;gi|20336294|ref|NP_619520.1| DEAH (Asp-Glu-Ala-His) box polypeptide 30 isoform 2 [Homo sapie 3 4 4.7 1155 129438 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008549.00854 2 3.1163 0.3454 1725.81 1725.9 1 60.000004 2 K.ALLSHDSGSDHLAFVR.A 887 2
1764 ENSG00000132153:ENSMUSG00000032480:ENSRNOG00000029194 DHX30 gi|20336290|ref|NP_055781.2| gi|20336290|ref|NP_055781.2|;gi|20336294|ref|NP_619520.1| DEAH (Asp-Glu-Ala-His) box polypeptide 30 isoform 2 [Homo sapie 3 4 4.7 1155 129438 8.5 HsSD-NE_NT_lymphocytes_Ti_105.016849.016849.2 2 3.3251 0.1051 1902.93 1902.2 2 53.125 1 R.GEPGGILCFLPGWQEIK.G 627 2
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_PHA_lymphocytes_PK_110.015047.015047 2 2.9542 0.2818 1799.63 1798.1 6 46.666668 2 K.IIVEEGHTVPQLVHIL.H 1931 1 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_PHA_lymphocytes_PK_109.018087.018087 2 2.8752 0.1649 1306.35 1306.6 1 88.88889 1 K.FLMERLPLTW.V 1166 1 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_PHA_lymphocytes_PK_109.013662.013662 2 3.2585 0.293 1551.89 1552.7 2 70.83333 3 R.NRLPIVSDDLSHW.S 2958 1 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_NT_lymphocytes_Ti_102.014880.014880.2 2 2.9272 0.2658 2826.75 2827.1 5 32.692307 1 K.GEGEQLLGPPNPEGDNPESITSVFITK.V 1770 2 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.019236.0192 2 3.4193 0.2525 1597.41 1594.9 1 75 1 R.NYGDIELLFQLLR.A 1689 2 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_NT_lymphocytes_Ti_114.017230.017230.2 2 3.1472 0.1738 2473.05 2471.9 1 45 1 R.ELHPTLLSSLEGIVDQMVWFR.E 3280 2 *
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_003487.1| gi|4507691|ref|NP_003487.1| transformation/transcription domain-associated protein [Homo sapi 7 10 2.9 3830 434416 8.2 HsSD-NE_NT_lymphocytes_Ti_112.010806.010806.2 2 3.1595 0.2878 1350.69 1348.5 1 80 1 K.SFHHVTHDLVR.E 1237 2 *
1766 ENSG00000137628:ENSMUSG00000037921:ENSRNOG00000014407 DDX60 gi|29725619|ref|NP_060101.2| gi|29725619|ref|NP_060101.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 [Homo sapiens] 3 8 3.6 1712 197824 7.7 HsSD-NE_PHA_lymphocytes_Ti_111.011576.011576 3 4.4092 0.3369 2626.64 2627.8 1 36.904762 6 K.HGDIHFDHFHPCAALTTDHIER.Y 995 2 *
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1766 ENSG00000137628:ENSMUSG00000037921:ENSRNOG00000014407 DDX60 gi|29725619|ref|NP_060101.2| gi|29725619|ref|NP_060101.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 [Homo sapiens] 3 8 3.6 1712 197824 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.016493.0164 2 3.5122 0.2589 2379.81 2377.6 1 50 1 K.VFLDDLPEDFSDALDEYNMK.I 1512 2 *
1766 ENSG00000137628:ENSMUSG00000037921:ENSRNOG00000014407 DDX60 gi|29725619|ref|NP_060101.2| gi|29725619|ref|NP_060101.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 60 [Homo sapiens] 3 8 3.6 1712 197824 7.7 HsSD-NE_NT_lymphocytes_Ti_104.016325.016325.2 2 4.7436 0.3902 2141.03 2139.4 1 72.22222 1 R.VAISPFVCLSGNFDDDLLR.L 1584 2 *
1767 ENSG00000113810:ENSMUSG00000034349:ENSRNOG00000010274 SMC4 gi|50658065|ref|NP_005487.3| gi|50658065|ref|NP_005487.3| SMC4 structural maintenance of chromosomes 4-like 1 [Homo sap 2 5 4.3 1288 147182 6.8 HsSD-NE_PHA_lymphocytes_Ti_109.020877.020877 2 3.5353 0.3013 1824.81 1823.1 1 57.14286 3 K.NIAIEFLTLENEIFR.K 303 2 *
1767 ENSG00000113810:ENSMUSG00000034349:ENSRNOG00000010274 SMC4 gi|50658065|ref|NP_005487.3| gi|50658065|ref|NP_005487.3| SMC4 structural maintenance of chromosomes 4-like 1 [Homo sap 2 5 4.3 1288 147182 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.017765.0177 3 5.1043 0.3564 4538.33 4539.1 1 21.25 1 K.ISLHPIEDNPIEEISVLSPEDLEAIKNPDSITNQIALLEAR.C 1042 2 *
1767 ENSG00000113810:ENSMUSG00000034349:ENSRNOG00000010274 SMC4 gi|50658065|ref|NP_005487.3| gi|50658065|ref|NP_005487.3| SMC4 structural maintenance of chromosomes 4-like 1 [Homo sap 2 5 4.3 1288 147182 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.017949.01794 3 6.4032 0.3183 4541.57 4539.1 1 26.875002 1 K.ISLHPIEDNPIEEISVLSPEDLEAIKNPDSITNQIALLEAR.C 1042 2 *
1768 ENSG00000091009:ENSMUSG00000024491:ENSRNOG00000027250 RBM27 gi|169168349|ref|XP_001720291.1| gi|169168349|ref|XP_001720291.1| PREDICTED: similar to RNA-binding protein 27 (RNA-binding moti 3 4 6.6 1060 118718 9.2 HsSD-NE_PHA_lymphocytes_Ti_105.009304.009304 3 4.7341 0.2722 3546.62 3546.7 1 27.941175 1 R.LGHAGGNQSDASHLLNQSGGAGEDCQIFSTPGHPK.M 752 2 *
1768 ENSG00000091009:ENSMUSG00000024491:ENSRNOG00000027250 RBM27 gi|169168349|ref|XP_001720291.1| gi|169168349|ref|XP_001720291.1| PREDICTED: similar to RNA-binding protein 27 (RNA-binding moti 3 4 6.6 1060 118718 9.2 HsNaOH-NE_NT_lymphocytes_Ti_113.010254.01025 3 6.4246 0.3467 3546.83 3546.7 1 30.882353 1 R.LGHAGGNQSDASHLLNQSGGAGEDCQIFSTPGHPK.M 752 2 *
1768 ENSG00000091009:ENSMUSG00000024491:ENSRNOG00000027250 RBM27 gi|169168349|ref|XP_001720291.1| gi|169168349|ref|XP_001720291.1| PREDICTED: similar to RNA-binding protein 27 (RNA-binding moti 3 4 6.6 1060 118718 9.2 HsSD-NE_NT_lymphocytes_Ti_103.020212.020212.3 3 5.472 0.3429 2373.47 2372.7 1 38.095238 1 K.LLEPICDADPSALANYVVALVK.K 16 2 *
1768 ENSG00000091009:ENSMUSG00000024491:ENSRNOG00000027250 RBM27 gi|169168349|ref|XP_001720291.1| gi|169168349|ref|XP_001720291.1| PREDICTED: similar to RNA-binding protein 27 (RNA-binding moti 3 4 6.6 1060 118718 9.2 HsSD-NE_NT_lymphocytes_Ti_104.013170.013170.2 2 3.2317 0.1977 1558.43 1555.7 1 83.33333 1 K.AFCADQLDVFLQK.E 47 2 *
1769 ENSG00000092098:ENSMUSG00000047098:ENSRNOG00000019438 RNF31 gi|109150431|ref|NP_060469.4| gi|109150431|ref|NP_060469.4| ring finger protein 31 [Homo sapiens] 3 4 5.7 1072 119652 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.010277.010277 2 2.3024 0.141 1521.65 1522.7 4 58.333332 1 R.TELSLLLQNTHPR.Q 158 2 *
1769 ENSG00000092098:ENSMUSG00000047098:ENSRNOG00000019438 RNF31 gi|109150431|ref|NP_060469.4| gi|109150431|ref|NP_060469.4| ring finger protein 31 [Homo sapiens] 3 4 5.7 1072 119652 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014450.01445 3 3.3014 0.1126 2988.83 2987.3 2 23.148148 1 K.VQELQSLGFGPEEGSLQALFQHGGDVSR.A 580 2 *
1769 ENSG00000092098:ENSMUSG00000047098:ENSRNOG00000019438 RNF31 gi|109150431|ref|NP_060469.4| gi|109150431|ref|NP_060469.4| ring finger protein 31 [Homo sapiens] 3 4 5.7 1072 119652 6.6 HsSD-NE_NT_lymphocytes_Ti_112.011351.011351.3 3 4.6353 0.2872 2281.28 2279.6 1 50 2 R.YLHVRPQPLAGEDPPAYQAR.L 1033 2 *
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|NP_006717.2| gi|148233596|ref|NP_006717.2| "LPS-responsive vesicle trafficking, beach and anchor containing [H 5 6 3.1 2863 319107 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.010320.0103 2 2.9529 0.2263 2150.25 2149.5 1 47.22222 1 K.DNPSIFVHSPHALMLQDVK.A 438 2 *
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|NP_006717.2| gi|148233596|ref|NP_006717.2| "LPS-responsive vesicle trafficking, beach and anchor containing [H 5 6 3.1 2863 319107 5.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010666.01066 3 4.4102 0.2026 3036.05 3033.4 1 30.172413 1 K.FPSNSPVTHVAANTQPGLATPAVITVTANR.L 2514 2 *
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|NP_006717.2| gi|148233596|ref|NP_006717.2| "LPS-responsive vesicle trafficking, beach and anchor containing [H 5 6 3.1 2863 319107 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.011370.01137 2 2.5724 0.2299 1362.43 1360.5 1 68.181816 1 K.YGPDAFFNFPGK.S 201 2 *
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|NP_006717.2| gi|148233596|ref|NP_006717.2| "LPS-responsive vesicle trafficking, beach and anchor containing [H 5 6 3.1 2863 319107 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.005001.00500 2 2.3109 0.0851 1200.05 1198.4 2 63.636364 1 R.SGITPKGLDGPR.P 634 2
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|NP_006717.2| gi|148233596|ref|NP_006717.2| "LPS-responsive vesicle trafficking, beach and anchor containing [H 5 6 3.1 2863 319107 5.6 HsSD-NE_PHA_lymphocytes_PK_105.014940.014940 2 4.4255 0.3192 1943.79 1942.1 2 60.000004 2 T.NYESEELDLTLPTNFR.D 2252 1 *
1771 ENSG00000165733:ENSMUSG00000030138:ENSRNOG00000006576 BMS1 gi|41281483|ref|NP_055568.2| gi|41281483|ref|NP_055568.2| "BMS1-like, ribosome assembly protein [Homo sapiens] " 2 4 3 1282 145821 6.4 HsNaOH-NE_NT_lymphocytes_Ti_110.010680.01068 2 2.7048 0.2669 1362.33 1361.6 2 72.72727 1 K.IMGVLTHLDSFK.H 179 2 *
1771 ENSG00000165733:ENSMUSG00000030138:ENSRNOG00000006576 BMS1 gi|41281483|ref|NP_055568.2| gi|41281483|ref|NP_055568.2| "BMS1-like, ribosome assembly protein [Homo sapiens] " 2 4 3 1282 145821 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.015863.0158 2 4.3614 0.1821 2974.57 2974.1 1 40 1 K.LIYGTVTEDNEEEDDDTLEELGGLFR.V 692 2 *
1771 ENSG00000165733:ENSMUSG00000030138:ENSRNOG00000006576 BMS1 gi|41281483|ref|NP_055568.2| gi|41281483|ref|NP_055568.2| "BMS1-like, ribosome assembly protein [Homo sapiens] " 2 4 3 1282 145821 6.4 HsSD-NE_NT_lymphocytes_Ti_103.017333.017333.2 2 3.3717 0.1854 2976.85 2974.1 1 40 2 K.LIYGTVTEDNEEEDDDTLEELGGLFR.V 692 2 *
1772 ENSG00000112282:ENSMUSG00000019984:ENSRNOG00000013422 MED23 gi|28558969|ref|NP_057063.2| gi|28558969|ref|NP_057063.2|;gi|28558971|ref|NP_004821.2| mediator complex subunit 23 isoform b [Homo sapiens] 3 4 1.7 1365 156193 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.008244.008244 2 3.0608 0.2928 1408.47 1408.6 1 75 2 R.LHHEFLQQSLR.N 459 2
1772 ENSG00000112282:ENSMUSG00000019984:ENSRNOG00000013422 MED23 gi|28558969|ref|NP_057063.2| gi|28558969|ref|NP_057063.2|;gi|28558971|ref|NP_004821.2| mediator complex subunit 23 isoform b [Homo sapiens] 3 4 1.7 1365 156193 7.4 HsSD-NE_PHA_lymphocytes_PK_107.017371.01737 2 2.9136 0.2222 1373.59 1373.7 1 90.909096 1 K.FLTEVLLPIVKT.E 1236 1
1772 ENSG00000112282:ENSMUSG00000019984:ENSRNOG00000013422 MED23 gi|28558969|ref|NP_057063.2| gi|28558969|ref|NP_057063.2|;gi|28558971|ref|NP_004821.2| mediator complex subunit 23 isoform b [Homo sapiens] 3 4 1.7 1365 156193 7.4 HsSD-NE_NT_lymphocytes_Ti_111.011527.011527.1 1 2.2975 0.3243 1407.7 1408.6 1 60.000004 1 R.LHHEFLQQSLR.N 459 2
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsSD-NE_PHA_lymphocytes_PK_114.016672.016672 2 2.9104 0.2127 2212.97 2213.6 1 41.666664 1 L.LNLLDNLLSPLQPQLPMHR.R 2139 1 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsSD-NE_PHA_lymphocytes_PK_113.017235.017235 3 3.5105 0.1924 2214.02 2213.6 1 40.27778 1 L.LNLLDNLLSPLQPQLPMHR.R 2139 1 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsNaOH-NE_NT_lymphocytes_Ti_111.012432.01243 3 3.8685 0.145 4352.54 4350.8 4 20.121952 1 R.ILASEPDNAEGIHNFAPLGTITSSSPTAQPAEVLLQATPPHR.R 3149 2 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsNaOH-NE_NT_lymphocytes_Ti_114.012857.01285 3 4.7428 0.2157 3385.58 3383.9 1 28.225807 1 R.LVLGVTDDGEGSHILQSPSANVLPTLPFHVLR.S 4187 2 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsSD-NE_PHA_lymphocytes_PK_107.000279.000279 2 3.1702 0.281 2027.63 2026.3 1 53.125 1 Y.IFLPEEAWCDLTIHLPA.A 3200 0 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsSD-NE_PHA_lymphocytes_PK_102.004484.004484 1 2.3097 0.1631 1201.36 1201.3 3 63.636364 1 L.ESNLAVVNGANI.S 785 0 *
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|NP_057336.3| gi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 6 [Homo sapiens] 7 7 3 4857 530274 6 HsSD-NE_NT_lymphocytes_Ti_102.019773.019773.2 2 2.5868 0.1587 2729.65 2728 5 32.608696 1 K.QDDVVQLELPVTEAQQLLSACLEK.V 157 2 *
1774 ENSG00000163029:ENSMUSG00000020608:ENSRNOG00000004908 SMC6 gi|13375848|ref|NP_078900.1| gi|13375848|ref|NP_078900.1| SMC6 protein [Homo sapiens] 3 3 4.5 1091 126325 7 HsSD-NE_PHA_lymphocytes_Ti_101.011295.011295 2 3.9954 0.3151 1808.51 1808.1 1 66.66667 1 K.TAQILNLQQHLSALEK.D 679 2 *
1774 ENSG00000163029:ENSMUSG00000020608:ENSRNOG00000004908 SMC6 gi|13375848|ref|NP_078900.1| gi|13375848|ref|NP_078900.1| SMC6 protein [Homo sapiens] 3 3 4.5 1091 126325 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.006594.0065 2 2.7418 0.1441 1879.83 1880 1 53.333336 1 K.IQAEHASHGDREEIMR.Q 878 2 *
1774 ENSG00000163029:ENSMUSG00000020608:ENSRNOG00000004908 SMC6 gi|13375848|ref|NP_078900.1| gi|13375848|ref|NP_078900.1| SMC6 protein [Homo sapiens] 3 3 4.5 1091 126325 7 HsSD-NE_NT_lymphocytes_Ti_105.017283.017283.2 2 2.7373 0.2485 1864.81 1862.1 1 59.375 1 R.FGPNVPALLEAIDDAYR.Q 480 2 *
1775 ENSG00000075568:ENSMUSG00000026116:ENSRNOG00000017265 TMEM131 gi|150456424|ref|NP_056163.1| gi|150456424|ref|NP_056163.1| RW1 protein [Homo sapiens] 2 5 1.4 1883 205137 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.010777.010777 2 3.3324 0.2778 1490.79 1488.9 1 70.83333 2 R.HLILNLILKPGEK.K 923 2 *
1775 ENSG00000075568:ENSMUSG00000026116:ENSRNOG00000017265 TMEM131 gi|150456424|ref|NP_056163.1| gi|150456424|ref|NP_056163.1| RW1 protein [Homo sapiens] 2 5 1.4 1883 205137 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.009237.00923 2 2.5399 0.0969 1512.11 1509.7 2 65.38461 1 R.LSPAPLAHPSHPER.A 1321 2 *
1775 ENSG00000075568:ENSMUSG00000026116:ENSRNOG00000017265 TMEM131 gi|150456424|ref|NP_056163.1| gi|150456424|ref|NP_056163.1| RW1 protein [Homo sapiens] 2 5 1.4 1883 205137 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.011604.0116 2 3.1612 0.136 1489.23 1488.9 1 75 1 R.HLILNLILKPGEK.K 923 2 *
1775 ENSG00000075568:ENSMUSG00000026116:ENSRNOG00000017265 TMEM131 gi|150456424|ref|NP_056163.1| gi|150456424|ref|NP_056163.1| RW1 protein [Homo sapiens] 2 5 1.4 1883 205137 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.009489.0094 2 2.7576 0.2293 1509.29 1509.7 1 61.538464 1 R.LSPAPLAHPSHPER.A 1321 2 *
1776 ENSG00000160294:ENSMUSG00000001150:ENSRNOG00000001272 MCM3AP gi|19923191|ref|NP_003897.2| gi|19923191|ref|NP_003897.2| minichromosome maintenance complex component 3 associated p 3 4 3.5 1980 218403 6.4 HsSD-NE_PHA_lymphocytes_PK_113.015597.015597 2 3.9072 0.3063 2430.11 2430.9 1 45.652176 2 Q.AKPFQPALPLVVLVPSPGGDAVEK.E 1489 1 *
1776 ENSG00000160294:ENSMUSG00000001150:ENSRNOG00000001272 MCM3AP gi|19923191|ref|NP_003897.2| gi|19923191|ref|NP_003897.2| minichromosome maintenance complex component 3 associated p 3 4 3.5 1980 218403 6.4 HsSD-NE_PHA_lymphocytes_Ti_113.012119.012119 2 3.3101 0.302 2075.69 2076.5 1 62.5 1 R.LLPHLHWNAPEHLAWLK.Q 1646 2 *
1776 ENSG00000160294:ENSMUSG00000001150:ENSRNOG00000001272 MCM3AP gi|19923191|ref|NP_003897.2| gi|19923191|ref|NP_003897.2| minichromosome maintenance complex component 3 associated p 3 4 3.5 1980 218403 6.4 HsSD-NE_NT_lymphocytes_Ti_103.015922.015922.2 2 2.6272 0.3235 2879.65 2880.1 1 31.48148 1 K.SIFGSSNNSFSSFPVSSAVLGEPFQASK.A 240 2 *
1777 ENSG00000164327:ENSMUSG00000050310:ENSRNOG00000011341 RICTOR gi|59891448|ref|NP_689969.2| gi|59891448|ref|NP_689969.2| rapamycin-insensitive companion of mTOR [Homo sapiens] 3 3 2.1 1708 192216 7.5 HsSD-NE_PHA_lymphocytes_Ti_108.010221.010221 2 2.7196 0.1372 1703.61 1702 3 57.692307 1 K.TIPDDTPMCRILLR.K 1600 2 *
1777 ENSG00000164327:ENSMUSG00000050310:ENSRNOG00000011341 RICTOR gi|59891448|ref|NP_689969.2| gi|59891448|ref|NP_689969.2| rapamycin-insensitive companion of mTOR [Homo sapiens] 3 3 2.1 1708 192216 7.5 HsSD-NE_PHA_lymphocytes_PK_111.004382.004382 2 2.8503 0.2695 1728.13 1727.1 4 50 1 F.RLPLPVVTEEFIEAL.L 336 0 *
1777 ENSG00000164327:ENSMUSG00000050310:ENSRNOG00000011341 RICTOR gi|59891448|ref|NP_689969.2| gi|59891448|ref|NP_689969.2| rapamycin-insensitive companion of mTOR [Homo sapiens] 3 3 2.1 1708 192216 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.002920.00292 2 3.4886 0.2321 2296.83 2295.7 6 40 1 R.LPLPVVTEEFIEALLSVDPGR.F 337 2 *
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_109.015313.015313 2 2.6774 0.1659 1398.71 1397.6 2 72.72727 1 Y.SGLFCVVINPYK.Q 138 1
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_114.018911.01891 3 3.5354 0.1762 3369.98 3368.7 3 23.076923 1 A.QQELRSKREQEVTELKKTLEEETRIHE.A 1182 0
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_110.013120.013120 2 4.9494 0.3959 2022.65 2024.2 1 63.333332 4 L.CINYTNEKLQQLFNHT.M 494 0
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_NT_lymphocytes_Ti_104.020020.020020.3 3 3.4934 0.1188 3047.12 3046.2 4 25 1 R.DLGEELEALRGELEDTLDSTNAQQELR.S 1160 2
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_106.012848.012848 2 4.6166 0.3447 1671.65 1671.9 1 66.66667 2 L.CINYTNEKLQQLF.N 494 0
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.003266.0032 3 3.1991 0.132 3187.61 3185.4 7 24 1 R.DEAGEERRRQLAKQLRDAEVERDEER.K 1601 2
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_103.015903.015903 2 3.5085 0.287 1410.05 1408.6 1 80 6 L.ALLDEECWFPK.A 552 1
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|NP_079005.3| gi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070 "myosin, heavy chain 14 isoform 2 [Homo sapiens] " 8 17 5.7 1995 227868 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011414.011414 2 2.9895 0.2982 1224.17 1224.3 5 81.25 1 L.LDEECWFPK.A 554 1
1779 ENSG00000153339:ENSMUSG00000033382:ENSRNOG00000022202 KIAA1012 gi|42476076|ref|NP_055754.2| gi|42476076|ref|NP_055754.2| hypothetical protein LOC22878 [Homo sapiens] 2 3 2.2 1435 160970 6.9 HsSD-NE_PHA_lymphocytes_Ti_111.013604.013604 2 2.4563 0.1248 1775.01 1773.1 1 53.571426 1 R.LNHLSFAELLKPFSR.L 34 2 *
1779 ENSG00000153339:ENSMUSG00000033382:ENSRNOG00000022202 KIAA1012 gi|42476076|ref|NP_055754.2| gi|42476076|ref|NP_055754.2| hypothetical protein LOC22878 [Homo sapiens] 2 3 2.2 1435 160970 6.9 HsSD-NE_NT_lymphocytes_Ti_108.014163.014163.2 2 2.518 0.1472 1847.61 1847.1 1 50 1 R.SALLLEQAAHCFINMK.S 538 2 *
1779 ENSG00000153339:ENSMUSG00000033382:ENSRNOG00000022202 KIAA1012 gi|42476076|ref|NP_055754.2| gi|42476076|ref|NP_055754.2| hypothetical protein LOC22878 [Homo sapiens] 2 3 2.2 1435 160970 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012675.0126 2 3.0589 0.125 1773.71 1773.1 1 67.85714 1 R.LNHLSFAELLKPFSR.L 34 2 *
1780 ENSG00000184634:ENSMUSG00000079487:ENSRNOG00000003848 MED12 gi|110347429|ref|NP_005111.2| gi|110347429|ref|NP_005111.2| "mediator of RNA polymerase II transcription, subunit 12 homolog [ 3 4 2.7 2177 243079 7.1 HsSD-NE_PHA_lymphocytes_PK_109.002174.002174 2 3.0775 0.1552 2046.29 2044.4 5 52.941177 1 K.ISPWDLFEGLKPSAPLSW.G 1685 1 *
1780 ENSG00000184634:ENSMUSG00000079487:ENSRNOG00000003848 MED12 gi|110347429|ref|NP_005111.2| gi|110347429|ref|NP_005111.2| "mediator of RNA polymerase II transcription, subunit 12 homolog [ 3 4 2.7 2177 243079 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.007193.007193 3 3.5659 0.3524 2206.19 2204.4 1 35 2 K.KAPEPPKTDKPGAAPPSTEER.K 1762 2 *
1780 ENSG00000184634:ENSMUSG00000079487:ENSRNOG00000003848 MED12 gi|110347429|ref|NP_005111.2| gi|110347429|ref|NP_005111.2| "mediator of RNA polymerase II transcription, subunit 12 homolog [ 3 4 2.7 2177 243079 7.1 HsSD-NE_NT_lymphocytes_Ti_110.020874.020874.2 2 3.387 0.2569 2169.57 2166.6 2 47.22222 1 K.SMSLLSQQPFLSLVLTCLK.G 1472 2
1781 ENSG00000077235:ENSMUSG00000032777:ENSRNOG00000016218 GTF3C1 gi|101943240|ref|NP_001511.2| gi|101943240|ref|NP_001511.2| "general transcription factor IIIC, polypeptide 1, alpha 220kDa [Hom 2 6 1.9 2109 238873 7.3 HsSD-NE_PHA_lymphocytes_PK_108.015222.015222 2 3.6638 0.2451 1965.81 1966.2 1 56.666668 2 S.YKVDNLEEFLNDPLKK.H 925 1 *
1781 ENSG00000077235:ENSMUSG00000032777:ENSRNOG00000016218 GTF3C1 gi|101943240|ref|NP_001511.2| gi|101943240|ref|NP_001511.2| "general transcription factor IIIC, polypeptide 1, alpha 220kDa [Hom 2 6 1.9 2109 238873 7.3 HsSD-NE_PHA_lymphocytes_Ti_115.015670.015670 2 3.6346 0.3943 2796.25 2794.2 1 39.583336 3 R.HYQGVLQPVAVLELLQGLESLGCIR.K 2024 2 *
1781 ENSG00000077235:ENSMUSG00000032777:ENSRNOG00000016218 GTF3C1 gi|101943240|ref|NP_001511.2| gi|101943240|ref|NP_001511.2| "general transcription factor IIIC, polypeptide 1, alpha 220kDa [Hom 2 6 1.9 2109 238873 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.016104.0161 2 4.4809 0.4812 2795.73 2794.2 1 41.666664 1 R.HYQGVLQPVAVLELLQGLESLGCIR.K 2024 2 *
1782 ENSG00000117713:ENSMUSG00000007880:ENSRNOG00000006137 ARID1A gi|21264565|ref|NP_006006.3| gi|21264565|ref|NP_006006.3| AT rich interactive domain 1A isoform a [Homo sapiens] 4 5 2.8 2285 242042 6.7 HsSD-NE_PHA_lymphocytes_PK_108.016210.016210 2 3.2203 0.325 2030.43 2030.2 1 52.941177 1 L.LHWAVCPSAEAQDPFSTL.G 2089 0
1782 ENSG00000117713:ENSMUSG00000007880:ENSRNOG00000006137 ARID1A gi|21264565|ref|NP_006006.3| gi|21264565|ref|NP_006006.3| AT rich interactive domain 1A isoform a [Homo sapiens] 4 5 2.8 2285 242042 6.7 HsSD-NE_PHA_lymphocytes_PK_108.015478.015478 2 4.1714 0.3864 2298.23 2298.5 1 50 1 L.LHWAVCPSAEAQDPFSTLGPN.A 2089 0
1782 ENSG00000117713:ENSMUSG00000007880:ENSRNOG00000006137 ARID1A gi|21264565|ref|NP_006006.3| gi|21264565|ref|NP_006006.3| AT rich interactive domain 1A isoform a [Homo sapiens] 4 5 2.8 2285 242042 6.7 HsSD-NE_PHA_lymphocytes_Ti_105.007512.007512 3 4.3303 0.2553 2801.27 2801 1 29.807693 2 R.KHVTTAEGTPGTTDQEGPPPDGPPEKR.I 1880 2
1782 ENSG00000117713:ENSMUSG00000007880:ENSRNOG00000006137 ARID1A gi|21264565|ref|NP_006006.3| gi|21264565|ref|NP_006006.3| AT rich interactive domain 1A isoform a [Homo sapiens] 4 5 2.8 2285 242042 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.011070.0110 2 2.9821 0.3001 1807.23 1805 6 46.666668 1 R.RPAGGPQNQFPFQFGR.D 1446 2 *
1783 ENSG00000005810:ENSMUSG00000033004:ENSRNOG00000010479 MYCBP2 gi|126116565|ref|NP_055872.3| gi|126116565|ref|NP_055872.3| MYC binding protein 2 [Homo sapiens] 4 4 1.6 4640 510091 7 HsNaOH-NE_NT_lymphocytes_Ti_109.014211.01421 2 2.4286 0.2392 1593.67 1590.8 4 62.5 1 K.SWLGYAQGYLLYR.D 376 2 *
1783 ENSG00000005810:ENSMUSG00000033004:ENSRNOG00000010479 MYCBP2 gi|126116565|ref|NP_055872.3| gi|126116565|ref|NP_055872.3| MYC binding protein 2 [Homo sapiens] 4 4 1.6 4640 510091 7 HsSD-NE_NT_lymphocytes_Ti_110.012809.012809.2 2 3.2732 0.3433 1603.99 1601.9 1 60.714287 1 R.LLAAVMSALCHTSVK.L 1549 2 *
1783 ENSG00000005810:ENSMUSG00000033004:ENSRNOG00000010479 MYCBP2 gi|126116565|ref|NP_055872.3| gi|126116565|ref|NP_055872.3| MYC binding protein 2 [Homo sapiens] 4 4 1.6 4640 510091 7 HsSD-NE_NT_lymphocytes_Ti_109.020228.020228.2 2 3.0788 0.3524 1451.69 1451.8 1 66.66667 1 K.LGILDMFLGCIAK.A 4065 2 *
1783 ENSG00000005810:ENSMUSG00000033004:ENSRNOG00000010479 MYCBP2 gi|126116565|ref|NP_055872.3| gi|126116565|ref|NP_055872.3| MYC binding protein 2 [Homo sapiens] 4 4 1.6 4640 510091 7 HsNaOH-NE_PHA_lymphocytes_Ti_115.017235.0172 3 3.6382 0.1764 3463.91 3463 2 21.666666 1 K.GHFVTQVAMGKAHTCVLMKNGEVWTFGVNNK.G 642 2 *
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|NP_597676.2| gi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310 titin isoform novex-1 [Homo sapiens] 5 7 0.3 27051 3006786 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008069.00806 2 4.1079 0.3503 2163.59 2163.4 1 57.5 2 K.VLDRPGPPEGPVQVTGVTSEK.C 17343 2
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|NP_597676.2| gi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310 titin isoform novex-1 [Homo sapiens] 5 7 0.3 27051 3006786 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007524.00752 2 3.6818 0.3949 1962.41 1963.1 1 62.5 2 R.RPDYDGGSPNLSYHVER.R 11751 2
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|NP_597676.2| gi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310 titin isoform novex-1 [Homo sapiens] 5 7 0.3 27051 3006786 6.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009774.00977 2 2.7376 0.3516 1338.23 1335.6 1 66.66667 1 R.IPAVVTGRPVPTK.V 8752 2
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|NP_597676.2| gi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310 titin isoform novex-1 [Homo sapiens] 5 7 0.3 27051 3006786 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010109.0101 3 3.3841 0.1616 2526.74 2524.9 9 26.136362 1 K.TPILAINPIDRPGEPENLHIADK.G 11718 2
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|NP_597676.2| gi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310 titin isoform novex-1 [Homo sapiens] 5 7 0.3 27051 3006786 6.8 HsSD-NE_NT_lymphocytes_Ti_115.010529.010529.2 2 2.5606 0.2337 1864.11 1862.2 1 50 1 K.VVIQDPYRLPGPPGKPK.V 9218 2
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.008055.008055 2 2.8844 0.1763 1490.45 1487.6 1 72.72727 1 K.DSNNLCLHFNPR.F 38 2 *
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.004010.004010 2 4.9953 0.3788 1651.45 1648.7 1 78.57143 5 R.FNAHGDANTIVCNSK.D 50 2 *
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_PHA_lymphocytes_Ti_107.017631.017631 3 4.3771 0.3233 2870.72 2869.2 1 33 3 R.EAVFPFQPGSVAEVCITFDQANLTVK.L 75 2 *
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_PHA_lymphocytes_Ti_103.018338.018338 2 5.4205 0.491 2871.47 2869.2 1 54.000004 163 R.EAVFPFQPGSVAEVCITFDQANLTVK.L 75 2 *
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_NT_lymphocytes_Ti_103.013472.013472.2 2 5.2227 0.5021 1784.61 1786 1 86.666664 11 R.LNLEAINYMAADGDFK.I 113 2 *
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_002296.1| gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin precursor [Homo sapiens] 5 215 51.1 135 14716 5.5 HsSD-NE_NT_lymphocytes_Ti_110.019628.019628.2 2 3.9914 0.2946 2871.99 2869.2 1 44 32 R.EAVFPFQPGSVAEVCITFDQANLTVK.L 75 2 *
1786 gi|169172248|ref|XP_001719407.1| LOC100129427 gi|169172248|ref|XP_001719407.1| gi|169172248|ref|XP_001719407.1| PREDICTED: hypothetical protein [Homo sapiens] 1 2 24.1 79 8761 10.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2701.27 2 3.3677 0.2354 2073.51 2074.4 1 47.22222 1 R.PMPTSPPGSKPQTRSLVHR.Y 12 2 *
1786 gi|169172248|ref|XP_001719407.1| LOC100129427 gi|169172248|ref|XP_001719407.1| gi|169172248|ref|XP_001719407.1| PREDICTED: hypothetical protein [Homo sapiens] 1 2 24.1 79 8761 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2496.249 2 3.6428 0.1896 2073.86 2074.4 1 50 1 R.PMPTSPPGSKPQTRSLVHR.Y 12 2 *
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.011711.011711 2 3.7123 0.3104 1662.09 1660.9 1 76.666664 1 R.IINEPTAAAIAYGLDK.K 173 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_PHA_lymphocytes_Ti_114.002103.002103 2 2.6875 0.1016 2986.89 2985.2 6 28.846153 1 R.TLSSSTQASIEIDSLYEGVDFYTSITR.A 276 2 *
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsNaOH-NE_NT_lymphocytes_PK_115.012628.0126 1 2.2889 0.3161 1151.62 1151.3 6 61.11111 5 L.TIEDGIFEVK.S 214 1
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsNaOH-NE_NT_lymphocytes_PK_115.012638.0126 2 3.4652 0.3302 1151.43 1151.3 1 88.88889 12 L.TIEDGIFEVK.S 214 1
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009658.00965 3 3.931 0.137 1481.72 1481.7 8 52.272724 1 R.ARFEELNADLFR.G 303 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_NT_lymphocytes_Ti_102.009111.009111.2 2 3.3719 0.3547 1489.25 1488.6 1 79.16667 3 R.TTPSYVAFTDTER.L 38 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_PHA_lymphocytes_PK_104.013784.013784 2 3.5791 0.2645 1153.39 1151.3 1 88.88889 6 L.TIEDGIFEVK.S 214 1
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_PHA_lymphocytes_PK_105.012776.012776 2 2.7532 0.327 1255.49 1254.4 1 83.33333 1 R.FEELNADLFR.G 305 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2635.263 2 4.0914 0.2566 1481.46 1481.7 2 72.72727 2 R.ARFEELNADLFR.G 303 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_NT_lymphocytes_PK_105.010968.010968. 2 3.0093 0.2232 1662.83 1660.9 2 60.000004 1 R.IINEPTAAAIAYGLDK.K 173 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2614.261 2 4.1975 0.4201 1660.65 1660.9 1 70 1 R.IINEPTAAAIAYGLDK.G 173 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NP_068814.2| gi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Homo sapiens] 9 36 12.5 639 70021 5.7 HsSD-NE_PHA_lymphocytes_PK_105.015372.015372 2 3.998 0.2947 1379.41 1377.6 2 77.27273 2 S.ILTIEDGIFEVK.S 212 1
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_003136.1| gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_00313 "signal sequence receptor, beta precursor [Homo sapiens]" 5 10 16.9 183 20135 8.3 HsSD-NE_PHA_lymphocytes_PK_109.015985.015985 1 1.8654 0.1567 1121.01 1120.3 7 50 1 R.FSPHFLDWA.A 143 1
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_003136.1| gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_00313 "signal sequence receptor, beta precursor [Homo sapiens]" 5 10 16.9 183 20135 8.3 HsSD-NE_PHA_lymphocytes_PK_109.015918.015918 2 2.7524 0.2139 1048.67 1049.2 1 85.71429 2 R.FSPHFLDW.A 143 1
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_003136.1| gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_00313 "signal sequence receptor, beta precursor [Homo sapiens]" 5 10 16.9 183 20135 8.3 HsSD-NE_PHA_lymphocytes_PK_108.018338.018338 2 2.7955 0.2957 1337.47 1338.5 1 80 1 R.FSPHFLDWAAF.G 143 1
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_003136.1| gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_00313 "signal sequence receptor, beta precursor [Homo sapiens]" 5 10 16.9 183 20135 8.3 HsSD-NE_PHA_lymphocytes_PK_109.019326.019326 1 2.8279 0.1977 1339.81 1338.5 1 60.000004 4 R.FSPHFLDWAAF.G 143 1
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_003136.1| gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_00313 "signal sequence receptor, beta precursor [Homo sapiens]" 5 10 16.9 183 20135 8.3 HsNaOH-NE_PHA_lymphocytes_PK_111.011210.011 2 4.8849 0.5478 1865.73 1866.1 1 63.15789 2 D.GPVVIGSTSAPGQGGILAQR.E 118 1
1789 ENSG00000168653:ENSMUSG00000028648:ENSRNOG00000026646 NDUFS5 gi|4758790|ref|NP_004543.1| gi|4758790|ref|NP_004543.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 5, 15kDa (NADH 2 12 26.4 106 12517 9.1 HsSD-NE_PHA_lymphocytes_PK_115.015587.015587 2 4.1906 0.3989 2318.93 2318.5 1 64.70589 10 R.AEKECKIEYDDFVECLLR.Q 52 2 *
1789 ENSG00000168653:ENSMUSG00000028648:ENSRNOG00000026646 NDUFS5 gi|4758790|ref|NP_004543.1| gi|4758790|ref|NP_004543.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 5, 15kDa (NADH 2 12 26.4 106 12517 9.1 HsSD-NE_NT_lymphocytes_Ti_111.010452.010452.1 1 2.0028 0.2277 1146.93 1147.3 9 55.555557 2 K.YTPPPHHIGK.G 92 2
1790 ENSG00000133935:ENSMUSG00000021252:ENSRNOG00000008781 C14orf1 gi|6005719|ref|NP_009107.1| gi|10946822|ref|NP_067421.1|;gi|6005719|ref|NP_009107.1| hypothetical protein LOC11161 [Homo sapiens] 2 23 20 140 15864 9.8 HsNaOH-NE_NT_lymphocytes_Ti_112.015986.01598 2 5.1416 0.3886 1494.45 1493.8 1 87.5 12 R.TFGIWTLLSSVIR.C 52 2
1790 ENSG00000133935:ENSMUSG00000021252:ENSRNOG00000008781 C14orf1 gi|6005719|ref|NP_009107.1| gi|10946822|ref|NP_067421.1|;gi|6005719|ref|NP_009107.1| hypothetical protein LOC11161 [Homo sapiens] 2 23 20 140 15864 9.8 HsNaOH-NE_NT_lymphocytes_Ti_111.010196.01019 2 4.2836 0.2666 1644.59 1644.9 1 82.14286 3 K.LYTGKPNLVNGLQAR.T 37 2
1790 ENSG00000133935:ENSMUSG00000021252:ENSRNOG00000008781 C14orf1 gi|6005719|ref|NP_009107.1| gi|10946822|ref|NP_067421.1|;gi|6005719|ref|NP_009107.1| hypothetical protein LOC11161 [Homo sapiens] 2 23 20 140 15864 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.015711.0157 2 4.7552 0.4418 1493.73 1493.8 1 87.5 8 R.TFGIWTLLSSVIR.C 52 2
1791 ENSG00000183596:NA:NA Magmas gi|27363461|ref|NP_057153.8| gi|27363461|ref|NP_057153.8| mitochondria-associated granulocyte macrophage CSF signaling m 2 2 26.4 125 13825 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013102.01310 2 2.5496 0.1211 2328.33 2330.6 5 34.090908 1 R.SAAASNLSGLSLQEAQQILNVSK.L 45 2 *
1791 ENSG00000183596:NA:NA Magmas gi|27363461|ref|NP_057153.8| gi|27363461|ref|NP_057153.8| mitochondria-associated granulocyte macrophage CSF signaling m 2 2 26.4 125 13825 9.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1892.18 2 3.1857 0.2153 1150.44 1149.3 1 83.33333 1 R.ALRQEFAASR.A 23 2 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_PHA_lymphocytes_PK_107.013460.013460 1 3.7386 0.2643 1470.8 1470.7 1 66.66667 4 S.GFHPSDIEVDLLK.N 49 1 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_NT_lymphocytes_Ti_106.014494.014494.3 3 4.2453 0.388 2553.62 2555.8 1 33.333336 2 K.SNFLNCYVSGFHPSDIEVDLLK.N 40 2 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_NT_lymphocytes_Ti_105.016433.016433.2 2 4.2407 0.3544 2552.99 2555.8 1 50 4 K.SNFLNCYVSGFHPSDIEVDLLK.N 40 2 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_PHA_lymphocytes_PK_105.009531.00953 2 4.7755 0.5018 2072.81 2074.2 1 73.333336 2 L.YYTEFTPTEKDEYACR.V 86 1 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_NT_lymphocytes_Ti_105.015804.015804.2 2 2.4707 0.1868 1149.33 1149.2 1 83.33333 2 K.VEHSDLSFSK.D 69 2 *
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_004039.1| gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [Homo sapiens] 6 16 40.3 119 13715 6.5 HsSD-NE_PHA_lymphocytes_PK_106.013851.01385 2 3.5501 0.2133 1820.63 1820.1 1 66.66667 2 C.YVSGFHPSDIEVDLLK.N 46 1 *
1793 ENSG00000099203:ENSMUSG00000032180:ENSRNOG00000008037 TMED1 gi|5803040|ref|NP_006849.1| gi|5803040|ref|NP_006849.1| interleukin 1 receptor-like 1 ligand precursor [Homo sapiens] 2 7 14.1 227 25206 4.5 HsSD-NE_PHA_lymphocytes_PK_108.017020.017020 2 4.4249 0.3778 1986.31 1984.3 1 55.555557 3 G.AGPPPIQDGEFTFLLPAGR.K 24 1 *
1793 ENSG00000099203:ENSMUSG00000032180:ENSRNOG00000008037 TMED1 gi|5803040|ref|NP_006849.1| gi|5803040|ref|NP_006849.1| interleukin 1 receptor-like 1 ligand precursor [Homo sapiens] 2 7 14.1 227 25206 4.5 HsNaOH-NE_NT_lymphocytes_PK_109.010899.0108 2 3.8703 0.3067 1459.47 1460.6 1 75 4 W.AEAVEPEEMLDVK.M 138 1 *
1794 ENSG00000100650:ENSMUSG00000021134:ENSRNOG00000005513 SFRS5 gi|86991440|ref|NP_008856.2| gi|86991440|ref|NP_008856.2| "splicing factor, arginine/serine-rich 5 [Homo sapiens] " 2 8 9.9 272 31264 11.6 HsNaOH-NE_NT_lymphocytes_PK_105.009736.0097 2 3.7788 0.282 1311.13 1311.3 1 81.818184 5 R.DADDAVYELDGK.E 49 2 *
1794 ENSG00000100650:ENSMUSG00000021134:ENSRNOG00000005513 SFRS5 gi|86991440|ref|NP_008856.2| gi|86991440|ref|NP_008856.2| "splicing factor, arginine/serine-rich 5 [Homo sapiens] " 2 8 9.9 272 31264 11.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010648.0106 2 3.929 0.4418 1642.47 1641.8 1 78.57143 3 K.LNEGVVEFASYGDLK.N 144 2 *
1795 ENSG00000129562:ENSMUSG00000022174:ENSRNOG00000009090 DAD1 gi|4503253|ref|NP_001335.1| gi|4503253|ref|NP_001335.1| defender against cell death 1 [Homo sapiens] 2 6 12.4 113 12497 7.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007238.00723 2 2.6265 0.1988 1119.97 1120.2 1 83.33333 2 K.ADFQGISPER.A 83 2 *
1795 ENSG00000129562:ENSMUSG00000022174:ENSRNOG00000009090 DAD1 gi|4503253|ref|NP_001335.1| gi|4503253|ref|NP_001335.1| defender against cell death 1 [Homo sapiens] 2 6 12.4 113 12497 7.1 HsNaOH-NE_NT_lymphocytes_PK_107.009063.0090 2 2.9373 0.1759 1121.37 1120.2 4 83.33333 1 K.ADFQGISPER.A 83 2 *
1795 ENSG00000129562:ENSMUSG00000022174:ENSRNOG00000009090 DAD1 gi|4503253|ref|NP_001335.1| gi|4503253|ref|NP_001335.1| defender against cell death 1 [Homo sapiens] 2 6 12.4 113 12497 7.1 HsNaOH-NE_NT_lymphocytes_PK_114.012425.0124 2 2.8422 0.3027 1526.45 1524.6 1 65.38461 3 K.ADFQGISPERAFAD.F 83 1 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.014052.01405 1 2.9977 0.2046 1524.9 1522.8 1 57.692307 1 R.YWFAATVAVPLVGK.L 17 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_112.010010.01001 2 3.6902 0.3313 1474.73 1475.7 1 67.85714 3 R.RGGVSGFGVPPASMR.R 214 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007248.00724 1 2.1774 0.2418 1002.47 1002.1 1 78.57143 3 R.HNWGQGFR.L 240 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.014144.01414 2 3.6394 0.4097 1525.01 1522.8 1 76.92308 1 R.YWFAATVAVPLVGK.L 17 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.013836.0138 2 3.0201 0.1591 1525.09 1522.8 1 73.07692 3 R.YWFAATVAVPLVGK.L 17 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_114.016485.01648 2 5.3889 0.4564 2271.39 2270.7 1 63.88889 4 K.LGLISPAYLFLWPEAFLYR.F 31 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007226.00722 2 2.2264 0.2112 1003.11 1002.1 1 92.85714 1 R.HNWGQGFR.L 240 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007466.0074 2 2.4541 0.2115 1003.27 1002.1 1 85.71429 1 R.HNWGQGFR.L 240 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.016803.0168 2 5.8917 0.4705 2273.13 2270.7 1 69.44444 12 K.LGLISPAYLFLWPEAFLYR.F 31 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.016640.0166 3 4.3304 0.3088 2269.88 2270.7 1 40.27778 1 K.LGLISPAYLFLWPEAFLYR.F 31 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.007508.0075 1 2.4238 0.2505 1001.48 1002.1 1 78.57143 4 R.HNWGQGFR.L 240 2 *
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NP_077271.1| gi|13236516|ref|NP_077271.1| "Der1-like domain family, member 1 [Homo sapiens] " 7 38 22.3 251 28801 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.010307.0103 2 4.5417 0.3934 1476.75 1475.7 1 75 4 R.RGGVSGFGVPPASMR.R 214 2 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_107.011719.011719 2 2.7744 0.2968 1901.79 1903.1 1 46.42857 1 M.MCNEFFEGFPDKQPR.K 85 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_107.012781.01278 2 3.4921 0.3753 2034.97 2034.3 1 63.333332 4 A.MMCNEFFEGFPDKQPR.K 84 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_Ti_101.008582.008582 2 3.1092 0.2375 1249.81 1248.5 1 75 2 K.ALDVMVSTFHK.Y 8 2 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_105.014248.014248 2 3.1278 0.2634 2352.85 2352.4 1 50 3 M.SNLDSNRDNEVDFQEYCVF.L 60 0 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_105.011768.011768 1 2.5582 0.2143 1229.48 1230.3 3 66.66667 2 C.NEFFEGFPDK.Q 87 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_104.014080.014080 2 2.9222 0.3282 1229.89 1230.3 1 77.77778 1 C.NEFFEGFPDK.Q 87 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_103.015831.01583 2 4.1195 0.3714 1567.23 1565.6 1 81.818184 3 R.DNEVDFQEYCVF.L 67 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_106.010377.010377 2 3.883 0.331 1612.79 1611.8 1 83.33333 1 C.NEFFEGFPDKQPR.K 87 1 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_105.014278.014278 2 3.5472 0.3066 2149.85 2151.2 1 62.5 1 N.LDSNRDNEVDFQEYCVF.L 62 0 *
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_062427.1| gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 [Homo sapiens] 10 19 45.5 101 11728 6.1 HsSD-NE_PHA_lymphocytes_PK_105.014448.014448 2 3.6446 0.2243 2040.57 2038.1 1 70 1 L.DSNRDNEVDFQEYCVF.L 63 0 *
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1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.008776.00877 2 5.8756 0.5439 2217.87 2219.5 1 65.789474 10 R.VHLDIQVGEHANNYPEIAAK.D 131 2 *
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.010064.0100 2 4.5547 0.2956 2355.69 2353.7 1 40.476192 4 K.EVFLPSTPGLGMHVEVKDPDGK.V 66 2 *
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012687.01268 3 3.9968 0.3465 2087.57 2087.3 1 39.0625 2 K.CFIEEIPDETMVIGNYR.T 41 2
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.011805.0118 2 4.5403 0.3596 2243.91 2243.5 1 61.764706 4 K.RCFIEEIPDETMVIGNYR.T 40 2 *
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.008897.0088 2 5.1978 0.4542 2218.47 2219.5 1 57.894737 9 R.VHLDIQVGEHANNYPEIAAK.D 131 2 *
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011824.01182 2 5.3061 0.4189 2242.73 2243.5 1 58.823532 2 K.RCFIEEIPDETMVIGNYR.T 40 2 *
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NP_872353.2| gi|33457308|ref|NP_872353.2| transmembrane emp24 protein transport domain containing 4 [Hom 5 40 26.4 227 25943 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012638.01263 2 5.4832 0.4481 2087.29 2087.3 1 81.25 9 K.CFIEEIPDETMVIGNYR.T 41 2
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_PHA_lymphocytes_Ti_105.018626.018626 3 4.1771 0.2046 2977.46 2975.3 2 28 2 K.KLEDQLQGGQLEEVILQAEHELNLAR.K 67 2 *
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_PHA_lymphocytes_Ti_101.008205.008205 2 4.4709 0.4602 1724.49 1725.9 1 73.333336 4 K.TTGLVGLAVCNTPHER.L 8 2 *
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_NT_lymphocytes_Ti_110.018751.018751.2 2 4.398 0.3725 2976.91 2975.3 1 48 2 K.KLEDQLQGGQLEEVILQAEHELNLAR.K 67 2 *
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_NT_lymphocytes_Ti_106.016743.016743.3 3 8.5155 0.4519 2978.03 2975.3 1 40 11 K.KLEDQLQGGQLEEVILQAEHELNLAR.K 67 2 *
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_NT_lymphocytes_Ti_104.017668.017668.2 2 3.4787 0.1836 2235.91 2234.6 1 52.941177 2 K.LWEPLVEEPPADQWKWPI.- 99 2 *
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_004991.1| gi|4826848|ref|NP_004991.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 [Homo 5 22 51.7 116 13459 6 HsSD-NE_NT_lymphocytes_Ti_105.017370.017370.3 3 3.928 0.179 2846.75 2847.2 1 31.25 1 K.LEDQLQGGQLEEVILQAEHELNLAR.K 68 2 *
1800 ENSG00000136732:NA:NA GYPC gi|4504229|ref|NP_002092.1| gi|4504229|ref|NP_002092.1|;gi|8051605|ref|NP_058131.1| glycophorin C isoform 1 [Homo sapiens] 1 4 20.3 128 13811 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009800.0098 2 4.2126 0.5059 2579.21 2580.6 1 46 2 K.GTEFAESADAALQGDPALQDAGDSSR.K 98 2
1800 ENSG00000136732:NA:NA GYPC gi|4504229|ref|NP_002092.1| gi|4504229|ref|NP_002092.1|;gi|8051605|ref|NP_058131.1| glycophorin C isoform 1 [Homo sapiens] 1 4 20.3 128 13811 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2462.246 2 6.183 0.4752 2580.3 2580.6 1 52 2 K.GTEFAESADAALQGDPALQDAGDSSR.K 98 2
1801 ENSG00000132965:ENSMUSG00000060063:ENSRNOG00000000907 ALOX5AP gi|15718675|ref|NP_001620.2| gi|15718675|ref|NP_001620.2| arachidonate 5-lipoxygenase-activating protein [Homo sapiens] 2 2 10.6 161 18157 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007268.0072 2 2.4661 0.3 895.29 895 3 85.71429 1 R.TGTLAFER.V 45 2 *
1801 ENSG00000132965:ENSMUSG00000060063:ENSRNOG00000000907 ALOX5AP gi|15718675|ref|NP_001620.2| gi|15718675|ref|NP_001620.2| arachidonate 5-lipoxygenase-activating protein [Homo sapiens] 2 2 10.6 161 18157 8.4 HsSD-NE_NT_lymphocytes_PK_106.009874.009874. 2 2.6333 0.2551 1106.07 1104.3 2 81.25 1 K.YFVGYLGER.T 97 2 *
1802 ENSG00000124578:NA:NA HIST1H4G gi|4504319|ref|NP_003538.1| gi|4504319|ref|NP_003538.1| "histone cluster 1, H4g [Homo sapiens] " 2 5 11.2 98 11009 11.1 HsNaOH-NE_NT_lymphocytes_Ti_102.012225.01222 1 2.9142 0.1914 1208.04 1207.4 1 66.66667 4 R.ILGLIYEETR.R 47 2 *
1802 ENSG00000124578:NA:NA HIST1H4G gi|4504319|ref|NP_003538.1| gi|4504319|ref|NP_003538.1| "histone cluster 1, H4g [Homo sapiens] " 2 5 11.2 98 11009 11.1 HsSD-NE_NT_lymphocytes_PK_105.010931.010931. 2 2.8776 0.2036 1363.03 1363.6 4 65 1 K.RILGLIYEETR.R 46 2 *
1803 ENSG00000147155:ENSMUSG00000031168:ENSRNOG00000004903 EBP gi|5729810|ref|NP_006570.1| gi|5729810|ref|NP_006570.1| emopamil binding protein (sterol isomerase) [Homo sapiens] 2 12 5.2 230 26353 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.006351.0063 2 4.0262 0.3528 1324.37 1322.5 1 81.818184 8 K.HLTHAQSTLDAK.A 210 2 *
1803 ENSG00000147155:ENSMUSG00000031168:ENSRNOG00000004903 EBP gi|5729810|ref|NP_006570.1| gi|5729810|ref|NP_006570.1| emopamil binding protein (sterol isomerase) [Homo sapiens] 2 12 5.2 230 26353 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009340.0093 1 2.9235 0.3772 1322.66 1322.5 1 63.636364 2 K.HLTHAQSTLDAK.A 210 2 *
1803 ENSG00000147155:ENSMUSG00000031168:ENSRNOG00000004903 EBP gi|5729810|ref|NP_006570.1| gi|5729810|ref|NP_006570.1| emopamil binding protein (sterol isomerase) [Homo sapiens] 2 12 5.2 230 26353 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2265.226 2 3.1482 0.1864 1322.23 1322.5 1 72.72727 2 K.HLTHAQSTLDAK.A 210 2 *
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009188.00918 2 2.673 0.2687 1000.41 1000.2 1 92.85714 3 R.HLMWDLGK.G 100 2
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.009398.0093 2 2.0034 0.2345 1000.33 1000.2 1 92.85714 1 R.HLMWDLGK.G 100 2
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_NT_lymphocytes_Ti_113.013893.01389 2 2.8165 0.1904 1967.49 1966.4 1 73.333336 3 K.FALVFPLMYHTWNGIR.H 84 2
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.008794.00879 1 2.3039 0.1497 1001.74 1000.2 2 71.42857 1 R.HLMWDLGK.G 100 2
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.009332.0093 2 3.3797 0.163 1381.47 1381.6 2 66.66667 1 K.SLCLGPALIHTAK.F 71 2
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|XP_001713708.1| gi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 4 14 27.4 135 14770 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.013592.0135 2 3.5998 0.462 1965.57 1966.4 1 63.333332 5 K.FALVFPLMYHTWNGIR.H 84 2
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NP_054760.2| gi|66472394|ref|NP_054760.2| signal peptidase complex subunit 1 homolog [Homo sapiens] 3 10 32.4 102 11805 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.007282.00728 2 4.3526 0.3563 1972.91 1973.1 1 65.625 4 K.WLPVQESSTDDKKPGER.K 77 2 *
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NP_054760.2| gi|66472394|ref|NP_054760.2| signal peptidase complex subunit 1 homolog [Homo sapiens] 3 10 32.4 102 11805 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.007439.0074 2 3.4515 0.3472 1972.61 1973.1 3 53.125 1 K.WLPVQESSTDDKKPGER.K 77 2 *
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NP_054760.2| gi|66472394|ref|NP_054760.2| signal peptidase complex subunit 1 homolog [Homo sapiens] 3 10 32.4 102 11805 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.008992.00899 2 4.1725 0.3618 1793.05 1794.1 1 71.42857 3 -.MLEHLSSLPTQMDYK.G 1 2 *
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NP_054760.2| gi|66472394|ref|NP_054760.2| signal peptidase complex subunit 1 homolog [Homo sapiens] 3 10 32.4 102 11805 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009220.0092 2 3.4401 0.3227 1793.99 1794.1 2 60.714287 1 -.MLEHLSSLPTQMDYK.G 1 2 *
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NP_054760.2| gi|66472394|ref|NP_054760.2| signal peptidase complex subunit 1 homolog [Homo sapiens] 3 10 32.4 102 11805 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007559.0075 2 2.5702 0.1665 2100.35 2101.3 2 41.17647 1 K.WLPVQESSTDDKKPGERK.I 77 2 *
1806 ENSG00000124209:ENSMUSG00000027519:ENSRNOG00000005762 RAB22A gi|10190714|ref|NP_065724.1| gi|10190714|ref|NP_065724.1| RAS-related protein RAB-22A [Homo sapiens] 4 9 37.1 194 21855 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.015027.01502 2 4.6426 0.431 2258.13 2258.6 1 42.5 2 R.GSAAAIIVYDITKEETFSTLK.N 77 2 *
1806 ENSG00000124209:ENSMUSG00000027519:ENSRNOG00000005762 RAB22A gi|10190714|ref|NP_065724.1| gi|10190714|ref|NP_065724.1| RAS-related protein RAB-22A [Homo sapiens] 4 9 37.1 194 21855 8.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012548.01254 2 3.8534 0.4644 2328.99 2331.6 1 55 2 R.FVEDSFDPNINPTIGASFMTK.T 25 2 *
1806 ENSG00000124209:ENSMUSG00000027519:ENSRNOG00000005762 RAB22A gi|10190714|ref|NP_065724.1| gi|10190714|ref|NP_065724.1| RAS-related protein RAB-22A [Homo sapiens] 4 9 37.1 194 21855 8.2 HsNaOH-NE_NT_lymphocytes_PK_115.011241.0112 2 4.0217 0.307 1413.79 1413.6 2 76.92308 4 R.RIPSTDANLPSGGK.G 165 2 *
1806 ENSG00000124209:ENSMUSG00000027519:ENSRNOG00000005762 RAB22A gi|10190714|ref|NP_065724.1| gi|10190714|ref|NP_065724.1| RAS-related protein RAB-22A [Homo sapiens] 4 9 37.1 194 21855 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.011572.01157 2 3.7091 0.4167 1770.77 1767.9 1 63.333332 1 K.DYADSIHAIFVETSAK.N 135 2 *
1807 ENSG00000164919:ENSMUSG00000066491:ENSRNOG00000034300 COX6C gi|4758040|ref|NP_004365.1| gi|4758040|ref|NP_004365.1| cytochrome c oxidase subunit VIc proprotein [Homo sapiens] 4 7 41.3 75 8781 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.007410.0074 2 2.5377 0.136 979.41 978.18 1 81.25 1 R.KAGIFQSVK.- 67 2 *
1807 ENSG00000164919:ENSMUSG00000066491:ENSRNOG00000034300 COX6C gi|4758040|ref|NP_004365.1| gi|4758040|ref|NP_004365.1| cytochrome c oxidase subunit VIc proprotein [Homo sapiens] 4 7 41.3 75 8781 10.4 HsNaOH-NE_NT_lymphocytes_Ti_105.009646.00964 2 4.2451 0.3189 1578.45 1577.8 1 81.818184 3 R.NYDVMKDFEEMR.K 55 2 *
1807 ENSG00000164919:ENSMUSG00000066491:ENSRNOG00000034300 COX6C gi|4758040|ref|NP_004365.1| gi|4758040|ref|NP_004365.1| cytochrome c oxidase subunit VIc proprotein [Homo sapiens] 4 7 41.3 75 8781 10.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009785.00978 2 2.9041 0.1668 1707.29 1705.9 1 58.333332 1 R.NYDVMKDFEEMRK.A 55 2 *
1807 ENSG00000164919:ENSMUSG00000066491:ENSRNOG00000034300 COX6C gi|4758040|ref|NP_004365.1| gi|4758040|ref|NP_004365.1| cytochrome c oxidase subunit VIc proprotein [Homo sapiens] 4 7 41.3 75 8781 10.4 HsNaOH-NE_NT_lymphocytes_Ti_110.007269.00726 2 2.566 0.2638 1136.59 1138.4 1 83.33333 2 -.MAPEVLPKPR.M 1 2 *
1808 ENSG00000124767:ENSMUSG00000024026:ENSRNOG00000000541 GLO1 gi|118402586|ref|NP_006699.2| gi|118402586|ref|NP_006699.2| glyoxalase I [Homo sapiens] 3 14 20.1 184 20778 5.3 HsSD-NE_PHA_lymphocytes_PK_105.017500.017500 2 4.9433 0.3326 1915.57 1916.1 1 83.33333 3 F.IQDPDGYWIEILNPNK.M 164 1 *
1808 ENSG00000124767:ENSMUSG00000024026:ENSRNOG00000000541 GLO1 gi|118402586|ref|NP_006699.2| gi|118402586|ref|NP_006699.2| glyoxalase I [Homo sapiens] 3 14 20.1 184 20778 5.3 HsSD-NE_PHA_lymphocytes_PK_106.020516.020516 2 5.5401 0.3617 2304.59 2304.6 1 68.42105 4 K.GLAFIQDPDGYWIEILNPNK.M 160 2 *
1808 ENSG00000124767:ENSMUSG00000024026:ENSRNOG00000000541 GLO1 gi|118402586|ref|NP_006699.2| gi|118402586|ref|NP_006699.2| glyoxalase I [Homo sapiens] 3 14 20.1 184 20778 5.3 HsSD-NE_NT_lymphocytes_Ti_107.017491.017491.2 2 5.6878 0.3859 2303.59 2304.6 1 65.789474 5 K.GLAFIQDPDGYWIEILNPNK.M 160 2 *
1808 ENSG00000124767:ENSMUSG00000024026:ENSRNOG00000000541 GLO1 gi|118402586|ref|NP_006699.2| gi|118402586|ref|NP_006699.2| glyoxalase I [Homo sapiens] 3 14 20.1 184 20778 5.3 HsSD-NE_NT_lymphocytes_Ti_108.011415.011415.2 2 4.1534 0.3593 1792.67 1792 1 68.75 2 R.GFGHIGIAVPDVYSACK.R 124 2 *
1809 ENSG00000198856:ENSMUSG00000041084:ENSRNOG00000023322 OSTC gi|24308271|ref|NP_067050.1| gi|109465580|ref|XP_342342.3|;gi|24308271|ref|NP_067050.1DC2 protein [Homo sapiens] 2 9 8.1 149 16829 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.011624.01162 2 4.1526 0.2492 1428.91 1429.7 1 86.36364 6 R.VPFLVLECPNLK.L 7 2
1809 ENSG00000198856:ENSMUSG00000041084:ENSRNOG00000023322 OSTC gi|24308271|ref|NP_067050.1| gi|109465580|ref|XP_342342.3|;gi|24308271|ref|NP_067050.1DC2 protein [Homo sapiens] 2 9 8.1 149 16829 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3182.318 1 3.5666 0.2189 1429.92 1429.7 1 72.72727 1 R.VPFLVLECPNLK.L 7 2
1809 ENSG00000198856:ENSMUSG00000041084:ENSRNOG00000023322 OSTC gi|24308271|ref|NP_067050.1| gi|109465580|ref|XP_342342.3|;gi|24308271|ref|NP_067050.1DC2 protein [Homo sapiens] 2 9 8.1 149 16829 9.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.3174.317 2 3.6603 0.213 1429.52 1429.7 7 77.27273 2 R.VPFLVLECPNLK.L 7 2
1810 ENSG00000166471:ENSMUSG00000047554:ENSRNOG00000010752 TMEM41B gi|66392190|ref|NP_055827.1| gi|66392190|ref|NP_055827.1| transmembrane protein 41B [Homo sapiens] 1 13 6.5 291 32513 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.006556.0065 2 5.2311 0.5199 1832.49 1834 1 72.22222 11 R.SQLGAHHTTPVGDGAAGTR.G 10 2 *
1810 ENSG00000166471:ENSMUSG00000047554:ENSRNOG00000010752 TMEM41B gi|66392190|ref|NP_055827.1| gi|66392190|ref|NP_055827.1| transmembrane protein 41B [Homo sapiens] 1 13 6.5 291 32513 9.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2501.25 2 4.525 0.3629 1833.67 1834 2 47.22222 2 R.SQLGAHHTTPVGDGAAGTR.G 10 2 *
1811 ENSG00000136112:ENSMUSG00000063362:ENSRNOG00000022942 ALG11 gi|51889724|ref|NP_001004127.1| gi|51889724|ref|NP_001004127.1| "asparagine-linked glycosylation 11 homolog (S. cerevisiae, alpha- 3 7 8.3 492 55693 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014330.0143 2 3.1081 0.1931 1895.81 1893.1 8 46.666668 1 R.FSDQEFEVTFLSSVEK.L 474 2 *
1811 ENSG00000136112:ENSMUSG00000063362:ENSRNOG00000022942 ALG11 gi|51889724|ref|NP_001004127.1| gi|51889724|ref|NP_001004127.1| "asparagine-linked glycosylation 11 homolog (S. cerevisiae, alpha- 3 7 8.3 492 55693 8.5 HsNaOH-NE_NT_lymphocytes_PK_108.009440.0094 2 4.3445 0.3918 1578.73 1578.6 1 80.769226 5 F.LAESEEDYAETIAH.I 438 0 *
1811 ENSG00000136112:ENSMUSG00000063362:ENSRNOG00000022942 ALG11 gi|51889724|ref|NP_001004127.1| gi|51889724|ref|NP_001004127.1| "asparagine-linked glycosylation 11 homolog (S. cerevisiae, alpha- 3 7 8.3 492 55693 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_114.011957.0119 2 2.4874 0.2874 1371.69 1369.7 5 75 1 R.LIHPVQFVFLR.K 124 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.008126.008126 2 3.363 0.2345 1489.93 1490.7 2 66.66667 3 K.WKDSDEADLVLAK.E 142 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.008286.008286 1 2.9972 0.2866 1489.74 1490.7 1 62.5 2 K.WKDSDEADLVLAK.E 142 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_PHA_lymphocytes_Ti_110.011860.011860 2 3.6028 0.234 1526.03 1525.7 1 86.36364 2 K.CPQIVIAFYEER.L 160 2
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_NT_lymphocytes_Ti_104.015135.015135.2 2 3.963 0.1796 1715.65 1714 1 63.333332 4 R.IIGATDSSGELMFLMK.W 126 2
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009302.009302.3 3 3.2853 0.1712 1491.02 1490.7 2 52.083332 1 K.WKDSDEADLVLAK.E 142 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009306.009306.1 1 3.5248 0.2681 1490.78 1490.7 1 75 4 K.WKDSDEADLVLAK.E 142 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_NT_lymphocytes_Ti_104.009387.009387.2 2 3.6793 0.2606 1492.37 1490.7 1 79.16667 4 K.WKDSDEADLVLAK.E 142 2 *
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XP_943872.1| gi|89038889|ref|XP_943872.1| "PREDICTED: similar to Chromobox homolog 3 (HP1 gamma hom 6 21 38.3 183 20811 5.3 HsSD-NE_NT_lymphocytes_Ti_102.018831.018831.3 3 5.8815 0.4641 3381.56 3384.6 1 34.82143 1 K.GFTDADNTWEPEENLDCPELIEAFLNSQK.A 53 2 *
1813 ENSG00000008438:ENSMUSG00000030413:ENSRNOG00000013395 PGLYRP1 gi|4827036|ref|NP_005082.1| gi|4827036|ref|NP_005082.1| peptidoglycan recognition protein 1 [Homo sapiens] 2 3 9.2 196 21731 8.6 HsNaOH-NE_NT_lymphocytes_PK_106.010492.0104 2 3.1693 0.2784 1322.81 1321.5 1 77.27273 2 F.LIGEDGLVYEGR.G 98 1 *
1813 ENSG00000008438:ENSMUSG00000030413:ENSRNOG00000013395 PGLYRP1 gi|4827036|ref|NP_005082.1| gi|4827036|ref|NP_005082.1| peptidoglycan recognition protein 1 [Homo sapiens] 2 3 9.2 196 21731 8.6 HsSD-NE_NT_lymphocytes_PK_106.014460.014460. 2 2.595 0.1947 2018.65 2017.2 1 47.058823 1 C.DVGYNFLIGEDGLVYEGR.G 92 1 *
1814 ENSG00000180353:ENSMUSG00000022831:ENSRNOG00000038881 HCLS1 gi|4885405|ref|NP_005326.1| gi|4885405|ref|NP_005326.1| hematopoietic cell-specific Lyn substrate 1 [Homo sapiens] 3 25 8.4 486 53998 4.8 HsSD-NE_PHA_lymphocytes_PK_107.003998.003998 2 5.4941 0.5084 3114.27 3114.3 1 46.153847 3 Q.GEGSDELSFDPDDVITDIEMVDEGWWR.G 441 1 *
1814 ENSG00000180353:ENSMUSG00000022831:ENSRNOG00000038881 HCLS1 gi|4885405|ref|NP_005326.1| gi|4885405|ref|NP_005326.1| hematopoietic cell-specific Lyn substrate 1 [Homo sapiens] 3 25 8.4 486 53998 4.8 HsSD-NE_PHA_lymphocytes_PK_107.003723.003723 2 4.6255 0.3844 2929.05 2928.1 1 43.75 20 E.GSDELSFDPDDVITDIEMVDEGWWR.G 443 1 *
1814 ENSG00000180353:ENSMUSG00000022831:ENSRNOG00000038881 HCLS1 gi|4885405|ref|NP_005326.1| gi|4885405|ref|NP_005326.1| hematopoietic cell-specific Lyn substrate 1 [Homo sapiens] 3 25 8.4 486 53998 4.8 HsSD-NE_NT_lymphocytes_Ti_112.012190.012190.2 2 4.5277 0.2407 1647.11 1647.8 1 80.769226 2 R.CHGHFGLFPANYVK.L 470 2 *
1815 ENSG00000065268:ENSMUSG00000035754:ENSRNOG00000012379 WDR18 gi|56243583|ref|NP_077005.2| gi|56243583|ref|NP_077005.2| WD repeat domain 18 [Homo sapiens] 2 3 7.4 432 47405 6.7 HsSD-NE_PHA_lymphocytes_PK_115.013778.013778 2 2.5762 0.2522 1570.61 1568.8 5 58.333332 1 S.DFRPSLPLPHFNK.H 329 1 *
1815 ENSG00000065268:ENSMUSG00000035754:ENSRNOG00000012379 WDR18 gi|56243583|ref|NP_077005.2| gi|56243583|ref|NP_077005.2| WD repeat domain 18 [Homo sapiens] 2 3 7.4 432 47405 6.7 HsSD-NE_NT_lymphocytes_PK_105.016383.016383. 2 2.5959 0.1659 2082.95 2082.3 3 44.444447 2 C.GGSEGSIFQVDLFTWPGQR.E 233 1 *
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsSD-NE_PHA_lymphocytes_PK_110.011116.011116 2 2.8805 0.3185 1508.47 1510.7 1 62.5 1 C.SVTDFYPGQIKVR.W 150 1 *
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsSD-NE_PHA_lymphocytes_PK_113.013451.01345 2 3.5999 0.3511 1918.79 1916.1 1 66.66667 4 C.HVEHPSLQSPITVEWR.A 206 1
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsSD-NE_PHA_lymphocytes_PK_107.011909.011909 2 2.5655 0.1922 1122.49 1122.3 1 75 1 P.LIRNGDWTF.Q 179 0
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010280.01028 3 5.0066 0.3524 2612.15 2611.8 1 45.238094 2 R.GDVYTCHVEHPSLQSPITVEWR.A 200 2
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010250.01025 2 4.9471 0.4058 2612.15 2611.8 1 50 4 R.GDVYTCHVEHPSLQSPITVEWR.A 200 2
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008321.00832 2 3.9787 0.3116 1730.03 1729.9 1 60.000004 2 R.NDQEETAGVVSTPLIR.N 166 2
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008612.0086 2 4.395 0.3461 1729.97 1729.9 1 76.666664 2 R.NDQEETAGVVSTPLIR.N 166 2
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011862.01186 2 4.6048 0.4232 2658.91 2658 1 52.272724 3 R.TEALNHHNLLVCSVTDFYPGQIK.V 138 2 *
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|NP_002114.3| gi|150418002|ref|NP_002114.3| "major histocompatibility complex, class II, DQ beta 1 precursor [Ho 8 20 26.4 261 29791 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.011900.01190 3 3.9498 0.2723 2659.34 2658 1 31.818182 1 R.TEALNHHNLLVCSVTDFYPGQIK.V 138 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009776.00977 3 3.3369 0.1891 1407.98 1406.6 1 63.636364 2 R.ALYIHAQPLHSR.L 83 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009056.00905 2 3.286 0.3316 1254.89 1255.4 1 88.88889 2 R.LCDLLSHLQR.S 62 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.009762.00976 2 3.8972 0.2324 1407.35 1406.6 1 81.818184 3 R.ALYIHAQPLHSR.L 83 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_102.019419.0194 1 2.4457 0.4053 1382.6 1381.6 2 58.333332 1 R.YLLAFLADDLGGL.- 171 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010504.01050 1 2.4198 0.1908 1217.93 1216.5 4 55 1 R.VLGFSPVIIDR.H 156 2 *
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NP_115686.3| gi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; chromosome 9 open reading frame 5 14 25.1 183 20626 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.009938.0099 2 3.7134 0.2905 1407.07 1406.6 1 77.27273 5 R.ALYIHAQPLHSR.L 83 2 *
1818 ENSG00000166902:ENSMUSG00000024683:ENSRNOG00000021005 MRPL16 gi|8923448|ref|NP_060310.1| gi|8923448|ref|NP_060310.1| mitochondrial ribosomal protein L16 [Homo sapiens] 2 3 10 251 28449 10.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010092.0100 2 2.3867 0.2648 1125.85 1126.4 1 72.22222 2 R.VPAPFKPITR.K 124 2 *
1818 ENSG00000166902:ENSMUSG00000024683:ENSRNOG00000021005 MRPL16 gi|8923448|ref|NP_060310.1| gi|8923448|ref|NP_060310.1| mitochondrial ribosomal protein L16 [Homo sapiens] 2 3 10 251 28449 10.1 HsSD-NE_NT_lymphocytes_PK_102.013630.013630. 2 2.5654 0.2708 1480.25 1479.7 2 57.14286 1 K.SVGHRMGGGKGAIDH.Y 135 1 *
1819 ENSG00000196656:ENSMUSG00000025362:NA LOC644928 gi|148225456|ref|NP_001087201.1| gi|148225456|ref|NP_001087201.1|;gi|169167044|ref|XP_001 hypothetical protein LOC644928 [Homo sapiens] 3 11 26.1 115 12977 11.2 HsSD-NE_PHA_lymphocytes_Ti_115.009589.009589 2 3.3292 0.3092 1591.87 1590.9 1 71.42857 9 R.FRPAGAAPRPPPKPM.- 101 2
1819 ENSG00000196656:ENSMUSG00000025362:NA LOC644928 gi|148225456|ref|NP_001087201.1| gi|148225456|ref|NP_001087201.1|;gi|169167044|ref|XP_001 hypothetical protein LOC644928 [Homo sapiens] 3 11 26.1 115 12977 11.2 HsSD-NE_PHA_lymphocytes_Ti_114.009774.009774 1 2.4496 0.1742 1590.94 1590.9 1 57.14286 1 R.FRPAGAAPRPPPKPM.- 101 2
1819 ENSG00000196656:ENSMUSG00000025362:NA LOC644928 gi|148225456|ref|NP_001087201.1| gi|148225456|ref|NP_001087201.1|;gi|169167044|ref|XP_001 hypothetical protein LOC644928 [Homo sapiens] 3 11 26.1 115 12977 11.2 HsNaOH-NE_NT_lymphocytes_Ti_104.012618.01261 2 2.9463 0.1441 1656.17 1654.9 4 60.714287 1 R.DISEASVFDAYVLPK.L 52 2
1820 ENSG00000162976:ENSMUSG00000045679:ENSRNOG00000005126 PQLC3 gi|22748837|ref|NP_689604.1| gi|22748837|ref|NP_689604.1| PQ loop repeat containing 3 [Homo sapiens] 2 14 9.9 202 22575 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010227.0102 2 3.5697 0.2475 1139.47 1139.4 1 95 5 K.LPQISAVLAAR.S 22 2 *
1820 ENSG00000162976:ENSMUSG00000045679:ENSRNOG00000005126 PQLC3 gi|22748837|ref|NP_689604.1| gi|22748837|ref|NP_689604.1| PQ loop repeat containing 3 [Homo sapiens] 2 14 9.9 202 22575 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.010406.01040 2 3.2373 0.1376 1194.21 1194.4 4 87.5 2 K.FAQLQCLWK.T 130 2 *
1820 ENSG00000162976:ENSMUSG00000045679:ENSRNOG00000005126 PQLC3 gi|22748837|ref|NP_689604.1| gi|22748837|ref|NP_689604.1| PQ loop repeat containing 3 [Homo sapiens] 2 14 9.9 202 22575 8.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010000.01000 2 3.5146 0.2447 1139.29 1139.4 1 95 7 K.LPQISAVLAAR.S 22 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.014324.01432 3 3.1356 0.1006 2710.67 2710.1 1 31.52174 1 K.NLVDFTFVENVVHGHILAAEQLSR.D 233 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.014225.01422 2 3.9017 0.4128 2712.29 2710.1 1 34.782608 2 K.NLVDFTFVENVVHGHILAAEQLSR.D 233 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012380.01238 2 4.1459 0.2625 2168.79 2168.4 1 63.88889 4 R.GYAVNVFDIQQGFDNPQVR.F 61 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.014252.01425 2 5.8195 0.416 2193.49 2192.5 1 73.52941 2 K.AFHITNDEPIPFWTFLSR.I 264 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.017462.0174 2 2.9711 0.2643 2710.09 2710.1 2 32.608696 3 K.NLVDFTFVENVVHGHILAAEQLSR.D 233 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013914.0139 3 3.2696 0.1951 2192.93 2192.5 5 38.235294 1 K.AFHITNDEPIPFWTFLSR.I 264 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008957.0089 2 2.4656 0.2027 1676.89 1674.8 2 53.846157 1 R.VALAGTFHYYSCER.A 329 2 *
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_057006.1| gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehydrogenase-like [Homo sapiens] 6 26 20.1 373 41900 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.013917.0139 2 5.5286 0.4223 2192.27 2192.5 1 67.64706 12 K.AFHITNDEPIPFWTFLSR.I 264 2 *
1822 ENSG00000185651:ENSMUSG00000064208:NA UBE2L3 gi|4507789|ref|NP_003338.1| gi|4507789|ref|NP_003338.1| ubiquitin-conjugating enzyme E2L 3 isoform 1 [Homo sapiens] 3 12 24 154 17862 8.5 HsSD-NE_PHA_lymphocytes_PK_109.014602.014602 2 3.4015 0.2571 1791.45 1791.1 1 75 1 R.IEINFPAEYPFKPPK.I 53 2
1822 ENSG00000185651:ENSMUSG00000064208:NA UBE2L3 gi|4507789|ref|NP_003338.1| gi|4507789|ref|NP_003338.1| ubiquitin-conjugating enzyme E2L 3 isoform 1 [Homo sapiens] 3 12 24 154 17862 8.5 HsSD-NE_NT_lymphocytes_Ti_106.015009.015009.3 3 4.7343 0.3153 2484.5 2484.8 1 38.095238 2 K.TDQVIQSLIALVNDPQPEHPLR.A 101 2 *
1822 ENSG00000185651:ENSMUSG00000064208:NA UBE2L3 gi|4507789|ref|NP_003338.1| gi|4507789|ref|NP_003338.1| ubiquitin-conjugating enzyme E2L 3 isoform 1 [Homo sapiens] 3 12 24 154 17862 8.5 HsSD-NE_NT_lymphocytes_Ti_110.017074.017074.2 2 4.774 0.397 2487.47 2484.8 1 45.238094 9 K.TDQVIQSLIALVNDPQPEHPLR.A 101 2 *
1823 ENSG00000145247:ENSMUSG00000029153:ENSRNOG00000002196 OCIAD2 gi|62244044|ref|NP_001014446.1| gi|62244044|ref|NP_001014446.1| OCIA domain containing 2 isoform 1 [Homo sapiens] 3 10 34.4 154 16954 9 HsNaOH-NE_NT_lymphocytes_Ti_109.014656.01465 2 4.9676 0.4373 1216.65 1216.5 1 87.5 2 K.VALAGLLGFGLGK.V 87 2 *
1823 ENSG00000145247:ENSMUSG00000029153:ENSRNOG00000002196 OCIAD2 gi|62244044|ref|NP_001014446.1| gi|62244044|ref|NP_001014446.1| OCIA domain containing 2 isoform 1 [Homo sapiens] 3 10 34.4 154 16954 9 HsNaOH-NE_NT_lymphocytes_Ti_115.015968.01596 3 4.5664 0.327 2800.76 2800.3 1 28 3 R.ALPFSLVSMLVTQGLVYQGYLAANSR.F 55 2
1823 ENSG00000145247:ENSMUSG00000029153:ENSRNOG00000002196 OCIAD2 gi|62244044|ref|NP_001014446.1| gi|62244044|ref|NP_001014446.1| OCIA domain containing 2 isoform 1 [Homo sapiens] 3 10 34.4 154 16954 9 HsNaOH-NE_NT_lymphocytes_Ti_108.006005.00600 2 2.7787 0.1043 1537.53 1538.7 5 53.846157 1 R.GNQDKDAHFPPPSK.Q 8 2
1823 ENSG00000145247:ENSMUSG00000029153:ENSRNOG00000002196 OCIAD2 gi|62244044|ref|NP_001014446.1| gi|62244044|ref|NP_001014446.1| OCIA domain containing 2 isoform 1 [Homo sapiens] 3 10 34.4 154 16954 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.014411.0144 2 4.3587 0.4412 1216.41 1216.5 1 87.5 4 K.VALAGLLGFGLGK.V 87 2 *
1824 ENSG00000204310:ENSMUSG00000034254:ENSRNOG00000000437 AGPAT1 gi|15100175|ref|NP_116130.2| gi|15100175|ref|NP_116130.2| 1-acylglycerol-3-phosphate O-acyltransferase 1 [Homo sapiens] 3 18 14.8 283 31717 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.019203.0192 2 4.5389 0.3821 2236.33 2235.5 1 57.5 8 R.TGDAISVMSEVAQTLLTQDVR.V 152 2 *
1824 ENSG00000204310:ENSMUSG00000034254:ENSRNOG00000000437 AGPAT1 gi|15100175|ref|NP_116130.2| gi|15100175|ref|NP_116130.2| 1-acylglycerol-3-phosphate O-acyltransferase 1 [Homo sapiens] 3 18 14.8 283 31717 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.011336.01133 2 3.8736 0.3534 2172.65 2173.5 1 60.000004 4 R.VLPPVPTEGLTPDDVPALADR.V 233 2 *
1824 ENSG00000204310:ENSMUSG00000034254:ENSRNOG00000000437 AGPAT1 gi|15100175|ref|NP_116130.2| gi|15100175|ref|NP_116130.2| 1-acylglycerol-3-phosphate O-acyltransferase 1 [Homo sapiens] 3 18 14.8 283 31717 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.018504.01850 3 4.9454 0.2769 2235.62 2235.5 1 51.25 1 R.TGDAISVMSEVAQTLLTQDVR.V 152 2 *
1824 ENSG00000204310:ENSMUSG00000034254:ENSRNOG00000000437 AGPAT1 gi|15100175|ref|NP_116130.2| gi|15100175|ref|NP_116130.2| 1-acylglycerol-3-phosphate O-acyltransferase 1 [Homo sapiens] 3 18 14.8 283 31717 9.4 HsNaOH-NE_NT_lymphocytes_Ti_105.018506.01850 2 4.416 0.3207 2237.07 2235.5 1 57.5 5 R.TGDAISVMSEVAQTLLTQDVR.V 152 2 *
1825 ENSG00000143158:ENSMUSG00000026568:ENSRNOG00000003150 BRP44 gi|7661602|ref|NP_056230.1| gi|7661602|ref|NP_056230.1| brain protein 44 [Homo sapiens] 3 7 30.7 127 14279 10.4 HsSD-NE_PHA_lymphocytes_PK_110.018023.018023 2 2.569 0.1883 1239.45 1240.5 1 77.77778 1 R.TVFFWAPIMK.W 40 2 *
1825 ENSG00000143158:ENSMUSG00000026568:ENSRNOG00000003150 BRP44 gi|7661602|ref|NP_056230.1| gi|7661602|ref|NP_056230.1| brain protein 44 [Homo sapiens] 3 7 30.7 127 14279 10.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014434.01443 2 2.9959 0.1495 1239.43 1240.5 1 77.77778 2 R.TVFFWAPIMK.W 40 2 *
1825 ENSG00000143158:ENSMUSG00000026568:ENSRNOG00000003150 BRP44 gi|7661602|ref|NP_056230.1| gi|7661602|ref|NP_056230.1| brain protein 44 [Homo sapiens] 3 7 30.7 127 14279 10.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010865.01086 2 3.9633 0.3529 1846.65 1846.1 1 62.5 2 K.WGLVCAGLADMARPAEK.L 50 2 *
1825 ENSG00000143158:ENSMUSG00000026568:ENSRNOG00000003150 BRP44 gi|7661602|ref|NP_056230.1| gi|7661602|ref|NP_056230.1| brain protein 44 [Homo sapiens] 3 7 30.7 127 14279 10.4 HsNaOH-NE_NT_lymphocytes_Ti_106.009746.00974 2 3.7899 0.1752 1428.35 1428.8 2 81.818184 2 R.LLDKVELMLPEK.L 16 2 *
1826 ENSG00000189067:ENSMUSG00000022500:ENSRNOG00000002520 LITAF gi|65787265|ref|NP_004853.2| gi|65787265|ref|NP_004853.2| lipopolysaccharide-induced TNF factor [Homo sapiens] 2 2 14.3 161 17107 6.4 HsSD-NE_PHA_lymphocytes_PK_108.010781.01078 1 2.7256 0.2135 1205.56 1205.4 3 72.22222 1 Q.TVYVQHPITF.L 78 0 *
1826 ENSG00000189067:ENSMUSG00000022500:ENSRNOG00000002520 LITAF gi|65787265|ref|NP_004853.2| gi|65787265|ref|NP_004853.2| lipopolysaccharide-induced TNF factor [Homo sapiens] 2 2 14.3 161 17107 6.4 HsNaOH-NE_NT_lymphocytes_PK_114.011409.0114 2 3.5309 0.3841 1648.21 1648.7 1 62.5 1 D.ALQDVDHYCPNCR.A 140 1 *
1827 ENSG00000158714:ENSMUSG00000053318:ENSRNOG00000008736 SLAMF8 gi|9910342|ref|NP_064510.1| gi|9910342|ref|NP_064510.1| SLAM family member 8 [Homo sapiens] 2 3 10.2 285 31670 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.019262.0192 2 2.3976 0.271 1696.37 1696.9 1 61.538464 1 R.SLWPSEELLATFFR.G 52 2 *
1827 ENSG00000158714:ENSMUSG00000053318:ENSRNOG00000008736 SLAMF8 gi|9910342|ref|NP_064510.1| gi|9910342|ref|NP_064510.1| SLAM family member 8 [Homo sapiens] 2 3 10.2 285 31670 6.2 HsNaOH-NE_NT_lymphocytes_PK_115.011805.0118 2 2.79 0.2325 1597.39 1597.7 1 60.714287 2 L.SISLGPGDRDVAYSC.I 187 0 *
1828 ENSG00000170430:ENSMUSG00000054612:ENSRNOG00000016038 MGMT gi|4505177|ref|NP_002403.1| gi|4505177|ref|NP_002403.1| O-6-methylguanine-DNA methyltransferase [Homo sapiens] 4 9 20.8 207 21646 8.1 HsSD-NE_PHA_lymphocytes_PK_112.014776.014776 2 3.9158 0.3973 2963.21 2962.3 1 41.666664 1 N.AYFHQPEAIEEFPVPALHHPVFQQE.S 68 0 *
1828 ENSG00000170430:ENSMUSG00000054612:ENSRNOG00000016038 MGMT gi|4505177|ref|NP_002403.1| gi|4505177|ref|NP_002403.1| O-6-methylguanine-DNA methyltransferase [Homo sapiens] 4 9 20.8 207 21646 8.1 HsSD-NE_PHA_lymphocytes_PK_114.014810.014810 2 3.2304 0.2453 2469.85 2470.8 1 45 1 Y.FHQPEAIEEFPVPALHHPVFQ.Q 70 0 *
1828 ENSG00000170430:ENSMUSG00000054612:ENSRNOG00000016038 MGMT gi|4505177|ref|NP_002403.1| gi|4505177|ref|NP_002403.1| O-6-methylguanine-DNA methyltransferase [Homo sapiens] 4 9 20.8 207 21646 8.1 HsSD-NE_PHA_lymphocytes_PK_113.014619.014619 2 4.9535 0.5196 2728.17 2728 1 50 4 Y.FHQPEAIEEFPVPALHHPVFQQE.S 70 0 *
1828 ENSG00000170430:ENSMUSG00000054612:ENSRNOG00000016038 MGMT gi|4505177|ref|NP_002403.1| gi|4505177|ref|NP_002403.1| O-6-methylguanine-DNA methyltransferase [Homo sapiens] 4 9 20.8 207 21646 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008666.008666.2 2 5.4212 0.4233 1724.75 1725.9 1 76.47059 3 R.VVCSSGAVGNYSGGLAVK.E 148 2 *
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_PHA_lymphocytes_Ti_106.022123.022123 3 5.9354 0.429 3262.28 3260.5 1 33.92857 14 K.SLCNLEESITSAGRDDLESFQLEISGFLK.E 61 2
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.009518.009518 2 3.0339 0.2939 1299.21 1299.6 2 72.72727 1 K.TTITMAHLLAAR.E 264 2
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_PHA_lymphocytes_Ti_106.020731.020731 2 3.5271 0.1508 1743.33 1741.9 1 50 12 R.DDLESFQLEISGFLK.E 75 2
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_PHA_lymphocytes_Ti_102.017259.017259 2 2.7325 0.2005 2481.85 2480.7 1 38.636364 1 K.AAEGGLSSPEFSELCIWLGSQIK.S 38 2
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_NT_lymphocytes_Ti_107.018921.018921.2 2 4.7102 0.4607 2172.67 2170.4 1 61.11111 2 K.NSEVYQEVQAMFDTLGIPK.S 143 2
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_NT_lymphocytes_Ti_101.009276.009276.2 2 3.6636 0.1439 1545.65 1544.5 3 47.5 2 R.GGWGGGGGGGGRGGGGGGGGR.G 336 2 *
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|NP_775882.2| gi|109452587|ref|NP_775882.2| "family with sequence similarity 98, member B isoform 1 [Homo sap 7 34 29.6 433 45547 8.7 HsSD-NE_NT_lymphocytes_Ti_104.017864.017864.2 2 4.1221 0.5291 2513.47 2515.8 1 45.652176 2 R.GPEPGPQPTMEGDVLDTLEALGYK.G 3 2
1830 ENSG00000198015:ENSMUSG00000062981:ENSRNOG00000031132 MRPL42 gi|26667171|ref|NP_751917.1| gi|26667171|ref|NP_751917.1|;gi|26667174|ref|NP_751918.1| mitochondrial ribosomal protein L42 isoform a [Homo sapiens] 2 11 42.3 142 16661 8.4 HsSD-NE_PHA_lymphocytes_Ti_113.010783.010783 3 4.4729 0.1537 4378.01 4377.8 1 20.833332 10 R.TIVCYHPSVDIPYEHTKPIPRPDPVHNNEETHDQVLK.T 57 2
1830 ENSG00000198015:ENSMUSG00000062981:ENSRNOG00000031132 MRPL42 gi|26667171|ref|NP_751917.1| gi|26667171|ref|NP_751917.1|;gi|26667174|ref|NP_751918.1| mitochondrial ribosomal protein L42 isoform a [Homo sapiens] 2 11 42.3 142 16661 8.4 HsSD-NE_NT_lymphocytes_Ti_102.012664.012664.2 2 2.952 0.1895 2587.89 2588.7 1 43.18182 1 K.STYSPLPDDYNCNVELALTSDGR.T 34 2
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_006861.1| gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546 destrin isoform a [Homo sapiens] 4 15 23 165 18506 7.9 HsSD-NE_PHA_lymphocytes_Ti_113.014365.014365 2 4.8762 0.3581 2062.31 2063.5 1 68.75 5 R.KEELMFFLWAPELAPLK.S 96 2
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_006861.1| gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546 destrin isoform a [Homo sapiens] 4 15 23 165 18506 7.9 HsSD-NE_PHA_lymphocytes_Ti_108.017927.017927 3 3.8897 0.2369 2062.64 2063.5 1 43.75 2 R.KEELMFFLWAPELAPLK.S 96 2
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_006861.1| gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546 destrin isoform a [Homo sapiens] 4 15 23 165 18506 7.9 HsSD-NE_NT_lymphocytes_Ti_102.021402.021402.1 1 2.1444 0.1173 1420.71 1419.6 1 50 1 K.LGGSLIVAFEGCPV.- 152 2
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_006861.1| gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546 destrin isoform a [Homo sapiens] 4 15 23 165 18506 7.9 HsSD-NE_NT_lymphocytes_Ti_102.006545.006545.1 1 2.171 0.1154 799.19 799.96 2 83.33333 3 K.MIYASSK.D 115 2
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_006861.1| gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546 destrin isoform a [Homo sapiens] 4 15 23 165 18506 7.9 HsSD-NE_NT_lymphocytes_Ti_115.014867.014867.2 2 4.2496 0.3282 2063.65 2063.5 1 62.5 4 R.KEELMFFLWAPELAPLK.S 96 2
1832 ENSG00000177674:ENSMUSG00000029007:ENSRNOG00000008619 AGTRAP gi|93588491|ref|NP_001035284.1| gi|93588491|ref|NP_001035284.1| angiotensin II receptor-associated protein isoform b [Homo sapiens 1 2 14.5 152 16669 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010166.0101 2 3.172 0.302 2293.33 2293.5 1 42.857143 1 R.SAYQTIDSAEAPADPFAVPEGR.S 124 2
1832 ENSG00000177674:ENSMUSG00000029007:ENSRNOG00000008619 AGTRAP gi|93588491|ref|NP_001035284.1| gi|93588491|ref|NP_001035284.1| angiotensin II receptor-associated protein isoform b [Homo sapiens 1 2 14.5 152 16669 6.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2562.256 2 3.3678 0.3573 2292.72 2293.5 1 40.476192 1 R.SAYQTIDSAEAPADPFAVPEGR.S 124 2
1833 ENSG00000196715:ENSMUSG00000066735:ENSRNOG00000018291 VKORC1L1 gi|46309463|ref|NP_775788.2| gi|46309463|ref|NP_775788.2| "vitamin K epoxide reductase complex, subunit 1-like 1 [Homo sapi 2 3 16.5 176 19836 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.015248.01524 2 3.6643 0.1575 1096.33 1096.3 1 80 2 R.GFGLLGSIFGK.D 69 2 *
1833 ENSG00000196715:ENSMUSG00000066735:ENSRNOG00000018291 VKORC1L1 gi|46309463|ref|NP_775788.2| gi|46309463|ref|NP_775788.2| "vitamin K epoxide reductase complex, subunit 1-like 1 [Homo sapi 2 3 16.5 176 19836 9.1 HsSD-NE_NT_lymphocytes_PK_111.018938.018938. 2 3.1693 0.2093 2015.67 2013.3 1 52.941177 1 V.ARYAVCAAGILLSIYAYH.V 18 0 *
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1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NP_665735.1| gi|22035638|ref|NP_665735.1| microsomal glutathione S-transferase 1 [Homo sapiens] 4 8 30.3 155 17599 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.007974.00797 2 3.2152 0.2091 1583.27 1582.8 2 65.38461 1 R.KVFANPEDCVAFGK.G 42 2 *
1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NP_665735.1| gi|22035638|ref|NP_665735.1| microsomal glutathione S-transferase 1 [Homo sapiens] 4 8 30.3 155 17599 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.007864.00786 3 3.3998 0.2852 2081.36 2082.3 1 33.333336 1 R.KVFANPEDCVAFGKGENAK.K 42 2 *
1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NP_665735.1| gi|22035638|ref|NP_665735.1| microsomal glutathione S-transferase 1 [Homo sapiens] 4 8 30.3 155 17599 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011298.01129 2 3.2016 0.28 1426.29 1423.7 1 77.27273 3 K.MMLMSTATAFYR.L 27 2 *
1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NP_665735.1| gi|22035638|ref|NP_665735.1| microsomal glutathione S-transferase 1 [Homo sapiens] 4 8 30.3 155 17599 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.010928.01092 2 4.2707 0.3597 1898.01 1898.2 1 70 2 R.IYHTIAYLTPLPQPNR.A 115 2 *
1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NP_665735.1| gi|22035638|ref|NP_665735.1| microsomal glutathione S-transferase 1 [Homo sapiens] 4 8 30.3 155 17599 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.011157.0111 2 3.971 0.3241 1900.43 1898.2 1 63.333332 1 R.IYHTIAYLTPLPQPNR.A 115 2 *
1835 ENSG00000163867:ENSMUSG00000042408:ENSRNOG00000013865 LOC100130633 gi|169161547|ref|XP_001725221.1| gi|169161547|ref|XP_001725221.1| PREDICTED: similar to ZMYM6 protein [Homo sapiens] 1 8 9.1 154 16885 9.2 HsNaOH-NE_NT_lymphocytes_Ti_113.014933.01493 2 4.1469 0.4127 1407.07 1405.8 1 88.46153 4 R.VLLGGFFALVGLAK.L 10 2 *
1835 ENSG00000163867:ENSMUSG00000042408:ENSRNOG00000013865 LOC100130633 gi|169161547|ref|XP_001725221.1| gi|169161547|ref|XP_001725221.1| PREDICTED: similar to ZMYM6 protein [Homo sapiens] 1 8 9.1 154 16885 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.020547.0205 2 3.5454 0.3446 1407.69 1405.8 1 76.92308 4 R.VLLGGFFALVGLAK.L 10 2 *
1836 ENSG00000181594:NA:NA LOC645870 gi|169164514|ref|XP_001719897.1| gi|169164514|ref|XP_001719897.1|;gi|4502389|ref|NP_00385 PREDICTED: similar to barrier-to-autointegration factor [Homo sap 4 6 44.2 86 9740 6.1 HsSD-NE_PHA_lymphocytes_Ti_104.015527.015527 2 2.7472 0.1791 1350.57 1350.7 1 77.27273 1 K.AYVVLGQFLVLK.K 42 2
1836 ENSG00000181594:NA:NA LOC645870 gi|169164514|ref|XP_001719897.1| gi|169164514|ref|XP_001719897.1|;gi|4502389|ref|NP_00385 PREDICTED: similar to barrier-to-autointegration factor [Homo sap 4 6 44.2 86 9740 6.1 HsSD-NE_PHA_lymphocytes_Ti_108.011182.011182 2 4.9143 0.4042 2695.25 2695.1 1 50 3 K.HRDFVAEPMGEKPVGSLAGIGEVLGK.K 7 2
1836 ENSG00000181594:NA:NA LOC645870 gi|169164514|ref|XP_001719897.1| gi|169164514|ref|XP_001719897.1|;gi|4502389|ref|NP_00385 PREDICTED: similar to barrier-to-autointegration factor [Homo sap 4 6 44.2 86 9740 6.1 HsSD-NE_NT_lymphocytes_Ti_104.013420.013420.2 2 4.1826 0.3639 2400.95 2401.8 1 54.347824 1 R.DFVAEPMGEKPVGSLAGIGEVLGK.K 9 2
1836 ENSG00000181594:NA:NA LOC645870 gi|169164514|ref|XP_001719897.1| gi|169164514|ref|XP_001719897.1|;gi|4502389|ref|NP_00385 PREDICTED: similar to barrier-to-autointegration factor [Homo sap 4 6 44.2 86 9740 6.1 HsSD-NE_NT_lymphocytes_Ti_104.013408.013408.3 3 4.2125 0.3275 2401.76 2401.8 1 36.95652 1 R.DFVAEPMGEKPVGSLAGIGEVLGK.K 9 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_PHA_lymphocytes_Ti_104.012657.012657 2 4.0041 0.4127 1805.21 1806 1 58.823532 5 R.AAVPSGASTGIYEALELR.D 33 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_PHA_lymphocytes_Ti_103.021036.021036 2 3.8857 0.337 1523.69 1520.8 1 75 82 K.FGANAILGVSLAVCK.A 106 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_PHA_lymphocytes_Ti_112.017571.017571 2 5.026 0.3799 2356.35 2354.6 1 54.761906 239 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_PHA_lymphocytes_Ti_107.019627.019627 3 4.2326 0.284 2356.25 2354.6 3 32.142857 6 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsNaOH-NE_PHA_lymphocytes_Ti_105.010964.0109 2 3.6226 0.4232 1804.87 1806 1 58.823532 1 R.AAVPSGASTGIYEALELR.D 33 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.016688.0166 2 2.7851 0.2658 1523.69 1520.8 1 53.571426 4 K.FGANAILGVSLAVCK.A 106 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2775.27 2 2.0744 0.1118 1807.04 1806 1 47.058823 1 R.AAVPSGASTGIYEALELR.D 33 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsNaOH-NE_PHA_lymphocytes_Ti_112.021659.0216 2 3.3169 0.319 2357.43 2354.6 3 35.714287 9 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_NT_lymphocytes_Ti_102.017735.017735.2 2 3.9878 0.3455 2487.43 2484.6 5 40 1 R.DYPVVSIEDPFDQDDWAAWSK.F 286 2 *
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_NT_lymphocytes_Ti_111.004180.004180.2 2 3.781 0.2465 1520.49 1520.8 1 71.42857 16 K.FGANAILGVSLAVCK.A 106 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_NT_lymphocytes_Ti_104.012267.012267.2 2 4.9451 0.4523 1805.79 1806 1 64.70589 7 R.AAVPSGASTGIYEALELR.D 33 2
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_001966.1| gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 5 446 17.5 434 47269 5 HsSD-NE_NT_lymphocytes_Ti_108.001628.001628.2 2 4.7243 0.2724 2357.31 2354.6 1 54.761906 75 R.SGETEDTFIADLVVGLCTGQIK.T 373 2
1838 ENSG00000156482:ENSMUSG00000071671:ENSRNOG00000032809 RPL30 gi|4506631|ref|NP_000980.1| gi|4506631|ref|NP_000980.1| ribosomal protein L30 [Homo sapiens] 3 8 40.9 115 12784 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.006846.006846 2 5.555 0.4239 2016.19 2016.1 1 63.88889 4 K.TGVHHYSGNNIELGTACGK.Y 69 2 *
1838 ENSG00000156482:ENSMUSG00000071671:ENSRNOG00000032809 RPL30 gi|4506631|ref|NP_000980.1| gi|4506631|ref|NP_000980.1| ribosomal protein L30 [Homo sapiens] 3 8 40.9 115 12784 9.6 HsSD-NE_PHA_lymphocytes_Ti_102.008876.008876 2 4.4487 0.18 1447.43 1446.7 1 90.909096 2 R.KSEIEYYAMLAK.T 57 2 *
1838 ENSG00000156482:ENSMUSG00000071671:ENSRNOG00000032809 RPL30 gi|4506631|ref|NP_000980.1| gi|4506631|ref|NP_000980.1| ribosomal protein L30 [Homo sapiens] 3 8 40.9 115 12784 9.6 HsSD-NE_NT_lymphocytes_Ti_102.012572.012572.2 2 4.8854 0.3418 1758.73 1759 1 76.666664 2 R.VCTLAIIDPGDSDIIR.S 91 2 *
1839 ENSG00000166920:ENSMUSG00000033213:ENSRNOG00000029643 C15orf48 gi|37694067|ref|NP_922946.1| gi|37694067|ref|NP_922946.1| hypothetical protein LOC84419 [Homo sapiens] 2 4 22.9 83 9617 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011782.0117 3 3.7663 0.3155 2351.36 2351.7 1 36.11111 1 K.LITINQQWKPIEELQNVQR.V 62 2 *
1839 ENSG00000166920:ENSMUSG00000033213:ENSRNOG00000029643 C15orf48 gi|37694067|ref|NP_922946.1| gi|37694067|ref|NP_922946.1| hypothetical protein LOC84419 [Homo sapiens] 2 4 22.9 83 9617 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011735.01173 2 4.4104 0.2422 2353.77 2351.7 1 58.333332 1 K.LITINQQWKPIEELQNVQR.V 62 2 *
1839 ENSG00000166920:ENSMUSG00000033213:ENSRNOG00000029643 C15orf48 gi|37694067|ref|NP_922946.1| gi|37694067|ref|NP_922946.1| hypothetical protein LOC84419 [Homo sapiens] 2 4 22.9 83 9617 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011709.01170 3 5.4806 0.4124 2353.43 2351.7 1 48.61111 2 K.LITINQQWKPIEELQNVQR.V 62 2 *
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.014818.0148 3 3.261 0.0974 2957.84 2957.4 7 27.000002 1 R.NLSSDDANVLVWHALLLPDQPPYHLK.A 24 2 *
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsSD-NE_NT_lymphocytes_Ti_112.014284.014284.2 2 3.0857 0.1285 2958.27 2957.4 4 36 1 R.NLSSDDANVLVWHALLLPDQPPYHLK.A 24 2 *
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsSD-NE_NT_lymphocytes_Ti_111.014406.014406.3 3 3.774 0.1921 2111.24 2110.4 1 38.235294 1 K.TCQVLEALNVLVNRPNIR.E 101 2
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsSD-NE_NT_lymphocytes_Ti_112.014260.014260.3 3 4.178 0.1516 2957.36 2957.4 2 28 1 R.NLSSDDANVLVWHALLLPDQPPYHLK.A 24 2 *
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.013283.0132 2 2.8657 0.1094 2958.89 2957.4 1 34 1 R.NLSSDDANVLVWHALLLPDQPPYHLK.A 24 2 *
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_004214.1| gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 6 isoform 1 [Homo sapiens] 4 9 46.4 153 17769 7.9 HsSD-NE_NT_lymphocytes_Ti_109.012940.012940.3 3 6.1602 0.4433 3212.03 3214.5 1 32.692307 4 K.IYHPNVDENGQICLPIISSENWKPCTK.T 74 2
1841 ENSG00000154148:NA:NA LOC283412 gi|169167803|ref|XP_001721065.1| gi|169167803|ref|XP_001721065.1|;gi|169208888|ref|XP_0017PREDICTED: similar to ribosomal protein L29 [Homo sapiens] 1 3 9.7 155 17138 10.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1782.178 2 3.5619 0.2782 1378.46 1378.6 1 75 2 K.AQAAAPASVPAQAPK.G 131 2
1841 ENSG00000154148:NA:NA LOC283412 gi|169167803|ref|XP_001721065.1| gi|169167803|ref|XP_001721065.1|;gi|169208888|ref|XP_0017PREDICTED: similar to ribosomal protein L29 [Homo sapiens] 1 3 9.7 155 17138 10.8 HsSD-NE_NT_lymphocytes_Ti_102.007215.007215.2 2 3.716 0.2914 1380.55 1378.6 2 67.85714 1 K.AQAAAPASVPAQAPK.G 131 2
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_003920.1| gi|4506375|ref|NP_003920.1| "RAB7, member RAS oncogene family-like 1 [Homo sapiens] " 4 10 26.6 203 23155 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010972.01097 2 5.1855 0.4281 2360.43 2359.6 1 65 3 R.NSTEDIMSLSTQGDYINLQTK.S 176 2 *
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_003920.1| gi|4506375|ref|NP_003920.1| "RAB7, member RAS oncogene family-like 1 [Homo sapiens] " 4 10 26.6 203 23155 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.010472.0104 1 2.2918 0.1787 1409.53 1408.6 5 55 1 K.VLQWSDYEIVR.L 48 2 *
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_003920.1| gi|4506375|ref|NP_003920.1| "RAB7, member RAS oncogene family-like 1 [Homo sapiens] " 4 10 26.6 203 23155 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.011223.0112 2 4.3389 0.3971 2358.45 2359.6 1 57.5 3 R.NSTEDIMSLSTQGDYINLQTK.S 176 2 *
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_003920.1| gi|4506375|ref|NP_003920.1| "RAB7, member RAS oncogene family-like 1 [Homo sapiens] " 4 10 26.6 203 23155 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009989.00998 1 2.6781 0.2322 1329.6 1329.5 2 60.000004 1 R.LQLWDIAGQER.F 59 2
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_003920.1| gi|4506375|ref|NP_003920.1| "RAB7, member RAS oncogene family-like 1 [Homo sapiens] " 4 10 26.6 203 23155 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.007571.0075 1 2.5003 0.2621 1028.61 1028.2 1 65 2 K.VLVVGDAAVGK.T 10 2 *
1843 ENSG00000186501:ENSMUSG00000028857:ENSRNOG00000008564 TMEM222 gi|14149779|ref|NP_115501.1| gi|14149779|ref|NP_115501.1|;gi|148277052|ref|NP_115501.2transmembrane protein 222 [Homo sapiens] 2 6 23.9 188 21179 6.8 HsSD-NE_PHA_lymphocytes_PK_113.020269.020269 2 3.0741 0.3297 2122.05 2122.5 1 43.75 4 R.SRFPYCVVWTPIPVLTW.F 30 1
1843 ENSG00000186501:ENSMUSG00000028857:ENSRNOG00000008564 TMEM222 gi|14149779|ref|NP_115501.1| gi|14149779|ref|NP_115501.1|;gi|148277052|ref|NP_115501.2transmembrane protein 222 [Homo sapiens] 2 6 23.9 188 21179 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011168.01116 3 4.0651 0.3522 3129.65 3129.3 1 30.555555 2 K.LDPAQVYASGPNAWDTAVHDASEEYKHR.M 88 2
1844 ENSG00000093167:ENSMUSG00000032497:ENSRNOG00000021047 LRRFIP2 gi|8923224|ref|NP_060194.1| gi|8923224|ref|NP_060194.1| leucine rich repeat (in FLII) interacting protein 2 isoform 2 [Homo sa 2 2 13 400 45414 5.5 HsSD-NE_PHA_lymphocytes_PK_106.017716.017716 2 3.9278 0.3283 2259.43 2259.5 1 55.88235 1 D.TLKDVIEEQEEQMAEFYR.E 146 1
1844 ENSG00000093167:ENSMUSG00000032497:ENSRNOG00000021047 LRRFIP2 gi|8923224|ref|NP_060194.1| gi|8923224|ref|NP_060194.1| leucine rich repeat (in FLII) interacting protein 2 isoform 2 [Homo sa 2 2 13 400 45414 5.5 HsSD-NE_NT_lymphocytes_PK_111.002384.002384. 3 3.5094 0.1866 3580.85 3582.8 4 20.454546 1 P.LSGNSSRRGSGDTSSLIDPDTSLSELRESLSEVE.E 87 0 *
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NP_001008389.1| gi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Homo sapiens] 5 13 38.5 135 15278 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009596.00959 2 3.1477 0.1243 1287.43 1287.5 1 90.909096 3 R.LPVPESITGFAR.L 21 2 *
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NP_001008389.1| gi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Homo sapiens] 5 13 38.5 135 15278 9.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010514.01051 2 5.0701 0.3106 1659.81 1660.9 1 84.61539 4 K.VVNEINIEDLCLTK.A 82 2 *
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NP_001008389.1| gi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Homo sapiens] 5 13 38.5 135 15278 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008876.00887 2 5.4377 0.4058 1622.69 1620.8 1 85.71429 2 K.HNELTGDNVGPLILK.K 117 2 *
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NP_001008389.1| gi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Homo sapiens] 5 13 38.5 135 15278 9.6 HsSD-NE_NT_lymphocytes_Ti_110.010890.010890.2 2 3.9296 0.4816 2835.17 2836.1 1 52 2 K.TFPACDGSHNKHNELTGDNVGPLILK.K 106 2 *
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NP_001008389.1| gi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Homo sapiens] 5 13 38.5 135 15278 9.6 HsSD-NE_NT_lymphocytes_Ti_110.010960.010960.3 3 4.0328 0.3673 2835.62 2836.1 1 34 2 K.TFPACDGSHNKHNELTGDNVGPLILK.K 106 2 *
1846 ENSG00000197956:ENSMUSG00000001025:ENSRNOG00000011647 S100A6 gi|7657532|ref|NP_055439.1| gi|7657532|ref|NP_055439.1| S100 calcium-binding protein A6 [Homo sapiens] 2 6 40 90 10180 5.5 HsSD-NE_PHA_lymphocytes_Ti_115.016053.016053 2 3.0346 0.1869 3189.67 3189.6 1 33.333336 2 R.NKDQEVNFQEYVTFLGALALIYNEALKG.- 63 2 *
1846 ENSG00000197956:ENSMUSG00000001025:ENSRNOG00000011647 S100A6 gi|7657532|ref|NP_055439.1| gi|7657532|ref|NP_055439.1| S100 calcium-binding protein A6 [Homo sapiens] 2 6 40 90 10180 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009994.009994 2 3.8122 0.2163 2151.77 2151.4 1 56.25 4 A.RLMEDLDRNKDQEVNFQ.E 55 0 *
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NP_078937.3| gi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [Homo sapiens] 3 18 8.3 411 45811 8.2 HsNaOH-NE_NT_lymphocytes_Ti_115.009419.00941 2 3.3744 0.2662 1415.75 1414.6 2 68.181816 1 K.RPEEVALGLHHR.L 48 2 *
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NP_078937.3| gi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [Homo sapiens] 3 18 8.3 411 45811 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.006569.00656 2 5.8588 0.5523 2048.55 2048.2 1 69.047615 9 R.GLVHAAGPGQDSGSQAGSPPTR.D 271 2 *
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NP_078937.3| gi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [Homo sapiens] 3 18 8.3 411 45811 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.009750.0097 3 3.7281 0.1811 1414.76 1414.6 1 61.363636 2 K.RPEEVALGLHHR.L 48 2 *
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NP_078937.3| gi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [Homo sapiens] 3 18 8.3 411 45811 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.009675.0096 2 4.0506 0.4265 1414.05 1414.6 2 68.181816 2 K.RPEEVALGLHHR.L 48 2 *
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NP_078937.3| gi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [Homo sapiens] 3 18 8.3 411 45811 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.006906.0069 2 5.1118 0.492 2048.31 2048.2 1 64.28571 4 R.GLVHAAGPGQDSGSQAGSPPTR.D 271 2 *
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NP_116558.1| gi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II polypeptide C [Homo sapiens] 5 11 21.1 275 31441 4.9 HsSD-NE_NT_lymphocytes_Ti_108.017600.017600.2 2 2.7355 0.1383 2806.29 2805.2 2 33.333336 1 R.FYYNVESCGSLRPETIVLSALSGLK.K 229 2 *
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NP_116558.1| gi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II polypeptide C [Homo sapiens] 5 11 21.1 275 31441 4.9 HsSD-NE_NT_lymphocytes_Ti_103.012827.012827.2 2 4.6031 0.4184 2037.55 2037.2 1 58.823532 4 K.WNPTAGVAFEYDPDNALR.H 176 2 *
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NP_116558.1| gi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II polypeptide C [Homo sapiens] 5 11 21.1 275 31441 4.9 HsSD-NE_PHA_lymphocytes_PK_106.000662.000662 2 3.3483 0.2937 1624.07 1625 2 60.714287 4 R.LGLIPLISDDIVDKL.Q 68 1 *
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NP_116558.1| gi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II polypeptide C [Homo sapiens] 5 11 21.1 275 31441 4.9 HsSD-NE_NT_lymphocytes_Ti_109.018121.018121.3 3 3.3906 0.1467 2806.22 2805.2 8 23.958332 1 R.FYYNVESCGSLRPETIVLSALSGLK.K 229 2 *
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NP_116558.1| gi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II polypeptide C [Homo sapiens] 5 11 21.1 275 31441 4.9 HsSD-NE_NT_lymphocytes_Ti_102.015807.015807.2 2 3.6878 0.3623 1512.53 1511.8 1 76.92308 1 R.LGLIPLISDDIVDK.L 68 2 *
1849 ENSG00000152767:ENSMUSG00000025555:ENSRNOG00000011203 FARP1 gi|5031633|ref|NP_005757.1| gi|5031633|ref|NP_005757.1| "FERM, RhoGEF, and pleckstrin domain protein 1 isoform 1 [Homo 1 2 1 1045 118633 8.2 HsNaOH-NE_PHA_lymphocytes_PK_111.012789.012 2 2.6762 0.1525 1065.67 1065.3 7 77.77778 1 S.AALLISHIVQ.S 156 0 *
1849 ENSG00000152767:ENSMUSG00000025555:ENSRNOG00000011203 FARP1 gi|5031633|ref|NP_005757.1| gi|5031633|ref|NP_005757.1| "FERM, RhoGEF, and pleckstrin domain protein 1 isoform 1 [Homo 1 2 1 1045 118633 8.2 HsSD-NE_NT_lymphocytes_PK_110.012972.012972. 2 2.5388 0.173 1066.77 1065.3 9 72.22222 1 S.AALLISHIVQ.S 156 0 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_NT_lymphocytes_Ti_111.012078.01207 2 2.759 0.209 1823.71 1823.1 5 46.875 1 R.SNILIYMTGHGGNGFLK.F 155 2 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.013623.0136 2 4.037 0.3494 1369.15 1368.6 1 86.36364 7 K.NVLITDFFGSVR.K 297 2 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.017543.01754 2 3.8811 0.2731 2676.83 2673.9 1 47.61905 1 K.FQDSEEITNIELADAFEQMWQK.R 172 2 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013628.01362 2 4.1936 0.293 1369.57 1368.6 1 86.36364 6 K.NVLITDFFGSVR.K 297 2 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.009251.00925 1 2.5773 0.2306 1226.62 1226.4 1 65 1 R.NPKPATVFSHK.N 96 2 *
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NP_005473.1| gi|23199983|ref|NP_005473.1| "phosphatidylinositol glycan anchor biosynthesis, class K precursor 4 17 15.7 395 45252 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009560.0095 1 1.9658 0.163 1225.74 1226.4 1 65 1 R.NPKPATVFSHK.N 96 2 *
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NP_060945.2| gi|32189371|ref|NP_060945.2| transmembrane protein 165 [Homo sapiens] 3 14 8.6 324 34906 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.007737.0077 3 4.6449 0.3315 2648.66 2649 1 32.291664 1 R.NKEPPAPAQQLQPQPVAVQGPEPAR.V 43 2 *
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NP_060945.2| gi|32189371|ref|NP_060945.2| transmembrane protein 165 [Homo sapiens] 3 14 8.6 324 34906 7 HsNaOH-NE_NT_lymphocytes_Ti_111.009924.00992 2 4.3574 0.3963 2648.93 2649 1 43.75 2 R.NKEPPAPAQQLQPQPVAVQGPEPAR.V 43 2 *
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NP_060945.2| gi|32189371|ref|NP_060945.2| transmembrane protein 165 [Homo sapiens] 3 14 8.6 324 34906 7 HsNaOH-NE_NT_lymphocytes_Ti_110.007790.00779 3 4.9129 0.263 2649.29 2649 1 35.416664 2 R.NKEPPAPAQQLQPQPVAVQGPEPAR.V 43 2 *
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NP_060945.2| gi|32189371|ref|NP_060945.2| transmembrane protein 165 [Homo sapiens] 3 14 8.6 324 34906 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.007935.0079 2 4.8538 0.4826 2648.69 2649 1 45.833336 6 R.NKEPPAPAQQLQPQPVAVQGPEPAR.V 43 2 *
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NP_060945.2| gi|32189371|ref|NP_060945.2| transmembrane protein 165 [Homo sapiens] 3 14 8.6 324 34906 7 HsNaOH-NE_PHA_lymphocytes_Ti_112.010012.0100 3 4.4449 0.4432 3005.87 3005.4 1 30.555555 3 R.NKEPPAPAQQLQPQPVAVQGPEPARVEK.I 43 2 *
1852 ENSG00000130770:ENSMUSG00000054428:ENSRNOG00000032924 ATPIF1 gi|7705927|ref|NP_057395.1| gi|7705927|ref|NP_057395.1| ATPase inhibitory factor 1 isoform 1 precursor [Homo sapiens] 3 6 10.4 106 12249 9.4 HsSD-NE_PHA_lymphocytes_Ti_108.007394.007394 2 3.0232 0.2329 1295.63 1295.4 5 72.22222 2 K.HHEEEIVHHK.K 73 2 *
1852 ENSG00000130770:ENSMUSG00000054428:ENSRNOG00000032924 ATPIF1 gi|7705927|ref|NP_057395.1| gi|7705927|ref|NP_057395.1| ATPase inhibitory factor 1 isoform 1 precursor [Homo sapiens] 3 6 10.4 106 12249 9.4 HsSD-NE_NT_lymphocytes_Ti_111.010068.010068.1 1 2.6908 0.1998 1294.64 1295.4 1 77.77778 2 K.HHEEEIVHHK.K 73 2 *
1852 ENSG00000130770:ENSMUSG00000054428:ENSRNOG00000032924 ATPIF1 gi|7705927|ref|NP_057395.1| gi|7705927|ref|NP_057395.1| ATPase inhibitory factor 1 isoform 1 precursor [Homo sapiens] 3 6 10.4 106 12249 9.4 HsSD-NE_NT_lymphocytes_Ti_112.009809.009809.1 1 2.5752 0.2334 1422.74 1423.6 1 70 2 K.HHEEEIVHHKK.E 73 2 *
1853 ENSG00000041357:ENSMUSG00000032301:ENSRNOG00000013493 PSMA4 gi|156713442|ref|NP_001096137.1| gi|156713442|ref|NP_001096137.1| proteasome alpha 4 subunit isoform 1 [Homo sapiens] 3 8 22.2 261 29484 7.7 HsSD-NE_NT_lymphocytes_PK_104.013329.013329. 2 2.6249 0.1665 1917.37 1917.1 4 43.333332 1 L.CDIKQAYTQFGGKRPF.G 115 0
1853 ENSG00000041357:ENSMUSG00000032301:ENSRNOG00000013493 PSMA4 gi|156713442|ref|NP_001096137.1| gi|156713442|ref|NP_001096137.1| proteasome alpha 4 subunit isoform 1 [Homo sapiens] 3 8 22.2 261 29484 7.7 HsSD-NE_NT_lymphocytes_Ti_104.016455.016455.2 2 4.4446 0.2688 2696.45 2696 1 50 6 R.YLLQYQEPIPCEQLVTALCDIK.Q 97 2
1853 ENSG00000041357:ENSMUSG00000032301:ENSRNOG00000013493 PSMA4 gi|156713442|ref|NP_001096137.1| gi|156713442|ref|NP_001096137.1| proteasome alpha 4 subunit isoform 1 [Homo sapiens] 3 8 22.2 261 29484 7.7 HsSD-NE_NT_lymphocytes_Ti_102.015849.015849.2 2 2.7661 0.2229 2593.65 2594.8 1 34.782608 1 K.LNEDMACSVAGITSDANVLTNELR.L 68 2 *
1854 ENSG00000072849:ENSMUSG00000018442:ENSRNOG00000007244 DERL2 gi|31455614|ref|NP_057125.2| gi|31455614|ref|NP_057125.2| "Der1-like domain family, member 2 [Homo sapiens] " 2 3 12.6 239 27567 7.3 HsNaOH-NE_NT_lymphocytes_PK_112.013533.0135 2 3.073 0.2371 2590.83 2591.7 1 40.909092 1 K.AIFDTPDEDPNYNPLPEERPGGF.A 207 1 *
1854 ENSG00000072849:ENSMUSG00000018442:ENSRNOG00000007244 DERL2 gi|31455614|ref|NP_057125.2| gi|31455614|ref|NP_057125.2| "Der1-like domain family, member 2 [Homo sapiens] " 2 3 12.6 239 27567 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.011914.0119 3 3.6889 0.239 3377.15 3376.6 1 25 2 K.AIFDTPDEDPNYNPLPEERPGGFAWGEGQR.L 207 2 *
1855 ENSG00000149564:ENSMUSG00000001946:ENSRNOG00000033217 ESAM gi|148664205|ref|NP_620411.2| gi|148664205|ref|NP_620411.2| endothelial cell adhesion molecule [Homo sapiens] 1 4 4.4 390 41176 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.018220.0182 2 3.8289 0.4302 1951.89 1951.3 1 59.375 2 R.QLPSFQTFFAPALDVIR.G 190 2 *
1855 ENSG00000149564:ENSMUSG00000001946:ENSRNOG00000033217 ESAM gi|148664205|ref|NP_620411.2| gi|148664205|ref|NP_620411.2| endothelial cell adhesion molecule [Homo sapiens] 1 4 4.4 390 41176 9.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.4966.496 2 3.9132 0.3502 1950.91 1951.3 1 56.25 2 R.QLPSFQTFFAPALDVIR.G 190 2 *
1856 ENSG00000156738:ENSMUSG00000024673:ENSRNOG00000020945 MS4A1 gi|23110989|ref|NP_690605.1| gi|23110989|ref|NP_690605.1| "membrane-spanning 4-domains, subfamily A, member 1 [Homo sa 3 12 20.2 297 33077 5 HsNaOH-NE_NT_lymphocytes_Ti_108.011524.01152 2 2.8842 0.1403 1590.11 1588.9 1 69.230774 1 R.MSSLVGPTQSFFMR.E 34 2 *
1856 ENSG00000156738:ENSMUSG00000024673:ENSRNOG00000020945 MS4A1 gi|23110989|ref|NP_690605.1| gi|23110989|ref|NP_690605.1| "membrane-spanning 4-domains, subfamily A, member 1 [Homo sa 3 12 20.2 297 33077 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.008536.0085 2 3.1862 0.2871 2220.57 2219.4 1 50 1 R.AHTPYINIYNCEPANPSEK.N 157 2 *
1856 ENSG00000156738:ENSMUSG00000024673:ENSRNOG00000020945 MS4A1 gi|23110989|ref|NP_690605.1| gi|23110989|ref|NP_690605.1| "membrane-spanning 4-domains, subfamily A, member 1 [Homo sa 3 12 20.2 297 33077 5 HsNaOH-NE_NT_lymphocytes_Ti_108.008342.00834 2 4.6419 0.3361 2218.57 2219.4 1 52.77778 8 R.AHTPYINIYNCEPANPSEK.N 157 2 *
1856 ENSG00000156738:ENSMUSG00000024673:ENSRNOG00000020945 MS4A1 gi|23110989|ref|NP_690605.1| gi|23110989|ref|NP_690605.1| "membrane-spanning 4-domains, subfamily A, member 1 [Homo sa 3 12 20.2 297 33077 5 HsNaOH-NE_PHA_lymphocytes_Ti_115.011194.0111 3 4.0949 0.2083 2874.56 2873.4 1 25.961538 2 R.NSVNGTFPAEPMKGPIAMQSGPKPLFR.R 6 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.015176.01517 2 4.8373 0.4314 2188.57 2189.6 1 66.66667 2 R.WFGMFANLPIGIPYSISFK.R 107 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008784.00878 2 3.6877 0.3102 2251.77 2251.4 1 55.88235 2 R.VSREDFEWVYTDQPHADR.R 5 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011216.01121 2 3.4967 0.2456 2225.89 2226.5 1 50 1 R.KIAAEYYDNLPHYNSWIK.V 278 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012644.0126 2 3.8089 0.1787 1922.37 1922.2 1 66.66667 2 K.VLYDFVMDDTISPYSR.M 296 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008944.00894 2 2.6853 0.1776 1909.63 1909 2 46.42857 1 R.EDFEWVYTDQPHADR.R 8 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.008967.0089 3 3.3979 0.1712 2252.09 2251.4 7 35.294117 1 R.VSREDFEWVYTDQPHADR.R 5 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_NT_lymphocytes_Ti_107.010451.01045 2 4.1393 0.4105 2096.49 2098.3 1 53.125 2 K.IAAEYYDNLPHYNSWIK.V 279 2 *
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NP_659004.1| gi|21614501|ref|NP_659004.1| "degenerative spermatocyte homolog 1, lipid desaturase [Homo sa 7 13 22 323 37866 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.015051.0150 2 5.4196 0.4844 2189.17 2189.6 1 75 2 R.WFGMFANLPIGIPYSISFK.R 107 2 *
1858 ENSG00000197471:ENSMUSG00000051457:ENSRNOG00000039282 SPN gi|71979937|ref|NP_001025459.1| gi|71979937|ref|NP_001025459.1| sialophorin [Homo sapiens] 1 16 2.5 400 40322 5.1 HsNaOH-NE_NT_lymphocytes_Ti_112.010934.01093 2 3.9697 0.4186 1196.53 1196.4 1 83.33333 10 R.RPTLTTFFGR.R 339 2 *
1858 ENSG00000197471:ENSMUSG00000051457:ENSRNOG00000039282 SPN gi|71979937|ref|NP_001025459.1| gi|71979937|ref|NP_001025459.1| sialophorin [Homo sapiens] 1 16 2.5 400 40322 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011062.0110 2 4.2106 0.4352 1195.97 1196.4 1 88.88889 6 R.RPTLTTFFGR.R 339 2 *
1859 ENSG00000007312:ENSMUSG00000040592:ENSRNOG00000011917 CD79B gi|11038674|ref|NP_000617.1| gi|11038674|ref|NP_000617.1|;gi|90193592|ref|NP_00103502 CD79B antigen isoform 1 precursor [Homo sapiens] 2 2 9.2 229 26048 5.9 HsNaOH-NE_NT_lymphocytes_PK_115.012424.0124 2 3.0841 0.2016 1184.11 1181.3 1 77.77778 1 T.ATYEDIVTLR.T 205 1
1859 ENSG00000007312:ENSMUSG00000040592:ENSRNOG00000011917 CD79B gi|11038674|ref|NP_000617.1| gi|11038674|ref|NP_000617.1|;gi|90193592|ref|NP_00103502 CD79B antigen isoform 1 precursor [Homo sapiens] 2 2 9.2 229 26048 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010378.0103 2 3.2536 0.2733 1195.39 1195.5 1 80 1 R.VMGFSTLAQLK.Q 142 2
1860 NA:ENSMUSG00000062678:NA SNRPD2 gi|29294624|ref|NP_808210.1| gi|29294624|ref|NP_808210.1| small nuclear ribonucleoprotein polypeptide D2 [Homo sapiens] 2 3 22 118 13527 9.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010824.01082 2 4.2912 0.2938 2165.95 2164.4 1 55.555557 2 K.REEEEFNTGPLSVLTQSVK.N 19 2
1860 NA:ENSMUSG00000062678:NA SNRPD2 gi|29294624|ref|NP_808210.1| gi|29294624|ref|NP_808210.1| small nuclear ribonucleoprotein polypeptide D2 [Homo sapiens] 2 3 22 118 13527 9.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1798.179 1 1.9799 0.0933 712.39 712.87 4 66.66667 1 R.NPLIAGK.- 112 2 *
1861 ENSG00000169446:ENSMUSG00000061273:ENSRNOG00000000881 TMEM32 gi|27735037|ref|NP_775741.1| gi|27735037|ref|NP_775741.1| transmembrane protein 32 [Homo sapiens] 2 5 26.7 131 14686 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007970.00797 2 4.3867 0.4502 2553.47 2553.7 1 41.304348 3 R.VLFRPSDTANSSNQDALSSNTSLK.L 99 2 *
1861 ENSG00000169446:ENSMUSG00000061273:ENSRNOG00000000881 TMEM32 gi|27735037|ref|NP_775741.1| gi|27735037|ref|NP_775741.1| transmembrane protein 32 [Homo sapiens] 2 5 26.7 131 14686 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010334.0103 2 3.6604 0.3971 1417.89 1418.6 1 85 2 R.NHPSFYVFNHR.G 86 2 *
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_002487.1| gi|4505371|ref|NP_002487.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH 5 8 23.3 210 23705 6.3 HsSD-NE_PHA_lymphocytes_PK_111.012528.012528 2 3.4456 0.2399 1727.35 1726 1 65.38461 2 Y.LFREPATINYPFEK.G 75 1 *
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_002487.1| gi|4505371|ref|NP_002487.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH 5 8 23.3 210 23705 6.3 HsSD-NE_NT_lymphocytes_Ti_103.010931.010931.3 3 4.0661 0.1918 2045.63 2043.3 1 50 1 K.LCEAICPAQAITIEAEPR.A 116 2 *
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_002487.1| gi|4505371|ref|NP_002487.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH 5 8 23.3 210 23705 6.3 HsSD-NE_NT_lymphocytes_Ti_103.010951.010951.2 2 5.3965 0.3902 2043.77 2043.3 1 79.411766 2 K.LCEAICPAQAITIEAEPR.A 116 2 *
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_002487.1| gi|4505371|ref|NP_002487.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH 5 8 23.3 210 23705 6.3 HsSD-NE_NT_lymphocytes_Ti_107.015092.015092.2 2 3.1546 0.2317 1179.35 1179.4 1 87.5 2 R.TLLWTELFR.G 58 2 *
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_002487.1| gi|4505371|ref|NP_002487.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 8, 23kDa (NADH 5 8 23.3 210 23705 6.3 HsSD-NE_NT_lymphocytes_Ti_110.015548.015548.2 2 3.1793 0.3399 1256.87 1258.5 2 75 1 R.GLGMTLSYLFR.E 67 2 *
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|NP_060276.2| gi|157388906|ref|NP_060276.2| Lck interacting transmembrane adaptor 1 [Homo sapiens] 4 11 19 295 31288 9.6 HsNaOH-NE_NT_lymphocytes_Ti_104.012342.01234 2 4.9725 0.5323 1879.61 1878 1 68.75 3 R.ALDVDSGPLENVYESIR.E 242 2 *
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|NP_060276.2| gi|157388906|ref|NP_060276.2| Lck interacting transmembrane adaptor 1 [Homo sapiens] 4 11 19 295 31288 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.008351.0083 2 2.4673 0.204 2035.13 2033.3 3 38.88889 1 R.DITGPQAAPSAFPHQELPR.A 109 2 *
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|NP_060276.2| gi|157388906|ref|NP_060276.2| Lck interacting transmembrane adaptor 1 [Homo sapiens] 4 11 19 295 31288 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017067.0170 2 3.7422 0.2765 2044.13 2042.4 1 47.368423 2 K.GQGAILALAGDLAYQTLPLR.A 222 2 *
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|NP_060276.2| gi|157388906|ref|NP_060276.2| Lck interacting transmembrane adaptor 1 [Homo sapiens] 4 11 19 295 31288 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008206.00820 2 4.6469 0.3559 2033.65 2033.3 1 61.11111 3 R.DITGPQAAPSAFPHQELPR.A 109 2 *
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|NP_060276.2| gi|157388906|ref|NP_060276.2| Lck interacting transmembrane adaptor 1 [Homo sapiens] 4 11 19 295 31288 9.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008188.00818 3 4.3592 0.3603 2034.02 2033.3 7 33.333336 2 R.DITGPQAAPSAFPHQELPR.A 109 2 *
1864 ENSG00000106268:ENSMUSG00000036639:ENSRNOG00000001260 NUDT1 gi|40288284|ref|NP_945191.1| gi|40288284|ref|NP_945191.1|;gi|40288286|ref|NP_945192.1| nudix-type motif 1 isoform p18 [Homo sapiens] 3 4 32.1 156 17951 5.1 HsSD-NE_PHA_lymphocytes_PK_107.002666.002666 2 3.118 0.1787 2188.51 2186.5 1 46.875 1 D.QIPFKDMWPDDSYWFPL.L 110 0
1864 ENSG00000106268:ENSMUSG00000036639:ENSRNOG00000001260 NUDT1 gi|40288284|ref|NP_945191.1| gi|40288284|ref|NP_945191.1|;gi|40288286|ref|NP_945192.1| nudix-type motif 1 isoform p18 [Homo sapiens] 3 4 32.1 156 17951 5.1 HsSD-NE_PHA_lymphocytes_PK_106.019548.019548 2 3.6926 0.2872 2048.65 2046.3 1 47.058823 2 K.VGQIVFEFVGEPELMDVH.V 67 1
1864 ENSG00000106268:ENSMUSG00000036639:ENSRNOG00000001260 NUDT1 gi|40288284|ref|NP_945191.1| gi|40288284|ref|NP_945191.1|;gi|40288286|ref|NP_945192.1| nudix-type motif 1 isoform p18 [Homo sapiens] 3 4 32.1 156 17951 5.1 HsSD-NE_NT_lymphocytes_Ti_104.009068.009068.2 2 3.4962 0.401 1669.73 1669.8 1 78.57143 1 R.ELQEESGLTVDALHK.V 52 2
1865 ENSG00000109270:ENSMUSG00000059039:ENSRNOG00000010552 MAP2K1IP1 gi|11496277|ref|NP_068805.1| gi|11496277|ref|NP_068805.1| mitogen-activated protein kinase kinase 1 interacting protein 1 [Hom 2 6 22.6 124 13623 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.010892.010892 3 4.0276 0.223 2929.94 2929.2 3 26.85185 1 K.VANDNAPEHALRPGFLSTFALATDQGSK.L 35 2 *
1865 ENSG00000109270:ENSMUSG00000059039:ENSRNOG00000010552 MAP2K1IP1 gi|11496277|ref|NP_068805.1| gi|11496277|ref|NP_068805.1| mitogen-activated protein kinase kinase 1 interacting protein 1 [Hom 2 6 22.6 124 13623 7.4 HsSD-NE_NT_lymphocytes_Ti_109.012928.012928.2 2 4.1489 0.4557 2927.99 2929.2 1 38.88889 3 K.VANDNAPEHALRPGFLSTFALATDQGSK.L 35 2 *
1865 ENSG00000109270:ENSMUSG00000059039:ENSRNOG00000010552 MAP2K1IP1 gi|11496277|ref|NP_068805.1| gi|11496277|ref|NP_068805.1| mitogen-activated protein kinase kinase 1 interacting protein 1 [Hom 2 6 22.6 124 13623 7.4 HsSD-NE_NT_lymphocytes_Ti_110.013164.013164.3 3 3.487 0.2377 2929.31 2929.2 1 29.62963 2 K.VANDNAPEHALRPGFLSTFALATDQGSK.L 35 2 *
1866 ENSG00000156467:NA:NA UQCRB gi|5454152|ref|NP_006285.1| gi|5454152|ref|NP_006285.1| ubiquinol-cytochrome c reductase binding protein [Homo sapiens] 2 10 25.2 111 13530 8.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011066.01106 2 3.106 0.2384 1738.13 1737.9 7 54.166668 1 K.YEEENFYLEPYLK.E 84 2
1866 ENSG00000156467:NA:NA UQCRB gi|5454152|ref|NP_006285.1| gi|5454152|ref|NP_006285.1| ubiquinol-cytochrome c reductase binding protein [Homo sapiens] 2 10 25.2 111 13530 8.8 HsSD-NE_NT_lymphocytes_Ti_102.012494.012494.2 2 5.0971 0.3176 1738.51 1737.9 1 91.66667 4 K.YEEENFYLEPYLK.E 84 2
1866 ENSG00000156467:NA:NA UQCRB gi|5454152|ref|NP_006285.1| gi|5454152|ref|NP_006285.1| ubiquinol-cytochrome c reductase binding protein [Homo sapiens] 2 10 25.2 111 13530 8.8 HsSD-NE_NT_lymphocytes_Ti_103.009138.009138.2 2 4.3684 0.3842 1813.83 1811.9 1 82.14286 5 R.DDTIYEDEDVKEAIR.R 35 2 *
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.009248.009248 3 4.2933 0.357 1741.28 1743 1 43.75 2 R.FGTVLTEHVAAAELGAR.G 49 2
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.009631.009631 3 4.144 0.3414 1901.06 1899.2 1 48.52941 2 R.RFGTVLTEHVAAAELGAR.G 48 2
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsSD-NE_PHA_lymphocytes_Ti_107.019861.019861 3 6.294 0.2895 3696.2 3694.1 1 33.59375 3 R.LIHEQDLEWLQQADVVVAEVTQPSLGVGYELGR.A 75 2
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsSD-NE_PHA_lymphocytes_Ti_102.009273.009273 2 4.497 0.3937 1743.45 1743 1 71.875 5 R.FGTVLTEHVAAAELGAR.G 49 2
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009527.0095 3 3.6468 0.1859 1744.46 1743 1 45.3125 1 R.FGTVLTEHVAAAELGAR.G 49 2
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NP_954653.1| gi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1| putative c-Myc-responsive isoform 2 [Homo sapiens] 4 14 34.5 148 16187 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009614.0096 2 2.7252 0.0983 1743.19 1743 1 59.375 1 R.FGTVLTEHVAAAELGAR.G 49 2
1868 ENSG00000170906:NA:ENSRNOG00000014224 NDUFA3 gi|4758772|ref|NP_004533.1| gi|4758772|ref|NP_004533.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa 2 4 56 84 9279 8.5 HsSD-NE_PHA_lymphocytes_PK_111.014451.01445 1 2.0801 0.2676 1344.74 1345.7 7 59.090908 3 L.AVILPPLSPYFK.Y 29 1 *
1868 ENSG00000170906:NA:ENSRNOG00000014224 NDUFA3 gi|4758772|ref|NP_004533.1| gi|4758772|ref|NP_004533.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3, 9kDa 2 4 56 84 9279 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.011493.0114 3 3.9777 0.1825 3918.59 3919.3 7 20.588236 1 K.ATPYNYPVPVRDDGNMPDVPSHPQDPQGPSLEWLK.K 48 2 *
1869 ENSG00000167286:ENSMUSG00000032094:ENSRNOG00000015994 CD3D gi|4502669|ref|NP_000723.1| gi|4502669|ref|NP_000723.1|;gi|98985801|ref|NP_001035741 "CD3D antigen, delta polypeptide isoform A precursor [Homo sapie 4 6 15.8 171 18930 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006021.00602 2 2.9438 0.2438 1365.47 1362.5 1 80 1 K.DKESTVQVHYR.M 81 2
1869 ENSG00000167286:ENSMUSG00000032094:ENSRNOG00000015994 CD3D gi|4502669|ref|NP_000723.1| gi|4502669|ref|NP_000723.1|;gi|98985801|ref|NP_001035741 "CD3D antigen, delta polypeptide isoform A precursor [Homo sapie 4 6 15.8 171 18930 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.007738.0077 2 4.7594 0.2816 1861.73 1861.9 1 76.666664 3 R.DRDDAQYSHLGGNWAR.N 154 2
1869 ENSG00000167286:ENSMUSG00000032094:ENSRNOG00000015994 CD3D gi|4502669|ref|NP_000723.1| gi|4502669|ref|NP_000723.1|;gi|98985801|ref|NP_001035741 "CD3D antigen, delta polypeptide isoform A precursor [Homo sapie 4 6 15.8 171 18930 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007593.00759 3 4.3842 0.3094 1860.92 1861.9 1 51.666664 1 R.DRDDAQYSHLGGNWAR.N 154 2
1869 ENSG00000167286:ENSMUSG00000032094:ENSRNOG00000015994 CD3D gi|4502669|ref|NP_000723.1| gi|4502669|ref|NP_000723.1|;gi|98985801|ref|NP_001035741 "CD3D antigen, delta polypeptide isoform A precursor [Homo sapie 4 6 15.8 171 18930 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007739.00773 2 2.8787 0.1615 1589.93 1590.7 2 57.692307 1 R.DDAQYSHLGGNWAR.N 156 2
1870 ENSG00000168384:NA:NA HLA-DPA1 gi|24797074|ref|NP_291032.2| gi|24797074|ref|NP_291032.2| "major histocompatibility complex, class II, DP alpha 1 precursor [H 2 9 6.5 260 29381 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.013088.01308 3 4.3102 0.3064 2169.59 2168.3 1 50 4 K.FHYLTFVPSAEDFYDCR.V 179 2 *
1870 ENSG00000168384:NA:NA HLA-DPA1 gi|24797074|ref|NP_291032.2| gi|24797074|ref|NP_291032.2| "major histocompatibility complex, class II, DP alpha 1 precursor [H 2 9 6.5 260 29381 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.013227.01322 2 5.3105 0.3663 2170.71 2168.3 1 84.375 4 K.FHYLTFVPSAEDFYDCR.V 179 2 *
1870 ENSG00000168384:NA:NA HLA-DPA1 gi|24797074|ref|NP_291032.2| gi|24797074|ref|NP_291032.2| "major histocompatibility complex, class II, DP alpha 1 precursor [H 2 9 6.5 260 29381 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.013008.0130 2 3.8964 0.3297 2168.91 2168.3 1 75 1 K.FHYLTFVPSAEDFYDCR.V 179 2 *
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1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_NT_lymphocytes_Ti_113.014066.01406 3 3.6644 0.0839 3596.15 3594 1 22.580645 1 R.LYGQSPPDSHTAEGDVLALLSICQWRPQALLR.W 186 2
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.000690.00069 2 3.6329 0.2247 1924.37 1924.2 1 66.66667 3 R.QCFDDNLANLLLAFLR.R 98 2
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_NT_lymphocytes_Ti_109.001488.00148 3 3.0956 0.2195 1923.8 1924.2 1 38.333332 1 R.QCFDDNLANLLLAFLR.R 98 2
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.000834.0008 2 4.2485 0.2312 1926.23 1924.2 1 73.333336 3 R.QCFDDNLANLLLAFLR.R 98 2
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.009507.0095 2 3.5713 0.3951 1909.67 1910.2 1 50 2 R.TKPRPSAVTTTAHLATTR.N 241 2
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NP_338599.1| gi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1| three prime repair exonuclease 1 isoform b [Homo sapiens] 5 11 21 314 33212 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.009512.0095 3 4.7883 0.4562 1910.72 1910.2 1 42.647057 1 R.TKPRPSAVTTTAHLATTR.N 241 2
1872 ENSG00000184357:ENSMUSG00000058773:ENSRNOG00000018073 HIST1H1B gi|4885381|ref|NP_005313.1| gi|4885381|ref|NP_005313.1| "histone cluster 1, H1b [Homo sapiens] " 3 3 17.7 226 22580 10.9 HsSD-NE_PHA_lymphocytes_Ti_112.008691.008691 2 2.9145 0.1207 1367.31 1367.6 4 60.714287 1 K.AGAAKAKKPAGATPK.K 126 2 *
1872 ENSG00000184357:ENSMUSG00000058773:ENSRNOG00000018073 HIST1H1B gi|4885381|ref|NP_005313.1| gi|4885381|ref|NP_005313.1| "histone cluster 1, H1b [Homo sapiens] " 3 3 17.7 226 22580 10.9 HsSD-NE_PHA_lymphocytes_Ti_111.008673.008673 2 3.7743 0.2291 1586.81 1584.9 9 53.125 1 K.AASGEAKPKAKKAGAAK.A 114 2
1872 ENSG00000184357:ENSMUSG00000058773:ENSRNOG00000018073 HIST1H1B gi|4885381|ref|NP_005313.1| gi|4885381|ref|NP_005313.1| "histone cluster 1, H1b [Homo sapiens] " 3 3 17.7 226 22580 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2474.247 2 3.5939 0.3359 1341.92 1341.6 1 83.33333 1 R.KATGPPVSELITK.A 37 2 *
1873 ENSG00000120992:ENSMUSG00000025903:ENSRNOG00000022308 LYPLA1 gi|5453722|ref|NP_006321.1| gi|5453722|ref|NP_006321.1| lysophospholipase I [Homo sapiens] 3 9 27.4 230 24670 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.016277.016277 2 2.9954 0.1474 2369.75 2368.7 1 36.363636 2 R.IILGGFSQGGALSLYTALTTQQK.L 113 2 *
1873 ENSG00000120992:ENSMUSG00000025903:ENSRNOG00000022308 LYPLA1 gi|5453722|ref|NP_006321.1| gi|5453722|ref|NP_006321.1| lysophospholipase I [Homo sapiens] 3 9 27.4 230 24670 6.8 HsSD-NE_PHA_lymphocytes_Ti_113.013585.013585 3 5.4735 0.4226 2641.43 2640 1 40 2 K.ATAAVIFLHGLGDTGHGWAEAFAGIR.S 20 2 *
1873 ENSG00000120992:ENSMUSG00000025903:ENSRNOG00000022308 LYPLA1 gi|5453722|ref|NP_006321.1| gi|5453722|ref|NP_006321.1| lysophospholipase I [Homo sapiens] 3 9 27.4 230 24670 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.015338.01533 2 3.886 0.2903 1559.59 1557.8 1 80.769226 2 K.LAGVTALSCWLPLR.A 136 2 *
1873 ENSG00000120992:ENSMUSG00000025903:ENSRNOG00000022308 LYPLA1 gi|5453722|ref|NP_006321.1| gi|5453722|ref|NP_006321.1| lysophospholipase I [Homo sapiens] 3 9 27.4 230 24670 6.8 HsNaOH-NE_NT_lymphocytes_Ti_114.013594.01359 3 4.4655 0.4099 2641.97 2640 1 31 3 K.ATAAVIFLHGLGDTGHGWAEAFAGIR.S 20 2 *
1874 ENSG00000178982:ENSMUSG00000053565:ENSRNOG00000020495 EIF3K gi|10801345|ref|NP_037366.1| gi|10801345|ref|NP_037366.1| "eukaryotic translation initiation factor 3, subunit 12 [Homo sapiens 4 5 22.9 218 25060 4.9 HsSD-NE_PHA_lymphocytes_PK_108.009970.009970 2 2.9062 0.2123 1446.79 1447.6 1 77.27273 1 L.TNLPHTDFTLCK.C 75 1 *
1874 ENSG00000178982:ENSMUSG00000053565:ENSRNOG00000020495 EIF3K gi|10801345|ref|NP_037366.1| gi|10801345|ref|NP_037366.1| "eukaryotic translation initiation factor 3, subunit 12 [Homo sapiens 4 5 22.9 218 25060 4.9 HsSD-NE_PHA_lymphocytes_PK_105.020741.02074 2 4.2533 0.3849 2314.55 2316.5 1 57.894737 2 L.DENMDLLEGITGFEDSVRKF.I 122 0 *
1874 ENSG00000178982:ENSMUSG00000053565:ENSRNOG00000020495 EIF3K gi|10801345|ref|NP_037366.1| gi|10801345|ref|NP_037366.1| "eukaryotic translation initiation factor 3, subunit 12 [Homo sapiens 4 5 22.9 218 25060 4.9 HsSD-NE_NT_lymphocytes_Ti_102.012468.012468.1 1 3.2709 0.2508 1564.78 1563.7 2 57.692307 1 K.ENAYDLEANLAVLK.L 39 2 *
1874 ENSG00000178982:ENSMUSG00000053565:ENSRNOG00000020495 EIF3K gi|10801345|ref|NP_037366.1| gi|10801345|ref|NP_037366.1| "eukaryotic translation initiation factor 3, subunit 12 [Homo sapiens 4 5 22.9 218 25060 4.9 HsSD-NE_PHA_lymphocytes_PK_105.021362.021362 2 3.3176 0.4325 2542.45 2539.8 1 35.714287 1 F.WQALDENMDLLEGITGFEDSVR.K 118 1 *
1875 ENSG00000091164:ENSMUSG00000024583:ENSRNOG00000018818 TXNL1 gi|4759274|ref|NP_004777.1| gi|4759274|ref|NP_004777.1| thioredoxin-like 1 [Homo sapiens] 2 7 10.7 289 32251 5 HsSD-NE_PHA_lymphocytes_PK_110.017423.017423 2 3.6171 0.3193 1413.67 1414.6 1 81.818184 4 N.NISATPTFLFFR.N 72 1 *
1875 ENSG00000091164:ENSMUSG00000024583:ENSRNOG00000018818 TXNL1 gi|4759274|ref|NP_004777.1| gi|4759274|ref|NP_004777.1| thioredoxin-like 1 [Homo sapiens] 2 7 10.7 289 32251 5 HsNaOH-NE_NT_lymphocytes_Ti_107.006653.00665 2 3.9513 0.2761 2151.37 2151.3 1 44.444447 3 K.IKQHLENDPGSNEDTDIPK.G 103 2 *
1876 ENSG00000102007:ENSMUSG00000031146:ENSRNOG00000003940 PLP2 gi|4505893|ref|NP_002659.1| gi|4505893|ref|NP_002659.1| proteolipid protein 2 (colonic epithelium-enriched) [Homo sapiens] 3 6 18.4 152 16691 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008906.00890 2 4.4949 0.4615 1699.15 1698.8 1 64.28571 2 R.LSAPGCWAACTNFSR.T 7 2 *
1876 ENSG00000102007:ENSMUSG00000031146:ENSRNOG00000003940 PLP2 gi|4505893|ref|NP_002659.1| gi|4505893|ref|NP_002659.1| proteolipid protein 2 (colonic epithelium-enriched) [Homo sapiens] 3 6 18.4 152 16691 7.2 HsNaOH-NE_NT_lymphocytes_PK_106.008367.0083 2 3.3666 0.2884 1252.19 1249.3 1 70.83333 1 R.HTAAPTDPADGPV.- 140 2 *
1877 ENSG00000147654:ENSMUSG00000022339:ENSRNOG00000004220 EBAG9 gi|37694065|ref|NP_936056.1| gi|37694065|ref|NP_936056.1| estrogen receptor binding site associated antigen 9 [Homo sapiens] 2 7 20.2 213 24377 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010467.01046 2 3.7251 0.2408 2655.01 2652.8 1 43.47826 2 K.IEGGNGNVATQQNSLEQLEPDYFK.D 73 2 *
1877 ENSG00000147654:ENSMUSG00000022339:ENSRNOG00000004220 EBAG9 gi|37694065|ref|NP_936056.1| gi|37694065|ref|NP_936056.1| estrogen receptor binding site associated antigen 9 [Homo sapiens] 2 7 20.2 213 24377 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010754.0107 2 5.1218 0.4773 2223.67 2224.3 1 69.44444 2 K.QTDVEEWTSWDEDAPTSVK.I 54 2 *
1877 ENSG00000147654:ENSMUSG00000022339:ENSRNOG00000004220 EBAG9 gi|37694065|ref|NP_936056.1| gi|37694065|ref|NP_936056.1| estrogen receptor binding site associated antigen 9 [Homo sapiens] 2 7 20.2 213 24377 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010340.01034 2 4.9735 0.4341 2224.95 2224.3 1 69.44444 3 K.QTDVEEWTSWDEDAPTSVK.I 54 2 *
1878 ENSG00000140612:ENSMUSG00000025724:ENSRNOG00000011029 SEC11A gi|7657609|ref|NP_055115.1| gi|7657609|ref|NP_055115.1| SEC11-like 1 [Homo sapiens] 2 6 6.7 179 20625 9.5 HsNaOH-NE_NT_lymphocytes_Ti_105.013906.01390 2 3.5951 0.3444 1325.65 1324.5 1 85 1 -.MLSLDFLDDVR.R 1 2 *
1878 ENSG00000140612:ENSMUSG00000025724:ENSRNOG00000011029 SEC11A gi|7657609|ref|NP_055115.1| gi|7657609|ref|NP_055115.1| SEC11-like 1 [Homo sapiens] 2 6 6.7 179 20625 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.012116.0121 2 2.9994 0.1478 1480.57 1480.7 2 72.72727 2 -.MLSLDFLDDVRR.M 1 2 *
1878 ENSG00000140612:ENSMUSG00000025724:ENSRNOG00000011029 SEC11A gi|7657609|ref|NP_055115.1| gi|7657609|ref|NP_055115.1| SEC11-like 1 [Homo sapiens] 2 6 6.7 179 20625 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014048.0140 2 4.0405 0.2142 1324.43 1324.5 1 90 3 -.MLSLDFLDDVR.R 1 2 *
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_001765.1| gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120 CD37 antigen isoform A [Homo sapiens] 4 9 11.7 281 31703 8 HsNaOH-NE_NT_lymphocytes_Ti_109.007548.00754 2 4.0938 0.4903 1826.23 1827 1 63.333332 1 R.HSADICAVPAESHIYR.E 212 2
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_001765.1| gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120 CD37 antigen isoform A [Homo sapiens] 4 9 11.7 281 31703 8 HsNaOH-NE_NT_lymphocytes_Ti_108.007659.00765 3 4.5539 0.4091 1824.83 1827 1 55 1 R.HSADICAVPAESHIYR.E 212 2
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_001765.1| gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120 CD37 antigen isoform A [Homo sapiens] 4 9 11.7 281 31703 8 HsNaOH-NE_NT_lymphocytes_Ti_114.013730.01373 3 4.9284 0.3637 2279.42 2279.5 1 43.75 2 R.CCGWHYPQDWFQVLILR.G 152 2
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_001765.1| gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120 CD37 antigen isoform A [Homo sapiens] 4 9 11.7 281 31703 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007625.0076 2 4.4208 0.5161 1827.43 1827 1 66.66667 3 R.HSADICAVPAESHIYR.E 212 2
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_001765.1| gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120 CD37 antigen isoform A [Homo sapiens] 4 9 11.7 281 31703 8 HsNaOH-NE_PHA_lymphocytes_Ti_115.013781.0137 2 2.7593 0.21 2279.47 2279.5 1 40.625 2 R.CCGWHYPQDWFQVLILR.G 152 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.007786.00778 2 4.8443 0.5013 2178.29 2178.3 1 66.66667 2 R.TTPEHTVSFTCESHGFSPR.D 158 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.010325.01032 2 5.6124 0.4261 2235.65 2235.6 1 56.521736 2 K.SGPGTEMALGAKPSAPVVLGPAAR.T 134 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.010326.01032 2 2.2387 0.2024 2022.25 2023.3 1 47.058823 1 R.SQVICEVAHVTLQGDPLR.G 222 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_NT_lymphocytes_Ti_103.011124.01112 2 3.7907 0.3605 2614.59 2613.8 1 47.826088 2 K.NGNELSDFQTNVDPTGQSVAYSIR.S 185 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_NT_lymphocytes_Ti_113.010461.01046 3 3.8412 0.2784 2238.14 2235.6 1 30.434782 2 K.SGPGTEMALGAKPSAPVVLGPAAR.T 134 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.009248.0092 3 3.2155 0.1798 2237.15 2235.6 3 27.173912 1 K.SGPGTEMALGAKPSAPVVLGPAAR.T 134 2
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NP_061026.2| gi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_00103459 signal-regulatory protein gamma isoform 1 precursor [Homo sapien 6 12 27.4 387 42498 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.013733.0137 2 3.7441 0.2703 2372.01 2369.8 2 40 2 K.TATLHCTVTSLLPVGPVLWFR.G 48 2
1881 ENSG00000188807:ENSMUSG00000044700:ENSRNOG00000023152 TMEM201 gi|58197554|ref|NP_001010866.1| gi|58197554|ref|NP_001010866.1| transmembrane protein 201 [Homo sapiens] 4 12 13.3 392 43382 8.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007367.00736 2 3.706 0.3886 1673.07 1673.7 1 66.66667 7 R.EEGRYDEEVEVYR.H 142 2 *
1881 ENSG00000188807:ENSMUSG00000044700:ENSRNOG00000023152 TMEM201 gi|58197554|ref|NP_001010866.1| gi|58197554|ref|NP_001010866.1| transmembrane protein 201 [Homo sapiens] 4 12 13.3 392 43382 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010320.01032 2 3.7112 0.2734 2003.29 2001.2 1 62.5 2 R.DPSQPQQWVSSQVLLCK.R 106 2 *
1881 ENSG00000188807:ENSMUSG00000044700:ENSRNOG00000023152 TMEM201 gi|58197554|ref|NP_001010866.1| gi|58197554|ref|NP_001010866.1| transmembrane protein 201 [Homo sapiens] 4 12 13.3 392 43382 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010348.01034 2 3.0441 0.2634 1771.51 1772 5 53.846157 1 K.LCRPCQAAVEYYIK.H 163 2
1881 ENSG00000188807:ENSMUSG00000044700:ENSRNOG00000023152 TMEM201 gi|58197554|ref|NP_001010866.1| gi|58197554|ref|NP_001010866.1| transmembrane protein 201 [Homo sapiens] 4 12 13.3 392 43382 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009641.0096 1 2.0281 0.1313 1085.61 1086.3 9 71.42857 2 R.HHLEQMYK.L 155 2
1882 ENSG00000112306:NA:NA RPS12 gi|14277700|ref|NP_001007.2| gi|14277700|ref|NP_001007.2| ribosomal protein S12 [Homo sapiens] 4 11 34.1 132 14515 7.2 HsSD-NE_PHA_lymphocytes_Ti_107.008859.008859 2 4.6736 0.381 2291.53 2292.5 1 63.88889 4 K.RQAHLCVLASNCDEPMYVK.L 45 2 *
1882 ENSG00000112306:NA:NA RPS12 gi|14277700|ref|NP_001007.2| gi|14277700|ref|NP_001007.2| ribosomal protein S12 [Homo sapiens] 4 11 34.1 132 14515 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.009477.009477 2 4.417 0.4362 2134.89 2136.4 1 61.764706 4 R.QAHLCVLASNCDEPMYVK.L 46 2 *
1882 ENSG00000112306:NA:NA RPS12 gi|14277700|ref|NP_001007.2| gi|14277700|ref|NP_001007.2| ribosomal protein S12 [Homo sapiens] 4 11 34.1 132 14515 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.004402.004402 2 3.3636 0.2648 1237.39 1235.4 1 80 2 R.KVVGCSCVVVK.D 102 2 *
1882 ENSG00000112306:NA:NA RPS12 gi|14277700|ref|NP_001007.2| gi|14277700|ref|NP_001007.2| ribosomal protein S12 [Homo sapiens] 4 11 34.1 132 14515 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.009513.0095 2 3.1893 0.0973 1751.45 1752 1 60.714287 1 K.LVEALCAEHQINLIK.V 64 2
1883 ENSG00000112079:ENSMUSG00000024006:ENSRNOG00000000519 STK38 gi|6005814|ref|NP_009202.1| gi|6005814|ref|NP_009202.1| serine/threonine kinase 38 [Homo sapiens] 4 9 12.9 465 54190 7.2 HsSD-NE_PHA_lymphocytes_PK_109.012698.012698 2 3.1788 0.2087 2289.85 2290.6 1 47.22222 3 E.MLIGYPPFCSETPQETYKK.V 315 1 *
1883 ENSG00000112079:ENSMUSG00000024006:ENSRNOG00000000519 STK38 gi|6005814|ref|NP_009202.1| gi|6005814|ref|NP_009202.1| serine/threonine kinase 38 [Homo sapiens] 4 9 12.9 465 54190 7.2 HsSD-NE_PHA_lymphocytes_PK_112.013447.013447 2 2.929 0.2026 1982.35 1982.3 9 40.625 1 L.GFIHRDIKPDNLLLDSK.G 207 1 *
1883 ENSG00000112079:ENSMUSG00000024006:ENSRNOG00000000519 STK38 gi|6005814|ref|NP_009202.1| gi|6005814|ref|NP_009202.1| serine/threonine kinase 38 [Homo sapiens] 4 9 12.9 465 54190 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.010740.01074 2 3.2401 0.2747 1151.41 1151.3 1 88.88889 1 R.LGLEDFESLK.V 84 2 *
1883 ENSG00000112079:ENSMUSG00000024006:ENSRNOG00000000519 STK38 gi|6005814|ref|NP_009202.1| gi|6005814|ref|NP_009202.1| serine/threonine kinase 38 [Homo sapiens] 4 9 12.9 465 54190 7.2 HsSD-NE_PHA_lymphocytes_PK_106.013916.013916 2 3.4643 0.4071 1724.55 1723.8 1 69.230774 4 K.SNSFFEGVDWEHIR.E 378 2 *
1884 ENSG00000109534:ENSMUSG00000028010:ENSRNOG00000009877 NOLA1 gi|15011916|ref|NP_127460.1| gi|15011916|ref|NP_127460.1| "nucleolar protein family A, member 1 [Homo sapiens] " 4 7 23.5 217 22348 10.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009272.00927 3 4.4324 0.1256 2406.2 2403.6 1 43.421055 1 K.CTTDENKVPYFNAPVYLENK.E 88 2 *
1884 ENSG00000109534:ENSMUSG00000028010:ENSRNOG00000009877 NOLA1 gi|15011916|ref|NP_127460.1| gi|15011916|ref|NP_127460.1| "nucleolar protein family A, member 1 [Homo sapiens] " 4 7 23.5 217 22348 10.9 HsNaOH-NE_NT_lymphocytes_Ti_105.009254.00925 2 3.5311 0.3196 2403.69 2403.6 1 52.63158 1 K.CTTDENKVPYFNAPVYLENK.E 88 2 *
1884 ENSG00000109534:ENSMUSG00000028010:ENSRNOG00000009877 NOLA1 gi|15011916|ref|NP_127460.1| gi|15011916|ref|NP_127460.1| "nucleolar protein family A, member 1 [Homo sapiens] " 4 7 23.5 217 22348 10.9 HsNaOH-NE_NT_lymphocytes_Ti_106.012357.01235 2 5.1658 0.4017 2144.83 2144.4 1 61.764706 4 R.VVLLGEFLHPCEDDIVCK.C 70 2 *
1884 ENSG00000109534:ENSMUSG00000028010:ENSRNOG00000009877 NOLA1 gi|15011916|ref|NP_127460.1| gi|15011916|ref|NP_127460.1| "nucleolar protein family A, member 1 [Homo sapiens] " 4 7 23.5 217 22348 10.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3122.312 2 3.0954 0.2675 1665.71 1667 1 70.83333 1 K.FYIDPYKLLPLQR.F 144 2 *
1885 ENSG00000106028:ENSMUSG00000029911:ENSRNOG00000012100 SSBP1 gi|4507231|ref|NP_003134.1| gi|4507231|ref|NP_003134.1| single-stranded DNA binding protein 1 [Homo sapiens] 2 6 22.3 148 17260 9.6 HsSD-NE_PHA_lymphocytes_Ti_101.015663.015663 2 3.19 0.3232 1779.79 1780.1 1 60.714287 1 K.NPVTIFSLATNEMWR.S 52 2 *
1885 ENSG00000106028:ENSMUSG00000029911:ENSRNOG00000012100 SSBP1 gi|4507231|ref|NP_003134.1| gi|4507231|ref|NP_003134.1| single-stranded DNA binding protein 1 [Homo sapiens] 2 6 22.3 148 17260 9.6 HsSD-NE_PHA_lymphocytes_Ti_103.014216.014216 2 3.8848 0.3579 1992.49 1993.3 1 55.88235 2 R.QATTIIADNIIFLSDQTK.E 128 2 *
1885 ENSG00000106028:ENSMUSG00000029911:ENSRNOG00000012100 SSBP1 gi|4507231|ref|NP_003134.1| gi|4507231|ref|NP_003134.1| single-stranded DNA binding protein 1 [Homo sapiens] 2 6 22.3 148 17260 9.6 HsSD-NE_NT_lymphocytes_Ti_110.017168.017168.2 2 4.8434 0.3988 1780.97 1780.1 1 78.57143 3 K.NPVTIFSLATNEMWR.S 52 2 *
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010368.01036 1 2.9088 0.2486 1247.64 1246.4 1 70 2 K.DIDDLELTLAK.V 957 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008534.00853 2 4.7029 0.3679 1860.45 1861 1 80 2 K.LEQQVDDLEGSLEQEK.K 1031 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.007001.00700 2 2.2764 0.1657 1141.51 1141.3 1 80 1 K.SALAHALQSSR.H 1331 2 *
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008447.00844 3 3.0766 0.205 1649.57 1651 6 37.5 1 K.KAITDAAMMAEELKK.E 1761 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008517.00851 2 2.7037 0.0932 1720.53 1718.9 6 53.571426 1 K.NKDPLNETVVGLYQK.S 600 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.009357.00935 3 5.7585 0.2776 2969.09 2968.2 2 32 2 K.KALQEAHQQTLDDLQAEEDKVNTLTK.A 1001 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010389.01038 2 4.6064 0.3632 1732.59 1732 1 67.85714 2 K.TPGAMEHELVLHQLR.C 684 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011486.01148 2 3.5471 0.1422 1400.39 1399.6 1 81.818184 1 R.ANLLQAEIEELR.A 1682 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_PK_106.005843.0058 2 2.6042 0.1622 1802.61 1802.8 1 66.66667 1 K.QREEQAEPDGTEVADK.A 371 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013744.01374 2 5.4972 0.4234 2171.81 2171.3 1 63.15789 2 K.SELQAALEEAEASLEHEEGK.I 1542 2 *
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010268.01026 2 4.0568 0.3669 1654.43 1653.8 1 80.769226 2 K.NAYEESLDQLETLK.R 1490 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010301.01030 2 4.228 0.1599 1246.37 1246.4 1 85 1 K.DIDDLELTLAK.V 957 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010955.01095 2 4.2745 0.3454 1466.33 1466.7 1 87.5 1 K.LASADIETYLLEK.S 261 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_PK_105.007702.0077 2 3.149 0.204 1517.71 1518.5 1 73.07692 2 R.EEQAEPDGTEVADK.A 373 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_107.009219.00921 2 5.124 0.4894 1897.25 1896 1 62.5 7 K.HADSVAELGEQIDNLQR.V 1200 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009880.00988 2 5.3261 0.3331 2104.59 2102.3 1 70.588234 1 K.IKLEQQVDDLEGSLEQEK.K 1029 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007967.00796 1 3.1517 0.3395 1503.86 1503.7 1 66.66667 1 K.IEDEQALGMQLQK.K 1098 2 *
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008895.00889 2 4.2388 0.4377 2839.75 2840.1 1 47.916664 1 K.ALQEAHQQTLDDLQAEEDKVNTLTK.A 1002 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012771.01277 2 3.2099 0.1037 1083.97 1084.4 1 92.85714 2 K.MFLWMVTR.I 438 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008865.00886 3 4.0254 0.2744 1895.9 1896 1 42.1875 1 K.HADSVAELGEQIDNLQR.V 1200 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008159.00815 2 3.8344 0.22 1989.83 1989.1 1 65.625 2 K.LEQQVDDLEGSLEQEKK.L 1031 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010653.0106 1 2.1525 0.1459 1245.66 1246.4 2 70 1 R.DIDDLELTLAK.V 957 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007772.00777 2 5.0112 0.2835 1562.93 1562.6 1 80.769226 3 R.AEDEEEINAELTAK.K 930 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007613.00761 1 2.718 0.3979 1562.56 1562.6 1 53.846157 1 R.AEDEEEINAELTAK.K 930 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010683.0106 2 3.9508 0.2468 1247.35 1246.4 1 85 1 R.DIDDLELTLAK.V 957 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010595.01059 1 2.2602 0.2062 1301.58 1300.5 1 63.636364 1 K.GSSFQTVSALFR.E 645 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.008655.00865 2 3.4012 0.2135 1260.55 1259.5 2 75 2 K.SNNFQKPKPAK.G 563 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009069.00906 2 2.1172 0.2475 979.67 981.1 1 78.57143 1 R.STHPHFVR.C 668 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007566.00756 2 3.2791 0.1643 1507.49 1504.6 1 64.28571 1 R.ENQSILITGESGAGK.T 171 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007376.00737 2 5.3813 0.4741 1649.77 1649.8 1 90 2 R.LEEAGGATSAQIEMNK.K 1154 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008169.0081 2 3.9685 0.2375 1563.25 1562.6 1 76.92308 2 R.AEDEEEINAELTAK.K 930 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014433.01443 3 4.134 0.1535 2914.85 2913.1 2 31 1 K.QVEQEKSELQAALEEAEASLEHEEGK.I 1536 2 *
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.005846.00584 2 2.0529 0.1087 1226.07 1225.3 3 66.66667 1 R.TKYETDAIQR.T 1377 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008848.00884 3 4.4234 0.2909 2842.43 2840.1 1 35.416664 1 K.ALQEAHQQTLDDLQAEEDKVNTLTK.A 1002 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010794.01079 1 2.2632 0.0875 1467.98 1466.7 9 45.833336 1 K.LASADIETYLLEK.S 261 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008045.0080 2 4.1836 0.4009 1652.19 1649.8 1 66.66667 2 R.LEEAGGATSAQIEMNK.K 1154 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009268.00926 2 3.1394 0.1958 1809.51 1810 4 50 1 K.NAYEESLDQLETLKR.E 1490 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_PK_109.011356.0113 2 3.7205 0.3056 1703.55 1704.8 1 64.28571 9 Q.TLDDLQAEEDKVNTL.T 1010 0
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008141.00814 2 4.736 0.3974 1711.61 1711 1 75 1 R.VQLLHTQNTSLINTK.K 1717 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_NT_lymphocytes_PK_110.010748.0107 2 4.3456 0.2774 1861.61 1861 1 70 3 K.LEQQVDDLEGSLEQEK.K 1031 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011878.011878.2 2 3.7752 0.2112 1246.09 1246.4 1 85 1 R.DIDDLELTLAK.V 957 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsSD-NE_NT_lymphocytes_Ti_102.007990.007990.2 2 4.6011 0.3653 1649.53 1649.8 1 70 6 R.LEEAGGATSAQIEMNK.K 1154 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.008913.0089 2 2.3154 0.0941 1261.49 1259.5 6 70 1 K.SNNFQKPKPAK.G 563 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsSD-NE_NT_lymphocytes_Ti_102.008590.008590.2 2 4.2079 0.1868 1562.93 1562.6 1 73.07692 4 R.AEDEEEINAELTAK.K 930 2
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|NP_005954.3| gi|115527082|ref|NP_005954.3| "myosin, heavy chain 1, skeletal muscle, adult [Homo sapiens] " 35 84 17.2 1939 223143 5.7 HsSD-NE_NT_lymphocytes_Ti_104.012954.012954.2 2 2.7127 0.1714 1401.71 1399.6 1 68.181816 1 R.ANLLQAEIEELR.A 1682 2
1887 ENSG00000134285:ENSMUSG00000003355:ENSRNOG00000014566 FKBP11 gi|7706131|ref|NP_057678.1| gi|7706131|ref|NP_057678.1| FK506 binding protein precursor [Homo sapiens] 4 6 32.8 201 22180 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.008015.00801 2 2.2593 0.2057 1169.31 1170.4 3 70 1 R.AIIPSHLAYGK.R 111 2 *
1887 ENSG00000134285:ENSMUSG00000003355:ENSRNOG00000014566 FKBP11 gi|7706131|ref|NP_057678.1| gi|7706131|ref|NP_057678.1| FK506 binding protein precursor [Homo sapiens] 4 6 32.8 201 22180 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.016766.01676 3 3.403 0.1691 3924.26 3922.3 2 20 1 R.TLQVETLVEPPEPCAEPAAFGDTLHIHYTGSLVDGR.I 37 2 *
1887 ENSG00000134285:ENSMUSG00000003355:ENSRNOG00000014566 FKBP11 gi|7706131|ref|NP_057678.1| gi|7706131|ref|NP_057678.1| FK506 binding protein precursor [Homo sapiens] 4 6 32.8 201 22180 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010929.0109 3 4.8193 0.2899 2012.42 2012.4 1 55.88235 2 R.IIDTSLTRDPLVIELGQK.Q 73 2 *
1887 ENSG00000134285:ENSMUSG00000003355:ENSRNOG00000014566 FKBP11 gi|7706131|ref|NP_057678.1| gi|7706131|ref|NP_057678.1| FK506 binding protein precursor [Homo sapiens] 4 6 32.8 201 22180 9.4 HsNaOH-NE_NT_lymphocytes_Ti_113.009908.00990 2 3.5098 0.2632 1326.23 1326.6 1 86.36364 2 R.RAIIPSHLAYGK.R 110 2 *
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.008334.008334 1 2.8226 0.327 1364.13 1363.6 1 63.636364 1 R.EHGLIFMETSAK.T 140 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010810.0108 2 2.8047 0.1027 1321.55 1320.5 2 62.5 1 R.GAAGALLVYDITR.R 78 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.010220.01022 2 3.015 0.1026 1228.07 1225.4 1 83.33333 1 K.SCLLLQFTDK.R 20 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.009706.0097 2 3.8154 0.3749 1550.79 1551.7 1 87.5 2 K.LQIWDTAGQESFR.S 57 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010911.01091 2 3.2168 0.3432 1718.59 1719.9 1 69.230774 2 R.ETFNHLTSWLEDAR.Q 92 2 *
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.008854.0088 1 2.4896 0.4456 1363.41 1363.6 1 59.090908 3 R.EHGLIFMETSAK.T 140 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008487.00848 2 3.0264 0.276 1363.29 1363.6 1 68.181816 2 R.EHGLIFMETSAK.T 140 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.012098.01209 2 3.3825 0.341 1789.95 1787 1 63.333332 3 R.FQPVHDLTIGVEFGAR.M 31 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.010355.01035 1 3.774 0.1562 1322.59 1320.5 1 66.66667 1 R.GAAGALLVYDITR.R 78 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008886.00888 1 3.3884 0.399 1365.17 1363.6 1 68.181816 2 R.EHGLIFMETSAK.T 140 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.008682.0086 2 2.7371 0.1562 1364.93 1363.6 1 72.72727 2 R.EHGLIFMETSAK.T 140 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2699.269 2 2.6196 0.1766 1476.7 1476.7 6 50 2 R.GAAGALLVYDITRR.D 78 2
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NP_116235.2| gi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 9 29 36.6 216 24214 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011979.0119 2 3.7589 0.4425 1788.69 1787 1 53.333336 7 R.FQPVHDLTIGVEFGAR.M 31 2
1889 ENSG00000172270:ENSMUSG00000023175:ENSRNOG00000008414 BSG gi|38372923|ref|NP_940993.1| gi|38372923|ref|NP_940993.1| basigin isoform 4 [Homo sapiens] 3 6 32.7 205 22764 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008655.00865 2 2.7418 0.1372 2117.71 2117.3 1 52.941177 1 R.SELHIENLNMEADPGQYR.C 103 2
1889 ENSG00000172270:ENSMUSG00000023175:ENSRNOG00000008414 BSG gi|38372923|ref|NP_940993.1| gi|38372923|ref|NP_940993.1| basigin isoform 4 [Homo sapiens] 3 6 32.7 205 22764 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007541.00754 2 4.4691 0.451 1942.41 1942.1 1 64.70589 1 R.RKPEDVLDDDDAGSAPLK.S 169 2
1889 ENSG00000172270:ENSMUSG00000023175:ENSRNOG00000008414 BSG gi|38372923|ref|NP_940993.1| gi|38372923|ref|NP_940993.1| basigin isoform 4 [Homo sapiens] 3 6 32.7 205 22764 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.013676.0136 3 4.2918 0.3133 3519.56 3517.8 1 23.333334 2 R.VDSDDQWGEYSCVFLPEPMGTANIQLHGPPR.V 12 2
1889 ENSG00000172270:ENSMUSG00000023175:ENSRNOG00000008414 BSG gi|38372923|ref|NP_940993.1| gi|38372923|ref|NP_940993.1| basigin isoform 4 [Homo sapiens] 3 6 32.7 205 22764 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.013810.01381 3 5.2258 0.4109 3517.64 3517.8 1 25.833332 2 R.VDSDDQWGEYSCVFLPEPMGTANIQLHGPPR.V 12 2
1890 ENSG00000099977:ENSMUSG00000001666:ENSRNOG00000001239 DDT gi|145386531|ref|NP_001077861.1| gi|145386531|ref|NP_001077861.1|;gi|145386559|ref|NP_001 D-dopachrome tautomerase [Homo sapiens] 2 4 10.2 118 12712 7.3 HsSD-NE_PHA_lymphocytes_Ti_110.010406.010406 2 3.9017 0.4802 1451.41 1451.6 1 77.27273 2 R.SHSAHFFEFLTK.E 76 2
1890 ENSG00000099977:ENSMUSG00000001666:ENSRNOG00000001239 DDT gi|145386531|ref|NP_001077861.1| gi|145386531|ref|NP_001077861.1|;gi|145386559|ref|NP_001 D-dopachrome tautomerase [Homo sapiens] 2 4 10.2 118 12712 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011423.01142 1 2.561 0.2389 1452.86 1451.6 3 50 2 R.SHSAHFFEFLTK.E 76 2
1891 ENSG00000165659:ENSMUSG00000055639:ENSRNOG00000008834 DACH1 gi|18375609|ref|NP_004383.2| gi|18375609|ref|NP_004383.2|;gi|18375611|ref|NP_542937.1| dachshund homolog 1 isoform c [Homo sapiens] 2 2 13.5 504 51891 8.8 HsSD-NE_PHA_lymphocytes_Ti_106.019864.019864 3 4.1296 0.1347 3433.07 3430.7 6 24.166666 1 R.EQAEQTLKQAASTDSLRVLNDSLTPEIEADR.S 450 2
1891 ENSG00000165659:ENSMUSG00000055639:ENSRNOG00000008834 DACH1 gi|18375609|ref|NP_004383.2| gi|18375609|ref|NP_004383.2|;gi|18375611|ref|NP_542937.1| dachshund homolog 1 isoform c [Homo sapiens] 2 2 13.5 504 51891 8.8 HsNaOH-NE_PHA_lymphocytes_PK_110.017189.017 2 2.6134 0.2203 2754.01 2751.6 7 23.61111 1 T.STGGGGGGGGSGGGGGSSGNGGGGGGGGGGSNCNPNL.A 72 0
1892 ENSG00000122696:ENSMUSG00000045973:ENSRNOG00000033251 MCART1 gi|15529972|ref|NP_219480.1| gi|15529972|ref|NP_219480.1| mitochondrial carrier triple repeat 1 [Homo sapiens] 4 6 22.6 297 33672 9.4 HsSD-NE_PHA_lymphocytes_PK_107.016751.01675 2 3.2165 0.2669 1516.89 1516.7 1 76.92308 2 H.SAHLVNDFICGGLL.G 208 0 *
1892 ENSG00000122696:ENSMUSG00000045973:ENSRNOG00000033251 MCART1 gi|15529972|ref|NP_219480.1| gi|15529972|ref|NP_219480.1| mitochondrial carrier triple repeat 1 [Homo sapiens] 4 6 22.6 297 33672 9.4 HsSD-NE_PHA_lymphocytes_PK_111.017496.017496 2 3.117 0.206 1394.27 1394.7 1 68.181816 2 M.LGFLFFPINVVK.T 225 1 *
1892 ENSG00000122696:ENSMUSG00000045973:ENSRNOG00000033251 MCART1 gi|15529972|ref|NP_219480.1| gi|15529972|ref|NP_219480.1| mitochondrial carrier triple repeat 1 [Homo sapiens] 4 6 22.6 297 33672 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.015928.01592 2 2.8184 0.2408 2944.77 2944.3 1 35.714287 1 K.HVSAPEFATSGVAAVLAGTTEAIFTPLER.V 112 2 *
1892 ENSG00000122696:ENSMUSG00000045973:ENSRNOG00000033251 MCART1 gi|15529972|ref|NP_219480.1| gi|15529972|ref|NP_219480.1| mitochondrial carrier triple repeat 1 [Homo sapiens] 4 6 22.6 297 33672 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.014898.01489 2 2.8696 0.3596 1337.57 1337.6 1 68.181816 1 R.NGLSNVLFFGLR.G 183 2
1893 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000015290 LOC729708 gi|113408763|ref|XP_001133950.1| gi|113408763|ref|XP_001133950.1| PREDICTED: hypothetical protein isoform 5 [Homo sapiens] 4 10 18.9 249 26943 8.1 HsSD-NE_PHA_lymphocytes_PK_108.012260.012260 1 2.8335 0.2534 1473.73 1474.7 1 66.66667 1 A.SLKPEFVDIINAK.Q 236 1
1893 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000015290 LOC729708 gi|113408763|ref|XP_001133950.1| gi|113408763|ref|XP_001133950.1| PREDICTED: hypothetical protein isoform 5 [Homo sapiens] 4 10 18.9 249 26943 8.1 HsSD-NE_PHA_lymphocytes_PK_108.012314.012314 2 4.3224 0.2559 1475.87 1474.7 1 79.16667 5 A.SLKPEFVDIINAK.Q 236 1
1893 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000015290 LOC729708 gi|113408763|ref|XP_001133950.1| gi|113408763|ref|XP_001133950.1| PREDICTED: hypothetical protein isoform 5 [Homo sapiens] 4 10 18.9 249 26943 8.1 HsSD-NE_PHA_lymphocytes_PK_107.004328.004328 2 2.5206 0.1936 2346.35 2344.7 1 39.473686 1 V.GGNWKMNGRKQSLRELVRTL.N 10 0 *
1893 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000015290 LOC729708 gi|113408763|ref|XP_001133950.1| gi|113408763|ref|XP_001133950.1| PREDICTED: hypothetical protein isoform 5 [Homo sapiens] 4 10 18.9 249 26943 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008001.0080 2 3.759 0.1703 1614.79 1615.8 2 73.07692 3 R.RHVFGESDELIGQK.V 100 2
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.013222.01322 2 3.2139 0.1191 1478.53 1476.7 1 79.16667 2 R.AFIVWLANGDTLR.V 150 2 *
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012426.01242 2 4.7313 0.3763 2500.79 2497.9 1 45.652176 2 R.LALSPNAQVLALASGSSIHLYNTR.R 337 2 *
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.009940.00994 2 3.6543 0.3661 1690.69 1690.8 1 70 1 K.GHSAAVHSFAFSNDSR.R 277 2 *
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013114.0131 2 3.2472 0.1375 2498.83 2497.9 4 30.434782 2 R.LALSPNAQVLALASGSSIHLYNTR.R 337 2 *
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1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.010505.01050 2 3.8144 0.4252 1790.79 1790 1 73.333336 4 R.VHGECIANLSFDITGR.F 371 2 *
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.008951.0089 2 2.2764 0.2316 1163.91 1165.3 1 75 1 K.PQQHNFTHR.L 72 2 *
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_036585.1| gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sapiens] 5 13 17.4 447 49798 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007667.0076 2 2.7653 0.318 1690.51 1690.8 3 56.666668 1 K.GHSAAVHSFAFSNDSR.R 277 2 *
1895 ENSG00000187838:ENSMUSG00000019461:ENSRNOG00000027914 PLSCR3 gi|31543417|ref|NP_065093.2| gi|31543417|ref|NP_065093.2| phospholipid scramblase 3 [Homo sapiens] 1 5 6.8 295 31648 6.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016042.01604 2 5.4929 0.2983 2254.41 2251.5 1 68.42105 3 R.EALTDADDFGLQFPLDLDVR.V 246 2 *
1895 ENSG00000187838:ENSMUSG00000019461:ENSRNOG00000027914 PLSCR3 gi|31543417|ref|NP_065093.2| gi|31543417|ref|NP_065093.2| phospholipid scramblase 3 [Homo sapiens] 1 5 6.8 295 31648 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3991.399 2 4.1095 0.3325 2252.97 2251.5 1 52.63158 2 R.EALTDADDFGLQFPLDLDVR.V 246 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.009195.009195 2 4.6996 0.4757 2279.29 2280.5 1 55.555557 3 K.EAEHHCLLHSPIPVNCPIR.L 224 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_PHA_lymphocytes_Ti_103.011051.011051 2 4.2887 0.3741 1828.37 1827 1 71.42857 2 K.YSEEGVYNVQYSFIK.E 209 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_PHA_lymphocytes_Ti_110.010381.010381 2 4.6098 0.339 2450.67 2450.8 1 55 2 R.LLHGMKDDIVPWHTSMQVADR.V 243 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_NT_lymphocytes_Ti_109.014597.014597.2 2 2.8113 0.1921 1641.37 1643 2 50 1 K.VVALIGVATAADTLVTK.F 169 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_NT_lymphocytes_Ti_111.000285.000285.2 2 3.2745 0.1349 1851.37 1849.1 1 50 2 K.ADIQLLVYTIDDLIDK.L 285 2 *
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_060864.1| gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 [Homo sapiens] 6 12 28.8 306 33933 8.6 HsSD-NE_NT_lymphocytes_Ti_112.012425.012425.3 3 3.6486 0.216 2449.91 2450.8 1 38.75 2 R.LLHGMKDDIVPWHTSMQVADR.V 243 2 *
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_006825.1| gi|5803133|ref|NP_006825.1| "RAB32, member RAS oncogene family [Homo sapiens] " 5 7 29.3 225 24997 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.009989.00998 1 2.6781 0.2322 1329.6 1329.5 2 60.000004 1 R.LQLWDIAGQER.F 77 2
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_006825.1| gi|5803133|ref|NP_006825.1| "RAB32, member RAS oncogene family [Homo sapiens] " 5 7 29.3 225 24997 6.5 HsNaOH-NE_NT_lymphocytes_Ti_112.009910.00991 2 3.3224 0.2955 1478.53 1478.7 1 80 2 R.YVHQLFSQHYR.A 45 2 *
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_006825.1| gi|5803133|ref|NP_006825.1| "RAB32, member RAS oncogene family [Homo sapiens] " 5 7 29.3 225 24997 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007086.0070 2 3.0634 0.2185 1614.83 1613.6 1 65.38461 2 K.DSSQSPSQVDQFCK.E 150 2 *
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_006825.1| gi|5803133|ref|NP_006825.1| "RAB32, member RAS oncogene family [Homo sapiens] " 5 7 29.3 225 24997 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.009440.00944 1 2.4724 0.1749 1468.96 1467.6 1 58.333332 1 K.EHGFAGWFETSAK.D 164 2 *
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_006825.1| gi|5803133|ref|NP_006825.1| "RAB32, member RAS oncogene family [Homo sapiens] " 5 7 29.3 225 24997 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.011530.0115 2 2.6278 0.3188 1742.77 1741.1 1 46.875 1 K.VHLPNGSPIPAVLLANK.C 128 2 *
1898 ENSG00000185245:ENSMUSG00000050675:ENSRNOG00000025959 GP1BA gi|150417978|ref|NP_000164.4| gi|150417978|ref|NP_000164.4| platelet glycoprotein Ib alpha polypeptide precursor [Homo sapiens] 2 3 8 639 70248 6.5 HsSD-NE_NT_lymphocytes_PK_101.012093.012093. 1 1.8044 0.2405 925.97 923.11 8 56.25 1 V.GPLVAGRRP.S 607 0 *
1898 ENSG00000185245:ENSMUSG00000050675:ENSRNOG00000025959 GP1BA gi|150417978|ref|NP_000164.4| gi|150417978|ref|NP_000164.4| platelet glycoprotein Ib alpha polypeptide precursor [Homo sapiens] 2 3 8 639 70248 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.000293.0002 3 4.7244 0.4457 4500.5 4499.2 1 22.560974 2 K.LQVDGTLPVLGTLDLSHNQLQSLPLLGQTLPALTVLDVSFNR.L 86 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.007705.007705 3 3.1708 0.0866 1213.88 1213.3 1 65.625 4 R.HFRPELEER.M 441 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.014440.014440 3 4.4468 0.398 3399.35 3401.9 1 23.387096 2 R.LKPPFPADVGVFGCPTTVANVETVAVSPTICR.R 225 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.013187.013187 3 5.5338 0.3339 3248.81 3251.7 1 32.407406 1 K.LFNISGHVNHPCTVEEEMSVPLKELIEK.H 275 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_PHA_lymphocytes_Ti_106.015521.015521 2 2.3491 0.0944 2067.55 2069.2 1 47.368423 1 R.GAGAYICGEETALIESIEGK.Q 200 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_PHA_lymphocytes_Ti_107.007702.007702 2 2.5704 0.0833 1211.63 1213.3 6 81.25 1 R.HFRPELEER.M 441 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_NT_lymphocytes_Ti_109.015067.015067.3 3 4.6522 0.3906 3401.3 3401.9 1 24.193548 6 R.LKPPFPADVGVFGCPTTVANVETVAVSPTICR.R 225 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_NT_lymphocytes_Ti_110.011849.011849.3 3 3.7827 0.1375 2638.58 2639 1 36.363636 1 K.LFNISGHVNHPCTVEEEMSVPLK.E 275 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_NT_lymphocytes_Ti_110.011831.011831.2 2 3.8609 0.3804 2637.57 2639 3 36.363636 1 K.LFNISGHVNHPCTVEEEMSVPLK.E 275 2 *
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NP_009034.2| gi|20149568|ref|NP_009034.2| "NADH dehydrogenase (ubiquinone) flavoprotein 1, 51kDa precurs 8 18 21.8 464 50817 8.2 HsSD-NE_NT_lymphocytes_Ti_104.012174.012174.2 2 3.2641 0.2859 1388.75 1388.6 1 77.27273 1 R.PAEIDSLWEISK.Q 406 2 *
1900 ENSG00000134153:ENSMUSG00000055943:ENSRNOG00000005884 C15orf24 gi|9910346|ref|NP_064539.1| gi|9910346|ref|NP_064539.1| chromosome 15 open reading frame 24 [Homo sapiens] 3 7 22.3 242 26471 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012148.0121 2 3.8281 0.4677 2681.83 2682 1 43.75 3 K.TDGSFVVHDIPSGSYVVEVVSPAYR.F 80 2 *
1900 ENSG00000134153:ENSMUSG00000055943:ENSRNOG00000005884 C15orf24 gi|9910346|ref|NP_064539.1| gi|9910346|ref|NP_064539.1| chromosome 15 open reading frame 24 [Homo sapiens] 3 7 22.3 242 26471 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.010030.0100 2 2.877 0.3216 1695.51 1695 1 50 2 R.AVVPGVKPQDWISAAR.V 51 2 *
1900 ENSG00000134153:ENSMUSG00000055943:ENSRNOG00000005884 C15orf24 gi|9910346|ref|NP_064539.1| gi|9910346|ref|NP_064539.1| chromosome 15 open reading frame 24 [Homo sapiens] 3 7 22.3 242 26471 9.2 HsNaOH-NE_NT_lymphocytes_Ti_106.012032.01203 2 2.046 0.2461 2680.93 2682 4 43.75 1 K.TDGSFVVHDIPSGSYVVEVVSPAYR.F 80 2 *
1900 ENSG00000134153:ENSMUSG00000055943:ENSRNOG00000005884 C15orf24 gi|9910346|ref|NP_064539.1| gi|9910346|ref|NP_064539.1| chromosome 15 open reading frame 24 [Homo sapiens] 3 7 22.3 242 26471 9.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008348.00834 2 3.1247 0.3698 1442.79 1442.7 1 75 1 R.VLVDGEEHVGFLK.T 67 2 *
1901 ENSG00000048162:ENSMUSG00000025869:ENSRNOG00000023413 HSPC111 gi|148747209|ref|NP_057475.2| gi|148747209|ref|NP_057475.2| hypothetical protein LOC51491 [Homo sapiens] 3 5 12.9 178 21188 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.015930.0159 2 3.1071 0.2494 1890.53 1888.1 1 50 1 R.FYPAEWQDFLDSLQK.R 158 2 *
1901 ENSG00000048162:ENSMUSG00000025869:ENSRNOG00000023413 HSPC111 gi|148747209|ref|NP_057475.2| gi|148747209|ref|NP_057475.2| hypothetical protein LOC51491 [Homo sapiens] 3 5 12.9 178 21188 9.9 HsNaOH-NE_NT_lymphocytes_Ti_111.013560.01356 2 3.306 0.2179 2046.83 2044.3 1 63.333332 3 K.RFYPAEWQDFLDSLQK.R 157 2 *
1901 ENSG00000048162:ENSMUSG00000025869:ENSRNOG00000023413 HSPC111 gi|148747209|ref|NP_057475.2| gi|148747209|ref|NP_057475.2| hypothetical protein LOC51491 [Homo sapiens] 3 5 12.9 178 21188 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.006246.0062 2 2.1529 0.1019 867.55 864.94 4 91.66667 1 R.HAWDHAK.S 41 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_NT_lymphocytes_Ti_112.014063.01406 2 3.9339 0.4393 2216.29 2215.6 1 50 1 K.TAATAGIIGWVYGGIPAFIHAK.Q 80 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_NT_lymphocytes_Ti_114.013745.01374 3 4.0544 0.3746 2215.73 2215.6 1 33.333336 1 K.TAATAGIIGWVYGGIPAFIHAK.Q 80 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.010660.0106 2 2.7476 0.2265 2123.81 2125.3 1 56.25 1 K.RLPYVPEPYYPESGWDR.L 41 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.008939.00893 3 4.3226 0.2478 2880.29 2880.1 1 37.5 1 R.LQVTEHLPEKIESSLQEDEPENDAK.K 240 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.010990.0109 2 2.7253 0.1686 1971.83 1969.2 7 46.666668 1 R.LPYVPEPYYPESGWDR.L 42 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.010920.01092 2 4.2469 0.3658 2123.87 2125.3 1 59.375 2 K.RLPYVPEPYYPESGWDR.L 41 2 *
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NP_057673.2| gi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [Homo sapiens] 5 8 22.5 285 32178 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.013886.0138 2 3.7806 0.3722 2216.21 2215.6 1 47.61905 1 K.TAATAGIIGWVYGGIPAFIHAK.Q 80 2 *
1903 ENSG00000131475:ENSMUSG00000078656:NA VPS25 gi|14150155|ref|NP_115729.1| gi|14150155|ref|NP_115729.1| vacuolar protein sorting 25 [Homo sapiens] 4 6 17 176 20748 6.3 HsSD-NE_PHA_lymphocytes_Ti_106.015721.015721 2 2.8342 0.1831 1770.09 1767.1 1 67.85714 2 R.KLPVESIQIVLEELR.K 68 2 *
1903 ENSG00000131475:ENSMUSG00000078656:NA VPS25 gi|14150155|ref|NP_115729.1| gi|14150155|ref|NP_115729.1| vacuolar protein sorting 25 [Homo sapiens] 4 6 17 176 20748 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.012968.012968 2 2.4463 0.0897 1896.61 1895.3 3 56.666668 1 R.KLPVESIQIVLEELRK.K 68 2 *
1903 ENSG00000131475:ENSMUSG00000078656:NA VPS25 gi|14150155|ref|NP_115729.1| gi|14150155|ref|NP_115729.1| vacuolar protein sorting 25 [Homo sapiens] 4 6 17 176 20748 6.3 HsSD-NE_PHA_lymphocytes_Ti_111.013822.013822 3 3.4588 0.3817 1895.09 1895.3 1 46.666668 1 R.KLPVESIQIVLEELRK.K 68 2 *
1903 ENSG00000131475:ENSMUSG00000078656:NA VPS25 gi|14150155|ref|NP_115729.1| gi|14150155|ref|NP_115729.1| vacuolar protein sorting 25 [Homo sapiens] 4 6 17 176 20748 6.3 HsNaOH-NE_NT_lymphocytes_Ti_109.013314.01331 2 3.37 0.2289 1681.55 1679.9 1 69.230774 2 R.FPPFFTLQPNVDTR.Q 13 2 *
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.016787.01678 2 3.3714 0.1986 1776.61 1774.2 1 68.75 2 R.ILCGALVFPTIATIVGK.L 209 2
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_NT_lymphocytes_Ti_115.017696.01769 2 4.9021 0.2475 2236.71 2235.9 1 57.5 2 R.ADPLFLLIGLPTIPVMLILGK.M 137 2
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.016392.0163 2 3.1657 0.2803 1775.59 1774.2 1 53.125 1 R.ILCGALVFPTIATIVGK.L 209 2
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010821.01082 2 3.6339 0.2629 1910.67 1910.2 1 60.000004 2 R.VACPQCNAEYLIVFPK.L 63 2
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013665.01366 2 4.1856 0.4686 1430.29 1430.7 1 87.5 2 K.LGPVVYVLDLADR.L 79 2
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 5-Mar gi|8923415|ref|NP_060294.1| gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger (C3HC4) 5 [Homo sapiens] 4 14 24.1 278 31232 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.019312.0193 2 4.5508 0.2976 2235.43 2235.9 1 55 5 R.ADPLFLLIGLPTIPVMLILGK.M 137 2
1905 ENSG00000167904:ENSMUSG00000028232:ENSRNOG00000008872 TMEM68 gi|22748883|ref|NP_689630.1| gi|22748883|ref|NP_689630.1| transmembrane protein 68 [Homo sapiens] 2 5 12.5 257 29542 7.4 HsSD-NE_PHA_lymphocytes_PK_114.020009.020009 2 3.4702 0.2 2118.43 2116.5 1 50 3 G.FAQVAIDAKVTKNAVQALID.K 220 0 *
1905 ENSG00000167904:ENSMUSG00000028232:ENSRNOG00000008872 TMEM68 gi|22748883|ref|NP_689630.1| gi|22748883|ref|NP_689630.1| transmembrane protein 68 [Homo sapiens] 2 5 12.5 257 29542 7.4 HsNaOH-NE_NT_lymphocytes_Ti_108.013010.01301 2 3.6437 0.2882 1315.29 1314.6 1 86.36364 2 R.IPGNIMSALLER.F 244 2 *
1906 ENSG00000178802:ENSMUSG00000032306:ENSRNOG00000018898 MPI gi|4505235|ref|NP_002426.1| gi|4505235|ref|NP_002426.1| mannose-6- phosphate isomerase [Homo sapiens] 4 8 16.1 423 46656 6 HsSD-NE_PHA_lymphocytes_PK_109.020794.020794 2 3.4121 0.3436 2212.41 2211.5 1 47.22222 3 A.LTPFQGLCGFRPVEEIVTF.L 142 0 *
1906 ENSG00000178802:ENSMUSG00000032306:ENSRNOG00000018898 MPI gi|4505235|ref|NP_002426.1| gi|4505235|ref|NP_002426.1| mannose-6- phosphate isomerase [Homo sapiens] 4 8 16.1 423 46656 6 HsSD-NE_PHA_lymphocytes_PK_110.015239.015239 2 3.1972 0.1929 1319.85 1317.6 1 75 2 L.KLTEPKDLLIF.R 407 0 *
1906 ENSG00000178802:ENSMUSG00000032306:ENSRNOG00000018898 MPI gi|4505235|ref|NP_002426.1| gi|4505235|ref|NP_002426.1| mannose-6- phosphate isomerase [Homo sapiens] 4 8 16.1 423 46656 6 HsSD-NE_NT_lymphocytes_Ti_102.016128.016128.2 2 4.5004 0.4543 2457.25 2456.8 1 57.5 2 R.SQEDPYLSIYDPPVPDFTIMK.T 329 2 *
1906 ENSG00000178802:ENSMUSG00000032306:ENSRNOG00000018898 MPI gi|4505235|ref|NP_002426.1| gi|4505235|ref|NP_002426.1| mannose-6- phosphate isomerase [Homo sapiens] 4 8 16.1 423 46656 6 HsSD-NE_PHA_lymphocytes_PK_103.000600.000600 2 3.6239 0.2242 1807.65 1807 1 68.75 1 Q.AAAGNNMEDIFGELLLQ.L 224 0 *
1907 ENSG00000111711:NA:ENSRNOG00000012695 GOLT1B gi|7705636|ref|NP_057156.1| gi|7705636|ref|NP_057156.1| golgi transport 1 homolog B [Homo sapiens] 1 4 10.9 138 15426 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.012926.0129 2 3.8502 0.3082 1603.77 1605 1 71.42857 3 R.RVPVLGSLLNLPGIR.S 111 2 *
1907 ENSG00000111711:NA:ENSRNOG00000012695 GOLT1B gi|7705636|ref|NP_057156.1| gi|7705636|ref|NP_057156.1| golgi transport 1 homolog B [Homo sapiens] 1 4 10.9 138 15426 10.3 HsSD-NE_NT_lymphocytes_Ti_114.013096.013096.2 2 3.8313 0.273 1607.31 1605 1 71.42857 1 R.RVPVLGSLLNLPGIR.S 111 2 *
1908 ENSG00000173660:ENSMUSG00000063882:ENSRNOG00000012550 UQCRH gi|83627705|ref|NP_005995.2| gi|83627705|ref|NP_005995.2| ubiquinol-cytochrome c reductase hinge protein [Homo sapiens] 2 2 19.8 91 10739 4.4 HsSD-NE_PHA_lymphocytes_PK_105.015910.015910 2 2.8406 0.2359 2009.75 2010 1 53.333336 1 R.SHTEEDCTEELFDFLH.A 61 1
1908 ENSG00000173660:ENSMUSG00000063882:ENSRNOG00000012550 UQCRH gi|83627705|ref|NP_005995.2| gi|83627705|ref|NP_005995.2| ubiquinol-cytochrome c reductase hinge protein [Homo sapiens] 2 2 19.8 91 10739 4.4 HsSD-NE_NT_lymphocytes_Ti_105.016245.016245.2 2 3.447 0.341 2235.99 2237.3 3 41.17647 1 R.SHTEEDCTEELFDFLHAR.D 61 2 *
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NP_064632.2| gi|34147522|ref|NP_064632.2| "chaperone, ABC1 activity of bc1 complex like precursor [Homo sa 5 12 12.5 647 71950 7 HsSD-NE_PHA_lymphocytes_PK_112.003548.003548 2 3.9145 0.3215 2355.91 2356.6 1 55.263157 6 K.GHPFFYVPEIVDELCSPHVL.T 424 1 *
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NP_064632.2| gi|34147522|ref|NP_064632.2| "chaperone, ABC1 activity of bc1 complex like precursor [Homo sa 5 12 12.5 647 71950 7 HsSD-NE_PHA_lymphocytes_PK_110.001632.001632 2 2.8035 0.1738 1995.33 1994.4 5 46.875 1 S.NMLPEGLFPEHLIDVLR.R 383 1 *
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NP_064632.2| gi|34147522|ref|NP_064632.2| "chaperone, ABC1 activity of bc1 complex like precursor [Homo sa 5 12 12.5 647 71950 7 HsSD-NE_PHA_lymphocytes_PK_106.019682.019682 2 3.9508 0.2484 1917.61 1918.2 1 66.66667 2 F.FYVPEIVDELCSPHVL.T 428 0 *
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NP_064632.2| gi|34147522|ref|NP_064632.2| "chaperone, ABC1 activity of bc1 complex like precursor [Homo sa 5 12 12.5 647 71950 7 HsSD-NE_NT_lymphocytes_Ti_110.021400.021400.3 3 3.8043 0.3571 4627.61 4629.1 1 19.375 1 K.GHPFFYVPEIVDELCSPHVLTTELVSGFPLDQAEGLSQEIR.N 424 2 *
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NP_064632.2| gi|34147522|ref|NP_064632.2| "chaperone, ABC1 activity of bc1 complex like precursor [Homo sa 5 12 12.5 647 71950 7 HsSD-NE_NT_lymphocytes_Ti_111.013167.013167.3 3 3.7809 0.2157 2648.81 2649 1 35.227272 2 R.DKLEYFEERPFAAASIGQVHLAR.M 326 2 *
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NP_653086.1| gi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sapiens] 4 8 21.7 299 32583 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010020.01002 2 4.9957 0.42 2305.69 2303.5 1 60.526318 2 R.AVLTCSEQDGSPPSEYTWFK.D 149 2 *
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NP_653086.1| gi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sapiens] 4 8 21.7 299 32583 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008026.00802 2 4.3591 0.451 2416.61 2414.5 1 54.761906 1 R.EDTGTYTCMVSEEGGNSYGEVK.V 102 2 *
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NP_653086.1| gi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sapiens] 4 8 21.7 299 32583 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008286.0082 2 3.7255 0.4553 2413.93 2414.5 1 42.857143 1 R.EDTGTYTCMVSEEGGNSYGEVK.V 102 2 *
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NP_653086.1| gi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sapiens] 4 8 21.7 299 32583 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011319.0113 3 3.8668 0.3859 2373.41 2374.8 1 37.5 1 K.LIVLVPPSKPTVNIPSSATIGNR.A 126 2 *
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NP_653086.1| gi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sapiens] 4 8 21.7 299 32583 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011260.0112 2 4.1687 0.3835 2375.35 2374.8 1 40.909092 3 K.LIVLVPPSKPTVNIPSSATIGNR.A 126 2 *
1911 ENSG00000116157:ENSMUSG00000028597:ENSRNOG00000009751 GPX7 gi|15618997|ref|NP_056511.2| gi|15618997|ref|NP_056511.2| glutathione peroxidase 7 [Homo sapiens] 1 5 17.6 187 20996 8.3 HsNaOH-NE_NT_lymphocytes_Ti_113.011744.01174 3 5.0873 0.4477 3830.75 3831.1 1 23.4375 2 R.DLGPHHFNVLAFPCNQFGQQEPDSNKEIESFAR.R 73 2 *
1911 ENSG00000116157:ENSMUSG00000028597:ENSRNOG00000009751 GPX7 gi|15618997|ref|NP_056511.2| gi|15618997|ref|NP_056511.2| glutathione peroxidase 7 [Homo sapiens] 1 5 17.6 187 20996 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.011924.0119 3 7.2307 0.5505 3830.18 3831.1 1 32.8125 3 R.DLGPHHFNVLAFPCNQFGQQEPDSNKEIESFAR.R 73 2 *
1912 ENSG00000159176:ENSMUSG00000026421:ENSRNOG00000008937 CSRP1 gi|4758086|ref|NP_004069.1| gi|4758086|ref|NP_004069.1| cysteine and glycine-rich protein 1 [Homo sapiens] 3 7 26.4 193 20567 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.010118.010118 2 5.2166 0.4322 2046.69 2046.2 1 71.875 4 K.TVYFAEEVQCEGNSFHK.S 16 2 *
1912 ENSG00000159176:ENSMUSG00000026421:ENSRNOG00000008937 CSRP1 gi|4758086|ref|NP_004069.1| gi|4758086|ref|NP_004069.1| cysteine and glycine-rich protein 1 [Homo sapiens] 3 7 26.4 193 20567 8.6 HsSD-NE_PHA_lymphocytes_Ti_101.008412.008412 2 4.0713 0.4103 1939.33 1937.1 1 68.75 1 K.NLDSTTVAVHGEEIYCK.S 43 2 *
1912 ENSG00000159176:ENSMUSG00000026421:ENSRNOG00000008937 CSRP1 gi|4758086|ref|NP_004069.1| gi|4758086|ref|NP_004069.1| cysteine and glycine-rich protein 1 [Homo sapiens] 3 7 26.4 193 20567 8.6 HsSD-NE_NT_lymphocytes_Ti_111.009871.009871.2 2 3.733 0.3459 1843.15 1844 1 56.25 2 K.HEEAPGHRPTTNPNASK.F 92 2 *
1913 ENSG00000134255:ENSMUSG00000040774:ENSRNOG00000017723 CEPT1 gi|56118223|ref|NP_001007795.1| gi|56118223|ref|NP_001007795.1| choline/ethanolaminephosphotransferase [Homo sapiens] 2 11 8.7 416 46554 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.020619.02061 2 4.6426 0.3408 2022.53 2021.4 1 76.666664 4 R.SLLEPLMQGYWEWLVR.R 62 2 *
1913 ENSG00000134255:ENSMUSG00000040774:ENSRNOG00000017723 CEPT1 gi|56118223|ref|NP_001007795.1| gi|56118223|ref|NP_001007795.1| choline/ethanolaminephosphotransferase [Homo sapiens] 2 11 8.7 416 46554 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.020096.0200 2 5.0806 0.3544 2023.81 2021.4 1 73.333336 5 R.SLLEPLMQGYWEWLVR.R 62 2 *
1913 ENSG00000134255:ENSMUSG00000040774:ENSRNOG00000017723 CEPT1 gi|56118223|ref|NP_001007795.1| gi|56118223|ref|NP_001007795.1| choline/ethanolaminephosphotransferase [Homo sapiens] 2 11 8.7 416 46554 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.014574.0145 2 4.2009 0.4061 2342.03 2339.6 1 55.263157 2 K.IFPALCTVAGTIFSCTNYFR.V 248 2 *
1914 ENSG00000100721:ENSMUSG00000041359:ENSRNOG00000025233 TCL1A gi|148922879|ref|NP_001092195.1| gi|148922879|ref|NP_001092195.1| T-cell leukemia/lymphoma 1A [Homo sapiens] 1 3 26.3 114 13460 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.018333.01833 3 3.7712 0.2751 3380.45 3382 1 25 1 R.EDVVLGRPMTPTQIGPSLLPIMWQLYPDGR.Y 54 2 *
1914 ENSG00000100721:ENSMUSG00000041359:ENSRNOG00000025233 TCL1A gi|148922879|ref|NP_001092195.1| gi|148922879|ref|NP_001092195.1| T-cell leukemia/lymphoma 1A [Homo sapiens] 1 3 26.3 114 13460 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.018027.0180 3 4.4363 0.2562 3383.75 3382 1 29.310345 2 R.EDVVLGRPMTPTQIGPSLLPIMWQLYPDGR.Y 54 2 *
1915 ENSG00000113048:ENSMUSG00000041632:ENSRNOG00000017272 MRPS27 gi|16950609|ref|NP_055899.1| gi|16950609|ref|NP_055899.1| mitochondrial ribosomal protein S27 [Homo sapiens] 3 7 11.1 414 47669 6 HsSD-NE_PHA_lymphocytes_PK_107.016222.016222 2 4.5735 0.3942 1904.39 1904.1 1 60.000004 4 L.VNKVQYGIFPDNFTFN.L 130 0 *
1915 ENSG00000113048:ENSMUSG00000041632:ENSRNOG00000017272 MRPS27 gi|16950609|ref|NP_055899.1| gi|16950609|ref|NP_055899.1| mitochondrial ribosomal protein S27 [Homo sapiens] 3 7 11.1 414 47669 6 HsSD-NE_PHA_lymphocytes_PK_114.015408.015408 2 3.0143 0.3391 1902.69 1904.2 2 50 2 V.YHNMPLIWKPGYLDR.A 244 1 *
1915 ENSG00000113048:ENSMUSG00000041632:ENSRNOG00000017272 MRPS27 gi|16950609|ref|NP_055899.1| gi|16950609|ref|NP_055899.1| mitochondrial ribosomal protein S27 [Homo sapiens] 3 7 11.1 414 47669 6 HsSD-NE_NT_lymphocytes_Ti_103.014422.014422.2 2 3.0196 0.207 1631.63 1631.9 1 60.714287 1 K.IESEGLLSLTTQLVK.E 347 2 *
1916 ENSG00000165678:ENSMUSG00000041028:ENSRNOG00000013961 GHITM gi|118200356|ref|NP_055209.2| gi|118200356|ref|NP_055209.2| growth hormone inducible transmembrane protein [Homo sapiens] 2 9 8.7 345 37205 9.9 HsNaOH-NE_NT_lymphocytes_Ti_114.017280.01728 2 5.5115 0.4138 2441.85 2438.9 1 60.526318 2 K.YDPINSMLSIYMDTLNIFMR.V 313 2 *
1916 ENSG00000165678:ENSMUSG00000041028:ENSRNOG00000013961 GHITM gi|118200356|ref|NP_055209.2| gi|118200356|ref|NP_055209.2| growth hormone inducible transmembrane protein [Homo sapiens] 2 9 8.7 345 37205 9.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012657.01265 2 2.2358 0.1023 1240.43 1240.6 9 66.66667 1 R.TPVLMNFMMR.G 148 2 *
1916 ENSG00000165678:ENSMUSG00000041028:ENSRNOG00000013961 GHITM gi|118200356|ref|NP_055209.2| gi|118200356|ref|NP_055209.2| growth hormone inducible transmembrane protein [Homo sapiens] 2 9 8.7 345 37205 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.018435.0184 2 4.155 0.3528 2440.89 2438.9 1 55.263157 6 K.YDPINSMLSIYMDTLNIFMR.V 313 2 *
1917 ENSG00000197045:ENSMUSG00000062014:ENSRNOG00000010061 GMFB gi|4758442|ref|NP_004115.1| gi|4758442|ref|NP_004115.1| "glia maturation factor, beta [Homo sapiens] " 2 9 35.2 142 16713 5.3 HsNaOH-NE_NT_lymphocytes_Ti_111.013277.01327 2 2.3773 0.1877 3114.31 3113.5 5 26.923079 1 R.VSYPLCFIFSSPVGCKPEQQMMYAGSK.N 82 2
1917 ENSG00000197045:ENSMUSG00000062014:ENSRNOG00000010061 GMFB gi|4758442|ref|NP_004115.1| gi|4758442|ref|NP_004115.1| "glia maturation factor, beta [Homo sapiens] " 2 9 35.2 142 16713 5.3 HsSD-NE_NT_lymphocytes_Ti_104.014213.014213.2 2 4.8412 0.338 2640.27 2638.9 1 50 2 R.LVVLDEELEGISPDELKDELPER.Q 42 2 *
1917 ENSG00000197045:ENSMUSG00000062014:ENSRNOG00000010061 GMFB gi|4758442|ref|NP_004115.1| gi|4758442|ref|NP_004115.1| "glia maturation factor, beta [Homo sapiens] " 2 9 35.2 142 16713 5.3 HsSD-NE_NT_lymphocytes_Ti_110.015677.015677.2 2 3.2667 0.3213 3112.25 3113.5 1 36.53846 6 R.VSYPLCFIFSSPVGCKPEQQMMYAGSK.N 82 2
1918 ENSG00000204273:ENSMUSG00000041538:ENSRNOG00000000454 HLA-DOB gi|4504403|ref|NP_002111.1| gi|4504403|ref|NP_002111.1| "major histocompatibility complex, class II, DO beta precursor [Hom 1 7 3.7 273 30822 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.014049.0140 2 3.416 0.274 1332.15 1330.5 1 88.88889 6 R.FIFNLEEYVR.F 56 2 *
1918 ENSG00000204273:ENSMUSG00000041538:ENSRNOG00000000454 HLA-DOB gi|4504403|ref|NP_002111.1| gi|4504403|ref|NP_002111.1| "major histocompatibility complex, class II, DO beta precursor [Hom 1 7 3.7 273 30822 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.014320.01432 2 3.2185 0.2623 1331.63 1330.5 1 88.88889 1 R.FIFNLEEYVR.F 56 2 *
1919 ENSG00000109107:ENSMUSG00000017390:ENSRNOG00000011452 ALDOC gi|4885063|ref|NP_005156.1| gi|4885063|ref|NP_005156.1| fructose-bisphosphate aldolase C [Homo sapiens] 2 4 14 364 39456 6.9 HsSD-NE_PHA_lymphocytes_Ti_101.012424.012424 3 4.6399 0.3399 3177.47 3178.5 2 25.925926 1 R.YASICQQNGIVPIVEPEILPDGDHDLKR.C 174 2
1919 ENSG00000109107:ENSMUSG00000017390:ENSRNOG00000011452 ALDOC gi|4885063|ref|NP_005156.1| gi|4885063|ref|NP_005156.1| fructose-bisphosphate aldolase C [Homo sapiens] 2 4 14 364 39456 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009815.0098 2 4.1735 0.1988 2274.43 2274.4 2 40.909092 2 K.GVVPLAGTDGETTTQGLDGLSER.C 112 2 *
1919 ENSG00000109107:ENSMUSG00000017390:ENSRNOG00000011452 ALDOC gi|4885063|ref|NP_005156.1| gi|4885063|ref|NP_005156.1| fructose-bisphosphate aldolase C [Homo sapiens] 2 4 14 364 39456 6.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2939.293 3 4.0605 0.1983 3181.45 3178.5 1 27.777779 1 R.YASICQQNGIVPIVEPEILPDGDHDLKR.C 174 2
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_002563.1| gi|4505585|ref|NP_002563.1| "platelet-activating factor acetylhydrolase, isoform Ib, beta subunit 3 5 7 31.4 229 25569 5.9 HsSD-NE_PHA_lymphocytes_Ti_112.015690.015690 2 3.3836 0.3399 2930.49 2928.3 1 36.95652 2 K.DKEPDVLFVGDSMVQLMQQYEIWR.E 37 2 *
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_002563.1| gi|4505585|ref|NP_002563.1| "platelet-activating factor acetylhydrolase, isoform Ib, beta subunit 3 5 7 31.4 229 25569 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.014112.014112 2 3.1351 0.2671 2046.65 2046.3 1 50 2 R.ELFSPLHALNFGIGGDTTR.H 61 2 *
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_002563.1| gi|4505585|ref|NP_002563.1| "platelet-activating factor acetylhydrolase, isoform Ib, beta subunit 3 5 7 31.4 229 25569 5.9 HsSD-NE_PHA_lymphocytes_Ti_111.014333.014333 2 2.1052 0.0863 2450.83 2451.8 3 34.210526 1 K.ICKPLHELIMQLLEETPEEK.Q 205 2 *
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_002563.1| gi|4505585|ref|NP_002563.1| "platelet-activating factor acetylhydrolase, isoform Ib, beta subunit 3 5 7 31.4 229 25569 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.012285.01228 2 3.5219 0.1772 994.45 994.31 7 87.5 1 K.IIVLGLLPR.G 134 2 *
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_002563.1| gi|4505585|ref|NP_002563.1| "platelet-activating factor acetylhydrolase, isoform Ib, beta subunit 3 5 7 31.4 229 25569 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.014036.01403 3 3.9089 0.3255 2046.14 2046.3 1 44.444447 1 R.ELFSPLHALNFGIGGDTTR.H 61 2 *
1921 ENSG00000107566:ENSMUSG00000025198:ENSRNOG00000012911 ERLIN1 gi|5453706|ref|NP_006450.1| gi|109460161|ref|XP_219858.4|;gi|154800489|ref|NP_001094 ER lipid raft associated 1 [Homo sapiens] 3 5 11.3 346 38926 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017831.0178 2 2.9271 0.1087 1952.13 1950.3 1 53.125 1 R.IEVVNMLAPYAVFDIVR.N 89 2
1921 ENSG00000107566:ENSMUSG00000025198:ENSRNOG00000012911 ERLIN1 gi|5453706|ref|NP_006450.1| gi|109460161|ref|XP_219858.4|;gi|154800489|ref|NP_001094 ER lipid raft associated 1 [Homo sapiens] 3 5 11.3 346 38926 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009540.0095 2 4.2432 0.2714 1338.39 1335.5 1 90.909096 2 K.ISEIEDAAFLAR.E 242 2
1921 ENSG00000107566:ENSMUSG00000025198:ENSRNOG00000012911 ERLIN1 gi|5453706|ref|NP_006450.1| gi|109460161|ref|XP_219858.4|;gi|154800489|ref|NP_001094 ER lipid raft associated 1 [Homo sapiens] 3 5 11.3 346 38926 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1198.119 2 2.6938 0.1016 1190.81 1190.3 1 77.77778 1 K.VVEKEAETER.K 202 2
1921 ENSG00000107566:ENSMUSG00000025198:ENSRNOG00000012911 ERLIN1 gi|5453706|ref|NP_006450.1| gi|109460161|ref|XP_219858.4|;gi|154800489|ref|NP_001094 ER lipid raft associated 1 [Homo sapiens] 3 5 11.3 346 38926 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2484.248 2 4.7373 0.3838 1335.63 1335.5 1 90.909096 1 R.ISEIEDAAFLAR.E 242 2
1922 ENSG00000158467:ENSMUSG00000029772:ENSRNOG00000039300 KIAA0828 gi|24308043|ref|NP_056143.1| gi|24308043|ref|NP_056143.1| S-adenosylhomocysteine hydrolase-like 2 [Homo sapiens] 3 5 5.6 611 66721 7.4 HsNaOH-NE_NT_lymphocytes_PK_105.010316.0103 2 2.6375 0.1843 1016.35 1016 4 87.5 1 L.DDGGDLTHW.I 309 0
1922 ENSG00000158467:ENSMUSG00000029772:ENSRNOG00000039300 KIAA0828 gi|24308043|ref|NP_056143.1| gi|24308043|ref|NP_056143.1| S-adenosylhomocysteine hydrolase-like 2 [Homo sapiens] 3 5 5.6 611 66721 7.4 HsSD-NE_PHA_lymphocytes_PK_106.015094.015094 2 3.0022 0.1948 1352.37 1352.6 1 72.72727 2 A.LAESGFPVFAWK.G 271 1 *
1922 ENSG00000158467:ENSMUSG00000029772:ENSRNOG00000039300 KIAA0828 gi|24308043|ref|NP_056143.1| gi|24308043|ref|NP_056143.1| S-adenosylhomocysteine hydrolase-like 2 [Homo sapiens] 3 5 5.6 611 66721 7.4 HsSD-NE_PHA_lymphocytes_PK_106.013757.013757 2 3.6783 0.3191 1843.39 1843.9 1 69.230774 2 W.KGESEDDFWWCIDR.C 282 1
1923 ENSG00000129450:ENSMUSG00000030474:ENSRNOG00000022640 SIGLEC9 gi|23943856|ref|NP_055256.1| gi|23943856|ref|NP_055256.1| sialic acid binding Ig-like lectin 9 [Homo sapiens] 3 4 12.1 463 50082 7.3 HsNaOH-NE_NT_lymphocytes_Ti_113.012995.01299 2 3.1288 0.4211 2571.47 2571.9 7 36.363636 1 R.GLTLCPSQPSNPGVLELPWVHLR.D 291 2 *
1923 ENSG00000129450:ENSMUSG00000030474:ENSRNOG00000022640 SIGLEC9 gi|23943856|ref|NP_055256.1| gi|23943856|ref|NP_055256.1| sialic acid binding Ig-like lectin 9 [Homo sapiens] 3 4 12.1 463 50082 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.1646.164 2 4.8147 0.3876 1841.61 1841.9 1 61.764706 2 R.EGANTDQDAPVATNNPAR.A 64 2 *
1923 ENSG00000129450:ENSMUSG00000030474:ENSRNOG00000022640 SIGLEC9 gi|23943856|ref|NP_055256.1| gi|23943856|ref|NP_055256.1| sialic acid binding Ig-like lectin 9 [Homo sapiens] 3 4 12.1 463 50082 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2024.202 2 3.9499 0.3603 1587.04 1584.7 1 67.85714 1 R.LVCAVDAVDSNPPAR.L 270 2 *
1924 ENSG00000185787:ENSMUSG00000062270:ENSRNOG00000014410 MORF4L1 gi|45643135|ref|NP_996670.1| gi|45643135|ref|NP_996670.1|;gi|5803102|ref|NP_006782.1|;gMORF-related gene 15 isoform 2 [Homo sapiens] 2 2 9.7 362 41474 9.3 HsSD-NE_NT_lymphocytes_PK_105.009095.009095. 2 2.5463 0.1592 1798.47 1799 2 46.875 1 N.GDGGSTSETPQPPRKKR.A 160 1
1924 ENSG00000185787:ENSMUSG00000062270:ENSRNOG00000014410 MORF4L1 gi|45643135|ref|NP_996670.1| gi|45643135|ref|NP_996670.1|;gi|5803102|ref|NP_006782.1|;gMORF-related gene 15 isoform 2 [Homo sapiens] 2 2 9.7 362 41474 9.3 HsSD-NE_NT_lymphocytes_Ti_106.015581.015581.3 3 3.6517 0.2502 2241.65 2239.6 1 42.647057 1 K.IPEELKPWLVDDWDLITR.Q 199 2
1925 ENSG00000181035:ENSMUSG00000002346:ENSRNOG00000020345 SLC25A42 gi|60460887|ref|NP_848621.1| gi|60460887|ref|NP_848621.1| "solute carrier family 25, member 42 [Homo sapiens] " 2 3 11.9 318 35437 10.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007716.00771 2 3.9999 0.4411 1661.09 1659.8 1 80 1 R.LHEDAEAVLSSSVSSK.R 12 2 *
1925 ENSG00000181035:ENSMUSG00000002346:ENSRNOG00000020345 SLC25A42 gi|60460887|ref|NP_848621.1| gi|60460887|ref|NP_848621.1| "solute carrier family 25, member 42 [Homo sapiens] " 2 3 11.9 318 35437 10.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4242.424 2 3.3442 0.3636 2221.42 2222.6 1 38.095238 2 R.LFAGALAGTTAASLTYPLDLVR.A 135 2 *
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.011893.011893 2 2.8822 0.2687 1628.63 1626.9 4 57.14286 3 R.DHADSNIVIMLVGNK.S 111 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.006632.0066 2 2.3005 0.1479 1162.47 1161.3 1 93.75 1 K.HLTYENVER.W 96 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.006738.0067 1 2.0468 0.1197 1160.55 1161.3 5 68.75 1 K.HLTYENVER.W 96 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007113.00711 2 2.2947 0.0824 981.05 981.05 8 85.71429 1 R.NEFNLESK.S 34 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011684.0116 2 3.9363 0.2849 1290.55 1290.5 1 70.83333 3 R.GAVGALLVYDIAK.H 83 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011763.01176 2 4.5039 0.2729 1291.23 1290.5 1 75 5 R.GAVGALLVYDIAK.H 83 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_105.007944.00794 2 2.5275 0.1977 1081.49 1081.2 4 88.88889 1 K.STIGVEFATR.S 42 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010842.01084 2 4.9065 0.4423 1626.49 1626.9 1 82.14286 9 R.DHADSNIVIMLVGNK.S 111 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.008211.0082 2 3.1207 0.2955 1081.79 1081.2 4 83.33333 2 K.STIGVEFATR.S 42 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_114.016391.01639 3 4.1163 0.4075 3752.45 3752.2 1 23.484848 1 R.AFAEKNGLSFIETSALDSTNVEAAFQTILTEIYR.I 141 2 *
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_PK_113.011310.0113 2 3.1205 0.231 1290.41 1288.5 1 72.72727 1 R.SIQVDGKTIKAQ.I 52 1
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.007191.0071 1 2.4839 0.0867 981.61 981.05 6 71.42857 1 R.NEFNLESK.S 34 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011498.0114 2 4.08 0.3284 1627.95 1626.9 1 67.85714 1 R.DHADSNIVIMLVGNK.S 111 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006453.00645 2 2.5175 0.2297 1160.75 1161.3 1 87.5 1 K.HLTYENVER.W 96 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsSD-NE_NT_lymphocytes_Ti_110.013290.013290.2 2 3.5966 0.3896 1628.49 1626.9 1 67.85714 5 R.DHADSNIVIMLVGNK.S 111 2
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_004654.1| gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Homo sapiens] 9 38 46.8 216 24394 6.5 HsSD-NE_NT_lymphocytes_Ti_103.009318.009318.2 2 2.6124 0.2615 1081.23 1081.2 1 77.77778 2 K.STIGVEFATR.S 42 2
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NP_714913.1| gi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 2 [Homo sapiens] 5 7 13.7 293 34961 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007967.00796 2 4.0716 0.3974 1989.07 1989.2 1 60.000004 2 K.RPYDSDNLQHEELLMK.L 118 2 *
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NP_714913.1| gi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 2 [Homo sapiens] 5 7 13.7 293 34961 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007922.0079 2 2.4042 0.086 1170.47 1170.3 6 83.33333 1 R.IFDTYVGAQR.T 34 2 *
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NP_714913.1| gi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 2 [Homo sapiens] 5 7 13.7 293 34961 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.008884.0088 2 3.098 0.2065 1492.83 1491.6 1 75 1 K.QWAEIGFQGDDPK.T 151 2 *
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NP_714913.1| gi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 2 [Homo sapiens] 5 7 13.7 293 34961 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008246.0082 2 4.0516 0.3733 2116.31 2117.4 1 62.5 2 R.KRPYDSDNLQHEELLMK.L 117 2 *
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NP_714913.1| gi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 2 [Homo sapiens] 5 7 13.7 293 34961 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008273.0082 3 4.1482 0.1606 2120.15 2117.4 1 46.875 1 R.KRPYDSDNLQHEELLMK.L 117 2 *
1928 ENSG00000103496:ENSMUSG00000030805:ENSRNOG00000019302 STX4 gi|20149560|ref|NP_004595.2| gi|20149560|ref|NP_004595.2| syntaxin 4 [Homo sapiens] 2 7 9.4 297 34180 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.011103.01110 2 4.6693 0.286 1971.07 1970.3 1 62.5 2 R.KTQHGVLSQQFVELINK.C 124 2 *
1928 ENSG00000103496:ENSMUSG00000030805:ENSRNOG00000019302 STX4 gi|20149560|ref|NP_004595.2| gi|20149560|ref|NP_004595.2| syntaxin 4 [Homo sapiens] 2 7 9.4 297 34180 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007220.00722 2 2.8296 0.1976 1119.87 1120.3 2 80 2 R.VALVVHPGTAR.L 23 2 *
1928 ENSG00000103496:ENSMUSG00000030805:ENSRNOG00000019302 STX4 gi|20149560|ref|NP_004595.2| gi|20149560|ref|NP_004595.2| syntaxin 4 [Homo sapiens] 2 7 9.4 297 34180 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.007089.0070 2 2.4865 0.0848 1119.59 1120.3 5 80 2 R.VALVVHPGTAR.L 23 2 *
1928 ENSG00000103496:ENSMUSG00000030805:ENSRNOG00000019302 STX4 gi|20149560|ref|NP_004595.2| gi|20149560|ref|NP_004595.2| syntaxin 4 [Homo sapiens] 2 7 9.4 297 34180 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.011199.0111 2 3.5436 0.2447 1972.47 1970.3 4 50 1 R.KTQHGVLSQQFVELINK.C 124 2 *
1929 ENSG00000162734:ENSMUSG00000047652:ENSRNOG00000006854 PEA15 gi|4505705|ref|NP_003759.1| gi|4505705|ref|NP_003759.1| phosphoprotein enriched in astrocytes 15 [Homo sapiens] 2 4 25.4 130 15040 5 HsSD-NE_PHA_lymphocytes_Ti_102.012696.012696 2 3.2568 0.3072 2170.97 2171.3 1 44.444447 1 K.SEEITTGSAWFSFLESHNK.L 36 2 *
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1929 ENSG00000162734:ENSMUSG00000047652:ENSRNOG00000006854 PEA15 gi|4505705|ref|NP_003759.1| gi|4505705|ref|NP_003759.1| phosphoprotein enriched in astrocytes 15 [Homo sapiens] 2 4 25.4 130 15040 5 HsSD-NE_NT_lymphocytes_Ti_107.015355.015355.2 2 3.1302 0.1595 1739.75 1736.9 1 57.692307 3 K.DNLSYIEHIFEISR.R 58 2 *
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_003672.1| gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 5 7 18.3 312 35102 6.1 HsSD-NE_NT_lymphocytes_Ti_111.011205.011205.1 1 2.6063 0.1782 1291.92 1291.5 8 60.000004 1 K.TVSTLHHVLQR.T 259 2 *
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_003672.1| gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 5 7 18.3 312 35102 6.1 HsSD-NE_NT_lymphocytes_Ti_111.011208.011208.2 2 3.5129 0.3081 1292.93 1291.5 1 75 1 K.TVSTLHHVLQR.T 259 2 *
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_003672.1| gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 5 7 18.3 312 35102 6.1 HsSD-NE_NT_lymphocytes_Ti_105.017121.017121.2 2 4.7835 0.2922 2284.53 2283.6 1 65 2 K.VVPLADIITPNQFEAELLSGR.K 140 2 *
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_003672.1| gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 5 7 18.3 312 35102 6.1 HsSD-NE_NT_lymphocytes_Ti_112.010458.010458.3 3 3.5592 0.2823 1373.42 1372.6 1 47.727272 1 R.RRNPAGSVVMER.I 207 2 *
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_003672.1| gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 5 7 18.3 312 35102 6.1 HsSD-NE_PHA_lymphocytes_PK_105.013859.013859 2 3.876 0.1635 1566.75 1566.7 1 75 2 L.NSDELQELYEGLR.L 58 1 *
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NP_066565.1| gi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo sapiens] 5 9 17.9 496 56806 7.8 HsSD-NE_PHA_lymphocytes_PK_115.014128.014128 2 4.0173 0.328 1621.33 1618.8 1 75 2 W.ALRPPGWLPQWHC.G 200 0 *
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NP_066565.1| gi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo sapiens] 5 9 17.9 496 56806 7.8 HsSD-NE_PHA_lymphocytes_PK_108.015051.01505 3 4.1426 0.3012 3537.98 3538.9 1 28.333334 2 K.LGEVVNTHGPVEPDKDNIRQEPYTLPQGFTW.D 128 1 *
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NP_066565.1| gi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo sapiens] 5 9 17.9 496 56806 7.8 HsSD-NE_PHA_lymphocytes_PK_104.016101.01610 2 3.1871 0.258 1921.39 1922 1 57.14286 1 L.LNENYVEDDDNMFRF.D 176 0
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NP_066565.1| gi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo sapiens] 5 9 17.9 496 56806 7.8 HsSD-NE_NT_lymphocytes_Ti_103.016721.016721.2 2 4.6578 0.384 1613.39 1613.8 1 80.769226 2 K.GFDVFNALDLMENK.T 446 2
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NP_066565.1| gi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo sapiens] 5 9 17.9 496 56806 7.8 HsSD-NE_NT_lymphocytes_Ti_106.014356.014356.2 2 3.2894 0.2818 1952.67 1952.2 1 56.666668 2 K.FGIGDGNLQYYLYNWK.C 467 2 *
1932 ENSG00000197296:ENSMUSG00000048486:ENSRNOG00000027434 C20orf142 gi|122937337|ref|NP_001073941.1| gi|122937337|ref|NP_001073941.1| fat-inducing transcript 2 [Homo sapiens] 1 6 6.5 262 29855 8.6 HsNaOH-NE_NT_lymphocytes_Ti_113.016905.01690 2 4.9635 0.4286 1834.83 1834.3 1 84.375 3 R.YLPWALVASMLAGSLLK.E 23 2 *
1932 ENSG00000197296:ENSMUSG00000048486:ENSRNOG00000027434 C20orf142 gi|122937337|ref|NP_001073941.1| gi|122937337|ref|NP_001073941.1| fat-inducing transcript 2 [Homo sapiens] 1 6 6.5 262 29855 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.016952.0169 2 4.9378 0.4082 1834.57 1834.3 1 78.125 3 R.YLPWALVASMLAGSLLK.E 23 2 *
1933 ENSG00000115685:ENSMUSG00000026275:ENSRNOG00000016974 PPP1R7 gi|4506013|ref|NP_002703.1| gi|4506013|ref|NP_002703.1| "protein phosphatase 1, regulatory subunit 7 [Homo sapiens] " 3 11 16.4 360 41564 4.9 HsSD-NE_PHA_lymphocytes_Ti_115.015712.015712 2 4.3701 0.3339 2589.61 2588 1 52.380955 4 K.KIENLEALTELEILDISFNLLR.N 134 2 *
1933 ENSG00000115685:ENSMUSG00000026275:ENSRNOG00000016974 PPP1R7 gi|4506013|ref|NP_002703.1| gi|4506013|ref|NP_002703.1| "protein phosphatase 1, regulatory subunit 7 [Homo sapiens] " 3 11 16.4 360 41564 4.9 HsSD-NE_PHA_lymphocytes_Ti_103.014314.014314 2 3.4743 0.295 2133.37 2132.4 4 44.444447 1 K.LQNLDALTNLTVLSMQSNR.L 223 2 *
1933 ENSG00000115685:ENSMUSG00000026275:ENSRNOG00000016974 PPP1R7 gi|4506013|ref|NP_002703.1| gi|4506013|ref|NP_002703.1| "protein phosphatase 1, regulatory subunit 7 [Homo sapiens] " 3 11 16.4 360 41564 4.9 HsSD-NE_NT_lymphocytes_Ti_103.019038.019038.2 2 4.25 0.4404 1990.37 1992.3 1 58.823532 6 R.AIENIDTLTNLESLFLGK.N 200 2 *
1934 ENSG00000105514:ENSMUSG00000019066:ENSRNOG00000011582 RAB3D gi|4759000|ref|NP_004274.1| gi|4759000|ref|NP_004274.1| "RAB3D, member RAS oncogene family [Homo sapiens] " 2 5 15.5 219 24267 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.013666.01366 2 4.0603 0.3963 1662.27 1660.8 1 67.85714 2 R.LADDLGFEFFEASAK.E 153 2 *
1934 ENSG00000105514:ENSMUSG00000019066:ENSRNOG00000011582 RAB3D gi|4759000|ref|NP_004274.1| gi|4759000|ref|NP_004274.1| "RAB3D, member RAS oncogene family [Homo sapiens] " 2 5 15.5 219 24267 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.013815.0138 2 2.9476 0.3318 1663.57 1660.8 5 50 1 R.LADDLGFEFFEASAK.E 153 2 *
1934 ENSG00000105514:ENSMUSG00000019066:ENSRNOG00000011582 RAB3D gi|4759000|ref|NP_004274.1| gi|4759000|ref|NP_004274.1| "RAB3D, member RAS oncogene family [Homo sapiens] " 2 5 15.5 219 24267 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014212.0142 2 3.875 0.373 2082.63 2081.3 1 61.11111 2 R.YADDSFTPAFVSTVGIDFK.V 42 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsSD-NE_PHA_lymphocytes_PK_110.013913.013913 2 2.8098 0.2528 1508.77 1507.7 1 77.27273 1 Y.HGPLDLYPEFYR.I 444 1
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.011432.01143 2 3.1957 0.3156 1726.57 1727.9 1 73.07692 1 R.GYHGPLDLYPEFYR.I 442 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.006305.00630 2 4.0685 0.207 1802.97 1803 1 58.333332 2 R.LKGSGASSGDTAPAADKLR.E 10 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_NT_lymphocytes_Ti_108.019598.01959 2 3.3847 0.2396 2568.73 2569.9 1 45 1 R.FPSSFLLPDNWQLQFIPSEFR.G 482 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.008170.0081 2 3.665 0.2959 2362.71 2361.7 1 40.476192 4 R.IATDPTIHTVPEGRPVNVCVGK.E 456 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.019366.0193 3 3.8998 0.2014 2571.77 2569.9 1 35 1 R.FPSSFLLPDNWQLQFIPSEFR.G 482 2
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|NP_079016.2| gi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071 asparagine-linked glycosylation 9 protein isoform a [Homo sapiens] 6 16 12.3 618 70787 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.019496.0194 2 4.8716 0.3541 2571.79 2569.9 1 55 6 R.FPSSFLLPDNWQLQFIPSEFR.G 482 2
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_001530.1| gi|4504511|ref|NP_001530.1| "DnaJ (Hsp40) homolog, subfamily A, member 1 [Homo sapiens] " 3 12 14.9 397 44868 7.1 HsSD-NE_PHA_lymphocytes_Ti_102.013571.013571 2 2.8871 0.2663 2719.87 2722 1 39.583336 2 K.ITFHGEGDQEPGLEPGDIIIVLDQK.D 222 2 *
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_001530.1| gi|4504511|ref|NP_001530.1| "DnaJ (Hsp40) homolog, subfamily A, member 1 [Homo sapiens] " 3 12 14.9 397 44868 7.1 HsSD-NE_PHA_lymphocytes_Ti_105.007384.007384 2 5.8046 0.4437 1869.57 1869.9 1 82.14286 5 R.HYNGEAYEDDEHHPR.G 375 2 *
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_001530.1| gi|4504511|ref|NP_001530.1| "DnaJ (Hsp40) homolog, subfamily A, member 1 [Homo sapiens] " 3 12 14.9 397 44868 7.1 HsSD-NE_NT_lymphocytes_Ti_108.015985.015985.2 2 3.8968 0.1293 2131.61 2130.4 1 55.555557 1 K.NVVHQLSVTLEDLYNGATR.K 106 2 *
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_001530.1| gi|4504511|ref|NP_001530.1| "DnaJ (Hsp40) homolog, subfamily A, member 1 [Homo sapiens] " 3 12 14.9 397 44868 7.1 HsSD-NE_NT_lymphocytes_Ti_110.015554.015554.2 2 2.6411 0.1689 2721.19 2722 2 35.416664 2 K.ITFHGEGDQEPGLEPGDIIIVLDQK.D 222 2 *
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_001530.1| gi|4504511|ref|NP_001530.1| "DnaJ (Hsp40) homolog, subfamily A, member 1 [Homo sapiens] " 3 12 14.9 397 44868 7.1 HsSD-NE_NT_lymphocytes_Ti_105.015684.015684.2 2 4.6194 0.279 1870.69 1869.9 1 82.14286 2 R.HYNGEAYEDDEHHPR.G 375 2 *
1937 ENSG00000185905:ENSMUSG00000045165:ENSRNOG00000016978 C16orf54 gi|148233642|ref|NP_787096.2| gi|148233642|ref|NP_787096.2|;gi|28557733|ref|NP_787096.1hypothetical protein LOC283897 [Homo sapiens] 3 5 31.7 224 24360 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.011680.01168 2 3.5462 0.3537 1710.35 1709.9 1 64.28571 2 R.SEDWYGSAVPLLTDR.A 92 2
1937 ENSG00000185905:ENSMUSG00000045165:ENSRNOG00000016978 C16orf54 gi|148233642|ref|NP_787096.2| gi|148233642|ref|NP_787096.2|;gi|28557733|ref|NP_787096.1hypothetical protein LOC283897 [Homo sapiens] 3 5 31.7 224 24360 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.010024.0100 2 2.5158 0.1814 1876.15 1877.1 6 46.666668 1 R.RQRPGSPDPEWGLQPR.V 189 2
1937 ENSG00000185905:ENSMUSG00000045165:ENSRNOG00000016978 C16orf54 gi|148233642|ref|NP_787096.2| gi|148233642|ref|NP_787096.2|;gi|28557733|ref|NP_787096.1hypothetical protein LOC283897 [Homo sapiens] 3 5 31.7 224 24360 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.012420.0124 3 4.8196 0.4521 4424.6 4423.9 1 19.23077 2 R.STFWGPQPWEGRPPATGLVSWAEPEQRPEASVQFGSPQAR.R 149 2
1938 ENSG00000115944:ENSMUSG00000024248:ENSRNOG00000004526 COX7A2L gi|18105037|ref|NP_004709.2| gi|18105037|ref|NP_004709.2| cytochrome c oxidase subunit VIIa polypeptide 2 like [Homo sapien 1 3 28.9 114 12615 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.013562.0135 3 4.3639 0.2684 3400.13 3399.9 2 21.09375 1 K.LAGAWASEAYSPQGLKPVVSTEAPPIIFATPTK.L 12 2 *
1938 ENSG00000115944:ENSMUSG00000024248:ENSRNOG00000004526 COX7A2L gi|18105037|ref|NP_004709.2| gi|18105037|ref|NP_004709.2| cytochrome c oxidase subunit VIIa polypeptide 2 like [Homo sapien 1 3 28.9 114 12615 9.4 HsSD-NE_NT_lymphocytes_Ti_107.013955.013955.3 3 5.5043 0.3308 3397.88 3399.9 1 28.90625 2 K.LAGAWASEAYSPQGLKPVVSTEAPPIIFATPTK.L 12 2 *
1939 ENSG00000177150:ENSMUSG00000038121:ENSRNOG00000016740 C18orf19 gi|149408153|ref|NP_001092271.1| gi|149408153|ref|NP_001092271.1|;gi|22748763|ref|NP_6895 hypothetical protein LOC125228 [Homo sapiens] 2 4 8.1 272 30777 9.8 HsSD-NE_PHA_lymphocytes_PK_112.001864.001864 2 2.6632 0.1617 2309.91 2309.8 5 30.952381 1 K.GVNVVPFLELIGLPDSVVSILK.N 159 2
1939 ENSG00000177150:ENSMUSG00000038121:ENSRNOG00000016740 C18orf19 gi|149408153|ref|NP_001092271.1| gi|149408153|ref|NP_001092271.1|;gi|22748763|ref|NP_6895 hypothetical protein LOC125228 [Homo sapiens] 2 4 8.1 272 30777 9.8 HsNaOH-NE_NT_lymphocytes_Ti_108.001510.00151 2 2.8383 0.2555 2310.87 2309.8 8 38.095238 1 K.GVNVVPFLELIGLPDSVVSILK.N 159 2
1939 ENSG00000177150:ENSMUSG00000038121:ENSRNOG00000016740 C18orf19 gi|149408153|ref|NP_001092271.1| gi|149408153|ref|NP_001092271.1|;gi|22748763|ref|NP_6895 hypothetical protein LOC125228 [Homo sapiens] 2 4 8.1 272 30777 9.8 HsSD-NE_PHA_lymphocytes_PK_106.020231.02023 2 4.1368 0.3906 1596.49 1596.9 1 82.14286 2 F.LELIGLPDSVVSILK.N 166 1
1940 ENSG00000118960:ENSMUSG00000020605:ENSRNOG00000006062 HS1BP3 gi|68800430|ref|NP_071905.3| gi|68800430|ref|NP_071905.3| HCLS1 binding protein 3 [Homo sapiens] 2 2 9.2 392 42780 5 HsSD-NE_NT_lymphocytes_Ti_112.011273.011273.3 3 4.3817 0.2804 2313.41 2313.6 1 46.05263 1 R.RLQNAHTGLDLTVPQHQEVR.G 12 2 *
1940 ENSG00000118960:ENSMUSG00000020605:ENSRNOG00000006062 HS1BP3 gi|68800430|ref|NP_071905.3| gi|68800430|ref|NP_071905.3| HCLS1 binding protein 3 [Homo sapiens] 2 2 9.2 392 42780 5 HsSD-NE_NT_lymphocytes_PK_104.018796.018796. 2 2.6746 0.1544 1685.23 1682.8 5 46.666668 1 E.QDQVAEEGPPVQSLKG.E 173 0 *
1941 ENSG00000198498:ENSMUSG00000025591:ENSRNOG00000014188 C4orf43 gi|153251297|ref|NP_060822.2| gi|153251297|ref|NP_060822.2| hypothetical protein LOC55319 [Homo sapiens] 2 6 17.2 203 23864 9.3 HsSD-NE_PHA_lymphocytes_Ti_101.010347.010347 2 3.6034 0.2537 1803.87 1803 1 60.714287 3 R.FSSELEQIELHNSIR.D 85 2 *
1941 ENSG00000198498:ENSMUSG00000025591:ENSRNOG00000014188 C4orf43 gi|153251297|ref|NP_060822.2| gi|153251297|ref|NP_060822.2| hypothetical protein LOC55319 [Homo sapiens] 2 6 17.2 203 23864 9.3 HsSD-NE_NT_lymphocytes_Ti_103.015989.015989.2 2 4.0431 0.2829 2251.01 2250.5 1 52.63158 3 R.QQFEGYGLEIPDILNASNLK.T 122 2 *
1942 ENSG00000156398:ENSMUSG00000025036:ENSRNOG00000020011 SFXN2 gi|30578418|ref|NP_849189.1| gi|30578418|ref|NP_849189.1| sideroflexin 2 [Homo sapiens] 3 7 15.5 322 36232 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.007514.00751 2 3.0273 0.3028 1608.65 1608.7 1 65.38461 2 K.KLYDSAFHPDTGEK.M 72 2 *
1942 ENSG00000156398:ENSMUSG00000025036:ENSRNOG00000020011 SFXN2 gi|30578418|ref|NP_849189.1| gi|30578418|ref|NP_849189.1| sideroflexin 2 [Homo sapiens] 3 7 15.5 322 36232 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.017127.01712 2 3.6593 0.1996 1874.57 1873.4 1 62.5 2 R.ITMSAPGMILLPVIMER.L 233 2 *
1942 ENSG00000156398:ENSMUSG00000025036:ENSRNOG00000020011 SFXN2 gi|30578418|ref|NP_849189.1| gi|30578418|ref|NP_849189.1| sideroflexin 2 [Homo sapiens] 3 7 15.5 322 36232 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.015328.0153 2 3.9001 0.2995 2121.91 2119.5 1 58.333332 3 R.WVPFAAVAAANCVNIPMMR.Q 178 2 *
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_005098.1| gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sapiens] 3 9 19.6 368 41127 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.011445.01144 2 4.1528 0.3633 1738.69 1737 1 60.000004 2 K.AVLEQFGFPLTGTEAR.C 60 2 *
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_005098.1| gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sapiens] 3 9 19.6 368 41127 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.019358.01935 3 4.2155 0.3983 4247.12 4247.8 1 25 1 R.RSSVSTEPLALGAFVVPNEAIGFQPQLTEFQVSLQDLEK.L 236 2 *
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_005098.1| gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sapiens] 3 9 19.6 368 41127 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.013523.01352 2 4.1833 0.3647 1946.67 1945.2 1 65.625 2 R.FEDVWVVSGPLTLPQTR.G 189 2 *
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_005098.1| gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sapiens] 3 9 19.6 368 41127 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.013287.0132 2 3.1732 0.2857 1946.37 1945.2 1 50 1 R.FEDVWVVSGPLTLPQTR.G 189 2 *
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_005098.1| gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sapiens] 3 9 19.6 368 41127 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.019058.0190 3 4.6621 0.3299 4248.02 4247.8 1 21.710527 3 R.RSSVSTEPLALGAFVVPNEAIGFQPQLTEFQVSLQDLEK.L 236 2 *
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NP_001001563.1| gi|48526509|ref|NP_001001563.1| translocase of inner mitochondrial membrane 50 homolog [Homo s 5 7 10.1 456 50465 9.4 HsSD-NE_PHA_lymphocytes_PK_107.014375.014375 2 2.6443 0.1923 1151.33 1151.4 3 72.22222 1 T.GVLLHPEWSL.A 259 0 *
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NP_001001563.1| gi|48526509|ref|NP_001001563.1| translocase of inner mitochondrial membrane 50 homolog [Homo s 5 7 10.1 456 50465 9.4 HsSD-NE_PHA_lymphocytes_PK_108.016319.016319 2 4.6171 0.3939 1934.49 1935.2 1 75 2 T.AFPLIDSVDPHGFISYR.L 304 1 *
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NP_001001563.1| gi|48526509|ref|NP_001001563.1| translocase of inner mitochondrial membrane 50 homolog [Homo s 5 7 10.1 456 50465 9.4 HsSD-NE_PHA_lymphocytes_PK_108.016319.016319 3 3.5688 0.1792 2901.23 2903.3 5 26 1 V.IFTSETGMTAFPLIDSVDPHGFISYR.L 295 1 *
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NP_001001563.1| gi|48526509|ref|NP_001001563.1| translocase of inner mitochondrial membrane 50 homolog [Homo s 5 7 10.1 456 50465 9.4 HsSD-NE_NT_lymphocytes_Ti_104.015896.015896.2 2 3.7811 0.2419 1119.47 1119.4 2 83.33333 2 R.VLLDLSAFLK.T 378 2 *
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NP_001001563.1| gi|48526509|ref|NP_001001563.1| translocase of inner mitochondrial membrane 50 homolog [Homo s 5 7 10.1 456 50465 9.4 HsSD-NE_PHA_lymphocytes_PK_106.010229.010229 2 2.6855 0.2021 1506.83 1506.7 1 70.83333 1 L.IDSVDPHGFISYR.L 308 1 *
1945 ENSG00000130038:ENSMUSG00000061414:ENSRNOG00000025874 EFCAB4B gi|14249254|ref|NP_116069.1| gi|14249254|ref|NP_116069.1| EF-hand calcium binding domain 4B [Homo sapiens] 2 3 9.1 395 45592 5 HsNaOH-NE_NT_lymphocytes_Ti_104.012758.01275 2 4.1332 0.311 2524.09 2521.7 1 47.5 1 R.TSWELQDAQQQLESLQQEACK.L 322 2 *
1945 ENSG00000130038:ENSMUSG00000061414:ENSRNOG00000025874 EFCAB4B gi|14249254|ref|NP_116069.1| gi|14249254|ref|NP_116069.1| EF-hand calcium binding domain 4B [Homo sapiens] 2 3 9.1 395 45592 5 HsNaOH-NE_NT_lymphocytes_PK_105.007786.0077 2 4.4574 0.38 1643.47 1643.7 1 78.57143 2 Q.NNPSQEDAGEQVAQR.H 121 1 *
1946 ENSG00000213496:ENSMUSG00000068487:ENSRNOG00000023901 NDUFA11 gi|28269681|ref|NP_783313.1| gi|28269681|ref|NP_783313.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7 2 3 16.3 141 14852 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013944.0139 3 4.9393 0.2834 2424.68 2422.7 1 39.772728 2 R.EKPDDPLNYFLGGCAGGLTLGAR.T 82 2 *
1946 ENSG00000213496:ENSMUSG00000068487:ENSRNOG00000023901 NDUFA11 gi|28269681|ref|NP_783313.1| gi|28269681|ref|NP_783313.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 11, 14.7 2 3 16.3 141 14852 8.7 HsNaOH-NE_NT_lymphocytes_Ti_106.014260.01426 2 2.6514 0.2247 2422.69 2422.7 1 34.090908 1 R.EKPDDPLNYFLGGCAGGLTLGAR.T 82 2 *
1947 ENSG00000158195:ENSMUSG00000028868:ENSRNOG00000009805 WASF2 gi|11386183|ref|NP_008921.1| gi|11386183|ref|NP_008921.1| "WAS protein family, member 2 [Homo sapiens] " 2 9 6.4 498 54284 5.5 HsSD-NE_NT_lymphocytes_Ti_104.018156.018156.2 2 4.0324 0.2945 1729.49 1729.9 1 91.66667 3 K.FYTDPSYFFDLWK.E 149 2
1947 ENSG00000158195:ENSMUSG00000028868:ENSRNOG00000009805 WASF2 gi|11386183|ref|NP_008921.1| gi|11386183|ref|NP_008921.1| "WAS protein family, member 2 [Homo sapiens] " 2 9 6.4 498 54284 5.5 HsSD-NE_PHA_lymphocytes_PK_106.021287.021287 2 4.8435 0.2714 1729.21 1729.9 1 91.66667 4 K.FYTDPSYFFDLWK.E 149 2
1947 ENSG00000158195:ENSMUSG00000028868:ENSRNOG00000009805 WASF2 gi|11386183|ref|NP_008921.1| gi|11386183|ref|NP_008921.1| "WAS protein family, member 2 [Homo sapiens] " 2 9 6.4 498 54284 5.5 HsSD-NE_NT_lymphocytes_Ti_106.017271.017271.2 2 4.044 0.3413 2182.47 2181.4 1 58.333332 2 K.YAEDIFGELFTQANTFASR.V 46 2 *
1948 ENSG00000124164:ENSMUSG00000054455:ENSRNOG00000005331 VAPB gi|4759302|ref|NP_004729.1| gi|4759302|ref|NP_004729.1| VAMP-associated protein B/C [Homo sapiens] 3 6 13.6 243 27228 7.3 HsNaOH-NE_NT_lymphocytes_Ti_103.009814.00981 2 2.6274 0.0824 1295.27 1292.5 1 77.27273 1 K.GPFTDVVTTNLK.L 20 2
1948 ENSG00000124164:ENSMUSG00000054455:ENSRNOG00000005331 VAPB gi|4759302|ref|NP_004729.1| gi|4759302|ref|NP_004729.1| VAMP-associated protein B/C [Homo sapiens] 3 6 13.6 243 27228 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008268.00826 2 4.6934 0.3195 2256.67 2255.5 1 63.88889 1 R.CVFELPAENDKPHDVEINK.I 121 2 *
1948 ENSG00000124164:ENSMUSG00000054455:ENSRNOG00000005331 VAPB gi|4759302|ref|NP_004729.1| gi|4759302|ref|NP_004729.1| VAMP-associated protein B/C [Homo sapiens] 3 6 13.6 243 27228 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.011111.01111 2 2.6556 0.1566 1595.77 1595.8 2 57.692307 2 K.FRGPFTDVVTTNLK.L 18 2 *
1948 ENSG00000124164:ENSMUSG00000054455:ENSRNOG00000005331 VAPB gi|4759302|ref|NP_004729.1| gi|4759302|ref|NP_004729.1| VAMP-associated protein B/C [Homo sapiens] 3 6 13.6 243 27228 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.010161.0101 2 2.7559 0.1376 1595.69 1595.8 1 61.538464 2 K.FRGPFTDVVTTNLK.L 18 2 *
1949 ENSG00000174165:ENSMUSG00000006463:ENSRNOG00000019825 ZDHHC24 gi|46409316|ref|NP_997223.1| gi|46409316|ref|NP_997223.1| "zinc finger, DHHC-type containing 24 [Homo sapiens] " 2 6 13.7 284 30176 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.009293.0092 2 3.0274 0.1727 2258.73 2256.4 4 36.11111 1 R.GLGQGWAYCYQCQSQVPPR.S 88 2 *
1949 ENSG00000174165:ENSMUSG00000006463:ENSRNOG00000019825 ZDHHC24 gi|46409316|ref|NP_997223.1| gi|46409316|ref|NP_997223.1| "zinc finger, DHHC-type containing 24 [Homo sapiens] " 2 6 13.7 284 30176 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010353.01035 2 6.0984 0.4298 2193.99 2192.4 1 71.05263 2 R.GQHSYDLGPCHNLQAALGPR.W 233 2 *
1949 ENSG00000174165:ENSMUSG00000006463:ENSRNOG00000019825 ZDHHC24 gi|46409316|ref|NP_997223.1| gi|46409316|ref|NP_997223.1| "zinc finger, DHHC-type containing 24 [Homo sapiens] " 2 6 13.7 284 30176 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010553.0105 2 6.2042 0.5193 2190.59 2192.4 1 68.42105 3 R.GQHSYDLGPCHNLQAALGPR.W 233 2 *
1950 ENSG00000173762:ENSMUSG00000025163:ENSRNOG00000036674 CD7 gi|5453613|ref|NP_006128.1| gi|5453613|ref|NP_006128.1| CD7 antigen precursor [Homo sapiens] 2 3 16.2 240 25409 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011115.01111 2 3.8008 0.3147 2506.27 2505.7 1 40.476192 2 R.QLGPQPQDIIYYEDGVVPTTDR.R 61 2 *
1950 ENSG00000173762:ENSMUSG00000025163:ENSRNOG00000036674 CD7 gi|5453613|ref|NP_006128.1| gi|5453613|ref|NP_006128.1| CD7 antigen precursor [Homo sapiens] 2 3 16.2 240 25409 7.2 HsNaOH-NE_NT_lymphocytes_PK_108.008482.0084 2 2.9264 0.2131 1809.19 1809.9 3 53.125 1 A.AQEVQQSPHCTTVPVGA.S 26 0 *
1951 ENSG00000184508:ENSMUSG00000030532:ENSRNOG00000012236 HDDC3 gi|38348360|ref|NP_940929.1| gi|38348360|ref|NP_940929.1| HD domain containing 3 [Homo sapiens] 1 4 12.9 140 15733 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.008154.008154 2 3.7212 0.3905 2020.91 2021.3 1 64.70589 3 R.RKDPEGTPYINHPIGVAR.I 24 2 *
1951 ENSG00000184508:ENSMUSG00000030532:ENSRNOG00000012236 HDDC3 gi|38348360|ref|NP_940929.1| gi|38348360|ref|NP_940929.1| HD domain containing 3 [Homo sapiens] 1 4 12.9 140 15733 6.5 HsSD-NE_NT_lymphocytes_Ti_112.011074.011074.2 2 2.7326 0.1852 2020.17 2021.3 6 47.058823 1 R.RKDPEGTPYINHPIGVAR.I 24 2 *
1952 ENSG00000143119:ENSMUSG00000040747:ENSRNOG00000017874 CD53 gi|91106727|ref|NP_001035122.1| gi|91106727|ref|NP_001035122.1| CD53 antigen [Homo sapiens] 2 2 10.5 219 24341 7.5 HsNaOH-NE_NT_lymphocytes_PK_107.008736.0087 2 3.0037 0.2472 1620.51 1620.6 1 57.14286 1 T.SDWTSGPPASCPSDR.K 151 1 *
1952 ENSG00000143119:ENSMUSG00000040747:ENSRNOG00000017874 CD53 gi|91106727|ref|NP_001035122.1| gi|91106727|ref|NP_001035122.1| CD53 antigen [Homo sapiens] 2 2 10.5 219 24341 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006578.00657 2 2.4514 0.1652 899.19 898.99 3 85.71429 1 K.GLTDSIHR.Y 117 2 *
1953 ENSG00000188603:ENSMUSG00000030720:ENSRNOG00000019103 CLN3 gi|109698601|ref|NP_001035897.1| gi|109698601|ref|NP_001035897.1| "ceroid-lipofuscinosis, neuronal 3 [Homo sapiens] " 2 9 5.3 438 47623 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.000306.00030 3 4.4682 0.1274 2462.81 2461.9 1 36.363636 2 R.FDCNSVSTAAVLLADILPTLVIK.L 90 2 *
1953 ENSG00000188603:ENSMUSG00000030720:ENSRNOG00000019103 CLN3 gi|109698601|ref|NP_001035897.1| gi|109698601|ref|NP_001035897.1| "ceroid-lipofuscinosis, neuronal 3 [Homo sapiens] " 2 9 5.3 438 47623 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.000972.0009 2 3.9158 0.3401 2462.09 2461.9 2 38.636364 4 R.FDCNSVSTAAVLLADILPTLVIK.L 90 2 *
1953 ENSG00000188603:ENSMUSG00000030720:ENSRNOG00000019103 CLN3 gi|109698601|ref|NP_001035897.1| gi|109698601|ref|NP_001035897.1| "ceroid-lipofuscinosis, neuronal 3 [Homo sapiens] " 2 9 5.3 438 47623 6.4 HsNaOH-NE_NT_lymphocytes_Ti_107.000279.00027 2 3.6538 0.2855 2463.51 2461.9 6 36.363636 3 R.FDCNSVSTAAVLLADILPTLVIK.L 90 2 *
1954 ENSG00000164821:NA:NA DEFA4 gi|4503303|ref|NP_001916.1| gi|4503303|ref|NP_001916.1| "defensin, alpha 4 preproprotein [Homo sapiens] " 1 2 17.5 97 10504 8 HsNaOH-NE_NT_lymphocytes_Ti_110.010762.01076 2 2.3538 0.1341 1964.03 1965.1 1 53.125 1 R.VGNCLIGGVSFTYCCTR.V 79 2 *
1954 ENSG00000164821:NA:NA DEFA4 gi|4503303|ref|NP_001916.1| gi|4503303|ref|NP_001916.1| "defensin, alpha 4 preproprotein [Homo sapiens] " 1 2 17.5 97 10504 8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013066.0130 2 2.6678 0.1454 1967.43 1965.1 6 43.75 1 R.VGNCLIGGVSFTYCCTR.V 79 2 *
1955 ENSG00000144579:ENSMUSG00000026176:ENSRNOG00000015295 CTDSP1 gi|10864009|ref|NP_067021.1| gi|10864009|ref|NP_067021.1|;gi|32813443|ref|NP_872580.1| "CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A 2 4 9.6 261 29203 6 HsNaOH-NE_NT_lymphocytes_Ti_112.009838.00983 2 2.5244 0.2357 1297.23 1297.5 5 72.22222 2 K.RPHVDEFLQR.M 132 2
1955 ENSG00000144579:ENSMUSG00000026176:ENSRNOG00000015295 CTDSP1 gi|10864009|ref|NP_067021.1| gi|10864009|ref|NP_067021.1|;gi|32813443|ref|NP_872580.1| "CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A 2 4 9.6 261 29203 6 HsSD-NE_PHA_lymphocytes_PK_106.000087.000087 2 2.7848 0.159 1804.09 1805 4 57.14286 2 M.SDTELHDLLPFFEQL.S 230 0
1956 ENSG00000117091:ENSMUSG00000015355:ENSRNOG00000004737 CD48 gi|21361571|ref|NP_001769.2| gi|21361571|ref|NP_001769.2| CD48 molecule [Homo sapiens] 3 5 9.9 243 27683 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.012395.01239 1 1.9492 0.1868 1477.9 1477.7 2 60.000004 1 K.QLTWFYTFDQK.I 55 2 *
1956 ENSG00000117091:ENSMUSG00000015355:ENSRNOG00000004737 CD48 gi|21361571|ref|NP_001769.2| gi|21361571|ref|NP_001769.2| CD48 molecule [Homo sapiens] 3 5 9.9 243 27683 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.012984.01298 2 3.4504 0.248 1480.55 1477.7 1 75 1 K.QLTWFYTFDQK.I 55 2 *
1956 ENSG00000117091:ENSMUSG00000015355:ENSRNOG00000004737 CD48 gi|21361571|ref|NP_001769.2| gi|21361571|ref|NP_001769.2| CD48 molecule [Homo sapiens] 3 5 9.9 243 27683 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.009201.0092 2 3.3355 0.1402 1446.47 1446.8 8 70.83333 2 K.LQVLDPVPKPVIK.I 125 2 *
1956 ENSG00000117091:ENSMUSG00000015355:ENSRNOG00000004737 CD48 gi|21361571|ref|NP_001769.2| gi|21361571|ref|NP_001769.2| CD48 molecule [Homo sapiens] 3 5 9.9 243 27683 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.012660.0126 2 3.2537 0.2253 1479.73 1477.7 3 70 1 K.QLTWFYTFDQK.I 55 2 *
1957 ENSG00000124380:ENSMUSG00000001158:ENSRNOG00000039883 RY1 gi|24307919|ref|NP_006848.1| gi|24307919|ref|NP_006848.1| putative nucleic acid binding protein RY-1 [Homo sapiens] 1 4 10.3 155 18860 11.6 HsSD-NE_PHA_lymphocytes_Ti_101.005441.005441 2 4.2229 0.2581 1695.45 1693.9 1 66.66667 3 K.KVDGSVNAYAINVSQK.R 119 2 *
1957 ENSG00000124380:ENSMUSG00000001158:ENSRNOG00000039883 RY1 gi|24307919|ref|NP_006848.1| gi|24307919|ref|NP_006848.1| putative nucleic acid binding protein RY-1 [Homo sapiens] 1 4 10.3 155 18860 11.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007468.00746 2 2.6917 0.122 1694.99 1693.9 3 56.666668 1 K.KVDGSVNAYAINVSQK.R 119 2 *
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|NP_002803.2| gi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase subunit 8 [Homo sapiens] 5 9 9.7 350 39612 9.7 HsSD-NE_PHA_lymphocytes_PK_114.001450.001450 2 3.2918 0.2271 2236.03 2235.5 2 41.666664 4 F.FIDILLDTIRDEIAGCIEK.A 259 1 *
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|NP_002803.2| gi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase subunit 8 [Homo sapiens] 5 9 9.7 350 39612 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.015574.0155 2 2.0857 0.1215 1660.97 1660 6 53.571426 1 K.LVLLELNFLPTTGTK.L 121 2 *
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|NP_002803.2| gi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase subunit 8 [Homo sapiens] 5 9 9.7 350 39612 9.7 HsSD-NE_PHA_lymphocytes_PK_105.019205.019205 2 3.9928 0.3032 1717.79 1717.9 1 60.714287 2 F.IDILLDTIRDEIAGC.I 260 0 *
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|NP_002803.2| gi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase subunit 8 [Homo sapiens] 5 9 9.7 350 39612 9.7 HsSD-NE_PHA_lymphocytes_PK_105.010599.010599 2 4.3941 0.3049 1635.59 1633.8 1 76.92308 1 L.LDTIRDEIAGCIEK.A 264 1 *
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|NP_002803.2| gi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase subunit 8 [Homo sapiens] 5 9 9.7 350 39612 9.7 HsSD-NE_PHA_lymphocytes_PK_106.020764.020764 2 2.9589 0.1564 2090.31 2088.4 1 47.058823 1 F.IDILLDTIRDEIAGCIEK.A 260 1 *
1959 ENSG00000151247:ENSMUSG00000028156:ENSRNOG00000013183 LOC100131693 gi|169211874|ref|XP_001725246.1| gi|169211874|ref|XP_001725246.1|;gi|4503535|ref|NP_00195 PREDICTED: similar to hCG1777996 [Homo sapiens] 2 7 11.1 217 25126 6.4 HsSD-NE_PHA_lymphocytes_PK_107.013606.013606 2 3.6649 0.2004 1339.33 1337.5 8 83.33333 4 R.RSDLDRFWLE.T 123 1
1959 ENSG00000151247:ENSMUSG00000028156:ENSRNOG00000013183 LOC100131693 gi|169211874|ref|XP_001725246.1| gi|169211874|ref|XP_001725246.1|;gi|4503535|ref|NP_00195 PREDICTED: similar to hCG1777996 [Homo sapiens] 2 7 11.1 217 25126 6.4 HsSD-NE_PHA_lymphocytes_Ti_101.004128.004128 2 3.6542 0.3529 1505.81 1504.7 1 65.38461 3 K.IVIGYQSHADTATK.S 193 2
1960 ENSG00000182544:ENSMUSG00000045665:ENSRNOG00000028333 MFSD5 gi|31543150|ref|NP_116278.2| gi|31543150|ref|NP_116278.2| major facilitator superfamily domain containing 5 [Homo sapiens] 2 9 7.3 450 49737 7.8 HsNaOH-NE_NT_lymphocytes_Ti_115.012604.01260 3 5.1127 0.3747 2115.8 2116.4 1 44.444447 2 R.VPLHSLACLGLLVLHDSDR.K 383 2 *
1960 ENSG00000182544:ENSMUSG00000045665:ENSRNOG00000028333 MFSD5 gi|31543150|ref|NP_116278.2| gi|31543150|ref|NP_116278.2| major facilitator superfamily domain containing 5 [Homo sapiens] 2 9 7.3 450 49737 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.012435.01243 2 3.7175 0.3456 1661.09 1658.9 1 80.769226 2 R.HDFPAEWIPATFAR.A 160 2
1960 ENSG00000182544:ENSMUSG00000045665:ENSRNOG00000028333 MFSD5 gi|31543150|ref|NP_116278.2| gi|31543150|ref|NP_116278.2| major facilitator superfamily domain containing 5 [Homo sapiens] 2 9 7.3 450 49737 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012777.0127 3 6.019 0.4233 2116.1 2116.4 1 52.77778 5 R.VPLHSLACLGLLVLHDSDR.K 383 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_NT_lymphocytes_Ti_112.016028.01602 2 3.8206 0.3528 2215.85 2215.6 1 58.333332 2 K.TALMSLFGIPLWYFSQSPR.V 555 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.017460.0174 3 3.1149 0.1814 2677.79 2676.1 4 27.173912 1 K.TISAVGEQLLPTVEHLQLELDQLK.S 380 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008525.0085 2 5.7886 0.4878 2540.63 2540.7 1 51.923077 2 R.LATTACTLGDGEAVGADSGTSSAVSLK.N 8 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009544.0095 2 3.0787 0.2959 1561.65 1560.8 3 66.66667 3 K.RPDDTAFQIVELR.I 666 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017396.01739 3 3.9732 0.3953 2676.32 2676.1 1 32.608696 1 K.TISAVGEQLLPTVEHLQLELDQLK.S 380 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011446.01144 2 2.257 0.1733 1938.15 1937.4 6 43.75 1 R.LSMMIHPAAFTLEHIPK.T 599 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007187.00718 2 2.2946 0.1793 1489.11 1488.7 1 57.14286 1 K.DVLTAHPAAPGPVSR.V 146 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.017457.01745 2 3.1181 0.218 2676.45 2676.1 3 34.782608 1 K.TISAVGEQLLPTVEHLQLELDQLK.S 380 2 *
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|NP_079430.3| gi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens] 8 14 16.4 702 77911 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.015758.0157 3 4.906 0.3904 2216.15 2215.6 1 38.88889 2 K.TALMSLFGIPLWYFSQSPR.V 555 2 *
1962 ENSG00000197632:ENSMUSG00000062345:ENSRNOG00000002460 SERPINB2 gi|4505595|ref|NP_002566.1| gi|4505595|ref|NP_002566.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 14.5 415 46596 5.6 HsSD-NE_NT_lymphocytes_Ti_103.012472.012472.2 2 4.654 0.3741 2070.47 2069.3 1 55.263157 2 R.SLSSAINASTGNYLLESVNK.L 109 2 *
1962 ENSG00000197632:ENSMUSG00000062345:ENSRNOG00000002460 SERPINB2 gi|4505595|ref|NP_002566.1| gi|4505595|ref|NP_002566.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 14.5 415 46596 5.6 HsSD-NE_NT_lymphocytes_Ti_103.012990.012990.2 2 2.3577 0.1967 2266.93 2265.4 6 36.11111 1 K.YYSSEPQAVDFLECAEEAR.K 148 2 *
1962 ENSG00000197632:ENSMUSG00000062345:ENSRNOG00000002460 SERPINB2 gi|4505595|ref|NP_002566.1| gi|4505595|ref|NP_002566.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 14.5 415 46596 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2466.246 2 4.5269 0.3233 2275.65 2276.5 1 50 2 K.GSYPDAILQAQAADKIHSSFR.S 88 2 *
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NP_001034859.1| gi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [Homo sapiens] 4 9 14.1 453 49458 7 HsNaOH-NE_PHA_lymphocytes_Ti_106.019737.0197 2 4.0066 0.4169 2673.45 2673.1 1 37.5 2 R.MVNVLEPDITVIVGDLSDSEASVLR.T 232 2 *
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NP_001034859.1| gi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [Homo sapiens] 4 9 14.1 453 49458 7 HsNaOH-NE_PHA_lymphocytes_Ti_108.010400.0104 2 4.8395 0.431 2357.25 2356.7 1 50 2 K.ALEGCSPDHTIILLAHQPLAAK.R 354 2 *
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NP_001034859.1| gi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [Homo sapiens] 4 9 14.1 453 49458 7 HsNaOH-NE_NT_lymphocytes_Ti_107.019830.01983 2 3.2027 0.3037 2673.55 2673.1 1 37.5 1 R.MVNVLEPDITVIVGDLSDSEASVLR.T 232 2 *
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NP_001034859.1| gi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [Homo sapiens] 4 9 14.1 453 49458 7 HsNaOH-NE_NT_lymphocytes_Ti_110.009395.00939 2 3.2828 0.2644 1894.27 1892.2 1 53.125 1 K.TVEVPIHQLPASMNNLK.V 192 2 *
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NP_001034859.1| gi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [Homo sapiens] 4 9 14.1 453 49458 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010502.0105 3 5.0764 0.3991 2356.55 2356.7 1 38.095238 3 K.ALEGCSPDHTIILLAHQPLAAK.R 354 2 *
1964 ENSG00000188921:ENSMUSG00000028497:ENSRNOG00000005772 PTPLAD2 gi|148226324|ref|NP_001010915.2| gi|148226324|ref|NP_001010915.2| protein tyrosine phosphatase-like A domain containing 2 [Homo sa 1 3 4.3 232 27520 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011495.01149 2 2.7777 0.1702 1144.13 1144.4 9 83.33333 2 R.DILGIFPIKK.K 220 2 *
1964 ENSG00000188921:ENSMUSG00000028497:ENSRNOG00000005772 PTPLAD2 gi|148226324|ref|NP_001010915.2| gi|148226324|ref|NP_001010915.2| protein tyrosine phosphatase-like A domain containing 2 [Homo sa 1 3 4.3 232 27520 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2899.289 2 2.6858 0.1446 1144.29 1144.4 2 83.33333 1 R.DILGIFPIKK.K 220 2 *
1965 ENSG00000157766:ENSMUSG00000030607:ENSRNOG00000028992 ACAN gi|126090883|ref|NP_001126.2| gi|126090883|ref|NP_001126.2|;gi|126090892|ref|NP_037359 aggrecan isoform 1 precursor [Homo sapiens] 2 2 1.3 2317 239432 4.1 HsNaOH-NE_PHA_lymphocytes_PK_101.015813.015 1 1.8836 0.1784 1230.4 1233.3 2 50 1 S.TEGPSATEVPSAS.E 772 0
1965 ENSG00000157766:ENSMUSG00000030607:ENSRNOG00000028992 ACAN gi|126090883|ref|NP_001126.2| gi|126090883|ref|NP_001126.2|;gi|126090892|ref|NP_037359 aggrecan isoform 1 precursor [Homo sapiens] 2 2 1.3 2317 239432 4.1 HsSD-NE_NT_lymphocytes_PK_103.001938.001938. 2 2.5649 0.1517 1694.97 1695.8 8 50 1 T.FAPEIGATAFAEVENE.T 420 0
1966 ENSG00000179041:ENSMUSG00000061024:ENSRNOG00000007240 RRS1 gi|14719402|ref|NP_055984.1| gi|14719402|ref|NP_055984.1| homolog of yeast ribosome biogenesis regulatory protein RRS1 [Ho 3 7 13.2 365 41193 10.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010677.01067 2 3.2774 0.2573 1499.75 1498.7 1 70.83333 4 R.KFQPLFGDFAAEK.K 253 2 *
1966 ENSG00000179041:ENSMUSG00000061024:ENSRNOG00000007240 RRS1 gi|14719402|ref|NP_055984.1| gi|14719402|ref|NP_055984.1| homolog of yeast ribosome biogenesis regulatory protein RRS1 [Ho 3 7 13.2 365 41193 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.016097.0160 2 3.8455 0.3088 1835.37 1834 2 66.66667 1 K.ELELQFDLGNLLASDR.N 29 2 *
1966 ENSG00000179041:ENSMUSG00000061024:ENSRNOG00000007240 RRS1 gi|14719402|ref|NP_055984.1| gi|14719402|ref|NP_055984.1| homolog of yeast ribosome biogenesis regulatory protein RRS1 [Ho 3 7 13.2 365 41193 10.7 HsNaOH-NE_NT_lymphocytes_Ti_104.014024.01402 2 4.3007 0.404 2171.67 2172.4 1 58.333332 2 K.EWLIEVPGNADPLEDQFAK.R 155 2 *
1967 ENSG00000006451:ENSMUSG00000008859:ENSRNOG00000013454 RALA gi|33946329|ref|NP_005393.2| gi|33946329|ref|NP_005393.2| ras related v-ral simian leukemia viral oncogene homolog A [Homo 2 4 7.3 206 23567 7.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009332.00933 3 4.3268 0.1839 1702.13 1702 1 53.571426 2 R.VKEDENVPFLLVGNK.S 114 2 *
1967 ENSG00000006451:ENSMUSG00000008859:ENSRNOG00000013454 RALA gi|33946329|ref|NP_005393.2| gi|33946329|ref|NP_005393.2| ras related v-ral simian leukemia viral oncogene homolog A [Homo 2 4 7.3 206 23567 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.009554.0095 2 4.4437 0.3068 1701.57 1702 1 75 2 R.VKEDENVPFLLVGNK.S 114 2 *
1968 ENSG00000114023:ENSMUSG00000003955:ENSRNOG00000005821 C3orf28 gi|49355721|ref|NP_055182.3| gi|49355721|ref|NP_055182.3| growth and transformation-dependent protein [Homo sapiens] 2 3 7.1 154 17342 9.8 HsNaOH-NE_NT_lymphocytes_Ti_113.009534.00953 1 2.8291 0.1891 1350.88 1349.6 1 70 1 R.VPLHKPTDWQK.K 58 2 *
1968 ENSG00000114023:ENSMUSG00000003955:ENSRNOG00000005821 C3orf28 gi|49355721|ref|NP_055182.3| gi|49355721|ref|NP_055182.3| growth and transformation-dependent protein [Homo sapiens] 2 3 7.1 154 17342 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.009765.0097 1 2.2297 0.2772 1349.58 1349.6 1 70 1 R.VPLHKPTDWQK.K 58 2 *
1968 ENSG00000114023:ENSMUSG00000003955:ENSRNOG00000005821 C3orf28 gi|49355721|ref|NP_055182.3| gi|49355721|ref|NP_055182.3| growth and transformation-dependent protein [Homo sapiens] 2 3 7.1 154 17342 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009850.0098 2 2.7413 0.1357 1352.39 1349.6 1 75 1 R.VPLHKPTDWQK.K 58 2 *
1969 ENSG00000134882:ENSMUSG00000041765:ENSRNOG00000012710 UBAC2 gi|29366838|ref|NP_808882.1| gi|29366838|ref|NP_808882.1| UBA domain containing 2 [Homo sapiens] 4 6 22.7 309 34876 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.012711.0127 2 2.3553 0.1286 1772.79 1771.9 1 46.666668 1 R.ASNNDLNVATNFLLQH.- 294 2 *
1969 ENSG00000134882:ENSMUSG00000041765:ENSRNOG00000012710 UBAC2 gi|29366838|ref|NP_808882.1| gi|29366838|ref|NP_808882.1| UBA domain containing 2 [Homo sapiens] 4 6 22.7 309 34876 9 HsNaOH-NE_NT_lymphocytes_Ti_105.014937.01493 2 4.0421 0.4329 2320.43 2319.5 1 44.736843 2 K.FFSWTLEPIFSSSEPTSEAR.I 178 2 *
1969 ENSG00000134882:ENSMUSG00000041765:ENSRNOG00000012710 UBAC2 gi|29366838|ref|NP_808882.1| gi|29366838|ref|NP_808882.1| UBA domain containing 2 [Homo sapiens] 4 6 22.7 309 34876 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.008166.0081 2 2.8978 0.2748 1939.35 1938.1 1 55.88235 1 R.QSEPAAPPLEVSEEQVAR.L 260 2 *
1969 ENSG00000134882:ENSMUSG00000041765:ENSRNOG00000012710 UBAC2 gi|29366838|ref|NP_808882.1| gi|29366838|ref|NP_808882.1| UBA domain containing 2 [Homo sapiens] 4 6 22.7 309 34876 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012363.0123 2 2.9677 0.2532 1976.13 1976.4 1 50 2 K.MFQVHQVLCIPSWMAK.F 162 2 *
1970 ENSG00000159228:ENSMUSG00000051483:NA CBR1 gi|4502599|ref|NP_001748.1| gi|4502599|ref|NP_001748.1| carbonyl reductase 1 [Homo sapiens] 4 7 20.2 277 30375 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.011242.011242 2 3.3906 0.1598 1603.23 1600.8 1 75 1 R.FHQLDIDDLQSIR.A 59 2
1970 ENSG00000159228:ENSMUSG00000051483:NA CBR1 gi|4502599|ref|NP_001748.1| gi|4502599|ref|NP_001748.1| carbonyl reductase 1 [Homo sapiens] 4 7 20.2 277 30375 8.3 HsSD-NE_NT_lymphocytes_Ti_102.014978.014978.2 2 4.9182 0.3816 1781.69 1781 1 81.25 2 K.EYGGLDVLVNNAGIAFK.V 80 2 *
1970 ENSG00000159228:ENSMUSG00000051483:NA CBR1 gi|4502599|ref|NP_001748.1| gi|4502599|ref|NP_001748.1| carbonyl reductase 1 [Homo sapiens] 4 7 20.2 277 30375 8.3 HsSD-NE_NT_lymphocytes_Ti_102.012774.012774.2 2 3.5049 0.1692 1694.71 1693.9 1 64.28571 2 R.SETITEEELVGLMNK.F 160 2 *
1970 ENSG00000159228:ENSMUSG00000051483:NA CBR1 gi|4502599|ref|NP_001748.1| gi|4502599|ref|NP_001748.1| carbonyl reductase 1 [Homo sapiens] 4 7 20.2 277 30375 8.3 HsSD-NE_NT_lymphocytes_Ti_103.010604.010604.2 2 3.0909 0.1692 1179.49 1178.4 1 90 2 R.LFSGDVVLTAR.D 28 2 *
1971 ENSG00000184007:ENSMUSG00000028788:ENSRNOG00000009002 PTP4A2 gi|18104971|ref|NP_536316.1| gi|18104971|ref|NP_536316.1| "protein tyrosine phosphatase type IVA, member 2 isoform 1 [Homo 2 3 17.4 167 19127 8.4 HsSD-NE_PHA_lymphocytes_PK_108.004034.004034 2 3.3527 0.3056 2666.91 2666.9 1 43.18182 1 L.DWPFDDGAPPPNQIVDDWLNLLK.T 64 1 *
1971 ENSG00000184007:ENSMUSG00000028788:ENSRNOG00000009002 PTP4A2 gi|18104971|ref|NP_536316.1| gi|18104971|ref|NP_536316.1| "protein tyrosine phosphatase type IVA, member 2 isoform 1 [Homo 2 3 17.4 167 19127 8.4 HsSD-NE_NT_lymphocytes_Ti_107.001331.001331.3 3 4.4648 0.1661 3315.38 3315.7 1 32.142857 2 K.EGIHVLDWPFDDGAPPPNQIVDDWLNLLK.T 58 2 *
1972 ENSG00000140688:ENSMUSG00000030780:ENSRNOG00000020144 C16orf58 gi|12232403|ref|NP_073581.1| gi|12232403|ref|NP_073581.1| hypothetical protein LOC64755 [Homo sapiens] 2 9 10 468 50960 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.013709.0137 2 3.8753 0.239 2562.45 2560.9 2 41.666664 3 R.AATHGLMLGALQGDGPLPAELEELR.N 381 2 *
1972 ENSG00000140688:ENSMUSG00000030780:ENSRNOG00000020144 C16orf58 gi|12232403|ref|NP_073581.1| gi|12232403|ref|NP_073581.1| hypothetical protein LOC64755 [Homo sapiens] 2 9 10 468 50960 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013982.01398 2 4.6204 0.3746 2561.97 2560.9 3 45.833336 1 R.AATHGLMLGALQGDGPLPAELEELR.N 381 2 *
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1972 ENSG00000140688:ENSMUSG00000030780:ENSRNOG00000020144 C16orf58 gi|12232403|ref|NP_073581.1| gi|12232403|ref|NP_073581.1| hypothetical protein LOC64755 [Homo sapiens] 2 9 10 468 50960 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.013982.01398 2 4.7389 0.4206 2493.77 2492.9 1 47.61905 3 R.MEPLWTGFWPAPSLSLGVPLHR.L 314 2 *
1972 ENSG00000140688:ENSMUSG00000030780:ENSRNOG00000020144 C16orf58 gi|12232403|ref|NP_073581.1| gi|12232403|ref|NP_073581.1| hypothetical protein LOC64755 [Homo sapiens] 2 9 10 468 50960 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.014213.0142 2 3.9816 0.2957 2494.43 2492.9 1 40.476192 2 R.MEPLWTGFWPAPSLSLGVPLHR.L 314 2 *
1973 ENSG00000143891:ENSMUSG00000035473:ENSRNOG00000007023 GALM gi|20270355|ref|NP_620156.1| gi|20270355|ref|NP_620156.1| galactose mutarotase (aldose 1-epimerase) [Homo sapiens] 4 9 22.2 342 37766 6.7 HsSD-NE_PHA_lymphocytes_Ti_104.016318.016318 2 3.0647 0.2754 2000.75 1999.3 1 56.25 3 K.VWVTYTLDGGELIVNYR.A 146 2 *
1973 ENSG00000143891:ENSMUSG00000035473:ENSRNOG00000007023 GALM gi|20270355|ref|NP_620156.1| gi|20270355|ref|NP_620156.1| galactose mutarotase (aldose 1-epimerase) [Homo sapiens] 4 9 22.2 342 37766 6.7 HsSD-NE_PHA_lymphocytes_Ti_103.016469.016469 2 3.2502 0.2777 1840.49 1840.1 1 59.375 3 R.ASDVVLGFAELEGYLQK.Q 52 2 *
1973 ENSG00000143891:ENSMUSG00000035473:ENSRNOG00000007023 GALM gi|20270355|ref|NP_620156.1| gi|20270355|ref|NP_620156.1| galactose mutarotase (aldose 1-epimerase) [Homo sapiens] 4 9 22.2 342 37766 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.008199.008199 2 3.4975 0.2443 2032.73 2035.3 1 52.941177 1 K.EYHLAINKEPNSLHGGVR.G 94 2 *
1973 ENSG00000143891:ENSMUSG00000035473:ENSRNOG00000007023 GALM gi|20270355|ref|NP_620156.1| gi|20270355|ref|NP_620156.1| galactose mutarotase (aldose 1-epimerase) [Homo sapiens] 4 9 22.2 342 37766 6.7 HsSD-NE_NT_lymphocytes_Ti_104.015527.015527.2 2 3.4254 0.2255 2691.13 2692 1 39.130436 2 R.VLEVYTTQPGVQFYTGNFLDGTLK.G 268 2 *
1974 ENSG00000163412:ENSMUSG00000030068:ENSRNOG00000010301 EIF4E3 gi|27659734|ref|NP_775495.1| gi|27659734|ref|NP_775495.1| eukaryotic translation initiation factor 4E family member 3 [Homo sa 1 3 14.4 118 13333 5.8 HsSD-NE_PHA_lymphocytes_Ti_111.010646.010646 3 3.2049 0.29 2011.82 2012.2 1 39.0625 1 K.AVFYKPHEEHHAFEGGR.G 99 2 *
1974 ENSG00000163412:ENSMUSG00000030068:ENSRNOG00000010301 EIF4E3 gi|27659734|ref|NP_775495.1| gi|27659734|ref|NP_775495.1| eukaryotic translation initiation factor 4E family member 3 [Homo sa 1 3 14.4 118 13333 5.8 HsSD-NE_NT_lymphocytes_Ti_112.010897.010897.3 3 3.551 0.2349 2013.29 2012.2 1 39.0625 2 K.AVFYKPHEEHHAFEGGR.G 99 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009857.0098 2 3.569 0.3217 2693.73 2690.9 1 41.304348 1 K.EVYEGEVTELTPCETENPMGGYGK.T 129 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_102.011030.011030.2 2 5.2373 0.4392 2690.49 2690.9 1 45.652176 2 K.EVYEGEVTELTPCETENPMGGYGK.T 129 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_111.009437.009437.1 1 1.9275 0.1371 878.85 879.01 3 64.28571 1 R.IASHSHVK.G 15 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_104.013276.013276.2 2 4.72 0.2971 1385.97 1386.6 1 84.61539 3 K.TALALAIAQELGSK.V 77 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_104.013301.013301.1 1 2.7934 0.4264 1385.58 1386.6 1 57.692307 2 K.TALALAIAQELGSK.V 77 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_108.016922.016922.3 3 4.6943 0.278 3867.05 3864.5 1 25.735294 1 K.EIIQDVTLHDLDVANARPQGGQDILSMMGQLMKPK.K 233 2 *
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_003698.1| gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 6 11 22.6 456 50228 6.4 HsSD-NE_NT_lymphocytes_Ti_104.012176.012176.2 2 3.1194 0.3267 2325.11 2325.5 2 35.714287 1 R.AQTEGINISEEALNHLGEIGTK.T 379 2 *
1976 ENSG00000109743:ENSMUSG00000029082:ENSRNOG00000003064 BST1 gi|4757874|ref|NP_004325.1| gi|4757874|ref|NP_004325.1| bone marrow stromal cell antigen 1 precursor [Homo sapiens] 2 6 11 318 35738 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007220.00722 2 3.4671 0.2858 1894.41 1895.1 1 56.666668 3 K.LLQCVDHSTHPDCALK.S 268 2 *
1976 ENSG00000109743:ENSMUSG00000029082:ENSRNOG00000003064 BST1 gi|4757874|ref|NP_004325.1| gi|4757874|ref|NP_004325.1| bone marrow stromal cell antigen 1 precursor [Homo sapiens] 2 6 11 318 35738 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.007500.0075 2 3.3138 0.3855 1894.85 1895.1 1 56.666668 1 K.LLQCVDHSTHPDCALK.S 268 2 *
1976 ENSG00000109743:ENSMUSG00000029082:ENSRNOG00000003064 BST1 gi|4757874|ref|NP_004325.1| gi|4757874|ref|NP_004325.1| bone marrow stromal cell antigen 1 precursor [Homo sapiens] 2 6 11 318 35738 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.013670.01367 2 4.7501 0.4193 2250.25 2251.5 1 69.44444 1 K.SLFWENSHLLVNSFADNTR.R 106 2 *
1976 ENSG00000109743:ENSMUSG00000029082:ENSRNOG00000003064 BST1 gi|4757874|ref|NP_004325.1| gi|4757874|ref|NP_004325.1| bone marrow stromal cell antigen 1 precursor [Homo sapiens] 2 6 11 318 35738 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.013481.0134 2 3.0189 0.1508 2251.01 2251.5 1 41.666664 1 K.SLFWENSHLLVNSFADNTR.R 106 2 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_PK_108.011182.011182 1 2.8327 0.4214 1495.75 1496.6 1 62.5 2 R.HVSFVDCPGHDIL.M 129 1 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.005303.005303 2 3.4295 0.2016 1510.69 1511.8 5 57.692307 1 K.VGQEIEVRPGIVSK.D 290 2 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_PK_108.011849.011849 2 4.5295 0.4123 2159.93 2159.4 1 65 3 L.FAEHNDLQYAAPGGLIGVGTK.I 322 1 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.010830.010830 2 4.6111 0.3887 2563.23 2563.8 1 47.916664 2 R.SFDVNKPGCEVDDLKGGVAGGSILK.G 261 2 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_Ti_107.020569.020569 2 2.5819 0.2239 3015.19 3015.5 1 27.777779 1 K.EQYEQILAFVQGTVAEGAPIIPISAQLK.Y 202 2 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_PK_107.011088.011088 2 5.3885 0.4729 2013.77 2012.2 1 68.42105 2 F.AEHNDLQYAAPGGLIGVGTK.I 323 1 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_PK_105.010233.010233 2 3.3248 0.2677 1560.65 1559.8 9 61.538464 1 K.IVLTNPVCTEVGEK.I 427 2 *
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_001406.1| gi|4503507|ref|NP_001406.1| "eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa [ 8 13 27.8 472 51110 8.4 HsSD-NE_PHA_lymphocytes_PK_104.001544.001544 2 2.6553 0.2065 1648.17 1646.9 1 50 1 L.GAVGALPEIFTELEIS.Y 359 0 *
1978 ENSG00000124208:NA:NA TMEM189 gi|40806193|ref|NP_954580.1| gi|40806193|ref|NP_954580.1| transmembrane protein 189 [Homo sapiens] 2 5 10.7 270 31136 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.011489.0114 3 4.9593 0.3079 1726.64 1726 1 58.928574 2 R.RLEDLIQGLTGEKPR.A 245 2 *
1978 ENSG00000124208:NA:NA TMEM189 gi|40806193|ref|NP_954580.1| gi|40806193|ref|NP_954580.1| transmembrane protein 189 [Homo sapiens] 2 5 10.7 270 31136 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.011645.01164 3 5.2575 0.359 1726.07 1726 1 62.5 2 R.RLEDLIQGLTGEKPR.A 245 2 *
1978 ENSG00000124208:NA:NA TMEM189 gi|40806193|ref|NP_954580.1| gi|40806193|ref|NP_954580.1| transmembrane protein 189 [Homo sapiens] 2 5 10.7 270 31136 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.013347.01334 2 3.4706 0.1471 1778.81 1777.1 1 69.230774 1 R.WVTLLQDWHVILPR.K 198 2
1979 ENSG00000119004:ENSMUSG00000049439:ENSRNOG00000017631 CYP20A1 gi|29171730|ref|NP_803882.1| gi|29171730|ref|NP_803882.1| "cytochrome P450, family 20, subfamily A, polypeptide 1 [Homo sa 2 3 5.8 462 52432 6.2 HsNaOH-NE_NT_lymphocytes_PK_105.009375.0093 2 3.1497 0.2865 1253.31 1252.3 1 83.33333 2 S.TFEDDQEVIR.F 184 1 *
1979 ENSG00000119004:ENSMUSG00000049439:ENSRNOG00000017631 CYP20A1 gi|29171730|ref|NP_803882.1| gi|29171730|ref|NP_803882.1| "cytochrome P450, family 20, subfamily A, polypeptide 1 [Homo sa 2 3 5.8 462 52432 6.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008967.00896 2 3.2862 0.1184 1918.49 1917 4 43.75 1 K.TFSSLGFSGTQECPELR.F 397 2 *
1980 ENSG00000137547:ENSMUSG00000033845:ENSRNOG00000008566 MRPL15 gi|7661806|ref|NP_054894.1| gi|7661806|ref|NP_054894.1| mitochondrial ribosomal protein L15 [Homo sapiens] 2 6 10.5 296 33420 10 HsNaOH-NE_PHA_lymphocytes_Ti_103.011933.0119 2 5.0068 0.4431 1844.47 1844 1 71.875 3 R.DYGVQLVEEGADTFTAK.V 135 2 *
1980 ENSG00000137547:ENSMUSG00000033845:ENSRNOG00000008566 MRPL15 gi|7661806|ref|NP_054894.1| gi|7661806|ref|NP_054894.1| mitochondrial ribosomal protein L15 [Homo sapiens] 2 6 10.5 296 33420 10 HsSD-NE_NT_lymphocytes_Ti_110.013908.013908.2 2 3.0546 0.2107 1693.65 1692 4 50 2 R.SLDIVCKPVPFFLR.G 183 2 *
1980 ENSG00000137547:ENSMUSG00000033845:ENSRNOG00000008566 MRPL15 gi|7661806|ref|NP_054894.1| gi|7661806|ref|NP_054894.1| mitochondrial ribosomal protein L15 [Homo sapiens] 2 6 10.5 296 33420 10 HsNaOH-NE_PHA_lymphocytes_Ti_110.012736.0127 2 2.7144 0.1883 1693.73 1692 1 50 1 R.SLDIVCKPVPFFLR.G 183 2 *
1981 ENSG00000141293:ENSMUSG00000057058:ENSRNOG00000023881 SKAP1 gi|115527074|ref|NP_003717.3| gi|115527074|ref|NP_003717.3|;gi|115527076|ref|NP_001068 src kinase associated phosphoprotein 1 isoform 1 [Homo sapiens] 1 9 4.2 359 41432 4.6 HsSD-NE_PHA_lymphocytes_Ti_103.020462.020462 2 3.9544 0.3249 1793.51 1792 1 67.85714 6 R.WLLEDAEEFLAEGLR.N 12 2
1981 ENSG00000141293:ENSMUSG00000057058:ENSRNOG00000023881 SKAP1 gi|115527074|ref|NP_003717.3| gi|115527074|ref|NP_003717.3|;gi|115527076|ref|NP_001068 src kinase associated phosphoprotein 1 isoform 1 [Homo sapiens] 1 9 4.2 359 41432 4.6 HsSD-NE_NT_lymphocytes_Ti_108.021125.021125.2 2 4.3844 0.4013 1792.11 1792 1 75 3 R.WLLEDAEEFLAEGLR.N 12 2
1982 ENSG00000127616:ENSMUSG00000032187:ENSRNOG00000009271 SMARCA4 gi|21071056|ref|NP_003063.2| gi|21071056|ref|NP_003063.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 2 3 1.9 1647 184644 7.9 HsNaOH-NE_PHA_lymphocytes_PK_103.011724.011 1 1.9087 0.163 1209.81 1210.4 1 60.000004 1 A.EKLSPNPPNLT.K 1449 0 *
1982 ENSG00000127616:ENSMUSG00000032187:ENSRNOG00000009271 SMARCA4 gi|21071056|ref|NP_003063.2| gi|21071056|ref|NP_003063.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 2 3 1.9 1647 184644 7.9 HsSD-NE_NT_lymphocytes_Ti_104.012966.012966.2 2 4.1709 0.387 2417.11 2418.7 1 52.63158 2 R.LMEEDELPSWIIKDDAEVER.L 1337 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.009968.0099 2 4.5734 0.4196 1830.49 1831 1 70.588234 3 K.GVGIISEGNETVEDIAAR.L 620 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.008283.00828 2 3.5389 0.3626 1813.41 1813 1 52.77778 2 R.QGAIVAVTGDGVNDSPALK.K 698 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.008950.0089 2 5.7822 0.4584 1928.73 1926.1 1 76.47059 4 K.NLEAVETLGSTSTICSDK.T 350 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.017680.01768 2 4.2645 0.3848 2468.71 2465.7 2 38.636364 2 K.QAADMILLDDNFASIVTGVEEGR.L 734 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009557.00955 2 5.4181 0.4764 1833.87 1831 1 73.52941 1 K.GVGIISEGNETVEDIAAR.L 620 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.011472.01147 2 3.9138 0.252 2030.85 2028.3 1 53.333336 1 R.VLGFCHYYLPEEQFPK.G 542 2 *
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_PK_105.008253.0082 2 3.8991 0.2756 1620.13 1620.7 1 71.42857 2 K.VDNSSLTGESEPQTR.S 203 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.006530.0065 2 3.1621 0.2344 1619.97 1620.7 1 67.85714 1 K.VDNSSLTGESEPQTR.S 203 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_109.018195.01819 3 3.4393 0.1339 2467.52 2465.7 4 28.40909 1 K.QAADMILLDDNFASIVTGVEEGR.L 734 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.006309.00630 2 4.5488 0.2913 1621.31 1620.7 1 67.85714 1 K.VDNSSLTGESEPQTR.S 203 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_Ti_103.010079.01007 2 2.9483 0.2592 1925.61 1926.1 6 47.058823 3 K.NLEAVETLGSTSTICSDK.T 350 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2544.254 2 5.5535 0.51 1831.21 1831 1 67.64706 2 K.GVGIISEGNETVEDIAAR.L 620 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2098.209 2 3.3026 0.3719 1236.62 1237.4 1 85 2 R.LNIPVSQVNPR.D 638 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsSD-NE_NT_lymphocytes_Ti_103.011120.011120.2 2 4.2426 0.4429 1829.25 1831 1 64.70589 3 K.GVGIISEGNETVEDIAAR.L 620 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1699.169 1 1.9233 0.1707 827.45 827.96 7 68.75 1 R.AAVPDAVGK.C 587 2
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NP_689509.1| gi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit [Homo sapiens] 9 31 12.7 1013 111748 5.4 HsSD-NE_NT_lymphocytes_Ti_103.009962.009962.2 2 3.8454 0.3198 1925.45 1926.1 1 64.70589 2 K.NLEAVETLGSTSTICSDK.T 350 2
1984 ENSG00000197417:ENSMUSG00000005951:ENSRNOG00000019458 CARKL gi|74315356|ref|NP_037408.2| gi|74315356|ref|NP_037408.2| carbohydrate kinase-like [Homo sapiens] 2 2 4.4 478 51505 6.8 HsSD-NE_PHA_lymphocytes_PK_111.014073.014073 2 3.6989 0.3288 1935.11 1933.2 1 55.555557 1 S.GFPVHLLPDIAEPGSVAGR.T 221 1 *
1984 ENSG00000197417:ENSMUSG00000005951:ENSRNOG00000019458 CARKL gi|74315356|ref|NP_037408.2| gi|74315356|ref|NP_037408.2| carbohydrate kinase-like [Homo sapiens] 2 2 4.4 478 51505 6.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3243.324 2 2.303 0.1431 2109.17 2107.4 2 37.5 1 R.SSGFPVHLLPDIAEPGSVAGR.T 219 2 *
1985 ENSG00000173867:ENSMUSG00000030612:ENSRNOG00000018547 MRPL46 gi|26667177|ref|NP_071446.2| gi|26667177|ref|NP_071446.2| mitochondrial ribosomal protein L46 [Homo sapiens] 2 7 21.5 279 31705 7 HsSD-NE_PHA_lymphocytes_Ti_111.015574.015574 3 6.3157 0.4737 3971.24 3972.7 1 26.470589 6 R.LLGALCLQRPPVVSKPLTPLQEEMASLLQQIEIER.S 47 2 *
1985 ENSG00000173867:ENSMUSG00000030612:ENSRNOG00000018547 MRPL46 gi|26667177|ref|NP_071446.2| gi|26667177|ref|NP_071446.2| mitochondrial ribosomal protein L46 [Homo sapiens] 2 7 21.5 279 31705 7 HsSD-NE_NT_lymphocytes_Ti_104.016906.016906.3 3 3.3554 0.1072 3030.23 3030.2 1 23.958332 1 K.ADLHDEEDEQDILLAQDLEDMWEQK.F 103 2 *
1986 ENSG00000162368:ENSMUSG00000028719:ENSRNOG00000007775 CMPK gi|7706497|ref|NP_057392.1| gi|7706497|ref|NP_057392.1| "cytidine monophosphate (UMP-CMP) kinase 1, cytosolic [Homo sa 2 3 7.5 228 25855 8 HsSD-NE_NT_lymphocytes_Ti_110.021516.021516.2 2 2.9042 0.1393 1956.61 1956.1 2 43.75 1 K.SVDEVFDEVVQIFDKEG.- 212 2 *
1986 ENSG00000162368:ENSMUSG00000028719:ENSRNOG00000007775 CMPK gi|7706497|ref|NP_057392.1| gi|7706497|ref|NP_057392.1| "cytidine monophosphate (UMP-CMP) kinase 1, cytosolic [Homo sa 2 3 7.5 228 25855 8 HsSD-NE_PHA_lymphocytes_PK_103.001792.001792 2 3.3497 0.1911 1527.49 1526.7 1 70.83333 2 K.SVDEVFDEVVQIF.D 212 1 *
1987 ENSG00000133195:ENSMUSG00000041654:ENSRNOG00000031213 SLC39A11 gi|21040273|ref|NP_631916.1| gi|21040273|ref|NP_631916.1| "solute carrier family 39 (metal ion transporter), member 11 [Homo 3 6 12.5 335 34711 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.011255.0112 3 3.033 0.1082 2214.14 2214.5 4 35.526314 1 K.KKSDPEGPALLFPESELSIR.I 123 2 *
1987 ENSG00000133195:ENSMUSG00000041654:ENSRNOG00000031213 SLC39A11 gi|21040273|ref|NP_631916.1| gi|21040273|ref|NP_631916.1| "solute carrier family 39 (metal ion transporter), member 11 [Homo 3 6 12.5 335 34711 5.4 HsNaOH-NE_NT_lymphocytes_Ti_110.017480.01748 2 3.7421 0.282 2294.05 2293.7 1 47.61905 2 R.NLAIGIGIQNFPEGLAVSLPLR.G 225 2 *
1987 ENSG00000133195:ENSMUSG00000041654:ENSRNOG00000031213 SLC39A11 gi|21040273|ref|NP_631916.1| gi|21040273|ref|NP_631916.1| "solute carrier family 39 (metal ion transporter), member 11 [Homo 3 6 12.5 335 34711 5.4 HsNaOH-NE_NT_lymphocytes_Ti_104.012897.01289 2 2.9466 0.2264 1956.73 1958.2 2 47.058823 1 K.SDPEGPALLFPESELSIR.I 125 2 *
1987 ENSG00000133195:ENSMUSG00000041654:ENSRNOG00000031213 SLC39A11 gi|21040273|ref|NP_631916.1| gi|21040273|ref|NP_631916.1| "solute carrier family 39 (metal ion transporter), member 11 [Homo 3 6 12.5 335 34711 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.017391.0173 2 3.7783 0.3973 2292.15 2293.7 1 45.238094 2 R.NLAIGIGIQNFPEGLAVSLPLR.G 225 2 *
1988 ENSG00000164985:ENSMUSG00000028484:ENSRNOG00000011498 PSIP1 gi|16945970|ref|NP_066967.2| gi|16945970|ref|NP_066967.2|;gi|19923653|ref|NP_150091.2| PC4 and SFRS1 interacting protein 1 isoform 1 [Homo sapiens] 1 6 5.1 333 37653 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.012800.01280 2 2.3608 0.2639 1922.67 1923.3 1 46.875 1 K.LPIFFFGTHETAFLGPK.D 40 2
1988 ENSG00000164985:ENSMUSG00000028484:ENSRNOG00000011498 PSIP1 gi|16945970|ref|NP_066967.2| gi|16945970|ref|NP_066967.2|;gi|19923653|ref|NP_150091.2| PC4 and SFRS1 interacting protein 1 isoform 1 [Homo sapiens] 1 6 5.1 333 37653 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.012936.0129 2 4.6125 0.435 1924.27 1923.3 1 68.75 5 K.LPIFFFGTHETAFLGPK.D 40 2
1989 ENSG00000185009:ENSMUSG00000021824:ENSRNOG00000011461 AP3M1 gi|46370095|ref|NP_996895.1| gi|46370095|ref|NP_996895.1| "adaptor-related protein complex 3, mu 1 subunit [Homo sapiens] " 3 5 16.3 418 46939 6.9 HsSD-NE_PHA_lymphocytes_PK_110.012636.012636 2 3.0453 0.2318 2162.65 2160.4 2 47.368423 1 K.AADVENVPPVISTPHHYLIS.I 39 1 *
1989 ENSG00000185009:ENSMUSG00000021824:ENSRNOG00000011461 AP3M1 gi|46370095|ref|NP_996895.1| gi|46370095|ref|NP_996895.1| "adaptor-related protein complex 3, mu 1 subunit [Homo sapiens] " 3 5 16.3 418 46939 6.9 HsSD-NE_NT_lymphocytes_Ti_104.013815.013815.2 2 2.3716 0.1134 2801.71 2801.1 3 28.846153 1 R.SVVNSITGSSNVGDTLPTGQLSNIPWR.R 142 2 *
1989 ENSG00000185009:ENSMUSG00000021824:ENSRNOG00000011461 AP3M1 gi|46370095|ref|NP_996895.1| gi|46370095|ref|NP_996895.1| "adaptor-related protein complex 3, mu 1 subunit [Homo sapiens] " 3 5 16.3 418 46939 6.9 HsSD-NE_PHA_lymphocytes_PK_105.021317.021317 2 5.0945 0.3777 2377.61 2377.7 1 52.499996 3 Y.ELLEEMLDNGFPLATESNILK.E 111 1 *
1990 ENSG00000164548:ENSMUSG00000029817:ENSRNOG00000009156 TRA2A gi|9558733|ref|NP_037425.1| gi|9558733|ref|NP_037425.1| transformer-2 alpha [Homo sapiens] 2 11 10.6 282 32689 11.3 HsNaOH-NE_NT_lymphocytes_Ti_105.013286.01328 2 3.149 0.376 2328.07 2326.5 1 55 2 R.ANPDPNTCLGVFGLSLYTTER.D 113 2 *
1990 ENSG00000164548:ENSMUSG00000029817:ENSRNOG00000009156 TRA2A gi|9558733|ref|NP_037425.1| gi|9558733|ref|NP_037425.1| transformer-2 alpha [Homo sapiens] 2 11 10.6 282 32689 11.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011963.01196 2 3.244 0.1785 1137.03 1136.3 1 87.5 4 R.GFAFVYFER.I 161 2 *
1990 ENSG00000164548:ENSMUSG00000029817:ENSRNOG00000009156 TRA2A gi|9558733|ref|NP_037425.1| gi|9558733|ref|NP_037425.1| transformer-2 alpha [Homo sapiens] 2 11 10.6 282 32689 11.3 HsSD-NE_NT_lymphocytes_Ti_108.014846.014846.2 2 3.5577 0.3405 2328.57 2326.5 1 57.5 5 R.ANPDPNTCLGVFGLSLYTTER.D 113 2 *
1991 ENSG00000128284:ENSMUSG00000057346:ENSRNOG00000023410 APOL3 gi|22035644|ref|NP_663614.1| gi|22035644|ref|NP_663614.1|;gi|22035646|ref|NP_663615.1| apolipoprotein L3 isoform 2 [Homo sapiens] 1 7 7.6 331 36545 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.017284.0172 2 3.0928 0.2316 2842.31 2840.2 1 43.75 2 R.DITPNLLSLLNNYYEATQTIGSEIR.A 201 2
1991 ENSG00000128284:ENSMUSG00000057346:ENSRNOG00000023410 APOL3 gi|22035644|ref|NP_663614.1| gi|22035644|ref|NP_663614.1|;gi|22035646|ref|NP_663615.1| apolipoprotein L3 isoform 2 [Homo sapiens] 1 7 7.6 331 36545 8 HsSD-NE_NT_lymphocytes_Ti_104.000580.000580.2 2 5.3778 0.4169 2841.97 2840.2 1 50 5 R.DITPNLLSLLNNYYEATQTIGSEIR.A 201 2
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsNaOH-NE_NT_lymphocytes_Ti_105.013794.01379 2 3.6086 0.2245 2504.99 2503.7 1 38.636364 3 R.ENTEGEYSGIEHVIVDGVVQSIK.L 147 2 *
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsNaOH-NE_NT_lymphocytes_Ti_113.010798.01079 2 3.4303 0.2932 1592.79 1591.9 4 57.14286 2 K.TPIAAGHPSMNLLLR.K 101 2 *
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsSD-NE_NT_lymphocytes_Ti_111.002787.002787.2 2 3.5113 0.3281 1849.01 1848.3 1 56.25 3 K.DMANPTALLLSAVMMLR.H 300 2 *
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsSD-NE_NT_lymphocytes_Ti_104.014564.014564.2 2 4.5447 0.3738 2502.23 2503.7 1 50 4 R.ENTEGEYSGIEHVIVDGVVQSIK.L 147 2 *
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsSD-NE_NT_lymphocytes_Ti_110.011796.011796.2 2 4.4688 0.3342 2260.63 2261.5 1 50 2 R.KTFDLYANVRPCVSIEGYK.T 116 2 *
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_005521.1| gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD+) alpha precursor [Homo sapiens 5 15 20.2 366 39592 6.9 HsSD-NE_NT_lymphocytes_Ti_104.014548.014548.3 3 3.6655 0.1419 2506.1 2503.7 1 31.818182 1 R.ENTEGEYSGIEHVIVDGVVQSIK.L 147 2 *
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NP_777358.1| gi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD+) gamma isoform b precursor [H 5 9 20 380 41468 8.8 HsSD-NE_PHA_lymphocytes_Ti_110.009216.009216 1 2.3288 0.3556 1221.63 1222.5 1 66.66667 1 R.HKDIDILIVR.E 158 2
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NP_777358.1| gi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD+) gamma isoform b precursor [H 5 9 20 380 41468 8.8 HsSD-NE_PHA_lymphocytes_Ti_103.009484.009484 3 3.9379 0.3086 2656.28 2655.8 1 35.227272 3 R.HACVPVDFEEVHVSSNADEEDIR.N 79 2
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NP_777358.1| gi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD+) gamma isoform b precursor [H 5 9 20 380 41468 8.8 HsSD-NE_PHA_lymphocytes_Ti_109.009256.009256 2 2.9016 0.1788 1223.21 1222.5 1 83.33333 2 R.HKDIDILIVR.E 158 2
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NP_777358.1| gi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD+) gamma isoform b precursor [H 5 9 20 380 41468 8.8 HsSD-NE_NT_lymphocytes_Ti_104.012322.012322.2 2 4.0821 0.3326 2494.43 2494.6 1 45.454548 2 R.ENTEGEYSSLEHESVAGVVESLK.I 168 2
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NP_777358.1| gi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD+) gamma isoform b precursor [H 5 9 20 380 41468 8.8 HsSD-NE_NT_lymphocytes_Ti_110.013230.013230.3 3 4.0816 0.3503 2148.59 2146.6 1 43.421055 1 R.HTVTMIPGDGIGPELMLHVK.S 55 2
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsSD-NE_PHA_lymphocytes_PK_109.000827.000827 2 3.0112 0.2258 1544.15 1542.8 2 72.72727 1 C.DFPLLNRPFYLF.L 857 0 *
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsSD-NE_PHA_lymphocytes_PK_110.018880.018880 2 4.6779 0.3723 2208.83 2208.6 1 57.5 5 E.RVWEYPEGVGPGASPPLAIVL.T 310 0 *
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsSD-NE_PHA_lymphocytes_PK_110.014968.014968 2 2.9619 0.2111 2370.35 2367.6 3 42.105263 1 A.YTDHPPPFREFPSNLGYSEL.A 251 0 *
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.015858.01585 2 2.7505 0.147 2014.11 2011.3 3 43.75 1 R.TQATLLTTWLTELYLSR.L 486 2 *
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013348.01334 2 3.5391 0.3887 2608.91 2608.8 3 33.333336 1 R.AAEGAEAQGFSGLFAAYTDHPPPFR.E 235 2 *
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NP_065908.1| gi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo sapiens] 6 11 10.9 973 110186 6.1 HsSD-NE_PHA_lymphocytes_PK_106.018825.018825 2 3.9153 0.3404 2108.61 2108.4 1 52.63158 2 E.LSASEGGLFGPAPDLYFRPL.Y 174 0 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsSD-NE_PHA_lymphocytes_PK_110.015185.015185 2 4.4987 0.4998 2354.89 2355.5 1 55 2 K.RPLNPLASGQGTSEENTFYSW.L 216 1 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsSD-NE_PHA_lymphocytes_PK_109.012672.012672 2 3.996 0.3023 1598.95 1599.8 1 79.16667 2 F.FERPDFQLFTGNK.I 322 1 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsSD-NE_PHA_lymphocytes_PK_108.021110.021110 2 3.0372 0.2526 1654.47 1655.9 1 70.83333 2 K.VLPFFERPDFQLF.T 318 1 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsSD-NE_PHA_lymphocytes_PK_109.014608.014608 2 4.0496 0.2881 1988.65 1987.2 1 65.625 2 K.SFPLHFDENSFFAGDKK.E 353 2 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008570.0085 2 2.5515 0.1675 2086.97 2085.1 1 53.125 1 K.YSEEANNLIEECEQAER.L 120 2 *
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_055399.1| gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 6 11 18.4 468 54393 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007497.0074 2 5.0835 0.3767 1507.49 1506.6 1 76.92308 2 R.LGAVDESLSEETQK.A 137 2 *
1996 ENSG00000172992:ENSMUSG00000020935:ENSRNOG00000021682 DCAKD gi|19923601|ref|NP_079095.2| gi|19923601|ref|NP_079095.2| dephospho-CoA kinase domain containing [Homo sapiens] 1 4 5.6 231 26549 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.017645.0176 2 4.0618 0.1667 1564.75 1564.9 1 91.66667 2 R.YVILDIPLLFETK.K 109 2 *
1996 ENSG00000172992:ENSMUSG00000020935:ENSRNOG00000021682 DCAKD gi|19923601|ref|NP_079095.2| gi|19923601|ref|NP_079095.2| dephospho-CoA kinase domain containing [Homo sapiens] 1 4 5.6 231 26549 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.017724.01772 2 3.9513 0.1702 1564.47 1564.9 1 87.5 2 R.YVILDIPLLFETK.K 109 2 *
1997 ENSG00000134049:NA:NA IER3IP1 gi|7705819|ref|NP_057181.1| gi|7705819|ref|NP_057181.1| immediate early response 3 interacting protein 1 [Homo sapiens] 1 3 24.4 82 8969 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010462.01046 2 4.9068 0.4966 2033.09 2033.2 1 60.526318 2 K.NIGWGTDQGIGGFGEEPGIK.S 30 2 *
1997 ENSG00000134049:NA:NA IER3IP1 gi|7705819|ref|NP_057181.1| gi|7705819|ref|NP_057181.1| immediate early response 3 interacting protein 1 [Homo sapiens] 1 3 24.4 82 8969 8.3 HsSD-NE_NT_lymphocytes_Ti_103.011965.011965.2 2 4.2652 0.3444 2033.13 2033.2 1 47.368423 1 K.NIGWGTDQGIGGFGEEPGIK.S 30 2 *
1998 ENSG00000197582:ENSMUSG00000063856:NA GPX1 gi|41406084|ref|NP_000572.2| gi|41406084|ref|NP_000572.2| glutathione peroxidase 1 isoform 1 [Homo sapiens] 1 7 10.8 203 21938 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.016620.016620 2 3.6146 0.2707 2462.71 2461.7 1 50 2 R.RFQTIDIEPDIEALLSQGPSCA.- 182 2 *
1998 ENSG00000197582:ENSMUSG00000063856:NA GPX1 gi|41406084|ref|NP_000572.2| gi|41406084|ref|NP_000572.2| glutathione peroxidase 1 isoform 1 [Homo sapiens] 1 7 10.8 203 21938 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.016438.01643 2 4.4802 0.263 2463.05 2461.7 1 61.904762 2 R.RFQTIDIEPDIEALLSQGPSCA.- 182 2 *
1999 ENSG00000090686:ENSMUSG00000043411:ENSRNOG00000013602 USP48 gi|52630449|ref|NP_115612.4| gi|52630449|ref|NP_115612.4| ubiquitin specific protease 48 isoform a [Homo sapiens] 2 5 2.7 1035 119032 6.1 HsSD-NE_PHA_lymphocytes_PK_108.017954.017954 2 3.5086 0.303 2192.39 2192.4 1 44.11765 4 K.NRPCLSNWPEDTDVLYIV.S 728 1 *
1999 ENSG00000090686:ENSMUSG00000043411:ENSRNOG00000013602 USP48 gi|52630449|ref|NP_115612.4| gi|52630449|ref|NP_115612.4| ubiquitin specific protease 48 isoform a [Homo sapiens] 2 5 2.7 1035 119032 6.1 HsNaOH-NE_PHA_lymphocytes_PK_102.020200.020 1 1.8365 0.1858 1119.96 1118.2 3 61.11111 1 S.AYSGHYIAHV.K 349 0
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009515.00951 2 3.7594 0.3756 2555.97 2555.6 1 41.666664 1 K.SSEDDAASESFLPSEGASSDPVTLR.R 601 2 *
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010371.01037 3 3.7915 0.3976 3446.96 3448.8 1 22.794117 2 R.ALSQPEAGPGEPDQLTASLQPEPPAPARPSAGGPR.A 35 2 *
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.020798.02079 2 2.8201 0.2542 1971.39 1971.3 3 41.666664 2 R.TYTGLSGLALLGTIISAYR.A 16 2 *
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010271.0102 3 3.5725 0.314 1756.01 1756.9 1 48.076923 1 R.LNQHNHFFHFDGSR.I 415 2 *
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.009226.0092 3 4.5489 0.3902 3451.43 3448.8 1 27.941175 3 R.ALSQPEAGPGEPDQLTASLQPEPPAPARPSAGGPR.A 35 2 *
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NP_001135.3| gi|21071001|ref|NP_001135.3| autocrine motility factor receptor [Homo sapiens] 5 11 14.5 643 72996 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.010281.0102 2 4.0789 0.4365 1756.55 1756.9 1 76.92308 2 R.LNQHNHFFHFDGSR.I 415 2 *
2001 ENSG00000121966:ENSMUSG00000045382:ENSRNOG00000003866 CXCR4 gi|4503175|ref|NP_003458.1| gi|4503175|ref|NP_003458.1|;gi|56790927|ref|NP_001008540 chemokine (C-X-C motif) receptor 4 isoform b [Homo sapiens] 3 6 8.8 352 39746 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.005801.00580 2 3.1669 0.4038 1796.01 1796.8 1 58.823532 2 R.GGHSSVSTESESSSFHSS.- 335 2
2001 ENSG00000121966:ENSMUSG00000045382:ENSRNOG00000003866 CXCR4 gi|4503175|ref|NP_003458.1| gi|4503175|ref|NP_003458.1|;gi|56790927|ref|NP_001008540 chemokine (C-X-C motif) receptor 4 isoform b [Homo sapiens] 3 6 8.8 352 39746 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.006467.0064 2 2.4129 0.1032 1259.91 1258.4 2 72.72727 1 K.TSAQHALTSVSR.G 311 2
2001 ENSG00000121966:ENSMUSG00000045382:ENSRNOG00000003866 CXCR4 gi|4503175|ref|NP_003458.1| gi|4503175|ref|NP_003458.1|;gi|56790927|ref|NP_001008540 chemokine (C-X-C motif) receptor 4 isoform b [Homo sapiens] 3 6 8.8 352 39746 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009216.0092 2 5.0154 0.471 1952.45 1952.9 1 66.66667 3 K.RGGHSSVSTESESSSFHSS.- 334 2
2002 ENSG00000115902:ENSMUSG00000020142:ENSRNOG00000005248 SLC1A4 gi|21314632|ref|NP_003029.2| gi|21314632|ref|NP_003029.2| "solute carrier family 1, member 4 [Homo sapiens] " 2 2 4.7 532 55723 6.3 HsNaOH-NE_NT_lymphocytes_PK_111.011620.0116 2 2.5264 0.1584 1421.99 1421.6 3 61.538464 1 S.DLGLEDSGPPPVPK.E 152 1 *
2002 ENSG00000115902:ENSMUSG00000020142:ENSRNOG00000005248 SLC1A4 gi|21314632|ref|NP_003029.2| gi|21314632|ref|NP_003029.2| "solute carrier family 1, member 4 [Homo sapiens] " 2 2 4.7 532 55723 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.011430.0114 2 3.1139 0.2569 1265.91 1266.4 2 75 1 K.ETVDSFLDLAR.N 166 2 *
2003 ENSG00000112695:ENSMUSG00000032330:NA COX7A2 gi|4502989|ref|NP_001856.1| gi|4502989|ref|NP_001856.1| cytochrome c oxidase subunit VIIa polypeptide 2 (liver) precursor [H 2 3 27.7 83 9396 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011529.01152 2 3.3329 0.1333 1623.43 1623.8 1 79.16667 2 K.LFQEDDEIPLYLK.G 34 2 *
2003 ENSG00000112695:ENSMUSG00000032330:NA COX7A2 gi|4502989|ref|NP_001856.1| gi|4502989|ref|NP_001856.1| cytochrome c oxidase subunit VIIa polypeptide 2 (liver) precursor [H 2 3 27.7 83 9396 9.7 HsSD-NE_NT_lymphocytes_Ti_103.009787.009787.2 2 3.2886 0.1306 1035.01 1035.2 1 83.33333 1 K.GGVADALLYR.A 47 2 *
2004 ENSG00000114942:ENSMUSG00000025967:ENSRNOG00000031628 LOC644820 gi|148222882|ref|NP_001083345.1| gi|148222882|ref|NP_001083345.1|;gi|83376130|ref|NP_0010 hypothetical protein LOC644820 [Homo sapiens] 3 5 40.4 225 24932 4.7 HsSD-NE_PHA_lymphocytes_Ti_107.002183.002183 3 5.1125 0.3235 4496.87 4495 1 21.052631 1 K.LQIQCVVEDDKVGTDMLEEQITAFEDYVQSMDVAAFNKI.- 187 2
2004 ENSG00000114942:ENSMUSG00000025967:ENSRNOG00000031628 LOC644820 gi|148222882|ref|NP_001083345.1| gi|148222882|ref|NP_001083345.1|;gi|83376130|ref|NP_0010 hypothetical protein LOC644820 [Homo sapiens] 3 5 40.4 225 24932 4.7 HsSD-NE_NT_lymphocytes_Ti_103.010576.010576.3 3 6.0162 0.4011 4182.71 4183.1 1 34.210526 1 K.YGPADVEDTTGSGATDSKDDDDIDLFGSDDEEESEEAKR.L 79 2
2004 ENSG00000114942:ENSMUSG00000025967:ENSRNOG00000031628 LOC644820 gi|148222882|ref|NP_001083345.1| gi|148222882|ref|NP_001083345.1|;gi|83376130|ref|NP_0010 hypothetical protein LOC644820 [Homo sapiens] 3 5 40.4 225 24932 4.7 HsSD-NE_NT_lymphocytes_Ti_110.003149.003149.3 3 4.3689 0.3577 4496.3 4495 1 17.763157 1 K.LQIQCVVEDDKVGTDMLEEQITAFEDYVQSMDVAAFNKI.- 187 2
2004 ENSG00000114942:ENSMUSG00000025967:ENSRNOG00000031628 LOC644820 gi|148222882|ref|NP_001083345.1| gi|148222882|ref|NP_001083345.1|;gi|83376130|ref|NP_0010 hypothetical protein LOC644820 [Homo sapiens] 3 5 40.4 225 24932 4.7 HsSD-NE_NT_lymphocytes_Ti_102.009780.009780.1 1 2.7533 0.317 1349.97 1348.5 1 62.5 2 R.SIQADGLVWGSSK.L 164 2
2005 ENSG00000162961:ENSMUSG00000024067:ENSRNOG00000027126 DPY30 gi|14211889|ref|NP_115963.1| gi|14211889|ref|NP_115963.1| dpy-30-like protein [Homo sapiens] 2 4 20.2 99 11250 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.000173.00017 2 3.4927 0.3353 2127.15 2126.6 9 36.842106 1 R.AYLDQTVVPILLQGLAVLAK.E 55 2 *
2005 ENSG00000162961:ENSMUSG00000024067:ENSRNOG00000027126 DPY30 gi|14211889|ref|NP_115963.1| gi|14211889|ref|NP_115963.1| dpy-30-like protein [Homo sapiens] 2 4 20.2 99 11250 4.9 HsSD-NE_NT_lymphocytes_Ti_105.002060.002060.3 3 5.7508 0.4356 2126.84 2126.6 1 46.05263 2 R.AYLDQTVVPILLQGLAVLAK.E 55 2 *
2005 ENSG00000162961:ENSMUSG00000024067:ENSRNOG00000027126 DPY30 gi|14211889|ref|NP_115963.1| gi|14211889|ref|NP_115963.1| dpy-30-like protein [Homo sapiens] 2 4 20.2 99 11250 4.9 HsSD-NE_NT_lymphocytes_Ti_105.002126.002126.2 2 4.3083 0.5403 2124.05 2126.6 1 68.42105 1 R.AYLDQTVVPILLQGLAVLAK.E 55 2 *
2006 ENSG00000005893:ENSMUSG00000016534:ENSRNOG00000000164 LAMP2 gi|4504957|ref|NP_002285.1| gi|4504957|ref|NP_002285.1|;gi|7669503|ref|NP_054701.1| lysosomal-associated membrane protein 2 precursor [Homo sapien 3 7 9.3 410 44961 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.021568.0215 2 2.8683 0.2339 2015.97 2013.2 7 41.17647 2 K.EQTVSVSGAFQINTFDLR.V 334 2
2006 ENSG00000005893:ENSMUSG00000016534:ENSRNOG00000000164 LAMP2 gi|4504957|ref|NP_002285.1| gi|4504957|ref|NP_002285.1|;gi|7669503|ref|NP_054701.1| lysosomal-associated membrane protein 2 precursor [Homo sapien 3 7 9.3 410 44961 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009969.00996 2 2.5107 0.1475 988.15 988.17 2 92.85714 1 R.IPLNDLFR.C 145 2
2006 ENSG00000005893:ENSMUSG00000016534:ENSRNOG00000000164 LAMP2 gi|4504957|ref|NP_002285.1| gi|4504957|ref|NP_002285.1|;gi|7669503|ref|NP_054701.1| lysosomal-associated membrane protein 2 precursor [Homo sapien 3 7 9.3 410 44961 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.014514.0145 2 2.949 0.2342 1313.13 1313.6 1 68.181816 4 K.GILTVDELLAIR.I 133 2
2007 ENSG00000109180:ENSMUSG00000029152:ENSRNOG00000002205 OCIAD1 gi|119874205|ref|NP_001073308.1| gi|119874205|ref|NP_001073308.1|;gi|119874207|ref|NP_001 OCIA domain containing 1 isoform 1 [Homo sapiens] 2 3 5.7 245 27626 7.5 HsSD-NE_PHA_lymphocytes_PK_105.014606.014606 2 3.521 0.295 1708.69 1707.8 1 66.66667 2 R.VFAECNDESFWFR.S 34 2
2007 ENSG00000109180:ENSMUSG00000029152:ENSRNOG00000002205 OCIAD1 gi|119874205|ref|NP_001073308.1| gi|119874205|ref|NP_001073308.1|;gi|119874207|ref|NP_001 OCIA domain containing 1 isoform 1 [Homo sapiens] 2 3 5.7 245 27626 7.5 HsSD-NE_NT_lymphocytes_Ti_109.012137.012137.2 2 3.3745 0.2167 1864.57 1864 1 57.692307 1 R.RVFAECNDESFWFR.S 33 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.001542.0015 2 2.367 0.0952 2942.69 2942.4 1 45.16129 2 R.VEPGGGAAEEAAPPWALGLGAAGLLALAALAR.G 121 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009303.00930 3 4.007 0.2994 2475.5 2476.7 1 32 1 K.TTTAAGSSHSRPGVPVEGSPGRNPGV.- 634 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.001791.0017 3 3.8872 0.1474 2944.1 2942.4 1 22.580645 1 R.VEPGGGAAEEAAPPWALGLGAAGLLALAALAR.G 121 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.010989.01098 2 3.9481 0.442 1778.65 1780 1 80.769226 3 R.FYNHPLHFVFNDTK.L 385 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007428.00742 2 2.946 0.2657 2588.95 2589.7 7 34.090908 1 R.HDLQPDPGDGTHSSAYCPDYTVR.A 561 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.016802.0168 2 2.2495 0.1754 2271.77 2271.8 7 30.952381 1 R.LAVLLTLPVALPVGQLLELAAR.P 261 2
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NP_951060.1| gi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapiens] 6 11 17.8 659 70632 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011135.0111 2 3.8751 0.4177 1779.53 1780 1 73.07692 2 R.FYNHPLHFVFNDTK.L 385 2
2009 ENSG00000155189:ENSMUSG00000031467:ENSRNOG00000028623 AGPAT5 gi|61743952|ref|NP_060831.2| gi|61743952|ref|NP_060831.2| 1-acylglycerol-3-phosphate O-acyltransferase 5 [Homo sapiens] 2 6 10.7 364 42072 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014532.01453 2 3.9933 0.215 2360.63 2358.7 1 52.499996 4 K.LQSYVDAGTPMYLVIFPEGTR.Y 156 2 *
2009 ENSG00000155189:ENSMUSG00000031467:ENSRNOG00000028623 AGPAT5 gi|61743952|ref|NP_060831.2| gi|61743952|ref|NP_060831.2| 1-acylglycerol-3-phosphate O-acyltransferase 5 [Homo sapiens] 2 6 10.7 364 42072 9.1 HsNaOH-NE_NT_lymphocytes_Ti_114.012254.01225 2 2.9731 0.4036 2173.29 2173.5 1 50 1 K.WLPLYGCYFAQHGGIYVK.R 125 2 *
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2009 ENSG00000155189:ENSMUSG00000031467:ENSRNOG00000028623 AGPAT5 gi|61743952|ref|NP_060831.2| gi|61743952|ref|NP_060831.2| 1-acylglycerol-3-phosphate O-acyltransferase 5 [Homo sapiens] 2 6 10.7 364 42072 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.012345.0123 2 4.557 0.4397 2176.11 2173.5 1 58.823532 1 K.WLPLYGCYFAQHGGIYVK.R 125 2 *
2010 ENSG00000078747:ENSMUSG00000027598:ENSRNOG00000018099 ITCH gi|27477109|ref|NP_113671.3| gi|27477109|ref|NP_113671.3| itchy homolog E3 ubiquitin protein ligase [Homo sapiens] 3 9 4.4 862 98676 6.3 HsSD-NE_PHA_lymphocytes_PK_110.019226.019226 2 3.7797 0.2298 1981.91 1979.2 1 55.88235 6 R.RLWVIFPGEEGLDYGGVA.R 535 1 *
2010 ENSG00000078747:ENSMUSG00000027598:ENSRNOG00000018099 ITCH gi|27477109|ref|NP_113671.3| gi|27477109|ref|NP_113671.3| itchy homolog E3 ubiquitin protein ligase [Homo sapiens] 3 9 4.4 862 98676 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016229.01622 2 4.2418 0.192 2071.93 2069.3 1 62.5 1 K.DLESIDPEFYNSLIWVK.E 635 2 *
2010 ENSG00000078747:ENSMUSG00000027598:ENSRNOG00000018099 ITCH gi|27477109|ref|NP_113671.3| gi|27477109|ref|NP_113671.3| itchy homolog E3 ubiquitin protein ligase [Homo sapiens] 3 9 4.4 862 98676 6.3 HsSD-NE_PHA_lymphocytes_PK_106.020966.020966 2 3.4896 0.2173 2295.39 2294.6 1 50 2 R.LWVIFPGEEGLDYGGVAREW.F 536 1 *
2011 ENSG00000111237:ENSMUSG00000029462:ENSRNOG00000001274 VPS29 gi|17402912|ref|NP_476528.1| gi|17402912|ref|NP_476528.1|;gi|7706441|ref|NP_057310.1| vacuolar protein sorting 29 isoform 2 [Homo sapiens] 4 7 26.3 186 20927 7 HsSD-NE_PHA_lymphocytes_PK_112.011787.011787 2 3.1104 0.2404 1156.83 1157.4 1 83.33333 1 L.VLGDLHIPHR.C 9 1
2011 ENSG00000111237:ENSMUSG00000029462:ENSRNOG00000001274 VPS29 gi|17402912|ref|NP_476528.1| gi|17402912|ref|NP_476528.1|;gi|7706441|ref|NP_057310.1| vacuolar protein sorting 29 isoform 2 [Homo sapiens] 4 7 26.3 186 20927 7 HsSD-NE_PHA_lymphocytes_Ti_110.011636.011636 2 3.3732 0.1957 1483.13 1482.8 1 83.33333 4 R.LVLVLGDLHIPHR.C 6 2
2011 ENSG00000111237:ENSMUSG00000029462:ENSRNOG00000001274 VPS29 gi|17402912|ref|NP_476528.1| gi|17402912|ref|NP_476528.1|;gi|7706441|ref|NP_057310.1| vacuolar protein sorting 29 isoform 2 [Homo sapiens] 4 7 26.3 186 20927 7 HsSD-NE_PHA_lymphocytes_Ti_114.013092.013092 2 3.7596 0.3134 2526.35 2527 1 43.18182 1 K.IGLIHGHQVIPWGDMASLALLQR.Q 86 2
2011 ENSG00000111237:ENSMUSG00000029462:ENSRNOG00000001274 VPS29 gi|17402912|ref|NP_476528.1| gi|17402912|ref|NP_476528.1|;gi|7706441|ref|NP_057310.1| vacuolar protein sorting 29 isoform 2 [Homo sapiens] 4 7 26.3 186 20927 7 HsSD-NE_PHA_lymphocytes_PK_106.009778.009778 1 3.1547 0.3375 1535.32 1534.8 6 54.166668 1 Y.VYQLIGDDVKVER.I 168 1
2012 ENSG00000125818:ENSMUSG00000032869:ENSRNOG00000009640 PSMF1 gi|145611430|ref|NP_848693.2| gi|145611430|ref|NP_848693.2| proteasome inhibitor subunit 1 [Homo sapiens] 4 6 12.5 271 29817 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.009994.009994 3 3.6854 0.2906 1890.05 1889.1 1 43.333332 1 R.EVDPLRIPPHHPHTSR.Q 165 2 *
2012 ENSG00000125818:ENSMUSG00000032869:ENSRNOG00000009640 PSMF1 gi|145611430|ref|NP_848693.2| gi|145611430|ref|NP_848693.2| proteasome inhibitor subunit 1 [Homo sapiens] 4 6 12.5 271 29817 5.7 HsSD-NE_PHA_lymphocytes_PK_106.014291.01429 2 3.9241 0.3924 2144.37 2145.3 1 61.764706 2 L.TLNLDDYIDAEHLGDFHR.T 105 1 *
2012 ENSG00000125818:ENSMUSG00000032869:ENSRNOG00000009640 PSMF1 gi|145611430|ref|NP_848693.2| gi|145611430|ref|NP_848693.2| proteasome inhibitor subunit 1 [Homo sapiens] 4 6 12.5 271 29817 5.7 HsSD-NE_PHA_lymphocytes_PK_106.014164.014164 2 4.2111 0.2824 2043.61 2044.2 1 62.5 1 T.LNLDDYIDAEHLGDFHR.T 106 1 *
2012 ENSG00000125818:ENSMUSG00000032869:ENSRNOG00000009640 PSMF1 gi|145611430|ref|NP_848693.2| gi|145611430|ref|NP_848693.2| proteasome inhibitor subunit 1 [Homo sapiens] 4 6 12.5 271 29817 5.7 HsSD-NE_PHA_lymphocytes_PK_106.012459.012459 2 4.8695 0.4373 1931.57 1931 1 80 2 L.NLDDYIDAEHLGDFHR.T 107 1 *
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_002018.1| gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196 "farnesyltransferase, CAAX box, alpha isoform a [Homo sapiens] " 4 7 11.9 379 44409 5.1 HsSD-NE_NT_lymphocytes_Ti_104.016598.016598.2 2 3.4906 0.1454 1776.87 1778 5 57.692307 1 K.LWDNELQYVDQLLK.E 215 2
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_002018.1| gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196 "farnesyltransferase, CAAX box, alpha isoform a [Homo sapiens] " 4 7 11.9 379 44409 5.1 HsSD-NE_PHA_lymphocytes_PK_105.019401.01940 2 3.3952 0.1776 1780.23 1778 1 61.538464 1 K.LWDNELQYVDQLLK.E 215 2
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_002018.1| gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196 "farnesyltransferase, CAAX box, alpha isoform a [Homo sapiens] " 4 7 11.9 379 44409 5.1 HsSD-NE_NT_lymphocytes_Ti_102.020490.020490.2 2 5.38 0.379 2047.35 2047.2 1 70.588234 2 R.DPSQELEFIADILNQDAK.N 181 2
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_002018.1| gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196 "farnesyltransferase, CAAX box, alpha isoform a [Homo sapiens] " 4 7 11.9 379 44409 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009487.009487.2 2 2.5377 0.1886 1552.69 1550.7 1 58.333332 1 R.YFVISNTTGYNDR.A 241 2
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_002018.1| gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196 "farnesyltransferase, CAAX box, alpha isoform a [Homo sapiens] " 4 7 11.9 379 44409 5.1 HsSD-NE_NT_lymphocytes_Ti_103.019829.019829.3 3 3.2272 0.1369 2047.19 2047.2 6 35.294117 2 R.DPSQELEFIADILNQDAK.N 181 2
2014 ENSG00000146540:ENSMUSG00000053553:ENSRNOG00000001289 C7orf50 gi|14150149|ref|NP_115726.1| gi|14150149|ref|NP_115726.1| hypothetical protein LOC84310 [Homo sapiens] 2 3 14.9 194 22083 9.6 HsSD-NE_PHA_lymphocytes_PK_107.011179.011179 2 3.1479 0.3902 2034.89 2035.2 1 50 1 L.LHMYDSDKVPDEHFSTL.L 128 0 *
2014 ENSG00000146540:ENSMUSG00000053553:ENSRNOG00000001289 C7orf50 gi|14150149|ref|NP_115726.1| gi|14150149|ref|NP_115726.1| hypothetical protein LOC84310 [Homo sapiens] 2 3 14.9 194 22083 9.6 HsSD-NE_NT_lymphocytes_Ti_103.011464.011464.2 2 3.6349 0.1937 1368.49 1368.5 1 81.818184 2 R.SGAELALDYLCR.W 97 2 *
2015 ENSG00000128228:ENSMUSG00000022769:ENSRNOG00000001859 SDF2L1 gi|56243533|ref|NP_071327.2| gi|56243533|ref|NP_071327.2| stromal cell-derived factor 2-like 1 precursor [Homo sapiens] 2 5 26.7 221 23598 7 HsSD-NE_PHA_lymphocytes_Ti_111.013137.013137 3 5.1955 0.3582 3935.57 3936.2 1 24.264706 4 K.NLHTHHFPSPLSNNQEVSAFGEDGEGDDLDLWTVR.C 114 2 *
2015 ENSG00000128228:ENSMUSG00000022769:ENSRNOG00000001859 SDF2L1 gi|56243533|ref|NP_071327.2| gi|56243533|ref|NP_071327.2| stromal cell-derived factor 2-like 1 precursor [Homo sapiens] 2 5 26.7 221 23598 7 HsSD-NE_NT_lymphocytes_Ti_102.009456.009456.2 2 4.5642 0.4284 2522.05 2522.6 1 54.347824 1 K.YGSGSGQQSVTGVEASDDANSYWR.I 60 2 *
2016 ENSG00000112651:ENSMUSG00000002767:ENSRNOG00000018057 MRPL2 gi|21265070|ref|NP_057034.2| gi|21265070|ref|NP_057034.2| mitochondrial ribosomal protein L2 [Homo sapiens] 1 5 3 305 33301 11.3 HsNaOH-NE_NT_lymphocytes_Ti_112.008360.00836 1 1.937 0.0936 861.61 861.98 1 75 2 R.VHGIGGGHK.Q 93 2 *
2016 ENSG00000112651:ENSMUSG00000002767:ENSRNOG00000018057 MRPL2 gi|21265070|ref|NP_057034.2| gi|21265070|ref|NP_057034.2| mitochondrial ribosomal protein L2 [Homo sapiens] 1 5 3 305 33301 11.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.008591.0085 1 2.0356 0.0939 861.69 861.98 1 75 3 R.VHGIGGGHK.Q 93 2 *
2017 ENSG00000101849:NA:ENSRNOG00000003686 TBL1X gi|5032159|ref|NP_005638.1| gi|5032159|ref|NP_005638.1| transducin beta-like 1X [Homo sapiens] 2 4 7.3 577 62496 6.6 HsSD-NE_NT_lymphocytes_Ti_107.015956.015956.2 2 5.1364 0.5049 2965.63 2964.1 1 40.74074 3 R.GHESEVFICAWNPVSDLLASGSGDSTAR.I 230 2
2017 ENSG00000101849:NA:ENSRNOG00000003686 TBL1X gi|5032159|ref|NP_005638.1| gi|5032159|ref|NP_005638.1| transducin beta-like 1X [Homo sapiens] 2 4 7.3 577 62496 6.6 HsSD-NE_NT_lymphocytes_PK_101.015193.015193. 1 2.1579 0.2693 1102.08 1104.2 2 50 1 A.AAAAAATAAATAAT.T 163 0 *
2018 ENSG00000125249:ENSMUSG00000051615:ENSRNOG00000023687 RAP2A gi|10518344|ref|NP_066361.1| gi|10518344|ref|NP_066361.1|;gi|32129209|ref|NP_067006.3| "RAP2A, member of RAS oncogene family [Homo sapiens] " 2 3 14.2 183 20615 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.016859.0168 2 2.9538 0.2946 2825.97 2826.1 5 34 2 K.EIEVDSSPSVLEILDTAGTEQFASMR.D 43 2
2018 ENSG00000125249:ENSMUSG00000051615:ENSRNOG00000023687 RAP2A gi|10518344|ref|NP_066361.1| gi|10518344|ref|NP_066361.1|;gi|32129209|ref|NP_067006.3| "RAP2A, member of RAS oncogene family [Homo sapiens] " 2 3 14.2 183 20615 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.016679.01667 3 4.021 0.3579 2828.66 2826.1 1 34 1 K.EIEVDSSPSVLEILDTAGTEQFASMR.D 43 2
2019 ENSG00000072958:ENSMUSG00000003033:ENSRNOG00000014454 AP1M1 gi|14210504|ref|NP_115882.1| gi|14210504|ref|NP_115882.1| "adaptor-related protein complex 1, mu 1 subunit [Homo sapiens] " 3 9 16.5 423 48587 7.3 HsSD-NE_PHA_lymphocytes_Ti_109.011837.011837 3 5.1738 0.3103 3464.3 3464.9 1 32.5 2 K.ILQEYITQEGHKLETGAPRPPATVTNAVSWR.S 130 2 *
2019 ENSG00000072958:ENSMUSG00000003033:ENSRNOG00000014454 AP1M1 gi|14210504|ref|NP_115882.1| gi|14210504|ref|NP_115882.1| "adaptor-related protein complex 1, mu 1 subunit [Homo sapiens] " 3 9 16.5 423 48587 7.3 HsSD-NE_NT_lymphocytes_Ti_109.010186.010186.2 2 5.2974 0.4316 2336.79 2336.7 1 59.523808 6 R.AHFGLPSVEAEDKEGKPPISVK.F 358 2 *
2019 ENSG00000072958:ENSMUSG00000003033:ENSRNOG00000014454 AP1M1 gi|14210504|ref|NP_115882.1| gi|14210504|ref|NP_115882.1| "adaptor-related protein complex 1, mu 1 subunit [Homo sapiens] " 3 9 16.5 423 48587 7.3 HsSD-NE_NT_lymphocytes_Ti_104.015204.015204.2 2 2.5298 0.1034 2005.65 2003.3 4 43.75 1 R.TISFIPPDGEFELMSYR.L 252 2 *
2020 ENSG00000128394:NA:NA_APOBEC3F APOBEC3F gi|22907044|ref|NP_660341.2| gi|22907044|ref|NP_660341.2| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 4 8.3 373 45020 7.2 HsSD-NE_PHA_lymphocytes_PK_107.014520.014520 2 5.0197 0.4439 2174.79 2172.4 1 59.375 2 C.WENFVYNDDEPFKPWKG.L 340 0 *
2020 ENSG00000128394:NA:NA_APOBEC3F APOBEC3F gi|22907044|ref|NP_660341.2| gi|22907044|ref|NP_660341.2| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 4 8.3 373 45020 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.013302.01330 2 3.5424 0.114 2439.69 2438.6 1 41.17647 1 K.YCWENFVYNDDEPFKPWK.G 338 2 *
2020 ENSG00000128394:NA:NA_APOBEC3F APOBEC3F gi|22907044|ref|NP_660341.2| gi|22907044|ref|NP_660341.2| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 3 4 8.3 373 45020 7.2 HsSD-NE_PHA_lymphocytes_PK_105.013769.013769 2 2.8304 0.1958 1593.73 1593.7 1 81.818184 1 Y.YFWDTDYQEGLR.S 308 1 *
2021 ENSG00000076053:ENSMUSG00000042396:ENSRNOG00000005710 RBM7 gi|9994185|ref|NP_057174.1| gi|9994185|ref|NP_057174.1| RNA binding motif protein 7 [Homo sapiens] 1 5 6.8 266 30503 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.015706.0157 2 3.0579 0.309 2071.49 2071.4 1 47.058823 2 K.VTEELLFELFHQAGPVIK.V 21 2 *
2021 ENSG00000076053:ENSMUSG00000042396:ENSRNOG00000005710 RBM7 gi|9994185|ref|NP_057174.1| gi|9994185|ref|NP_057174.1| RNA binding motif protein 7 [Homo sapiens] 1 5 6.8 266 30503 9.6 HsSD-NE_NT_lymphocytes_Ti_110.016860.016860.2 2 4.3125 0.2938 2071.91 2071.4 1 58.823532 3 K.VTEELLFELFHQAGPVIK.V 21 2 *
2022 ENSG00000095139:ENSMUSG00000032096:ENSRNOG00000013843 ARCN1 gi|11863154|ref|NP_001646.2| gi|11863154|ref|NP_001646.2| archain [Homo sapiens] 3 6 5.3 511 57210 6.2 HsSD-NE_PHA_lymphocytes_PK_107.015130.015130 2 3.5882 0.3411 1860.81 1861.1 1 66.66667 2 L.ITTKNSNILEDLETLR.L 69 1 *
2022 ENSG00000095139:ENSMUSG00000032096:ENSRNOG00000013843 ARCN1 gi|11863154|ref|NP_001646.2| gi|11863154|ref|NP_001646.2| archain [Homo sapiens] 3 6 5.3 511 57210 6.2 HsSD-NE_NT_lymphocytes_Ti_103.012749.012749.2 2 3.2558 0.1131 1192.31 1192.4 1 85 2 K.LFTAESLIGLK.N 337 2 *
2022 ENSG00000095139:ENSMUSG00000032096:ENSRNOG00000013843 ARCN1 gi|11863154|ref|NP_001646.2| gi|11863154|ref|NP_001646.2| archain [Homo sapiens] 3 6 5.3 511 57210 6.2 HsSD-NE_PHA_lymphocytes_PK_105.016244.016244 2 4.5593 0.2935 1417.29 1417.6 1 86.36364 2 K.NSNILEDLETLR.L 73 2 *
2023 ENSG00000165775:ENSMUSG00000031198:NA FUNDC2 gi|24371248|ref|NP_076423.2| gi|24371248|ref|NP_076423.2| FUN14 domain containing 2 [Homo sapiens] 1 3 12.2 189 20676 9.7 HsNaOH-NE_NT_lymphocytes_Ti_115.013331.01333 2 3.4607 0.3893 2365.35 2363.8 1 40.909092 2 K.LAATAVGGGFFLLQLANHTGYIK.V 107 2 *
2023 ENSG00000165775:ENSMUSG00000031198:NA FUNDC2 gi|24371248|ref|NP_076423.2| gi|24371248|ref|NP_076423.2| FUN14 domain containing 2 [Homo sapiens] 1 3 12.2 189 20676 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.013444.0134 2 3.0298 0.3897 2364.27 2363.8 1 38.636364 1 K.LAATAVGGGFFLLQLANHTGYIK.V 107 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010575.01057 2 3.0918 0.3632 1556.83 1557.7 1 70.83333 2 K.LPPWNPQVFSSER.S 580 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.007394.00739 2 4.0575 0.3783 1774.43 1776 1 66.66667 3 K.VLCQSLGCGTAVERPK.G 301 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007054.00705 2 3.3437 0.2378 1263.57 1261.3 1 77.77778 1 R.CEGQVEVHFR.G 274 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010212.01021 2 3.2701 0.4562 2028.41 2029.1 1 56.25 1 R.GVWNTVCDSEWYPSEAK.V 284 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_PK_105.006806.0068 2 2.8518 0.2701 1191.29 1191.2 2 88.88889 1 R.VTDEEVQQSR.F 510 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006351.00635 2 3.0575 0.2539 1274.35 1273.4 1 83.33333 2 R.LCEVVEHACR.S 136 2 *
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NP_006716.2| gi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 7 14 11.7 668 71889 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.004496.00449 2 3.4761 0.31 1485.53 1484.6 1 72.72727 4 R.HRVTDEEVQQSR.F 508 2 *
2025 ENSG00000101473:ENSMUSG00000017307:ENSRNOG00000015187 ACOT8 gi|34577073|ref|NP_899242.1| gi|34577073|ref|NP_899242.1|;gi|34577075|ref|NP_005460.2| peroxisomal acyl-CoA thioesterase 1 isoform c [Homo sapiens] 2 4 13.8 254 28263 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012374.01237 2 3.1327 0.1346 1543.45 1543.8 1 66.66667 2 R.LFGGQIVGQALVAAAK.S 54 2
2025 ENSG00000101473:ENSMUSG00000017307:ENSRNOG00000015187 ACOT8 gi|34577073|ref|NP_899242.1| gi|34577073|ref|NP_899242.1|;gi|34577075|ref|NP_005460.2| peroxisomal acyl-CoA thioesterase 1 isoform c [Homo sapiens] 2 4 13.8 254 28263 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.018170.0181 2 2.9986 0.2265 2177.31 2174.5 2 41.666664 1 R.SVLVTTVLNLEPLDEDLFR.G 25 2
2025 ENSG00000101473:ENSMUSG00000017307:ENSRNOG00000015187 ACOT8 gi|34577073|ref|NP_899242.1| gi|34577073|ref|NP_899242.1|;gi|34577075|ref|NP_005460.2| peroxisomal acyl-CoA thioesterase 1 isoform c [Homo sapiens] 2 4 13.8 254 28263 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.018200.01820 2 3.1286 0.1506 2176.77 2174.5 1 38.88889 1 R.SVLVTTVLNLEPLDEDLFR.G 25 2
2026 ENSG00000198833:ENSMUSG00000028277:ENSRNOG00000007434 UBE2J1 gi|37577122|ref|NP_057105.2| gi|37577122|ref|NP_057105.2| "ubiquitin-conjugating enzyme E2, J1 [Homo sapiens] " 2 5 4.7 318 35199 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.007180.00718 2 3.1165 0.1604 1535.45 1535.7 1 57.692307 2 R.LSTSPDVIQGHQPR.D 265 2 *
2026 ENSG00000198833:ENSMUSG00000028277:ENSRNOG00000007434 UBE2J1 gi|37577122|ref|NP_057105.2| gi|37577122|ref|NP_057105.2| "ubiquitin-conjugating enzyme E2, J1 [Homo sapiens] " 2 5 4.7 318 35199 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009789.0097 2 5.1531 0.4163 1692.73 1691.9 1 71.42857 3 R.RLSTSPDVIQGHQPR.D 264 2 *
2027 ENSG00000001561:ENSMUSG00000023961:ENSRNOG00000010174 ENPP4 gi|7662358|ref|NP_055751.1| gi|7662358|ref|NP_055751.1| ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative fun 4 7 10.8 453 51641 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.019560.0195 2 3.6123 0.2326 3048.95 3046.5 2 32.692307 2 R.LINLDSCIDHSYYTLIDLSPVAAILPK.I 248 2 *
2027 ENSG00000001561:ENSMUSG00000023961:ENSRNOG00000010174 ENPP4 gi|7662358|ref|NP_055751.1| gi|7662358|ref|NP_055751.1| ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative fun 4 7 10.8 453 51641 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011348.01134 2 3.8019 0.2006 1550.05 1550.8 1 86.36364 2 K.NYEFPHLQNFIK.E 43 2 *
2027 ENSG00000001561:ENSMUSG00000023961:ENSRNOG00000010174 ENPP4 gi|7662358|ref|NP_055751.1| gi|7662358|ref|NP_055751.1| ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative fun 4 7 10.8 453 51641 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013114.01311 2 3.364 0.2628 1167.45 1167.4 2 94.44444 2 K.LLLVSFDGFR.A 28 2
2027 ENSG00000001561:ENSMUSG00000023961:ENSRNOG00000010174 ENPP4 gi|7662358|ref|NP_055751.1| gi|7662358|ref|NP_055751.1| ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative fun 4 7 10.8 453 51641 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.019580.01958 3 3.7599 0.1234 3046.19 3046.5 1 27.884615 1 R.LINLDSCIDHSYYTLIDLSPVAAILPK.I 248 2 *
2028 ENSG00000131779:ENSMUSG00000074396:ENSRNOG00000021216 PEX11B gi|4505719|ref|NP_003837.1| gi|4505719|ref|NP_003837.1| peroxisomal biogenesis factor 11B [Homo sapiens] 3 4 12.7 259 28431 9.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008369.00836 2 2.4926 0.3497 1109.55 1109.3 1 77.77778 1 R.AVHLSDVVLR.F 74 2 *
2028 ENSG00000131779:ENSMUSG00000074396:ENSRNOG00000021216 PEX11B gi|4505719|ref|NP_003837.1| gi|4505719|ref|NP_003837.1| peroxisomal biogenesis factor 11B [Homo sapiens] 3 4 12.7 259 28431 9.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.006563.0065 2 2.644 0.1465 1332.31 1332.5 1 75 1 R.LGNSADALESAKR.A 61 2 *
2028 ENSG00000131779:ENSMUSG00000074396:ENSRNOG00000021216 PEX11B gi|4505719|ref|NP_003837.1| gi|4505719|ref|NP_003837.1| peroxisomal biogenesis factor 11B [Homo sapiens] 3 4 12.7 259 28431 9.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008206.00820 2 2.7117 0.2909 1249.29 1247.4 1 77.77778 2 R.FCITVSHLNR.A 84 2 *
2029 ENSG00000163636:ENSMUSG00000021737:ENSRNOG00000006751 PSMD6 gi|7661914|ref|NP_055629.1| gi|7661914|ref|NP_055629.1| "proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 [H 3 4 13.1 389 45531 5.6 HsSD-NE_PHA_lymphocytes_PK_110.020777.020777 2 2.8529 0.1862 2743.99 2746 1 36.363636 1 I.TRNTEKAKSLIEEGGDWDRRNRL.K 158 0 *
2029 ENSG00000163636:ENSMUSG00000021737:ENSRNOG00000006751 PSMD6 gi|7661914|ref|NP_055629.1| gi|7661914|ref|NP_055629.1| "proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 [H 3 4 13.1 389 45531 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.013630.01363 2 2.7098 0.2818 1604.63 1604.9 1 57.14286 1 K.GAEILEVLHSLPAVR.Q 243 2 *
2029 ENSG00000163636:ENSMUSG00000021737:ENSRNOG00000006751 PSMD6 gi|7661914|ref|NP_055629.1| gi|7661914|ref|NP_055629.1| "proteasome (prosome, macropain) 26S subunit, non-ATPase, 6 [H 3 4 13.1 389 45531 5.6 HsSD-NE_PHA_lymphocytes_PK_105.013650.013650 2 4.0339 0.354 1451.55 1449.6 1 83.33333 2 F.GVGVEFIDQELSR.F 324 1 *
2030 ENSG00000084072:ENSMUSG00000028651:ENSRNOG00000014762 PPIE gi|45439316|ref|NP_982281.1| gi|45439316|ref|NP_982281.1|;gi|5174637|ref|NP_006103.1| peptidylprolyl isomerase E isoform 2 [Homo sapiens] 2 6 13.5 296 33085 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.011853.011853 2 3.5193 0.4032 1672.75 1670.9 1 53.571426 2 K.HVVFGEVTEGLDVLR.Q 262 2
2030 ENSG00000084072:ENSMUSG00000028651:ENSRNOG00000014762 PPIE gi|45439316|ref|NP_982281.1| gi|45439316|ref|NP_982281.1|;gi|5174637|ref|NP_006103.1| peptidylprolyl isomerase E isoform 2 [Homo sapiens] 2 6 13.5 296 33085 5.6 HsSD-NE_NT_lymphocytes_Ti_106.016395.016395.2 2 4.0749 0.3021 2848.91 2847.2 1 45.833336 4 K.VLHAAFIPFGDITDIQIPLDYETEK.H 21 2
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NP_060777.3| gi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_00102873 "ras homolog gene family, member T1 isoform 3 [Homo sapiens] " 5 10 12.5 618 70784 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.011336.01133 2 3.539 0.0913 1014.55 1014.2 1 88.88889 1 K.SGVLQALLGR.N 432 2
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NP_060777.3| gi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_00102873 "ras homolog gene family, member T1 isoform 3 [Homo sapiens] " 5 10 12.5 618 70784 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.011282.01128 2 5.0019 0.3575 2314.27 2313.4 1 57.894737 2 K.ISDQDNDGTLNDAELNFFQR.I 195 2
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NP_060777.3| gi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_00102873 "ras homolog gene family, member T1 isoform 3 [Homo sapiens] " 5 10 12.5 618 70784 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.016818.0168 2 3.6146 0.3117 2433.35 2431.7 1 44.736843 2 R.RFGYDDDLDLTPEYLFPLLK.I 273 2
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NP_060777.3| gi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_00102873 "ras homolog gene family, member T1 isoform 3 [Homo sapiens] " 5 10 12.5 618 70784 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.011224.01122 2 2.3119 0.1433 1377.59 1376.6 3 70 1 R.NISELFYYAQK.A 154 2
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NP_060777.3| gi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_00102873 "ras homolog gene family, member T1 isoform 3 [Homo sapiens] " 5 10 12.5 618 70784 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010695.01069 2 4.7339 0.4077 1817.45 1817.1 1 70 4 R.ICFNTPLAPQALEDVK.N 215 2
2032 ENSG00000132581:ENSMUSG00000002064:ENSRNOG00000012121 SDF2 gi|14141195|ref|NP_008854.2| gi|14141195|ref|NP_008854.2| stromal cell-derived factor 2 precursor [Homo sapiens] 2 3 18.5 211 23026 7.3 HsSD-NE_PHA_lymphocytes_PK_108.012126.012126 2 2.8942 0.24 1623.53 1621.7 6 46.42857 1 H.HFTSPLSGNQEVSAF.G 107 0 *
2032 ENSG00000132581:ENSMUSG00000002064:ENSRNOG00000012121 SDF2 gi|14141195|ref|NP_008854.2| gi|14141195|ref|NP_008854.2| stromal cell-derived factor 2 precursor [Homo sapiens] 2 3 18.5 211 23026 7.3 HsSD-NE_NT_lymphocytes_Ti_102.009844.009844.2 2 5.0138 0.4603 2539.71 2538.6 1 47.826088 2 R.YGSGSGQQSVTGVTSVDDSNSYWR.I 48 2 *
2033 ENSG00000064999:ENSMUSG00000024219:ENSRNOG00000000498 ANKS1A gi|140161500|ref|NP_056060.2| gi|140161500|ref|NP_056060.2| ankyrin repeat and sterile alpha motif domain containing 1 [Homo s 2 2 4.2 1134 123108 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.007433.007433 3 3.2367 0.1982 2552.84 2551.8 1 30.952381 1 R.ERPPPPAKPPPDEEEEDHIDKK.Y 405 2 *
2033 ENSG00000064999:ENSMUSG00000024219:ENSRNOG00000000498 ANKS1A gi|140161500|ref|NP_056060.2| gi|140161500|ref|NP_056060.2| ankyrin repeat and sterile alpha motif domain containing 1 [Homo s 2 2 4.2 1134 123108 6.4 HsSD-NE_NT_lymphocytes_PK_105.010605.010605. 2 3.2366 0.2103 1789.67 1788.7 6 42 1 G.GGGGGGSGGGGGGSGGGGGGLGSSSH.P 34 0 *
2034 ENSG00000165416:ENSMUSG00000022024:ENSRNOG00000012594 SUGT1 gi|5730041|ref|NP_006695.1| gi|5730041|ref|NP_006695.1| suppressor of G2 allele of SKP1 [Homo sapiens] 1 5 6.9 333 37805 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.016876.01687 2 4.6853 0.3679 2617.27 2615.9 1 54.545456 3 R.FFQSFSDALIDEDPQAALEELTK.A 14 2 *
2034 ENSG00000165416:ENSMUSG00000022024:ENSRNOG00000012594 SUGT1 gi|5730041|ref|NP_006695.1| gi|5730041|ref|NP_006695.1| suppressor of G2 allele of SKP1 [Homo sapiens] 1 5 6.9 333 37805 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.017186.0171 2 3.8498 0.418 2614.19 2615.9 1 45.454548 2 R.FFQSFSDALIDEDPQAALEELTK.A 14 2 *
2035 ENSG00000164692:ENSMUSG00000029661:ENSRNOG00000011292 COL1A2 gi|48762934|ref|NP_000080.2| gi|48762934|ref|NP_000080.2| alpha 2 type I collagen [Homo sapiens] 3 3 6 1366 129314 9 HsNaOH-NE_NT_lymphocytes_PK_107.009636.0096 3 3.5874 0.1613 2435.72 2438.7 2 28.846153 1 G.PVGRTGEVGAVGPPGFAGEKGPSGEAG.T 827 0 *
2035 ENSG00000164692:ENSMUSG00000029661:ENSRNOG00000011292 COL1A2 gi|48762934|ref|NP_000080.2| gi|48762934|ref|NP_000080.2| alpha 2 type I collagen [Homo sapiens] 3 3 6 1366 129314 9 HsSD-NE_NT_lymphocytes_PK_107.010764.010764. 2 2.664 0.1818 1505.39 1506.7 1 56.25 1 G.ETGPSGPVGPAGAVGPR.G 980 1 *
2035 ENSG00000164692:ENSMUSG00000029661:ENSRNOG00000011292 COL1A2 gi|48762934|ref|NP_000080.2| gi|48762934|ref|NP_000080.2| alpha 2 type I collagen [Homo sapiens] 3 3 6 1366 129314 9 HsSD-NE_NT_lymphocytes_PK_108.014939.014939. 3 3.6407 0.1576 3284.57 3286.7 3 22.297297 1 R.GERGLPGVAGAVGEPGPLGIAGPPGARGPPGAVGSPGV.N 880 1 *
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.015033.0150 2 3.7503 0.3498 2138.99 2138.4 1 41.666664 1 K.VSCLDTCGDLLVTLQSLSR.Q 509 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.014349.0143 2 2.8909 0.1774 2525.63 2525.8 8 35.714287 1 R.FEQAFYTYDTSSPSILTLTAIR.H 644 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015684.0156 2 3.4062 0.302 2492.11 2490.7 1 42.857143 2 R.EDGSFSFYSLPSGGYTVIPFYR.G 275 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013797.0137 2 4.4691 0.4682 1701.67 1699.9 1 70 1 K.EGYVLTAVEGTIGDFK.A 856 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.018302.0183 2 4.7302 0.492 2084.29 2085.4 1 52.63158 2 K.AEDDQPLPGVLLSLSGGLFR.S 884 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.012369.0123 2 3.6098 0.2491 2220.05 2217.5 1 50 1 R.SQYDYILPQVSFTAVGYHK.H 1121 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsSD-NE_NT_lymphocytes_Ti_103.019540.019540.2 2 5.6536 0.4599 2086.07 2085.4 1 65.789474 2 K.AEDDQPLPGVLLSLSGGLFR.S 884 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsSD-NE_NT_lymphocytes_Ti_113.014875.014875.2 2 2.1752 0.134 2972.57 2971.4 1 30.000002 1 K.SENLDNPIQTVSLGQSLFFHFPPLLR.D 1080 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.014842.0148 2 3.2405 0.427 2974.31 2971.4 1 36 5 K.SENLDNPIQTVSLGQSLFFHFPPLLR.D 1080 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsSD-NE_NT_lymphocytes_Ti_110.013556.013556.2 2 3.0217 0.4016 1675.53 1677 1 64.28571 1 K.IEPVFHVMGFSVTGR.V 320 2
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NP_775885.1| gi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3| nodal modulator 2 isoform 2 [Homo sapiens] 9 20 14.2 1222 134192 5.8 HsSD-NE_NT_lymphocytes_Ti_102.014962.014962.2 2 3.24 0.2713 1691.23 1691.9 1 60.714287 3 R.DGENYVVLLDSTLPR.S 1106 2
2037 ENSG00000133818:ENSMUSG00000055723:ENSRNOG00000012258 RRAS2 gi|21361416|ref|NP_036382.2| gi|21361416|ref|NP_036382.2| related RAS viral (r-ras) oncogene homolog 2 isoform a [Homo sap 2 4 15.7 204 23400 6 HsNaOH-NE_NT_lymphocytes_Ti_110.006312.00631 2 3.8093 0.1504 1958.85 1959.1 1 60.000004 2 R.KFQEQECPPSPEPTRK.E 177 2
2037 ENSG00000133818:ENSMUSG00000055723:ENSRNOG00000012258 RRAS2 gi|21361416|ref|NP_036382.2| gi|21361416|ref|NP_036382.2| related RAS viral (r-ras) oncogene homolog 2 isoform a [Homo sap 2 4 15.7 204 23400 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.006756.0067 2 2.9996 0.2761 1958.11 1959.1 1 56.666668 1 R.KFQEQECPPSPEPTRK.E 177 2
2037 ENSG00000133818:ENSMUSG00000055723:ENSRNOG00000012258 RRAS2 gi|21361416|ref|NP_036382.2| gi|21361416|ref|NP_036382.2| related RAS viral (r-ras) oncogene homolog 2 isoform a [Homo sap 2 4 15.7 204 23400 6 HsSD-NE_NT_lymphocytes_Ti_102.012761.012761.2 2 4.6259 0.4253 1769.35 1767 1 80 1 R.LDILDTAGQEEFGAMR.E 64 2
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011391.01139 3 3.5636 0.0832 3304.34 3302.6 2 25.892857 1 K.LTVHGFVNPTSFVYGSNDENEPETCMVEK.M 776 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.006556.00655 3 4.0515 0.3801 2004.41 2004.2 1 45.833336 1 R.SQHTTEVVGGAPQHEQIGK.A 262 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_NT_lymphocytes_Ti_109.009053.00905 2 3.0577 0.2805 1363.41 1360.7 3 63.636364 2 R.VTVAIPLKYEVK.L 764 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.006423.00642 2 5.9964 0.4541 2004.17 2004.2 1 66.66667 7 R.SQHTTEVVGGAPQHEQIGK.A 262 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.009755.00975 2 3.944 0.4793 2142.31 2143.3 1 58.333332 2 K.KFGENFASCQAGISSFYTK.D 190 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.006873.0068 2 4.5477 0.3629 2007.05 2004.2 1 58.333332 1 R.SQHTTEVVGGAPQHEQIGK.A 262 2 *
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NP_000876.3| gi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo sapiens] 6 15 9.7 1032 114899 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.012342.0123 2 4.7698 0.4722 2317.61 2316.7 1 50 1 R.DILTPIQIEAAYHLGPHVISK.R 570 2 *
2039 ENSG00000174740:ENSMUSG00000034732:ENSRNOG00000003354 LOC100131622 gi|169217445|ref|XP_001713802.1| gi|169217445|ref|XP_001713802.1| PREDICTED: hypothetical protein [Homo sapiens] 1 7 4.2 382 43331 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_102.018687.0186 2 3.0537 0.2778 1851.75 1852.1 1 60.000004 1 R.ALFYLFSAFGNILSCK.V 121 2 *
2039 ENSG00000174740:ENSMUSG00000034732:ENSRNOG00000003354 LOC100131622 gi|169217445|ref|XP_001713802.1| gi|169217445|ref|XP_001713802.1| PREDICTED: hypothetical protein [Homo sapiens] 1 7 4.2 382 43331 9.5 HsSD-NE_NT_lymphocytes_Ti_102.000368.000368.2 2 3.7832 0.2591 1852.27 1852.1 1 60.000004 6 R.ALFYLFSAFGNILSCK.V 121 2 *
2040 ENSG00000205405:NA:NA LOC389217 gi|169166302|ref|XP_001717766.1| gi|169166302|ref|XP_001717766.1|;gi|169167074|ref|XP_0017PREDICTED: similar to template acyivating factor-I alpha [Homo sa 2 3 12.8 296 34331 4.6 HsNaOH-NE_NT_lymphocytes_Ti_104.008536.00853 2 2.9795 0.1911 1211.59 1209.3 4 77.77778 1 R.VEVTEFEDIK.S 136 2
2040 ENSG00000205405:NA:NA LOC389217 gi|169166302|ref|XP_001717766.1| gi|169166302|ref|XP_001717766.1|;gi|169167074|ref|XP_0017PREDICTED: similar to template acyivating factor-I alpha [Homo sa 2 3 12.8 296 34331 4.6 HsSD-NE_PHA_lymphocytes_PK_106.001342.001342 3 4.3191 0.2824 3214.79 3212.4 2 27.777779 2 W.FTDHSDAGADDLGEDIKDDIWPNPLQYY.L 219 0
2041 ENSG00000183605:ENSMUSG00000063698:ENSRNOG00000036572 SFXN4 gi|47458811|ref|NP_998814.1| gi|47458811|ref|NP_998814.1| sideroflexin 4 [Homo sapiens] 3 5 16.9 337 37998 9.2 HsNaOH-NE_NT_lymphocytes_Ti_105.008224.00822 2 2.4617 0.2597 1750.07 1750.9 1 53.846157 1 K.IQSPTEETEIFYHR.G 322 2 *
2041 ENSG00000183605:ENSMUSG00000063698:ENSRNOG00000036572 SFXN4 gi|47458811|ref|NP_998814.1| gi|47458811|ref|NP_998814.1| sideroflexin 4 [Homo sapiens] 3 5 16.9 337 37998 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.016326.0163 2 3.0767 0.2444 2841.79 2839.2 4 34.782608 2 R.FLQWTELLDPTNVFISVESIENSR.Q 43 2 *
2041 ENSG00000183605:ENSMUSG00000063698:ENSRNOG00000036572 SFXN4 gi|47458811|ref|NP_998814.1| gi|47458811|ref|NP_998814.1| sideroflexin 4 [Homo sapiens] 3 5 16.9 337 37998 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.016964.0169 2 3.5413 0.3459 2195.23 2193.6 1 52.77778 2 R.IVLFGTSALIPEVFTYFFK.R 254 2 *
2042 ENSG00000158042:ENSMUSG00000030879:ENSRNOG00000019497 MRPL17 gi|11596859|ref|NP_071344.1| gi|11596859|ref|NP_071344.1| mitochondrial ribosomal protein L17 [Homo sapiens] 2 6 9.1 175 20050 10.1 HsNaOH-NE_NT_lymphocytes_Ti_115.012987.01298 3 4.8738 0.2631 1878.44 1878.2 1 46.666668 2 R.RDSHLTLLNQLLQGLR.Q 138 2 *
2042 ENSG00000158042:ENSMUSG00000030879:ENSRNOG00000019497 MRPL17 gi|11596859|ref|NP_071344.1| gi|11596859|ref|NP_071344.1| mitochondrial ribosomal protein L17 [Homo sapiens] 2 6 9.1 175 20050 10.1 HsSD-NE_NT_lymphocytes_Ti_109.017474.017474.2 2 4.4822 0.3471 1722.95 1722 1 82.14286 4 R.DSHLTLLNQLLQGLR.Q 139 2 *
2043 ENSG00000137414:ENSMUSG00000069237:ENSRNOG00000026120 FAM8A1 gi|7705268|ref|NP_057339.1| gi|7705268|ref|NP_057339.1| "family with sequence similarity 8, member A1 [Homo sapiens] " 3 6 19.1 413 44123 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.007073.0070 2 3.709 0.4117 2024.41 2025.1 1 50 2 R.GHPPGQDDGGGDHEPVPSLR.G 10 2 *
2043 ENSG00000137414:ENSMUSG00000069237:ENSRNOG00000026120 FAM8A1 gi|7705268|ref|NP_057339.1| gi|7705268|ref|NP_057339.1| "family with sequence similarity 8, member A1 [Homo sapiens] " 3 6 19.1 413 44123 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007194.00719 2 4.0332 0.3963 2025.73 2025.1 1 52.63158 1 R.GHPPGQDDGGGDHEPVPSLR.G 10 2 *
2043 ENSG00000137414:ENSMUSG00000069237:ENSRNOG00000026120 FAM8A1 gi|7705268|ref|NP_057339.1| gi|7705268|ref|NP_057339.1| "family with sequence similarity 8, member A1 [Homo sapiens] " 3 6 19.1 413 44123 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.007034.00703 3 6.2247 0.3373 2801.24 2799.9 1 44.444447 2 R.KRGEAASGSGAELQEQAGCEAPEAAAPR.E 75 2 *
2043 ENSG00000137414:ENSMUSG00000069237:ENSRNOG00000026120 FAM8A1 gi|7705268|ref|NP_057339.1| gi|7705268|ref|NP_057339.1| "family with sequence similarity 8, member A1 [Homo sapiens] " 3 6 19.1 413 44123 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009165.00916 3 3.3118 0.367 3079.4 3080.4 2 23.333334 1 R.DDPQAEPQAPGRPTAPGLAAAAAADKLEPPR.E 41 2 *
2044 ENSG00000163002:ENSMUSG00000026999:ENSRNOG00000009290 NUP35 gi|31982904|ref|NP_612142.2| gi|31982904|ref|NP_612142.2| nucleoporin 35kDa [Homo sapiens] 2 5 11.3 326 34774 9.1 HsSD-NE_NT_lymphocytes_Ti_111.011660.011660.2 2 4.3423 0.4479 1753.47 1753.1 1 58.823532 4 R.SPLLAGGSPPQPVVPAHK.D 66 2 *
2044 ENSG00000163002:ENSMUSG00000026999:ENSRNOG00000009290 NUP35 gi|31982904|ref|NP_612142.2| gi|31982904|ref|NP_612142.2| nucleoporin 35kDa [Homo sapiens] 2 5 11.3 326 34774 9.1 HsSD-NE_PHA_lymphocytes_PK_104.014289.014289 2 2.5403 0.1686 1967.99 1967.1 4 41.666664 1 R.SIYDDISSPGLGSTPLTSR.R 93 2 *
2045 ENSG00000158201:ENSMUSG00000002475:ENSRNOG00000029370 ABHD3 gi|23397663|ref|NP_612213.2| gi|23397663|ref|NP_612213.2| alpha/beta hydrolase domain containing protein 3 [Homo sapiens] 2 6 10 409 46009 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.013235.01323 2 3.0117 0.566 2945.89 2945.2 1 47.727272 2 R.FLQDHCPVVTETYYPTVWCWEGR.G 68 2 *
2045 ENSG00000158201:ENSMUSG00000002475:ENSRNOG00000029370 ABHD3 gi|23397663|ref|NP_612213.2| gi|23397663|ref|NP_612213.2| alpha/beta hydrolase domain containing protein 3 [Homo sapiens] 2 6 10 409 46009 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.010869.0108 3 4.6812 0.3055 2101.61 2102.5 1 47.058823 4 R.GQTLLRPFITSKPPVQYR.N 91 2 *
2046 ENSG00000146576:ENSMUSG00000039244:ENSRNOG00000024567 C7orf26 gi|21362070|ref|NP_076972.2| gi|21362070|ref|NP_076972.2| hypothetical protein LOC79034 [Homo sapiens] 3 5 8.9 449 50047 7.7 HsSD-NE_PHA_lymphocytes_PK_107.016798.016798 2 2.9701 0.1539 1789.81 1790.2 5 43.75 1 Q.LQSAPLPIVDKGPVELL.E 32 0 *
2046 ENSG00000146576:ENSMUSG00000039244:ENSRNOG00000024567 C7orf26 gi|21362070|ref|NP_076972.2| gi|21362070|ref|NP_076972.2| hypothetical protein LOC79034 [Homo sapiens] 3 5 8.9 449 50047 7.7 HsSD-NE_PHA_lymphocytes_PK_106.021026.021026 2 3.8677 0.352 1953.81 1954.3 1 55.88235 2 Q.SAPLPIVDKGPVELLEEF.V 34 0 *
2046 ENSG00000146576:ENSMUSG00000039244:ENSRNOG00000024567 C7orf26 gi|21362070|ref|NP_076972.2| gi|21362070|ref|NP_076972.2| hypothetical protein LOC79034 [Homo sapiens] 3 5 8.9 449 50047 7.7 HsSD-NE_NT_lymphocytes_Ti_102.015904.015904.2 2 2.7226 0.1384 2244.21 2241.5 8 31.578945 2 R.LADELNPLNASQEIELSLDR.L 332 2 *
2047 ENSG00000144034:ENSMUSG00000054226:ENSRNOG00000015818 TPRKB gi|7705590|ref|NP_057142.1| gi|7705590|ref|NP_057142.1| TP53RK binding protein [Homo sapiens] 1 3 16 175 19661 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.019658.0196 2 3.995 0.2147 2930.73 2928.4 2 37.037037 1 K.AMEGTIDGSLINPTVIVDPFQILVAANK.A 33 2 *
2047 ENSG00000144034:ENSMUSG00000054226:ENSRNOG00000015818 TPRKB gi|7705590|ref|NP_057142.1| gi|7705590|ref|NP_057142.1| TP53RK binding protein [Homo sapiens] 1 3 16 175 19661 6.8 HsSD-NE_NT_lymphocytes_Ti_103.021133.021133.2 2 4.0435 0.2452 2928.39 2928.4 2 37.037037 2 K.AMEGTIDGSLINPTVIVDPFQILVAANK.A 33 2 *
2048 ENSG00000135587:ENSMUSG00000019822:ENSRNOG00000000306 SMPD2 gi|92859618|ref|NP_003071.2| gi|92859618|ref|NP_003071.2| "sphingomyelin phosphodiesterase 2, neutral membrane (neutral s 3 6 11.1 423 47646 7 HsNaOH-NE_NT_lymphocytes_Ti_111.011391.01139 2 3.7888 0.3777 1868.75 1867.1 1 63.333332 3 R.VAQAWELAQFIHHTSK.K 153 2 *
2048 ENSG00000135587:ENSMUSG00000019822:ENSRNOG00000000306 SMPD2 gi|92859618|ref|NP_003071.2| gi|92859618|ref|NP_003071.2| "sphingomyelin phosphodiesterase 2, neutral membrane (neutral s 3 6 11.1 423 47646 7 HsNaOH-NE_NT_lymphocytes_Ti_109.015820.01582 2 3.9292 0.3606 1726.43 1726 1 65.38461 2 R.IFNLNCWGIPYLSK.H 11 2 *
2048 ENSG00000135587:ENSMUSG00000019822:ENSRNOG00000000306 SMPD2 gi|92859618|ref|NP_003071.2| gi|92859618|ref|NP_003071.2| "sphingomyelin phosphodiesterase 2, neutral membrane (neutral s 3 6 11.1 423 47646 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010644.0106 2 2.3912 0.2219 2072.39 2070.3 1 53.125 1 K.NCYVSQQELKPFPFGVR.I 220 2 *
2049 ENSG00000170619:ENSMUSG00000055041:ENSRNOG00000004484 COMMD5 gi|154800418|ref|NP_001074472.1| gi|154800418|ref|NP_001074472.1| COMM domain containing 5 [Homo sapiens] 2 3 20.5 224 24670 7 HsSD-NE_PHA_lymphocytes_PK_107.012337.012337 2 3.6319 0.3534 1960.59 1960.2 1 55.88235 1 A.SVVFGSQRPLLDSVAQQQ.G 128 0
2049 ENSG00000170619:ENSMUSG00000055041:ENSRNOG00000004484 COMMD5 gi|154800418|ref|NP_001074472.1| gi|154800418|ref|NP_001074472.1| COMM domain containing 5 [Homo sapiens] 2 3 20.5 224 24670 7 HsSD-NE_NT_lymphocytes_Ti_113.016727.016727.2 2 3.3116 0.2341 2946.71 2945.5 1 27.777779 2 R.LGVSANLPEEQLGALLAGMHTLLQQALR.L 71 2 *
2050 ENSG00000148484:ENSMUSG00000026727:ENSRNOG00000017595 RSU1 gi|34577083|ref|NP_689937.2| gi|34577083|ref|NP_689937.2|;gi|6912638|ref|NP_036557.1| ras suppressor protein 1 isoform 2 [Homo sapiens] 3 8 37.5 224 25545 8.7 HsNaOH-NE_NT_lymphocytes_Ti_111.002508.00250 3 5.3289 0.2496 3781.25 3778.3 1 28.030304 1 R.GFGSLPALEVLDLTYNNLSENSLPGNFFYLTTLR.A 51 2
2050 ENSG00000148484:ENSMUSG00000026727:ENSRNOG00000017595 RSU1 gi|34577083|ref|NP_689937.2| gi|34577083|ref|NP_689937.2|;gi|6912638|ref|NP_036557.1| ras suppressor protein 1 isoform 2 [Homo sapiens] 3 8 37.5 224 25545 8.7 HsSD-NE_NT_lymphocytes_Ti_106.018365.018365.2 2 3.6031 0.2817 2822.31 2820.2 1 39.130436 3 K.NLEVLNFFNNQIEELPTQISSLQK.L 11 2
2050 ENSG00000148484:ENSMUSG00000026727:ENSRNOG00000017595 RSU1 gi|34577083|ref|NP_689937.2| gi|34577083|ref|NP_689937.2|;gi|6912638|ref|NP_036557.1| ras suppressor protein 1 isoform 2 [Homo sapiens] 3 8 37.5 224 25545 8.7 HsSD-NE_NT_lymphocytes_Ti_110.020616.020616.2 2 3.5515 0.3841 3032.01 3032.4 2 30.000002 4 K.AENNPWVTPIADQFQLGVSHVFEYIR.S 160 2
2051 ENSG00000175274:ENSMUSG00000068735:ENSRNOG00000008738 TP53I11 gi|115648070|ref|NP_001070255.1| gi|115648070|ref|NP_001070255.1| p53-induced protein [Homo sapiens] 2 6 8.5 189 21054 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.006906.00690 2 4.492 0.3291 1697.65 1696.8 1 66.66667 3 R.KILGVGGEDDDGEVHR.S 26 2 *
2051 ENSG00000175274:ENSMUSG00000068735:ENSRNOG00000008738 TP53I11 gi|115648070|ref|NP_001070255.1| gi|115648070|ref|NP_001070255.1| p53-induced protein [Homo sapiens] 2 6 8.5 189 21054 9.6 HsSD-NE_NT_lymphocytes_Ti_104.008398.008398.2 2 3.8024 0.3706 1569.31 1568.6 1 71.42857 3 K.ILGVGGEDDDGEVHR.S 27 2 *
2052 ENSG00000115806:ENSMUSG00000014959:ENSRNOG00000023386 GORASP2 gi|29826294|ref|NP_056345.3| gi|29826294|ref|NP_056345.3| golgi reassembly stacking protein 2 [Homo sapiens] 2 6 8.2 452 47145 4.8 HsSD-NE_PHA_lymphocytes_PK_107.010264.010264 2 4.3256 0.4482 1672.67 1671.9 1 70 2 Q.SVEIPGGGTEGYHVLR.V 6 1 *
2052 ENSG00000115806:ENSMUSG00000014959:ENSRNOG00000023386 GORASP2 gi|29826294|ref|NP_056345.3| gi|29826294|ref|NP_056345.3| golgi reassembly stacking protein 2 [Homo sapiens] 2 6 8.2 452 47145 4.8 HsSD-NE_NT_lymphocytes_Ti_103.014683.014683.2 2 4.2205 0.3382 2172.17 2172.4 1 62.5 4 R.ETSVTPSNLWGGQGLLGVSIR.F 81 2 *
2053 ENSG00000156052:ENSMUSG00000024639:ENSRNOG00000014183 GNAQ gi|40254462|ref|NP_002063.2| gi|40254462|ref|NP_002063.2| "guanine nucleotide binding protein (G protein), q polypeptide [Hom 3 4 9.5 359 42142 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.017289.01728 2 4.7297 0.4157 2198.41 2196.6 1 66.66667 2 R.VPTTGIIEYPFDLQSVIFR.M 184 2 *
2053 ENSG00000156052:ENSMUSG00000024639:ENSRNOG00000014183 GNAQ gi|40254462|ref|NP_002063.2| gi|40254462|ref|NP_002063.2| "guanine nucleotide binding protein (G protein), q polypeptide [Hom 3 4 9.5 359 42142 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.005279.00527 2 2.8764 0.0921 1477.25 1477.6 2 62.5 1 R.IIHGSGYSDEDKR.G 61 2 *
2053 ENSG00000156052:ENSMUSG00000024639:ENSRNOG00000014183 GNAQ gi|40254462|ref|NP_002063.2| gi|40254462|ref|NP_002063.2| "guanine nucleotide binding protein (G protein), q polypeptide [Hom 3 4 9.5 359 42142 5.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3292.329 2 3.1076 0.2783 2451.79 2451.9 1 37.5 1 R.VRVPTTGIIEYPFDLQSVIFR.M 182 2 *
2054 ENSG00000183048:ENSMUSG00000025792:ENSRNOG00000036693 SLC25A10 gi|20149598|ref|NP_036272.2| gi|20149598|ref|NP_036272.2| "solute carrier family 25 (mitochondrial carrier; dicarboxylate transp 1 2 8.4 287 31282 9.5 HsNaOH-NE_NT_lymphocytes_Ti_107.015104.01510 2 4.7099 0.4616 2300.33 2299.7 1 54.347824 1 K.VLLGSVSGLAGGFVGTPADLVNVR.M 103 2 *
2054 ENSG00000183048:ENSMUSG00000025792:ENSRNOG00000036693 SLC25A10 gi|20149598|ref|NP_036272.2| gi|20149598|ref|NP_036272.2| "solute carrier family 25 (mitochondrial carrier; dicarboxylate transp 1 2 8.4 287 31282 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3911.391 2 3.3592 0.3084 2301.94 2299.7 1 34.782608 1 K.VLLGSVSGLAGGFVGTPADLVNVR.M 103 2 *
2055 ENSG00000204252:ENSMUSG00000024334:ENSRNOG00000026762 HLA-DOA gi|4504401|ref|NP_002110.1| gi|4504401|ref|NP_002110.1| "major histocompatibility complex, class II, DO alpha precursor [Ho 2 4 14.8 250 27599 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.010080.0100 2 3.6733 0.3192 2585.67 2583.8 1 43.18182 2 R.NGQTVTEGVAQTSFYSQPDHLFR.K 150 2 *
2055 ENSG00000204252:ENSMUSG00000024334:ENSRNOG00000026762 HLA-DOA gi|4504401|ref|NP_002110.1| gi|4504401|ref|NP_002110.1| "major histocompatibility complex, class II, DO alpha precursor [Ho 2 4 14.8 250 27599 5.9 HsSD-NE_NT_lymphocytes_Ti_103.011405.011405.2 2 3.925 0.3242 1360.37 1358.6 1 80.769226 2 R.FDPQGGLAGIAAIK.A 80 2 *
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2056 ENSG00000091732:ENSMUSG00000039130:ENSRNOG00000010154 ZC3HC1 gi|66348045|ref|NP_057562.3| gi|66348045|ref|NP_057562.3| "zinc finger, C3HC type 1 [Homo sapiens] " 3 8 7.8 502 55262 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.000322.0003 2 5.0357 0.473 2166.37 2163.5 1 77.77778 4 R.FGMLPLDEPAILVSEFLDR.F 167 2 *
2056 ENSG00000091732:ENSMUSG00000039130:ENSRNOG00000010154 ZC3HC1 gi|66348045|ref|NP_057562.3| gi|66348045|ref|NP_057562.3| "zinc finger, C3HC type 1 [Homo sapiens] " 3 8 7.8 502 55262 5.6 HsSD-NE_NT_lymphocytes_Ti_109.013963.013963.2 2 2.8745 0.1312 2411.99 2410.7 6 42.105263 1 R.FQSLCHLDLQLPSLRPEDLK.T 186 2 *
2056 ENSG00000091732:ENSMUSG00000039130:ENSRNOG00000010154 ZC3HC1 gi|66348045|ref|NP_057562.3| gi|66348045|ref|NP_057562.3| "zinc finger, C3HC type 1 [Homo sapiens] " 3 8 7.8 502 55262 5.6 HsSD-NE_NT_lymphocytes_Ti_105.001955.001955.2 2 4.0454 0.499 2162.21 2163.5 1 66.66667 2 R.FGMLPLDEPAILVSEFLDR.F 167 2 *
2056 ENSG00000091732:ENSMUSG00000039130:ENSRNOG00000010154 ZC3HC1 gi|66348045|ref|NP_057562.3| gi|66348045|ref|NP_057562.3| "zinc finger, C3HC type 1 [Homo sapiens] " 3 8 7.8 502 55262 5.6 HsSD-NE_NT_lymphocytes_Ti_109.013871.013871.3 3 3.7361 0.3251 2410.55 2410.7 1 35.526314 1 R.FQSLCHLDLQLPSLRPEDLK.T 186 2 *
2057 ENSG00000213024:ENSMUSG00000043858:ENSRNOG00000020145 NUP62 gi|24497609|ref|NP_714941.1| gi|24497609|ref|NP_714941.1| nucleoporin 62kDa [Homo sapiens] 4 6 9.4 522 53255 5.3 HsSD-NE_PHA_lymphocytes_PK_109.003681.00368 2 3.3699 0.2098 1758.17 1756 1 64.28571 1 Q.KELEDLLSPLEELVK.E 401 1 *
2057 ENSG00000213024:ENSMUSG00000043858:ENSRNOG00000020145 NUP62 gi|24497609|ref|NP_714941.1| gi|24497609|ref|NP_714941.1| nucleoporin 62kDa [Homo sapiens] 4 6 9.4 522 53255 5.3 HsSD-NE_PHA_lymphocytes_PK_105.021308.021308 2 4.4395 0.2036 1627.47 1627.9 1 80.769226 2 K.ELEDLLSPLEELVK.E 402 2 *
2057 ENSG00000213024:ENSMUSG00000043858:ENSRNOG00000020145 NUP62 gi|24497609|ref|NP_714941.1| gi|24497609|ref|NP_714941.1| nucleoporin 62kDa [Homo sapiens] 4 6 9.4 522 53255 5.3 HsSD-NE_NT_lymphocytes_Ti_111.018314.018314.3 3 4.9272 0.2039 3344.75 3342.8 1 26.85185 2 K.RLDQELDFILSQQKELEDLLSPLEELVK.E 388 2 *
2057 ENSG00000213024:ENSMUSG00000043858:ENSRNOG00000020145 NUP62 gi|24497609|ref|NP_714941.1| gi|24497609|ref|NP_714941.1| nucleoporin 62kDa [Homo sapiens] 4 6 9.4 522 53255 5.3 HsSD-NE_NT_lymphocytes_Ti_107.013044.013044.2 2 2.9491 0.2318 2468.57 2467.8 3 35 1 K.ILNAHMDSLQWIDQNSALLQR.K 477 2 *
2058 ENSG00000104381:ENSMUSG00000025777:ENSRNOG00000005850 GDAP1 gi|108773797|ref|NP_061845.2| gi|108773797|ref|NP_061845.2| ganglioside-induced differentiation-associated protein 1 isoform a [ 3 5 19 358 41346 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.010775.01077 2 3.9925 0.4267 1749.23 1748 1 76.92308 2 K.LILYHWTHSFSSQK.V 26 2 *
2058 ENSG00000104381:ENSMUSG00000025777:ENSRNOG00000005850 GDAP1 gi|108773797|ref|NP_061845.2| gi|108773797|ref|NP_061845.2| ganglioside-induced differentiation-associated protein 1 isoform a [ 3 5 19 358 41346 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.019439.0194 3 4.7068 0.3749 4031.9 4032.5 1 24.264706 1 R.LNSTGEVPVLIHGENIICEATQIIDYLEQTFLDER.T 71 2
2058 ENSG00000104381:ENSMUSG00000025777:ENSRNOG00000005850 GDAP1 gi|108773797|ref|NP_061845.2| gi|108773797|ref|NP_061845.2| ganglioside-induced differentiation-associated protein 1 isoform a [ 3 5 19 358 41346 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.013040.0130 2 3.138 0.2515 2035.51 2035.4 1 50 2 K.VLGHVNNILISAVLPTAFR.V 292 2
2059 ENSG00000133275:ENSMUSG00000003345:ENSRNOG00000018529 CSNK1G2 gi|153791733|ref|NP_001310.3| gi|153791733|ref|NP_001310.3| "casein kinase 1, gamma 2 [Homo sapiens] " 3 4 9.2 415 47457 9.1 HsSD-NE_PHA_lymphocytes_PK_107.001419.001419 2 3.1281 0.3027 2107.65 2105.4 1 50 1 M.VLELLGPSLEDLFDLCDR.T 118 1
2059 ENSG00000133275:ENSMUSG00000003345:ENSRNOG00000018529 CSNK1G2 gi|153791733|ref|NP_001310.3| gi|153791733|ref|NP_001310.3| "casein kinase 1, gamma 2 [Homo sapiens] " 3 4 9.2 415 47457 9.1 HsSD-NE_PHA_lymphocytes_PK_105.020614.020614 2 4.0047 0.3564 1894.25 1893.1 1 60.000004 2 L.ELLGPSLEDLFDLCDR.T 120 1
2059 ENSG00000133275:ENSMUSG00000003345:ENSRNOG00000018529 CSNK1G2 gi|153791733|ref|NP_001310.3| gi|153791733|ref|NP_001310.3| "casein kinase 1, gamma 2 [Homo sapiens] " 3 4 9.2 415 47457 9.1 HsSD-NE_NT_lymphocytes_Ti_104.018297.018297.2 2 3.6001 0.2276 2387.03 2384.7 1 47.368423 1 R.ATPIEVLCENFPEEMATYLR.Y 273 2 *
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_009106.1| gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1| ER lipid raft associated 2 isoform 1 [Homo sapiens] 4 7 18.6 339 37840 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009540.0095 2 4.2432 0.2714 1338.39 1335.5 1 90.909096 2 K.ISEIEDAAFLAR.E 242 2
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_009106.1| gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1| ER lipid raft associated 2 isoform 1 [Homo sapiens] 4 7 18.6 339 37840 5.6 HsSD-NE_NT_lymphocytes_Ti_105.017011.017011.2 2 3.7951 0.2653 1934.15 1933.3 1 53.125 2 R.IEVVNFLVPNAVYDIVK.N 89 2
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_009106.1| gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1| ER lipid raft associated 2 isoform 1 [Homo sapiens] 4 7 18.6 339 37840 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2484.248 2 4.7373 0.3838 1335.63 1335.5 1 90.909096 1 R.ISEIEDAAFLAR.E 242 2
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_009106.1| gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1| ER lipid raft associated 2 isoform 1 [Homo sapiens] 4 7 18.6 339 37840 5.6 HsSD-NE_NT_lymphocytes_Ti_113.013796.013796.2 2 4.0574 0.3902 2498.49 2496.9 1 43.47826 1 R.GGALLTSTSGPGFHLMLPFITSYK.S 37 2
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_009106.1| gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1| ER lipid raft associated 2 isoform 1 [Homo sapiens] 4 7 18.6 339 37840 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1198.119 2 2.6938 0.1016 1190.81 1190.3 1 77.77778 1 K.VVEKEAETER.K 202 2
2061 ENSG00000001630:ENSMUSG00000001467:ENSRNOG00000038834 CYP51A1 gi|4503243|ref|NP_000777.1| gi|4503243|ref|NP_000777.1| "cytochrome P450, family 51 [Homo sapiens] " 3 7 12.4 509 57278 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.016962.01696 2 5.0069 0.304 1625.41 1622.9 1 84.61539 4 K.IDDILQTLLDATYK.D 284 2 *
2061 ENSG00000001630:ENSMUSG00000001467:ENSRNOG00000038834 CYP51A1 gi|4503243|ref|NP_000777.1| gi|4503243|ref|NP_000777.1| "cytochrome P450, family 51 [Homo sapiens] " 3 7 12.4 509 57278 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.017132.0171 3 3.0619 0.181 3461.39 3460.9 1 25 1 R.LYEFDLIDGYFPTVNYTTMIHTPENPVIR.Y 475 2 *
2061 ENSG00000001630:ENSMUSG00000001467:ENSRNOG00000038834 CYP51A1 gi|4503243|ref|NP_000777.1| gi|4503243|ref|NP_000777.1| "cytochrome P450, family 51 [Homo sapiens] " 3 7 12.4 509 57278 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.013898.0138 3 3.8611 0.3337 2160.77 2160.6 1 38.157894 2 K.SPPYIFSPIPFLGHAIAFGK.S 66 2 *
2062 ENSG00000137522:ENSMUSG00000070426:ENSRNOG00000020175 RNF121 gi|21361732|ref|NP_060790.2| gi|21361732|ref|NP_060790.2|;gi|37588865|ref|NP_919434.1| ring finger protein 121 isoform 1 [Homo sapiens] 2 2 10.7 327 37882 7.1 HsNaOH-NE_NT_lymphocytes_Ti_113.020237.02023 2 3.6551 0.3245 2560.67 2559.1 1 45.454548 1 R.YLVAWQPVIIGVVQGINYILGLE.- 305 2
2062 ENSG00000137522:ENSMUSG00000070426:ENSRNOG00000020175 RNF121 gi|21361732|ref|NP_060790.2| gi|21361732|ref|NP_060790.2|;gi|37588865|ref|NP_919434.1| ring finger protein 121 isoform 1 [Homo sapiens] 2 2 10.7 327 37882 7.1 HsNaOH-NE_NT_lymphocytes_PK_109.009752.0097 2 2.6768 0.2083 1409.95 1410.5 1 72.72727 1 D.VSEEGIIENTYR.L 237 1
2063 ENSG00000117614:ENSMUSG00000028821:ENSRNOG00000017742 SYF2 gi|46371998|ref|NP_997053.1| gi|46371998|ref|NP_997053.1|;gi|7661636|ref|NP_056299.1| "SYF2 homolog, RNA splicing factor isoform 2 [Homo sapiens] " 1 3 12.9 201 23568 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.010188.0101 3 4.9725 0.3979 2939.15 2938.1 1 32 2 K.HGEEFFPTSNSLLHGTHVPSTEEIDR.M 114 2
2063 ENSG00000117614:ENSMUSG00000028821:ENSRNOG00000017742 SYF2 gi|46371998|ref|NP_997053.1| gi|46371998|ref|NP_997053.1|;gi|7661636|ref|NP_056299.1| "SYF2 homolog, RNA splicing factor isoform 2 [Homo sapiens] " 1 3 12.9 201 23568 8.1 HsSD-NE_NT_lymphocytes_Ti_108.010995.010995.3 3 3.7926 0.282 2939.75 2938.1 1 31 1 K.HGEEFFPTSNSLLHGTHVPSTEEIDR.M 114 2
2064 ENSG00000136404:ENSMUSG00000038623:ENSRNOG00000019662 TM6SF1 gi|13194199|ref|NP_075379.1| gi|109462243|ref|XP_001067588.1|;gi|13194199|ref|NP_0753 transmembrane 6 superfamily member 1 [Homo sapiens] 1 5 5.7 370 41664 7.6 HsNaOH-NE_NT_lymphocytes_Ti_115.015033.01503 2 4.1457 0.3381 2517.63 2516.9 1 52.499996 3 R.ICPAFFLSIPYTCLPVWAGFR.I 167 2
2064 ENSG00000136404:ENSMUSG00000038623:ENSRNOG00000019662 TM6SF1 gi|13194199|ref|NP_075379.1| gi|109462243|ref|XP_001067588.1|;gi|13194199|ref|NP_0753 transmembrane 6 superfamily member 1 [Homo sapiens] 1 5 5.7 370 41664 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.015320.0153 2 5.3571 0.329 2519.29 2516.9 1 57.5 2 R.ICPAFFLSIPYTCLPVWAGFR.I 167 2
2065 ENSG00000062582:ENSMUSG00000020477:ENSRNOG00000011979 MRPS24 gi|15721937|ref|NP_114403.1| gi|15721937|ref|NP_114403.1| mitochondrial ribosomal protein S24 [Homo sapiens] 1 3 11.4 167 19015 9.4 HsSD-NE_PHA_lymphocytes_Ti_109.007901.007901 2 4.1518 0.3347 2191.55 2192.4 1 55.555557 1 K.GDKPVTYEEAHAPHYIAHR.K 47 2 *
2065 ENSG00000062582:ENSMUSG00000020477:ENSRNOG00000011979 MRPS24 gi|15721937|ref|NP_114403.1| gi|15721937|ref|NP_114403.1| mitochondrial ribosomal protein S24 [Homo sapiens] 1 3 11.4 167 19015 9.4 HsSD-NE_NT_lymphocytes_Ti_111.010957.010957.2 2 4.9836 0.4101 2191.97 2192.4 1 61.11111 2 K.GDKPVTYEEAHAPHYIAHR.K 47 2 *
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_112.008291.008291 2 2.669 0.2097 1259.23 1259.5 1 66.66667 1 K.KATGAATPKKSAK.K 140 2 *
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_114.008637.008637 2 2.5855 0.2183 1324.43 1322.6 5 66.66667 1 K.AAKPKKAPKSPAK.A 178 2 *
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_113.012290.012290 3 5.667 0.4128 2534.99 2534.9 1 34.375 1 R.SGVSLAALKKALAAAGYDVEKNNSR.I 55 2
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_114.008676.008676 1 2.6742 0.2494 1322.44 1322.6 1 62.5 1 K.AAKPKKAPKSPAK.A 178 2 *
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_111.010988.010988 2 2.148 0.2262 1324.77 1327.6 2 62.5 1 R.KASGPPVSELITK.A 34 2
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_111.008673.008673 2 3.7743 0.2291 1586.81 1584.9 9 53.125 1 K.AASGEAKPKAKKAGAAK.A 111 2
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsSD-NE_PHA_lymphocytes_Ti_115.012130.012130 3 3.0788 0.3576 2779.01 2776.2 2 26.923079 1 R.SGVSLAALKKALAAAGYDVEKNNSRIK.L 55 2
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_005312.1| gi|4885379|ref|NP_005312.1| "histone cluster 1, H1e [Homo sapiens] " 8 8 37.9 219 21865 11 HsNaOH-NE_PHA_lymphocytes_Ti_104.007124.0071 2 3.0405 0.2456 1107.71 1108.2 1 75 1 K.ALAAAGYDVEK.N 65 2
2067 ENSG00000131828:ENSMUSG00000031299:ENSRNOG00000014745 PDHA1 gi|4505685|ref|NP_000275.1| gi|4505685|ref|NP_000275.1| pyruvate dehydrogenase (lipoamide) alpha 1 precursor [Homo sap 3 7 17.7 390 43296 8.1 HsSD-NE_PHA_lymphocytes_Ti_106.011710.011710 3 4.3152 0.3083 3538.01 3536.7 6 23.333334 1 R.GFCHLCDGQEACCVGLEAGINPTDHLITAYR.A 89 2 *
2067 ENSG00000131828:ENSMUSG00000031299:ENSRNOG00000014745 PDHA1 gi|4505685|ref|NP_000275.1| gi|4505685|ref|NP_000275.1| pyruvate dehydrogenase (lipoamide) alpha 1 precursor [Homo sap 3 7 17.7 390 43296 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.007523.007523 2 3.2049 0.2687 1595.41 1593.7 2 65.38461 2 R.YHGHSMSDPGVSYR.T 289 2
2067 ENSG00000131828:ENSMUSG00000031299:ENSRNOG00000014745 PDHA1 gi|4505685|ref|NP_000275.1| gi|4505685|ref|NP_000275.1| pyruvate dehydrogenase (lipoamide) alpha 1 precursor [Homo sap 3 7 17.7 390 43296 8.1 HsSD-NE_NT_lymphocytes_Ti_102.014769.014769.2 2 3.5236 0.249 2349.97 2348.7 1 39.130436 2 K.NFYGGNGIVGAQVPLGAGIALACK.Y 159 2 *
2067 ENSG00000131828:ENSMUSG00000031299:ENSRNOG00000014745 PDHA1 gi|4505685|ref|NP_000275.1| gi|4505685|ref|NP_000275.1| pyruvate dehydrogenase (lipoamide) alpha 1 precursor [Homo sap 3 7 17.7 390 43296 8.1 HsSD-NE_NT_lymphocytes_Ti_107.011545.011545.3 3 5.7729 0.3497 3537.59 3536.7 1 29.166666 2 R.GFCHLCDGQEACCVGLEAGINPTDHLITAYR.A 89 2 *
2068 ENSG00000126088:ENSMUSG00000028684:ENSRNOG00000018211 UROD gi|71051616|ref|NP_000365.3| gi|71051616|ref|NP_000365.3| uroporphyrinogen decarboxylase [Homo sapiens] 3 5 18 367 40787 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.012296.0122 3 4.992 0.3807 2966.12 2967.3 1 28.846153 2 R.YIANLGHGLYPDMDPEHVGAFVDAVHK.H 333 2 *
2068 ENSG00000126088:ENSMUSG00000028684:ENSRNOG00000018211 UROD gi|71051616|ref|NP_000365.3| gi|71051616|ref|NP_000365.3| uroporphyrinogen decarboxylase [Homo sapiens] 3 5 18 367 40787 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.015411.0154 2 3.9939 0.312 2750.59 2750 1 45.833336 1 K.TVTLQGNLDPCALYASEEEIGQLVK.Q 298 2 *
2068 ENSG00000126088:ENSMUSG00000028684:ENSRNOG00000018211 UROD gi|71051616|ref|NP_000365.3| gi|71051616|ref|NP_000365.3| uroporphyrinogen decarboxylase [Homo sapiens] 3 5 18 367 40787 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.015369.01536 2 3.4853 0.2007 2752.95 2750 1 35.416664 1 K.TVTLQGNLDPCALYASEEEIGQLVK.Q 298 2 *
2068 ENSG00000126088:ENSMUSG00000028684:ENSRNOG00000018211 UROD gi|71051616|ref|NP_000365.3| gi|71051616|ref|NP_000365.3| uroporphyrinogen decarboxylase [Homo sapiens] 3 5 18 367 40787 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.010337.0103 2 2.8111 0.1999 1796.55 1797.1 1 53.846157 1 R.WLYQRPQASHQLLR.I 180 2 *
2069 ENSG00000123908:ENSMUSG00000036698:ENSRNOG00000008533 EIF2C2 gi|29171734|ref|NP_036286.2| gi|29171734|ref|NP_036286.2| "eukaryotic translation initiation factor 2C, 2 [Homo sapiens] " 4 8 7.9 859 97208 9.2 HsSD-NE_PHA_lymphocytes_PK_115.016540.016540 2 3.0287 0.1637 2176.91 2177.6 3 47.22222 1 N.NILLPQGRPPVFQQPVIFL.G 576 0 *
2069 ENSG00000123908:ENSMUSG00000036698:ENSRNOG00000008533 EIF2C2 gi|29171734|ref|NP_036286.2| gi|29171734|ref|NP_036286.2| "eukaryotic translation initiation factor 2C, 2 [Homo sapiens] " 4 8 7.9 859 97208 9.2 HsSD-NE_PHA_lymphocytes_PK_109.015961.01596 2 3.0356 0.2524 1615.89 1615.9 1 64.28571 2 L.SGRLPSVPFETIQAL.D 148 0 *
2069 ENSG00000123908:ENSMUSG00000036698:ENSRNOG00000008533 EIF2C2 gi|29171734|ref|NP_036286.2| gi|29171734|ref|NP_036286.2| "eukaryotic translation initiation factor 2C, 2 [Homo sapiens] " 4 8 7.9 859 97208 9.2 HsSD-NE_PHA_lymphocytes_PK_111.019250.019250 2 4.1708 0.3574 2054.97 2052.3 1 50 3 L.HDALSGRLPSVPFETIQAL.D 144 0 *
2069 ENSG00000123908:ENSMUSG00000036698:ENSRNOG00000008533 EIF2C2 gi|29171734|ref|NP_036286.2| gi|29171734|ref|NP_036286.2| "eukaryotic translation initiation factor 2C, 2 [Homo sapiens] " 4 8 7.9 859 97208 9.2 HsSD-NE_NT_lymphocytes_Ti_111.010664.010664.3 3 4.3499 0.21 3276.26 3276.4 1 27.586206 2 R.YHLVDKEHDSAEGSHTSGQSNGRDHQALAK.A 815 2 *
2070 ENSG00000131469:ENSMUSG00000063316:ENSRNOG00000033603 RPL27 gi|4506623|ref|NP_000979.1| gi|4506623|ref|NP_000979.1| ribosomal protein L27 [Homo sapiens] 2 3 17.6 136 15798 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.008948.0089 3 3.2515 0.0847 2688.68 2689.9 1 32.608696 2 K.NIDDGTSDRPYSHALVAGIDRYPR.K 28 2 *
2070 ENSG00000131469:ENSMUSG00000063316:ENSRNOG00000033603 RPL27 gi|4506623|ref|NP_000979.1| gi|4506623|ref|NP_000979.1| ribosomal protein L27 [Homo sapiens] 2 3 17.6 136 15798 10.6 HsSD-NE_PHA_lymphocytes_PK_105.009122.009122 2 2.9343 0.1688 1662.33 1661.7 3 60.714287 1 K.NIDDGTSDRPYSHAL.V 28 1 *
2071 ENSG00000142655:ENSMUSG00000028975:ENSRNOG00000013498 PEX14 gi|4758896|ref|NP_004556.1| gi|4758896|ref|NP_004556.1| peroxisomal biogenesis factor 14 [Homo sapiens] 2 5 13.3 377 41237 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.006885.00688 3 7.0698 0.4943 3123.41 3123.2 1 33.064518 3 K.SPSPSSPAAVNHHSSSDISPVSNESTSSSPGK.E 247 2 *
2071 ENSG00000142655:ENSMUSG00000028975:ENSRNOG00000013498 PEX14 gi|4758896|ref|NP_004556.1| gi|4758896|ref|NP_004556.1| peroxisomal biogenesis factor 14 [Homo sapiens] 2 5 13.3 377 41237 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010896.0108 2 4.3426 0.3396 2064.65 2063.3 1 58.823532 2 K.ATTSTNWILESQNINELK.S 196 2 *
2072 ENSG00000087502:ENSMUSG00000030304:ENSRNOG00000001852 ERGIC2 gi|50959176|ref|NP_057654.2| gi|50959176|ref|NP_057654.2| PTX1 protein [Homo sapiens] 2 5 10.3 377 42549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015546.01554 2 3.519 0.4351 2379.77 2379.7 1 42.857143 1 R.IDHLSFGELVPAIINPLDGTEK.I 217 2 *
2072 ENSG00000087502:ENSMUSG00000030304:ENSRNOG00000001852 ERGIC2 gi|50959176|ref|NP_057654.2| gi|50959176|ref|NP_057654.2| PTX1 protein [Homo sapiens] 2 5 10.3 377 42549 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.010175.01017 2 3.9883 0.3407 1739.51 1740 1 68.75 2 R.IINHAAGSHGVSGIFMK.Y 278 2 *
2072 ENSG00000087502:ENSMUSG00000030304:ENSRNOG00000001852 ERGIC2 gi|50959176|ref|NP_057654.2| gi|50959176|ref|NP_057654.2| PTX1 protein [Homo sapiens] 2 5 10.3 377 42549 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.015287.0152 2 4.0276 0.4555 2380.25 2379.7 1 42.857143 2 R.IDHLSFGELVPAIINPLDGTEK.I 217 2 *
2073 ENSG00000102743:ENSMUSG00000031482:ENSRNOG00000011881 SLC25A15 gi|7657585|ref|NP_055067.1| gi|7657585|ref|NP_055067.1| solute carrier family 25 (mitochondrial carrier; ornithine transporter) 2 4 15 301 32736 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011122.01112 2 3.856 0.3753 1867.59 1865.2 1 50 2 K.NEGITALYSGLKPTMIR.A 259 2 *
2073 ENSG00000102743:ENSMUSG00000031482:ENSRNOG00000011881 SLC25A15 gi|7657585|ref|NP_055067.1| gi|7657585|ref|NP_055067.1| solute carrier family 25 (mitochondrial carrier; ornithine transporter) 2 4 15 301 32736 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.021660.0216 2 2.5655 0.197 2866.53 2866.3 1 29.62963 2 K.LSDLQNAAAGSFASAFAALVLCPTELVK.C 104 2 *
2074 ENSG00000147684:ENSMUSG00000022354:ENSRNOG00000009364 NDUFB9 gi|6274550|ref|NP_004996.1| gi|6274550|ref|NP_004996.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa 2 4 9.5 179 21831 8.4 HsSD-NE_PHA_lymphocytes_Ti_111.014019.014019 3 3.324 0.2051 2126.33 2127.5 1 43.75 2 R.KEGDLPPLWWYIVTRPR.E 159 2 *
2074 ENSG00000147684:ENSMUSG00000022354:ENSRNOG00000009364 NDUFB9 gi|6274550|ref|NP_004996.1| gi|6274550|ref|NP_004996.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9, 22kDa 2 4 9.5 179 21831 8.4 HsSD-NE_PHA_lymphocytes_PK_108.000059.000059 2 3.6699 0.3417 1746.81 1746 1 69.230774 2 K.EGDLPPLWWYIVTR.P 160 2 *
2075 ENSG00000197170:ENSMUSG00000020720:ENSRNOG00000003117 PSMD12 gi|4506221|ref|NP_002807.1| gi|4506221|ref|NP_002807.1| proteasome 26S non-ATPase subunit 12 [Homo sapiens] 4 9 10.7 456 52904 7.6 HsSD-NE_PHA_lymphocytes_PK_107.015901.01590 2 3.2881 0.3225 2010.51 2011.3 1 53.333336 3 Q.CCTYVEEITDLPIKLR.L 108 1 *
2075 ENSG00000197170:ENSMUSG00000020720:ENSRNOG00000003117 PSMD12 gi|4506221|ref|NP_002807.1| gi|4506221|ref|NP_002807.1| proteasome 26S non-ATPase subunit 12 [Homo sapiens] 4 9 10.7 456 52904 7.6 HsSD-NE_PHA_lymphocytes_PK_107.011905.011905 2 3.8355 0.383 1855.79 1854.1 1 76.666664 3 Y.VILAPFDNEQSDLVHR.I 274 1 *
2075 ENSG00000197170:ENSMUSG00000020720:ENSRNOG00000003117 PSMD12 gi|4506221|ref|NP_002807.1| gi|4506221|ref|NP_002807.1| proteasome 26S non-ATPase subunit 12 [Homo sapiens] 4 9 10.7 456 52904 7.6 HsSD-NE_PHA_lymphocytes_Ti_103.012945.012945 2 3.0163 0.2126 2230.19 2228.5 1 50 1 K.MVQQCCTYVEEITDLPIK.L 104 2 *
2075 ENSG00000197170:ENSMUSG00000020720:ENSRNOG00000003117 PSMD12 gi|4506221|ref|NP_002807.1| gi|4506221|ref|NP_002807.1| proteasome 26S non-ATPase subunit 12 [Homo sapiens] 4 9 10.7 456 52904 7.6 HsSD-NE_PHA_lymphocytes_Ti_107.015723.015723 2 3.5357 0.2779 1517.27 1515.8 1 75 2 R.LQEVIETLLSLEK.Q 40 2 *
2076 ENSG00000110619:ENSMUSG00000010755:ENSRNOG00000020651 CARS gi|10835051|ref|NP_001742.1| gi|10835051|ref|NP_001742.1|;gi|21269877|ref|NP_644802.1| cysteinyl-tRNA synthetase isoform b [Homo sapiens] 4 7 3.7 748 85473 6.7 HsSD-NE_PHA_lymphocytes_PK_106.004116.004116 2 4.839 0.356 2961.09 2958.2 1 42 3 L.LEEAKDLLSDWLDSTLGCDVTDNSIF.S 187 0
2076 ENSG00000110619:ENSMUSG00000010755:ENSRNOG00000020651 CARS gi|10835051|ref|NP_001742.1| gi|10835051|ref|NP_001742.1|;gi|21269877|ref|NP_644802.1| cysteinyl-tRNA synthetase isoform b [Homo sapiens] 4 7 3.7 748 85473 6.7 HsSD-NE_NT_lymphocytes_Ti_103.000453.000453.2 2 5.1305 0.4675 2603.17 2602.8 1 45.454548 2 K.DLLSDWLDSTLGCDVTDNSIFSK.L 192 2
2076 ENSG00000110619:ENSMUSG00000010755:ENSRNOG00000020651 CARS gi|10835051|ref|NP_001742.1| gi|10835051|ref|NP_001742.1|;gi|21269877|ref|NP_644802.1| cysteinyl-tRNA synthetase isoform b [Homo sapiens] 4 7 3.7 748 85473 6.7 HsSD-NE_PHA_lymphocytes_PK_106.000586.000586 2 3.9204 0.1872 2609.65 2610.8 1 45.454548 1 L.LEEAKDLLSDWLDSTLGCDVTDN.S 187 0
2076 ENSG00000110619:ENSMUSG00000010755:ENSRNOG00000020651 CARS gi|10835051|ref|NP_001742.1| gi|10835051|ref|NP_001742.1|;gi|21269877|ref|NP_644802.1| cysteinyl-tRNA synthetase isoform b [Homo sapiens] 4 7 3.7 748 85473 6.7 HsSD-NE_PHA_lymphocytes_PK_106.003414.003414 2 2.9814 0.197 2715.17 2715.9 2 36.95652 1 E.EAKDLLSDWLDSTLGCDVTDNSIF.S 189 0
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.009999.00999 2 2.759 0.1362 2110.19 2107.4 3 50 1 K.KLPIVETLGCCNVICSDK.T 334 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.000656.00065 3 4.7013 0.429 2647.31 2648.2 1 28 3 R.VLALASGPELGQLTFLGLVGIIDPPR.T 524 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_NT_lymphocytes_Ti_103.009720.00972 2 3.9147 0.2284 1820.93 1819 1 69.44444 3 K.NGSVVAMTGDGVNDAVALK.A 635 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.007524.00752 2 2.7625 0.3134 1577.07 1576.7 1 65.38461 1 R.IVEAGCVCNDAVIR.N 404 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007671.0076 2 3.8961 0.3528 1576.59 1576.7 1 80.769226 1 R.IVEAGCVCNDAVIR.N 404 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.007864.0078 2 3.438 0.166 1653.05 1650.8 2 60.000004 2 K.MITGDSQETAVAIASR.L 568 2
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NP_055197.2| gi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_00100148 calcium-transporting ATPase 2C1 isoform 1a [Homo sapiens] 6 12 10.1 919 100577 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.016022.0160 2 3.5339 0.3797 2648.11 2648.2 2 32 1 R.VLALASGPELGQLTFLGLVGIIDPPR.T 524 2
2078 ENSG00000135632:ENSMUSG00000033706:ENSRNOG00000015589 SMYD5 gi|154689858|ref|NP_006053.2| gi|154689858|ref|NP_006053.2| SMYD family member 5 [Homo sapiens] 2 6 10 418 47341 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.017847.0178 2 2.3933 0.1508 2621.85 2622.1 3 34.782608 1 R.VSVEVRFVSSAKGKGLFATQLIRK.G 21 2 *
2078 ENSG00000135632:ENSMUSG00000033706:ENSRNOG00000015589 SMYD5 gi|154689858|ref|NP_006053.2| gi|154689858|ref|NP_006053.2| SMYD family member 5 [Homo sapiens] 2 6 10 418 47341 5 HsSD-NE_NT_lymphocytes_Ti_112.011437.011437.2 2 5.0526 0.3021 2004.83 2003.3 1 61.764706 2 R.LTGKPGQVLPHPELCTVR.K 87 2 *
2078 ENSG00000135632:ENSMUSG00000033706:ENSRNOG00000015589 SMYD5 gi|154689858|ref|NP_006053.2| gi|154689858|ref|NP_006053.2| SMYD family member 5 [Homo sapiens] 2 6 10 418 47341 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.010181.0101 2 4.7474 0.3933 2003.51 2003.3 1 64.70589 3 R.LTGKPGQVLPHPELCTVR.K 87 2 *
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|NP_001762.2| gi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 3 11 5.1 847 95348 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.010596.0105 2 3.7829 0.2815 2128.81 2127.4 1 64.70589 1 R.YEWKPHGAWEEPSLGVLK.I 454 2 *
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|NP_001762.2| gi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 3 11 5.1 847 95348 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010389.0103 3 3.7688 0.1728 2130.17 2127.4 1 45.588234 1 R.YEWKPHGAWEEPSLGVLK.I 454 2 *
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|NP_001762.2| gi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 3 11 5.1 847 95348 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.011417.0114 2 3.5506 0.4131 2808.55 2809 1 37.5 2 R.EGDSVTMTCEVSSSNPEYTTVSWLK.D 257 2 *
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|NP_001762.2| gi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 3 11 5.1 847 95348 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010664.01066 3 3.5601 0.2008 2127.65 2127.4 1 41.17647 1 R.YEWKPHGAWEEPSLGVLK.I 454 2 *
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|NP_001762.2| gi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 3 11 5.1 847 95348 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.010685.01068 2 4.1625 0.3609 2127.39 2127.4 1 61.764706 6 R.YEWKPHGAWEEPSLGVLK.I 454 2 *
2080 ENSG00000029364:ENSMUSG00000048833:ENSRNOG00000005052 SLC39A9 gi|40254928|ref|NP_060845.2| gi|40254928|ref|NP_060845.2| "solute carrier family 39 (zinc transporter), member 9 [Homo sapien 1 4 4.9 307 32251 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.008877.00887 2 4.6289 0.3806 1674.41 1674.8 1 78.57143 2 K.HHQASETHNVIASDK.A 71 2 *
2080 ENSG00000029364:ENSMUSG00000048833:ENSRNOG00000005052 SLC39A9 gi|40254928|ref|NP_060845.2| gi|40254928|ref|NP_060845.2| "solute carrier family 39 (zinc transporter), member 9 [Homo sapien 1 4 4.9 307 32251 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009128.0091 2 4.5913 0.2925 1674.59 1674.8 1 85.71429 2 K.HHQASETHNVIASDK.A 71 2 *
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010683.0106 2 3.9508 0.2468 1247.35 1246.4 1 85 1 R.DIDDLELTLAK.V 953 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009219.00921 2 5.124 0.4894 1897.25 1896 1 62.5 7 K.HADSVAELGEQIDNLQR.V 1196 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.007566.00756 2 3.2791 0.1643 1507.49 1504.6 1 64.28571 1 R.ENQSILITGESGAGK.T 170 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008865.00886 3 4.0254 0.2744 1895.9 1896 1 42.1875 1 K.HADSVAELGEQIDNLQR.V 1196 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_PK_110.010748.0107 2 4.3456 0.2774 1861.61 1861 1 70 3 K.LEQQVDDLEGSLEQEK.K 1027 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_112.009069.00906 2 2.1172 0.2475 979.67 981.1 1 78.57143 1 R.STHPHFVR.C 664 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013197.01319 2 2.9931 0.2831 2202.23 2201.4 1 47.5 1 K.GTLEDQIIQANPALEAFGNAK.T 214 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008517.00851 2 2.7037 0.0932 1720.53 1718.9 6 53.571426 1 K.NKDPLNETVVGLYQK.S 597 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008159.00815 2 3.8344 0.22 1989.83 1989.1 1 65.625 2 K.LEQQVDDLEGSLEQEKK.L 1027 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.008606.00860 3 4.487 0.2778 1840.31 1840 1 45.3125 1 R.DLEEATLQHEATAAALR.K 1177 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.010794.01079 1 2.2632 0.0875 1467.98 1466.7 9 45.833336 1 K.LASADIETYLLEK.S 258 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.010653.0106 1 2.1525 0.1459 1245.66 1246.4 2 70 1 R.DIDDLELTLAK.V 953 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008127.00812 2 4.377 0.3657 1995.17 1996.2 1 58.823532 2 R.RDLEEATLQHEATAAALR.K 1176 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010301.01030 2 4.228 0.1599 1246.37 1246.4 1 85 1 K.DIDDLELTLAK.V 953 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.005846.00584 2 2.0529 0.1087 1226.07 1225.3 3 66.66667 1 R.TKYETDAIQR.T 1373 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.012200.01220 3 4.0418 0.2433 2932.13 2930.2 1 26 2 K.QLEAEKMELQSALEEAEASLEHEEGK.I 1532 2 *
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008447.00844 3 3.0766 0.205 1649.57 1651 6 37.5 1 K.KAITDAAMMAEELKK.E 1757 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010955.01095 2 4.2745 0.3454 1466.33 1466.7 1 87.5 1 K.LASADIETYLLEK.S 258 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.009098.0090 2 3.9556 0.4075 1839.65 1840 1 65.625 1 R.DLEEATLQHEATAAALR.K 1177 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.008218.00821 2 3.2134 0.274 1969.25 1968.2 1 52.941177 1 R.DLEEATLQHEATAAALRK.K 1177 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008534.00853 2 4.7029 0.3679 1860.45 1861 1 80 2 K.LEQQVDDLEGSLEQEK.K 1027 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.010368.01036 1 2.9088 0.2486 1247.64 1246.4 1 70 2 K.DIDDLELTLAK.V 953 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_111.009884.00988 2 2.7895 0.2204 1153.45 1152.3 1 75 3 K.NALAHALQSAR.H 1327 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.008147.00814 3 3.2858 0.1627 1998.38 1996.2 7 36.764706 2 R.RDLEEATLQHEATAAALR.K 1176 2
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|NP_000248.2| gi|115496169|ref|NP_000248.2| "myosin, heavy chain 7, cardiac muscle, beta [Homo sapiens] " 21 41 10.2 1935 223095 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011878.011878.2 2 3.7752 0.2112 1246.09 1246.4 1 85 1 R.DIDDLELTLAK.V 953 2
2082 ENSG00000117906:ENSMUSG00000032320:ENSRNOG00000015780 RCN2 gi|4506457|ref|NP_002893.1| gi|4506457|ref|NP_002893.1| "reticulocalbin 2, EF-hand calcium binding domain [Homo sapiens] " 2 5 12 317 36876 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.011036.0110 2 3.297 0.4005 1706.87 1707.9 1 67.85714 1 R.EALLGVQEDVDEYVK.L 42 2 *
2082 ENSG00000117906:ENSMUSG00000032320:ENSRNOG00000015780 RCN2 gi|4506457|ref|NP_002893.1| gi|4506457|ref|NP_002893.1| "reticulocalbin 2, EF-hand calcium binding domain [Homo sapiens] " 2 5 12 317 36876 4.4 HsSD-NE_NT_lymphocytes_Ti_102.012207.012207.2 2 4.1773 0.2536 1710.39 1707.9 1 75 2 R.EALLGVQEDVDEYVK.L 42 2 *
2082 ENSG00000117906:ENSMUSG00000032320:ENSRNOG00000015780 RCN2 gi|4506457|ref|NP_002893.1| gi|4506457|ref|NP_002893.1| "reticulocalbin 2, EF-hand calcium binding domain [Homo sapiens] " 2 5 12 317 36876 4.4 HsSD-NE_NT_lymphocytes_Ti_102.016346.016346.2 2 6.1696 0.4693 2642.37 2642.8 1 61.363636 2 K.LSEEEILENPDLFLTSEATDYGR.Q 283 2 *
2083 ENSG00000158850:ENSMUSG00000052423:ENSRNOG00000003551 B4GALT3 gi|4502349|ref|NP_003770.1| gi|4502349|ref|NP_003770.1| "UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase 3 [Homo sap 2 5 12.2 393 43928 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.018143.01814 2 4.8913 0.5115 2482.57 2480.9 1 54.347824 2 R.SPLLVGPVSVSFSPVPSLAEIVER.N 81 2 *
2083 ENSG00000158850:ENSMUSG00000052423:ENSRNOG00000003551 B4GALT3 gi|4502349|ref|NP_003770.1| gi|4502349|ref|NP_003770.1| "UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase 3 [Homo sap 2 5 12.2 393 43928 9.3 HsNaOH-NE_NT_lymphocytes_Ti_106.015771.01577 2 2.6139 0.2262 2714.53 2713.1 6 30.434782 2 K.FGYSLPYPQYFGGVSALTPDQYLK.M 224 2 *
2083 ENSG00000158850:ENSMUSG00000052423:ENSRNOG00000003551 B4GALT3 gi|4502349|ref|NP_003770.1| gi|4502349|ref|NP_003770.1| "UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase 3 [Homo sap 2 5 12.2 393 43928 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.017642.0176 2 2.8146 0.187 2482.81 2480.9 1 41.304348 1 R.SPLLVGPVSVSFSPVPSLAEIVER.N 81 2 *
2084 ENSG00000099795:ENSMUSG00000033938:ENSRNOG00000028717 NDUFB7 gi|10764847|ref|NP_004137.2| gi|10764847|ref|NP_004137.2| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7, 18kDa 1 2 6.6 137 16402 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.009707.0097 2 2.7658 0.2035 1186.23 1185.3 1 87.5 1 R.DYCAHHLIR.L 57 2 *
2084 ENSG00000099795:ENSMUSG00000033938:ENSRNOG00000028717 NDUFB7 gi|10764847|ref|NP_004137.2| gi|10764847|ref|NP_004137.2| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7, 18kDa 1 2 6.6 137 16402 8.9 HsSD-NE_NT_lymphocytes_Ti_111.010915.010915.2 2 2.9274 0.2262 1185.69 1185.3 1 81.25 1 R.DYCAHHLIR.L 57 2 *
2085 ENSG00000102786:ENSMUSG00000035161:ENSRNOG00000009873 INTS6 gi|11024694|ref|NP_036273.1| gi|11024694|ref|NP_036273.1|;gi|90193622|ref|NP_00103502 integrator complex subunit 6 isoform a [Homo sapiens] 2 3 2.8 887 100390 8.6 HsNaOH-NE_NT_lymphocytes_PK_113.001428.0014 1 1.8211 0.1837 997.54 996.15 2 55 1 H.IGGKGPPAPTT.Q 677 0
2085 ENSG00000102786:ENSMUSG00000035161:ENSRNOG00000009873 INTS6 gi|11024694|ref|NP_036273.1| gi|11024694|ref|NP_036273.1|;gi|90193622|ref|NP_00103502 integrator complex subunit 6 isoform a [Homo sapiens] 2 3 2.8 887 100390 8.6 HsSD-NE_PHA_lymphocytes_PK_107.003508.003508 2 3.7729 0.2725 1661.37 1661 1 73.07692 2 Y.NYPVLLPLLDDLFK.V 385 1
2086 ENSG00000011260:ENSMUSG00000054079:ENSRNOG00000002644 UTP18 gi|118344456|ref|NP_057085.2| gi|118344456|ref|NP_057085.2| "UTP18, small subunit processome component [Homo sapiens] " 4 7 10.3 556 62004 8.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012096.01209 2 3.0492 0.2929 1958.51 1959.3 1 56.25 1 R.LVHLPSCTVFSNFPVIK.N 501 2 *
2086 ENSG00000011260:ENSMUSG00000054079:ENSRNOG00000002644 UTP18 gi|118344456|ref|NP_057085.2| gi|118344456|ref|NP_057085.2| "UTP18, small subunit processome component [Homo sapiens] " 4 7 10.3 556 62004 8.8 HsNaOH-NE_NT_lymphocytes_Ti_113.008722.00872 2 4.3852 0.4224 1660.51 1660.8 1 61.764706 4 K.AGAGPGGPPQKPAPSSQR.K 31 2 *
2086 ENSG00000011260:ENSMUSG00000054079:ENSRNOG00000002644 UTP18 gi|118344456|ref|NP_057085.2| gi|118344456|ref|NP_057085.2| "UTP18, small subunit processome component [Homo sapiens] " 4 7 10.3 556 62004 8.8 HsNaOH-NE_NT_lymphocytes_Ti_114.008612.00861 3 4.2027 0.4174 1660.97 1660.8 1 45.588234 1 K.AGAGPGGPPQKPAPSSQR.K 31 2 *
2086 ENSG00000011260:ENSMUSG00000054079:ENSRNOG00000002644 UTP18 gi|118344456|ref|NP_057085.2| gi|118344456|ref|NP_057085.2| "UTP18, small subunit processome component [Homo sapiens] " 4 7 10.3 556 62004 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010666.0106 3 3.2611 0.196 2149.79 2148.4 1 35.714287 1 R.KPPARPSAAAAAIAVAAAEEER.R 49 2 *
2087 ENSG00000125991:ENSMUSG00000005881:ENSRNOG00000031085 ERGIC3 gi|38327615|ref|NP_938408.1| gi|38327615|ref|NP_938408.1|;gi|7706278|ref|NP_057050.1| serologically defined breast cancer antigen 84 isoform a [Homo sap 2 5 10.3 388 43772 6 HsNaOH-NE_PHA_lymphocytes_Ti_104.009996.0099 2 3.2208 0.2171 1659.15 1657.8 3 57.692307 2 K.NEGCQVYGFLEVNK.V 196 2
2087 ENSG00000125991:ENSMUSG00000005881:ENSRNOG00000031085 ERGIC3 gi|38327615|ref|NP_938408.1| gi|38327615|ref|NP_938408.1|;gi|7706278|ref|NP_057050.1| serologically defined breast cancer antigen 84 isoform a [Homo sap 2 5 10.3 388 43772 6 HsNaOH-NE_NT_lymphocytes_Ti_105.009220.00922 2 2.9885 0.1709 1660.67 1657.8 1 61.538464 1 K.NEGCQVYGFLEVNK.V 196 2
2087 ENSG00000125991:ENSMUSG00000005881:ENSRNOG00000031085 ERGIC3 gi|38327615|ref|NP_938408.1| gi|38327615|ref|NP_938408.1|;gi|7706278|ref|NP_057050.1| serologically defined breast cancer antigen 84 isoform a [Homo sap 2 5 10.3 388 43772 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.020555.0205 2 3.3902 0.3563 2750.13 2749.3 3 30.000002 2 K.VANGLLGDQGLPGVFVLYELSPMMVK.L 313 2
2088 ENSG00000172315:ENSMUSG00000039725:ENSRNOG00000007285 TP53RK gi|41327715|ref|NP_291028.3| gi|41327715|ref|NP_291028.3| p53-related protein kinase [Homo sapiens] 2 3 12.3 253 28160 9.5 HsSD-NE_PHA_lymphocytes_PK_105.009904.009904 2 2.7891 0.2851 1497.49 1497.6 1 66.66667 1 R.MHDEDLIHGDLTT.S 153 1 *
2088 ENSG00000172315:ENSMUSG00000039725:ENSRNOG00000007285 TP53RK gi|41327715|ref|NP_291028.3| gi|41327715|ref|NP_291028.3| p53-related protein kinase [Homo sapiens] 2 3 12.3 253 28160 9.5 HsSD-NE_NT_lymphocytes_Ti_108.014425.014425.2 2 2.7983 0.2309 2052.59 2053.3 1 44.11765 2 K.AFLSTHPNTETVFEAFLK.S 206 2 *
2089 ENSG00000087460:ENSMUSG00000027523:NA GNAS gi|117938762|ref|NP_001070956.1| gi|117938762|ref|NP_001070956.1|;gi|117938765|ref|NP_001 GNAS complex locus isoform f [Homo sapiens] 3 7 17.2 395 45752 5.8 HsSD-NE_PHA_lymphocytes_Ti_109.002320.002320 3 4.6213 0.2599 3425.81 3423.9 1 30.000002 1 K.NNLKEAIETIVAAMSNLVPPVELANPENQFR.V 98 2
2089 ENSG00000087460:ENSMUSG00000027523:NA GNAS gi|117938762|ref|NP_001070956.1| gi|117938762|ref|NP_001070956.1|;gi|117938765|ref|NP_001 GNAS complex locus isoform f [Homo sapiens] 3 7 17.2 395 45752 5.8 HsNaOH-NE_NT_lymphocytes_Ti_108.018887.01888 2 4.1331 0.3728 2578.07 2576.9 1 52.499996 4 R.SNEYQLIDCAQYFLDKIDVIK.Q 167 2
2089 ENSG00000087460:ENSMUSG00000027523:NA GNAS gi|117938762|ref|NP_001070956.1| gi|117938762|ref|NP_001070956.1|;gi|117938765|ref|NP_001 GNAS complex locus isoform f [Homo sapiens] 3 7 17.2 395 45752 5.8 HsNaOH-NE_NT_lymphocytes_Ti_110.009173.00917 2 3.684 0.3801 1586.63 1586.9 1 60.000004 1 K.LLLLGAGESGKSTIVK.Q 43 2
2089 ENSG00000087460:ENSMUSG00000027523:NA GNAS gi|117938762|ref|NP_001070956.1| gi|117938762|ref|NP_001070956.1|;gi|117938765|ref|NP_001 GNAS complex locus isoform f [Homo sapiens] 3 7 17.2 395 45752 5.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2319.231 2 3.9177 0.3036 1586.4 1586.9 1 66.66667 1 K.LLLLGAGESGKSTIVK.Q 43 2
2090 ENSG00000198818:ENSMUSG00000073468:ENSRNOG00000024140 SFT2D1 gi|21553317|ref|NP_660152.1| gi|21553317|ref|NP_660152.1| SFT2 domain containing 1 [Homo sapiens] 1 2 17 159 17804 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.013479.01347 2 2.1471 0.1458 2883.21 2882.1 7 30.769232 1 R.VLSGQDDEEQGLTAQVLDASSLSFNTR.L 7 2 *
2090 ENSG00000198818:ENSMUSG00000073468:ENSRNOG00000024140 SFT2D1 gi|21553317|ref|NP_660152.1| gi|21553317|ref|NP_660152.1| SFT2 domain containing 1 [Homo sapiens] 1 2 17 159 17804 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.013318.0133 2 3.3648 0.3177 2883.13 2882.1 1 42.307693 1 R.VLSGQDDEEQGLTAQVLDASSLSFNTR.L 7 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.008811.00881 2 2.3117 0.1274 2844.33 2842.1 1 36 1 K.TEEPASDKGSEAEAHMPPPFTPYVPR.I 730 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011386.01138 3 4.9419 0.4092 4382.03 4381.7 1 21.428572 1 R.TALSPQQQQQQTYGAIHNISGTIPGQCLAQSATGSVAAAPQEA.- 765 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009537.00953 2 2.3749 0.1829 1984.85 1984.2 6 38.235294 2 K.GSEAEAHMPPPFTPYVPR.I 738 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_111.012796.01279 2 3.3539 0.238 1193.75 1193.5 1 94.44444 1 R.LPGLILYTFR.M 575 2 *
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2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.011471.0114 2 4.3807 0.3386 1977.71 1976.3 1 71.875 2 R.HVQDQPLGMAFVTFQEK.S 341 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011474.01147 3 4.5134 0.2894 1976.33 1976.3 2 42.1875 1 R.HVQDQPLGMAFVTFQEK.S 341 2 *
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_055513.1| gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Homo sapiens] 7 10 13 807 92160 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.006088.00608 2 2.4097 0.1295 1135.49 1133.2 1 93.75 2 R.KETVESHFR.D 241 2 *
2092 ENSG00000008282:ENSMUSG00000020570:ENSRNOG00000009856 SYPL1 gi|33239443|ref|NP_874384.1| gi|33239443|ref|NP_874384.1|;gi|5803185|ref|NP_006745.1| synaptophysin-like 1 isoform b [Homo sapiens] 2 3 17 241 26412 7.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007931.00793 2 5.5116 0.4092 2472.51 2470.7 1 52.083332 2 K.ETSLHSPSNTSAPHSQGGIPPPTGI.- 217 2
2092 ENSG00000008282:ENSMUSG00000020570:ENSRNOG00000009856 SYPL1 gi|33239443|ref|NP_874384.1| gi|33239443|ref|NP_874384.1|;gi|5803185|ref|NP_006745.1| synaptophysin-like 1 isoform b [Homo sapiens] 2 3 17 241 26412 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.008420.0084 2 2.728 0.2654 1808.19 1807.1 4 46.666668 1 K.IATGHNIIDELPPCKK.K 162 2
2093 ENSG00000075188:ENSMUSG00000035351:ENSRNOG00000004727 NUP37 gi|34222121|ref|NP_076962.2| gi|34222121|ref|NP_076962.2| nucleoporin 37kDa [Homo sapiens] 2 3 9.8 326 36708 5.9 HsSD-NE_PHA_lymphocytes_PK_104.012320.012320 2 3.5597 0.3428 1785.95 1786.9 1 64.28571 2 C.TFQEEEADVEGIQYK.T 50 1 *
2093 ENSG00000075188:ENSMUSG00000035351:ENSRNOG00000004727 NUP37 gi|34222121|ref|NP_076962.2| gi|34222121|ref|NP_076962.2| nucleoporin 37kDa [Homo sapiens] 2 3 9.8 326 36708 5.9 HsSD-NE_NT_lymphocytes_Ti_104.012576.012576.2 2 3.3346 0.3194 1873.85 1873.1 1 53.125 1 R.WSTISENLFATTGYPGK.M 259 2 *
2094 ENSG00000143553:ENSMUSG00000001018:ENSRNOG00000013356 SNAPAP gi|6912674|ref|NP_036569.1| gi|6912674|ref|NP_036569.1| SNAP-associated protein [Homo sapiens] 1 4 19.1 136 14874 9.3 HsSD-NE_PHA_lymphocytes_Ti_113.014907.014907 3 5.288 0.4422 2965.31 2962.4 1 31 2 R.DLFAEGLLEFLRPAVQQLDSHVHAVR.E 23 2 *
2094 ENSG00000143553:ENSMUSG00000001018:ENSRNOG00000013356 SNAPAP gi|6912674|ref|NP_036569.1| gi|6912674|ref|NP_036569.1| SNAP-associated protein [Homo sapiens] 1 4 19.1 136 14874 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.015219.0152 3 5.6352 0.4164 2962.76 2962.4 1 31 2 R.DLFAEGLLEFLRPAVQQLDSHVHAVR.E 23 2 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_PHA_lymphocytes_PK_111.014256.014256 2 2.8616 0.2198 2269.89 2268.6 1 42.105263 1 Y.SPLHNVKLPEADDIQYPSML.L 615 0 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_PHA_lymphocytes_PK_109.011402.011402 2 2.5669 0.1861 2271.81 2271.5 1 41.666664 1 F.LSPGIIYHCDLTKEELEPR.V 402 1 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_PHA_lymphocytes_PK_108.013667.013667 2 2.8376 0.2032 1973.73 1971.2 2 50 1 L.HNVKLPEADDIQYPSML.L 618 0 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_NT_lymphocytes_Ti_103.014111.014111.2 2 5.3068 0.3896 1847.43 1846.1 1 84.375 2 R.VFLDPNILSDDGTVALR.G 112 2 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_NT_lymphocytes_Ti_104.013788.013788.2 2 3.1181 0.1363 2528.81 2529.8 4 38.095238 1 K.LPEADDIQYPSMLLLTADHDDR.V 622 2 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_NT_lymphocytes_Ti_106.014165.014165.2 2 2.9637 0.2371 2084.51 2082.3 1 50 1 R.LWYCDLQQESSGIAGILK.W 261 2 *
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NP_002717.3| gi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapiens] 7 8 13.2 710 80700 5.9 HsSD-NE_NT_lymphocytes_Ti_110.013560.013560.2 2 2.0239 0.1161 1283.27 1281.5 2 60.000004 1 K.FIATLQYIVGR.S 652 2 *
2096 ENSG00000198843:ENSMUSG00000075700:ENSRNOG00000013507 SELT gi|42789380|ref|NP_057359.2| gi|42789380|ref|NP_057359.2| selenoprotein T [Homo sapiens] 3 5 16.9 195 22174 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.009561.00956 2 3.5394 0.3946 1459.35 1456.7 1 81.818184 2 K.LNVHMDSIPHHR.S 183 2 *
2096 ENSG00000198843:ENSMUSG00000075700:ENSRNOG00000013507 SELT gi|42789380|ref|NP_057359.2| gi|42789380|ref|NP_057359.2| selenoprotein T [Homo sapiens] 3 5 16.9 195 22174 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.009574.00957 3 3.941 0.298 1458.2 1456.7 1 50 1 K.LNVHMDSIPHHR.S 183 2 *
2096 ENSG00000198843:ENSMUSG00000075700:ENSRNOG00000013507 SELT gi|42789380|ref|NP_057359.2| gi|42789380|ref|NP_057359.2| selenoprotein T [Homo sapiens] 3 5 16.9 195 22174 8.6 HsNaOH-NE_NT_lymphocytes_Ti_108.017948.01794 2 3.7336 0.326 2410.79 2411.8 1 52.499996 1 K.LESGHLPSMQQLVQILDNEMK.L 162 2 *
2096 ENSG00000198843:ENSMUSG00000075700:ENSRNOG00000013507 SELT gi|42789380|ref|NP_057359.2| gi|42789380|ref|NP_057359.2| selenoprotein T [Homo sapiens] 3 5 16.9 195 22174 8.6 HsSD-NE_NT_lymphocytes_Ti_113.010164.010164.2 2 2.3615 0.1983 1456.29 1456.7 5 54.545456 1 K.LNVHMDSIPHHR.S 183 2 *
2097 ENSG00000105373:ENSMUSG00000041560:ENSRNOG00000013023 SNORD23 gi|7657130|ref|NP_056525.1| gi|7657130|ref|NP_056525.1| glioma tumor suppressor candidate region gene 2 [Homo sapiens] 2 6 12.3 478 54417 10.4 HsNaOH-NE_NT_lymphocytes_Ti_105.016461.01646 2 3.2486 0.3358 2072.13 2072.3 1 55.88235 2 R.LAQEPLGLEVDQFLEDVR.L 51 2 *
2097 ENSG00000105373:ENSMUSG00000041560:ENSRNOG00000013023 SNORD23 gi|7657130|ref|NP_056525.1| gi|7657130|ref|NP_056525.1| glioma tumor suppressor candidate region gene 2 [Homo sapiens] 2 6 12.3 478 54417 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.016673.0166 2 3.7294 0.4853 2073.43 2072.3 1 58.823532 3 R.LAQEPLGLEVDQFLEDVR.L 51 2 *
2097 ENSG00000105373:ENSMUSG00000041560:ENSRNOG00000013023 SNORD23 gi|7657130|ref|NP_056525.1| gi|7657130|ref|NP_056525.1| glioma tumor suppressor candidate region gene 2 [Homo sapiens] 2 6 12.3 478 54417 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.011103.0111 3 4.8481 0.4788 4398.56 4398.8 1 30.000002 1 R.LHTKPSQAPAVEVAPAGASYNPSFEDHQTLLSAAHEVELQR.Q 228 2 *
2098 ENSG00000109016:ENSMUSG00000042569:ENSRNOG00000005360 DHRS7B gi|20149619|ref|NP_056325.2| gi|20149619|ref|NP_056325.2| dehydrogenase/reductase (SDR family) member 7B [Homo sapiens 4 4 12.6 325 35119 9.6 HsNaOH-NE_NT_lymphocytes_Ti_105.020577.02057 3 3.4754 0.3841 1773.35 1772.1 7 43.333332 1 K.DVILADLLPSLAVYLR.T 286 2 *
2098 ENSG00000109016:ENSMUSG00000042569:ENSRNOG00000005360 DHRS7B gi|20149619|ref|NP_056325.2| gi|20149619|ref|NP_056325.2| dehydrogenase/reductase (SDR family) member 7B [Homo sapiens 4 4 12.6 325 35119 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.009064.0090 2 2.1574 0.2012 1366.79 1366.5 1 80 1 K.HATQAFFDCLR.A 212 2 *
2098 ENSG00000109016:ENSMUSG00000042569:ENSRNOG00000005360 DHRS7B gi|20149619|ref|NP_056325.2| gi|20149619|ref|NP_056325.2| dehydrogenase/reductase (SDR family) member 7B [Homo sapiens 4 4 12.6 325 35119 9.6 HsNaOH-NE_NT_lymphocytes_Ti_111.014133.01413 2 2.9488 0.4071 1511.15 1511.8 1 73.07692 1 R.TLAPGLFFSLMASR.A 302 2 *
2098 ENSG00000109016:ENSMUSG00000042569:ENSRNOG00000005360 DHRS7B gi|20149619|ref|NP_056325.2| gi|20149619|ref|NP_056325.2| dehydrogenase/reductase (SDR family) member 7B [Homo sapiens 4 4 12.6 325 35119 9.6 HsNaOH-NE_NT_lymphocytes_Ti_106.021119.02111 2 3.3232 0.348 1773.95 1772.1 1 63.333332 1 K.DVILADLLPSLAVYLR.T 286 2 *
2099 ENSG00000162433:ENSMUSG00000028527:ENSRNOG00000011630 AK3L2 gi|113423642|ref|XP_001132080.1| gi|113423642|ref|XP_001132080.1|;gi|169204642|ref|XP_0017PREDICTED: similar to hCG38824 [Homo sapiens] 3 3 38.6 223 25240 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.010695.0106 3 5.2216 0.4301 3986.84 3987.3 1 24.285715 1 R.VYNLDFNPPHVHGIDDVTGEPLVQQEDDKPEAVAAR.L 135 2
2099 ENSG00000162433:ENSMUSG00000028527:ENSRNOG00000011630 AK3L2 gi|113423642|ref|XP_001132080.1| gi|113423642|ref|XP_001132080.1|;gi|169204642|ref|XP_0017PREDICTED: similar to hCG38824 [Homo sapiens] 3 3 38.6 223 25240 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.011063.0110 2 4.2557 0.4067 1925.75 1926.2 1 65.625 1 R.IAQNFGLQHLSSGHFLR.E 25 2
2099 ENSG00000162433:ENSMUSG00000028527:ENSRNOG00000011630 AK3L2 gi|113423642|ref|XP_001132080.1| gi|113423642|ref|XP_001132080.1|;gi|169204642|ref|XP_0017PREDICTED: similar to hCG38824 [Homo sapiens] 3 3 38.6 223 25240 8.4 HsSD-NE_NT_lymphocytes_Ti_103.015079.015079.3 3 3.2636 0.0927 3758 3759.3 1 21.09375 1 R.TLGQAEALDKICEVDLVISLNIPFETLKDRLSR.R 93 2
2100 ENSG00000104972:ENSMUSG00000074420:ENSRNOG00000038821 LILRB1 gi|116488411|ref|NP_006660.3| gi|116488411|ref|NP_006660.3|;gi|126362951|ref|NP_001075 "leukocyte immunoglobulin-like receptor, subfamily B, member 1 is 2 8 7.1 650 70819 6 HsNaOH-NE_NT_lymphocytes_Ti_110.007034.00703 2 4.3531 0.4768 1893.27 1894.1 1 61.764706 3 R.KADFQHPAGAVGPEPTDR.G 498 2
2100 ENSG00000104972:ENSMUSG00000074420:ENSRNOG00000038821 LILRB1 gi|116488411|ref|NP_006660.3| gi|116488411|ref|NP_006660.3|;gi|126362951|ref|NP_001075 "leukocyte immunoglobulin-like receptor, subfamily B, member 1 is 2 8 7.1 650 70819 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.002531.0025 3 3.8288 0.2249 3223.01 3220.6 1 22.222223 1 R.CYAYDSNSPYEWSLPSDLLELLVLGVSK.K 197 2
2100 ENSG00000104972:ENSMUSG00000074420:ENSRNOG00000038821 LILRB1 gi|116488411|ref|NP_006660.3| gi|116488411|ref|NP_006660.3|;gi|126362951|ref|NP_001075 "leukocyte immunoglobulin-like receptor, subfamily B, member 1 is 2 8 7.1 650 70819 6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007126.0071 2 4.359 0.4408 1893.39 1894.1 1 58.823532 4 R.KADFQHPAGAVGPEPTDR.G 498 2
2101 ENSG00000108344:ENSMUSG00000017221:ENSRNOG00000028103 PSMD3 gi|25777612|ref|NP_002800.2| gi|25777612|ref|NP_002800.2| proteasome 26S non-ATPase subunit 3 [Homo sapiens] 4 5 10.1 534 60978 8.4 HsSD-NE_PHA_lymphocytes_PK_111.014955.014955 2 2.5171 0.2464 1569.57 1570.9 1 62.5 1 E.LLLGEIPDRLQFR.Q 337 1 *
2101 ENSG00000108344:ENSMUSG00000017221:ENSRNOG00000028103 PSMD3 gi|25777612|ref|NP_002800.2| gi|25777612|ref|NP_002800.2| proteasome 26S non-ATPase subunit 3 [Homo sapiens] 4 5 10.1 534 60978 8.4 HsSD-NE_PHA_lymphocytes_PK_104.016672.016672 2 2.757 0.2548 1938.17 1939.1 1 50 1 K.SVFPEQANNNEWARYL.Y 274 1 *
2101 ENSG00000108344:ENSMUSG00000017221:ENSRNOG00000028103 PSMD3 gi|25777612|ref|NP_002800.2| gi|25777612|ref|NP_002800.2| proteasome 26S non-ATPase subunit 3 [Homo sapiens] 4 5 10.1 534 60978 8.4 HsSD-NE_PHA_lymphocytes_PK_105.013614.013614 2 3.2751 0.2197 1472.73 1472.6 1 81.818184 1 K.FNQVLDQFGEKF.Q 375 1 *
2101 ENSG00000108344:ENSMUSG00000017221:ENSRNOG00000028103 PSMD3 gi|25777612|ref|NP_002800.2| gi|25777612|ref|NP_002800.2| proteasome 26S non-ATPase subunit 3 [Homo sapiens] 4 5 10.1 534 60978 8.4 HsSD-NE_NT_lymphocytes_Ti_106.014069.014069.2 2 2.9277 0.2257 1541.83 1539.9 1 75 2 R.SLMPYFLLTQAVR.T 356 2 *
2102 ENSG00000152778:NA:NA IFIT5 gi|6912630|ref|NP_036552.1| gi|6912630|ref|NP_036552.1| interferon-induced protein with tetratricopeptide repeats 5 [Homo sa 2 4 6 482 55847 7.4 HsSD-NE_PHA_lymphocytes_PK_113.001586.001586 2 3.5499 0.2939 2583.49 2581.9 1 42.857143 3 E.AEGEKYIEEILDQISSQPYVLR.Y 232 1 *
2102 ENSG00000152778:NA:NA IFIT5 gi|6912630|ref|NP_036552.1| gi|6912630|ref|NP_036552.1| interferon-induced protein with tetratricopeptide repeats 5 [Homo sa 2 4 6 482 55847 7.4 HsSD-NE_NT_lymphocytes_Ti_107.018695.018695.3 3 3.8643 0.3421 3372.02 3374.7 1 27.67857 1 K.LQDVHAEAEGEKYIEEILDQISSQPYVLR.Y 225 2 *
2103 ENSG00000185115:ENSMUSG00000070520:ENSRNOG00000016489 NDNL2 gi|20162572|ref|NP_619649.1| gi|20162572|ref|NP_619649.1| necdin-like 2 [Homo sapiens] 2 5 5.6 304 34308 9.3 HsSD-NE_PHA_lymphocytes_Ti_110.010540.010540 3 4.6869 0.3633 2117.21 2114.3 1 56.25 3 R.RIPHTDPVDYEFQWGPR.T 237 2 *
2103 ENSG00000185115:ENSMUSG00000070520:ENSRNOG00000016489 NDNL2 gi|20162572|ref|NP_619649.1| gi|20162572|ref|NP_619649.1| necdin-like 2 [Homo sapiens] 2 5 5.6 304 34308 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.010624.010624 2 3.0458 0.3285 2112.69 2114.3 1 53.125 1 R.RIPHTDPVDYEFQWGPR.T 237 2 *
2103 ENSG00000185115:ENSMUSG00000070520:ENSRNOG00000016489 NDNL2 gi|20162572|ref|NP_619649.1| gi|20162572|ref|NP_619649.1| necdin-like 2 [Homo sapiens] 2 5 5.6 304 34308 9.3 HsSD-NE_NT_lymphocytes_Ti_111.012812.012812.2 2 3.1269 0.3106 2113.57 2114.3 2 46.875 1 R.RIPHTDPVDYEFQWGPR.T 237 2 *
2104 ENSG00000153914:ENSMUSG00000032621:ENSRNOG00000023290 SFRS12 gi|116089325|ref|NP_001070667.1| gi|116089325|ref|NP_001070667.1| "splicing factor, arginine/serine-rich 12 isoform a [Homo sapiens] " 2 10 5.6 624 71650 10.2 HsSD-NE_PHA_lymphocytes_Ti_109.018785.018785 2 3.4778 0.3226 1557.51 1554.8 1 79.16667 5 R.TLFSFLGEIEELR.L 37 2 *
2104 ENSG00000153914:ENSMUSG00000032621:ENSRNOG00000023290 SFRS12 gi|116089325|ref|NP_001070667.1| gi|116089325|ref|NP_001070667.1| "splicing factor, arginine/serine-rich 12 isoform a [Homo sapiens] " 2 10 5.6 624 71650 10.2 HsSD-NE_NT_lymphocytes_Ti_104.016474.016474.2 2 4.373 0.3864 2489.83 2490.8 1 52.380955 1 R.TVYVGNLNSQTTTADQLLEFFK.Q 183 2
2104 ENSG00000153914:ENSMUSG00000032621:ENSRNOG00000023290 SFRS12 gi|116089325|ref|NP_001070667.1| gi|116089325|ref|NP_001070667.1| "splicing factor, arginine/serine-rich 12 isoform a [Homo sapiens] " 2 10 5.6 624 71650 10.2 HsSD-NE_NT_lymphocytes_Ti_110.019610.019610.2 2 4.3372 0.409 1554.69 1554.8 1 83.33333 4 R.TLFSFLGEIEELR.L 37 2 *
2105 ENSG00000106305:ENSMUSG00000029610:ENSRNOG00000001044 MCA2 gi|11125770|ref|NP_006294.2| gi|11125770|ref|NP_006294.2| JTV1 [Homo sapiens] 2 5 14.1 320 35349 8.2 HsSD-NE_PHA_lymphocytes_Ti_101.010655.010655 2 2.97 0.2822 2597.31 2598.8 1 37.5 1 R.SYGPAPGAGHVQEESNLSLQALESR.Q 34 2 *
2105 ENSG00000106305:ENSMUSG00000029610:ENSRNOG00000001044 MCA2 gi|11125770|ref|NP_006294.2| gi|11125770|ref|NP_006294.2| JTV1 [Homo sapiens] 2 5 14.1 320 35349 8.2 HsSD-NE_NT_lymphocytes_Ti_108.014819.014819.2 2 4.2336 0.3868 2141.99 2140.5 1 52.63158 4 K.DIVINANPASPPLSLLVLHR.L 121 2 *
2106 ENSG00000170312:ENSMUSG00000019942:ENSRNOG00000000632 CDC2 gi|16306492|ref|NP_203698.1| gi|16306492|ref|NP_203698.1|;gi|4502709|ref|NP_001777.1| cell division cycle 2 protein isoform 2 [Homo sapiens] 2 4 10.8 240 27503 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.007899.007899 2 3.3691 0.383 1786.71 1787 1 56.666668 1 K.IRLESEEEGVPSTAIR.E 35 2
2106 ENSG00000170312:ENSMUSG00000019942:ENSRNOG00000000632 CDC2 gi|16306492|ref|NP_203698.1| gi|16306492|ref|NP_203698.1|;gi|4502709|ref|NP_001777.1| cell division cycle 2 protein isoform 2 [Homo sapiens] 2 4 10.8 240 27503 7.1 HsSD-NE_PHA_lymphocytes_PK_107.012307.012307 1 2.4678 0.184 1220.6 1220.4 1 61.11111 3 L.WYRSPEVLLG.S 111 0
2107 ENSG00000115233:ENSMUSG00000026914:ENSRNOG00000004911 PSMD14 gi|5031981|ref|NP_005796.1| gi|5031981|ref|NP_005796.1| 26S proteasome-associated pad1 homolog [Homo sapiens] 2 5 15.5 310 34577 6.5 HsSD-NE_PHA_lymphocytes_Ti_107.000300.000300 2 3.6757 0.4022 2429.61 2430.9 1 35.714287 3 R.AGVPMEVMGLMLGEFVDDYTVR.V 47 2 *
2107 ENSG00000115233:ENSMUSG00000026914:ENSRNOG00000004911 PSMD14 gi|5031981|ref|NP_005796.1| gi|5031981|ref|NP_005796.1| 26S proteasome-associated pad1 homolog [Homo sapiens] 2 5 15.5 310 34577 6.5 HsSD-NE_NT_lymphocytes_Ti_103.015485.015485.2 2 4.3761 0.3658 2694.85 2693.1 1 42 2 R.VIDVFAMPQSGTGVSVEAVDPVFQAK.M 69 2 *
2108 ENSG00000004864:ENSMUSG00000015112:ENSRNOG00000009957 SLC25A13 gi|7657581|ref|NP_055066.1| gi|7657581|ref|NP_055066.1| "solute carrier family 25, member 13 (citrin) [Homo sapiens] " 3 6 7.6 675 74176 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.016204.0162 2 2.3991 0.18 1953.91 1953.2 2 50 1 R.SSPQFGVTLLTYELLQR.W 589 2 *
2108 ENSG00000004864:ENSMUSG00000015112:ENSRNOG00000009957 SLC25A13 gi|7657581|ref|NP_055066.1| gi|7657581|ref|NP_055066.1| "solute carrier family 25, member 13 (citrin) [Homo sapiens] " 3 6 7.6 675 74176 8.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4044.404 2 3.9145 0.4748 2105.59 2106.5 1 47.61905 1 R.FGLGSVAGAVGATAVYPIDLVK.T 332 2 *
2108 ENSG00000004864:ENSMUSG00000015112:ENSRNOG00000009957 SLC25A13 gi|7657581|ref|NP_055066.1| gi|7657581|ref|NP_055066.1| "solute carrier family 25, member 13 (citrin) [Homo sapiens] " 3 6 7.6 675 74176 8.6 HsSD-NE_NT_lymphocytes_Ti_103.008657.008657.2 2 3.4429 0.291 1242.81 1242.4 1 81.818184 4 R.LQVAGEITTGPR.V 456 2
2109 ENSG00000117308:ENSMUSG00000028671:ENSRNOG00000009712 GALE gi|56237023|ref|NP_000394.2| gi|56237023|ref|NP_000394.2| UDP-galactose-4-epimerase [Homo sapiens] 2 3 12.9 348 38282 6.7 HsSD-NE_PHA_lymphocytes_PK_107.017182.017182 2 3.4979 0.3432 1961.87 1963.2 1 65.625 2 L.EAGYLPVVIDNFHNAFR.G 24 1 *
2109 ENSG00000117308:ENSMUSG00000028671:ENSRNOG00000009712 GALE gi|56237023|ref|NP_000394.2| gi|56237023|ref|NP_000394.2| UDP-galactose-4-epimerase [Homo sapiens] 2 3 12.9 348 38282 6.7 HsSD-NE_NT_lymphocytes_Ti_102.017480.017480.2 2 3.1657 0.2097 2978.87 2979.2 1 31.48148 1 R.EGDVAACYANPSLAQEELGWTAALGLDR.M 301 2 *
2110 ENSG00000145817:ENSMUSG00000024487:ENSRNOG00000014564 YIPF5 gi|68226422|ref|NP_001020118.1| gi|68226422|ref|NP_001020118.1| "Yip1 domain family, member 5 [Homo sapiens] " 1 3 3.5 257 27989 4.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.008280.0082 2 2.232 0.189 1022.23 1022.3 5 68.75 1 K.TLTVLHPLK.V 107 2 *
2110 ENSG00000145817:ENSMUSG00000024487:ENSRNOG00000014564 YIPF5 gi|68226422|ref|NP_001020118.1| gi|68226422|ref|NP_001020118.1| "Yip1 domain family, member 5 [Homo sapiens] " 1 3 3.5 257 27989 4.4 HsNaOH-NE_NT_lymphocytes_Ti_108.008106.00810 2 2.5188 0.1192 1022.27 1022.3 2 75 2 K.TLTVLHPLK.V 107 2 *
2111 ENSG00000088035:ENSMUSG00000073792:ENSRNOG00000009045 ALG6 gi|38026892|ref|NP_037471.2| gi|38026892|ref|NP_037471.2| asparagine-linked glycosylation 6 [Homo sapiens] 2 6 4.9 507 58121 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011344.01134 2 3.9443 0.2553 1571.83 1570.8 1 83.33333 1 K.FINPDWIALHTSR.G 89 2 *
2111 ENSG00000088035:ENSMUSG00000073792:ENSRNOG00000009045 ALG6 gi|38026892|ref|NP_037471.2| gi|38026892|ref|NP_037471.2| asparagine-linked glycosylation 6 [Homo sapiens] 2 6 4.9 507 58121 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010610.0106 2 3.1688 0.2918 1569.53 1570.8 1 75 2 K.FINPDWIALHTSR.G 89 2 *
2111 ENSG00000088035:ENSMUSG00000073792:ENSRNOG00000009045 ALG6 gi|38026892|ref|NP_037471.2| gi|38026892|ref|NP_037471.2| asparagine-linked glycosylation 6 [Homo sapiens] 2 6 4.9 507 58121 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011180.0111 2 2.8285 0.2836 1514.03 1512.8 1 72.72727 3 R.HWQEITFNLPVK.Q 43 2 *
2112 ENSG00000144040:ENSMUSG00000033720:ENSRNOG00000037871 SFXN5 gi|21389351|ref|NP_653180.1| gi|21389351|ref|NP_653180.1| sideroflexin 5 [Homo sapiens] 2 4 11.8 340 37124 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.012312.0123 2 4.7928 0.527 2297.29 2297.4 1 59.523808 3 R.YGELEEGIDVLDSDGNLVGSSK.I 221 2 *
2112 ENSG00000144040:ENSMUSG00000033720:ENSRNOG00000037871 SFXN5 gi|21389351|ref|NP_653180.1| gi|21389351|ref|NP_653180.1| sideroflexin 5 [Homo sapiens] 2 4 11.8 340 37124 9.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010032.01003 2 4.0527 0.4103 2023.45 2023.3 1 52.941177 1 K.HGTLRPGVTNEQLWSAQK.I 72 2 *
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.010422.010422 2 3.4606 0.2659 1578.39 1575.8 1 71.42857 3 R.VDQSILTGESVSVIK.H 175 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.010506.010506 2 4.1854 0.4114 1953.01 1954.1 1 55.88235 3 R.SLPSVETLGCTSVICSDK.T 335 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.010190.0101 2 3.8207 0.2905 1754.83 1754 1 62.5 2 K.ARDIVPGDIVEVAVGDK.V 142 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.006801.00680 2 3.2841 0.2611 2103.59 2102.4 2 52.941177 1 K.IRDQMAATEQDKTPLQQK.L 235 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010076.01007 2 4.0532 0.3802 2036.69 2037.2 1 55.88235 3 R.NAENAIEALKEYEPEMGK.V 111 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.016630.0166 2 3.4385 0.3398 2428.21 2426.7 1 45.454548 4 K.TASEMVLADDNFSTIVAAVEEGR.A 729 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_PK_111.012105.0121 2 3.4762 0.2003 1332.61 1333.4 7 75 2 R.EFDDLPLAEQR.E 657 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010118.01011 2 4.5279 0.4478 1754.37 1754 1 68.75 4 K.ARDIVPGDIVEVAVGDK.V 142 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008942.00894 2 4.706 0.4098 1574.87 1575.8 1 82.14286 2 R.VDQSILTGESVSVIK.H 175 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.011894.01189 2 3.8417 0.3849 1526.37 1526.7 1 82.14286 2 R.DIVPGDIVEVAVGDK.V 144 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007757.00775 1 2.7181 0.4147 1504.76 1504.8 1 63.333332 1 K.KAEIGIAMGSGTAVAK.S 713 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.012089.0120 1 2.4096 0.3994 1526.76 1526.7 1 50 1 R.DIVPGDIVEVAVGDK.V 144 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.009153.00915 2 4.737 0.4633 1952.97 1954.1 1 73.52941 14 R.SLPSVETLGCTSVICSDK.T 335 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009674.0096 2 5.4449 0.5429 1953.31 1954.1 1 79.411766 11 R.SLPSVETLGCTSVICSDK.T 335 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009272.00927 2 4.0313 0.4068 1560.93 1562.8 1 71.42857 3 K.VGEATETALTTLVEK.M 437 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009614.0096 2 4.815 0.3555 1576.43 1575.8 1 75 3 R.VDQSILTGESVSVIK.H 175 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.016557.01655 2 3.2879 0.2138 2427.65 2426.7 2 38.636364 4 K.TASEMVLADDNFSTIVAAVEEGR.A 729 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_NT_lymphocytes_Ti_103.010396.010396.2 2 2.3892 0.1536 1028.53 1029.1 1 85.71429 1 K.EFTLEFSR.D 482 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_NT_lymphocytes_Ti_102.013450.013450.2 2 3.2068 0.3081 1526.69 1526.7 5 60.714287 1 R.DIVPGDIVEVAVGDK.V 144 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_NT_lymphocytes_Ti_103.008970.008970.2 2 3.5738 0.3082 1378.09 1376.6 1 75 2 K.AEIGIAMGSGTAVAK.T 714 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.016928.0169 3 4.0588 0.2906 2426.36 2426.7 1 31.818182 2 K.TASEMVLADDNFSTIVAAVEEGR.A 729 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.016620.0166 2 2.5412 0.2243 1365.47 1365.6 1 70 2 K.EPLISGWLFFR.Y 826 2
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NP_004311.1| gi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| "ATPase, Ca++ transporting, fast twitch 1 isoform b [Homo sapiens 15 74 17.1 994 109283 5.2 HsSD-NE_NT_lymphocytes_Ti_102.010826.010826.2 2 4.9492 0.4774 1955.45 1954.1 1 70.588234 3 R.SLPSVETLGCTSVICSDK.T 335 2
2114 ENSG00000138185:ENSMUSG00000048120:ENSRNOG00000014574 ENTPD1 gi|147905700|ref|NP_001091645.1| gi|147905700|ref|NP_001091645.1|;gi|45580700|ref|NP_0017 ectonucleoside triphosphate diphosphohydrolase 1 isoform 2 [Hom 3 6 10.1 517 58706 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008042.00804 2 3.3078 0.2238 1847.81 1847.1 1 62.5 1 R.SQHQETPVYLGATAGMR.L 126 2
2114 ENSG00000138185:ENSMUSG00000048120:ENSRNOG00000014574 ENTPD1 gi|147905700|ref|NP_001091645.1| gi|147905700|ref|NP_001091645.1|;gi|45580700|ref|NP_0017 ectonucleoside triphosphate diphosphohydrolase 1 isoform 2 [Hom 3 6 10.1 517 58706 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.010071.0100 2 3.4562 0.3066 1767.27 1767.9 2 53.846157 2 K.DYNVYTHSFLCYGK.D 252 2
2114 ENSG00000138185:ENSMUSG00000048120:ENSRNOG00000014574 ENTPD1 gi|147905700|ref|NP_001091645.1| gi|147905700|ref|NP_001091645.1|;gi|45580700|ref|NP_0017 ectonucleoside triphosphate diphosphohydrolase 1 isoform 2 [Hom 3 6 10.1 517 58706 6.7 HsNaOH-NE_NT_lymphocytes_Ti_109.017355.01735 2 2.6788 0.2403 2340.89 2340.7 1 42.5 2 R.IITGQEEGAYGWITINYLLGK.F 175 2
2114 ENSG00000138185:ENSMUSG00000048120:ENSRNOG00000014574 ENTPD1 gi|147905700|ref|NP_001091645.1| gi|147905700|ref|NP_001091645.1|;gi|45580700|ref|NP_0017 ectonucleoside triphosphate diphosphohydrolase 1 isoform 2 [Hom 3 6 10.1 517 58706 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.017134.0171 2 2.8807 0.1967 2342.33 2340.7 5 37.5 1 R.IITGQEEGAYGWITINYLLGK.F 175 2
2115 ENSG00000103064:ENSMUSG00000031904:ENSRNOG00000019943 SLC7A6 gi|115648063|ref|NP_001070253.1| gi|115648063|ref|NP_001070253.1| "solute carrier family 7 (cationic amino acid transporter, y+ system) 1 6 5.8 515 56828 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.010202.01020 3 4.251 0.2761 3335 3334.6 3 25 2 R.EPGRPTPTYHLVPNTSQSQVEEDVSSPPQR.S 5 2 *
2115 ENSG00000103064:ENSMUSG00000031904:ENSRNOG00000019943 SLC7A6 gi|115648063|ref|NP_001070253.1| gi|115648063|ref|NP_001070253.1| "solute carrier family 7 (cationic amino acid transporter, y+ system) 1 6 5.8 515 56828 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.008489.0084 3 4.4469 0.3526 3333.77 3334.6 5 25 4 R.EPGRPTPTYHLVPNTSQSQVEEDVSSPPQR.S 5 2 *
2116 ENSG00000162600:ENSMUSG00000035069:ENSRNOG00000007214 OMA1 gi|21686999|ref|NP_660286.1| gi|21686999|ref|NP_660286.1| "OMA1 homolog, zinc metallopeptidase [Homo sapiens] " 4 6 13.7 524 60120 9.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010158.01015 2 2.1821 0.1132 1648.83 1649.8 1 46.153847 2 K.MPEWLSTHPSHGNR.V 432 2 *
2116 ENSG00000162600:ENSMUSG00000035069:ENSRNOG00000007214 OMA1 gi|21686999|ref|NP_660286.1| gi|21686999|ref|NP_660286.1| "OMA1 homolog, zinc metallopeptidase [Homo sapiens] " 4 6 13.7 524 60120 9.2 HsNaOH-NE_NT_lymphocytes_Ti_109.013203.01320 2 3.5489 0.3664 2324.99 2322.6 2 36.842106 2 R.ASSVFWQQMEFVDSLHGQPK.M 412 2 *
2116 ENSG00000162600:ENSMUSG00000035069:ENSRNOG00000007214 OMA1 gi|21686999|ref|NP_660286.1| gi|21686999|ref|NP_660286.1| "OMA1 homolog, zinc metallopeptidase [Homo sapiens] " 4 6 13.7 524 60120 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.010115.0101 2 3.0344 0.2364 1685.67 1684 1 63.333332 1 R.KLEAEADKIGLLLAAK.A 390 2 *
2116 ENSG00000162600:ENSMUSG00000035069:ENSRNOG00000007214 OMA1 gi|21686999|ref|NP_660286.1| gi|21686999|ref|NP_660286.1| "OMA1 homolog, zinc metallopeptidase [Homo sapiens] " 4 6 13.7 524 60120 9.2 HsNaOH-NE_NT_lymphocytes_Ti_107.016406.01640 2 2.9012 0.1118 2750.85 2750.1 8 30.952381 1 R.LLSELEYEAWMEEFKNDMLTEK.D 235 2 *
2117 ENSG00000205302:ENSMUSG00000034484:ENSRNOG00000017832 SNX2 gi|23111038|ref|NP_003091.2| gi|23111038|ref|NP_003091.2| sorting nexin 2 [Homo sapiens] 2 4 6.2 519 58471 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009597.00959 2 3.4394 0.2833 1694.67 1692 2 61.538464 1 K.YLESLVQTQQQLIK.Y 493 2 *
2117 ENSG00000205302:ENSMUSG00000034484:ENSRNOG00000017832 SNX2 gi|23111038|ref|NP_003091.2| gi|23111038|ref|NP_003091.2| sorting nexin 2 [Homo sapiens] 2 4 6.2 519 58471 5.1 HsSD-NE_PHA_lymphocytes_PK_105.010096.010096 2 3.2579 0.2948 2100.67 2101.2 1 44.11765 3 L.AEVEEKIDQLHQEQAFAD.F 368 0 *
2118 ENSG00000183093:ENSMUSG00000039640:ENSRNOG00000036695 MRPL12 gi|27436901|ref|NP_002940.2| gi|27436901|ref|NP_002940.2| mitochondrial ribosomal protein L12 [Homo sapiens] 2 3 12.6 198 21348 8.9 HsSD-NE_PHA_lymphocytes_Ti_115.016651.016651 3 3.0149 0.2153 2841.02 2839.3 4 28.125 1 K.IQQLVQDIASLTLLEISDLNELLKK.T 64 2 *
2118 ENSG00000183093:ENSMUSG00000039640:ENSRNOG00000036695 MRPL12 gi|27436901|ref|NP_002940.2| gi|27436901|ref|NP_002940.2| mitochondrial ribosomal protein L12 [Homo sapiens] 2 3 12.6 198 21348 8.9 HsSD-NE_NT_lymphocytes_Ti_112.017777.017777.3 3 3.3115 0.1729 2840.99 2839.3 1 29.166666 1 K.IQQLVQDIASLTLLEISDLNELLKK.T 64 2 *
2118 ENSG00000183093:ENSMUSG00000039640:ENSRNOG00000036695 MRPL12 gi|27436901|ref|NP_002940.2| gi|27436901|ref|NP_002940.2| mitochondrial ribosomal protein L12 [Homo sapiens] 2 3 12.6 198 21348 8.9 HsSD-NE_NT_lymphocytes_Ti_111.019585.019585.3 3 3.7191 0.1711 2712.44 2711.2 2 28.260868 1 K.IQQLVQDIASLTLLEISDLNELLK.K 64 2 *
2119 ENSG00000081059:ENSMUSG00000000782:ENSRNOG00000005872 TCF7 gi|42518080|ref|NP_003193.2| gi|42518080|ref|NP_003193.2| "transcription factor 7 (T-cell specific, HMG-box) isoform 1 [Homo s 2 6 15.4 384 41552 7.5 HsSD-NE_PHA_lymphocytes_Ti_110.010275.010275 3 4.9074 0.469 3478.22 3476.8 1 29.032257 5 K.ANQPPHGVPQLSLYEHFNSPHPTPAPADISQK.Q 150 2
2119 ENSG00000081059:ENSMUSG00000000782:ENSRNOG00000005872 TCF7 gi|42518080|ref|NP_003193.2| gi|42518080|ref|NP_003193.2| "transcription factor 7 (T-cell specific, HMG-box) isoform 1 [Homo s 2 6 15.4 384 41552 7.5 HsSD-NE_NT_lymphocytes_Ti_103.009997.009997.2 2 4.0428 0.3369 2310.55 2310.5 1 50 1 K.SSLVNESEGAAGGAGIPGVPGAGAGAR.G 53 2 *
2120 ENSG00000144524:ENSMUSG00000026240:ENSRNOG00000037135 COPS7B gi|12232385|ref|NP_073567.1| gi|12232385|ref|NP_073567.1| COP9 constitutive photomorphogenic homolog subunit 7B [Homo s 2 7 15.2 264 29622 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.021786.021786 2 4.2357 0.3234 2065.43 2063.4 1 64.70589 6 R.ELEDLIIEAVYTDIIQGK.L 127 2 *
2120 ENSG00000144524:ENSMUSG00000026240:ENSRNOG00000037135 COPS7B gi|12232385|ref|NP_073567.1| gi|12232385|ref|NP_073567.1| COP9 constitutive photomorphogenic homolog subunit 7B [Homo s 2 7 15.2 264 29622 6.2 HsSD-NE_PHA_lymphocytes_PK_112.002073.002073 2 2.7456 0.18 2225.01 2224.6 6 35.714287 1 G.TSGSALTALISQVLEAPGVYVF.G 22 0 *
2121 ENSG00000183386:ENSMUSG00000032643:ENSRNOG00000007541 FHL3 gi|54112385|ref|NP_004459.2| gi|54112385|ref|NP_004459.2| four and a half LIM domains 3 [Homo sapiens] 3 4 19.3 280 31192 6.2 HsSD-NE_PHA_lymphocytes_Ti_109.009771.009771 3 4.0555 0.2014 3139.73 3138.3 4 27.000002 2 R.KLEYGGQTWHEHCFLCSGCEQPLGSR.S 114 2 *
2121 ENSG00000183386:ENSMUSG00000032643:ENSRNOG00000007541 FHL3 gi|54112385|ref|NP_004459.2| gi|54112385|ref|NP_004459.2| four and a half LIM domains 3 [Homo sapiens] 3 4 19.3 280 31192 6.2 HsSD-NE_PHA_lymphocytes_Ti_113.009969.009969 2 2.2157 0.2871 1512.67 1512.6 7 60.000004 1 R.HWHHNCFSCAR.C 243 2 *
2121 ENSG00000183386:ENSMUSG00000032643:ENSRNOG00000007541 FHL3 gi|54112385|ref|NP_004459.2| gi|54112385|ref|NP_004459.2| four and a half LIM domains 3 [Homo sapiens] 3 4 19.3 280 31192 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.008086.00808 2 2.3317 0.0883 1852.39 1851.1 5 46.875 1 K.RPIVGLGGGKYVSFEDR.H 226 2 *
2122 ENSG00000185721:ENSMUSG00000020457:ENSRNOG00000018590 DRG1 gi|4758796|ref|NP_004138.1| gi|4758796|ref|NP_004138.1| developmentally regulated GTP binding protein 1 [Homo sapiens] 3 3 7.1 367 40542 8.9 HsSD-NE_PHA_lymphocytes_PK_106.018286.018286 1 2.7727 0.2581 1481.38 1480.8 1 50 1 K.IQLLDLPGIIEGAK.D 113 2 *
2122 ENSG00000185721:ENSMUSG00000020457:ENSRNOG00000018590 DRG1 gi|4758796|ref|NP_004138.1| gi|4758796|ref|NP_004138.1| developmentally regulated GTP binding protein 1 [Homo sapiens] 3 3 7.1 367 40542 8.9 HsSD-NE_NT_lymphocytes_Ti_103.011540.011540.2 2 2.8367 0.128 1389.89 1390.6 2 72.72727 1 K.IIENELEGFGIR.L 160 2 *
2122 ENSG00000185721:ENSMUSG00000020457:ENSRNOG00000018590 DRG1 gi|4758796|ref|NP_004138.1| gi|4758796|ref|NP_004138.1| developmentally regulated GTP binding protein 1 [Homo sapiens] 3 3 7.1 367 40542 8.9 HsSD-NE_PHA_lymphocytes_PK_106.018316.018316 2 3.2475 0.1642 1482.13 1480.8 1 76.92308 1 K.IQLLDLPGIIEGAK.D 113 2 *
2123 ENSG00000130303:ENSMUSG00000046718:ENSRNOG00000023370 BST2 gi|4757876|ref|NP_004326.1| gi|4757876|ref|NP_004326.1| bone marrow stromal cell antigen 2 [Homo sapiens] 1 2 8.3 180 19769 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007913.00791 2 3.9189 0.3143 1739.69 1741 1 71.42857 1 K.KVEELEGEITTLNHK.L 112 2 *
2123 ENSG00000130303:ENSMUSG00000046718:ENSRNOG00000023370 BST2 gi|4757876|ref|NP_004326.1| gi|4757876|ref|NP_004326.1| bone marrow stromal cell antigen 2 [Homo sapiens] 1 2 8.3 180 19769 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.008097.0080 2 3.4322 0.3302 1740.47 1741 1 60.714287 1 K.KVEELEGEITTLNHK.L 112 2 *
2124 ENSG00000108479:ENSMUSG00000020766:ENSRNOG00000036943 GALK1 gi|4503895|ref|NP_000145.1| gi|4503895|ref|NP_000145.1| galactokinase 1 [Homo sapiens] 2 3 13 392 42272 6.5 HsNaOH-NE_NT_lymphocytes_Ti_113.016553.01655 3 3.0234 0.1436 3382.28 3382 8 21.666666 1 R.VNLIGEHTDYNQGLVLPMALELMTVLVGSPR.K 38 2 *
2124 ENSG00000108479:ENSMUSG00000020766:ENSRNOG00000036943 GALK1 gi|4503895|ref|NP_000145.1| gi|4503895|ref|NP_000145.1| galactokinase 1 [Homo sapiens] 2 3 13 392 42272 6.5 HsSD-NE_PHA_lymphocytes_PK_105.016143.016143 2 3.5838 0.4422 2309.93 2310.4 1 44.736843 2 R.SLRDDYEVSCPELDQLVEAA.L 313 1 *
2125 ENSG00000038274:ENSMUSG00000042032:ENSRNOG00000030028 MAT2B gi|11034825|ref|NP_037415.1| gi|11034825|ref|NP_037415.1|;gi|33519455|ref|NP_877725.1| "methionine adenosyltransferase II, beta isoform 1 [Homo sapiens] 3 5 22.8 334 37552 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.013155.013155 3 5.8319 0.3898 3649.22 3648 1 30.833334 2 K.FEQVNLLDSNAVHHIIHDFQPHVIVHCAAER.R 67 2
2125 ENSG00000038274:ENSMUSG00000042032:ENSRNOG00000030028 MAT2B gi|11034825|ref|NP_037415.1| gi|11034825|ref|NP_037415.1|;gi|33519455|ref|NP_877725.1| "methionine adenosyltransferase II, beta isoform 1 [Homo sapiens] 3 5 22.8 334 37552 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.014188.014188 3 4.0108 0.283 3653.51 3656.1 1 25.78125 1 K.YEMACAIADAFNLPSSHLRPITDSPVLGAQRPR.N 259 2
2125 ENSG00000038274:ENSMUSG00000042032:ENSRNOG00000030028 MAT2B gi|11034825|ref|NP_037415.1| gi|11034825|ref|NP_037415.1|;gi|33519455|ref|NP_877725.1| "methionine adenosyltransferase II, beta isoform 1 [Homo sapiens] 3 5 22.8 334 37552 7.4 HsSD-NE_NT_lymphocytes_Ti_104.010230.010230.2 2 3.5729 0.2546 1157.23 1157.4 1 95.454544 2 R.VLVTGATGLLGR.A 31 2
2126 ENSG00000168385:ENSMUSG00000026276:ENSRNOG00000017952 2-Sep gi|56549640|ref|NP_006146.1| gi|56549640|ref|NP_006146.1| septin 2 [Homo sapiens] 2 4 11.4 361 41487 6.6 HsSD-NE_PHA_lymphocytes_PK_108.011802.011802 2 3.7076 0.2831 1914.15 1912.2 1 52.941177 1 R.VIPGAAEKIERTVQIEAS.T 67 1 *
2126 ENSG00000168385:ENSMUSG00000026276:ENSRNOG00000017952 2-Sep gi|56549640|ref|NP_006146.1| gi|56549640|ref|NP_006146.1| septin 2 [Homo sapiens] 2 4 11.4 361 41487 6.6 HsSD-NE_NT_lymphocytes_Ti_110.014602.014602.3 3 4.7263 0.4452 2863.76 2864.2 1 35.227272 3 R.TMLITHMQDLQEVTQDLHYENFR.S 278 2 *
2127 ENSG00000167900:ENSMUSG00000025574:NA TK1 gi|155969680|ref|NP_003249.2| gi|155969680|ref|NP_003249.2| "thymidine kinase 1, soluble [Homo sapiens] " 1 3 6.5 276 29891 8.9 HsNaOH-NE_NT_lymphocytes_Ti_112.013922.01392 2 4.4228 0.268 1897.59 1896.3 1 64.70589 2 R.KPFGAILNLVPLAESVVK.L 173 2 *
2127 ENSG00000167900:ENSMUSG00000025574:NA TK1 gi|155969680|ref|NP_003249.2| gi|155969680|ref|NP_003249.2| "thymidine kinase 1, soluble [Homo sapiens] " 1 3 6.5 276 29891 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.013812.0138 2 4.8114 0.2836 1899.15 1896.3 1 61.764706 1 R.KPFGAILNLVPLAESVVK.L 173 2 *
2128 ENSG00000104081:ENSMUSG00000040093:ENSRNOG00000007529 BMF gi|51558688|ref|NP_001003940.1| gi|51558688|ref|NP_001003940.1| Bcl2 modifying factor isoform bmf-1 [Homo sapiens] 2 2 23.9 184 20508 5 HsNaOH-NE_NT_lymphocytes_Ti_113.012773.01277 3 3.606 0.1746 3505.61 3506 7 22.580645 1 R.LPLPASFPAVLPIGEQPPEGQWQHQAEVQIAR.K 104 2 *
2128 ENSG00000104081:ENSMUSG00000040093:ENSRNOG00000007529 BMF gi|51558688|ref|NP_001003940.1| gi|51558688|ref|NP_001003940.1| Bcl2 modifying factor isoform bmf-1 [Homo sapiens] 2 2 23.9 184 20508 5 HsNaOH-NE_PHA_lymphocytes_Ti_111.008819.0088 2 3.4148 0.3265 1530.21 1530.6 1 81.818184 1 R.LHVQQHQQNQNR.V 147 2 *
2129 ENSG00000126216:ENSMUSG00000000759:ENSRNOG00000017085 TUBGCP3 gi|5453660|ref|NP_006313.1| gi|5453660|ref|NP_006313.1| "tubulin, gamma complex associated protein 3 [Homo sapiens] " 3 7 5 907 103571 8.1 HsSD-NE_PHA_lymphocytes_PK_111.015251.01525 2 3.0119 0.1685 2476.47 2478.7 4 35 1 H.STPYYYARPQTLPLSYQDRSA.Q 128 0 *
2129 ENSG00000126216:ENSMUSG00000000759:ENSRNOG00000017085 TUBGCP3 gi|5453660|ref|NP_006313.1| gi|5453660|ref|NP_006313.1| "tubulin, gamma complex associated protein 3 [Homo sapiens] " 3 7 5 907 103571 8.1 HsSD-NE_PHA_lymphocytes_PK_106.001409.001409 2 4.1623 0.3243 2582.79 2583.7 1 41.304348 1 K.SAESPQDAADLFTDLENAFQGKID.A 512 1 *
2129 ENSG00000126216:ENSMUSG00000000759:ENSRNOG00000017085 TUBGCP3 gi|5453660|ref|NP_006313.1| gi|5453660|ref|NP_006313.1| "tubulin, gamma complex associated protein 3 [Homo sapiens] " 3 7 5 907 103571 8.1 HsSD-NE_NT_lymphocytes_Ti_102.019784.019784.2 2 5.4188 0.4816 2355.03 2355.5 1 61.904762 2 K.SAESPQDAADLFTDLENAFQGK.I 512 2 *
2129 ENSG00000126216:ENSMUSG00000000759:ENSRNOG00000017085 TUBGCP3 gi|5453660|ref|NP_006313.1| gi|5453660|ref|NP_006313.1| "tubulin, gamma complex associated protein 3 [Homo sapiens] " 3 7 5 907 103571 8.1 HsSD-NE_PHA_lymphocytes_PK_106.000195.000195 2 5.4441 0.5307 2355.55 2355.5 1 61.904762 3 K.SAESPQDAADLFTDLENAFQGK.I 512 2 *
2130 ENSG00000022267:ENSMUSG00000023092:NA FHL1 gi|21361122|ref|NP_001440.2| gi|21361122|ref|NP_001440.2| four and a half LIM domains 1 [Homo sapiens] 2 4 10.7 280 31895 8.3 HsSD-NE_PHA_lymphocytes_Ti_101.008705.008705 2 2.7674 0.1515 1930.67 1929.1 1 53.571426 1 R.FVFHQEQVYCPDCAK.K 264 2 *
2130 ENSG00000022267:ENSMUSG00000023092:NA FHL1 gi|21361122|ref|NP_001440.2| gi|21361122|ref|NP_001440.2| four and a half LIM domains 1 [Homo sapiens] 2 4 10.7 280 31895 8.3 HsSD-NE_NT_lymphocytes_Ti_103.010030.010030.2 2 3.3871 0.1959 1962.57 1962.1 4 50 3 R.FTAVEDQYYCVDCYK.N 200 2 *
2131 ENSG00000101346:ENSMUSG00000046020:ENSRNOG00000010104 POFUT1 gi|27436889|ref|NP_056167.1| gi|27436889|ref|NP_056167.1| protein O-fucosyltransferase 1 isoform 1 precursor [Homo sapiens] 3 5 10.6 388 43956 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.011524.011524 2 3.195 0.3217 2773.89 2775.2 1 35.416664 2 K.EHPVLALPGAPAQFPVLEEHRPLQK.Y 186 2 *
2131 ENSG00000101346:ENSMUSG00000046020:ENSRNOG00000010104 POFUT1 gi|27436889|ref|NP_056167.1| gi|27436889|ref|NP_056167.1| protein O-fucosyltransferase 1 isoform 1 precursor [Homo sapiens] 3 5 10.6 388 43956 8.5 HsSD-NE_PHA_lymphocytes_Ti_110.011382.011382 3 3.1879 0.1859 2774.75 2775.2 2 32.291664 1 K.EHPVLALPGAPAQFPVLEEHRPLQK.Y 186 2 *
2131 ENSG00000101346:ENSMUSG00000046020:ENSRNOG00000010104 POFUT1 gi|27436889|ref|NP_056167.1| gi|27436889|ref|NP_056167.1| protein O-fucosyltransferase 1 isoform 1 precursor [Homo sapiens] 3 5 10.6 388 43956 8.5 HsNaOH-NE_NT_lymphocytes_Ti_110.011493.01149 2 3.3011 0.355 1724.93 1723.9 1 63.333332 2 R.FGNQADHFLGSLAFAK.L 44 2
2132 ENSG00000184897:ENSMUSG00000044927:ENSRNOG00000027722 H1FX gi|5174449|ref|NP_006017.1| gi|5174449|ref|NP_006017.1| "H1 histone family, member X [Homo sapiens] " 1 5 7.5 213 22487 10.8 HsNaOH-NE_NT_lymphocytes_Ti_114.008692.00869 2 3.225 0.3131 1488.59 1488.7 1 73.333336 3 R.RGAPAAATAPAPTAHK.A 128 2 *
2132 ENSG00000184897:ENSMUSG00000044927:ENSRNOG00000027722 H1FX gi|5174449|ref|NP_006017.1| gi|5174449|ref|NP_006017.1| "H1 histone family, member X [Homo sapiens] " 1 5 7.5 213 22487 10.8 HsSD-NE_NT_lymphocytes_Ti_112.010037.010037.2 2 2.8312 0.329 1489.77 1488.7 1 63.333332 2 R.RGAPAAATAPAPTAHK.A 128 2 *
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NP_056999.2| gi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 4 6 11.6 558 63544 6.2 HsNaOH-NE_NT_lymphocytes_Ti_113.009723.00972 2 3.2991 0.2543 1341.21 1339.5 1 80 2 R.HLYHQAFPTPK.S 536 2
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NP_056999.2| gi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 4 6 11.6 558 63544 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.012923.0129 2 2.7073 0.1482 1897.85 1898 1 46.875 1 R.DWSFPYEFSYGADGGAK.F 218 2
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NP_056999.2| gi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 4 6 11.6 558 63544 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.019892.01989 2 2.8324 0.2085 2292.27 2289.6 2 41.17647 1 R.YLQQLESEIDELYIQYIK.H 417 2
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NP_056999.2| gi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 4 6 11.6 558 63544 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.015323.0153 3 4.0294 0.1109 2285.69 2283.8 2 36.11111 1 R.LAMEETFLKPFQSLIFLVR.D 199 2
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NP_056999.2| gi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 4 6 11.6 558 63544 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.019612.0196 2 3.7926 0.3325 2292.15 2289.6 1 55.88235 1 R.YLQQLESEIDELYIQYIK.H 417 2
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2134 ENSG00000090020:ENSMUSG00000028854:ENSRNOG00000007982 SLC9A1 gi|27777632|ref|NP_003038.2| gi|27777632|ref|NP_003038.2| "solute carrier family 9, isoform A1 [Homo sapiens] " 2 2 4.9 815 90763 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012994.01299 2 3.5496 0.1935 2189.35 2187.5 3 47.058823 1 R.HTLVADPYEEAWNQMLLR.R 652 2 *
2134 ENSG00000090020:ENSMUSG00000028854:ENSRNOG00000007982 SLC9A1 gi|27777632|ref|NP_003038.2| gi|27777632|ref|NP_003038.2| "solute carrier family 9, isoform A1 [Homo sapiens] " 2 2 4.9 815 90763 7.2 HsSD-NE_NT_lymphocytes_PK_107.002369.002369. 2 2.6006 0.1884 2152.77 2151.6 1 35.714287 1 F.LSFFVVALGGVLVGVVYGVIAA.F 296 0 *
2135 ENSG00000115234:ENSMUSG00000029146:ENSRNOG00000026884 SNX17 gi|7661890|ref|NP_055563.1| gi|7661890|ref|NP_055563.1| sorting nexin 17 [Homo sapiens] 2 5 7 470 52901 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.017098.01709 2 3.0829 0.191 1998.41 1997.3 1 50 1 K.LDLPDDLIGYFSLFLVR.E 150 2 *
2135 ENSG00000115234:ENSMUSG00000029146:ENSRNOG00000026884 SNX17 gi|7661890|ref|NP_055563.1| gi|7661890|ref|NP_055563.1| sorting nexin 17 [Homo sapiens] 2 5 7 470 52901 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.012381.01238 2 4.2824 0.3704 1911.15 1910.2 2 56.666668 2 R.KLQEFELPYVSVTSLR.S 178 2 *
2135 ENSG00000115234:ENSMUSG00000029146:ENSRNOG00000026884 SNX17 gi|7661890|ref|NP_055563.1| gi|7661890|ref|NP_055563.1| sorting nexin 17 [Homo sapiens] 2 5 7 470 52901 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_111.002506.0025 2 3.4942 0.29 1999.91 1997.3 3 43.75 2 K.LDLPDDLIGYFSLFLVR.E 150 2 *
2136 ENSG00000167645:ENSMUSG00000030588:ENSRNOG00000020616 YIF1B gi|24308364|ref|NP_291035.1| gi|24308364|ref|NP_291035.1|;gi|89191845|ref|NP_00103476 Yip1 interacting factor homolog B isoform 2 [Homo sapiens] 2 3 18.4 283 31175 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.012530.01253 3 6.3274 0.5921 3774.98 3777.3 1 26.973686 2 R.APGGLSYPAASPTPHAAFLADPVSNMAMAYGSSLAAQGK.E 24 2
2136 ENSG00000167645:ENSMUSG00000030588:ENSRNOG00000020616 YIF1B gi|24308364|ref|NP_291035.1| gi|24308364|ref|NP_291035.1|;gi|89191845|ref|NP_00103476 Yip1 interacting factor homolog B isoform 2 [Homo sapiens] 2 3 18.4 283 31175 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.007835.0078 2 3.5509 0.2878 1283.61 1282.5 2 70.83333 1 K.ILADAAAEGVPVR.G 240 2
2137 ENSG00000107672:ENSMUSG00000040331:ENSRNOG00000020452 NSMCE4A gi|8923009|ref|NP_060085.1| gi|8923009|ref|NP_060085.1| non-SMC element 4 homolog A [Homo sapiens] 2 3 13 385 44286 5.3 HsSD-NE_PHA_lymphocytes_PK_106.021111.02111 2 3.5809 0.3361 2800.33 2798 2 32.608696 2 M.GVNPLEAEELIRDEDSPDFEFIVY.D 172 0 *
2137 ENSG00000107672:ENSMUSG00000040331:ENSRNOG00000020452 NSMCE4A gi|8923009|ref|NP_060085.1| gi|8923009|ref|NP_060085.1| non-SMC element 4 homolog A [Homo sapiens] 2 3 13 385 44286 5.3 HsSD-NE_NT_lymphocytes_Ti_106.001364.001364.3 3 3.9341 0.1445 2922.08 2921.2 1 27.000002 1 R.EDILNAGDKLTEVLEEANTLFNEVSR.A 101 2 *
2138 NA:ENSMUSG00000068579:NA LOC152663 gi|169166935|ref|XP_945929.3| gi|169166935|ref|XP_945929.3|;gi|169167249|ref|XP_0017174PREDICTED: similar to ribosomal protein L7a [Homo sapiens] 1 3 8.5 282 31661 10.2 HsNaOH-NE_NT_lymphocytes_Ti_113.014946.01494 2 3.4557 0.2192 2693.13 2691.2 1 41.304348 1 K.AQLVVIAHDVDPIELVTFLPALCR.K 227 2
2138 NA:ENSMUSG00000068579:NA LOC152663 gi|169166935|ref|XP_945929.3| gi|169166935|ref|XP_945929.3|;gi|169167249|ref|XP_0017174PREDICTED: similar to ribosomal protein L7a [Homo sapiens] 1 3 8.5 282 31661 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.014900.0149 2 4.2746 0.2733 2693.57 2691.2 1 43.47826 2 K.AQLVVIAHDVDPIELVTFLPALCR.K 227 2
2139 ENSG00000128973:ENSMUSG00000032245:ENSRNOG00000007164 CLN6 gi|8923532|ref|NP_060352.1| gi|8923532|ref|NP_060352.1| CLN6 protein [Homo sapiens] 3 10 11.3 311 35919 8.9 HsSD-NE_PHA_lymphocytes_PK_110.015985.015985 2 2.8604 0.192 1448.43 1448.7 1 77.27273 1 K.KYPGVIYVPEPW.A 289 1
2139 ENSG00000128973:ENSMUSG00000032245:ENSRNOG00000007164 CLN6 gi|8923532|ref|NP_060352.1| gi|8923532|ref|NP_060352.1| CLN6 protein [Homo sapiens] 3 10 11.3 311 35919 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.010346.01034 2 4.2025 0.3672 1558.49 1557.8 1 79.16667 4 R.LLFSGYQHHLSVR.E 137 2
2139 ENSG00000128973:ENSMUSG00000032245:ENSRNOG00000007164 CLN6 gi|8923532|ref|NP_060352.1| gi|8923532|ref|NP_060352.1| CLN6 protein [Homo sapiens] 3 10 11.3 311 35919 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010670.0106 2 3.3146 0.2031 1558.79 1557.8 2 62.5 4 R.LLFSGYQHHLSVR.E 137 2
2139 ENSG00000128973:ENSMUSG00000032245:ENSRNOG00000007164 CLN6 gi|8923532|ref|NP_060352.1| gi|8923532|ref|NP_060352.1| CLN6 protein [Homo sapiens] 3 10 11.3 311 35919 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.013397.0133 2 2.7094 0.2192 2485.69 2482.8 5 40 1 K.YPGVIYVPEPWAFYTLHVSSR.H 290 2 *
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_PHA_lymphocytes_Ti_106.015863.015863 2 2.4775 0.1907 1809.63 1808 1 53.333336 2 K.ALYDTFSAFGNILSCK.V 114 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_PHA_lymphocytes_Ti_106.008404.008404 2 3.2094 0.2543 1706.57 1703.9 1 63.333332 1 R.SKVDEAVAVLQAHHAK.K 614 2 *
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009862.00986 2 3.5695 0.2043 1267.65 1267.5 1 85 2 R.ALDTMNFDVIK.G 68 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.014811.01481 2 3.6211 0.4054 1809.75 1808 1 73.333336 1 K.ALYDTFSAFGNILSCK.V 114 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.009370.0093 2 4.9561 0.4077 1932.07 1930.1 1 65.625 2 R.SLGYAYVNFQQPADAER.A 51 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_NT_lymphocytes_Ti_105.016643.016643.2 2 3.1503 0.274 2318.71 2319.5 3 34.210526 1 K.NFGEEVDDESLKELFSQFGK.T 197 2 *
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_NT_lymphocytes_Ti_107.018332.018332.2 2 3.3598 0.1536 2744.67 2742.2 1 39.130436 1 K.ITGMLLEIDNSELLHMLESPESLR.S 590 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_NT_lymphocytes_Ti_103.010632.010632.2 2 4.1485 0.3257 1932.17 1930.1 1 56.25 3 R.SLGYAYVNFQQPADAER.A 51 2
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_003810.1| gi|4504715|ref|NP_003810.1| "poly A binding protein, cytoplasmic 4 [Homo sapiens] " 6 14 16.1 644 70783 9.3 HsSD-NE_NT_lymphocytes_Ti_108.016143.016143.2 2 3.0961 0.2896 1807.81 1808 3 46.666668 1 K.ALYDTFSAFGNILSCK.V 114 2
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NP_079087.2| gi|24432016|ref|NP_079087.2| "pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens] " 4 13 9.1 471 52050 8 HsSD-NE_PHA_lymphocytes_Ti_109.008508.008508 2 3.328 0.2615 2396.03 2396.5 3 47.058823 4 R.HRDLLHNEDRHDDYFQER.N 438 2 *
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NP_079087.2| gi|24432016|ref|NP_079087.2| "pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens] " 4 13 9.1 471 52050 8 HsSD-NE_PHA_lymphocytes_Ti_108.008877.008877 3 3.9912 0.2742 2393.72 2396.5 1 38.235294 3 R.HRDLLHNEDRHDDYFQER.N 438 2 *
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NP_079087.2| gi|24432016|ref|NP_079087.2| "pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens] " 4 13 9.1 471 52050 8 HsSD-NE_PHA_lymphocytes_Ti_109.000544.000544 2 2.8453 0.2066 2437.97 2437.7 3 33.333336 2 K.AVSGASAGDYSDAIETLLTAIAVIK.Q 355 2 *
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NP_079087.2| gi|24432016|ref|NP_079087.2| "pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens] " 4 13 9.1 471 52050 8 HsSD-NE_PHA_lymphocytes_Ti_104.008720.008720 2 3.344 0.2411 2103.95 2103.2 1 53.333336 2 R.DLLHNEDRHDDYFQER.N 440 2 *
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NP_079087.2| gi|24432016|ref|NP_079087.2| "pre-mRNA cleavage factor I, 59 kDa subunit [Homo sapiens] " 4 13 9.1 471 52050 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.000059.0000 2 3.358 0.3349 2440.51 2437.7 1 43.75 2 K.AVSGASAGDYSDAIETLLTAIAVIK.Q 355 2 *
2142 ENSG00000071082:NA:NA RPL31 gi|148746199|ref|NP_001092047.1| gi|148746199|ref|NP_001092047.1|;gi|153252132|ref|NP_001 ribosomal protein L31 isoform 2 [Homo sapiens] 2 3 25.8 128 14632 10.8 HsSD-NE_PHA_lymphocytes_Ti_110.007575.007575 2 2.11 0.0801 914.95 914.1 1 85.71429 1 K.RIHGVGFK.K 32 2
2142 ENSG00000071082:NA:NA RPL31 gi|148746199|ref|NP_001092047.1| gi|148746199|ref|NP_001092047.1|;gi|153252132|ref|NP_001 ribosomal protein L31 isoform 2 [Homo sapiens] 2 3 25.8 128 14632 10.8 HsNaOH-NE_PHA_lymphocytes_Ti_109.012518.0125 3 3.6447 0.2002 2961.98 2959.3 1 29.166666 2 R.KRNEDEDSPNKLYTLVTYVPVTTFK.I 91 2
2143 ENSG00000074201:ENSMUSG00000025439:ENSRNOG00000012788 CLNS1A gi|4502891|ref|NP_001284.1| gi|4502891|ref|NP_001284.1| "chloride channel, nucleotide-sensitive, 1A [Homo sapiens] " 2 3 22.4 237 26215 4.1 HsSD-NE_PHA_lymphocytes_Ti_102.017342.017342 2 2.8895 0.3164 2723.25 2721.1 1 31.25 2 R.LSWLDGSGLGFSLEYPTISLHALSR.D 44 2 *
2143 ENSG00000074201:ENSMUSG00000025439:ENSRNOG00000012788 CLNS1A gi|4502891|ref|NP_001284.1| gi|4502891|ref|NP_001284.1| "chloride channel, nucleotide-sensitive, 1A [Homo sapiens] " 2 3 22.4 237 26215 4.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008944.00894 3 3.2178 0.0857 3315.44 3316.3 1 28.703705 1 K.FEEESKEPVADEEEEDSDDDVEPITEFR.F 86 2 *
2144 ENSG00000174840:ENSMUSG00000043702:ENSRNOG00000013264 PDE12 gi|68051728|ref|NP_808881.2| gi|68051728|ref|NP_808881.2| phosphodiesterase 12 [Homo sapiens] 3 7 8.5 609 67405 6.6 HsSD-NE_NT_lymphocytes_Ti_107.021089.021089.2 2 3.1179 0.324 2227.57 2225.5 1 52.499996 4 R.AVFSDSLVPALEAFGLEGVFR.I 355 2 *
2144 ENSG00000174840:ENSMUSG00000043702:ENSRNOG00000013264 PDE12 gi|68051728|ref|NP_808881.2| gi|68051728|ref|NP_808881.2| phosphodiesterase 12 [Homo sapiens] 3 7 8.5 609 67405 6.6 HsSD-NE_NT_lymphocytes_Ti_103.014491.014491.2 2 4.022 0.3887 1539.69 1539.7 1 76.92308 2 K.LSLEFGDPASSLFR.W 183 2 *
2144 ENSG00000174840:ENSMUSG00000043702:ENSRNOG00000013264 PDE12 gi|68051728|ref|NP_808881.2| gi|68051728|ref|NP_808881.2| phosphodiesterase 12 [Homo sapiens] 3 7 8.5 609 67405 6.6 HsSD-NE_PHA_lymphocytes_PK_105.010356.010356 2 3.4064 0.2837 1944.03 1945.1 1 68.75 1 L.EVEQVIPLPSHEEVTTH.Q 571 0 *
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|NP_598408.1| gi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035 "solute carrier family 12, member 6 isoform a [Homo sapiens] " 4 12 5.9 1150 127617 7.1 HsNaOH-NE_NT_lymphocytes_Ti_103.009081.00908 2 3.1521 0.2402 2186.49 2186.2 1 50 1 R.NAYLNNSNYEEGDEYFDK.N 114 2
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|NP_598408.1| gi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035 "solute carrier family 12, member 6 isoform a [Homo sapiens] " 4 12 5.9 1150 127617 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007391.0073 2 4.8873 0.365 2076.33 2075.1 1 70.588234 2 R.LTSIGSDEDEETETYQEK.V 1027 2
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|NP_598408.1| gi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035 "solute carrier family 12, member 6 isoform a [Homo sapiens] " 4 12 5.9 1150 127617 7.1 HsNaOH-NE_NT_lymphocytes_Ti_108.020264.02026 2 4.4292 0.3991 2488.17 2485.7 1 50 3 R.NPEGDENYMEFLEVLTEGLER.V 1114 2
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|NP_598408.1| gi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035 "solute carrier family 12, member 6 isoform a [Homo sapiens] " 4 12 5.9 1150 127617 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.012173.0121 2 2.5534 0.1391 1380.51 1380.7 1 70 1 K.NWRPQLLVLLK.L 754 2
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|NP_598408.1| gi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035 "solute carrier family 12, member 6 isoform a [Homo sapiens] " 4 12 5.9 1150 127617 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.020014.0200 2 3.4238 0.347 2484.81 2485.7 1 42.5 5 R.NPEGDENYMEFLEVLTEGLER.V 1114 2
2146 ENSG00000204560:ENSMUSG00000024422:ENSRNOG00000030157 DHX16 gi|4503293|ref|NP_003578.1| gi|4503293|ref|NP_003578.1| DEAH (Asp-Glu-Ala-His) box polypeptide 16 [Homo sapiens] 4 7 3.8 1041 119172 6.7 HsSD-NE_PHA_lymphocytes_PK_110.020507.020507 2 2.6978 0.2145 1540.53 1541.8 8 57.692307 1 R.VNFFLPGGDHLVLL.N 869 1 *
2146 ENSG00000204560:ENSMUSG00000024422:ENSRNOG00000030157 DHX16 gi|4503293|ref|NP_003578.1| gi|4503293|ref|NP_003578.1| DEAH (Asp-Glu-Ala-His) box polypeptide 16 [Homo sapiens] 4 7 3.8 1041 119172 6.7 HsSD-NE_PHA_lymphocytes_PK_107.016782.016782 2 3.1013 0.1736 1504.41 1504.7 1 72.72727 2 N.SSLFEQQPRWLL.Y 974 0 *
2146 ENSG00000204560:ENSMUSG00000024422:ENSRNOG00000030157 DHX16 gi|4503293|ref|NP_003578.1| gi|4503293|ref|NP_003578.1| DEAH (Asp-Glu-Ala-His) box polypeptide 16 [Homo sapiens] 4 7 3.8 1041 119172 6.7 HsSD-NE_PHA_lymphocytes_PK_108.020132.020132 1 2.5594 0.2157 1541.97 1541.8 1 53.846157 3 R.VNFFLPGGDHLVLL.N 869 1 *
2146 ENSG00000204560:ENSMUSG00000024422:ENSRNOG00000030157 DHX16 gi|4503293|ref|NP_003578.1| gi|4503293|ref|NP_003578.1| DEAH (Asp-Glu-Ala-His) box polypeptide 16 [Homo sapiens] 4 7 3.8 1041 119172 6.7 HsSD-NE_NT_lymphocytes_Ti_102.009119.009119.2 2 2.6482 0.2585 1583.31 1583.7 1 57.692307 1 R.VEVGLSSCQGDYIR.V 925 2 *
2147 ENSG00000115761:ENSMUSG00000061458:ENSRNOG00000005344 NOL10 gi|13430872|ref|NP_079170.1| gi|13430872|ref|NP_079170.1| nucleolar protein 10 [Homo sapiens] 3 5 11.1 638 74503 8.5 HsSD-NE_PHA_lymphocytes_PK_110.020573.020573 2 3.4699 0.317 2130.39 2130.5 1 47.22222 2 K.DLENLGLTHLIGSPFLRAY.M 330 1 *
2147 ENSG00000115761:ENSMUSG00000061458:ENSRNOG00000005344 NOL10 gi|13430872|ref|NP_079170.1| gi|13430872|ref|NP_079170.1| nucleolar protein 10 [Homo sapiens] 3 5 11.1 638 74503 8.5 HsSD-NE_NT_lymphocytes_Ti_102.018386.018386.2 2 4.9686 0.2848 2803.43 2803.1 1 51.923077 2 R.VGLLDCALNSVTADSEINSLPTISALK.F 211 2 *
2147 ENSG00000115761:ENSMUSG00000061458:ENSRNOG00000005344 NOL10 gi|13430872|ref|NP_079170.1| gi|13430872|ref|NP_079170.1| nucleolar protein 10 [Homo sapiens] 3 5 11.1 638 74503 8.5 HsSD-NE_PHA_lymphocytes_PK_105.021058.021058 2 3.6062 0.3712 3096.19 3098.2 1 35.416664 1 R.WCSFLDNLTEELEENPESTVYDDYK.F 300 2 *
2148 ENSG00000198898:ENSMUSG00000015733:ENSRNOG00000028549 CAPZA2 gi|5453599|ref|NP_006127.1| gi|5453599|ref|NP_006127.1| "capping protein (actin filament) muscle Z-line, alpha 2 [Homo sapi 3 4 19.2 286 32949 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.009860.009860 3 4.542 0.3413 2316.32 2316.6 1 36.842106 2 K.KIDGQQTIIACIESHQFQAK.N 147 2 *
2148 ENSG00000198898:ENSMUSG00000015733:ENSRNOG00000028549 CAPZA2 gi|5453599|ref|NP_006127.1| gi|5453599|ref|NP_006127.1| "capping protein (actin filament) muscle Z-line, alpha 2 [Homo sapi 3 4 19.2 286 32949 5.8 HsSD-NE_PHA_lymphocytes_Ti_102.008147.008147 2 3.193 0.2681 2030.55 2030.2 1 53.125 1 K.IQVHYYEDGNVQLVSHK.D 194 2
2148 ENSG00000198898:ENSMUSG00000015733:ENSRNOG00000028549 CAPZA2 gi|5453599|ref|NP_006127.1| gi|5453599|ref|NP_006127.1| "capping protein (actin filament) muscle Z-line, alpha 2 [Homo sapi 3 4 19.2 286 32949 5.8 HsSD-NE_NT_lymphocytes_Ti_108.012985.012985.2 2 2.8207 0.2843 2101.61 2102.4 1 47.058823 1 K.FIIHAPPGEFNEVFNDVR.L 20 2 *
2149 ENSG00000154122:ENSMUSG00000022265:ENSRNOG00000010960 ANKH gi|16905507|ref|NP_473368.1| gi|16905507|ref|NP_473368.1| progressive ankylosis protein [Homo sapiens] 3 5 6.7 492 54241 7.9 HsNaOH-NE_NT_lymphocytes_Ti_108.021412.02141 3 4.7262 0.4389 2302.76 2302.7 1 42.5 1 R.FLVPLGITNIAIDFGEQALNR.G 16 2 *
2149 ENSG00000154122:ENSMUSG00000022265:ENSRNOG00000010960 ANKH gi|16905507|ref|NP_473368.1| gi|16905507|ref|NP_473368.1| progressive ankylosis protein [Homo sapiens] 3 5 6.7 492 54241 7.9 HsNaOH-NE_NT_lymphocytes_Ti_115.012196.01219 2 3.7299 0.3106 1515.57 1514.8 1 81.818184 2 K.FPALTHYWPLIR.F 4 2 *
2149 ENSG00000154122:ENSMUSG00000022265:ENSRNOG00000010960 ANKH gi|16905507|ref|NP_473368.1| gi|16905507|ref|NP_473368.1| progressive ankylosis protein [Homo sapiens] 3 5 6.7 492 54241 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.021111.0211 2 2.6447 0.1716 2303.43 2302.7 2 40 2 R.FLVPLGITNIAIDFGEQALNR.G 16 2 *
2150 ENSG00000101997:ENSMUSG00000031143:ENSRNOG00000010846 CCDC22 gi|7661844|ref|NP_054727.1| gi|7661844|ref|NP_054727.1| coiled-coil domain containing 22 [Homo sapiens] 4 5 12.1 627 70756 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009387.00938 2 3.4046 0.1955 2431.89 2431.7 2 40.476192 1 K.FTFHLEPQAQATQVSDVPATSR.R 299 2 *
2150 ENSG00000101997:ENSMUSG00000031143:ENSRNOG00000010846 CCDC22 gi|7661844|ref|NP_054727.1| gi|7661844|ref|NP_054727.1| coiled-coil domain containing 22 [Homo sapiens] 4 5 12.1 627 70756 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013366.01336 2 2.9845 0.2636 2277.19 2274.7 2 40 1 R.EFQASPLLLPVPTQVPQPVGR.V 182 2 *
2150 ENSG00000101997:ENSMUSG00000031143:ENSRNOG00000010846 CCDC22 gi|7661844|ref|NP_054727.1| gi|7661844|ref|NP_054727.1| coiled-coil domain containing 22 [Homo sapiens] 4 5 12.1 627 70756 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007978.00797 2 2.0108 0.1449 1180.95 1181.4 3 72.22222 1 R.VIHLAGQWEK.H 414 2 *
2150 ENSG00000101997:ENSMUSG00000031143:ENSRNOG00000010846 CCDC22 gi|7661844|ref|NP_054727.1| gi|7661844|ref|NP_054727.1| coiled-coil domain containing 22 [Homo sapiens] 4 5 12.1 627 70756 6.8 HsSD-NE_PHA_lymphocytes_PK_105.010586.010586 2 3.902 0.4011 2440.33 2441.6 1 38.636364 2 A.ERLPTDASEDADQPAGDSAILLR.A 106 1 *
2151 ENSG00000114491:ENSMUSG00000022814:ENSRNOG00000001797 UMPS gi|4507835|ref|NP_000364.1| gi|4507835|ref|NP_000364.1| uridine monophosphate synthase [Homo sapiens] 1 6 7.5 480 52222 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.012046.0120 3 3.9497 0.3041 3882.44 3883.4 1 24.285715 1 R.VSMKPEFLHLTPGVQLEAGGDNLGQQYNSPQEVIGK.R 406 2 *
2151 ENSG00000114491:ENSMUSG00000022814:ENSRNOG00000001797 UMPS gi|4507835|ref|NP_000364.1| gi|4507835|ref|NP_000364.1| uridine monophosphate synthase [Homo sapiens] 1 6 7.5 480 52222 7.2 HsSD-NE_NT_lymphocytes_Ti_108.012770.012770.3 3 5.3254 0.3516 3884.27 3883.4 1 27.142859 5 R.VSMKPEFLHLTPGVQLEAGGDNLGQQYNSPQEVIGK.R 406 2 *
2152 ENSG00000100380:ENSMUSG00000022403:ENSRNOG00000025301 FAM10A7 gi|19923193|ref|NP_003923.2| gi|19923193|ref|NP_003923.2| heat shock 70kD protein binding protein [Homo sapiens] 3 4 7.9 369 41332 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.008758.0087 2 3.6085 0.28 1372.49 1371.5 1 86.36364 2 K.LDYDEDASAMLK.E 211 2 *
2152 ENSG00000100380:ENSMUSG00000022403:ENSRNOG00000025301 FAM10A7 gi|19923193|ref|NP_003923.2| gi|19923193|ref|NP_003923.2| heat shock 70kD protein binding protein [Homo sapiens] 3 4 7.9 369 41332 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.010751.0107 3 3.8363 0.349 1937.51 1935.2 1 48.4375 1 R.LLGHWEEAAHDLALACK.L 194 2 *
2152 ENSG00000100380:ENSMUSG00000022403:ENSRNOG00000025301 FAM10A7 gi|19923193|ref|NP_003923.2| gi|19923193|ref|NP_003923.2| heat shock 70kD protein binding protein [Homo sapiens] 3 4 7.9 369 41332 5.3 HsSD-NE_NT_lymphocytes_Ti_108.011492.011492.2 2 5.3459 0.4122 1936.57 1935.2 1 75 1 R.LLGHWEEAAHDLALACK.L 194 2 *
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|NP_001092885.1| gi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein (rat)-like [Homo sapiens] 4 11 9 987 99134 9.9 HsNaOH-NE_NT_lymphocytes_Ti_105.010498.01049 1 2.7296 0.082 1552.36 1550.7 7 45.833336 1 K.ASLQWFNQALEDK.S 277 2
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|NP_001092885.1| gi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein (rat)-like [Homo sapiens] 4 11 9 987 99134 9.9 HsNaOH-NE_NT_lymphocytes_Ti_109.006880.00688 3 4.5736 0.2594 2927.72 2927.1 1 32 2 K.IREEELCHHSSSSTPLAADKESQGEK.A 190 2 *
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|NP_001092885.1| gi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein (rat)-like [Homo sapiens] 4 11 9 987 99134 9.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007191.00719 3 3.7991 0.319 2362.76 2361.7 1 34.782608 2 K.APPTLQAETATKPQATSAPSPAPK.Q 413 2
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|NP_001092885.1| gi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein (rat)-like [Homo sapiens] 4 11 9 987 99134 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.012975.0129 2 4.128 0.4803 2883.67 2882.2 1 48 2 R.RGEQLTLPPPPQLGYSITAEDLDLEK.K 250 2
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|NP_001092885.1| gi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein (rat)-like [Homo sapiens] 4 11 9 987 99134 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007157.0071 3 5.7061 0.4703 2926.19 2927.1 1 37 4 K.IREEELCHHSSSSTPLAADKESQGEK.A 190 2 *
2154 ENSG00000092094:ENSMUSG00000006289:ENSRNOG00000009333 OSGEP gi|8923380|ref|NP_060277.1| gi|8923380|ref|NP_060277.1| O-sialoglycoprotein endopeptidase [Homo sapiens] 2 9 8.4 335 36427 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.000890.000890 3 4.9681 0.4495 3081.35 3082.4 1 31.48148 3 R.AVILDLLQEALTESGLTSQDIDCIAYTK.G 51 2 *
2154 ENSG00000092094:ENSMUSG00000006289:ENSRNOG00000009333 OSGEP gi|8923380|ref|NP_060277.1| gi|8923380|ref|NP_060277.1| O-sialoglycoprotein endopeptidase [Homo sapiens] 2 9 8.4 335 36427 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.000904.000904 2 4.2082 0.3821 3084.61 3082.4 1 37.037037 5 R.AVILDLLQEALTESGLTSQDIDCIAYTK.G 51 2 *
2154 ENSG00000092094:ENSMUSG00000006289:ENSRNOG00000009333 OSGEP gi|8923380|ref|NP_060277.1| gi|8923380|ref|NP_060277.1| O-sialoglycoprotein endopeptidase [Homo sapiens] 2 9 8.4 335 36427 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.016434.0164 2 2.8 0.2654 3084.97 3082.4 8 29.62963 1 R.AVILDLLQEALTESGLTSQDIDCIAYTK.G 51 2 *
2155 ENSG00000166181:ENSMUSG00000027193:ENSRNOG00000009689 API5 gi|5729730|ref|NP_006586.1| gi|5729730|ref|NP_006586.1| apoptosis inhibitor 5 [Homo sapiens] 2 6 6.7 504 56770 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.008522.0085 2 3.4729 0.3587 1744.77 1744.9 1 56.666668 2 R.NYGILADATEQVGQHK.D 10 2 *
2155 ENSG00000166181:ENSMUSG00000027193:ENSRNOG00000009689 API5 gi|5729730|ref|NP_006586.1| gi|5729730|ref|NP_006586.1| apoptosis inhibitor 5 [Homo sapiens] 2 6 6.7 504 56770 5.9 HsSD-NE_NT_lymphocytes_Ti_105.017103.017103.2 2 5.4161 0.4062 1903.51 1904.2 1 76.47059 4 K.GTLGGLFSQILQGEDIVR.E 131 2 *
2156 ENSG00000004468:ENSMUSG00000029084:ENSRNOG00000003069 CD38 gi|38454326|ref|NP_001766.2| gi|38454326|ref|NP_001766.2| CD38 antigen [Homo sapiens] 2 3 7 300 34328 7.7 HsNaOH-NE_NT_lymphocytes_Ti_106.009292.00929 2 2.9309 0.2637 1491.67 1492.6 1 86.36364 1 R.HVDCQSVWDAFK.G 79 2 *
2156 ENSG00000004468:ENSMUSG00000029084:ENSRNOG00000003069 CD38 gi|38454326|ref|NP_001766.2| gi|38454326|ref|NP_001766.2| CD38 antigen [Homo sapiens] 2 3 7 300 34328 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.008190.0081 2 2.808 0.1602 1089.51 1089.3 7 87.5 2 K.RFPETVLAR.C 58 2 *
2157 ENSG00000175826:ENSMUSG00000018559:ENSRNOG00000017352 DULLARD gi|31542547|ref|NP_056158.2| gi|31542547|ref|NP_056158.2|;gi|94391670|ref|XP_998418.1| dullard homolog [Homo sapiens] 2 5 9 244 28377 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.000080.00008 2 5.3289 0.3741 2478.71 2476.8 1 57.14286 3 K.SWFSDPSDTALLNLLPMLDALR.F 204 2
2157 ENSG00000175826:ENSMUSG00000018559:ENSRNOG00000017352 DULLARD gi|31542547|ref|NP_056158.2| gi|31542547|ref|NP_056158.2|;gi|94391670|ref|XP_998418.1| dullard homolog [Homo sapiens] 2 5 9 244 28377 9.8 HsNaOH-NE_NT_lymphocytes_Ti_107.000137.00013 3 4.2687 0.3076 2476.01 2476.8 1 33.333336 1 K.SWFSDPSDTALLNLLPMLDALR.F 204 2
2157 ENSG00000175826:ENSMUSG00000018559:ENSRNOG00000017352 DULLARD gi|31542547|ref|NP_056158.2| gi|31542547|ref|NP_056158.2|;gi|94391670|ref|XP_998418.1| dullard homolog [Homo sapiens] 2 5 9 244 28377 9.8 HsSD-NE_NT_lymphocytes_Ti_106.002324.002324.2 2 3.4841 0.3333 2474.77 2476.8 2 35.714287 1 K.SWFSDPSDTALLNLLPMLDALR.F 204 2
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_036357.1| gi|6912540|ref|NP_036357.1| "nucleotide binding protein 2 (MinD homolog, E. coli) [Homo sapien 4 6 25.5 271 28825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015504.01550 2 2.7441 0.4242 2905.23 2906.2 9 34.615387 1 R.TLEEGHDFIQEFPGSPAFAALTSIAQK.I 235 2 *
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_036357.1| gi|6912540|ref|NP_036357.1| "nucleotide binding protein 2 (MinD homolog, E. coli) [Homo sapien 4 6 25.5 271 28825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011049.01104 2 2.6562 0.0989 1739.91 1740 1 60.000004 1 K.KVGILDVDLCGPSIPR.M 45 2 *
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_036357.1| gi|6912540|ref|NP_036357.1| "nucleotide binding protein 2 (MinD homolog, E. coli) [Homo sapien 4 6 25.5 271 28825 5.8 HsNaOH-NE_NT_lymphocytes_Ti_105.017550.01755 2 3.1883 0.235 2595.57 2596 1 40 1 R.GGGEELAQLAGVPFLGSVPLDPALMR.T 209 2 *
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_036357.1| gi|6912540|ref|NP_036357.1| "nucleotide binding protein 2 (MinD homolog, E. coli) [Homo sapien 4 6 25.5 271 28825 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019136.019136.3 3 3.0416 0.1247 2595.14 2596 3 28 1 R.GGGEELAQLAGVPFLGSVPLDPALMR.T 209 2 *
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_036357.1| gi|6912540|ref|NP_036357.1| "nucleotide binding protein 2 (MinD homolog, E. coli) [Homo sapien 4 6 25.5 271 28825 5.8 HsSD-NE_NT_lymphocytes_Ti_104.019070.019070.2 2 3.9733 0.2551 2595.45 2596 1 50 2 R.GGGEELAQLAGVPFLGSVPLDPALMR.T 209 2 *
2159 ENSG00000162236:ENSMUSG00000010110:ENSRNOG00000018847 STX5 gi|94400932|ref|NP_003155.2| gi|94400932|ref|NP_003155.2| syntaxin 5 [Homo sapiens] 1 4 7.9 355 39673 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.011024.0110 3 5.4729 0.492 2622.14 2622 1 45.37037 2 R.APVSALPLAPNHLGGGAVVLGAESHASK.D 214 2 *
2159 ENSG00000162236:ENSMUSG00000010110:ENSRNOG00000018847 STX5 gi|94400932|ref|NP_003155.2| gi|94400932|ref|NP_003155.2| syntaxin 5 [Homo sapiens] 1 4 7.9 355 39673 9.2 HsSD-NE_NT_lymphocytes_Ti_113.011294.011294.3 3 3.7469 0.4079 2623.4 2622 1 30.555555 2 R.APVSALPLAPNHLGGGAVVLGAESHASK.D 214 2 *
2160 ENSG00000197217:ENSMUSG00000022066:ENSRNOG00000016321 ENTPD4 gi|4758662|ref|NP_004892.1| gi|4758662|ref|NP_004892.1| ectonucleoside triphosphate diphosphohydrolase 4 [Homo sapiens] 3 6 10.1 616 70255 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.011308.01130 2 3.0473 0.0962 2416.29 2416.6 7 39.473686 1 K.NLLAEFNLGCDVHQTEHVYR.V 300 2 *
2160 ENSG00000197217:ENSMUSG00000022066:ENSRNOG00000016321 ENTPD4 gi|4758662|ref|NP_004892.1| gi|4758662|ref|NP_004892.1| ectonucleoside triphosphate diphosphohydrolase 4 [Homo sapiens] 3 6 10.1 616 70255 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007004.00700 2 3.8432 0.3942 1512.37 1511.6 1 69.230774 4 K.TVSFASSQQEEVAK.N 286 2 *
2160 ENSG00000197217:ENSMUSG00000022066:ENSRNOG00000016321 ENTPD4 gi|4758662|ref|NP_004892.1| gi|4758662|ref|NP_004892.1| ectonucleoside triphosphate diphosphohydrolase 4 [Homo sapiens] 3 6 10.1 616 70255 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009074.0090 3 5.375 0.4246 2957.96 2956.1 1 28.703705 1 R.VTDIEATDTNNPNVNYGIVVDCGSSGSR.V 74 2 *
2161 ENSG00000100796:ENSMUSG00000041846:ENSRNOG00000027773 SMEK1 gi|31657117|ref|NP_115949.3| gi|31657117|ref|NP_115949.3| "SMEK homolog 1, suppressor of mek1 [Homo sapiens] " 4 7 8.9 820 93896 4.9 HsSD-NE_PHA_lymphocytes_PK_107.009902.009902 2 2.7381 0.1706 1702.17 1702.8 3 53.846157 1 F.HVCEDLENIEGLHH.L 178 0 *
2161 ENSG00000100796:ENSMUSG00000041846:ENSRNOG00000027773 SMEK1 gi|31657117|ref|NP_115949.3| gi|31657117|ref|NP_115949.3| "SMEK homolog 1, suppressor of mek1 [Homo sapiens] " 4 7 8.9 820 93896 4.9 HsSD-NE_PHA_lymphocytes_PK_105.010196.010196 2 4.2338 0.2636 2039.49 2038.2 1 59.375 2 Q.LTDEATDEEKRQELVNF.L 318 0 *
2161 ENSG00000100796:ENSMUSG00000041846:ENSRNOG00000027773 SMEK1 gi|31657117|ref|NP_115949.3| gi|31657117|ref|NP_115949.3| "SMEK homolog 1, suppressor of mek1 [Homo sapiens] " 4 7 8.9 820 93896 4.9 HsSD-NE_NT_lymphocytes_Ti_108.018410.018410.2 2 3.6176 0.2944 2165.41 2164.4 1 47.22222 1 R.SAATDIFSYLVEYNPSMVR.E 379 2 *
2161 ENSG00000100796:ENSMUSG00000041846:ENSRNOG00000027773 SMEK1 gi|31657117|ref|NP_115949.3| gi|31657117|ref|NP_115949.3| "SMEK homolog 1, suppressor of mek1 [Homo sapiens] " 4 7 8.9 820 93896 4.9 HsSD-NE_NT_lymphocytes_Ti_107.000848.000848.2 2 4.0518 0.345 2490.57 2487.9 1 50 3 K.TLSNMGILPALEVILGMDDTQVR.S 356 2 *
2162 ENSG00000149476:ENSMUSG00000034371:ENSRNOG00000020704 DAK gi|20149621|ref|NP_056348.2| gi|20149621|ref|NP_056348.2| dihydroxyacetone kinase 2 [Homo sapiens] 2 7 6.8 575 58947 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012518.0125 2 3.1108 0.2466 2228.81 2228.5 9 35.714287 1 K.LIDAETTAAAWPNVAAVSITGR.K 326 2 *
2162 ENSG00000149476:ENSMUSG00000034371:ENSRNOG00000020704 DAK gi|20149621|ref|NP_056348.2| gi|20149621|ref|NP_056348.2| dihydroxyacetone kinase 2 [Homo sapiens] 2 7 6.8 575 58947 7.5 HsSD-NE_NT_lymphocytes_Ti_103.012112.012112.2 2 2.7942 0.1869 1598.47 1598.8 1 50 2 K.VAGALAEAGVGLEEIAK.Q 163 2 *
2162 ENSG00000149476:ENSMUSG00000034371:ENSRNOG00000020704 DAK gi|20149621|ref|NP_056348.2| gi|20149621|ref|NP_056348.2| dihydroxyacetone kinase 2 [Homo sapiens] 2 7 6.8 575 58947 7.5 HsSD-NE_NT_lymphocytes_Ti_102.013967.013967.2 2 4.4224 0.3851 2229.43 2228.5 1 50 4 K.LIDAETTAAAWPNVAAVSITGR.K 326 2 *
2163 ENSG00000023909:ENSMUSG00000028124:ENSRNOG00000013409 GCLM gi|4504011|ref|NP_002052.1| gi|4504011|ref|NP_002052.1| glutamate-cysteine ligase regulatory protein [Homo sapiens] 2 2 17.5 274 30727 6 HsNaOH-NE_NT_lymphocytes_Ti_111.000255.00025 3 4.7556 0.3346 3653.06 3650.1 1 25 1 K.ELLSEASFQEALQESIPDIQAHEWVPLWLLR.Y 219 2 *
2163 ENSG00000023909:ENSMUSG00000028124:ENSRNOG00000013409 GCLM gi|4504011|ref|NP_002052.1| gi|4504011|ref|NP_002052.1| glutamate-cysteine ligase regulatory protein [Homo sapiens] 2 2 17.5 274 30727 6 HsSD-NE_PHA_lymphocytes_PK_106.020378.020378 2 3.1213 0.2369 2126.99 2128.3 1 50 1 L.SLEHLQPYWEELENLVQ.S 139 0 *
2164 ENSG00000165916:ENSMUSG00000002102:ENSRNOG00000011414 PSMC3 gi|21361144|ref|NP_002795.2| gi|21361144|ref|NP_002795.2| proteasome 26S ATPase subunit 3 [Homo sapiens] 3 3 11.8 439 49204 5.2 HsSD-NE_NT_lymphocytes_Ti_104.016125.016125.3 3 4.6736 0.2436 2192.51 2190.5 1 54.166668 1 R.TMLELLNQLDGFQPNTQVK.V 309 2 *
2164 ENSG00000165916:ENSMUSG00000002102:ENSRNOG00000011414 PSMC3 gi|21361144|ref|NP_002795.2| gi|21361144|ref|NP_002795.2| proteasome 26S ATPase subunit 3 [Homo sapiens] 3 3 11.8 439 49204 5.2 HsSD-NE_NT_lymphocytes_Ti_102.014477.014477.2 2 2.4968 0.1685 1915.91 1916.1 1 50 1 K.DSYLILETLPTEYDSR.V 156 2 *
2164 ENSG00000165916:ENSMUSG00000002102:ENSRNOG00000011414 PSMC3 gi|21361144|ref|NP_002795.2| gi|21361144|ref|NP_002795.2| proteasome 26S ATPase subunit 3 [Homo sapiens] 3 3 11.8 439 49204 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2888.288 2 2.4991 0.1526 1850.92 1851.2 3 46.875 1 K.VIAATNRVDILDPALLR.S 328 2 *
2165 ENSG00000120885:ENSMUSG00000022037:ENSRNOG00000016460 CLU gi|42716297|ref|NP_001822.2| gi|42716297|ref|NP_001822.2|;gi|42740907|ref|NP_976084.1| clusterin isoform 1 [Homo sapiens] 2 4 7.6 501 57833 6.7 HsSD-NE_PHA_lymphocytes_PK_115.013150.013150 2 3.4714 0.3005 1810.39 1812 2 53.571426 2 H.FHSPAFQHPPTEFIR.E 314 1
2165 ENSG00000120885:ENSMUSG00000022037:ENSRNOG00000016460 CLU gi|42716297|ref|NP_001822.2| gi|42716297|ref|NP_001822.2|;gi|42740907|ref|NP_976084.1| clusterin isoform 1 [Homo sapiens] 2 4 7.6 501 57833 6.7 HsSD-NE_NT_lymphocytes_Ti_104.009123.009123.2 2 5.7463 0.4975 2314.57 2315.5 1 52.272724 2 R.VTTVASHTSDSDVPSGVTEVVVK.L 438 2
2166 ENSG00000213463:ENSMUSG00000021139:ENSRNOG00000006399 SYNJ2BP gi|157388993|ref|NP_060843.2| gi|157388993|ref|NP_060843.2| synaptojanin 2 binding protein [Homo sapiens] 2 3 27.6 145 15928 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009778.00977 2 2.1658 0.0852 1442.55 1441.6 6 63.636364 2 K.NLLHQDAVDLFR.N 75 2 *
2166 ENSG00000213463:ENSMUSG00000021139:ENSRNOG00000006399 SYNJ2BP gi|157388993|ref|NP_060843.2| gi|157388993|ref|NP_060843.2| synaptojanin 2 binding protein [Homo sapiens] 2 3 27.6 145 15928 6.3 HsSD-NE_NT_lymphocytes_Ti_104.013770.013770.2 2 2.5683 0.1586 2891.21 2889.1 4 29.62963 1 R.GPSGLGFNIVGGTDQQYVSNDSGIYVSR.I 19 2 *
2167 ENSG00000161267:ENSMUSG00000046598:ENSRNOG00000001736 BDH1 gi|44680136|ref|NP_976059.1| gi|44680136|ref|NP_976059.1| 3-hydroxybutyrate dehydrogenase precursor [Homo sapiens] 2 4 12.8 343 38157 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.014776.0147 2 3.4227 0.2845 2695.19 2693.1 1 36 1 K.VSVVEPGNFIAATSLYSPESIQAIAK.K 233 2 *
2167 ENSG00000161267:ENSMUSG00000046598:ENSRNOG00000001736 BDH1 gi|44680136|ref|NP_976059.1| gi|44680136|ref|NP_976059.1| 3-hydroxybutyrate dehydrogenase precursor [Homo sapiens] 2 4 12.8 343 38157 9 HsSD-NE_NT_lymphocytes_Ti_112.013966.013966.2 2 2.5231 0.1316 2090.65 2091.6 1 52.941177 1 R.MQIMTHLPGAISDMIYIR.- 326 2 *
2167 ENSG00000161267:ENSMUSG00000046598:ENSRNOG00000001736 BDH1 gi|44680136|ref|NP_976059.1| gi|44680136|ref|NP_976059.1| 3-hydroxybutyrate dehydrogenase precursor [Homo sapiens] 2 4 12.8 343 38157 9 HsSD-NE_NT_lymphocytes_Ti_102.016196.016196.2 2 5.0128 0.4523 2692.07 2693.1 1 46 2 K.VSVVEPGNFIAATSLYSPESIQAIAK.K 233 2 *
2168 ENSG00000162300:ENSMUSG00000024792:NA ZFPL1 gi|33300635|ref|NP_006773.2| gi|33300635|ref|NP_006773.2| zinc finger protein-like 1 [Homo sapiens] 2 3 5.8 310 34114 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006455.0064 2 4.1191 0.3281 2151.29 2151.1 1 58.823532 2 R.DDDRTPGLHGDCDDDKYR.R 219 2 *
2168 ENSG00000162300:ENSMUSG00000024792:NA ZFPL1 gi|33300635|ref|NP_006773.2| gi|33300635|ref|NP_006773.2| zinc finger protein-like 1 [Homo sapiens] 2 3 5.8 310 34114 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.005663.00566 2 2.864 0.1563 1652.29 1649.7 1 65.38461 1 R.TPGLHGDCDDDKYR.R 223 2 *
2169 ENSG00000183735:ENSMUSG00000020115:ENSRNOG00000005528 TBK1 gi|7019547|ref|NP_037386.1| gi|7019547|ref|NP_037386.1| TANK-binding kinase 1 [Homo sapiens] 3 7 8 729 83642 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009382.0093 2 4.9191 0.4641 1938.39 1938.1 1 67.64706 2 R.LSSSQGTIETSLQDIDSR.L 508 2 *
2169 ENSG00000183735:ENSMUSG00000020115:ENSRNOG00000005528 TBK1 gi|7019547|ref|NP_037386.1| gi|7019547|ref|NP_037386.1| TANK-binding kinase 1 [Homo sapiens] 3 7 8 729 83642 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.018213.01821 2 4.3884 0.3755 2166.73 2165.5 1 52.63158 2 R.GLQVLLTPVLANILEADQEK.C 272 2 *
2169 ENSG00000183735:ENSMUSG00000020115:ENSRNOG00000005528 TBK1 gi|7019547|ref|NP_037386.1| gi|7019547|ref|NP_037386.1| TANK-binding kinase 1 [Homo sapiens] 3 7 8 729 83642 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008866.00886 2 3.8815 0.3748 1937.69 1938.1 1 58.823532 2 R.LSSSQGTIETSLQDIDSR.L 508 2 *
2169 ENSG00000183735:ENSMUSG00000020115:ENSRNOG00000005528 TBK1 gi|7019547|ref|NP_037386.1| gi|7019547|ref|NP_037386.1| TANK-binding kinase 1 [Homo sapiens] 3 7 8 729 83642 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008849.0088 2 2.9462 0.2492 2062.53 2060.2 1 42.105263 1 R.LSPGGSLADAWAHQEGTHPK.D 526 2 *
2170 ENSG00000187024:ENSMUSG00000053746:ENSRNOG00000022464 PTRH1 gi|50897284|ref|NP_001002913.1| gi|50897284|ref|NP_001002913.1| peptidyl-tRNA hydrolase 1 homolog [Homo sapiens] 2 5 27.1 214 22937 10.6 HsSD-NE_PHA_lymphocytes_Ti_111.014068.014068 3 4.4758 0.3384 3693.32 3692.2 1 24.242424 3 R.VGIGRPAHPEAVQAHVLGCFSPAEQELLPLLLDR.A 161 2 *
2170 ENSG00000187024:ENSMUSG00000053746:ENSRNOG00000022464 PTRH1 gi|50897284|ref|NP_001002913.1| gi|50897284|ref|NP_001002913.1| peptidyl-tRNA hydrolase 1 homolog [Homo sapiens] 2 5 27.1 214 22937 10.6 HsNaOH-NE_PHA_lymphocytes_Ti_115.012314.0123 3 4.4144 0.3928 2641.19 2643 1 36.95652 2 R.DRHCAADLALAPLGDAQLVLLRPR.R 69 2 *
2171 ENSG00000170854:ENSMUSG00000022724:ENSRNOG00000030053 MINA gi|110227621|ref|NP_694822.2| gi|110227621|ref|NP_694822.2|;gi|23346418|ref|NP_116167.3MYC induced nuclear antigen isoform a [Homo sapiens] 2 6 10.1 465 52800 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.012539.012539 2 3.3676 0.2514 2387.27 2386.9 1 44.736843 3 R.IGRPVHEFMLKPGDLLYFPR.G 217 2
2171 ENSG00000170854:ENSMUSG00000022724:ENSRNOG00000030053 MINA gi|110227621|ref|NP_694822.2| gi|110227621|ref|NP_694822.2|;gi|23346418|ref|NP_116167.3MYC induced nuclear antigen isoform a [Homo sapiens] 2 6 10.1 465 52800 6.7 HsSD-NE_NT_lymphocytes_Ti_104.020153.020153.2 2 4.9821 0.2943 2751.37 2749.1 1 48.076923 3 K.LEAAGGPSALNFDSPSSLFESLISPIK.T 24 2
2172 ENSG00000071462:ENSMUSG00000005378:ENSRNOG00000033700 WBSCR22 gi|23199995|ref|NP_059998.2| gi|23199995|ref|NP_059998.2| Williams Beuren syndrome chromosome region 22 protein [Homo s 3 6 14.9 281 31880 8.7 HsSD-NE_PHA_lymphocytes_Ti_108.008913.008913 3 3.7365 0.2888 2317.22 2314.5 7 34.210526 1 R.GRRPEHGGPPELFYDETEAR.K 5 2 *
2172 ENSG00000071462:ENSMUSG00000005378:ENSRNOG00000033700 WBSCR22 gi|23199995|ref|NP_059998.2| gi|23199995|ref|NP_059998.2| Williams Beuren syndrome chromosome region 22 protein [Homo s 3 6 14.9 281 31880 8.7 HsSD-NE_PHA_lymphocytes_Ti_105.009297.009297 3 3.2648 0.3333 2098.28 2101.2 2 39.705883 1 R.RPEHGGPPELFYDETEAR.K 7 2 *
2172 ENSG00000071462:ENSMUSG00000005378:ENSRNOG00000033700 WBSCR22 gi|23199995|ref|NP_059998.2| gi|23199995|ref|NP_059998.2| Williams Beuren syndrome chromosome region 22 protein [Homo s 3 6 14.9 281 31880 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012748.0127 2 3.2955 0.2575 2491.95 2490.8 1 45.238094 3 R.AVLQLYPENSEQLELITTQATK.A 159 2 *
2172 ENSG00000071462:ENSMUSG00000005378:ENSRNOG00000033700 WBSCR22 gi|23199995|ref|NP_059998.2| gi|23199995|ref|NP_059998.2| Williams Beuren syndrome chromosome region 22 protein [Homo s 3 6 14.9 281 31880 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008717.0087 3 3.8444 0.421 2099.48 2101.2 1 42.647057 1 R.RPEHGGPPELFYDETEAR.K 7 2 *
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.011121.0111 2 3.1121 0.3624 1487.39 1487.7 1 65.38461 3 R.GFAFVTFESPADAK.D 50 2
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010534.01053 1 2.9588 0.3673 1488.13 1487.7 1 57.692307 1 R.GFAFVTFESPADAK.A 50 2
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010612.01061 2 3.9437 0.319 1490.25 1487.7 1 69.230774 1 R.GFAFVTFESPADAK.A 50 2
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.010949.0109 1 2.7985 0.2385 1487.91 1487.7 1 61.538464 1 R.GFAFVTFESPADAK.D 50 2
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsNaOH-NE_PHA_lymphocytes_Ti_102.015574.0155 2 2.4955 0.098 1734.33 1732 4 53.333336 1 R.PGKLFIGGLNLETDEK.A 7 2 *
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|NP_055284.3| gi|153252068|ref|NP_055284.3| testes-specific heterogenous nuclear ribonucleoprotein G-T [Homo 3 8 7.7 392 42814 10.3 HsSD-NE_NT_lymphocytes_Ti_104.012216.012216.1 1 2.932 0.2543 1486.82 1487.7 1 57.692307 1 R.GFAFVTFESPADAK.A 50 2
2174 ENSG00000144893:ENSMUSG00000056476:ENSRNOG00000010680 MED12L gi|93277088|ref|NP_443728.3| gi|93277088|ref|NP_443728.3| "mediator of RNA polymerase II transcription, subunit 12 homolog ( 2 2 1.7 2145 240117 7.8 HsSD-NE_NT_lymphocytes_Ti_110.020874.020874.2 2 3.387 0.2569 2169.57 2166.6 2 47.22222 1 K.SMSLLSQQPFLSLVLTCLK.G 1458 2
2174 ENSG00000144893:ENSMUSG00000056476:ENSRNOG00000010680 MED12L gi|93277088|ref|NP_443728.3| gi|93277088|ref|NP_443728.3| "mediator of RNA polymerase II transcription, subunit 12 homolog ( 2 2 1.7 2145 240117 7.8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2618.26 2 2.0599 0.1259 1869 1868 3 37.5 1 K.SAELSDQGKTTTDEEKK.T 1751 2 *
2175 ENSG00000166166:ENSMUSG00000060950:ENSRNOG00000011398 C14orf172 gi|123173772|ref|NP_689520.2| gi|123173772|ref|NP_689520.2| tRNA(m1A58)-methyltransferase subunit TRM61 [Homo sapiens] 1 3 5.9 289 31382 7.4 HsSD-NE_NT_lymphocytes_Ti_113.010291.010291.2 2 2.5858 0.1942 1972.65 1973.2 2 40.625 1 R.TIAPTGHLHTVEFHQQR.A 124 2 *
2175 ENSG00000166166:ENSMUSG00000060950:ENSRNOG00000011398 C14orf172 gi|123173772|ref|NP_689520.2| gi|123173772|ref|NP_689520.2| tRNA(m1A58)-methyltransferase subunit TRM61 [Homo sapiens] 1 3 5.9 289 31382 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.009856.0098 2 3.6662 0.366 1973.13 1973.2 1 46.875 2 R.TIAPTGHLHTVEFHQQR.A 124 2 *
2176 ENSG00000185515:ENSMUSG00000031201:NA BRCC3 gi|13236583|ref|NP_077308.1| gi|13236583|ref|NP_077308.1|;gi|64762484|ref|NP_00101806 "BRCA1/BRCA2-containing complex, subunit 3 isoform 1 [Homo sa 3 4 11.4 316 36072 5.9 HsSD-NE_PHA_lymphocytes_Ti_114.011318.011318 3 4.0614 0.139 2512.25 2509.8 4 32.5 1 R.VVGWYHSHPHITVWPSHVDVR.T 117 2
2176 ENSG00000185515:ENSMUSG00000031201:NA BRCC3 gi|13236583|ref|NP_077308.1| gi|13236583|ref|NP_077308.1|;gi|64762484|ref|NP_00101806 "BRCA1/BRCA2-containing complex, subunit 3 isoform 1 [Homo sa 3 4 11.4 316 36072 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.011102.011102 2 3.1838 0.355 2510.71 2509.8 1 35 1 R.VVGWYHSHPHITVWPSHVDVR.T 117 2
2176 ENSG00000185515:ENSMUSG00000031201:NA BRCC3 gi|13236583|ref|NP_077308.1| gi|13236583|ref|NP_077308.1|;gi|64762484|ref|NP_00101806 "BRCA1/BRCA2-containing complex, subunit 3 isoform 1 [Homo sa 3 4 11.4 316 36072 5.9 HsSD-NE_NT_lymphocytes_Ti_112.012857.012857.2 2 4.1902 0.4318 1667.99 1667 1 75 2 R.IEIPIHIVPHVTIGK.V 212 2
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_004695.1| gi|4759276|ref|NP_004695.1| "RNA, U3 small nucleolar interacting protein 2 [Homo sapiens] " 4 6 17.9 475 51841 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.009615.009615 2 4.091 0.4624 1794.51 1793.9 1 68.75 2 K.FSSSGDFLVAGVGQEHR.L 429 2 *
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_004695.1| gi|4759276|ref|NP_004695.1| "RNA, U3 small nucleolar interacting protein 2 [Homo sapiens] " 4 6 17.9 475 51841 7.9 HsSD-NE_PHA_lymphocytes_Ti_101.005765.005765 2 4.9606 0.345 2076.53 2077.1 1 68.75 1 R.KPEEEEEEELEETAQEK.K 62 2 *
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_004695.1| gi|4759276|ref|NP_004695.1| "RNA, U3 small nucleolar interacting protein 2 [Homo sapiens] " 4 6 17.9 475 51841 7.9 HsSD-NE_NT_lymphocytes_Ti_109.014375.014375.2 2 2.4888 0.1721 2434.63 2431.7 1 40.909092 1 R.GHQLSITCLVVTPDDSAIFSAAK.D 144 2 *
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_004695.1| gi|4759276|ref|NP_004695.1| "RNA, U3 small nucleolar interacting protein 2 [Homo sapiens] " 4 6 17.9 475 51841 7.9 HsSD-NE_NT_lymphocytes_Ti_106.016704.016704.2 2 3.2981 0.2881 3079.13 3077.4 1 27.777779 1 K.VWNVAENSYVETLFGHQDAVAALDALSR.E 267 2 *
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_004695.1| gi|4759276|ref|NP_004695.1| "RNA, U3 small nucleolar interacting protein 2 [Homo sapiens] " 4 6 17.9 475 51841 7.9 HsSD-NE_NT_lymphocytes_Ti_104.008494.008494.2 2 3.5671 0.2109 2078.47 2077.1 1 56.25 1 R.KPEEEEEEELEETAQEK.K 62 2 *
2178 ENSG00000137575:ENSMUSG00000028249:ENSRNOG00000009683 SDCBP gi|55749504|ref|NP_001007069.1| gi|55749504|ref|NP_001007069.1|;gi|55749523|ref|NP_00100 syntenin isoform 2 [Homo sapiens] 2 3 14.7 292 31762 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009916.0099 2 3.5523 0.0956 2226.73 2226.3 1 55.263157 2 R.FGDQVLQINGENCAGWSSDK.A 148 2
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2178 ENSG00000137575:ENSMUSG00000028249:ENSRNOG00000009683 SDCBP gi|55749504|ref|NP_001007069.1| gi|55749504|ref|NP_001007069.1|;gi|55749523|ref|NP_00100 syntenin isoform 2 [Homo sapiens] 2 3 14.7 292 31762 7.5 HsSD-NE_NT_lymphocytes_Ti_106.016644.016644.2 2 3.1857 0.3294 2401.51 2399.8 1 38.636364 1 K.SIDNGIFVQLVQANSPASLVGLR.F 125 2
2179 ENSG00000174851:ENSMUSG00000024875:ENSRNOG00000020201 YIF1A gi|9994169|ref|NP_065203.1| gi|9994169|ref|NP_065203.1| Yip1 interacting factor homolog [Homo sapiens] 2 3 6.8 293 32008 9.1 HsSD-NE_PHA_lymphocytes_Ti_112.012435.012435 3 3.9465 0.0928 2481.77 2479.8 3 32.894737 1 K.KLGLLVFPYTHQNWEVQYSR.D 105 2 *
2179 ENSG00000174851:ENSMUSG00000024875:ENSRNOG00000020201 YIF1A gi|9994169|ref|NP_065203.1| gi|9994169|ref|NP_065203.1| Yip1 interacting factor homolog [Homo sapiens] 2 3 6.8 293 32008 9.1 HsNaOH-NE_NT_lymphocytes_Ti_111.012795.01279 2 3.4724 0.2537 2352.31 2351.7 1 58.333332 2 K.LGLLVFPYTHQNWEVQYSR.D 106 2 *
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_PHA_lymphocytes_Ti_114.012810.012810 2 2.8573 0.2451 2598.95 2599.2 1 38 2 R.HLAPPGLHPVPGGVFPVPPAAVVLMK.L 596 2 *
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_PHA_lymphocytes_Ti_104.008582.008582 3 4.7494 0.309 2766.86 2767.9 1 35.869564 2 K.RPNEDSDEDEEKGAVVPPVHDIYR.A 686 2 *
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_NT_lymphocytes_Ti_104.017495.017495.2 2 2.6589 0.1455 1738.77 1739 4 40 1 R.FLAFESNIGDLASILK.V 488 2 *
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_NT_lymphocytes_Ti_107.014838.014838.2 2 3.8383 0.3744 2076.81 2076.4 1 59.375 2 K.KLEENPYDLDAWSILIR.E 24 2
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_NT_lymphocytes_Ti_107.020935.020935.2 2 3.3152 0.4292 2988.63 2989.2 1 37.5 1 K.YGDIPEYVLAYIDYLSHLNEDNNTR.V 440 2 *
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_001317.1| gi|4557495|ref|NP_001317.1| cleavage stimulation factor subunit 3 isoform 1 [Homo sapiens] 6 9 15.2 717 82922 8.1 HsSD-NE_NT_lymphocytes_Ti_114.015299.015299.3 3 4.1013 0.1765 3119.9 3117.4 1 30.000002 1 K.KYGDIPEYVLAYIDYLSHLNEDNNTR.V 439 2 *
2181 ENSG00000148341:ENSMUSG00000026860:ENSRNOG00000017295 SH3GLB2 gi|9910352|ref|NP_064530.1| gi|9910352|ref|NP_064530.1| SH3-domain GRB2-like endophilin B2 [Homo sapiens] 2 3 7.3 395 43974 6 HsNaOH-NE_NT_lymphocytes_Ti_110.014360.01436 2 2.997 0.2372 1721.99 1719 1 60.714287 2 R.DFIHTASISFLTPLR.N 131 2 *
2181 ENSG00000148341:ENSMUSG00000026860:ENSRNOG00000017295 SH3GLB2 gi|9910352|ref|NP_064530.1| gi|9910352|ref|NP_064530.1| SH3-domain GRB2-like endophilin B2 [Homo sapiens] 2 3 7.3 395 43974 6 HsSD-NE_PHA_lymphocytes_PK_105.015896.015896 2 3.9592 0.2397 1589.53 1586.8 1 69.230774 1 Y.SLPGMDPDWLIGER.G 366 1 *
2182 ENSG00000101158:ENSMUSG00000016253:NA TH1L gi|39812492|ref|NP_945327.1| gi|39812492|ref|NP_945327.1| TH1-like protein [Homo sapiens] 4 7 7.8 590 66247 5.1 HsSD-NE_PHA_lymphocytes_PK_108.003699.003699 2 3.3214 0.4067 2259.99 2258.7 1 47.368423 2 F.TSMDPPPVELIRVPAFLDLF.M 318 0 *
2182 ENSG00000101158:ENSMUSG00000016253:NA TH1L gi|39812492|ref|NP_945327.1| gi|39812492|ref|NP_945327.1| TH1-like protein [Homo sapiens] 4 7 7.8 590 66247 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.015165.0151 2 4.1749 0.3526 2039.85 2038.5 1 58.823532 1 R.VPAFLDLFMQSLFKPGAR.I 330 2 *
2182 ENSG00000101158:ENSMUSG00000016253:NA TH1L gi|39812492|ref|NP_945327.1| gi|39812492|ref|NP_945327.1| TH1-like protein [Homo sapiens] 4 7 7.8 590 66247 5.1 HsSD-NE_PHA_lymphocytes_PK_106.018146.018146 2 3.5823 0.3041 1745.41 1745.1 1 63.333332 2 Q.LFLPILENDSIAGTIK.T 552 1 *
2182 ENSG00000101158:ENSMUSG00000016253:NA TH1L gi|39812492|ref|NP_945327.1| gi|39812492|ref|NP_945327.1| TH1-like protein [Homo sapiens] 4 7 7.8 590 66247 5.1 HsSD-NE_PHA_lymphocytes_PK_106.015141.01514 2 5.1181 0.3499 1631.77 1631.9 1 89.28571 2 L.FLPILENDSIAGTIK.T 553 1 *
2183 ENSG00000169126:ENSMUSG00000061802:ENSRNOG00000018905 ARMC4 gi|31657114|ref|NP_060546.2| gi|31657114|ref|NP_060546.2| armadillo repeat containing 4 [Homo sapiens] 2 2 2.9 1044 115679 7.8 HsSD-NE_PHA_lymphocytes_PK_107.019679.019679 2 2.7645 0.1832 2049.21 2046.5 3 36.842106 1 C.GGIQPLVNLLVGINQALLVN.V 797 0 *
2183 ENSG00000169126:ENSMUSG00000061802:ENSRNOG00000018905 ARMC4 gi|31657114|ref|NP_060546.2| gi|31657114|ref|NP_060546.2| armadillo repeat containing 4 [Homo sapiens] 2 2 2.9 1044 115679 7.8 HsNaOH-NE_NT_lymphocytes_PK_103.013199.0131 2 2.6438 0.1784 1230.09 1229.4 2 66.66667 1 A.MAIYQCAEDK.E 695 1 *
2184 ENSG00000136710:ENSMUSG00000042111:ENSRNOG00000013234 CCDC115 gi|21362050|ref|NP_115733.2| gi|21362050|ref|NP_115733.2| coiled-coil domain containing 115 [Homo sapiens] 2 4 20 180 19761 7 HsNaOH-NE_NT_lymphocytes_Ti_104.012154.01215 2 2.9489 0.1712 1588.35 1585.8 1 64.28571 1 R.DGLQLAADIASLQNR.I 143 2 *
2184 ENSG00000136710:ENSMUSG00000042111:ENSRNOG00000013234 CCDC115 gi|21362050|ref|NP_115733.2| gi|21362050|ref|NP_115733.2| coiled-coil domain containing 115 [Homo sapiens] 2 4 20 180 19761 7 HsSD-NE_NT_lymphocytes_Ti_109.002972.002972.3 3 4.2046 0.3368 2341.55 2341.7 1 41.25 3 R.AELDSLVLQLLGDLEELEGKR.T 8 2 *
2185 ENSG00000057663:ENSMUSG00000038160:ENSRNOG00000000322 ATG5 gi|4757798|ref|NP_004840.1| gi|4757798|ref|NP_004840.1| APG5 autophagy 5-like [Homo sapiens] 1 3 6.9 275 32447 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012059.0120 2 2.8643 0.1913 2065.13 2065.4 6 41.666664 1 K.LFRPVAADGQLHTLGDLLK.E 202 2 *
2185 ENSG00000057663:ENSMUSG00000038160:ENSRNOG00000000322 ATG5 gi|4757798|ref|NP_004840.1| gi|4757798|ref|NP_004840.1| APG5 autophagy 5-like [Homo sapiens] 1 3 6.9 275 32447 5.8 HsSD-NE_NT_lymphocytes_Ti_111.013663.013663.2 2 4.6804 0.3682 2064.79 2065.4 1 66.66667 2 K.LFRPVAADGQLHTLGDLLK.E 202 2 *
2186 ENSG00000166734:ENSMUSG00000060227:ENSRNOG00000016357 CASC4 gi|29826289|ref|NP_612432.2| gi|29826289|ref|NP_612432.2|;gi|29826291|ref|NP_816929.1| cancer susceptibility candidate 4 isoform a [Homo sapiens] 2 4 4.8 436 49498 5.3 HsNaOH-NE_NT_lymphocytes_Ti_109.006495.00649 3 3.8804 0.3515 2271.74 2273.4 1 32.5 1 K.VAENVADKNEEPSSNHIPHGK.E 220 2
2186 ENSG00000166734:ENSMUSG00000060227:ENSRNOG00000016357 CASC4 gi|29826289|ref|NP_612432.2| gi|29826289|ref|NP_612432.2|;gi|29826291|ref|NP_816929.1| cancer susceptibility candidate 4 isoform a [Homo sapiens] 2 4 4.8 436 49498 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.006399.00639 2 3.0393 0.2243 2273.81 2273.4 1 45 1 K.VAENVADKNEEPSSNHIPHGK.E 220 2
2186 ENSG00000166734:ENSMUSG00000060227:ENSRNOG00000016357 CASC4 gi|29826289|ref|NP_612432.2| gi|29826289|ref|NP_612432.2|;gi|29826291|ref|NP_816929.1| cancer susceptibility candidate 4 isoform a [Homo sapiens] 2 4 4.8 436 49498 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.006490.0064 2 3.4987 0.3493 2272.51 2273.4 1 45 2 K.VAENVADKNEEPSSNHIPHGK.E 220 2
2187 ENSG00000169359:ENSMUSG00000027822:ENSRNOG00000010023 SLC33A1 gi|4757708|ref|NP_004724.1| gi|4757708|ref|NP_004724.1| acetyl-coenzyme A transporter [Homo sapiens] 3 5 8.2 549 60909 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009768.00976 1 2.4667 0.2592 1437.76 1437.6 2 50 1 R.EALLGDTGTGDFLK.A 50 2 *
2187 ENSG00000169359:ENSMUSG00000027822:ENSRNOG00000010023 SLC33A1 gi|4757708|ref|NP_004724.1| gi|4757708|ref|NP_004724.1| acetyl-coenzyme A transporter [Homo sapiens] 3 5 8.2 549 60909 7.3 HsNaOH-NE_NT_lymphocytes_Ti_106.008093.00809 2 3.6562 0.2967 1921.39 1922 3 50 2 K.SGPLPPGGWDDSHLDSAGR.E 27 2 *
2187 ENSG00000169359:ENSMUSG00000027822:ENSRNOG00000010023 SLC33A1 gi|4757708|ref|NP_004724.1| gi|4757708|ref|NP_004724.1| acetyl-coenzyme A transporter [Homo sapiens] 3 5 8.2 549 60909 7.3 HsNaOH-NE_NT_lymphocytes_Ti_113.009609.00960 2 2.7823 0.2175 1389.53 1389.6 5 68.181816 1 R.RPGNFSHSLDMK.S 15 2 *
2187 ENSG00000169359:ENSMUSG00000027822:ENSRNOG00000010023 SLC33A1 gi|4757708|ref|NP_004724.1| gi|4757708|ref|NP_004724.1| acetyl-coenzyme A transporter [Homo sapiens] 3 5 8.2 549 60909 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_112.009821.0098 2 2.6551 0.1392 1389.69 1389.6 7 68.181816 1 R.RPGNFSHSLDMK.S 15 2 *
2188 ENSG00000138061:ENSMUSG00000024087:ENSRNOG00000040287 CYP1B1 gi|4503203|ref|NP_000095.1| gi|4503203|ref|NP_000095.1| "cytochrome P450, family 1, subfamily B, polypeptide 1 [Homo sap 2 5 8.7 543 60832 9 HsNaOH-NE_NT_lymphocytes_Ti_114.010768.01076 2 3.0734 0.3174 2489.21 2489.8 1 43.18182 2 R.AIHQALVQQGSAFADRPAFASFR.V 102 2 *
2188 ENSG00000138061:ENSMUSG00000024087:ENSRNOG00000040287 CYP1B1 gi|4503203|ref|NP_000095.1| gi|4503203|ref|NP_000095.1| "cytochrome P450, family 1, subfamily B, polypeptide 1 [Homo sap 2 5 8.7 543 60832 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011060.0110 2 3.2461 0.3177 2489.33 2489.8 1 43.18182 2 R.AIHQALVQQGSAFADRPAFASFR.V 102 2 *
2188 ENSG00000138061:ENSMUSG00000024087:ENSRNOG00000040287 CYP1B1 gi|4503203|ref|NP_000095.1| gi|4503203|ref|NP_000095.1| "cytochrome P450, family 1, subfamily B, polypeptide 1 [Homo sap 2 5 8.7 543 60832 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.015945.0159 3 3.5741 0.1389 2872.13 2871.3 1 30.434782 1 R.DRLPCMGDQPNLPYVLAFLYEAMR.F 367 2 *
2189 ENSG00000185475:ENSMUSG00000079437:ENSRNOG00000019341 TMEM179B gi|40786402|ref|NP_955369.1| gi|40786402|ref|NP_955369.1| transmembrane protein 179B [Homo sapiens] 1 2 7.3 219 23550 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009135.0091 2 3.6686 0.401 1705.61 1706.8 1 80 1 R.GDPEWSSETDALVGSR.L 200 2 *
2189 ENSG00000185475:ENSMUSG00000079437:ENSRNOG00000019341 TMEM179B gi|40786402|ref|NP_955369.1| gi|40786402|ref|NP_955369.1| transmembrane protein 179B [Homo sapiens] 1 2 7.3 219 23550 7.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008727.00872 2 3.1794 0.2129 1707.05 1706.8 1 70 1 R.GDPEWSSETDALVGSR.L 200 2 *
2190 ENSG00000148290:ENSMUSG00000015790:NA SURF1 gi|4507319|ref|NP_003163.1| gi|4507319|ref|NP_003163.1| surfeit 1 [Homo sapiens] 1 3 9 300 33331 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.012334.0123 2 2.7902 0.3031 2744.89 2745.1 2 28.846153 2 R.ITGAEPIFIDANFQSTVPGGPIGGQTR.V 238 2 *
2190 ENSG00000148290:ENSMUSG00000015790:NA SURF1 gi|4507319|ref|NP_003163.1| gi|4507319|ref|NP_003163.1| surfeit 1 [Homo sapiens] 1 3 9 300 33331 9.6 HsSD-NE_NT_lymphocytes_Ti_104.013528.013528.2 2 3.5225 0.3532 2747.37 2745.1 1 44.230766 1 R.ITGAEPIFIDANFQSTVPGGPIGGQTR.V 238 2 *
2191 ENSG00000137692:ENSMUSG00000032002:ENSRNOG00000008390 DCUN1D5 gi|14150015|ref|NP_115675.1| gi|14150015|ref|NP_115675.1| "DCN1, defective in cullin neddylation 1, domain containing 5 [Hom 2 3 11.4 237 27508 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.018180.0181 2 3.3511 0.3274 3180.99 3178.4 7 32.692307 1 R.TVHADLSNYDEDGAWPVLLDEFVEWQK.V 206 2 *
2191 ENSG00000137692:ENSMUSG00000032002:ENSRNOG00000008390 DCUN1D5 gi|14150015|ref|NP_115675.1| gi|14150015|ref|NP_115675.1| "DCN1, defective in cullin neddylation 1, domain containing 5 [Hom 2 3 11.4 237 27508 5.6 HsSD-NE_PHA_lymphocytes_PK_106.001439.001439 2 3.2218 0.291 2654.83 2654.9 1 47.61905 2 D.LSNYDEDGAWPVLLDEFVEWQK.V 211 1 *
2192 ENSG00000110711:ENSMUSG00000024847:ENSRNOG00000022289 AIP gi|4502009|ref|NP_003968.1| gi|4502009|ref|NP_003968.1| aryl hydrocarbon receptor interacting protein [Homo sapiens] 3 4 12.4 330 37664 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.008698.008698 2 4.736 0.4676 1828.45 1829 1 84.375 2 K.AHAAVWNAQEAQADFAK.V 274 2 *
2192 ENSG00000110711:ENSMUSG00000024847:ENSRNOG00000022289 AIP gi|4502009|ref|NP_003968.1| gi|4502009|ref|NP_003968.1| aryl hydrocarbon receptor interacting protein [Homo sapiens] 3 4 12.4 330 37664 6.5 HsSD-NE_NT_lymphocytes_Ti_112.014201.014201.2 2 3.6506 0.2517 1783.99 1781.1 1 76.92308 1 K.FKLPVWETIVCTMR.E 68 2 *
2192 ENSG00000110711:ENSMUSG00000024847:ENSRNOG00000022289 AIP gi|4502009|ref|NP_003968.1| gi|4502009|ref|NP_003968.1| aryl hydrocarbon receptor interacting protein [Homo sapiens] 3 4 12.4 330 37664 6.5 HsSD-NE_NT_lymphocytes_Ti_110.010531.010531.2 2 2.5096 0.0949 1139.49 1139.4 3 72.22222 1 K.HVVLYPLVAK.S 94 2 *
2193 ENSG00000178896:ENSMUSG00000034259:ENSRNOG00000012348 EXOSC4 gi|9506689|ref|NP_061910.1| gi|9506689|ref|NP_061910.1| exosome component 4 [Homo sapiens] 2 3 12.7 245 26383 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.012136.012136 2 3.4903 0.2945 1625.25 1625.9 1 61.538464 2 R.QTFEAAILTQLHPR.S 105 2 *
2193 ENSG00000178896:ENSMUSG00000034259:ENSRNOG00000012348 EXOSC4 gi|9506689|ref|NP_061910.1| gi|9506689|ref|NP_061910.1| exosome component 4 [Homo sapiens] 2 3 12.7 245 26383 6.5 HsSD-NE_NT_lymphocytes_Ti_103.009100.009100.2 2 3.6005 0.3536 1890.93 1892 1 56.25 1 R.ALVNCQYSSATFSTGER.K 70 2 *
2194 ENSG00000149541:ENSMUSG00000071649:ENSRNOG00000019804 B3GAT3 gi|12408654|ref|NP_036332.2| gi|12408654|ref|NP_036332.2| "beta-1,3-glucuronyltransferase 3 [Homo sapiens] " 3 4 17.6 335 37122 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.008367.00836 3 4.8383 0.441 3067.94 3068.2 1 31.896553 1 R.GGAVGGEKDPPPPGTQGVVYFADDDNTYSR.E 172 2 *
2194 ENSG00000149541:ENSMUSG00000071649:ENSRNOG00000019804 B3GAT3 gi|12408654|ref|NP_036332.2| gi|12408654|ref|NP_036332.2| "beta-1,3-glucuronyltransferase 3 [Homo sapiens] " 3 4 17.6 335 37122 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_107.010138.0101 2 3.0631 0.1361 1634.55 1632.9 1 67.85714 1 R.GHLESSLLSHLVDPK.D 278 2 *
2194 ENSG00000149541:ENSMUSG00000071649:ENSRNOG00000019804 B3GAT3 gi|12408654|ref|NP_036332.2| gi|12408654|ref|NP_036332.2| "beta-1,3-glucuronyltransferase 3 [Homo sapiens] " 3 4 17.6 335 37122 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.013784.01378 2 3.4258 0.3468 1396.33 1396.7 2 76.92308 2 R.GVSVWPVGLVGGLR.F 212 2 *
2195 ENSG00000101413:ENSMUSG00000027651:ENSRNOG00000012923 C20orf77 gi|11034845|ref|NP_067038.1| gi|109469130|ref|XP_230798.4|;gi|11034845|ref|NP_067038.1Regulation of nuclear pre-mRNA domain containing 1B; hypothetic 2 4 9.5 326 36900 6 HsSD-NE_PHA_lymphocytes_Ti_113.012704.012704 2 3.6601 0.3064 1870.15 1868.2 1 50 1 R.KLTFLYLANDVIQNSK.R 56 2
2195 ENSG00000101413:ENSMUSG00000027651:ENSRNOG00000012923 C20orf77 gi|11034845|ref|NP_067038.1| gi|109469130|ref|XP_230798.4|;gi|11034845|ref|NP_067038.1Regulation of nuclear pre-mRNA domain containing 1B; hypothetic 2 4 9.5 326 36900 6 HsSD-NE_PHA_lymphocytes_Ti_101.014356.014356 2 3.9048 0.4106 1708.13 1706.9 1 64.28571 2 R.EFESVLVDAFSHVAR.E 80 2
2195 ENSG00000101413:ENSMUSG00000027651:ENSRNOG00000012923 C20orf77 gi|11034845|ref|NP_067038.1| gi|109469130|ref|XP_230798.4|;gi|11034845|ref|NP_067038.1Regulation of nuclear pre-mRNA domain containing 1B; hypothetic 2 4 9.5 326 36900 6 HsSD-NE_NT_lymphocytes_Ti_106.013307.013307.2 2 3.0567 0.344 1708.07 1706.9 1 50 1 R.EFESVLVDAFSHVAR.E 80 2
2196 ENSG00000185862:ENSMUSG00000070354:ENSRNOG00000014125 EVI2B gi|148227044|ref|NP_006486.3| gi|148227044|ref|NP_006486.3| ecotropic viral integration site 2B [Homo sapiens] 2 4 6.5 448 48666 4.8 HsNaOH-NE_NT_lymphocytes_Ti_114.010721.01072 2 3.2816 0.1715 1615.61 1614.9 2 61.538464 2 K.RTSIISLTPWKPSK.S 266 2 *
2196 ENSG00000185862:ENSMUSG00000070354:ENSRNOG00000014125 EVI2B gi|148227044|ref|NP_006486.3| gi|148227044|ref|NP_006486.3| ecotropic viral integration site 2B [Homo sapiens] 2 4 6.5 448 48666 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007523.0075 2 5.4906 0.3644 1723.79 1723.8 1 82.14286 2 K.LFESSENIEDSNNPK.T 291 2 *
2197 ENSG00000008513:ENSMUSG00000013846:ENSRNOG00000008209 ST3GAL1 gi|27765096|ref|NP_775479.1| gi|27765096|ref|NP_775479.1| sialyltransferase 4A [Homo sapiens] 2 3 9.7 340 39075 9.1 HsNaOH-NE_NT_lymphocytes_Ti_105.008934.00893 2 3.2191 0.3252 1853.67 1852 1 50 1 R.ESSYGPEIDSHDFVLR.M 153 2 *
2197 ENSG00000008513:ENSMUSG00000013846:ENSRNOG00000008209 ST3GAL1 gi|27765096|ref|NP_775479.1| gi|27765096|ref|NP_775479.1| sialyltransferase 4A [Homo sapiens] 2 3 9.7 340 39075 9.1 HsNaOH-NE_NT_lymphocytes_Ti_112.010402.01040 2 3.9376 0.25 2044.67 2044.2 6 46.875 1 K.GNWHHYWENNPSAGAFR.K 295 2 *
2197 ENSG00000008513:ENSMUSG00000013846:ENSRNOG00000008209 ST3GAL1 gi|27765096|ref|NP_775479.1| gi|27765096|ref|NP_775479.1| sialyltransferase 4A [Homo sapiens] 2 3 9.7 340 39075 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.010629.0106 2 3.4274 0.4142 2043.87 2044.2 3 50 1 K.GNWHHYWENNPSAGAFR.K 295 2 *
2198 ENSG00000114021:ENSMUSG00000022751:ENSRNOG00000027797 NIT2 gi|9910460|ref|NP_064587.1| gi|9910460|ref|NP_064587.1| "nitrilase family, member 2 [Homo sapiens] " 2 2 9.1 276 30608 7.2 HsSD-NE_PHA_lymphocytes_PK_108.014534.014534 2 2.6898 0.1775 1352.87 1352.5 6 68.181816 1 F.NLTTGPAHWELL.Q 180 0 *
2198 ENSG00000114021:ENSMUSG00000022751:ENSRNOG00000027797 NIT2 gi|9910460|ref|NP_064587.1| gi|9910460|ref|NP_064587.1| "nitrilase family, member 2 [Homo sapiens] " 2 2 9.1 276 30608 7.2 HsSD-NE_NT_lymphocytes_Ti_112.014251.014251.2 2 3.4985 0.4476 2842.39 2843.2 1 43.75 1 R.GCQLLVYPGAFNLTTGPAHWELLQR.S 169 2 *
2199 ENSG00000075303:ENSMUSG00000054099:ENSRNOG00000022837 SLC25A40 gi|46094065|ref|NP_061331.2| gi|46094065|ref|NP_061331.2| mitochondrial carrier family protein [Homo sapiens] 4 6 21.9 338 38125 9.4 HsNaOH-NE_NT_lymphocytes_Ti_108.010689.01068 2 3.4468 0.3335 2029.67 2028.3 1 55.555557 2 R.SKLGENETCIPIVAGIVAR.F 134 2 *
2199 ENSG00000075303:ENSMUSG00000054099:ENSRNOG00000022837 SLC25A40 gi|46094065|ref|NP_061331.2| gi|46094065|ref|NP_061331.2| mitochondrial carrier family protein [Homo sapiens] 4 6 21.9 338 38125 9.4 HsNaOH-NE_NT_lymphocytes_Ti_109.015041.01504 2 2.4984 0.2301 1365.45 1365.6 4 66.66667 1 K.NGFSGLFSGLIPR.L 294 2 *
2199 ENSG00000075303:ENSMUSG00000054099:ENSRNOG00000022837 SLC25A40 gi|46094065|ref|NP_061331.2| gi|46094065|ref|NP_061331.2| mitochondrial carrier family protein [Homo sapiens] 4 6 21.9 338 38125 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.016604.01660 2 4.2022 0.3376 2957.03 2956.5 1 33.333336 2 K.VTPLQQMLASCTGAILTSVIVTPLDVVK.I 13 2 *
2199 ENSG00000075303:ENSMUSG00000054099:ENSRNOG00000022837 SLC25A40 gi|46094065|ref|NP_061331.2| gi|46094065|ref|NP_061331.2| mitochondrial carrier family protein [Homo sapiens] 4 6 21.9 338 38125 9.4 HsSD-NE_NT_lymphocytes_Ti_106.014211.014211.2 2 2.4095 0.1228 1518.43 1515.8 6 53.846157 1 R.FGAVTVISPLELIR.T 153 2 *
2200 ENSG00000167363:ENSMUSG00000025175:ENSRNOG00000036659 FN3K gi|11545906|ref|NP_071441.1| gi|11545906|ref|NP_071441.1| fructosamine 3 kinase [Homo sapiens] 2 2 11.7 309 35171 7.6 HsSD-NE_PHA_lymphocytes_PK_108.019458.019458 2 3.0913 0.1906 1403.79 1403.7 4 68.181816 1 R.LQVKIPDLFCGL.E 196 1 *
2200 ENSG00000167363:ENSMUSG00000025175:ENSRNOG00000036659 FN3K gi|11545906|ref|NP_071441.1| gi|11545906|ref|NP_071441.1| fructosamine 3 kinase [Homo sapiens] 2 2 11.7 309 35171 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.016953.01695 3 3.254 0.2087 2765.72 2763 3 25 1 R.EKLKEEENTVGRRGEGAEPQYVDK.F 119 2 *
2201 ENSG00000070770:ENSMUSG00000046707:ENSRNOG00000011933 CSNK2A2 gi|4503097|ref|NP_001887.1| gi|4503097|ref|NP_001887.1| "casein kinase 2, alpha prime polypeptide [Homo sapiens] " 3 4 12.9 350 41213 8.6 HsSD-NE_PHA_lymphocytes_Ti_105.007491.007491 2 2.8319 0.0929 1690.55 1689.9 1 61.538464 1 R.DVKPHNVMIDHQQK.K 157 2 *
2201 ENSG00000070770:ENSMUSG00000046707:ENSRNOG00000011933 CSNK2A2 gi|4503097|ref|NP_001887.1| gi|4503097|ref|NP_001887.1| "casein kinase 2, alpha prime polypeptide [Homo sapiens] " 3 4 12.9 350 41213 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011861.011861.2 2 4.1866 0.3573 1385.27 1385.6 1 86.36364 2 K.VLGTEELYGYLK.K 249 2 *
2201 ENSG00000070770:ENSMUSG00000046707:ENSRNOG00000011933 CSNK2A2 gi|4503097|ref|NP_001887.1| gi|4503097|ref|NP_001887.1| "casein kinase 2, alpha prime polypeptide [Homo sapiens] " 3 4 12.9 350 41213 8.6 HsSD-NE_NT_lymphocytes_Ti_106.012749.012749.2 2 2.8945 0.256 2323.49 2322.6 1 44.444447 1 R.LIDWGLAEFYHPAQEYNVR.V 174 2 *
2202 ENSG00000177646:ENSMUSG00000027710:ENSRNOG00000014178 ACAD9 gi|21361497|ref|NP_054768.2| gi|21361497|ref|NP_054768.2| "acyl-Coenzyme A dehydrogenase family, member 9 [Homo sapien 3 7 13.4 621 68760 8 HsSD-NE_PHA_lymphocytes_Ti_101.010865.010865 2 4.2175 0.46 2532.67 2532.7 1 43.75 1 K.LASGEHIAAFCLTEPASGSDAASIR.S 169 2 *
2202 ENSG00000177646:ENSMUSG00000027710:ENSRNOG00000014178 ACAD9 gi|21361497|ref|NP_054768.2| gi|21361497|ref|NP_054768.2| "acyl-Coenzyme A dehydrogenase family, member 9 [Homo sapien 3 7 13.4 621 68760 8 HsSD-NE_NT_lymphocytes_Ti_108.011906.011906.3 3 5.4783 0.3683 3608.54 3607.9 1 28.125 4 R.TVDLGLTGNHGVVHPSLADSANKFEENTYCFGR.T 478 2 *
2202 ENSG00000177646:ENSMUSG00000027710:ENSRNOG00000014178 ACAD9 gi|21361497|ref|NP_054768.2| gi|21361497|ref|NP_054768.2| "acyl-Coenzyme A dehydrogenase family, member 9 [Homo sapien 3 7 13.4 621 68760 8 HsSD-NE_NT_lymphocytes_Ti_103.020130.020130.2 2 4.0967 0.3326 2905.37 2906.2 1 50 2 K.EVFPFPEVSQDELNEINQFLGPVEK.F 52 2 *
2203 ENSG00000196975:ENSMUSG00000029994:ENSRNOG00000018159 ANXA4 gi|4502105|ref|NP_001144.1| gi|4502105|ref|NP_001144.1| annexin IV [Homo sapiens] 4 10 11.8 321 36085 6.1 HsSD-NE_PHA_lymphocytes_Ti_110.009181.009181 2 2.5061 0.1362 1570.57 1571.8 1 72.72727 1 R.NHLLHVFDEYKR.I 205 2 *
2203 ENSG00000196975:ENSMUSG00000029994:ENSRNOG00000018159 ANXA4 gi|4502105|ref|NP_001144.1| gi|4502105|ref|NP_001144.1| annexin IV [Homo sapiens] 4 10 11.8 321 36085 6.1 HsNaOH-NE_NT_lymphocytes_Ti_102.011279.01127 1 1.8621 0.1931 1062.91 1061.2 2 61.11111 1 K.VLLVLCGGDD.- 312 2 *
2203 ENSG00000196975:ENSMUSG00000029994:ENSRNOG00000018159 ANXA4 gi|4502105|ref|NP_001144.1| gi|4502105|ref|NP_001144.1| annexin IV [Homo sapiens] 4 10 11.8 321 36085 6.1 HsNaOH-NE_NT_lymphocytes_Ti_110.012766.01276 2 2.3398 0.1493 1664.99 1662.8 4 50 1 K.GAGTDEGCLIEILASR.T 103 2 *
2204 ENSG00000003402:ENSMUSG00000026031:ENSRNOG00000012473 CFLAR gi|21361769|ref|NP_003870.3| gi|21361769|ref|NP_003870.3| CASP8 and FADD-like apoptosis regulator [Homo sapiens] 2 3 8.8 480 55343 8.1 HsSD-NE_NT_lymphocytes_Ti_112.011328.011328.2 2 3.0164 0.3062 2347.53 2346.6 2 38.095238 1 R.GGSQSVYGVDQTHSGLPLHHIR.R 316 2 *
2204 ENSG00000003402:ENSMUSG00000026031:ENSRNOG00000012473 CFLAR gi|21361769|ref|NP_003870.3| gi|21361769|ref|NP_003870.3| CASP8 and FADD-like apoptosis regulator [Homo sapiens] 2 3 8.8 480 55343 8.1 HsSD-NE_PHA_lymphocytes_PK_106.001082.001082 2 3.6454 0.2376 2326.61 2324.6 1 47.368423 2 C.LIIDCIGNETELLRDTFTSL.G 255 0 *
2205 ENSG00000158517:ENSMUSG00000015950:ENSRNOG00000001480 NCF1 gi|115298672|ref|NP_000256.3| gi|115298672|ref|NP_000256.3| neutrophil cytosolic factor 1 [Homo sapiens] 3 7 10.3 390 44652 9.1 HsNaOH-NE_NT_lymphocytes_Ti_110.006930.00693 2 3.3318 0.2789 1836.33 1836 5 53.125 2 R.QARPGPQSPGSPLEEER.Q 338 2
2205 ENSG00000158517:ENSMUSG00000015950:ENSRNOG00000001480 NCF1 gi|115298672|ref|NP_000256.3| gi|115298672|ref|NP_000256.3| neutrophil cytosolic factor 1 [Homo sapiens] 3 7 10.3 390 44652 9.1 HsNaOH-NE_NT_lymphocytes_Ti_113.012026.01202 2 3.5886 0.3868 1760.01 1759.1 1 69.230774 1 R.FVPSQHYVYMFLVK.W 18 2 *
2205 ENSG00000158517:ENSMUSG00000015950:ENSRNOG00000001480 NCF1 gi|115298672|ref|NP_000256.3| gi|115298672|ref|NP_000256.3| neutrophil cytosolic factor 1 [Homo sapiens] 3 7 10.3 390 44652 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013916.01391 2 3.2345 0.1697 1158.59 1158.4 1 93.75 2 K.LLDGWWVIR.K 259 2 *
2205 ENSG00000158517:ENSMUSG00000015950:ENSRNOG00000001480 NCF1 gi|115298672|ref|NP_000256.3| gi|115298672|ref|NP_000256.3| neutrophil cytosolic factor 1 [Homo sapiens] 3 7 10.3 390 44652 9.1 HsSD-NE_NT_lymphocytes_Ti_107.014371.014371.2 2 3.1649 0.1281 1158.49 1158.4 1 93.75 2 K.LLDGWWVIR.K 259 2 *
2206 ENSG00000133028:ENSMUSG00000069844:ENSRNOG00000028699 SCO1 gi|4759068|ref|NP_004580.1| gi|4759068|ref|NP_004580.1| cytochrome oxidase deficient homolog 1 [Homo sapiens] 3 6 12.3 301 33814 8.9 HsSD-NE_PHA_lymphocytes_Ti_111.011954.011954 3 5.5339 0.4521 2118.8 2119.4 1 43.421055 2 R.HIGKPLLGGPFSLTTHTGER.K 130 2 *
2206 ENSG00000133028:ENSMUSG00000069844:ENSRNOG00000028699 SCO1 gi|4759068|ref|NP_004580.1| gi|4759068|ref|NP_004580.1| cytochrome oxidase deficient homolog 1 [Homo sapiens] 3 6 12.3 301 33814 8.9 HsSD-NE_PHA_lymphocytes_Ti_112.011333.011333 2 4.152 0.3664 2118.95 2119.4 1 65.789474 1 R.HIGKPLLGGPFSLTTHTGER.K 130 2 *
2206 ENSG00000133028:ENSMUSG00000069844:ENSRNOG00000028699 SCO1 gi|4759068|ref|NP_004580.1| gi|4759068|ref|NP_004580.1| cytochrome oxidase deficient homolog 1 [Homo sapiens] 3 6 12.3 301 33814 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.009646.0096 2 3.7964 0.4098 1755.01 1754 1 65.625 3 K.GPGDSTRPSKPGPVSWK.S 80 2 *
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_PHA_lymphocytes_Ti_113.011636.011636 3 4.965 0.1756 3013.82 3014.2 1 42.391304 1 R.SFHEHCHIPSVEANKNPWSCIFCR.I 723 2 *
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_PHA_lymphocytes_Ti_104.006760.006760 3 4.1648 0.0941 2741 2741.8 1 30.434782 2 K.RKDTTSDKDDSLGSQQTNEQCAQK.A 218 2
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_PHA_lymphocytes_Ti_109.009171.009171 3 3.7054 0.1275 2941.34 2940.2 1 29.166666 1 R.RLNECISPVANEMNHLPAHSHDLQR.M 12 2
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_NT_lymphocytes_Ti_110.000891.000891.3 3 4.6403 0.3464 3213.35 3211.7 1 34.615387 1 K.TFNLPVLEALFSDVNMQEYPDLIHIYK.G 116 2
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_NT_lymphocytes_Ti_102.008426.008426.2 2 4.6395 0.2542 2248.07 2246.3 1 55 3 K.AEPTESCEQIAVQVNNGDAGR.E 242 2
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_NT_lymphocytes_Ti_103.012131.012131.2 2 2.8368 0.1937 1291.01 1290.5 3 70 1 R.LGIQVQDIFEK.N 856 2 *
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|NP_001073860.1| gi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 [Homo sapiens] 7 10 16.8 885 101575 7.4 HsSD-NE_NT_lymphocytes_Ti_103.010463.010463.2 2 4.8743 0.4796 1824.35 1824 1 71.875 1 R.SGLQLSLEQGTGENSFR.S 166 2
2208 ENSG00000116918:ENSMUSG00000056820:NA TSNAX gi|5174731|ref|NP_005990.1| gi|5174731|ref|NP_005990.1| translin-associated factor X [Homo sapiens] 2 6 6.6 290 33112 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.021450.02145 2 4.6069 0.4946 2065.85 2063.4 1 63.88889 1 R.VTPVDYLLGVADLTGELMR.M 182 2 *
2208 ENSG00000116918:ENSMUSG00000056820:NA TSNAX gi|5174731|ref|NP_005990.1| gi|5174731|ref|NP_005990.1| translin-associated factor X [Homo sapiens] 2 6 6.6 290 33112 6.6 HsSD-NE_NT_lymphocytes_Ti_105.001616.001616.3 3 3.4827 0.29 2063 2063.4 6 33.333336 2 R.VTPVDYLLGVADLTGELMR.M 182 2 *
2208 ENSG00000116918:ENSMUSG00000056820:NA TSNAX gi|5174731|ref|NP_005990.1| gi|5174731|ref|NP_005990.1| translin-associated factor X [Homo sapiens] 2 6 6.6 290 33112 6.6 HsSD-NE_NT_lymphocytes_Ti_104.001274.001274.2 2 4.8548 0.5115 2062.73 2063.4 1 69.44444 3 R.VTPVDYLLGVADLTGELMR.M 182 2 *
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.007235.00723 2 3.3199 0.3249 2401.79 2399.6 1 47.5 4 K.CDITTAPGPPDQCKPPQVTCR.S 750 2
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.012219.0122 2 2.7641 0.2802 2528.71 2529.7 1 38.636364 1 K.GTPSEAEIFTTLSCEPDIPNPPR.I 356 2
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009178.0091 2 3.9744 0.4425 2713.09 2714.1 2 37.5 1 K.SNPSEVVEFTTCPDKPGIPVKPSVK.G 549 2
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010598.01059 2 4.4776 0.476 2714.01 2714.1 1 37.5 1 K.SNPSEVVEFTTCPDKPGIPVKPSVK.G 549 2
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.008715.00871 1 2.0466 0.1945 855.53 855.97 1 83.33333 2 K.IHSHSFK.I 576 2
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|NP_001073141.1| gi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055 fibronectin type III domain containing 3A isoform 1 [Homo sapiens] 5 10 8 1198 131852 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.014032.0140 2 2.8816 0.1921 2144.77 2143.5 6 39.473686 1 K.AFEALLSNIVKPVASDIQAR.T 261 2
2210 ENSG00000053372:ENSMUSG00000028741:ENSRNOG00000037010 MRTO4 gi|18490987|ref|NP_057267.2| gi|18490987|ref|NP_057267.2| ribosomal protein P0-like protein [Homo sapiens] 2 2 10.9 239 27560 8.3 HsNaOH-NE_NT_lymphocytes_Ti_105.006534.00653 2 3.4114 0.2081 1749.23 1747.9 4 53.571426 1 R.SPSDEYKDNLHQVSK.R 80 2 *
2210 ENSG00000053372:ENSMUSG00000028741:ENSRNOG00000037010 MRTO4 gi|18490987|ref|NP_057267.2| gi|18490987|ref|NP_057267.2| ribosomal protein P0-like protein [Homo sapiens] 2 2 10.9 239 27560 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.013298.0132 2 2.2207 0.158 1364.01 1361.6 6 65 1 K.YLFIFSVANMR.N 39 2 *
2211 ENSG00000157349:NA:ENSRNOG00000018033 DDX19B gi|6005743|ref|NP_009173.1| gi|6005743|ref|NP_009173.1|;gi|8922886|ref|NP_060802.1| DEAD (Asp-Glu-Ala-As) box polypeptide 19 isoform 1 [Homo sapie 2 4 6.5 479 53927 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.009078.00907 2 3.4826 0.2879 1308.07 1305.5 1 77.27273 2 R.KTASWLAAELSK.E 344 2
2211 ENSG00000157349:NA:ENSRNOG00000018033 DDX19B gi|6005743|ref|NP_009173.1| gi|6005743|ref|NP_009173.1|;gi|8922886|ref|NP_060802.1| DEAD (Asp-Glu-Ala-As) box polypeptide 19 isoform 1 [Homo sapie 2 4 6.5 479 53927 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.011344.0113 2 4.3419 0.3799 2148.29 2148.6 1 61.11111 2 R.LKPQLLQGVYAMGFNRPSK.I 99 2
2212 ENSG00000164244:ENSMUSG00000024594:ENSRNOG00000016433 PRRC1 gi|18677735|ref|NP_570721.1| gi|18677735|ref|NP_570721.1| proline-rich coiled-coil 1 [Homo sapiens] 4 5 9.7 445 46701 5.8 HsSD-NE_PHA_lymphocytes_Ti_106.016257.016257 2 2.4386 0.0852 1533.05 1530.8 1 65.38461 1 R.WSGLLVTVGEVLEK.S 389 2 *
2212 ENSG00000164244:ENSMUSG00000024594:ENSRNOG00000016433 PRRC1 gi|18677735|ref|NP_570721.1| gi|18677735|ref|NP_570721.1| proline-rich coiled-coil 1 [Homo sapiens] 4 5 9.7 445 46701 5.8 HsSD-NE_PHA_lymphocytes_PK_107.015142.015142 2 3.6888 0.3216 1866.63 1866.1 1 66.66667 2 G.CLVVEDPVHGIHLETF.T 348 0 *
2212 ENSG00000164244:ENSMUSG00000024594:ENSRNOG00000016433 PRRC1 gi|18677735|ref|NP_570721.1| gi|18677735|ref|NP_570721.1| proline-rich coiled-coil 1 [Homo sapiens] 4 5 9.7 445 46701 5.8 HsSD-NE_PHA_lymphocytes_PK_107.015256.015256 3 3.9668 0.3425 1866.56 1866.1 1 45 1 G.CLVVEDPVHGIHLETF.T 348 0 *
2212 ENSG00000164244:ENSMUSG00000024594:ENSRNOG00000016433 PRRC1 gi|18677735|ref|NP_570721.1| gi|18677735|ref|NP_570721.1| proline-rich coiled-coil 1 [Homo sapiens] 4 5 9.7 445 46701 5.8 HsSD-NE_PHA_lymphocytes_PK_105.018532.018532 1 1.8407 0.2573 1516.94 1517.8 1 66.66667 1 F.IAELLPDKWFDIG.C 335 0 *
2213 ENSG00000160959:ENSMUSG00000033728:ENSRNOG00000016128 LRRC14 gi|7661860|ref|NP_055480.1| gi|7661860|ref|NP_055480.1| leucine rich repeat containing 14 [Homo sapiens] 3 3 9.9 493 54513 6.9 HsSD-NE_PHA_lymphocytes_PK_110.000222.000222 2 3.1369 0.2352 1716.55 1715 6 53.846157 1 R.ELVHTWPFPLLSFQ.Q 49 1 *
2213 ENSG00000160959:ENSMUSG00000033728:ENSRNOG00000016128 LRRC14 gi|7661860|ref|NP_055480.1| gi|7661860|ref|NP_055480.1| leucine rich repeat containing 14 [Homo sapiens] 3 3 9.9 493 54513 6.9 HsSD-NE_PHA_lymphocytes_PK_110.019772.019772 2 2.7406 0.2918 2579.03 2578.9 1 40.909092 1 R.TVVHPFPVDCYEGLPWPPPASVL.L 425 1 *
2213 ENSG00000160959:ENSMUSG00000033728:ENSRNOG00000016128 LRRC14 gi|7661860|ref|NP_055480.1| gi|7661860|ref|NP_055480.1| leucine rich repeat containing 14 [Homo sapiens] 3 3 9.9 493 54513 6.9 HsSD-NE_NT_lymphocytes_Ti_110.011316.011316.2 2 2.0702 0.1524 1434.01 1432.6 6 54.545456 1 R.AHVLWTTDIYGR.L 474 2 *
2214 ENSG00000125257:ENSMUSG00000032849:ENSRNOG00000010064 ABCC4 gi|157502201|ref|NP_005836.2| gi|157502201|ref|NP_005836.2|;gi|157502203|ref|NP_001098 "ATP-binding cassette, sub-family C, member 4 isoform 1 [Homo s 2 5 4.1 1325 149526 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.015722.0157 2 5.217 0.4164 2640.87 2639.9 1 52.173912 3 R.AVYQDADIYLLDDPLSAVDAEVSR.H 548 2
2214 ENSG00000125257:ENSMUSG00000032849:ENSRNOG00000010064 ABCC4 gi|157502201|ref|NP_005836.2| gi|157502201|ref|NP_005836.2|;gi|157502203|ref|NP_001098 "ATP-binding cassette, sub-family C, member 4 isoform 1 [Homo s 2 5 4.1 1325 149526 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.015594.0155 3 3.1548 0.2118 2954.75 2953.4 1 25.862068 1 K.ASETPTLQGLSFTVRPGELLAVVGPVGAGK.S 422 2
2214 ENSG00000125257:ENSMUSG00000032849:ENSRNOG00000010064 ABCC4 gi|157502201|ref|NP_005836.2| gi|157502201|ref|NP_005836.2|;gi|157502203|ref|NP_001098 "ATP-binding cassette, sub-family C, member 4 isoform 1 [Homo s 2 5 4.1 1325 149526 8.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3972.397 2 4.1307 0.4076 2641.28 2639.9 1 43.47826 1 R.AVYQDADIYLLDDPLSAVDAEVSR.H 548 2
2215 ENSG00000117009:ENSMUSG00000039783:ENSRNOG00000003709 KMO gi|4504891|ref|NP_003670.1| gi|4504891|ref|NP_003670.1| kynurenine 3-monooxygenase [Homo sapiens] 2 4 5.6 486 55757 8.9 HsNaOH-NE_NT_lymphocytes_Ti_105.012374.01237 2 4.1052 0.3333 1529.05 1526.7 1 79.16667 2 K.LLTSNDVVDFFQK.Y 247 2 *
2215 ENSG00000117009:ENSMUSG00000039783:ENSRNOG00000003709 KMO gi|4504891|ref|NP_003670.1| gi|4504891|ref|NP_003670.1| kynurenine 3-monooxygenase [Homo sapiens] 2 4 5.6 486 55757 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.013162.0131 2 2.6606 0.2683 1656.27 1655.9 1 61.538464 2 K.FSNDLSLCLPVFSR.L 334 2 *
2216 ENSG00000065675:ENSMUSG00000026778:ENSRNOG00000019057 PRKCQ gi|5453976|ref|NP_006248.1| gi|5453976|ref|NP_006248.1| "protein kinase C, theta [Homo sapiens] " 3 4 6.1 706 81865 7.6 HsSD-NE_PHA_lymphocytes_PK_107.016002.016002 1 1.9817 0.3882 1340.56 1341.4 1 72.22222 2 K.YNHSVDWWSF.G 556 1 *
2216 ENSG00000065675:ENSMUSG00000026778:ENSRNOG00000019057 PRKCQ gi|5453976|ref|NP_006248.1| gi|5453976|ref|NP_006248.1| "protein kinase C, theta [Homo sapiens] " 3 4 6.1 706 81865 7.6 HsSD-NE_PHA_lymphocytes_PK_110.012436.012436 3 3.7304 0.2394 2225.42 2227.4 1 40.27778 1 L.IGQSPFHGQDEEELFHSIR.M 574 1 *
2216 ENSG00000065675:ENSMUSG00000026778:ENSRNOG00000019057 PRKCQ gi|5453976|ref|NP_006248.1| gi|5453976|ref|NP_006248.1| "protein kinase C, theta [Homo sapiens] " 3 4 6.1 706 81865 7.6 HsSD-NE_NT_lymphocytes_Ti_112.010801.010801.2 2 2.0001 0.0855 1592.75 1593.8 4 61.538464 1 K.NEARPPCLPTPGKR.E 326 2 *
2217 ENSG00000105648:NA:NA IFI30 gi|29150261|ref|NP_006323.2| gi|29150261|ref|NP_006323.2| "interferon, gamma-inducible protein 30 preproprotein [Homo sapie 1 5 15.2 250 27964 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.018202.01820 3 3.5496 0.2521 4383.11 4381.9 2 18.918919 1 R.TDALQPPHEYVPWVTVNGKPLEDQTQLLTLVCQLYQGK.K 195 2 *
2217 ENSG00000105648:NA:NA IFI30 gi|29150261|ref|NP_006323.2| gi|29150261|ref|NP_006323.2| "interferon, gamma-inducible protein 30 preproprotein [Homo sapie 1 5 15.2 250 27964 4.9 HsSD-NE_NT_lymphocytes_Ti_112.015124.015124.3 3 5.5092 0.3987 4383.74 4381.9 1 24.324326 4 R.TDALQPPHEYVPWVTVNGKPLEDQTQLLTLVCQLYQGK.K 195 2 *
2218 ENSG00000162191:ENSMUSG00000071655:ENSRNOG00000019666 SAKS1 gi|21361517|ref|NP_056937.2| gi|21361517|ref|NP_056937.2| SAPK substrate protein 1 [Homo sapiens] 4 6 18.6 312 35107 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012546.01254 2 4.6139 0.5154 1958.71 1957.2 1 61.11111 2 R.GEELGGGQDPVQLLSGFPR.R 248 2 *
2218 ENSG00000162191:ENSMUSG00000071655:ENSRNOG00000019666 SAKS1 gi|21361517|ref|NP_056937.2| gi|21361517|ref|NP_056937.2| SAPK substrate protein 1 [Homo sapiens] 4 6 18.6 312 35107 5.3 HsSD-NE_NT_lymphocytes_Ti_108.013534.013534.2 2 3.7088 0.2512 2868.61 2868.2 1 40 1 R.LYVELHRGEELGGGQDPVQLLSGFPR.R 241 2 *
2218 ENSG00000162191:ENSMUSG00000071655:ENSRNOG00000019666 SAKS1 gi|21361517|ref|NP_056937.2| gi|21361517|ref|NP_056937.2| SAPK substrate protein 1 [Homo sapiens] 4 6 18.6 312 35107 5.3 HsSD-NE_NT_lymphocytes_Ti_115.009998.009998.3 3 5.5823 0.3776 3213.53 3213.6 1 29.83871 2 K.KYGGSVGSQPPPVAPEPGPVPSSPSQEPPTKR.E 178 2 *
2218 ENSG00000162191:ENSMUSG00000071655:ENSRNOG00000019666 SAKS1 gi|21361517|ref|NP_056937.2| gi|21361517|ref|NP_056937.2| SAPK substrate protein 1 [Homo sapiens] 4 6 18.6 312 35107 5.3 HsSD-NE_NT_lymphocytes_Ti_108.013585.013585.3 3 5.8873 0.3988 2866.19 2868.2 1 42 1 R.LYVELHRGEELGGGQDPVQLLSGFPR.R 241 2 *
2219 ENSG00000166200:ENSMUSG00000027206:ENSRNOG00000008744 COPS2 gi|4759264|ref|NP_004227.1| gi|4759264|ref|NP_004227.1| COP9 constitutive photomorphogenic homolog subunit 2 [Homo sa 2 5 9 443 51597 5.5 HsSD-NE_PHA_lymphocytes_Ti_108.022185.022185 3 4.0964 0.2829 2839.52 2838.2 3 29.166666 4 K.ELNIDVADVESLLVQCILDNTIHGR.I 377 2 *
2219 ENSG00000166200:ENSMUSG00000027206:ENSRNOG00000008744 COPS2 gi|4759264|ref|NP_004227.1| gi|4759264|ref|NP_004227.1| COP9 constitutive photomorphogenic homolog subunit 2 [Homo sa 2 5 9 443 51597 5.5 HsSD-NE_NT_lymphocytes_Ti_102.009863.009863.2 2 3.1372 0.1531 1704.69 1702.9 4 53.571426 1 K.WTNQLNSLNQAVVSK.L 427 2 *
2220 ENSG00000142046:ENSMUSG00000060376:ENSRNOG00000020607 BCKDHA gi|11386135|ref|NP_000700.1| gi|11386135|ref|NP_000700.1| "branched chain keto acid dehydrogenase E1, alpha polypeptide [H 2 5 9 445 50471 8.3 HsSD-NE_PHA_lymphocytes_Ti_107.008620.008620 3 3.5505 0.2874 1998.92 2001.2 1 45 4 R.HLQTYGEHYPLDHFDK.- 430 2 *
2220 ENSG00000142046:ENSMUSG00000060376:ENSRNOG00000020607 BCKDHA gi|11386135|ref|NP_000700.1| gi|11386135|ref|NP_000700.1| "branched chain keto acid dehydrogenase E1, alpha polypeptide [H 2 5 9 445 50471 8.3 HsSD-NE_NT_lymphocytes_Ti_109.013395.013395.2 2 3.0319 0.1792 2445.43 2442.8 2 32.608696 1 R.HFVTISSPLATQIPQAVGAAYAAK.R 201 2 *
2221 ENSG00000168884:ENSMUSG00000059866:ENSRNOG00000013805 TNIP2 gi|34147370|ref|NP_077285.2| gi|34147370|ref|NP_077285.2| A20-binding inhibitor of NF-kappaB activation 2 [Homo sapiens] 2 4 5.1 429 48728 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.018357.0183 3 4.1157 0.2052 2223.92 2223.5 3 33.333336 1 R.LAALEGDAAPSLVDALLEQVAR.F 52 2 *
2221 ENSG00000168884:ENSMUSG00000059866:ENSRNOG00000013805 TNIP2 gi|34147370|ref|NP_077285.2| gi|34147370|ref|NP_077285.2| A20-binding inhibitor of NF-kappaB activation 2 [Homo sapiens] 2 4 5.1 429 48728 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.018351.0183 2 4.8241 0.3879 2225.51 2223.5 1 54.761906 1 R.LAALEGDAAPSLVDALLEQVAR.F 52 2 *
2221 ENSG00000168884:ENSMUSG00000059866:ENSRNOG00000013805 TNIP2 gi|34147370|ref|NP_077285.2| gi|34147370|ref|NP_077285.2| A20-binding inhibitor of NF-kappaB activation 2 [Homo sapiens] 2 4 5.1 429 48728 6.4 HsSD-NE_NT_lymphocytes_Ti_103.019656.019656.2 2 5.9222 0.3949 2226.19 2223.5 1 61.904762 1 R.LAALEGDAAPSLVDALLEQVAR.F 52 2 *
2221 ENSG00000168884:ENSMUSG00000059866:ENSRNOG00000013805 TNIP2 gi|34147370|ref|NP_077285.2| gi|34147370|ref|NP_077285.2| A20-binding inhibitor of NF-kappaB activation 2 [Homo sapiens] 2 4 5.1 429 48728 6.4 HsSD-NE_NT_lymphocytes_Ti_103.019600.019600.3 3 5.3425 0.2765 2224.58 2223.5 2 40.476192 1 R.LAALEGDAAPSLVDALLEQVAR.F 52 2 *
2222 ENSG00000063241:ENSMUSG00000052605:ENSRNOG00000016829 ISOC2 gi|13376007|ref|NP_078986.1| gi|13376007|ref|NP_078986.1| isochorismatase domain containing 2 [Homo sapiens] 1 4 14.9 221 24097 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.015944.01594 3 5.8212 0.3856 3548 3548.2 1 26.5625 2 R.LLEVPVMLTEQYPQGLGPTVPELGTEGLRPLAK.T 50 2 *
2222 ENSG00000063241:ENSMUSG00000052605:ENSRNOG00000016829 ISOC2 gi|13376007|ref|NP_078986.1| gi|13376007|ref|NP_078986.1| isochorismatase domain containing 2 [Homo sapiens] 1 4 14.9 221 24097 7.8 HsSD-NE_NT_lymphocytes_Ti_106.015207.015207.3 3 5.0619 0.3349 3548.09 3548.2 1 25.78125 2 R.LLEVPVMLTEQYPQGLGPTVPELGTEGLRPLAK.T 50 2 *
2223 ENSG00000136271:ENSMUSG00000004393:ENSRNOG00000004670 DDX56 gi|9506931|ref|NP_061955.1| gi|9506931|ref|NP_061955.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 56 [Homo sapiens] 2 6 5.1 547 61590 9.3 HsSD-NE_PHA_lymphocytes_Ti_105.008398.008398 2 4.5565 0.2253 1598.05 1596.9 6 79.16667 4 R.LKEIKEELLHSEK.L 447 2 *
2223 ENSG00000136271:ENSMUSG00000004393:ENSRNOG00000004670 DDX56 gi|9506931|ref|NP_061955.1| gi|9506931|ref|NP_061955.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 56 [Homo sapiens] 2 6 5.1 547 61590 9.3 HsSD-NE_NT_lymphocytes_Ti_112.014798.014798.2 2 3.9027 0.4071 1713.55 1712.1 1 71.42857 2 K.TAAYAIPMLQLLLHR.K 58 2 *
2224 ENSG00000087157:ENSMUSG00000017715:ENSRNOG00000002949 PGS1 gi|84508631|ref|NP_077733.3| gi|84508631|ref|NP_077733.3| phosphatidylglycerophosphate synthase 1 [Homo sapiens] 3 7 5.8 556 62730 8.9 HsSD-NE_PHA_lymphocytes_PK_107.002409.002409 2 3.2805 0.3695 2510.67 2508.8 1 33.333336 2 S.LYLGTGPLEQELVDCLESTLEK.S 126 1 *
2224 ENSG00000087157:ENSMUSG00000017715:ENSRNOG00000002949 PGS1 gi|84508631|ref|NP_077733.3| gi|84508631|ref|NP_077733.3| phosphatidylglycerophosphate synthase 1 [Homo sapiens] 3 7 5.8 556 62730 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.010389.0103 2 2.5654 0.3488 1208.59 1207.4 2 72.22222 4 R.VSLFHTPHLR.G 192 2 *
2224 ENSG00000087157:ENSMUSG00000017715:ENSRNOG00000002949 PGS1 gi|84508631|ref|NP_077733.3| gi|84508631|ref|NP_077733.3| phosphatidylglycerophosphate synthase 1 [Homo sapiens] 3 7 5.8 556 62730 8.9 HsSD-NE_PHA_lymphocytes_PK_106.001287.001287 2 3.2715 0.2412 2395.53 2395.6 8 32.5 1 L.YLGTGPLEQELVDCLESTLEK.S 127 1 *
2225 ENSG00000197498:ENSMUSG00000038510:ENSRNOG00000006321 BXDC1 gi|39930469|ref|NP_115570.1| gi|39930469|ref|NP_115570.1| brix domain containing 1 [Homo sapiens] 1 3 5.6 306 35583 10 HsSD-NE_PHA_lymphocytes_Ti_101.012126.012126 2 3.8147 0.2297 2059.07 2060.3 1 59.375 2 K.NITRPFEDQTSLEFFSK.K 67 2 *
2225 ENSG00000197498:ENSMUSG00000038510:ENSRNOG00000006321 BXDC1 gi|39930469|ref|NP_115570.1| gi|39930469|ref|NP_115570.1| brix domain containing 1 [Homo sapiens] 1 3 5.6 306 35583 10 HsNaOH-NE_NT_lymphocytes_Ti_107.010832.01083 2 2.9198 0.2047 2061.99 2060.3 1 59.375 1 K.NITRPFEDQTSLEFFSK.K 67 2 *
2226 ENSG00000111716:ENSMUSG00000030246:ENSRNOG00000013000 LDHB gi|4557032|ref|NP_002291.1| gi|4557032|ref|NP_002291.1| lactate dehydrogenase B [Homo sapiens] 2 2 8.7 334 36639 6.1 HsSD-NE_PHA_lymphocytes_PK_109.015121.01512 2 3.0508 0.2472 1121.11 1121.4 1 87.5 1 K.FIIPQIVKY.S 120 1 *
2226 ENSG00000111716:ENSMUSG00000030246:ENSRNOG00000013000 LDHB gi|4557032|ref|NP_002291.1| gi|4557032|ref|NP_002291.1| lactate dehydrogenase B [Homo sapiens] 2 2 8.7 334 36639 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.016586.01658 2 3.0878 0.2335 2184.67 2182.5 1 47.368423 1 K.GYTNWAIGLSVADLIESMLK.N 247 2 *
2227 ENSG00000116954:ENSMUSG00000028646:ENSRNOG00000017426 RRAGC gi|11995472|ref|NP_071440.1| gi|11995472|ref|NP_071440.1| Ras-related GTP binding C [Homo sapiens] 2 4 9.3 399 44224 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.008484.008484 2 3.0522 0.3179 1582.17 1581.8 1 61.538464 3 K.AIHEVFEVGVTSHR.S 362 2 *
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2227 ENSG00000116954:ENSMUSG00000028646:ENSRNOG00000017426 RRAGC gi|11995472|ref|NP_071440.1| gi|11995472|ref|NP_071440.1| Ras-related GTP binding C [Homo sapiens] 2 4 9.3 399 44224 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.017915.01791 2 2.5226 0.2001 2567.67 2568 2 38.636364 1 K.LIPQLPTLENLLNIFISNSGIEK.A 236 2
2228 ENSG00000124333:ENSMUSG00000051412:ENSRNOG00000008372 SYBL1 gi|5032137|ref|NP_005629.1| gi|5032137|ref|NP_005629.1| vesicle-associated membrane protein 7 [Homo sapiens] 2 2 17.7 220 24935 8.6 HsSD-NE_PHA_lymphocytes_Ti_115.017612.017612 2 2.2393 0.094 2510.51 2507.8 8 30.952381 1 R.GERLELLIDKTENLVDSSVTFK.T 151 2 *
2228 ENSG00000124333:ENSMUSG00000051412:ENSRNOG00000008372 SYBL1 gi|5032137|ref|NP_005629.1| gi|5032137|ref|NP_005629.1| vesicle-associated membrane protein 7 [Homo sapiens] 2 2 17.7 220 24935 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011199.01119 2 2.8826 0.1822 2187.81 2188.4 1 46.875 1 K.LTYSHGNYLFHYICQDR.I 43 2 *
2229 ENSG00000148334:ENSMUSG00000026820:ENSRNOG00000014050 PTGES2 gi|13376617|ref|NP_079348.1| gi|13376617|ref|NP_079348.1| prostaglandin E synthase 2 isoform 1 [Homo sapiens] 2 4 12.2 377 41943 9.2 HsSD-NE_PHA_lymphocytes_Ti_102.011902.011902 3 4.3236 0.3356 2855 2855.3 1 31.730768 2 R.KVPILVAQEGESSQQLNDSSVIISALK.T 147 2 *
2229 ENSG00000148334:ENSMUSG00000026820:ENSRNOG00000014050 PTGES2 gi|13376617|ref|NP_079348.1| gi|13376617|ref|NP_079348.1| prostaglandin E synthase 2 isoform 1 [Homo sapiens] 2 4 12.2 377 41943 9.2 HsSD-NE_NT_lymphocytes_Ti_107.014441.014441.3 3 4.9287 0.2367 2215.1 2215.6 4 43.055553 2 R.AFLDFHALPYQVVEVNPVR.R 118 2 *
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NP_002255.2| gi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapiens] 5 5 15.2 538 60249 5 HsSD-NE_NT_lymphocytes_Ti_104.000026.000026.2 2 4.5172 0.3623 2147.95 2149.5 1 58.823532 1 R.DYVLDCNILPPLLQLFSK.Q 205 2 *
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NP_002255.2| gi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapiens] 5 5 15.2 538 60249 5 HsSD-NE_NT_lymphocytes_Ti_108.014769.014769.2 2 3.6203 0.2376 1554.99 1552.9 1 65.38461 1 K.IVQVALNGLENILR.L 439 2
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NP_002255.2| gi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapiens] 5 5 15.2 538 60249 5 HsSD-NE_PHA_lymphocytes_PK_105.012291.01229 2 2.934 0.2106 1893.77 1891.1 4 41.17647 1 K.EPNPPIDEVISTPGVVAR.F 113 2 *
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NP_002255.2| gi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapiens] 5 5 15.2 538 60249 5 HsSD-NE_NT_lymphocytes_Ti_103.008635.008635.2 2 2.9345 0.0939 1204.21 1202.4 1 85 1 K.IQAVIDAGVCR.R 289 2 *
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NP_002255.2| gi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapiens] 5 5 15.2 538 60249 5 HsSD-NE_NT_lymphocytes_Ti_107.018671.018671.2 2 3.8063 0.3305 2469.47 2468.9 2 40 1 K.YLVELGCIKPLCDLLTVMDSK.I 418 2 *
2231 ENSG00000142409:ENSMUSG00000046792:ENSRNOG00000015456 ZNF787 gi|152963637|ref|NP_001002836.2| gi|152963637|ref|NP_001002836.2| zinc finger protein 787 [Homo sapiens] 2 3 6.5 382 40428 8 HsNaOH-NE_NT_lymphocytes_Ti_114.009659.00965 2 2.5386 0.2582 1386.13 1385.6 1 59.090908 2 R.SHSGLKPFVCPR.C 171 2 *
2231 ENSG00000142409:ENSMUSG00000046792:ENSRNOG00000015456 ZNF787 gi|152963637|ref|NP_001002836.2| gi|152963637|ref|NP_001002836.2| zinc finger protein 787 [Homo sapiens] 2 3 6.5 382 40428 8 HsNaOH-NE_PHA_lymphocytes_Ti_114.009831.0098 2 2.6601 0.1806 1323.53 1321.5 1 70.83333 1 K.GFGHGAGLLAHQR.A 288 2 *
2232 ENSG00000167114:ENSMUSG00000059316:ENSRNOG00000014369 SLC27A4 gi|40807357|ref|NP_005085.2| gi|40807357|ref|NP_005085.2| "solute carrier family 27 (fatty acid transporter), member 4 [Homo s 3 5 5.6 643 72064 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011010.01101 2 3.1282 0.1397 1108.15 1108.4 1 93.75 2 R.ILSFVYPIR.L 409 2 *
2232 ENSG00000167114:ENSMUSG00000059316:ENSRNOG00000014369 SLC27A4 gi|40807357|ref|NP_005085.2| gi|40807357|ref|NP_005085.2| "solute carrier family 27 (fatty acid transporter), member 4 [Homo s 3 5 5.6 643 72064 8.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011739.01173 2 3.5732 0.3034 1797.41 1796 1 53.571426 2 K.TALIFEGTDTHWTFR.Q 91 2 *
2232 ENSG00000167114:ENSMUSG00000059316:ENSRNOG00000014369 SLC27A4 gi|40807357|ref|NP_005085.2| gi|40807357|ref|NP_005085.2| "solute carrier family 27 (fatty acid transporter), member 4 [Homo s 3 5 5.6 643 72064 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.013758.0137 2 2.61 0.2121 1367.83 1365.6 2 63.636364 1 R.NEFVGLWLGMAK.L 137 2 *
2233 ENSG00000109113:ENSMUSG00000002059:ENSRNOG00000023375 RAB34 gi|31543537|ref|NP_114140.2| gi|31543537|ref|NP_114140.2| RAB39 [Homo sapiens] 2 2 12.7 259 29058 7.9 HsNaOH-NE_NT_lymphocytes_Ti_106.019312.01931 2 2.9428 0.3181 2307.85 2307.6 1 39.473686 1 R.FEVLGIPFSLQLWDTAGQER.F 94 2 *
2233 ENSG00000109113:ENSMUSG00000002059:ENSRNOG00000023375 RAB34 gi|31543537|ref|NP_114140.2| gi|31543537|ref|NP_114140.2| RAB39 [Homo sapiens] 2 2 12.7 259 29058 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.009153.0091 2 3.1039 0.3431 1514.11 1515.7 1 66.66667 1 K.EAALHGHKDFHPR.V 23 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_PHA_lymphocytes_PK_108.014703.014703 2 3.0269 0.3289 1405.83 1406.7 3 62.5 2 L.HFIPVDLGAPIVQ.C 636 0 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_NT_lymphocytes_Ti_104.008164.008164.2 2 4.4803 0.4367 1743.75 1740.8 1 63.333332 3 R.ESLAEEHEGLVGEGQR.S 167 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_PHA_lymphocytes_PK_105.019438.019438 2 3.4687 0.2422 1902.91 1901.1 2 46.875 1 K.IGTTPDIILDDLLETDR.V 1422 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_NT_lymphocytes_Ti_109.017129.017129.2 2 2.7009 0.1704 2094.19 2092.5 9 38.88889 1 R.ILIMDVIEVVPEPGQPLTK.N 1139 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_NT_lymphocytes_Ti_104.015467.015467.2 2 2.7359 0.1694 1951.03 1948.3 7 43.75 1 R.ISVLPAYLSYDAPWPVR.K 998 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_NT_lymphocytes_Ti_102.007868.007868.2 2 3.0873 0.2723 1136.51 1134.2 1 90.909096 1 R.VDATAGWSAAGK.S 424 2 *
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NP_037423.2| gi|56676371|ref|NP_037423.2| "cleavage and polyadenylation specific factor 1, 160kDa [Homo sap 7 11 8.1 1443 160883 6.4 HsSD-NE_NT_lymphocytes_Ti_113.011911.011911.2 2 3.1755 0.3854 2592.37 2592.9 1 47.727272 2 R.LHPMAIDGPVDSFAPFHNVNCPR.G 963 2 *
2235 ENSG00000089060:ENSMUSG00000032754:ENSRNOG00000001383 SLC24A6 gi|39995086|ref|NP_079235.2| gi|39995086|ref|NP_079235.2| solute carrier family 24 member 6 [Homo sapiens] 2 2 4.1 584 64232 8 HsNaOH-NE_NT_lymphocytes_PK_114.011638.0116 2 3.667 0.2943 1756.67 1756.9 1 60.714287 1 L.TVPVVDPDKDDQNWK.R 341 1 *
2235 ENSG00000089060:ENSMUSG00000032754:ENSRNOG00000001383 SLC24A6 gi|39995086|ref|NP_079235.2| gi|39995086|ref|NP_079235.2| solute carrier family 24 member 6 [Homo sapiens] 2 2 4.1 584 64232 8 HsNaOH-NE_NT_lymphocytes_Ti_109.020572.02057 3 3.9199 0.1971 2797.22 2795.2 2 28.260868 1 K.LPVEFLLLLTVPVVDPDKDDQNWK.R 332 2 *
2236 ENSG00000131966:ENSMUSG00000021076:ENSRNOG00000022991 ACTR10 gi|8923712|ref|NP_060947.1| gi|8923712|ref|NP_060947.1| uncharacterized hypothalamus protein HARP11 [Homo sapiens] 3 5 8.6 417 46307 7.4 HsSD-NE_PHA_lymphocytes_Ti_110.011601.011601 2 2.7454 0.263 1658.55 1656.9 1 57.692307 2 R.VVIIESVLCPSHFR.E 89 2 *
2236 ENSG00000131966:ENSMUSG00000021076:ENSRNOG00000022991 ACTR10 gi|8923712|ref|NP_060947.1| gi|8923712|ref|NP_060947.1| uncharacterized hypothalamus protein HARP11 [Homo sapiens] 3 5 8.6 417 46307 7.4 HsSD-NE_PHA_lymphocytes_PK_105.019677.019677 2 3.6605 0.2556 2308.17 2308.6 1 39.473686 1 L.DCGYRESLVLPIYEGIPVLN.C 140 0 *
2236 ENSG00000131966:ENSMUSG00000021076:ENSRNOG00000022991 ACTR10 gi|8923712|ref|NP_060947.1| gi|8923712|ref|NP_060947.1| uncharacterized hypothalamus protein HARP11 [Homo sapiens] 3 5 8.6 417 46307 7.4 HsSD-NE_PHA_lymphocytes_PK_106.002380.002380 2 3.0311 0.2106 2657.29 2655 8 33.333336 2 L.DCGYRESLVLPIYEGIPVLNCW.G 140 0 *
2237 ENSG00000091542:ENSMUSG00000042650:ENSRNOG00000028341 ALKBH5 gi|148539642|ref|NP_060228.3| gi|148539642|ref|NP_060228.3| "alkB, alkylation repair homolog 5 [Homo sapiens] " 2 4 10.2 394 44256 9.1 HsSD-NE_PHA_lymphocytes_Ti_108.010852.010852 3 3.2264 0.1398 2786.6 2788.1 5 28.125 1 R.RGSVTVLSGYAADEITHCIRPQDIK.E 250 2 *
2237 ENSG00000091542:ENSMUSG00000042650:ENSRNOG00000028341 ALKBH5 gi|148539642|ref|NP_060228.3| gi|148539642|ref|NP_060228.3| "alkB, alkylation repair homolog 5 [Homo sapiens] " 2 4 10.2 394 44256 9.1 HsSD-NE_NT_lymphocytes_Ti_104.011492.011492.2 2 3.6203 0.241 1773.01 1773 1 57.14286 3 K.YFFGEGYTYGAQLQK.R 133 2 *
2238 ENSG00000116701:ENSMUSG00000026480:ENSRNOG00000028016 NCF2 gi|67189970|ref|NP_000424.2| gi|67189970|ref|NP_000424.2| neutrophil cytosolic factor 2 [Homo sapiens] 1 2 4.6 526 59762 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.007338.00733 3 4.2262 0.3255 2616.38 2613.8 1 32.608696 1 R.IHPQQQPQEESSPQSDIPAPPSSK.A 301 2 *
2238 ENSG00000116701:ENSMUSG00000026480:ENSRNOG00000028016 NCF2 gi|67189970|ref|NP_000424.2| gi|67189970|ref|NP_000424.2| neutrophil cytosolic factor 2 [Homo sapiens] 1 2 4.6 526 59762 6.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1892.189 3 4.1372 0.3207 2614.15 2613.8 3 28.260868 1 R.IHPQQQPQEESSPQSDIPAPPSSK.A 301 2 *
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NP_612144.1| gi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 5 5 9.7 740 83554 8.1 HsSD-NE_PHA_lymphocytes_PK_107.020971.02097 2 3.1537 0.2246 1945.07 1944.2 4 50 1 K.SNYFEVPLPYFEYFK.Y 233 2 *
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NP_612144.1| gi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 5 5 9.7 740 83554 8.1 HsSD-NE_NT_lymphocytes_Ti_108.010787.010787.2 2 2.5197 0.1933 1866.67 1864.1 8 50 1 R.IHQFLSEQFLESEQK.Q 184 2 *
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NP_612144.1| gi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 5 5 9.7 740 83554 8.1 HsSD-NE_NT_lymphocytes_Ti_107.015222.015222.2 2 3.6238 0.2384 1946.63 1944.2 1 50 1 K.LLETELLQEISEIEKR.Y 387 2 *
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NP_612144.1| gi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 5 5 9.7 740 83554 8.1 HsSD-NE_PHA_lymphocytes_PK_105.019534.019534 2 2.8657 0.1503 1786.71 1788 2 53.571426 1 K.LLETELLQEISEIEK.R 387 2 *
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NP_612144.1| gi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 5 5 9.7 740 83554 8.1 HsSD-NE_NT_lymphocytes_Ti_113.011701.011701.3 3 4.3353 0.2045 2959.34 2960.5 2 30.000002 1 K.KGEHQILVDEKPVPIFLVPTENSIKK.N 70 2 *
2240 ENSG00000101898:ENSMUSG00000000355:ENSRNOG00000002563 MCTS1 gi|169217217|ref|XP_001715155.1| gi|169217217|ref|XP_001715155.1|;gi|7662502|ref|NP_05477 PREDICTED: similar to Malignant T cell amplified sequence 1 [Hom 2 2 23.1 156 17485 8.7 HsSD-NE_PHA_lymphocytes_PK_108.000520.000520 2 3.9096 0.1831 2397.39 2396.8 1 44.736843 1 K.NQLIEQFPGIEPWLNQIMPK.K 28 2
2240 ENSG00000101898:ENSMUSG00000000355:ENSRNOG00000002563 MCTS1 gi|169217217|ref|XP_001715155.1| gi|169217217|ref|XP_001715155.1|;gi|7662502|ref|NP_05477 PREDICTED: similar to Malignant T cell amplified sequence 1 [Hom 2 2 23.1 156 17485 8.7 HsSD-NE_PHA_lymphocytes_Ti_113.010898.010898 3 4.0517 0.2652 1977.86 1977.4 1 48.333332 1 R.LLHKYPFILPHQQVDK.G 85 2
2241 ENSG00000076248:ENSMUSG00000029591:ENSRNOG00000000692 UNG gi|19718751|ref|NP_550433.1| gi|19718751|ref|NP_550433.1|;gi|6224979|ref|NP_003353.1| uracil-DNA glycosylase isoform UNG2 [Homo sapiens] 3 4 16.9 313 34645 9.3 HsSD-NE_PHA_lymphocytes_PK_113.014735.014735 2 3.4403 0.2755 2166.83 2164.5 1 41.666664 1 F.SVQRPVPPPPSLENIYKEL.S 168 0
2241 ENSG00000076248:ENSMUSG00000029591:ENSRNOG00000000692 UNG gi|19718751|ref|NP_550433.1| gi|19718751|ref|NP_550433.1|;gi|6224979|ref|NP_003353.1| uracil-DNA glycosylase isoform UNG2 [Homo sapiens] 3 4 16.9 313 34645 9.3 HsSD-NE_PHA_lymphocytes_Ti_111.011060.011060 2 3.4538 0.2697 1843.45 1843.1 1 60.000004 2 R.HHVLQTAHPSPLSVYR.G 270 2
2241 ENSG00000076248:ENSMUSG00000029591:ENSRNOG00000000692 UNG gi|19718751|ref|NP_550433.1| gi|19718751|ref|NP_550433.1|;gi|6224979|ref|NP_003353.1| uracil-DNA glycosylase isoform UNG2 [Homo sapiens] 3 4 16.9 313 34645 9.3 HsSD-NE_PHA_lymphocytes_PK_106.014342.014342 2 2.9482 0.2093 1972.71 1970.1 2 41.17647 1 L.STDIEDFVHPGHGDLSGW.A 187 0
2242 ENSG00000212869:ENSMUSG00000064368:ENSRNOG00000029042 MT-ND6 gi|17981864|ref|NP_536854.1| gi|17981864|ref|NP_536854.1| NADH dehydrogenase subunit 6 [Homo sapiens] 2 2 14.9 174 18622 4.2 HsSD-NE_PHA_lymphocytes_PK_107.013687.013687 2 2.515 0.1788 1190.57 1190.5 1 72.72727 1 P.IYGGLVLIVSGV.V 26 0 *
2242 ENSG00000212869:ENSMUSG00000064368:ENSRNOG00000029042 MT-ND6 gi|17981864|ref|NP_536854.1| gi|17981864|ref|NP_536854.1| NADH dehydrogenase subunit 6 [Homo sapiens] 2 2 14.9 174 18622 4.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009279.0092 2 3.3507 0.4125 1496.67 1497.6 1 73.07692 1 R.EDPIGAGALYDYGR.W 137 2 *
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009573.00957 2 2.6535 0.3625 1234.43 1234.4 1 83.33333 2 R.HLYDFVGNIR.L 227 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.009622.00962 1 2.7473 0.2146 1234.79 1234.4 2 66.66667 2 R.HLYDFVGNIR.L 227 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.009224.00922 2 4.0687 0.4361 1658.75 1659.8 1 67.85714 2 R.TPDSVIIDSLGQEER.Y 511 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_Ti_107.009688.00968 3 4.3812 0.2838 1775.99 1776 1 46.875 2 R.LDGHGTVPLGADQILLR.G 237 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.010035.01003 2 3.925 0.3065 1373.95 1374.5 1 86.36364 2 K.TLVDEVQELEAK.S 1064 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|NP_001098999.1| gi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_0060 "ATPase, aminophospholipid transporter (APLT), class I, type 8A, m 6 11 4.7 1149 129723 7.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2607.260 2 2.6978 0.316 1775.42 1776 1 53.125 1 R.LDGHGTVPLGADQILLR.G 237 2
2244 ENSG00000148824:ENSMUSG00000039018:ENSRNOG00000018860 MTG1 gi|93277113|ref|NP_612393.2| gi|93277113|ref|NP_612393.2| GTP_binding protein [Homo sapiens] 2 3 12 334 37237 9.5 HsSD-NE_NT_lymphocytes_Ti_114.012326.012326.2 2 2.9142 0.1735 2175.79 2175.6 2 44.444447 1 R.NPLFQETLGLKPHLLVLNK.M 66 2 *
2244 ENSG00000148824:ENSMUSG00000039018:ENSRNOG00000018860 MTG1 gi|93277113|ref|NP_612393.2| gi|93277113|ref|NP_612393.2| GTP_binding protein [Homo sapiens] 2 3 12 334 37237 9.5 HsSD-NE_NT_lymphocytes_Ti_110.017131.017131.3 3 4.3946 0.2328 2353.94 2353.8 1 46.25 1 K.IQVSERPLMFLLDTPGVLAPR.I 190 2 *
2244 ENSG00000148824:ENSMUSG00000039018:ENSRNOG00000018860 MTG1 gi|93277113|ref|NP_612393.2| gi|93277113|ref|NP_612393.2| GTP_binding protein [Homo sapiens] 2 3 12 334 37237 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.011958.0119 2 2.9764 0.2743 2176.51 2175.6 1 41.666664 1 R.NPLFQETLGLKPHLLVLNK.M 66 2 *
2245 ENSG00000128050:ENSMUSG00000029247:ENSRNOG00000024469 PAICS gi|119220557|ref|NP_001072992.1| gi|119220557|ref|NP_001072992.1| "phosphoribosylaminoimidazole carboxylase, phosphoribosylamino 2 3 6.8 425 47079 7.2 HsSD-NE_PHA_lymphocytes_PK_105.016215.016215 2 2.8343 0.2036 1647.07 1645.8 3 57.692307 1 K.EIVLADVIDNDSWR.L 202 2
2245 ENSG00000128050:ENSMUSG00000029247:ENSRNOG00000024469 PAICS gi|119220557|ref|NP_001072992.1| gi|119220557|ref|NP_001072992.1| "phosphoribosylaminoimidazole carboxylase, phosphoribosylamino 2 3 6.8 425 47079 7.2 HsSD-NE_NT_lymphocytes_Ti_106.015879.015879.2 2 4.1671 0.2573 1722.23 1722 1 71.42857 2 K.ITSCIFQLLQEAGIK.T 60 2 *
2246 ENSG00000136802:ENSMUSG00000007476:ENSRNOG00000025296 LRRC8A gi|62241040|ref|NP_062540.2| gi|62241040|ref|NP_062540.2| leucine-rich repeat-containing 8 [Homo sapiens] 3 6 7.9 810 94199 7.9 HsNaOH-NE_NT_lymphocytes_Ti_110.020228.02022 3 5.9886 0.4059 3470.66 3468 1 28.333334 4 R.YLDLSHNNLTFLPADIGLLQNLQNLAITANR.I 689 2 *
2246 ENSG00000136802:ENSMUSG00000007476:ENSRNOG00000025296 LRRC8A gi|62241040|ref|NP_062540.2| gi|62241040|ref|NP_062540.2| leucine-rich repeat-containing 8 [Homo sapiens] 3 6 7.9 810 94199 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.010560.0105 2 2.2569 0.1782 1371.97 1370.5 3 68.181816 1 R.FAVFLSEVSENK.L 390 2
2246 ENSG00000136802:ENSMUSG00000007476:ENSRNOG00000025296 LRRC8A gi|62241040|ref|NP_062540.2| gi|62241040|ref|NP_062540.2| leucine-rich repeat-containing 8 [Homo sapiens] 3 6 7.9 810 94199 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.013589.01358 2 3.0553 0.2127 2543.31 2542.9 1 37.5 1 K.LWYNHIAYIPIQIGNLTNLER.L 646 2 *
2247 ENSG00000152700:ENSMUSG00000020386:ENSRNOG00000004820 SAR1B gi|75709204|ref|NP_001028675.1| gi|75709204|ref|NP_001028675.1| SAR1a gene homolog 2 [Homo sapiens] 2 5 13.6 198 22410 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008462.0084 2 2.3978 0.1489 1345.19 1343.6 1 75 1 K.TTLLHMLKDDR.L 39 2
2247 ENSG00000152700:ENSMUSG00000020386:ENSRNOG00000004820 SAR1B gi|75709204|ref|NP_001028675.1| gi|75709204|ref|NP_001028675.1| SAR1a gene homolog 2 [Homo sapiens] 2 5 13.6 198 22410 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010643.01064 2 2.6873 0.1018 1342.89 1343.6 1 80 2 K.TTLLHMLKDDR.L 39 2
2247 ENSG00000152700:ENSMUSG00000020386:ENSRNOG00000004820 SAR1B gi|75709204|ref|NP_001028675.1| gi|75709204|ref|NP_001028675.1| SAR1a gene homolog 2 [Homo sapiens] 2 5 13.6 198 22410 6.1 HsSD-NE_NT_lymphocytes_Ti_109.009963.009963.2 2 2.2488 0.1349 1345.83 1343.6 1 70 1 K.TTLLHMLKDDR.L 39 2
2247 ENSG00000152700:ENSMUSG00000020386:ENSRNOG00000004820 SAR1B gi|75709204|ref|NP_001028675.1| gi|75709204|ref|NP_001028675.1| SAR1a gene homolog 2 [Homo sapiens] 2 5 13.6 198 22410 6.1 HsSD-NE_NT_lymphocytes_Ti_107.015547.015547.2 2 3.3394 0.2108 1907.47 1907.2 2 53.333336 1 K.ELNARPLEVFMCSVLK.R 167 2 *
2248 ENSG00000085117:ENSMUSG00000027215:ENSRNOG00000000047 CD82 gi|4504813|ref|NP_002222.1| gi|4504813|ref|NP_002222.1|;gi|67782354|ref|NP_001020015 CD82 antigen isoform 1 [Homo sapiens] 2 2 10.5 267 29626 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010475.01047 2 2.2473 0.2068 1349.07 1346.6 1 72.72727 1 K.QEMGGIVTELIR.D 115 2
2248 ENSG00000085117:ENSMUSG00000027215:ENSRNOG00000000047 CD82 gi|4504813|ref|NP_002222.1| gi|4504813|ref|NP_002222.1|;gi|67782354|ref|NP_001020015 CD82 antigen isoform 1 [Homo sapiens] 2 2 10.5 267 29626 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.014204.0142 2 2.8644 0.1593 1897.49 1896 1 66.66667 1 R.EDSLQDAWDYVQAQVK.C 133 2
2249 ENSG00000141858:ENSMUSG00000079003:ENSRNOG00000005257 SAMD1 gi|39930517|ref|NP_612361.1| gi|39930517|ref|NP_612361.1| sterile alpha motif domain containing 1 [Homo sapiens] 2 4 3.7 538 56052 7.6 HsNaOH-NE_NT_lymphocytes_Ti_114.008630.00863 2 3.3979 0.2239 1019.51 1020.2 9 77.77778 2 R.RGATPPAPPR.A 104 2 *
2249 ENSG00000141858:ENSMUSG00000079003:ENSRNOG00000005257 SAMD1 gi|39930517|ref|NP_612361.1| gi|39930517|ref|NP_612361.1| sterile alpha motif domain containing 1 [Homo sapiens] 2 4 3.7 538 56052 7.6 HsNaOH-NE_NT_lymphocytes_Ti_113.008702.00870 2 2.3384 0.1589 1005.91 1006.2 1 77.77778 1 R.RAPPPAVAAR.E 198 2 *
2249 ENSG00000141858:ENSMUSG00000079003:ENSRNOG00000005257 SAMD1 gi|39930517|ref|NP_612361.1| gi|39930517|ref|NP_612361.1| sterile alpha motif domain containing 1 [Homo sapiens] 2 4 3.7 538 56052 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.008888.0088 2 2.1811 0.1659 1006.01 1006.2 7 72.22222 1 R.RAPPPAVAAR.E 198 2 *
2250 ENSG00000145882:ENSMUSG00000024579:ENSRNOG00000019643 PCYOX1L gi|31543181|ref|NP_076933.2| gi|31543181|ref|NP_076933.2| prenylcysteine oxidase 1 like [Homo sapiens] 2 3 5.9 494 54673 7.3 HsSD-NE_PHA_lymphocytes_PK_113.012279.012279 2 2.8528 0.1521 2081.93 2081.3 4 44.11765 1 Q.TAEWQAHPLYGSRPTLPR.F 419 1 *
2250 ENSG00000145882:ENSMUSG00000024579:ENSRNOG00000019643 PCYOX1L gi|31543181|ref|NP_076933.2| gi|31543181|ref|NP_076933.2| prenylcysteine oxidase 1 like [Homo sapiens] 2 3 5.9 494 54673 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.012562.01256 2 3.1185 0.1998 1234.17 1234.4 1 90 2 R.FIDDVVSAVLR.A 204 2 *
2251 ENSG00000100296:ENSMUSG00000034274:ENSRNOG00000008456 THOC5 gi|50959115|ref|NP_001002879.1| gi|50959115|ref|NP_001002879.1| THO complex 5 [Homo sapiens] 2 7 5.6 683 78508 6.9 HsSD-NE_PHA_lymphocytes_Ti_107.011805.011805 2 4.5327 0.4026 1969.19 1967.2 1 70 6 K.SKHEEIDLVSLEEFYK.E 152 2 *
2251 ENSG00000100296:ENSMUSG00000034274:ENSRNOG00000008456 THOC5 gi|50959115|ref|NP_001002879.1| gi|50959115|ref|NP_001002879.1| THO complex 5 [Homo sapiens] 2 7 5.6 683 78508 6.9 HsSD-NE_NT_lymphocytes_Ti_114.015258.015258.3 3 3.8612 0.2767 2547.17 2545 1 33.333336 1 K.VGILTLSDYVLELGHPYLWVQK.L 425 2 *
2252 ENSG00000106125:ENSMUSG00000004655:ENSRNOG00000011648 AQP1 gi|37694062|ref|NP_932766.1| gi|37694062|ref|NP_932766.1| aquaporin 1 [Homo sapiens] 1 2 7.4 269 28526 7.4 HsNaOH-NE_NT_lymphocytes_Ti_104.009162.00916 2 4.834 0.4981 2316.25 2313.4 1 63.15789 1 K.VWTSGQVEEYDLDADDINSR.V 244 2 *
2252 ENSG00000106125:ENSMUSG00000004655:ENSRNOG00000011648 AQP1 gi|37694062|ref|NP_932766.1| gi|37694062|ref|NP_932766.1| aquaporin 1 [Homo sapiens] 1 2 7.4 269 28526 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009621.0096 2 4.9996 0.5076 2312.31 2313.4 1 65.789474 1 K.VWTSGQVEEYDLDADDINSR.V 244 2 *
2253 ENSG00000116747:ENSMUSG00000018199:ENSRNOG00000003434 TROVE2 gi|108796056|ref|NP_001035828.1| gi|108796056|ref|NP_001035828.1|;gi|31377800|ref|NP_0045 "TROVE domain family, member 2 isoform 1 [Homo sapiens] " 2 9 5.1 525 59270 8.5 HsSD-NE_PHA_lymphocytes_Ti_106.010702.010702 2 4.5536 0.428 1889.15 1890.1 1 78.57143 4 R.TRDELEVIHLIEEHR.L 238 2
2253 ENSG00000116747:ENSMUSG00000018199:ENSRNOG00000003434 TROVE2 gi|108796056|ref|NP_001035828.1| gi|108796056|ref|NP_001035828.1|;gi|31377800|ref|NP_0045 "TROVE domain family, member 2 isoform 1 [Homo sapiens] " 2 9 5.1 525 59270 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.010668.0106 2 3.7939 0.2451 1892.13 1890.1 1 64.28571 3 R.TRDELEVIHLIEEHR.L 238 2
2253 ENSG00000116747:ENSMUSG00000018199:ENSRNOG00000003434 TROVE2 gi|108796056|ref|NP_001035828.1| gi|108796056|ref|NP_001035828.1|;gi|31377800|ref|NP_0045 "TROVE domain family, member 2 isoform 1 [Homo sapiens] " 2 9 5.1 525 59270 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.012417.0124 2 3.2006 0.3951 1492.97 1492.8 1 77.27273 2 R.IPTHLFTFIQFK.K 121 2
2254 ENSG00000170088:ENSMUSG00000025521:ENSRNOG00000030199 TMEM192 gi|154240704|ref|NP_001093859.1| gi|154240704|ref|NP_001093859.1| transmembrane protein 192 [Homo sapiens] 2 2 11.4 271 30922 8 HsNaOH-NE_NT_lymphocytes_Ti_105.008691.00869 2 3.0331 0.134 1722.47 1719.9 1 78.57143 1 K.IYAYPSNITSETGFR.T 212 2 *
2254 ENSG00000170088:ENSMUSG00000025521:ENSRNOG00000030199 TMEM192 gi|154240704|ref|NP_001093859.1| gi|154240704|ref|NP_001093859.1| transmembrane protein 192 [Homo sapiens] 2 2 11.4 271 30922 8 HsNaOH-NE_PHA_lymphocytes_Ti_110.008795.0087 2 3.6391 0.191 1777.27 1775 9 50 1 K.RLLALTSSDLGCQPSR.T 255 2 *
2255 ENSG00000197070:ENSMUSG00000026972:ENSRNOG00000007622 ARRDC1 gi|22748653|ref|NP_689498.1| gi|22748653|ref|NP_689498.1| arrestin domain containing 1 [Homo sapiens] 2 3 11.1 433 45981 7 HsSD-NE_PHA_lymphocytes_PK_108.016438.016438 2 3.1868 0.1618 1859.91 1857.2 9 47.058823 1 Q.VSLKAPEATVTLPVFIGN.I 266 0 *
2255 ENSG00000197070:ENSMUSG00000026972:ENSRNOG00000007622 ARRDC1 gi|22748653|ref|NP_689498.1| gi|22748653|ref|NP_689498.1| arrestin domain containing 1 [Homo sapiens] 2 3 11.1 433 45981 7 HsSD-NE_NT_lymphocytes_Ti_110.018782.018782.2 2 4.0385 0.4334 3139.19 3136.5 1 31.034481 2 K.GSLPAGEHSFPFQFLLPATAPTSFEGPFGK.I 77 2 *
2256 ENSG00000138663:ENSMUSG00000035297:ENSRNOG00000023650 COPS4 gi|38373690|ref|NP_057213.2| gi|38373690|ref|NP_057213.2| COP9 signalosome subunit 4 [Homo sapiens] 3 4 12.1 406 46269 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.010676.010676 2 2.2285 0.1146 1380.71 1378.6 1 68.181816 1 R.VISFEEQVASIR.Q 96 2 *
2256 ENSG00000138663:ENSMUSG00000035297:ENSRNOG00000023650 COPS4 gi|38373690|ref|NP_057213.2| gi|38373690|ref|NP_057213.2| COP9 signalosome subunit 4 [Homo sapiens] 3 4 12.1 406 46269 5.8 HsSD-NE_PHA_lymphocytes_Ti_110.018999.018999 2 3.0499 0.1426 2222.27 2220.6 5 39.473686 1 K.LYNNITFEELGALLEIPAAK.A 315 2 *
2256 ENSG00000138663:ENSMUSG00000035297:ENSRNOG00000023650 COPS4 gi|38373690|ref|NP_057213.2| gi|38373690|ref|NP_057213.2| COP9 signalosome subunit 4 [Homo sapiens] 3 4 12.1 406 46269 5.8 HsSD-NE_NT_lymphocytes_Ti_102.011589.011589.2 2 6.0048 0.4199 2026.53 2025.2 1 81.25 2 R.LYLEDDDPVQAEAYINR.A 154 2 *
2257 ENSG00000138433:ENSMUSG00000041777:NA CIR gi|40068059|ref|NP_004873.3| gi|40068059|ref|NP_004873.3| CBF1 interacting corepressor [Homo sapiens] 2 4 2.9 450 52313 9.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009017.0090 2 4.0789 0.2992 1576.41 1574.7 1 79.16667 1 R.KLHEELSSSHHNR.E 317 2 *
2257 ENSG00000138433:ENSMUSG00000041777:NA CIR gi|40068059|ref|NP_004873.3| gi|40068059|ref|NP_004873.3| CBF1 interacting corepressor [Homo sapiens] 2 4 2.9 450 52313 9.9 HsSD-NE_NT_lymphocytes_Ti_112.009983.009983.2 2 4.3382 0.3851 1574.83 1574.7 1 70.83333 2 R.KLHEELSSSHHNR.E 317 2 *
2257 ENSG00000138433:ENSMUSG00000041777:NA CIR gi|40068059|ref|NP_004873.3| gi|40068059|ref|NP_004873.3| CBF1 interacting corepressor [Homo sapiens] 2 4 2.9 450 52313 9.9 HsSD-NE_NT_lymphocytes_Ti_111.010110.010110.2 2 4.0754 0.4161 1447.25 1446.5 1 86.36364 1 K.LHEELSSSHHNR.E 318 2 *
2258 ENSG00000144567:ENSMUSG00000049339:ENSRNOG00000018586 FAM134A gi|31543176|ref|NP_077269.2| gi|31543176|ref|NP_077269.2| hypothetical protein LOC79137 [Homo sapiens] 1 4 6.6 543 57789 4.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011283.01128 3 3.7489 0.1519 3792.92 3790.1 1 21.428572 1 R.FLPDVSASSPEEPHSDSEGAGSGARPHLLSVPELCR.Y 124 2 *
2258 ENSG00000144567:ENSMUSG00000049339:ENSRNOG00000018586 FAM134A gi|31543176|ref|NP_077269.2| gi|31543176|ref|NP_077269.2| hypothetical protein LOC79137 [Homo sapiens] 1 4 6.6 543 57789 4.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010616.0106 3 5.0349 0.558 3788.39 3790.1 1 27.142859 3 R.FLPDVSASSPEEPHSDSEGAGSGARPHLLSVPELCR.Y 124 2 *
2259 ENSG00000161011:ENSMUSG00000015837:ENSRNOG00000003147 SQSTM1 gi|4505571|ref|NP_003891.1| gi|4505571|ref|NP_003891.1| sequestosome 1 [Homo sapiens] 2 3 7 440 47687 5.2 HsSD-NE_PHA_lymphocytes_PK_111.014586.014586 2 2.9354 0.2241 1319.07 1316.6 2 54.166668 1 R.VAALFPALRPGGF.Q 51 1 *
2259 ENSG00000161011:ENSMUSG00000015837:ENSRNOG00000003147 SQSTM1 gi|4505571|ref|NP_003891.1| gi|4505571|ref|NP_003891.1| sequestosome 1 [Homo sapiens] 2 3 7 440 47687 5.2 HsSD-NE_NT_lymphocytes_Ti_113.012128.012128.2 2 3.2723 0.3416 1974.47 1974.2 1 55.88235 2 K.LAFPSPFGHLSEGFSHSR.W 166 2 *
2260 ENSG00000005194:ENSMUSG00000031781:ENSRNOG00000016234 CIAPIN1 gi|89274169|ref|NP_064709.2| gi|89274169|ref|NP_064709.2| cytokine induced apoptosis inhibitor 1 [Homo sapiens] 2 3 13.1 312 33582 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.010496.010496 2 3.5218 0.3127 2038.27 2038.3 1 55.88235 1 R.EHLGHESDNLLFVQITGK.K 145 2 *
2260 ENSG00000005194:ENSMUSG00000031781:ENSRNOG00000016234 CIAPIN1 gi|89274169|ref|NP_064709.2| gi|89274169|ref|NP_064709.2| cytokine induced apoptosis inhibitor 1 [Homo sapiens] 2 3 13.1 312 33582 5.6 HsSD-NE_NT_lymphocytes_Ti_111.012625.012625.3 3 4.1209 0.251 2561.84 2558.9 2 29.545454 2 R.ILRPGGCLFLKEPVETAVDNNSK.V 86 2 *
2261 ENSG00000116062:ENSMUSG00000005370:ENSRNOG00000016134 MSH6 gi|4504191|ref|NP_000170.1| gi|4504191|ref|NP_000170.1| mutS homolog 6 [Homo sapiens] 3 7 3.5 1360 152785 6.9 HsSD-NE_PHA_lymphocytes_PK_111.017173.017173 2 3.1017 0.2981 1591.39 1589.8 1 65.38461 2 G.NWAHSGFPEIAFGR.Y 455 1 *
2261 ENSG00000116062:ENSMUSG00000005370:ENSRNOG00000016134 MSH6 gi|4504191|ref|NP_000170.1| gi|4504191|ref|NP_000170.1| mutS homolog 6 [Homo sapiens] 3 7 3.5 1360 152785 6.9 HsSD-NE_NT_lymphocytes_Ti_104.017838.017838.2 2 4.8117 0.27 1353.35 1353.6 1 90.909096 2 K.IIDFLSALEGFK.V 855 2 *
2261 ENSG00000116062:ENSMUSG00000005370:ENSRNOG00000016134 MSH6 gi|4504191|ref|NP_000170.1| gi|4504191|ref|NP_000170.1| mutS homolog 6 [Homo sapiens] 3 7 3.5 1360 152785 6.9 HsSD-NE_PHA_lymphocytes_PK_105.018790.018790 2 4.9425 0.4687 2472.55 2471.6 1 47.61905 3 K.AGFDSDYDQALADIRENEQSLL.E 931 1 *
2262 ENSG00000166881:ENSMUSG00000040195:NA TMEM194A gi|58037093|ref|NP_056072.1| gi|58037093|ref|NP_056072.1| transmembrane protein 194 [Homo sapiens] 2 2 9.2 371 41999 6.2 HsSD-NE_PHA_lymphocytes_PK_110.001809.001809 2 2.6447 0.1723 2552.15 2552 3 28.846153 1 P.AVGPGPWGSGVGGGGTVRLLLILSGCL.V 12 0 *
2262 ENSG00000166881:ENSMUSG00000040195:NA TMEM194A gi|58037093|ref|NP_056072.1| gi|58037093|ref|NP_056072.1| transmembrane protein 194 [Homo sapiens] 2 2 9.2 371 41999 6.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008549.00854 2 2.3009 0.1728 1016.43 1014.1 1 100 1 K.WHDIWTR.I 76 2
2263 ENSG00000116649:ENSMUSG00000006442:ENSRNOG00000011078 SRM gi|63253298|ref|NP_003123.2| gi|63253298|ref|NP_003123.2| spermidine synthase [Homo sapiens] 3 5 11.9 302 33825 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.008715.00871 2 2.944 0.1065 1357.47 1354.6 6 65.38461 2 R.KVLIIGGGDGGVLR.E 96 2 *
2263 ENSG00000116649:ENSMUSG00000006442:ENSRNOG00000011078 SRM gi|63253298|ref|NP_003123.2| gi|63253298|ref|NP_003123.2| spermidine synthase [Homo sapiens] 3 5 11.9 302 33825 5.5 HsSD-NE_NT_lymphocytes_Ti_112.014580.014580.2 2 2.9753 0.3135 2602.33 2603.9 1 42.857143 2 R.ETCSLWPGQALSLQVEQLLHHR.R 23 2 *
2263 ENSG00000116649:ENSMUSG00000006442:ENSRNOG00000011078 SRM gi|63253298|ref|NP_003123.2| gi|63253298|ref|NP_003123.2| spermidine synthase [Homo sapiens] 3 5 11.9 302 33825 5.5 HsSD-NE_NT_lymphocytes_Ti_104.010559.010559.2 2 3.0171 0.2286 1228.55 1226.5 1 79.16667 1 K.VLIIGGGDGGVLR.E 97 2 *
2264 ENSG00000204420:ENSMUSG00000073414:ENSRNOG00000026936 C6orf25 gi|19913375|ref|NP_612116.1| gi|19913375|ref|NP_612116.1| G6B protein isoform G6b-B precursor [Homo sapiens] 2 2 16.6 241 26163 9.6 HsSD-NE_PHA_lymphocytes_Ti_109.013463.013463 3 3.4517 0.1696 3646.01 3645.3 4 20 1 R.RLPPQPIRPLPRFAPLVKTEPQRPVKEEEPK.I 168 2 *
2264 ENSG00000204420:ENSMUSG00000073414:ENSRNOG00000026936 C6orf25 gi|19913375|ref|NP_612116.1| gi|19913375|ref|NP_612116.1| G6B protein isoform G6b-B precursor [Homo sapiens] 2 2 16.6 241 26163 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007808.00780 2 2.461 0.2247 1010.43 1010.2 6 81.25 1 R.TVLHVLGDR.T 118 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_PK_114.013563.0135 2 3.8802 0.2893 1881.81 1882.1 1 59.375 2 K.EASDIILTDDNFTSIVK.A 824 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011246.01124 2 2.8227 0.169 1077.57 1076.3 1 100 2 R.RGQILWFR.G 1102 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.012087.01208 2 4.4533 0.3404 1916.61 1916.2 1 61.764706 1 K.YGDLLPADGILIQGNDLK.I 220 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006735.00673 2 2.2306 0.2059 1643.79 1645.8 2 46.42857 1 K.IDESSLTGESDHVKK.S 238 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011714.01171 2 5.2685 0.347 1883.45 1882.1 1 75 3 K.EASDIILTDDNFTSIVK.A 824 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_109.016307.01630 2 3.7149 0.2717 1617.81 1615.9 1 69.230774 1 K.TECALLGLLLDLKR.D 545 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.008637.00863 2 3.5391 0.1055 1651.83 1651.9 1 68.75 1 K.KADVGFAMGIAGTDVAK.E 807 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NP_001673.2| gi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_00100132 plasma membrane calcium ATPase 1 isoform 1b [Homo sapiens] 6 12 7.3 1220 134685 5.9 HsSD-NE_NT_lymphocytes_Ti_102.013578.013578.2 2 3.0622 0.1112 1916.41 1916.2 7 50 1 K.YGDLLPADGILIQGNDLK.I 220 2
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsSD-NE_PHA_lymphocytes_PK_107.014180.014180 2 3.1614 0.2411 2448.79 2448.7 1 36.95652 1 T.GRTTGVVLDSGDGVTHAVPIYEGF.A 151 0
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.012706.0127 3 4.2258 0.2865 3161.81 3159.6 3 24.13793 2 R.TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR.I 153 2
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.013743.0137 3 4.5087 0.3178 3368.51 3365.8 1 25.862068 1 R.FRAPELLFQPDLVGDESEGLHEVVAFAIHK.S 256 2 *
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsSD-NE_PHA_lymphocytes_PK_105.005942.005942 1 2.1412 0.1899 787.38 787.76 3 71.42857 1 M.DSGDGVTH.T 159 0
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsSD-NE_PHA_lymphocytes_PK_105.020332.020332 2 3.5026 0.2915 2612.57 2612.9 1 45.652176 2 R.APELLFQPDLVGDESEGLHEVVAF.A 258 1 *
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NP_005726.1| gi|11342680|ref|NP_005726.1| "ARP1 actin-related protein 1 homolog B, centractin beta [Homo sa 5 8 16.5 376 42293 6.4 HsSD-NE_NT_lymphocytes_Ti_108.013383.013383.3 3 4.583 0.2362 3162.41 3159.6 1 33.62069 1 R.TTGVVLDSGDGVTHAVPIYEGFAMPHSIMR.V 153 2
2267 ENSG00000102974:ENSMUSG00000005698:ENSRNOG00000017674 CTCF gi|5729790|ref|NP_006556.1| gi|5729790|ref|NP_006556.1| CCCTC-binding factor [Homo sapiens] 4 7 3.6 727 82785 7 HsSD-NE_PHA_lymphocytes_Ti_111.009832.009832 1 1.9093 0.0842 1315.24 1315.5 3 61.11111 1 R.YKHTHEKPFK.C 343 2
2267 ENSG00000102974:ENSMUSG00000005698:ENSRNOG00000017674 CTCF gi|5729790|ref|NP_006556.1| gi|5729790|ref|NP_006556.1| CCCTC-binding factor [Homo sapiens] 4 7 3.6 727 82785 7 HsSD-NE_PHA_lymphocytes_Ti_108.008088.008088 2 3.7187 0.1831 2007.61 2009.1 1 53.333336 2 R.THSGEKPYECYICHAR.F 400 2 *
2267 ENSG00000102974:ENSMUSG00000005698:ENSRNOG00000017674 CTCF gi|5729790|ref|NP_006556.1| gi|5729790|ref|NP_006556.1| CCCTC-binding factor [Homo sapiens] 4 7 3.6 727 82785 7 HsSD-NE_PHA_lymphocytes_Ti_111.009856.009856 2 2.1903 0.0981 1315.61 1315.5 5 61.11111 1 R.YKHTHEKPFK.C 343 2
2267 ENSG00000102974:ENSMUSG00000005698:ENSRNOG00000017674 CTCF gi|5729790|ref|NP_006556.1| gi|5729790|ref|NP_006556.1| CCCTC-binding factor [Homo sapiens] 4 7 3.6 727 82785 7 HsSD-NE_NT_lymphocytes_Ti_111.010005.010005.1 1 2.1878 0.0937 1023.66 1024.2 8 71.42857 3 K.HTHEKPFK.C 345 2
2268 ENSG00000069998:ENSMUSG00000058979:ENSRNOG00000011338 CECR5 gi|14861834|ref|NP_149061.1| gi|14861834|ref|NP_149061.1|;gi|21914862|ref|NP_060299.4| "cat eye syndrome chromosome region, candidate 5 isoform 2 prec 2 3 12.1 423 46321 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.000167.0001 3 3.7396 0.2755 3049.73 3048.4 3 25 1 R.DLCFSPGLMEASHVVNDVNEAVQLVFR.K 390 2
2268 ENSG00000069998:ENSMUSG00000058979:ENSRNOG00000011338 CECR5 gi|14861834|ref|NP_149061.1| gi|14861834|ref|NP_149061.1|;gi|21914862|ref|NP_060299.4| "cat eye syndrome chromosome region, candidate 5 isoform 2 prec 2 3 12.1 423 46321 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013866.01386 2 3.5682 0.2964 2746.15 2745.1 1 39.130436 1 K.LYAVGDNPMSDVYGANLFHQYLQK.A 308 2
2268 ENSG00000069998:ENSMUSG00000058979:ENSRNOG00000011338 CECR5 gi|14861834|ref|NP_149061.1| gi|14861834|ref|NP_149061.1|;gi|21914862|ref|NP_060299.4| "cat eye syndrome chromosome region, candidate 5 isoform 2 prec 2 3 12.1 423 46321 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.000128.00012 3 4.3902 0.2377 3051.29 3048.4 4 23.076923 1 R.DLCFSPGLMEASHVVNDVNEAVQLVFR.K 390 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_109.003002.003002 2 4.7594 0.4035 1738.69 1739 1 71.42857 19 T.GTPLQNNLEELFHLL.N 912 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_Ti_104.007012.007012 2 3.8123 0.389 1556.15 1554.6 1 81.818184 2 R.HHYEQQQEDLAR.N 1324 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_107.004274.004274 2 4.5774 0.2091 1840.81 1840.1 1 63.333332 3 L.TGTPLQNNLEELFHLL.N 911 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_108.013642.013642 2 3.7325 0.3424 1302.17 1300.5 1 85 3 S.APLSTIINWER.E 792 1
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_110.003438.003438 2 3.323 0.3176 2068.91 2066.4 1 52.941177 3 L.LLTGTPLQNNLEELFHLL.N 909 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_Ti_103.009336.009336 2 2.6892 0.1448 1642.31 1640.1 9 50 1 K.MMLTHLVVRPGLGSK.S 1202 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_108.002306.002306 2 3.2342 0.3004 2067.39 2066.4 1 52.941177 4 K.LLLTGTPLQNNLEELFHL.L 908 1
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_111.003992.003992 2 4.5484 0.4054 2179.63 2179.6 1 58.333332 10 K.LLLTGTPLQNNLEELFHLL.N 908 1
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_109.001995.001995 2 3.0938 0.2529 1952.59 1953.2 1 43.75 3 L.LTGTPLQNNLEELFHLL.N 910 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.004814.00481 2 3.203 0.2658 1554.03 1554.6 9 59.090908 3 R.HHYEQQQEDLAR.N 1324 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.016839.0168 2 4.3958 0.3705 1901.99 1901.2 1 62.5 1 K.GPFLVSAPLSTIINWER.E 786 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014500.0145 2 2.4469 0.2459 2040.69 2041.3 6 36.11111 1 R.FSWAQGTDTILADEMGLGK.T 749 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.006272.0062 2 2.6814 0.1337 1555.41 1554.6 1 72.72727 2 R.HHYEQQQEDLAR.N 1324 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.017246.01724 2 5.1146 0.4787 1900.35 1901.2 1 81.25 3 K.GPFLVSAPLSTIINWER.E 786 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsNaOH-NE_NT_lymphocytes_Ti_111.012546.01254 2 3.9471 0.4433 1857.47 1858.1 1 70 2 R.FNAPGAQQFCFLLSTR.A 1122 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_NT_lymphocytes_Ti_104.015824.015824.2 2 3.2766 0.2954 1533.87 1532.8 1 70.83333 2 K.VLNQLEELLSDMK.A 1830 2
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2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_106.021057.021057 2 3.6356 0.3125 1625.19 1625.8 3 61.538464 1 T.GTPLQNNLEELFHL.L 912 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_106.001487.001487 2 2.9549 0.2749 1864.89 1865.1 1 50 1 K.MLDLLEDFLDYEGYK.Y 1088 2
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_PHA_lymphocytes_PK_106.020861.02086 2 3.5022 0.2554 1127.77 1128.3 7 81.25 2 N.NLEELFHLL.N 918 0
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NP_005843.2| gi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_00100527 chromodomain helicase DNA binding protein 3 isoform 2 [Homo sa 17 67 7.9 1966 222859 7.5 HsSD-NE_NT_lymphocytes_Ti_108.010591.010591.3 3 3.5899 0.2547 3044.54 3044.4 2 26.785713 1 R.WGEPPVAVPAPQQADGNPDVPPPRPLQGR.S 517 2
2270 ENSG00000100227:ENSMUSG00000041815:ENSRNOG00000022877 POLDIP3 gi|29837655|ref|NP_115687.2| gi|29837655|ref|NP_115687.2|;gi|30089919|ref|NP_835237.1| DNA polymerase delta interacting protein 3 isoform 1 [Homo sapien 3 3 11.6 421 46089 10 HsNaOH-NE_PHA_lymphocytes_Ti_109.010391.0103 2 2.3709 0.1239 2039.49 2038.4 5 34.210526 1 K.RSSPAAFINPPIGTVTPALK.L 125 2
2270 ENSG00000100227:ENSMUSG00000041815:ENSRNOG00000022877 POLDIP3 gi|29837655|ref|NP_115687.2| gi|29837655|ref|NP_115687.2|;gi|30089919|ref|NP_835237.1| DNA polymerase delta interacting protein 3 isoform 1 [Homo sapien 3 3 11.6 421 46089 10 HsNaOH-NE_NT_lymphocytes_Ti_111.008673.00867 2 3.0047 0.1541 1312.21 1311.5 2 75 1 R.KQQTTVPQKPR.Q 102 2
2270 ENSG00000100227:ENSMUSG00000041815:ENSRNOG00000022877 POLDIP3 gi|29837655|ref|NP_115687.2| gi|29837655|ref|NP_115687.2|;gi|30089919|ref|NP_835237.1| DNA polymerase delta interacting protein 3 isoform 1 [Homo sapien 3 3 11.6 421 46089 10 HsNaOH-NE_PHA_lymphocytes_Ti_111.010792.0107 2 4.18 0.3089 1806.93 1806 1 55.88235 1 K.FAASGGFLHHMAGLSSSK.L 201 2
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsSD-NE_PHA_lymphocytes_Ti_114.012846.012846 2 3.8824 0.379 2715.81 2715.1 1 38.636364 1 R.KGYSEQDLEAILDVVHLHHILQR.E 569 2 *
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.007334.0073 2 4.5777 0.4682 1853.37 1854 1 65.789474 2 R.GLQAPAGEPTQEASGVAAAK.A 45 2 *
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.010666.0106 2 2.7731 0.0882 1667.61 1664.9 1 70.83333 1 R.VHEMFQVFEDVQR.C 419 2 *
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012269.0122 3 4.1713 0.3203 2213.15 2213.6 5 34.210526 1 R.ILGGLWPTYGGVLYKPPPQR.M 519 2 *
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.012130.0121 3 6.5331 0.4151 3408.44 3408.8 1 28.787878 3 R.RLQELCQILGEAVAPAHVPAPSPQGPGGLQGAST.- 712 2 *
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_000024.2| gi|7262393|ref|NP_000024.2| "ATP-binding cassette, sub-family D (ALD), member 1 [Homo sapie 6 11 14.8 745 82937 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.012214.0122 2 3.7821 0.4358 2216.51 2213.6 1 50 3 R.ILGGLWPTYGGVLYKPPPQR.M 519 2 *
2272 ENSG00000007168:ENSMUSG00000020745:ENSRNOG00000002755 PAFAH1B1 gi|4557741|ref|NP_000421.1| gi|4557741|ref|NP_000421.1| "platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 4 4 14.4 410 46638 7.4 HsSD-NE_PHA_lymphocytes_Ti_106.010181.010181 3 5.0254 0.3338 3365.72 3366.5 1 26.724138 1 R.EHEHVVECISWAPESSYSSISEATGSETKK.S 274 2 *
2272 ENSG00000007168:ENSMUSG00000020745:ENSRNOG00000002755 PAFAH1B1 gi|4557741|ref|NP_000421.1| gi|4557741|ref|NP_000421.1| "platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 4 4 14.4 410 46638 7.4 HsSD-NE_PHA_lymphocytes_Ti_101.005682.005682 2 3.567 0.3319 1804.53 1806 1 62.5 1 K.LNEAKEEFTSGGPLGQK.R 72 2 *
2272 ENSG00000007168:ENSMUSG00000020745:ENSRNOG00000002755 PAFAH1B1 gi|4557741|ref|NP_000421.1| gi|4557741|ref|NP_000421.1| "platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 4 4 14.4 410 46638 7.4 HsSD-NE_PHA_lymphocytes_Ti_103.010319.010319 3 4.5915 0.1825 3237.26 3238.4 1 26.785713 1 R.EHEHVVECISWAPESSYSSISEATGSETK.K 274 2 *
2272 ENSG00000007168:ENSMUSG00000020745:ENSRNOG00000002755 PAFAH1B1 gi|4557741|ref|NP_000421.1| gi|4557741|ref|NP_000421.1| "platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 4 4 14.4 410 46638 7.4 HsSD-NE_NT_lymphocytes_Ti_102.008726.008726.2 2 2.7878 0.2981 1310.39 1310.5 1 77.27273 1 K.LLASCSADMTIK.L 164 2 *
2273 ENSG00000130830:ENSMUSG00000031402:NA MPP1 gi|4505237|ref|NP_002427.1| gi|4505237|ref|NP_002427.1| palmitoylated membrane protein 1 [Homo sapiens] 2 4 7.9 466 52297 7.4 HsSD-NE_NT_lymphocytes_Ti_104.016497.016497.2 2 4.2139 0.2836 3075.97 3076.5 1 40.74074 3 R.TAELSPFIVFIAPTDQGTQTEALQQLQK.D 390 2 *
2273 ENSG00000130830:ENSMUSG00000031402:NA MPP1 gi|4505237|ref|NP_002427.1| gi|4505237|ref|NP_002427.1| palmitoylated membrane protein 1 [Homo sapiens] 2 4 7.9 466 52297 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.009509.0095 2 2.1465 0.2036 1034.49 1034.3 3 81.25 1 R.ILHGGMIHR.Q 99 2 *
2274 ENSG00000163513:ENSMUSG00000032440:ENSRNOG00000013265 TGFBR2 gi|67782324|ref|NP_003233.4| gi|67782324|ref|NP_003233.4|;gi|67782326|ref|NP_00102001 "transforming growth factor, beta receptor II isoform B precursor [H 1 4 3.5 567 64568 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009320.00932 2 4.3043 0.4048 2030.05 2030.2 1 65.789474 2 R.LDPTLSVDDLANSGQVGTAR.Y 404 2
2274 ENSG00000163513:ENSMUSG00000032440:ENSRNOG00000013265 TGFBR2 gi|67782324|ref|NP_003233.4| gi|67782324|ref|NP_003233.4|;gi|67782326|ref|NP_00102001 "transforming growth factor, beta receptor II isoform B precursor [H 1 4 3.5 567 64568 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009742.0097 2 4.201 0.4454 2029.71 2030.2 1 57.894737 2 R.LDPTLSVDDLANSGQVGTAR.Y 404 2
2275 ENSG00000151651:ENSMUSG00000025473:ENSRNOG00000017897 ADAM8 gi|69354859|ref|NP_001100.2| gi|69354859|ref|NP_001100.2| ADAM metallopeptidase domain 8 precursor [Homo sapiens] 1 6 1.9 856 92205 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.007331.0073 2 2.8817 0.3618 1688.83 1685.9 4 53.333336 3 R.GPQELVPTTHPGQPAR.H 722 2 *
2275 ENSG00000151651:ENSMUSG00000025473:ENSRNOG00000017897 ADAM8 gi|69354859|ref|NP_001100.2| gi|69354859|ref|NP_001100.2| ADAM metallopeptidase domain 8 precursor [Homo sapiens] 1 6 1.9 856 92205 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007287.00728 2 3.9753 0.3448 1685.47 1685.9 1 66.66667 3 R.GPQELVPTTHPGQPAR.H 722 2 *
2276 ENSG00000070269:ENSMUSG00000036339:ENSRNOG00000013353 C14orf101 gi|93277080|ref|NP_060269.3| gi|93277080|ref|NP_060269.3| hypothetical protein LOC54916 [Homo sapiens] 2 5 4.7 707 79536 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.018995.0189 2 2.9563 0.1789 1828.77 1827.2 1 53.571426 1 K.LVPLEIVFNPEEWIK.L 547 2 *
2276 ENSG00000070269:ENSMUSG00000036339:ENSRNOG00000013353 C14orf101 gi|93277080|ref|NP_060269.3| gi|93277080|ref|NP_060269.3| hypothetical protein LOC54916 [Homo sapiens] 2 5 4.7 707 79536 8.4 HsNaOH-NE_NT_lymphocytes_Ti_113.014852.01485 2 3.239 0.3369 2208.13 2208.5 1 55.88235 2 R.WTWGDQTTLQGFLTHFLR.E 247 2
2276 ENSG00000070269:ENSMUSG00000036339:ENSRNOG00000013353 C14orf101 gi|93277080|ref|NP_060269.3| gi|93277080|ref|NP_060269.3| hypothetical protein LOC54916 [Homo sapiens] 2 5 4.7 707 79536 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.014744.0147 2 3.3647 0.1948 2210.97 2208.5 1 55.88235 2 R.WTWGDQTTLQGFLTHFLR.E 247 2
2277 ENSG00000166949:ENSMUSG00000032402:ENSRNOG00000008620 SMAD3 gi|5174513|ref|NP_005893.1| gi|5174513|ref|NP_005893.1| mothers against decapentaplegic homolog 3 [Homo sapiens] 3 4 12.2 425 48081 7.2 HsSD-NE_PHA_lymphocytes_Ti_114.016847.016847 2 2.2297 0.0964 3073.43 3073.4 3 28.846153 1 K.IFNNQEFAALLAQSVNQGFEAVYQLTR.M 342 2
2277 ENSG00000166949:ENSMUSG00000032402:ENSRNOG00000008620 SMAD3 gi|5174513|ref|NP_005893.1| gi|5174513|ref|NP_005893.1| mothers against decapentaplegic homolog 3 [Homo sapiens] 3 4 12.2 425 48081 7.2 HsSD-NE_PHA_lymphocytes_Ti_104.004899.004899 2 2.706 0.2424 1586.27 1587 1 57.692307 1 -.MSSILPFTPPIVKR.L 1 2 *
2277 ENSG00000166949:ENSMUSG00000032402:ENSRNOG00000008620 SMAD3 gi|5174513|ref|NP_005893.1| gi|5174513|ref|NP_005893.1| mothers against decapentaplegic homolog 3 [Homo sapiens] 3 4 12.2 425 48081 7.2 HsSD-NE_NT_lymphocytes_Ti_115.017672.017672.2 2 3.2621 0.2379 3075.45 3073.4 1 28.846153 1 K.IFNNQEFAALLAQSVNQGFEAVYQLTR.M 342 2
2277 ENSG00000166949:ENSMUSG00000032402:ENSRNOG00000008620 SMAD3 gi|5174513|ref|NP_005893.1| gi|5174513|ref|NP_005893.1| mothers against decapentaplegic homolog 3 [Homo sapiens] 3 4 12.2 425 48081 7.2 HsSD-NE_NT_lymphocytes_Ti_112.011279.011279.2 2 2.5357 0.1556 1427.41 1427.6 5 70 1 R.WPDLHSHHELR.A 94 2 *
2278 ENSG00000104856:ENSMUSG00000002983:ENSRNOG00000033235 RELB gi|35493878|ref|NP_006500.2| gi|35493878|ref|NP_006500.2| reticuloendotheliosis viral oncogene homolog B [Homo sapiens] 3 5 8.3 579 62135 6.2 HsSD-NE_NT_lymphocytes_Ti_110.014484.014484.3 3 3.9467 0.2727 2633.06 2633 1 31.730768 3 R.VARPPAAPELGALGSPDLSSLSLAVSR.S 23 2 *
2278 ENSG00000104856:ENSMUSG00000002983:ENSRNOG00000033235 RELB gi|35493878|ref|NP_006500.2| gi|35493878|ref|NP_006500.2| reticuloendotheliosis viral oncogene homolog B [Homo sapiens] 3 5 8.3 579 62135 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.010421.0104 2 3.7345 0.3184 2165.53 2163.5 1 47.5 1 R.LVSPAPGPGPQPHLVITEQPK.Q 114 2 *
2278 ENSG00000104856:ENSMUSG00000002983:ENSRNOG00000033235 RELB gi|35493878|ref|NP_006500.2| gi|35493878|ref|NP_006500.2| reticuloendotheliosis viral oncogene homolog B [Homo sapiens] 3 5 8.3 579 62135 6.2 HsSD-NE_NT_lymphocytes_Ti_109.014320.014320.2 2 3.2128 0.2573 2635.11 2633 1 34.615387 1 R.VARPPAAPELGALGSPDLSSLSLAVSR.S 23 2 *
2279 ENSG00000116863:ENSMUSG00000042558:ENSRNOG00000032029 ADPRHL2 gi|8923417|ref|NP_060295.1| gi|8923417|ref|NP_060295.1| ADP-ribosylhydrolase like 2 [Homo sapiens] 2 3 11.6 363 38947 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.020500.0205 2 2.7378 0.1634 2873.59 2873.2 8 32 1 R.EEVVSELGNGIAAFESVPTAIYCFLR.C 261 2 *
2279 ENSG00000116863:ENSMUSG00000042558:ENSRNOG00000032029 ADPRHL2 gi|8923417|ref|NP_060295.1| gi|8923417|ref|NP_060295.1| ADP-ribosylhydrolase like 2 [Homo sapiens] 2 3 11.6 363 38947 5.1 HsSD-NE_NT_lymphocytes_Ti_103.010369.010369.2 2 3.5351 0.2272 1667.57 1665.9 1 60.000004 2 R.VAGISLAYSSVQDVQK.F 157 2 *
2280 ENSG00000178660:ENSMUSG00000038525:ENSRNOG00000012785 LOC389137 gi|169165133|ref|XP_001720488.1| gi|169165133|ref|XP_001720488.1|;gi|169165522|ref|XP_0017similar to SVH protein isoform 1; PREDICTED: hypothetical protein 1 2 6.3 253 27688 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.013146.0131 2 3.0411 0.1691 1906.95 1904.2 1 53.333336 1 K.LLYLLESTEDPVIIER.A 66 2
2280 ENSG00000178660:ENSMUSG00000038525:ENSRNOG00000012785 LOC389137 gi|169165133|ref|XP_001720488.1| gi|169165133|ref|XP_001720488.1|;gi|169165522|ref|XP_0017similar to SVH protein isoform 1; PREDICTED: hypothetical protein 1 2 6.3 253 27688 7.2 HsSD-NE_NT_lymphocytes_Ti_104.014253.014253.2 2 3.0198 0.1787 1906.29 1904.2 1 50 1 K.LLYLLESTEDPVIIER.A 66 2
2281 ENSG00000113812:ENSMUSG00000015971:ENSRNOG00000015280 ACTR8 gi|39812115|ref|NP_075050.3| gi|39812115|ref|NP_075050.3| actin-related protein 8 [Homo sapiens] 2 3 5.3 624 70484 7.8 HsSD-NE_PHA_lymphocytes_PK_108.017589.017589 2 2.8883 0.3148 2273.45 2274.6 3 38.235294 2 E.EALYVNPLDCYNIHWPIR.R 170 1 *
2281 ENSG00000113812:ENSMUSG00000015971:ENSRNOG00000015280 ACTR8 gi|39812115|ref|NP_075050.3| gi|39812115|ref|NP_075050.3| actin-related protein 8 [Homo sapiens] 2 3 5.3 624 70484 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.008922.00892 2 2.2639 0.1225 1562.47 1562.8 1 57.14286 1 R.ATDTLPASIPHVIAR.R 63 2 *
2282 ENSG00000136104:ENSMUSG00000021932:ENSRNOG00000011505 RNASEH2B gi|13375742|ref|NP_078846.1| gi|13375742|ref|NP_078846.1| "ribonuclease H2, subunit B [Homo sapiens] " 3 3 10.6 312 35105 9.1 HsSD-NE_PHA_lymphocytes_PK_109.020526.020526 1 2.6865 0.1852 1371.05 1370.6 4 54.545456 1 L.HFATPVDPLFLL.L 86 0 *
2282 ENSG00000136104:ENSMUSG00000021932:ENSRNOG00000011505 RNASEH2B gi|13375742|ref|NP_078846.1| gi|13375742|ref|NP_078846.1| "ribonuclease H2, subunit B [Homo sapiens] " 3 3 10.6 312 35105 9.1 HsSD-NE_PHA_lymphocytes_PK_109.020582.020582 2 2.6231 0.2455 1368.75 1370.6 1 72.72727 1 L.HFATPVDPLFLL.L 86 0 *
2282 ENSG00000136104:ENSMUSG00000021932:ENSRNOG00000011505 RNASEH2B gi|13375742|ref|NP_078846.1| gi|13375742|ref|NP_078846.1| "ribonuclease H2, subunit B [Homo sapiens] " 3 3 10.6 312 35105 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.017346.0173 2 2.5199 0.12 2473.83 2472.9 1 35 1 K.FQPLDQVVVDNVFPNCILLLK.L 110 2 *
2283 ENSG00000144029:ENSMUSG00000027374:ENSRNOG00000015192 MRPS5 gi|13994259|ref|NP_114108.1| gi|13994259|ref|NP_114108.1| mitochondrial ribosomal protein S5 [Homo sapiens] 2 4 7.4 430 48006 9.9 HsSD-NE_PHA_lymphocytes_Ti_111.010450.010450 2 2.6345 0.2268 1274.91 1275.5 1 77.77778 2 R.AVHHLHYIER.Y 275 2 *
2283 ENSG00000144029:ENSMUSG00000027374:ENSRNOG00000015192 MRPS5 gi|13994259|ref|NP_114108.1| gi|13994259|ref|NP_114108.1| mitochondrial ribosomal protein S5 [Homo sapiens] 2 4 7.4 430 48006 9.9 HsSD-NE_NT_lymphocytes_Ti_112.012949.012949.2 2 3.2948 0.279 2427.15 2428.8 1 38.095238 1 K.GLHVVEIREECGPLPIVVASPR.G 367 2 *
2283 ENSG00000144029:ENSMUSG00000027374:ENSRNOG00000015192 MRPS5 gi|13994259|ref|NP_114108.1| gi|13994259|ref|NP_114108.1| mitochondrial ribosomal protein S5 [Homo sapiens] 2 4 7.4 430 48006 9.9 HsSD-NE_NT_lymphocytes_Ti_114.009722.009722.2 2 2.8505 0.1185 1274.27 1275.5 1 77.77778 1 R.AVHHLHYIER.Y 275 2 *
2284 ENSG00000170385:ENSMUSG00000037434:ENSRNOG00000004749 SLC30A1 gi|52352803|ref|NP_067017.2| gi|52352803|ref|NP_067017.2| "solute carrier family 30 (zinc transporter), member 1 [Homo sapien 1 4 4.5 507 55300 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.010658.0106 3 4.8918 0.2558 2493.77 2493.7 1 39.772728 2 K.DVFHNHGIHATTIQPEFASVGSK.S 405 2 *
2284 ENSG00000170385:ENSMUSG00000037434:ENSRNOG00000004749 SLC30A1 gi|52352803|ref|NP_067017.2| gi|52352803|ref|NP_067017.2| "solute carrier family 30 (zinc transporter), member 1 [Homo sapien 1 4 4.5 507 55300 6.5 HsSD-NE_NT_lymphocytes_Ti_112.011921.011921.3 3 3.6432 0.1458 2496.62 2493.7 2 26.136362 2 K.DVFHNHGIHATTIQPEFASVGSK.S 405 2 *
2285 ENSG00000072518:ENSMUSG00000024969:ENSRNOG00000021184 MARK2 gi|86990432|ref|NP_001034557.1| gi|86990432|ref|NP_001034557.1|;gi|86990437|ref|NP_00103 MAP/microtubule affinity-regulating kinase 2 isoform c [Homo sapie 2 5 6.9 724 81209 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.006872.0068 2 3.52 0.3056 1906.27 1907.1 1 52.63158 1 R.VPVASPSAHNISSSGGAPDR.T 510 2
2285 ENSG00000072518:ENSMUSG00000024969:ENSRNOG00000021184 MARK2 gi|86990432|ref|NP_001034557.1| gi|86990432|ref|NP_001034557.1|;gi|86990437|ref|NP_00103 MAP/microtubule affinity-regulating kinase 2 isoform c [Homo sapie 2 5 6.9 724 81209 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008268.0082 3 3.9431 0.1335 3126.68 3124.4 1 31.034481 1 K.SSELEGDTITLKPRPSADLTNSSAPSPSHK.V 365 2
2285 ENSG00000072518:ENSMUSG00000024969:ENSRNOG00000021184 MARK2 gi|86990432|ref|NP_001034557.1| gi|86990432|ref|NP_001034557.1|;gi|86990437|ref|NP_00103 MAP/microtubule affinity-regulating kinase 2 isoform c [Homo sapie 2 5 6.9 724 81209 9.6 HsNaOH-NE_NT_lymphocytes_Ti_109.006759.00675 2 4.1012 0.3292 1906.27 1907.1 1 55.263157 3 R.VPVASPSAHNISSSGGAPDR.T 510 2
2286 ENSG00000072121:ENSMUSG00000066440:ENSRNOG00000028111 ZFYVE26 gi|38202205|ref|NP_056161.2| gi|38202205|ref|NP_056161.2| "zinc finger, FYVE domain containing 26 [Homo sapiens] " 2 2 2.1 2539 284601 6.4 HsSD-NE_NT_lymphocytes_PK_108.018351.018351. 3 3.5713 0.1502 3431.54 3432.9 9 20 1 P.QSSLIPMMFSPPESLLASCILRGNFAEAHQV.L 822 0 *
2286 ENSG00000072121:ENSMUSG00000066440:ENSRNOG00000028111 ZFYVE26 gi|38202205|ref|NP_056161.2| gi|38202205|ref|NP_056161.2| "zinc finger, FYVE domain containing 26 [Homo sapiens] " 2 2 2.1 2539 284601 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.015724.0157 2 2.3815 0.1229 2600.87 2600 4 31.818182 1 K.VGNPFVLLQQSSSQLVSHLLFER.Q 1181 2 *
2287 ENSG00000139131:ENSMUSG00000022792:ENSRNOG00000025252 YARS2 gi|94681057|ref|NP_001035526.1| gi|94681057|ref|NP_001035526.1| "tyrosyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 2 4 8.2 477 53199 9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010636.0106 2 2.4738 0.1177 1957.77 1955.2 2 38.235294 1 R.LGLEALAANHQQLFTDGR.S 146 2 *
2287 ENSG00000139131:ENSMUSG00000022792:ENSRNOG00000025252 YARS2 gi|94681057|ref|NP_001035526.1| gi|94681057|ref|NP_001035526.1| "tyrosyl-tRNA synthetase 2, mitochondrial [Homo sapiens] " 2 4 8.2 477 53199 9 HsSD-NE_NT_lymphocytes_Ti_102.016652.016652.2 2 4.8202 0.3553 2121.91 2121.4 1 47.5 3 K.LTGEDVFGITVPLITSTTGAK.L 261 2 *
2288 ENSG00000197345:ENSMUSG00000024829:ENSRNOG00000013845 MRPL21 gi|31652226|ref|NP_852615.1| gi|31652226|ref|NP_852615.1|;gi|31652228|ref|NP_852616.1| mitochondrial ribosomal protein L21 isoform d [Homo sapiens] 2 3 14.1 205 22815 9.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011093.01109 2 2.2682 0.1914 1147.97 1147.4 1 88.88889 2 R.LFAVVHFASR.Q 95 2
2288 ENSG00000197345:ENSMUSG00000024829:ENSRNOG00000013845 MRPL21 gi|31652226|ref|NP_852615.1| gi|31652226|ref|NP_852615.1|;gi|31652228|ref|NP_852616.1| mitochondrial ribosomal protein L21 isoform d [Homo sapiens] 2 3 14.1 205 22815 9.9 HsSD-NE_NT_lymphocytes_Ti_109.015406.015406.2 2 4.8661 0.4438 1971.93 1969.4 1 55.555557 1 K.VLLVGADNFTLLGKPLLGK.D 133 2
2289 ENSG00000197540:ENSMUSG00000054206:ENSRNOG00000030530 GZMM gi|4885369|ref|NP_005308.1| gi|4885369|ref|NP_005308.1| granzyme M precursor [Homo sapiens] 2 2 15.6 257 27446 10 HsNaOH-NE_PHA_lymphocytes_Ti_112.012107.0121 2 3.0132 0.3453 1964.29 1962.3 1 44.11765 1 R.LVLGLHTLDSPGLTFHIK.A 77 2 *
2289 ENSG00000197540:ENSMUSG00000054206:ENSRNOG00000030530 GZMM gi|4885369|ref|NP_005308.1| gi|4885369|ref|NP_005308.1| granzyme M precursor [Homo sapiens] 2 2 15.6 257 27446 10 HsSD-NE_NT_lymphocytes_Ti_109.016175.016175.2 2 3.0224 0.2581 2492.65 2491.9 1 45.238094 1 R.VCTDIFKPPVATAVAPYVSWIR.K 229 2 *
2290 ENSG00000154930:ENSMUSG00000027452:ENSRNOG00000007102 ACSS1 gi|28416953|ref|NP_115890.2| gi|28416953|ref|NP_115890.2| acyl-CoA synthetase short-chain family member 1 [Homo sapiens] 3 5 1.9 689 74857 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.009611.0096 1 2.3482 0.2812 1555.81 1554.8 3 45.833336 1 K.HCPTVQHVLVAHR.T 241 2 *
2290 ENSG00000154930:ENSMUSG00000027452:ENSRNOG00000007102 ACSS1 gi|28416953|ref|NP_115890.2| gi|28416953|ref|NP_115890.2| acyl-CoA synthetase short-chain family member 1 [Homo sapiens] 3 5 1.9 689 74857 7.1 HsSD-NE_NT_lymphocytes_Ti_115.009792.009792.2 2 3.7591 0.1893 1555.39 1554.8 1 79.16667 1 K.HCPTVQHVLVAHR.T 241 2 *
2290 ENSG00000154930:ENSMUSG00000027452:ENSRNOG00000007102 ACSS1 gi|28416953|ref|NP_115890.2| gi|28416953|ref|NP_115890.2| acyl-CoA synthetase short-chain family member 1 [Homo sapiens] 3 5 1.9 689 74857 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.009621.0096 2 2.7588 0.2071 1556.71 1554.8 1 70.83333 1 K.HCPTVQHVLVAHR.T 241 2 *
2290 ENSG00000154930:ENSMUSG00000027452:ENSRNOG00000007102 ACSS1 gi|28416953|ref|NP_115890.2| gi|28416953|ref|NP_115890.2| acyl-CoA synthetase short-chain family member 1 [Homo sapiens] 3 5 1.9 689 74857 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.009622.0096 3 3.4102 0.2367 1554.86 1554.8 1 58.333332 2 K.HCPTVQHVLVAHR.T 241 2 *
2291 ENSG00000124532:ENSMUSG00000021339:ENSRNOG00000017545 MRS2L gi|10190702|ref|NP_065713.1| gi|10190702|ref|NP_065713.1| "MRS2-like, magnesium homeostasis factor [Homo sapiens] " 3 3 12.9 443 50318 6.9 HsNaOH-NE_NT_lymphocytes_Ti_110.000251.00025 2 3.1554 0.2398 1864.47 1862.2 1 60.000004 1 R.AIEALLQYWINTLQGK.L 188 2 *
2291 ENSG00000124532:ENSMUSG00000021339:ENSRNOG00000017545 MRS2L gi|10190702|ref|NP_065713.1| gi|10190702|ref|NP_065713.1| "MRS2-like, magnesium homeostasis factor [Homo sapiens] " 3 3 12.9 443 50318 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.000669.00066 2 3.8464 0.306 2095.23 2092.5 2 47.22222 1 K.LSILQPLILETLDALVDPK.H 204 2 *
2291 ENSG00000124532:ENSMUSG00000021339:ENSRNOG00000017545 MRS2L gi|10190702|ref|NP_065713.1| gi|10190702|ref|NP_065713.1| "MRS2-like, magnesium homeostasis factor [Homo sapiens] " 3 3 12.9 443 50318 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.014837.0148 2 2.2455 0.1868 2509.63 2508.8 1 33.333336 1 R.ELPSQLSGEGQLVTYPLPFEFR.A 166 2 *
2292 ENSG00000089006:ENSMUSG00000027423:ENSRNOG00000020934 SNX5 gi|23111047|ref|NP_689413.1| gi|23111047|ref|NP_689413.1| sorting nexin 5 [Homo sapiens] 2 3 12.1 404 46817 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.015564.0155 2 3.4194 0.2515 2484.43 2483.7 2 36.363636 2 R.SVSVDLNVDPSLQIDIPDALSER.D 20 2 *
2292 ENSG00000089006:ENSMUSG00000027423:ENSRNOG00000020934 SNX5 gi|23111047|ref|NP_689413.1| gi|23111047|ref|NP_689413.1| sorting nexin 5 [Homo sapiens] 2 3 12.1 404 46817 6.8 HsSD-NE_NT_lymphocytes_Ti_108.012861.012861.3 3 3.7464 0.1389 2909.03 2910.3 1 28 1 K.NVADDYIHTAACLHSLALEEPTVIKK.Y 239 2 *
2293 ENSG00000159256:ENSMUSG00000039456:ENSRNOG00000026236 MORC3 gi|28872812|ref|NP_056173.1| gi|28872812|ref|NP_056173.1| MORC family CW-type zinc finger 3 [Homo sapiens] 3 5 4.8 939 107113 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.015389.01538 2 3.6054 0.2141 1847.79 1846.1 1 53.125 2 K.ASLAAILEHSLFSTEQK.L 164 2 *
2293 ENSG00000159256:ENSMUSG00000039456:ENSRNOG00000026236 MORC3 gi|28872812|ref|NP_056173.1| gi|28872812|ref|NP_056173.1| MORC family CW-type zinc finger 3 [Homo sapiens] 3 5 4.8 939 107113 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009420.00942 1 2.5117 0.2887 1423.94 1423.7 1 62.5 1 K.AEHVVVPIVAFNK.H 140 2 *
2293 ENSG00000159256:ENSMUSG00000039456:ENSRNOG00000026236 MORC3 gi|28872812|ref|NP_056173.1| gi|28872812|ref|NP_056173.1| MORC family CW-type zinc finger 3 [Homo sapiens] 3 5 4.8 939 107113 5.6 HsSD-NE_PHA_lymphocytes_PK_103.018383.018383 2 4.3599 0.3332 1706.73 1706.8 1 75 2 Q.QVNYDVDVVDEILGQ.V 914 0 *
2294 ENSG00000132109:ENSMUSG00000030966:ENSRNOG00000018517 TRIM21 gi|15208660|ref|NP_003132.2| gi|15208660|ref|NP_003132.2| tripartite motif protein 21 [Homo sapiens] 2 3 7.6 475 54170 6.4 HsSD-NE_PHA_lymphocytes_PK_107.012900.012900 1 2.5117 0.3168 1383.48 1382.5 1 63.636364 1 F.SECAFTGPLRPF.F 434 0 *
2294 ENSG00000132109:ENSMUSG00000030966:ENSRNOG00000018517 TRIM21 gi|15208660|ref|NP_003132.2| gi|15208660|ref|NP_003132.2| tripartite motif protein 21 [Homo sapiens] 2 3 7.6 475 54170 6.4 HsSD-NE_NT_lymphocytes_Ti_109.014756.014756.3 3 3.8244 0.2443 2795.3 2795.1 1 31.52174 2 R.TCAVHITLDPDTANPWLILSEDRR.Q 284 2 *
2295 ENSG00000149257:ENSMUSG00000070436:ENSRNOG00000016831 SERPINH1 gi|32454741|ref|NP_001226.2| gi|32454741|ref|NP_001226.2| "serine (or cysteine) proteinase inhibitor, clade H, member 1 precur 4 5 11.7 418 46441 8.7 HsSD-NE_PHA_lymphocytes_PK_113.018473.018473 2 2.8422 0.2687 1979.01 1977.3 1 44.11765 1 L.YQAMAKDQAVENILVSPV.V 55 0 *
2295 ENSG00000149257:ENSMUSG00000070436:ENSRNOG00000016831 SERPINH1 gi|32454741|ref|NP_001226.2| gi|32454741|ref|NP_001226.2| "serine (or cysteine) proteinase inhibitor, clade H, member 1 precur 4 5 11.7 418 46441 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.019929.0199 2 3.1742 0.2219 2554.95 2553 7 32 1 K.DQAVENILVSPVVVASSLGLVSLGGK.A 61 2 *
2295 ENSG00000149257:ENSMUSG00000070436:ENSRNOG00000016831 SERPINH1 gi|32454741|ref|NP_001226.2| gi|32454741|ref|NP_001226.2| "serine (or cysteine) proteinase inhibitor, clade H, member 1 precur 4 5 11.7 418 46441 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011802.0118 3 3.4079 0.207 1985.81 1985.4 1 45.3125 1 K.LSSLIILMPHHVEPLER.L 264 2 *
2295 ENSG00000149257:ENSMUSG00000070436:ENSRNOG00000016831 SERPINH1 gi|32454741|ref|NP_001226.2| gi|32454741|ref|NP_001226.2| "serine (or cysteine) proteinase inhibitor, clade H, member 1 precur 4 5 11.7 418 46441 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.011806.0118 2 3.9886 0.2636 1985.81 1985.4 1 59.375 2 K.LSSLIILMPHHVEPLER.L 264 2 *
2296 ENSG00000159352:ENSMUSG00000005625:ENSRNOG00000021042 PSMD4 gi|5292161|ref|NP_002801.1| gi|5292161|ref|NP_002801.1| proteasome 26S non-ATPase subunit 4 [Homo sapiens] 2 3 14.1 377 40737 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008918.0089 2 5.259 0.4511 2322.95 2321.5 1 52.083332 1 R.AAAASAAEAGIATTGTEDSDDALLK.M 238 2 *
2296 ENSG00000159352:ENSMUSG00000005625:ENSRNOG00000021042 PSMD4 gi|5292161|ref|NP_002801.1| gi|5292161|ref|NP_002801.1| proteasome 26S non-ATPase subunit 4 [Homo sapiens] 2 3 14.1 377 40737 4.8 HsSD-NE_NT_lymphocytes_Ti_102.015801.015801.2 2 3.63 0.3796 3018.23 3016.3 1 31.48148 1 R.SNPENNVGLITLANDCEVLTTLTPDTGR.I 43 2 *
2296 ENSG00000159352:ENSMUSG00000005625:ENSRNOG00000021042 PSMD4 gi|5292161|ref|NP_002801.1| gi|5292161|ref|NP_002801.1| proteasome 26S non-ATPase subunit 4 [Homo sapiens] 2 3 14.1 377 40737 4.8 HsSD-NE_NT_lymphocytes_Ti_102.010068.010068.2 2 4.2838 0.3021 2323.87 2321.5 1 45.833336 1 R.AAAASAAEAGIATTGTEDSDDALLK.M 238 2 *
2297 ENSG00000124523:ENSMUSG00000054021:ENSRNOG00000017866 SIRT5 gi|13787215|ref|NP_112534.1| gi|13787215|ref|NP_112534.1|;gi|6912664|ref|NP_036373.1| sirtuin 5 isoform 2 [Homo sapiens] 1 2 6.4 299 32674 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.011112.01111 2 2.9804 0.2004 2152.03 2152.4 1 47.22222 1 R.KWQAQDLATPLAFAHNPSR.V 79 2
2297 ENSG00000124523:ENSMUSG00000054021:ENSRNOG00000017866 SIRT5 gi|13787215|ref|NP_112534.1| gi|13787215|ref|NP_112534.1|;gi|6912664|ref|NP_036373.1| sirtuin 5 isoform 2 [Homo sapiens] 1 2 6.4 299 32674 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.011247.0112 2 3.2407 0.2455 2152.21 2152.4 5 44.444447 1 R.KWQAQDLATPLAFAHNPSR.V 79 2
2298 ENSG00000188092:ENSMUSG00000028096:ENSRNOG00000000095 GPR89A gi|148228819|ref|NP_001091081.1| gi|148228819|ref|NP_001091081.1|;gi|148229509|ref|NP_001 G protein-coupled receptor 89A isoform 1 [Homo sapiens] 2 3 8.8 455 52917 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011213.01121 2 2.7239 0.2878 1515.71 1513.7 1 62.5 1 R.QLFLETADLYATK.E 260 2
2298 ENSG00000188092:ENSMUSG00000028096:ENSRNOG00000000095 GPR89A gi|148228819|ref|NP_001091081.1| gi|148228819|ref|NP_001091081.1|;gi|148229509|ref|NP_001 G protein-coupled receptor 89A isoform 1 [Homo sapiens] 2 3 8.8 455 52917 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.016877.01687 2 4.0216 0.4528 2878.09 2879.1 1 34.615387 1 K.SVTTSASGSENLTLIQQEVDALEELSR.Q 233 2
2298 ENSG00000188092:ENSMUSG00000028096:ENSRNOG00000000095 GPR89A gi|148228819|ref|NP_001091081.1| gi|148228819|ref|NP_001091081.1|;gi|148229509|ref|NP_001 G protein-coupled receptor 89A isoform 1 [Homo sapiens] 2 3 8.8 455 52917 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017091.0170 2 5.4673 0.3547 2880.51 2879.1 1 44.230766 1 K.SVTTSASGSENLTLIQQEVDALEELSR.Q 233 2
2299 ENSG00000111885:ENSMUSG00000003746:ENSRNOG00000000800 MAN1A1 gi|24497519|ref|NP_005898.2| gi|24497519|ref|NP_005898.2| "mannosidase, alpha, class 1A, member 1 [Homo sapiens] " 2 3 5.1 653 72969 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008157.00815 2 3.6365 0.2577 2167.47 2167.3 1 50 1 R.RREEGAPGDPEAALEDNLAR.I 104 2 *
2299 ENSG00000111885:ENSMUSG00000003746:ENSRNOG00000000800 MAN1A1 gi|24497519|ref|NP_005898.2| gi|24497519|ref|NP_005898.2| "mannosidase, alpha, class 1A, member 1 [Homo sapiens] " 2 3 5.1 653 72969 6.5 HsSD-NE_PHA_lymphocytes_PK_106.000094.000094 2 3.263 0.1997 1600.55 1600.8 7 62.5 2 F.SDDDLLPLEHWIF.N 619 0 *
2300 ENSG00000110871:ENSMUSG00000041733:ENSRNOG00000001171 COQ5 gi|116063536|ref|NP_115690.3| gi|116063536|ref|NP_115690.3| "coenzyme Q5 homolog, methyltransferase [Homo sapiens] " 3 5 15.9 327 37140 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.007428.00742 2 4.3377 0.4162 1633.73 1632.8 1 80.769226 2 R.NVTHIDQALQEAHR.V 221 2 *
2300 ENSG00000110871:ENSMUSG00000041733:ENSRNOG00000001171 COQ5 gi|116063536|ref|NP_115690.3| gi|116063536|ref|NP_115690.3| "coenzyme Q5 homolog, methyltransferase [Homo sapiens] " 3 5 15.9 327 37140 6.9 HsSD-NE_NT_lymphocytes_Ti_109.014098.014098.2 2 4.8576 0.4466 2267.79 2267.6 1 54.761906 2 K.MHPLPGTQLLDVAGGTGDIAFR.F 102 2 *
2300 ENSG00000110871:ENSMUSG00000041733:ENSRNOG00000001171 COQ5 gi|116063536|ref|NP_115690.3| gi|116063536|ref|NP_115690.3| "coenzyme Q5 homolog, methyltransferase [Homo sapiens] " 3 5 15.9 327 37140 6.9 HsSD-NE_NT_lymphocytes_Ti_108.014635.014635.2 2 2.6577 0.1203 1937.55 1938.2 3 50 1 R.FLCLEFSQVNNPLISR.L 242 2 *
2301 ENSG00000013563:ENSMUSG00000019088:ENSRNOG00000037242 DNASE1L1 gi|58430946|ref|NP_001009934.1| gi|58430946|ref|NP_001009934.1| deoxyribonuclease I-like 1 precursor [Homo sapiens] 1 2 8.9 302 33893 5.7 HsNaOH-NE_NT_lymphocytes_Ti_114.014020.01402 3 5.0704 0.2805 2934.8 2932.5 1 31.730768 1 R.EPFVAQFSLPSNVLPSLVLVPLHTTPK.A 126 2 *
2301 ENSG00000013563:ENSMUSG00000019088:ENSRNOG00000037242 DNASE1L1 gi|58430946|ref|NP_001009934.1| gi|58430946|ref|NP_001009934.1| deoxyribonuclease I-like 1 precursor [Homo sapiens] 1 2 8.9 302 33893 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014214.0142 3 4.642 0.2918 2935.31 2932.5 1 32.692307 1 R.EPFVAQFSLPSNVLPSLVLVPLHTTPK.A 126 2 *
2302 ENSG00000132330:ENSMUSG00000026307:ENSRNOG00000020083 SCLY gi|156713448|ref|NP_057594.3| gi|156713448|ref|NP_057594.3| selenocysteine lyase [Homo sapiens] 3 4 13.7 445 48149 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.009315.009315 2 2.7694 0.2795 1113.57 1114.2 4 60.000004 2 K.GHTGGHHSPVK.G 122 2 *
2302 ENSG00000132330:ENSMUSG00000026307:ENSRNOG00000020083 SCLY gi|156713448|ref|NP_057594.3| gi|156713448|ref|NP_057594.3| selenocysteine lyase [Homo sapiens] 3 4 13.7 445 48149 7.1 HsSD-NE_PHA_lymphocytes_Ti_101.006684.006684 2 3.366 0.3046 1996.23 1994.2 1 46.875 1 K.AAELVTQNCEAYEAHMR.D 308 2 *
2302 ENSG00000132330:ENSMUSG00000026307:ENSRNOG00000020083 SCLY gi|156713448|ref|NP_057594.3| gi|156713448|ref|NP_057594.3| selenocysteine lyase [Homo sapiens] 3 4 13.7 445 48149 7.1 HsSD-NE_NT_lymphocytes_Ti_108.013605.013605.3 3 3.7637 0.2673 3453.23 3454.8 1 22.65625 1 R.VLMASVGAACHSDHGDQPSPVLLSYGVPFDVAR.N 379 2 *
2303 ENSG00000102218:ENSMUSG00000060090:ENSRNOG00000025428 RP2 gi|5902060|ref|NP_008846.1| gi|5902060|ref|NP_008846.1| XRP2 protein [Homo sapiens] 2 5 10.6 350 39642 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011736.01173 2 3.8656 0.478 2437.91 2438.8 1 47.5 3 R.KLEVFLCCATQPIIESSSNIK.F 124 2 *
2303 ENSG00000102218:ENSMUSG00000060090:ENSRNOG00000025428 RP2 gi|5902060|ref|NP_008846.1| gi|5902060|ref|NP_008846.1| XRP2 protein [Homo sapiens] 2 5 10.6 350 39642 5.1 HsSD-NE_NT_lymphocytes_Ti_110.018539.018539.2 2 4.0825 0.3325 2133.65 2132.4 1 80 2 K.FGCFQWYYPELAFQFK.D 145 2 *
2304 ENSG00000127359:ENSMUSG00000037172:ENSRNOG00000011854 KIAA1147 gi|122937185|ref|NP_001073861.1| gi|122937185|ref|NP_001073861.1| hypothetical protein LOC57189 [Homo sapiens] 2 3 4.6 455 51446 5.3 HsNaOH-NE_NT_lymphocytes_Ti_114.009533.00953 2 3.0088 0.382 1339.09 1339.5 1 80 1 K.THHDHLQPLLK.I 342 2 *
2304 ENSG00000127359:ENSMUSG00000037172:ENSRNOG00000011854 KIAA1147 gi|122937185|ref|NP_001073861.1| gi|122937185|ref|NP_001073861.1| hypothetical protein LOC57189 [Homo sapiens] 2 3 4.6 455 51446 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.009004.0090 2 2.6983 0.2297 993.43 992.17 1 83.33333 2 K.KGVLHAGPGR.G 196 2 *
2305 ENSG00000081320:ENSMUSG00000026094:ENSRNOG00000012502 STK17B gi|4758194|ref|NP_004217.1| gi|4758194|ref|NP_004217.1| serine/threonine kinase 17b [Homo sapiens] 2 2 7 372 42344 5.3 HsSD-NE_NT_lymphocytes_Ti_111.010289.010289.2 2 2.5441 0.2456 1084.23 1084.2 1 75 1 R.KIGHACELR.E 185 2 *
2305 ENSG00000081320:ENSMUSG00000026094:ENSRNOG00000012502 STK17B gi|4758194|ref|NP_004217.1| gi|4758194|ref|NP_004217.1| serine/threonine kinase 17b [Homo sapiens] 2 2 7 372 42344 5.3 HsSD-NE_PHA_lymphocytes_PK_105.019454.019454 2 2.6948 0.2082 1973.75 1972.1 1 53.125 1 R.FDDSLPNPHELVSDLLC.- 356 2 *
2306 ENSG00000136709:ENSMUSG00000024400:ENSRNOG00000011382 WDR33 gi|56243590|ref|NP_060853.3| gi|109507061|ref|XP_001058355.1|;gi|56243590|ref|NP_0608 WD repeat domain 33 isoform 1 [Homo sapiens] 2 2 3.1 1336 145891 9.2 HsSD-NE_NT_lymphocytes_Ti_103.015101.015101.2 2 2.7646 0.1584 2822.95 2821.2 1 32.608696 1 K.TQAEIEQEMATLQYTNPQLLEQLK.I 537 2
2306 ENSG00000136709:ENSMUSG00000024400:ENSRNOG00000011382 WDR33 gi|56243590|ref|NP_060853.3| gi|109507061|ref|XP_001058355.1|;gi|56243590|ref|NP_0608 WD repeat domain 33 isoform 1 [Homo sapiens] 2 2 3.1 1336 145891 9.2 HsSD-NE_NT_lymphocytes_PK_105.019655.019655. 2 2.5522 0.182 1862.35 1864.1 9 37.5 1 A.IQPDAGYYNDLVPPIGM.L 82 0
2307 ENSG00000177054:ENSMUSG00000030471:ENSRNOG00000014277 ZDHHC13 gi|47933346|ref|NP_061901.2| gi|47933346|ref|NP_061901.2|;gi|47933348|ref|NP_00100148 "zinc finger, DHHC domain containing 13 isoform 1 [Homo sapiens 2 4 5.5 622 70861 8.1 HsNaOH-NE_NT_lymphocytes_Ti_113.010505.01050 2 3.402 0.259 2254.97 2256.5 1 45 1 K.IHQNTPLHWAVAAGNVNAVDK.L 215 2
2307 ENSG00000177054:ENSMUSG00000030471:ENSRNOG00000014277 ZDHHC13 gi|47933346|ref|NP_061901.2| gi|47933346|ref|NP_061901.2|;gi|47933348|ref|NP_00100148 "zinc finger, DHHC domain containing 13 isoform 1 [Homo sapiens 2 4 5.5 622 70861 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009077.00907 2 3.1492 0.1262 1676.39 1673.7 1 70.83333 1 R.SLHCHVCNCCVAR.Y 439 2
2307 ENSG00000177054:ENSMUSG00000030471:ENSRNOG00000014277 ZDHHC13 gi|47933346|ref|NP_061901.2| gi|47933346|ref|NP_061901.2|;gi|47933348|ref|NP_00100148 "zinc finger, DHHC domain containing 13 isoform 1 [Homo sapiens 2 4 5.5 622 70861 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.010728.0107 2 3.8166 0.2811 2258.23 2256.5 1 52.499996 2 K.IHQNTPLHWAVAAGNVNAVDK.L 215 2
2308 ENSG00000161956:ENSMUSG00000005204:ENSRNOG00000013746 SENP3 gi|21361499|ref|NP_056485.2| gi|21361499|ref|NP_056485.2| SUMO1/sentrin/SMT3 specific protease 3 [Homo sapiens] 2 3 5.1 574 65010 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.013763.01376 2 3.7287 0.2952 1416.01 1415.7 1 84.61539 2 R.LGLLGALMAEDGVR.G 197 2 *
2308 ENSG00000161956:ENSMUSG00000005204:ENSRNOG00000013746 SENP3 gi|21361499|ref|NP_056485.2| gi|21361499|ref|NP_056485.2| SUMO1/sentrin/SMT3 specific protease 3 [Homo sapiens] 2 3 5.1 574 65010 8.6 HsSD-NE_PHA_lymphocytes_PK_105.018531.01853 2 3.6796 0.1521 1782.53 1780.9 6 60.714287 1 L.STDEVVEKLEDIFQQ.E 335 0 *
2309 ENSG00000102030:ENSMUSG00000031388:ENSRNOG00000029373 ARD1A gi|10835057|ref|NP_003482.1| gi|10835057|ref|NP_003482.1| N-acetyltransferase ARD1 [Homo sapiens] 2 2 17.9 235 26458 5.6 HsSD-NE_PHA_lymphocytes_Ti_102.011514.011514 2 2.8678 0.1338 2275.07 2275.6 5 36.842106 1 R.AALHLYSNTLNFQISEVEPK.Y 117 2 *
2309 ENSG00000102030:ENSMUSG00000031388:ENSRNOG00000029373 ARD1A gi|10835057|ref|NP_003482.1| gi|10835057|ref|NP_003482.1| N-acetyltransferase ARD1 [Homo sapiens] 2 2 17.9 235 26458 5.6 HsSD-NE_NT_lymphocytes_Ti_108.014475.014475.2 2 3.1348 0.1794 2684.25 2681.9 1 40.476192 1 K.YYFYHGLSWPQLSYIAEDENGK.I 30 2 *
2310 ENSG00000138802:ENSMUSG00000001052:ENSRNOG00000023373 SEC24B gi|112382212|ref|NP_006314.2| gi|112382212|ref|NP_006314.2|;gi|112382214|ref|NP_001036 SEC24 (S. cerevisiae) homolog B isoform a [Homo sapiens] 2 2 2.4 1268 137417 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.3792.379 2 2.8384 0.2446 2001.43 2002.3 7 41.666664 1 R.VSVFQTQLPSLGAGLLQSR.E 808 2
2310 ENSG00000138802:ENSMUSG00000001052:ENSRNOG00000023373 SEC24B gi|112382212|ref|NP_006314.2| gi|112382212|ref|NP_006314.2|;gi|112382214|ref|NP_001036 SEC24 (S. cerevisiae) homolog B isoform a [Homo sapiens] 2 2 2.4 1268 137417 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.012671.0126 2 3.7095 0.3058 1276.55 1276.6 1 85 1 K.LPLGLLLHPFR.D 579 2
2311 ENSG00000090520:ENSMUSG00000004460:ENSRNOG00000001803 DNAJB11 gi|7706495|ref|NP_057390.1| gi|7706495|ref|NP_057390.1| "DnaJ (Hsp40) homolog, subfamily B, member 11 precursor [Homo 3 3 14.8 358 40514 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.011726.011726 2 3.3875 0.228 1928.99 1929.1 2 50 1 K.FQDLGAAYEVLSDSEKR.K 67 2 *
2311 ENSG00000090520:ENSMUSG00000004460:ENSRNOG00000001803 DNAJB11 gi|7706495|ref|NP_057390.1| gi|7706495|ref|NP_057390.1| "DnaJ (Hsp40) homolog, subfamily B, member 11 precursor [Homo 3 3 14.8 358 40514 6.2 HsSD-NE_NT_lymphocytes_Ti_111.011445.011445.3 3 3.0642 0.098 2313.56 2314.6 1 36.842106 1 R.KLALQLHPDRNPDDPQAQEK.F 47 2 *
2311 ENSG00000090520:ENSMUSG00000004460:ENSRNOG00000001803 DNAJB11 gi|7706495|ref|NP_057390.1| gi|7706495|ref|NP_057390.1| "DnaJ (Hsp40) homolog, subfamily B, member 11 precursor [Homo 3 3 14.8 358 40514 6.2 HsSD-NE_NT_lymphocytes_Ti_102.009495.009495.2 2 3.363 0.2936 1986.67 1985.1 1 66.66667 1 R.FQMTQEVVCDECPNVK.L 185 2 *
2312 ENSG00000164332:ENSMUSG00000041231:ENSRNOG00000004477 UBLCP1 gi|21450802|ref|NP_659486.1| gi|21450802|ref|NP_659486.1| ubiquitin-like domain containing CTD phosphatase 1 [Homo sapien 1 2 4.7 318 36733 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.011817.01181 2 2.6447 0.1702 1652.03 1652 1 53.571426 1 R.RGLIDVKPLGVIWGK.F 224 2 *
2312 ENSG00000164332:ENSMUSG00000041231:ENSRNOG00000004477 UBLCP1 gi|21450802|ref|NP_659486.1| gi|21450802|ref|NP_659486.1| ubiquitin-like domain containing CTD phosphatase 1 [Homo sapien 1 2 4.7 318 36733 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.012058.0120 2 3.3159 0.2909 1653.17 1652 3 53.571426 1 R.RGLIDVKPLGVIWGK.F 224 2 *
2313 ENSG00000196954:ENSMUSG00000033538:ENSRNOG00000033697 CASP4 gi|15451910|ref|NP_150649.1| gi|15451910|ref|NP_150649.1|;gi|4502577|ref|NP_001216.1|;gcaspase 4 isoform gamma precursor [Homo sapiens] 1 2 5.3 321 36705 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.015099.01509 2 3.2805 0.2377 2100.37 2097.4 1 53.125 1 K.KPDVLLYDTIFQIFNNR.N 169 2
2313 ENSG00000196954:ENSMUSG00000033538:ENSRNOG00000033697 CASP4 gi|15451910|ref|NP_150649.1| gi|15451910|ref|NP_150649.1|;gi|4502577|ref|NP_001216.1|;gcaspase 4 isoform gamma precursor [Homo sapiens] 1 2 5.3 321 36705 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.014573.0145 2 2.5793 0.1144 2099.15 2097.4 1 46.875 1 K.KPDVLLYDTIFQIFNNR.N 169 2
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsSD-NE_PHA_lymphocytes_PK_111.019410.019410 2 3.1167 0.2155 1664.01 1665 1 64.28571 1 Q.AHCIGFPELVLPVVL.Q 538 0
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsSD-NE_PHA_lymphocytes_PK_111.017965.017965 2 4.6527 0.2279 1795.67 1793.1 1 73.333336 1 Q.AHCIGFPELVLPVVLQ.L 538 0
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsSD-NE_PHA_lymphocytes_PK_107.011359.011359 2 3.1 0.225 1992.57 1990.2 1 53.125 1 S.NVNLQEKAYRDGLVEQL.Y 510 0
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.011366.0113 2 4.3947 0.3725 2208.45 2206.2 1 66.66667 1 K.DLFDLNSSEEDDTEGFSER.G 666 2
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsSD-NE_PHA_lymphocytes_PK_102.002825.002825 1 3.141 0.1969 1506.83 1505.8 2 57.14286 1 L.SGSSGAFIPVLPFIL.E 466 0
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|NP_056473.2| gi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 homolog [Homo sapiens] 6 6 9.6 749 84905 5.6 HsSD-NE_PHA_lymphocytes_PK_105.019055.019055 2 3.0768 0.243 1770.73 1770 1 60.714287 1 K.AYRDGLVEQLYDLTL.E 517 1
2315 ENSG00000198841:ENSMUSG00000073775:NA KTI12 gi|19923939|ref|NP_612426.1| gi|19923939|ref|NP_612426.1| "KTI12 homolog, chromatin associated [Homo sapiens] " 2 3 14.7 354 38616 7 HsSD-NE_PHA_lymphocytes_Ti_114.013796.013796 3 4.5119 0.4536 2661.74 2664.1 4 27.272728 2 R.NRWDRPLFTLVGLEEPLPLAGIR.S 223 2 *
2315 ENSG00000198841:ENSMUSG00000073775:NA KTI12 gi|19923939|ref|NP_612426.1| gi|19923939|ref|NP_612426.1| "KTI12 homolog, chromatin associated [Homo sapiens] " 2 3 14.7 354 38616 7 HsSD-NE_NT_lymphocytes_Ti_112.012626.012626.3 3 3.1331 0.1245 3021.68 3022.4 2 27.67857 1 R.TPLCLVYCVRPGGPIAGPQVAGANENPGR.N 100 2 *
2316 ENSG00000135387:ENSMUSG00000027184:ENSRNOG00000009152 CAPRIN1 gi|42558250|ref|NP_005889.3| gi|42558250|ref|NP_005889.3|;gi|42734503|ref|NP_976240.1| membrane component chromosome 11 surface marker 1 isoform 1 3 6 5.8 709 78366 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.013486.013486 2 3.9336 0.31 2294.95 2296.5 1 50 4 R.LNEQYEHASIHLWDLLEGK.E 203 2
2316 ENSG00000135387:ENSMUSG00000027184:ENSRNOG00000009152 CAPRIN1 gi|42558250|ref|NP_005889.3| gi|42558250|ref|NP_005889.3|;gi|42734503|ref|NP_976240.1| membrane component chromosome 11 surface marker 1 isoform 1 3 6 5.8 709 78366 5.2 HsSD-NE_NT_lymphocytes_Ti_109.014549.014549.3 3 3.1052 0.1298 2296.37 2296.5 6 31.944445 1 R.LNEQYEHASIHLWDLLEGK.E 203 2
2316 ENSG00000135387:ENSMUSG00000027184:ENSRNOG00000009152 CAPRIN1 gi|42558250|ref|NP_005889.3| gi|42558250|ref|NP_005889.3|;gi|42734503|ref|NP_976240.1| membrane component chromosome 11 surface marker 1 isoform 1 3 6 5.8 709 78366 5.2 HsSD-NE_NT_lymphocytes_Ti_104.019943.019943.2 2 2.9015 0.2366 2495.33 2494.8 2 35.714287 1 K.QGLNGVPILSEEELSLLDEFYK.L 170 2
2317 ENSG00000103423:ENSMUSG00000004069:ENSRNOG00000003855 DNAJA3 gi|31542539|ref|NP_005138.2| gi|31542539|ref|NP_005138.2| "DnaJ (Hsp40) homolog, subfamily A, member 3 [Homo sapiens] " 2 4 8.1 480 52538 9.3 HsSD-NE_PHA_lymphocytes_Ti_104.021503.021503 2 2.8494 0.2412 2342.87 2342.6 1 36.363636 2 R.DGADIHSDLFISIAQALLGGTAR.A 342 2 *
2317 ENSG00000103423:ENSMUSG00000004069:ENSRNOG00000003855 DNAJA3 gi|31542539|ref|NP_005138.2| gi|31542539|ref|NP_005138.2| "DnaJ (Hsp40) homolog, subfamily A, member 3 [Homo sapiens] " 2 4 8.1 480 52538 9.3 HsSD-NE_NT_lymphocytes_Ti_104.014504.014504.2 2 3.1799 0.258 1828.69 1829 1 53.333336 2 K.FSQLAEAYEVLSDEVK.R 135 2 *
2318 ENSG00000130304:ENSMUSG00000031808:ENSRNOG00000018170 SLC27A1 gi|38524616|ref|NP_940982.1| gi|38524616|ref|NP_940982.1| "solute carrier family 27, member 1 [Homo sapiens] " 4 4 10.5 646 71108 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.012935.01293 2 3.1443 0.3686 3049.93 3049.3 1 33.333336 1 R.DAQGLCIPCQAGEPGLLVGQINQQDPLR.R 434 2 *
2318 ENSG00000130304:ENSMUSG00000031808:ENSRNOG00000018170 SLC27A1 gi|38524616|ref|NP_940982.1| gi|38524616|ref|NP_940982.1| "solute carrier family 27, member 1 [Homo sapiens] " 4 4 10.5 646 71108 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.015309.01530 3 3.0115 0.2691 2508.83 2508.8 3 28.40909 1 K.FCSGDLGPEGILPDTHLLDPLLK.E 203 2 *
2318 ENSG00000130304:ENSMUSG00000031808:ENSRNOG00000018170 SLC27A1 gi|38524616|ref|NP_940982.1| gi|38524616|ref|NP_940982.1| "solute carrier family 27, member 1 [Homo sapiens] " 4 4 10.5 646 71108 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.015514.0155 2 2.4667 0.1305 2509.67 2508.8 6 31.818182 1 K.FCSGDLGPEGILPDTHLLDPLLK.E 203 2 *
2318 ENSG00000130304:ENSMUSG00000031808:ENSRNOG00000018170 SLC27A1 gi|38524616|ref|NP_940982.1| gi|38524616|ref|NP_940982.1| "solute carrier family 27, member 1 [Homo sapiens] " 4 4 10.5 646 71108 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_107.009095.0090 2 3.4956 0.2252 1921.35 1920.1 1 62.5 1 R.WRGENVSTTEVEGVLSR.L 514 2 *
2319 ENSG00000164134:ENSMUSG00000063273:ENSRNOG00000012385 NARG1 gi|17149828|ref|NP_476516.1| gi|17149828|ref|NP_476516.1| NMDA receptor regulated 1 [Homo sapiens] 4 7 7.6 866 101272 7.4 HsSD-NE_PHA_lymphocytes_Ti_115.011182.011182 2 2.4742 0.1712 1656.77 1655.9 3 54.166668 2 K.SHVCWHVYGLLQR.S 79 2
2319 ENSG00000164134:ENSMUSG00000063273:ENSRNOG00000012385 NARG1 gi|17149828|ref|NP_476516.1| gi|17149828|ref|NP_476516.1| NMDA receptor regulated 1 [Homo sapiens] 4 7 7.6 866 101272 7.4 HsSD-NE_NT_lymphocytes_Ti_115.018956.018956.3 3 6.0444 0.3717 3078.26 3075.6 1 37.962963 3 K.IGQPSIALEYINTAIESTPTLIELFLVK.A 387 2 *
2319 ENSG00000164134:ENSMUSG00000063273:ENSRNOG00000012385 NARG1 gi|17149828|ref|NP_476516.1| gi|17149828|ref|NP_476516.1| NMDA receptor regulated 1 [Homo sapiens] 4 7 7.6 866 101272 7.4 HsSD-NE_NT_lymphocytes_Ti_114.018899.018899.2 2 4.2376 0.4027 3076.83 3075.6 1 37.037037 1 K.IGQPSIALEYINTAIESTPTLIELFLVK.A 387 2 *
2319 ENSG00000164134:ENSMUSG00000063273:ENSRNOG00000012385 NARG1 gi|17149828|ref|NP_476516.1| gi|17149828|ref|NP_476516.1| NMDA receptor regulated 1 [Homo sapiens] 4 7 7.6 866 101272 7.4 HsSD-NE_NT_lymphocytes_Ti_109.014055.014055.2 2 2.5377 0.1932 3033.27 3032.3 8 27.083334 1 K.TQQTSPDKVDYEYSELLLYQNQVLR.E 177 2 *
2320 ENSG00000112685:ENSMUSG00000021357:ENSRNOG00000033643 EXOC2 gi|21361625|ref|NP_060773.3| gi|21361625|ref|NP_060773.3| Sec5 protein [Homo sapiens] 4 5 7.5 924 104066 6.9 HsSD-NE_PHA_lymphocytes_PK_110.018116.018116 2 2.8412 0.3257 1344.93 1345.6 1 80 1 L.VLSQLPNFWKL.W 459 0 *
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2320 ENSG00000112685:ENSMUSG00000021357:ENSRNOG00000033643 EXOC2 gi|21361625|ref|NP_060773.3| gi|21361625|ref|NP_060773.3| Sec5 protein [Homo sapiens] 4 5 7.5 924 104066 6.9 HsSD-NE_PHA_lymphocytes_PK_109.018475.018475 2 2.877 0.1551 1378.15 1376.6 1 70 1 K.FLFNLPLNIER.N 282 2 *
2320 ENSG00000112685:ENSMUSG00000021357:ENSRNOG00000033643 EXOC2 gi|21361625|ref|NP_060773.3| gi|21361625|ref|NP_060773.3| Sec5 protein [Homo sapiens] 4 5 7.5 924 104066 6.9 HsSD-NE_NT_lymphocytes_Ti_113.018460.018460.3 3 6.081 0.341 3090.62 3089.6 1 31.730768 2 R.LTHESLTALEIPNDLLQTIQDLILDLR.V 557 2 *
2320 ENSG00000112685:ENSMUSG00000021357:ENSRNOG00000033643 EXOC2 gi|21361625|ref|NP_060773.3| gi|21361625|ref|NP_060773.3| Sec5 protein [Homo sapiens] 4 5 7.5 924 104066 6.9 HsSD-NE_NT_lymphocytes_Ti_104.016186.016186.2 2 4.0471 0.3032 2202.27 2199.5 1 52.63158 1 K.ADPIVGSLEPGIYAGYFDWK.D 768 2 *
2321 ENSG00000151689:ENSMUSG00000026102:ENSRNOG00000012375 INPP1 gi|4504703|ref|NP_002185.1| gi|4504703|ref|NP_002185.1| inositol polyphosphate-1-phosphatase [Homo sapiens] 2 2 14 399 43998 5.3 HsSD-NE_PHA_lymphocytes_PK_109.015909.015909 2 2.8472 0.3343 1717.21 1716.1 3 46.666668 1 Q.TGVPLMGVINQPFVSR.D 193 1 *
2321 ENSG00000151689:ENSMUSG00000026102:ENSRNOG00000012375 INPP1 gi|4504703|ref|NP_002185.1| gi|4504703|ref|NP_002185.1| inositol polyphosphate-1-phosphatase [Homo sapiens] 2 2 14 399 43998 5.3 HsSD-NE_NT_lymphocytes_Ti_105.018766.018766.3 3 3.4703 0.1713 4546.52 4548.1 2 17.948719 1 R.VVHQDVAFTDPTLDSTEINVPQDILGIWVDPIDSTYQYIK.G 124 2 *
2322 ENSG00000162613:ENSMUSG00000028034:NA FUBP1 gi|17402900|ref|NP_003893.2| gi|17402900|ref|NP_003893.2| far upstream element-binding protein [Homo sapiens] 3 5 6.1 644 67560 7.6 HsSD-NE_PHA_lymphocytes_Ti_112.011031.011031 2 4.5846 0.4489 2641.21 2642 1 44 1 K.GRPAPGFHHGDGPGNAVQEIMIPASK.A 171 2 *
2322 ENSG00000162613:ENSMUSG00000028034:NA FUBP1 gi|17402900|ref|NP_003893.2| gi|17402900|ref|NP_003893.2| far upstream element-binding protein [Homo sapiens] 3 5 6.1 644 67560 7.6 HsSD-NE_PHA_lymphocytes_Ti_113.010856.010856 3 4.5025 0.3173 2641.25 2642 1 38 3 K.GRPAPGFHHGDGPGNAVQEIMIPASK.A 171 2 *
2322 ENSG00000162613:ENSMUSG00000028034:NA FUBP1 gi|17402900|ref|NP_003893.2| gi|17402900|ref|NP_003893.2| far upstream element-binding protein [Homo sapiens] 3 5 6.1 644 67560 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011410.01141 2 3.4937 0.3504 1540.13 1540.7 1 79.16667 1 R.CQHAAEIITDLLR.S 332 2 *
2323 ENSG00000083520:ENSMUSG00000033166:ENSRNOG00000009125 DIS3 gi|19923416|ref|NP_055768.2| gi|19923416|ref|NP_055768.2| KIAA1008 [Homo sapiens] 2 7 4.8 958 108976 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.011027.0110 2 3.5041 0.2392 1953.81 1951.2 1 55.88235 2 R.LLAVAIGADCTYPELTDK.H 790 2 *
2323 ENSG00000083520:ENSMUSG00000033166:ENSRNOG00000009125 DIS3 gi|19923416|ref|NP_055768.2| gi|19923416|ref|NP_055768.2| KIAA1008 [Homo sapiens] 2 7 4.8 958 108976 7.1 HsSD-NE_NT_lymphocytes_Ti_108.016901.016901.3 3 4.0384 0.2092 3207.23 3205.6 1 26.85185 5 K.ETETEVLLLEHDVPHQPFSQAVLSFLPK.M 427 2 *
2324 ENSG00000187994:ENSMUSG00000051735:ENSRNOG00000025354 RINL gi|38348206|ref|NP_940847.1| gi|38348206|ref|NP_940847.1| hypothetical protein LOC126432 [Homo sapiens] 2 3 7.3 452 50053 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.009285.0092 2 2.6233 0.2203 1217.57 1217.4 1 85 2 R.LAHLHAACAPR.R 300 2 *
2324 ENSG00000187994:ENSMUSG00000051735:ENSRNOG00000025354 RINL gi|38348206|ref|NP_940847.1| gi|38348206|ref|NP_940847.1| hypothetical protein LOC126432 [Homo sapiens] 2 3 7.3 452 50053 6.1 HsSD-NE_NT_lymphocytes_Ti_106.013029.013029.3 3 3.1579 0.2247 2320.91 2323.6 2 35.714287 1 K.KDEDPGPALETAVCQAVLAPLK.P 223 2 *
2325 ENSG00000157184:ENSMUSG00000028607:ENSRNOG00000012443 CPT2 gi|4503023|ref|NP_000089.1| gi|4503023|ref|NP_000089.1| carnitine palmitoyltransferase II [Homo sapiens] 3 4 6.2 658 73777 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.016512.01651 3 3.3953 0.1663 2924.15 2921.2 1 31 1 K.GNFYIFDVLDQDGNIVSPSEIQAHLK.Y 249 2 *
2325 ENSG00000157184:ENSMUSG00000028607:ENSRNOG00000012443 CPT2 gi|4503023|ref|NP_000089.1| gi|4503023|ref|NP_000089.1| carnitine palmitoyltransferase II [Homo sapiens] 3 4 6.2 658 73777 8.2 HsNaOH-NE_NT_lymphocytes_Ti_108.010590.01059 2 3.5722 0.2842 1636.51 1635.9 1 67.85714 1 R.AGLLEPEVFHLNPAK.S 168 2 *
2325 ENSG00000157184:ENSMUSG00000028607:ENSRNOG00000012443 CPT2 gi|4503023|ref|NP_000089.1| gi|4503023|ref|NP_000089.1| carnitine palmitoyltransferase II [Homo sapiens] 3 4 6.2 658 73777 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.016546.0165 2 3.3528 0.341 2922.35 2921.2 1 32 1 K.GNFYIFDVLDQDGNIVSPSEIQAHLK.Y 249 2 *
2325 ENSG00000157184:ENSMUSG00000028607:ENSRNOG00000012443 CPT2 gi|4503023|ref|NP_000089.1| gi|4503023|ref|NP_000089.1| carnitine palmitoyltransferase II [Homo sapiens] 3 4 6.2 658 73777 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007708.0077 2 2.3409 0.1047 1635.01 1635.9 7 46.42857 1 R.AGLLEPEVFHLNPAK.S 168 2 *
2326 ENSG00000136653:ENSMUSG00000026430:ENSRNOG00000005342 RASSF5 gi|32996731|ref|NP_872604.1| gi|32996731|ref|NP_872604.1|;gi|32996735|ref|NP_872606.1| Ras association (RalGDS/AF-6) domain family 5 isoform A [Homo s 1 3 8.9 418 47090 9.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.020261.0202 3 4.1619 0.3521 4410.38 4407.8 1 21.527777 1 K.ENETGEVEWDAFSIPELQNFLTILEKEEQDKIQQVQK.K 361 2
2326 ENSG00000136653:ENSMUSG00000026430:ENSRNOG00000005342 RASSF5 gi|32996731|ref|NP_872604.1| gi|32996731|ref|NP_872604.1|;gi|32996735|ref|NP_872606.1| Ras association (RalGDS/AF-6) domain family 5 isoform A [Homo s 1 3 8.9 418 47090 9.1 HsSD-NE_NT_lymphocytes_Ti_106.019975.019975.3 3 4.9282 0.3859 4408.58 4407.8 1 21.527777 2 K.ENETGEVEWDAFSIPELQNFLTILEKEEQDKIQQVQK.K 361 2
2327 ENSG00000162739:ENSMUSG00000015314:ENSRNOG00000038286 SLAMF6 gi|16418407|ref|NP_443163.1| gi|16418407|ref|NP_443163.1| activating NK receptor precursor [Homo sapiens] 1 2 6.9 331 37274 6.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009095.00909 2 3.8939 0.4856 2553.39 2553.7 1 43.18182 1 R.NLEYVSVSPTNNTVYASVTHSNR.E 270 2 *
2327 ENSG00000162739:ENSMUSG00000015314:ENSRNOG00000038286 SLAMF6 gi|16418407|ref|NP_443163.1| gi|16418407|ref|NP_443163.1| activating NK receptor precursor [Homo sapiens] 1 2 6.9 331 37274 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.009501.0095 2 4.1616 0.3817 2554.45 2553.7 9 34.090908 1 R.NLEYVSVSPTNNTVYASVTHSNR.E 270 2 *
2328 ENSG00000138964:ENSMUSG00000022439:ENSRNOG00000021907 PARVG gi|11545879|ref|NP_071424.1| gi|11545879|ref|NP_071424.1| "parvin, gamma [Homo sapiens] " 1 2 5.4 331 37485 5.5 HsNaOH-NE_NT_lymphocytes_Ti_111.014031.01403 2 3.8179 0.2521 2134.61 2134.6 1 61.764706 1 K.VLMEWINATLLPEHIVVR.S 49 2 *
2328 ENSG00000138964:ENSMUSG00000022439:ENSRNOG00000021907 PARVG gi|11545879|ref|NP_071424.1| gi|11545879|ref|NP_071424.1| "parvin, gamma [Homo sapiens] " 1 2 5.4 331 37485 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_112.013652.0136 2 3.1139 0.2882 2133.61 2134.6 1 44.11765 1 K.VLMEWINATLLPEHIVVR.S 49 2 *
2329 ENSG00000121940:ENSMUSG00000027884:ENSRNOG00000020360 CLCC1 gi|115270970|ref|NP_001041675.1| gi|115270970|ref|NP_001041675.1| Mid-1-related chloride channel 1 isoform 1 [Homo sapiens] 3 6 9.8 551 62023 5.6 HsSD-NE_PHA_lymphocytes_PK_111.015212.015212 2 2.7869 0.1788 1562.55 1562 2 61.538464 1 L.LVNPIWLVPPTKAL.A 287 0
2329 ENSG00000121940:ENSMUSG00000027884:ENSRNOG00000020360 CLCC1 gi|115270970|ref|NP_001041675.1| gi|115270970|ref|NP_001041675.1| Mid-1-related chloride channel 1 isoform 1 [Homo sapiens] 3 6 9.8 551 62023 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.019119.0191 3 4.8362 0.3738 2694.44 2693 1 39.130436 3 K.FLNGEDWKPGALDDALSDILINFK.F 140 2 *
2329 ENSG00000121940:ENSMUSG00000027884:ENSRNOG00000020360 CLCC1 gi|115270970|ref|NP_001041675.1| gi|115270970|ref|NP_001041675.1| Mid-1-related chloride channel 1 isoform 1 [Homo sapiens] 3 6 9.8 551 62023 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009780.0097 2 3.8811 0.3767 1741.91 1741.9 1 66.66667 2 R.HIGGPESEPPQALRPR.D 362 2
2330 ENSG00000176978:ENSMUSG00000026958:ENSRNOG00000012640 DPP7 gi|62420888|ref|NP_037511.2| gi|62420888|ref|NP_037511.2| dipeptidyl peptidase 7 preproprotein [Homo sapiens] 1 4 4.1 492 54341 6.3 HsSD-NE_PHA_lymphocytes_Ti_108.022355.022355 2 3.6193 0.3428 2229.89 2227.5 1 47.368423 3 R.GHTELLTVEQALADFAELLR.A 124 2 *
2330 ENSG00000176978:ENSMUSG00000026958:ENSRNOG00000012640 DPP7 gi|62420888|ref|NP_037511.2| gi|62420888|ref|NP_037511.2| dipeptidyl peptidase 7 preproprotein [Homo sapiens] 1 4 4.1 492 54341 6.3 HsSD-NE_NT_lymphocytes_Ti_111.017749.017749.2 2 3.7909 0.3628 2227.09 2227.5 1 42.105263 1 R.GHTELLTVEQALADFAELLR.A 124 2 *
2331 ENSG00000138279:ENSMUSG00000021814:ENSRNOG00000025698 ANXA7 gi|4502111|ref|NP_001147.1| gi|4502111|ref|NP_001147.1|;gi|4809279|ref|NP_004025.1| annexin VII isoform 1 [Homo sapiens] 2 3 7.7 466 50316 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.011376.011376 2 2.7371 0.2377 1116.37 1117.3 1 93.75 1 R.VLIEILCTR.T 257 2
2331 ENSG00000138279:ENSMUSG00000021814:ENSRNOG00000025698 ANXA7 gi|4502111|ref|NP_001147.1| gi|4502111|ref|NP_001147.1|;gi|4809279|ref|NP_004025.1| annexin VII isoform 1 [Homo sapiens] 2 3 7.7 466 50316 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008014.00801 3 4.7286 0.2061 3176.12 3174.4 1 32.692307 2 R.LLVSMCQGNRDENQSINHQMAQEDAQR.L 300 2
2332 ENSG00000132434:ENSMUSG00000062190:ENSRNOG00000006810 LANCL2 gi|8923911|ref|NP_061167.1| gi|8923911|ref|NP_061167.1| LanC lantibiotic synthetase component C-like 2 [Homo sapiens] 2 2 9.6 450 50854 7.4 HsSD-NE_PHA_lymphocytes_PK_108.013295.013295 2 2.8831 0.2137 1472.67 1471.7 1 65.38461 1 S.AIKEVVNAIIESGK.T 223 1 *
2332 ENSG00000132434:ENSMUSG00000062190:ENSRNOG00000006810 LANCL2 gi|8923911|ref|NP_061167.1| gi|8923911|ref|NP_061167.1| LanC lantibiotic synthetase component C-like 2 [Homo sapiens] 2 2 9.6 450 50854 7.4 HsNaOH-NE_NT_lymphocytes_Ti_115.015802.01580 3 3.7621 0.2148 3179.33 3177.6 1 28.57143 1 R.IPDRPYSLFEGMAGAIHFLSDVLGPETSR.F 410 2 *
2333 ENSG00000166889:ENSMUSG00000046139:ENSRNOG00000021052 PATL1 gi|22749427|ref|NP_689929.1| gi|22749427|ref|NP_689929.1| protein associated with topoisomerase II homolog 1 [Homo sapiens 2 3 5.4 627 70639 9.7 HsSD-NE_PHA_lymphocytes_PK_111.016770.016770 2 3.1946 0.2799 1615.55 1614 1 57.14286 1 A.LAKPISIPTNLVSLF.S 590 0 *
2333 ENSG00000166889:ENSMUSG00000046139:ENSRNOG00000021052 PATL1 gi|22749427|ref|NP_689929.1| gi|22749427|ref|NP_689929.1| protein associated with topoisomerase II homolog 1 [Homo sapiens 2 3 5.4 627 70639 9.7 HsNaOH-NE_NT_lymphocytes_Ti_106.016610.01661 2 2.7057 0.1489 2093.91 2092.5 2 44.444447 2 R.ILPFLSTEQAADILMTTAR.N 457 2 *
2334 ENSG00000185344:ENSMUSG00000038023:ENSRNOG00000001019 ATP6V0A2 gi|42741679|ref|NP_036595.2| gi|42741679|ref|NP_036595.2| "ATPase, H+ transporting, lysosomal V0 subunit A2 [Homo sapiens 4 5 7.6 856 98082 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.012292.0122 2 3.1302 0.1979 1795.71 1794.1 6 46.666668 2 R.HNSILQLDPSIPGVFR.G 511 2 *
2334 ENSG00000185344:ENSMUSG00000038023:ENSRNOG00000001019 ATP6V0A2 gi|42741679|ref|NP_036595.2| gi|42741679|ref|NP_036595.2| "ATPase, H+ transporting, lysosomal V0 subunit A2 [Homo sapiens 4 5 7.6 856 98082 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007690.00769 2 2.5529 0.2218 2485.29 2485.6 1 44.444447 1 K.ICDCYHCHVYPYPNTAEER.R 241 2 *
2334 ENSG00000185344:ENSMUSG00000038023:ENSRNOG00000001019 ATP6V0A2 gi|42741679|ref|NP_036595.2| gi|42741679|ref|NP_036595.2| "ATPase, H+ transporting, lysosomal V0 subunit A2 [Homo sapiens 4 5 7.6 856 98082 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.015146.01514 2 3.4386 0.4135 1899.55 1898.2 1 59.375 1 R.GPYPLGIDPIWNLATNR.L 527 2 *
2334 ENSG00000185344:ENSMUSG00000038023:ENSRNOG00000001019 ATP6V0A2 gi|42741679|ref|NP_036595.2| gi|42741679|ref|NP_036595.2| "ATPase, H+ transporting, lysosomal V0 subunit A2 [Homo sapiens 4 5 7.6 856 98082 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013878.01387 2 2.9839 0.2629 1645.23 1646 1 58.333332 1 K.NLLELIEYTHMLR.V 121 2 *
2335 ENSG00000140718:ENSMUSG00000055932:ENSRNOG00000011728 FTO gi|122937263|ref|NP_001073901.1| gi|122937263|ref|NP_001073901.1| fat mass and obesity associated [Homo sapiens] 3 4 13.5 505 58282 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.015688.015688 3 3.7725 0.2512 4679.24 4679.2 1 19.375 2 K.ISWDIETPGLAIPLHQGDCYFMLDDLNATHQHCVLAGSQPR.F 276 2 *
2335 ENSG00000140718:ENSMUSG00000055932:ENSRNOG00000011728 FTO gi|122937263|ref|NP_001073901.1| gi|122937263|ref|NP_001073901.1| fat mass and obesity associated [Homo sapiens] 3 4 13.5 505 58282 5.2 HsSD-NE_NT_lymphocytes_Ti_103.018661.018661.2 2 3.7223 0.2177 1962.99 1961.3 1 70 1 R.LLEELEDTWLPYLTPK.D 19 2 *
2335 ENSG00000140718:ENSMUSG00000055932:ENSRNOG00000011728 FTO gi|122937263|ref|NP_001073901.1| gi|122937263|ref|NP_001073901.1| fat mass and obesity associated [Homo sapiens] 3 4 13.5 505 58282 5.2 HsSD-NE_NT_lymphocytes_Ti_102.011625.011625.2 2 3.063 0.0882 1502.87 1500.6 1 80 1 K.DDEFYQQWQLK.Y 35 2 *
2336 ENSG00000128203:ENSMUSG00000029348:ENSRNOG00000000660 ASPHD2 gi|10092629|ref|NP_065170.1| gi|10092629|ref|NP_065170.1| aspartate beta-hydroxylase domain containing 2 [Homo sapiens] 2 2 9 343 38855 7.3 HsNaOH-NE_NT_lymphocytes_Ti_110.013578.01357 2 4.4496 0.2733 1957.87 1955.3 1 62.5 1 R.VVFMVDLWHPNVAAAER.Q 316 2 *
2336 ENSG00000128203:ENSMUSG00000029348:ENSRNOG00000000660 ASPHD2 gi|10092629|ref|NP_065170.1| gi|10092629|ref|NP_065170.1| aspartate beta-hydroxylase domain containing 2 [Homo sapiens] 2 2 9 343 38855 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.018178.0181 2 3.6172 0.1801 1808.35 1807 4 57.692307 1 R.NFQTILCEFETLYK.A 168 2 *
2337 ENSG00000100462:ENSMUSG00000023110:ENSRNOG00000012046 PRMT5 gi|20070220|ref|NP_006100.2| gi|20070220|ref|NP_006100.2|;gi|88900507|ref|NP_00103470 protein arginine methyltransferase 5 isoform a [Homo sapiens] 3 5 9.4 637 72684 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.010849.010849 3 4.1564 0.4162 3493.88 3492.8 1 24.107143 1 R.LHNFHQLSAPQPCFTFSHPNRDPMIDNNR.Y 506 2
2337 ENSG00000100462:ENSMUSG00000023110:ENSRNOG00000012046 PRMT5 gi|20070220|ref|NP_006100.2| gi|20070220|ref|NP_006100.2|;gi|88900507|ref|NP_00103470 protein arginine methyltransferase 5 isoform a [Homo sapiens] 3 5 9.4 637 72684 6.3 HsSD-NE_PHA_lymphocytes_PK_114.016733.016733 2 3.971 0.1754 1942.05 1943.4 1 70 3 F.SWFPILFPIKQPITVR.E 578 1
2337 ENSG00000100462:ENSMUSG00000023110:ENSRNOG00000012046 PRMT5 gi|20070220|ref|NP_006100.2| gi|20070220|ref|NP_006100.2|;gi|88900507|ref|NP_00103470 protein arginine methyltransferase 5 isoform a [Homo sapiens] 3 5 9.4 637 72684 6.3 HsSD-NE_PHA_lymphocytes_PK_106.012754.012754 2 2.8429 0.2959 1760.93 1759 1 67.85714 1 A.FLLPLNQEDNTNLAR.V 122 1
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NP_036365.1| gi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein [Homo sapiens] 6 7 9.5 981 110524 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.015815.0158 2 3.8527 0.3502 2094.27 2091.5 1 52.941177 2 K.KLEEIIHQITNVEALIAR.A 828 2 *
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NP_036365.1| gi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein [Homo sapiens] 6 7 9.5 981 110524 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.018820.0188 2 3.1314 0.242 2143.51 2144.4 2 44.11765 1 R.KAENPQCLLGDFVTEFFK.I 316 2 *
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NP_036365.1| gi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein [Homo sapiens] 6 7 9.5 981 110524 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.010652.0106 2 3.1754 0.1104 1709.57 1709 1 60.714287 1 K.VLHYLAIQKPADLAR.H 764 2 *
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NP_036365.1| gi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein [Homo sapiens] 6 7 9.5 981 110524 5.6 HsSD-NE_NT_lymphocytes_Ti_112.012248.012248.2 2 3.0346 0.1913 1471.47 1471.8 1 87.5 1 R.HLLPCVIHAAVLK.V 779 2 *
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NP_036365.1| gi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein [Homo sapiens] 6 7 9.5 981 110524 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.012533.0125 2 2.94 0.1218 1977.15 1974.3 1 50 1 R.KVPNQYTHLSGLLDIFK.S 197 2 *
2339 ENSG00000136451:ENSMUSG00000018377:ENSRNOG00000009819 VEZF1 gi|56118214|ref|NP_009077.2| gi|56118214|ref|NP_009077.2| zinc finger protein 161 [Homo sapiens] 1 3 3.3 521 56931 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.007481.00748 2 4.1335 0.3254 2120.11 2118.2 1 56.25 2 K.LSHSDEKPFECPICNQR.F 194 2 *
2339 ENSG00000136451:ENSMUSG00000018377:ENSRNOG00000009819 VEZF1 gi|56118214|ref|NP_009077.2| gi|56118214|ref|NP_009077.2| zinc finger protein 161 [Homo sapiens] 1 3 3.3 521 56931 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007679.0076 2 3.4078 0.1202 2119.39 2118.2 6 46.875 1 K.LSHSDEKPFECPICNQR.F 194 2 *
2340 ENSG00000142765:ENSMUSG00000028860:ENSRNOG00000008600 SYTL1 gi|14249614|ref|NP_116261.1| gi|14249614|ref|NP_116261.1| synaptotagmin-like 1 [Homo sapiens] 2 3 7.6 550 60635 5.5 HsSD-NE_PHA_lymphocytes_PK_107.003662.003662 2 3.7562 0.3533 2297.39 2295.6 1 47.22222 1 V.PLDTWDWGSEPTWLPLQPR.V 358 1 *
2340 ENSG00000142765:ENSMUSG00000028860:ENSRNOG00000008600 SYTL1 gi|14249614|ref|NP_116261.1| gi|14249614|ref|NP_116261.1| synaptotagmin-like 1 [Homo sapiens] 2 3 7.6 550 60635 5.5 HsSD-NE_NT_lymphocytes_Ti_102.014696.014696.2 2 4.0692 0.284 2483.39 2483.8 1 38.636364 2 R.LSLGTGSSYGLQVPWMDSTPEEK.Q 500 2 *
2341 ENSG00000141349:ENSMUSG00000034793:ENSRNOG00000020902 G6PC3 gi|24308434|ref|NP_612396.1| gi|24308434|ref|NP_612396.1| glucose-6-phosphatase catalytic subunit 3 [Homo sapiens] 2 2 6.1 346 38735 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.011210.0112 2 3.2464 0.3199 2157.47 2157.4 2 37.5 1 R.DSGAALGLGIALHSPCYAQVR.R 254 2 *
2341 ENSG00000141349:ENSMUSG00000034793:ENSRNOG00000020902 G6PC3 gi|24308434|ref|NP_612396.1| gi|24308434|ref|NP_612396.1| glucose-6-phosphatase catalytic subunit 3 [Homo sapiens] 2 2 6.1 346 38735 8.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010898.01089 3 3.0683 0.1469 2158.37 2157.4 2 31.25 1 R.DSGAALGLGIALHSPCYAQVR.R 254 2 *
2342 ENSG00000198689:ENSMUSG00000060681:ENSRNOG00000000879 SLC9A6 gi|110227626|ref|NP_001036002.1| gi|110227626|ref|NP_001036002.1|;gi|5454070|ref|NP_00635 "solute carrier family 9 (sodium/hydrogen exchanger), member 6 is 2 2 4.7 701 77917 6.4 HsNaOH-NE_NT_lymphocytes_Ti_113.012072.01207 2 2.9071 0.2039 1742.43 1741.1 1 57.14286 1 K.IGSNFQHMMMFAGLR.G 476 2
2342 ENSG00000198689:ENSMUSG00000060681:ENSRNOG00000000879 SLC9A6 gi|110227626|ref|NP_001036002.1| gi|110227626|ref|NP_001036002.1|;gi|5454070|ref|NP_00635 "solute carrier family 9 (sodium/hydrogen exchanger), member 6 is 2 2 4.7 701 77917 6.4 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1912.191 2 2.8351 0.1461 2039.27 2037.2 2 47.058823 1 R.VGVDSDQEHLGVPENERR.T 540 2
2343 ENSG00000169499:ENSMUSG00000031557:ENSRNOG00000038365 PLEKHA2 gi|154146216|ref|NP_067636.1| gi|154146216|ref|NP_067636.1| "pleckstrin homology domain containing, family A (phosphoinositide 3 5 10.8 425 47245 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.013169.01316 2 3.82 0.2529 1297.69 1295.4 1 85 2 R.DNLFEIITSSR.T 264 2 *
2343 ENSG00000169499:ENSMUSG00000031557:ENSRNOG00000038365 PLEKHA2 gi|154146216|ref|NP_067636.1| gi|154146216|ref|NP_067636.1| "pleckstrin homology domain containing, family A (phosphoinositide 3 5 10.8 425 47245 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.010613.01061 2 5.5591 0.4047 2279.61 2277.5 1 54.761906 2 R.SISLTRPGSSSLSSGPNSILCR.G 312 2 *
2343 ENSG00000169499:ENSMUSG00000031557:ENSRNOG00000038365 PLEKHA2 gi|154146216|ref|NP_067636.1| gi|154146216|ref|NP_067636.1| "pleckstrin homology domain containing, family A (phosphoinositide 3 5 10.8 425 47245 8.7 HsSD-NE_NT_lymphocytes_Ti_108.015145.015145.2 2 3.0954 0.1367 1555.65 1553.8 1 70.83333 1 K.TPFCFVINALSQR.Y 78 2 *
2344 ENSG00000150768:ENSMUSG00000000168:ENSRNOG00000009994 DLAT gi|31711992|ref|NP_001922.2| gi|31711992|ref|NP_001922.2| dihydrolipoamide S-acetyltransferase [Homo sapiens] 4 5 13.1 647 68997 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.015492.015492 2 3.0439 0.1196 2386.57 2386.8 3 40.476192 1 R.DVPIGAIICITVGKPEDIEAFK.N 156 2 *
2344 ENSG00000150768:ENSMUSG00000000168:ENSRNOG00000009994 DLAT gi|31711992|ref|NP_001922.2| gi|31711992|ref|NP_001922.2| dihydrolipoamide S-acetyltransferase [Homo sapiens] 4 5 13.1 647 68997 7.8 HsSD-NE_PHA_lymphocytes_Ti_102.003011.003011 2 3.1642 0.236 1621.01 1618.8 1 53.571426 2 R.VVDGAVGAQWLAEFR.K 622 2 *
2344 ENSG00000150768:ENSMUSG00000000168:ENSRNOG00000009994 DLAT gi|31711992|ref|NP_001922.2| gi|31711992|ref|NP_001922.2| dihydrolipoamide S-acetyltransferase [Homo sapiens] 4 5 13.1 647 68997 7.8 HsSD-NE_NT_lymphocytes_Ti_103.014004.014004.2 2 3.569 0.2623 1517.79 1517.7 1 67.85714 1 K.GVETIANDVVSLATK.A 533 2 *
2344 ENSG00000150768:ENSMUSG00000000168:ENSRNOG00000009994 DLAT gi|31711992|ref|NP_001922.2| gi|31711992|ref|NP_001922.2| dihydrolipoamide S-acetyltransferase [Homo sapiens] 4 5 13.1 647 68997 7.8 HsSD-NE_NT_lymphocytes_Ti_107.015452.015452.3 3 4.4647 0.2811 3214.58 3211.8 1 25.78125 1 K.VAPAPAAVVPPTGPGMAPVPTGVFTDIPISNIR.R 397 2 *
2345 ENSG00000204228:ENSMUSG00000073422:ENSRNOG00000000466 HSD17B8 gi|15277342|ref|NP_055049.1| gi|15277342|ref|NP_055049.1| estradiol 17 beta-dehydrogenase 8 [Homo sapiens] 2 2 11.1 261 26974 6.5 HsSD-NE_PHA_lymphocytes_Ti_101.004486.004486 2 2.9794 0.3148 1473.03 1473.5 6 53.846157 1 R.GNHAAFQADVSEAR.A 67 2 *
2345 ENSG00000204228:ENSMUSG00000073422:ENSRNOG00000000466 HSD17B8 gi|15277342|ref|NP_055049.1| gi|15277342|ref|NP_055049.1| estradiol 17 beta-dehydrogenase 8 [Homo sapiens] 2 2 11.1 261 26974 6.5 HsSD-NE_NT_lymphocytes_Ti_103.010300.010300.2 2 3.1998 0.1621 1332.57 1330.5 1 71.42857 1 R.SALALVTGAGSGIGR.A 11 2 *
2346 ENSG00000100023:ENSMUSG00000022771:ENSRNOG00000026900 PPIL2 gi|22547212|ref|NP_680480.1| gi|22547212|ref|NP_680480.1|;gi|22547215|ref|NP_680481.1| peptidylprolyl isomerase-like 2 isoform a [Homo sapiens] 2 3 6.7 520 58823 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.009425.00942 1 1.9761 0.1442 1471.74 1470.8 1 58.333332 1 R.KTQLKVAPETKVK.S 450 2
2346 ENSG00000100023:ENSMUSG00000022771:ENSRNOG00000026900 PPIL2 gi|22547212|ref|NP_680480.1| gi|22547212|ref|NP_680480.1|;gi|22547215|ref|NP_680481.1| peptidylprolyl isomerase-like 2 isoform a [Homo sapiens] 2 3 6.7 520 58823 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.012188.0121 2 3.6198 0.438 2481.43 2482.7 1 45.238094 2 R.IDATTVFVDPYEEADAQIAQER.K 428 2
2347 ENSG00000172375:ENSMUSG00000032120:ENSRNOG00000009719 TMEM24 gi|42716277|ref|NP_055622.3| gi|42716277|ref|NP_055622.3| transmembrane protein 24 [Homo sapiens] 2 4 5.2 707 76179 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007800.0078 2 2.9876 0.3048 1679.71 1678.8 2 50 1 R.GDRGPGPALAGEPAGSLR.E 44 2 *
2347 ENSG00000172375:ENSMUSG00000032120:ENSRNOG00000009719 TMEM24 gi|42716277|ref|NP_055622.3| gi|42716277|ref|NP_055622.3| transmembrane protein 24 [Homo sapiens] 2 4 5.2 707 76179 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007491.00749 2 4.3935 0.4291 1678.33 1678.8 1 64.70589 2 R.GDRGPGPALAGEPAGSLR.E 44 2 *
2347 ENSG00000172375:ENSMUSG00000032120:ENSRNOG00000009719 TMEM24 gi|42716277|ref|NP_055622.3| gi|42716277|ref|NP_055622.3| transmembrane protein 24 [Homo sapiens] 2 4 5.2 707 76179 7.5 HsNaOH-NE_NT_lymphocytes_Ti_110.007836.00783 2 3.9685 0.4991 2172.51 2171.4 1 61.11111 1 R.ASISHVTCVDQSEHTMVLR.C 135 2 *
2348 ENSG00000100722:ENSMUSG00000021012:ENSRNOG00000004083 ZC3H14 gi|40804742|ref|NP_079100.2| gi|40804742|ref|NP_079100.2| zinc finger CCCH-type containing 14 isoform 1 [Homo sapiens] 3 6 7.6 736 82876 7.3 HsSD-NE_PHA_lymphocytes_Ti_111.011115.011115 3 4.2132 0.3915 2095.25 2096.4 1 38.88889 1 R.RHEAAVPPLAIPSARPEKR.D 109 2
2348 ENSG00000100722:ENSMUSG00000021012:ENSRNOG00000004083 ZC3H14 gi|40804742|ref|NP_079100.2| gi|40804742|ref|NP_079100.2| zinc finger CCCH-type containing 14 isoform 1 [Homo sapiens] 3 6 7.6 736 82876 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.009219.009219 3 3.7152 0.2007 2529.23 2527 1 35.869564 1 R.RIPVLSPKPAVAPPAPPSSSQLCR.Y 660 2
2348 ENSG00000100722:ENSMUSG00000021012:ENSRNOG00000004083 ZC3H14 gi|40804742|ref|NP_079100.2| gi|40804742|ref|NP_079100.2| zinc finger CCCH-type containing 14 isoform 1 [Homo sapiens] 3 6 7.6 736 82876 7.3 HsSD-NE_NT_lymphocytes_Ti_115.011024.011024.2 2 3.5928 0.3198 1512.35 1512.8 1 70.83333 4 R.GLLHPQQLHLLSR.Q 559 2 *
2349 ENSG00000033867:ENSMUSG00000021733:ENSRNOG00000005957 SLC4A7 gi|134288865|ref|NP_003606.3| gi|134288865|ref|NP_003606.3| "solute carrier family 4, sodium bicarbonate cotransporter, member 3 7 4.7 1214 136044 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.005505.0055 2 2.6975 0.0823 1316.43 1316.4 4 59.090908 4 K.EAAHHAGPELQR.T 566 2 *
2349 ENSG00000033867:ENSMUSG00000021733:ENSRNOG00000005957 SLC4A7 gi|134288865|ref|NP_003606.3| gi|134288865|ref|NP_003606.3| "solute carrier family 4, sodium bicarbonate cotransporter, member 3 7 4.7 1214 136044 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.014507.01450 3 3.5712 0.2008 1851.11 1848.2 2 41.17647 1 R.LAPAVLLTGLTEVPVPTR.F 449 2 *
2349 ENSG00000033867:ENSMUSG00000021733:ENSRNOG00000005957 SLC4A7 gi|134288865|ref|NP_003606.3| gi|134288865|ref|NP_003606.3| "solute carrier family 4, sodium bicarbonate cotransporter, member 3 7 4.7 1214 136044 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.020110.0201 3 4.7705 0.312 2917.01 2914.4 1 29.807693 2 K.IPTGAEASNVLVGEVDFLERPIIAFVR.L 422 2 *
2350 ENSG00000119912:ENSMUSG00000056999:ENSRNOG00000016833 IDE gi|155969707|ref|NP_004960.2| gi|155969707|ref|NP_004960.2| insulysin [Homo sapiens] 3 4 4 1019 117968 6.6 HsSD-NE_PHA_lymphocytes_PK_112.018315.018315 2 3.1734 0.2231 2031.83 2030.3 1 50 2 A.WTKDELKEALDDVTLPR.L 695 1 *
2350 ENSG00000119912:ENSMUSG00000056999:ENSRNOG00000016833 IDE gi|155969707|ref|NP_004960.2| gi|155969707|ref|NP_004960.2| insulysin [Homo sapiens] 3 4 4 1019 117968 6.6 HsSD-NE_PHA_lymphocytes_PK_105.013212.013212 2 3.4158 0.2245 1615.45 1614.8 1 73.07692 1 K.DELKEALDDVTLPR.L 698 2 *
2350 ENSG00000119912:ENSMUSG00000056999:ENSRNOG00000016833 IDE gi|155969707|ref|NP_004960.2| gi|155969707|ref|NP_004960.2| insulysin [Homo sapiens] 3 4 4 1019 117968 6.6 HsSD-NE_NT_lymphocytes_Ti_115.012044.012044.2 2 3.9553 0.3861 2514.33 2513.8 1 45.652176 1 K.SNPGHYLGHLIGHEGPGSLLSELK.S 328 2 *
2351 ENSG00000179409:ENSMUSG00000049396:ENSRNOG00000007751 GEMIN4 gi|122939157|ref|NP_056536.2| gi|122939157|ref|NP_056536.2| gemin 4 [Homo sapiens] 3 6 3 1058 120037 6 HsNaOH-NE_NT_lymphocytes_Ti_115.013324.01332 3 3.9434 0.356 2169.2 2169.5 1 39.705883 2 K.LPSETIFVGCEFLHHLLR.E 308 2 *
2351 ENSG00000179409:ENSMUSG00000049396:ENSRNOG00000007751 GEMIN4 gi|122939157|ref|NP_056536.2| gi|122939157|ref|NP_056536.2| gemin 4 [Homo sapiens] 3 6 3 1058 120037 6 HsNaOH-NE_PHA_lymphocytes_Ti_112.011076.0110 2 3.3804 0.3618 1682.61 1680.9 1 69.230774 1 K.YLPALDEFPHPPKR.L 189 2 *
2351 ENSG00000179409:ENSMUSG00000049396:ENSRNOG00000007751 GEMIN4 gi|122939157|ref|NP_056536.2| gi|122939157|ref|NP_056536.2| gemin 4 [Homo sapiens] 3 6 3 1058 120037 6 HsNaOH-NE_PHA_lymphocytes_Ti_113.013541.0135 2 2.775 0.2701 2168.65 2169.5 1 50 3 K.LPSETIFVGCEFLHHLLR.E 308 2 *
2352 ENSG00000139793:ENSMUSG00000022139:ENSRNOG00000010737 MBNL2 gi|21464125|ref|NP_659002.1| gi|21464125|ref|NP_659002.1|;gi|41281591|ref|NP_066368.2| muscleblind-like 2 isoform 1 [Homo sapiens] 1 5 3 367 39334 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.009514.00951 1 2.2056 0.2108 1309.73 1309.5 1 70 1 K.YFHPPAHLQAK.I 233 2
2352 ENSG00000139793:ENSMUSG00000022139:ENSRNOG00000010737 MBNL2 gi|21464125|ref|NP_659002.1| gi|21464125|ref|NP_659002.1|;gi|41281591|ref|NP_066368.2| muscleblind-like 2 isoform 1 [Homo sapiens] 1 5 3 367 39334 8.9 HsSD-NE_NT_lymphocytes_Ti_111.011217.011217.1 1 2.2317 0.1653 1309.72 1309.5 1 65 4 K.YFHPPAHLQAK.I 233 2
2353 ENSG00000133731:ENSMUSG00000027531:ENSRNOG00000010482 IMPA1 gi|5031789|ref|NP_005527.1| gi|5031789|ref|NP_005527.1| inositol(myo)-1(or 4)-monophosphatase 1 [Homo sapiens] 2 3 9.7 277 30189 5.3 HsSD-NE_PHA_lymphocytes_Ti_101.006422.006422 2 3.9903 0.3639 1809.05 1808.9 1 56.25 2 K.YPSHSFIGEESVAAGEK.S 62 2 *
2353 ENSG00000133731:ENSMUSG00000027531:ENSRNOG00000010482 IMPA1 gi|5031789|ref|NP_005527.1| gi|5031789|ref|NP_005527.1| inositol(myo)-1(or 4)-monophosphatase 1 [Homo sapiens] 2 3 9.7 277 30189 5.3 HsSD-NE_PHA_lymphocytes_PK_112.012813.012813 1 2.1635 0.1775 1212.81 1212.4 4 61.11111 1 K.LFCIPVHGIR.S 182 2 *
2354 ENSG00000166925:ENSMUSG00000029723:ENSRNOG00000024616 TSC22D4 gi|13569901|ref|NP_112197.1| gi|13569901|ref|NP_112197.1| "TSC22 domain family, member 4 [Homo sapiens] " 2 3 12.2 395 41026 7.2 HsSD-NE_PHA_lymphocytes_Ti_105.007794.007794 3 3.7865 0.3078 3091.58 3092.3 1 24.13793 2 K.AKAEKPPLSASSPQQRPPEPETGESAGTSR.A 179 2 *
2354 ENSG00000166925:ENSMUSG00000029723:ENSRNOG00000024616 TSC22D4 gi|13569901|ref|NP_112197.1| gi|13569901|ref|NP_112197.1| "TSC22 domain family, member 4 [Homo sapiens] " 2 3 12.2 395 41026 7.2 HsSD-NE_NT_lymphocytes_Ti_106.018781.018781.2 2 2.7601 0.1173 2141.41 2138.5 6 41.17647 1 R.FRVVKLPHGLGEPYRRGR.W 72 2 *
2355 ENSG00000182162:NA:NA P2RY8 gi|30023826|ref|NP_835230.1| gi|30023826|ref|NP_835230.1| G-protein coupled purinergic receptor P2Y8 [Homo sapiens] 1 2 5.6 359 40635 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.007109.0071 2 3.181 0.1135 2052.63 2052.2 5 39.473686 1 R.SEAGAHPEGMEGATRPGLQR.Q 335 2 *
2355 ENSG00000182162:NA:NA P2RY8 gi|30023826|ref|NP_835230.1| gi|30023826|ref|NP_835230.1| G-protein coupled purinergic receptor P2Y8 [Homo sapiens] 1 2 5.6 359 40635 9.5 HsNaOH-NE_NT_lymphocytes_Ti_109.006815.00681 2 3.7038 0.2687 2054.35 2052.2 3 42.105263 1 R.SEAGAHPEGMEGATRPGLQR.Q 335 2 *
2356 ENSG00000113621:ENSMUSG00000021497:ENSRNOG00000005316 TXNDC15 gi|94421469|ref|NP_078991.3| gi|94421469|ref|NP_078991.3| disulfide isomerase [Homo sapiens] 2 2 9.4 360 39885 4.8 HsNaOH-NE_NT_lymphocytes_Ti_115.012296.01229 3 3.1989 0.3386 2131.13 2131.6 2 32.894737 1 R.FGTVAVPNILLFQGAKPMAR.F 257 2 *
2356 ENSG00000113621:ENSMUSG00000021497:ENSRNOG00000005316 TXNDC15 gi|94421469|ref|NP_078991.3| gi|94421469|ref|NP_078991.3| disulfide isomerase [Homo sapiens] 2 2 9.4 360 39885 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.010840.0108 2 2.6242 0.1724 1547.49 1544.8 1 61.538464 1 R.FSASLAPHFNSLPR.A 222 2 *
2357 ENSG00000107959:ENSMUSG00000021193:ENSRNOG00000016511 PITRM1 gi|41352061|ref|NP_055704.2| gi|41352061|ref|NP_055704.2| metalloprotease 1 [Homo sapiens] 2 4 3.3 1037 117413 6.9 HsSD-NE_PHA_lymphocytes_PK_108.020235.020235 2 2.9405 0.1552 1787.07 1788 1 62.5 3 T.FFPCLRELDFWQE.G 168 0 *
2357 ENSG00000107959:ENSMUSG00000021193:ENSRNOG00000016511 PITRM1 gi|41352061|ref|NP_055704.2| gi|41352061|ref|NP_055704.2| metalloprotease 1 [Homo sapiens] 2 4 3.3 1037 117413 6.9 HsSD-NE_NT_lymphocytes_Ti_111.015073.015073.2 2 4.4665 0.4633 2301.51 2301.7 1 57.5 1 K.IHGFTVNQVTSVPELFLTAVK.L 46 2 *
2358 ENSG00000177119:ENSMUSG00000064210:ENSRNOG00000006995 TMEM16F gi|70778895|ref|NP_001020527.1| gi|70778895|ref|NP_001020527.1| transmembrane protein 16F [Homo sapiens] 2 5 4.4 910 106131 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.014034.01403 2 2.8347 0.1066 2557.17 2554.9 3 35.714287 1 K.VLSVDESIIKPEQEFFTAPFEK.N 167 2 *
2358 ENSG00000177119:ENSMUSG00000064210:ENSRNOG00000006995 TMEM16F gi|70778895|ref|NP_001020527.1| gi|70778895|ref|NP_001020527.1| transmembrane protein 16F [Homo sapiens] 2 5 4.4 910 106131 7.8 HsNaOH-NE_NT_lymphocytes_Ti_113.013696.01369 3 4.8047 0.4056 2198.18 2198.6 1 38.235294 2 K.VHAPWEVLCTYAEIMHIK.L 126 2 *
2358 ENSG00000177119:ENSMUSG00000064210:ENSRNOG00000006995 TMEM16F gi|70778895|ref|NP_001020527.1| gi|70778895|ref|NP_001020527.1| transmembrane protein 16F [Homo sapiens] 2 5 4.4 910 106131 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.013596.0135 3 4.7739 0.5212 2197.76 2198.6 1 45.588234 2 K.VHAPWEVLCTYAEIMHIK.L 126 2 *
2359 ENSG00000179087:ENSMUSG00000068587:ENSRNOG00000026177 MGAM gi|4758712|ref|NP_004659.1| gi|4758712|ref|NP_004659.1| maltase-glucoamylase [Homo sapiens] 3 5 3.5 1857 209702 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011259.01125 2 3.8789 0.3334 1991.63 1990.1 1 62.5 2 K.FAAHWLGDNTATWDDLR.W 621 2 *
2359 ENSG00000179087:ENSMUSG00000068587:ENSRNOG00000026177 MGAM gi|4758712|ref|NP_004659.1| gi|4758712|ref|NP_004659.1| maltase-glucoamylase [Homo sapiens] 3 5 3.5 1857 209702 5.5 HsNaOH-NE_NT_lymphocytes_Ti_110.014685.01468 2 3.9581 0.3464 1506.01 1503.8 1 90.909096 2 R.WMQLGAFYPFSR.N 673 2
2359 ENSG00000179087:ENSMUSG00000068587:ENSRNOG00000026177 MGAM gi|4758712|ref|NP_004659.1| gi|4758712|ref|NP_004659.1| maltase-glucoamylase [Homo sapiens] 3 5 3.5 1857 209702 5.5 HsSD-NE_NT_lymphocytes_PK_111.014396.014396. 3 3.6067 0.2119 3929.78 3932.4 3 17.857143 1 P.GYKKNSYGVHPYYMGLEEDGSAHGVLLLNSNAMDVT.F 1161 0
2360 ENSG00000077380:ENSMUSG00000027012:ENSRNOG00000009781 DYNC1I2 gi|24307879|ref|NP_001369.1| gi|24307879|ref|NP_001369.1| "dynein, cytoplasmic 1, intermediate chain 2 [Homo sapiens] " 2 4 4.2 638 71457 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013725.0137 3 4.0975 0.2537 2956.13 2954.2 1 25.961538 1 R.LDLWNLNNDTEVPTASISVEGNPALNR.V 549 2 *
2360 ENSG00000077380:ENSMUSG00000027012:ENSRNOG00000009781 DYNC1I2 gi|24307879|ref|NP_001369.1| gi|24307879|ref|NP_001369.1| "dynein, cytoplasmic 1, intermediate chain 2 [Homo sapiens] " 2 4 4.2 638 71457 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013733.0137 2 4.614 0.3589 2954.77 2954.2 1 46.153847 1 R.LDLWNLNNDTEVPTASISVEGNPALNR.V 549 2 *
2360 ENSG00000077380:ENSMUSG00000027012:ENSRNOG00000009781 DYNC1I2 gi|24307879|ref|NP_001369.1| gi|24307879|ref|NP_001369.1| "dynein, cytoplasmic 1, intermediate chain 2 [Homo sapiens] " 2 4 4.2 638 71457 5.2 HsSD-NE_NT_lymphocytes_Ti_102.015357.015357.2 2 3.8503 0.4895 2952.33 2954.2 1 46.153847 2 R.LDLWNLNNDTEVPTASISVEGNPALNR.V 549 2 *
2361 ENSG00000108262:ENSMUSG00000011877:ENSRNOG00000014883 GIT1 gi|146231998|ref|NP_001078923.1| gi|146231998|ref|NP_001078923.1|;gi|41393573|ref|NP_0547 G protein-coupled receptor kinase interactor 1 isoform 1 [Homo sap 3 8 6.2 770 85446 7 HsSD-NE_PHA_lymphocytes_Ti_101.011274.011274 2 3.1677 0.2779 1674.81 1672.9 1 53.571426 1 R.LLSLGAQANFFHPEK.G 152 2
2361 ENSG00000108262:ENSMUSG00000011877:ENSRNOG00000014883 GIT1 gi|146231998|ref|NP_001078923.1| gi|146231998|ref|NP_001078923.1|;gi|41393573|ref|NP_0547 G protein-coupled receptor kinase interactor 1 isoform 1 [Homo sap 3 8 6.2 770 85446 7 HsSD-NE_PHA_lymphocytes_Ti_110.020608.020608 2 3.3954 0.2397 1566.31 1563.8 1 73.07692 4 R.EFATLIIDILSEAK.R 348 2
2361 ENSG00000108262:ENSMUSG00000011877:ENSRNOG00000014883 GIT1 gi|146231998|ref|NP_001078923.1| gi|146231998|ref|NP_001078923.1|;gi|41393573|ref|NP_0547 G protein-coupled receptor kinase interactor 1 isoform 1 [Homo sap 3 8 6.2 770 85446 7 HsSD-NE_NT_lymphocytes_Ti_102.009534.009534.2 2 4.3507 0.322 2052.25 2050.1 1 61.11111 1 R.AEVCADCSAPDPGWASISR.G 8 2
2361 ENSG00000108262:ENSMUSG00000011877:ENSRNOG00000014883 GIT1 gi|146231998|ref|NP_001078923.1| gi|146231998|ref|NP_001078923.1|;gi|41393573|ref|NP_0547 G protein-coupled receptor kinase interactor 1 isoform 1 [Homo sap 3 8 6.2 770 85446 7 HsSD-NE_NT_lymphocytes_Ti_108.011570.011570.2 2 3.3886 0.3339 1673.11 1672.9 1 60.714287 2 R.LLSLGAQANFFHPEK.G 152 2
2362 ENSG00000168961:ENSMUSG00000001123:ENSRNOG00000012557 LGALS9 gi|102469694|ref|NP_002299.2| gi|102469694|ref|NP_002299.2|;gi|6806890|ref|NP_033665.1| galectin 9 short isoform [Homo sapiens] 2 2 8 323 35888 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009180.0091 2 2.7903 0.1191 1736.67 1734.9 1 57.692307 1 K.VAVDGQHLFEYYHR.L 287 2
2362 ENSG00000168961:ENSMUSG00000001123:ENSRNOG00000012557 LGALS9 gi|102469694|ref|NP_002299.2| gi|102469694|ref|NP_002299.2|;gi|6806890|ref|NP_033665.1| galectin 9 short isoform [Homo sapiens] 2 2 8 323 35888 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008201.008201.2 2 2.9575 0.1108 1416.61 1417.5 1 81.818184 1 R.FEDGGYVVCNTR.Q 66 2
2363 ENSG00000010322:ENSMUSG00000021910:ENSRNOG00000018823 NISCH gi|66472382|ref|NP_009115.2| gi|66472382|ref|NP_009115.2| nischarin [Homo sapiens] 2 6 3 1504 166642 5.1 HsSD-NE_PHA_lymphocytes_PK_105.020756.020756 2 3.7196 0.3473 2080.71 2080.3 1 61.11111 4 A.LAEELFEKGEQLLGAGEVF.A 129 0 *
2363 ENSG00000010322:ENSMUSG00000021910:ENSRNOG00000018823 NISCH gi|66472382|ref|NP_009115.2| gi|66472382|ref|NP_009115.2| nischarin [Homo sapiens] 2 6 3 1504 166642 5.1 HsSD-NE_NT_lymphocytes_Ti_104.019300.019300.2 2 4.3597 0.3884 2828.37 2826.2 1 42 2 K.VSGTEGPFGTSNIQEQLLPFDLSIFK.S 192 2 *
2364 ENSG00000104356:ENSMUSG00000022325:ENSRNOG00000005243 POP1 gi|23097292|ref|NP_055844.1| gi|23097292|ref|NP_055844.1| "processing of precursor 1, ribonuclease P/MRP subunit [Homo sap 4 6 7.1 1024 114681 9.2 HsSD-NE_PHA_lymphocytes_Ti_107.011169.011169 3 4.6874 0.2993 3924.62 3925.3 1 24.21875 2 K.GSPEPHTMICVPAKEDFLQLHEDWHYCGPQESK.H 867 2 *
2364 ENSG00000104356:ENSMUSG00000022325:ENSRNOG00000005243 POP1 gi|23097292|ref|NP_055844.1| gi|23097292|ref|NP_055844.1| "processing of precursor 1, ribonuclease P/MRP subunit [Homo sap 4 6 7.1 1024 114681 9.2 HsNaOH-NE_NT_lymphocytes_Ti_110.010456.01045 2 3.6688 0.1406 1220.47 1220.5 1 80 2 K.IPILLIQQPGK.V 595 2 *
2364 ENSG00000104356:ENSMUSG00000022325:ENSRNOG00000005243 POP1 gi|23097292|ref|NP_055844.1| gi|23097292|ref|NP_055844.1| "processing of precursor 1, ribonuclease P/MRP subunit [Homo sap 4 6 7.1 1024 114681 9.2 HsNaOH-NE_NT_lymphocytes_Ti_112.011732.01173 2 3.488 0.3309 1593.93 1592.9 1 67.85714 1 R.LIGPLSHSILTEAIK.A 434 2 *
2364 ENSG00000104356:ENSMUSG00000022325:ENSRNOG00000005243 POP1 gi|23097292|ref|NP_055844.1| gi|23097292|ref|NP_055844.1| "processing of precursor 1, ribonuclease P/MRP subunit [Homo sap 4 6 7.1 1024 114681 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.010965.01096 2 2.8366 0.1923 1585.17 1583.9 1 61.538464 1 R.GLVLLRPPASLQYR.F 1003 2 *
2365 ENSG00000136770:ENSMUSG00000026740:ENSRNOG00000000150 DNAJC1 gi|21361912|ref|NP_071760.2| gi|21361912|ref|NP_071760.2| "DnaJ (Hsp40) homolog, subfamily C, member 1 [Homo sapiens] " 3 3 9.4 554 63883 8.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010010.01001 2 3.7901 0.2186 1806.83 1803.9 1 67.85714 1 K.QAPEWTEEDLSQLTR.S 326 2 *
2365 ENSG00000136770:ENSMUSG00000026740:ENSRNOG00000000150 DNAJC1 gi|21361912|ref|NP_071760.2| gi|21361912|ref|NP_071760.2| "DnaJ (Hsp40) homolog, subfamily C, member 1 [Homo sapiens] " 3 3 9.4 554 63883 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008459.0084 2 2.7183 0.1683 1987.75 1985 5 46.875 1 K.DFDIAEQNESSDEESLR.K 470 2 *
2365 ENSG00000136770:ENSMUSG00000026740:ENSRNOG00000000150 DNAJC1 gi|21361912|ref|NP_071760.2| gi|21361912|ref|NP_071760.2| "DnaJ (Hsp40) homolog, subfamily C, member 1 [Homo sapiens] " 3 3 9.4 554 63883 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.008289.0082 2 4.1838 0.3542 2357.59 2357.6 1 50 1 K.LSLTLHPDKNKDENAETQFR.Q 88 2 *
2366 ENSG00000159231:ENSMUSG00000022947:ENSRNOG00000001701 CBR3 gi|4502601|ref|NP_001227.1| gi|4502601|ref|NP_001227.1| carbonyl reductase 3 [Homo sapiens] 2 2 10.8 277 30850 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.011242.011242 2 3.3906 0.1598 1603.23 1600.8 1 75 1 R.FHQLDIDDLQSIR.A 59 2
2366 ENSG00000159231:ENSMUSG00000022947:ENSRNOG00000001701 CBR3 gi|4502601|ref|NP_001227.1| gi|4502601|ref|NP_001227.1| carbonyl reductase 3 [Homo sapiens] 2 2 10.8 277 30850 6.2 HsSD-NE_NT_lymphocytes_Ti_103.014286.014286.2 2 3.2668 0.1604 1779.39 1780 2 50 1 K.EYGGLNVLVNNAAVAFK.S 80 2 *
2367 ENSG00000132467:ENSMUSG00000070697:ENSRNOG00000003599 SAS10 gi|9966799|ref|NP_065101.1| gi|9966799|ref|NP_065101.1| "UTP3, small subunit [Homo sapiens] " 2 3 2.7 479 54558 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.016284.0162 2 3.1852 0.1951 1528.63 1528.7 1 70.83333 1 K.ESPELLELIEDLK.V 222 2 *
2367 ENSG00000132467:ENSMUSG00000070697:ENSRNOG00000003599 SAS10 gi|9966799|ref|NP_065101.1| gi|9966799|ref|NP_065101.1| "UTP3, small subunit [Homo sapiens] " 2 3 2.7 479 54558 5.6 HsSD-NE_NT_lymphocytes_Ti_103.017213.017213.1 1 2.74 0.1804 1528.47 1528.7 2 58.333332 1 K.ESPELLELIEDLK.V 222 2 *
2367 ENSG00000132467:ENSMUSG00000070697:ENSRNOG00000003599 SAS10 gi|9966799|ref|NP_065101.1| gi|9966799|ref|NP_065101.1| "UTP3, small subunit [Homo sapiens] " 2 3 2.7 479 54558 5.6 HsSD-NE_NT_lymphocytes_Ti_104.017050.017050.2 2 3.666 0.2769 1528.77 1528.7 1 75 1 K.ESPELLELIEDLK.V 222 2 *
2368 ENSG00000112511:ENSMUSG00000024193:ENSRNOG00000000480 PHF1 gi|13435397|ref|NP_077084.1| gi|13435397|ref|NP_077084.1| PHD finger protein 1 isoform b [Homo sapiens] 2 3 4.6 567 62078 9 HsNaOH-NE_NT_lymphocytes_Ti_109.011964.01196 2 2.8254 0.1207 1667.01 1664.9 1 53.571426 1 R.SPLELHIGFPTDIPK.S 473 2 *
2368 ENSG00000112511:ENSMUSG00000024193:ENSRNOG00000000480 PHF1 gi|13435397|ref|NP_077084.1| gi|13435397|ref|NP_077084.1| PHD finger protein 1 isoform b [Homo sapiens] 2 3 4.6 567 62078 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.009081.0090 2 2.6726 0.1756 1419.77 1420.5 1 70 2 R.HAYHQDCHVPR.A 112 2
2369 ENSG00000125826:ENSMUSG00000027466:ENSRNOG00000006695 RBCK1 gi|144953898|ref|NP_112506.2| gi|144953898|ref|NP_112506.2|;gi|5454168|ref|NP_006453.1| RanBP-type and C3HC4-type zinc finger containing 1 isoform 2 [Ho 2 2 7.6 510 57572 5.7 HsNaOH-NE_NT_lymphocytes_Ti_115.009520.00952 2 3.1247 0.4373 1810.23 1810.1 1 52.941177 1 R.GPLEPGPPKPGVPQEPGR.G 166 2
2369 ENSG00000125826:ENSMUSG00000027466:ENSRNOG00000006695 RBCK1 gi|144953898|ref|NP_112506.2| gi|144953898|ref|NP_112506.2|;gi|5454168|ref|NP_006453.1| RanBP-type and C3HC4-type zinc finger containing 1 isoform 2 [Ho 2 2 7.6 510 57572 5.7 HsSD-NE_PHA_lymphocytes_PK_106.020158.020158 2 3.1954 0.2378 2683.55 2680.8 1 40 1 K.GWCFFEDDVNEFTCPVCFHVN.C 378 1
2370 ENSG00000137842:ENSMUSG00000054484:ENSRNOG00000023874 TMEM62 gi|52851437|ref|NP_079232.3| gi|109468708|ref|XP_230497.3|;gi|52851437|ref|NP_079232.3transmembrane protein 62 [Homo sapiens] 1 4 3.7 643 73133 9.3 HsNaOH-NE_NT_lymphocytes_Ti_104.017076.01707 2 3.8315 0.2762 2592.87 2592.9 1 47.826088 2 K.FCSETIDIIQPALVLATGDLTDAK.T 81 2
2370 ENSG00000137842:ENSMUSG00000054484:ENSRNOG00000023874 TMEM62 gi|52851437|ref|NP_079232.3| gi|109468708|ref|XP_230497.3|;gi|52851437|ref|NP_079232.3transmembrane protein 62 [Homo sapiens] 1 4 3.7 643 73133 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.017403.0174 2 3.6274 0.2621 2595.45 2592.9 1 43.47826 2 K.FCSETIDIIQPALVLATGDLTDAK.T 81 2
2371 ENSG00000145388:ENSMUSG00000028114:ENSRNOG00000015250 KIAA1627 gi|24308265|ref|NP_066012.1| gi|24308265|ref|NP_066012.1| hypothetical protein LOC57721 [Homo sapiens] 2 4 6.6 456 52150 6.2 HsSD-NE_PHA_lymphocytes_Ti_113.010545.010545 2 2.8091 0.1623 899.29 899.09 1 100 2 R.RLHLFGR.D 343 2 *
2371 ENSG00000145388:ENSMUSG00000028114:ENSRNOG00000015250 KIAA1627 gi|24308265|ref|NP_066012.1| gi|24308265|ref|NP_066012.1| hypothetical protein LOC57721 [Homo sapiens] 2 4 6.6 456 52150 6.2 HsSD-NE_PHA_lymphocytes_PK_107.003036.003036 2 3.1683 0.3375 2629.13 2627 2 36.363636 2 N.VDIDLIITEEPEIGNIEKPVEIF.H 309 0 *
2372 ENSG00000120008:ENSMUSG00000042055:ENSRNOG00000020430 BRWD2 gi|13324688|ref|NP_060587.8| gi|13324688|ref|NP_060587.8| bromodomain and WD repeat domain containing 2 [Homo sapiens] 3 6 4.6 1224 136685 6.9 HsSD-NE_NT_lymphocytes_Ti_109.019730.019730.2 2 4.5189 0.3555 1917.23 1915.3 1 61.764706 2 K.FLLTGLLSGLPAPQFAIR.M 454 2 *
2372 ENSG00000120008:ENSMUSG00000042055:ENSRNOG00000020430 BRWD2 gi|13324688|ref|NP_060587.8| gi|13324688|ref|NP_060587.8| bromodomain and WD repeat domain containing 2 [Homo sapiens] 3 6 4.6 1224 136685 6.9 HsSD-NE_NT_lymphocytes_Ti_115.014248.014248.3 3 4.2549 0.4277 2964.8 2962.2 1 32.291664 2 R.LYGDESELHFWTVAAHYLHSLSQEK.S 919 2 *
2372 ENSG00000120008:ENSMUSG00000042055:ENSRNOG00000020430 BRWD2 gi|13324688|ref|NP_060587.8| gi|13324688|ref|NP_060587.8| bromodomain and WD repeat domain containing 2 [Homo sapiens] 3 6 4.6 1224 136685 6.9 HsSD-NE_PHA_lymphocytes_PK_105.019278.019278 2 3.2739 0.308 1488.67 1489.7 1 75 2 F.SFDPFDPSHLTLL.T 165 0 *
2373 ENSG00000130305:ENSMUSG00000000916:ENSRNOG00000001450 NSUN5 gi|23199998|ref|NP_683759.1| gi|23199998|ref|NP_683759.1|;gi|8922322|ref|NP_060514.1| "NOL1/NOP2/Sun domain family, member 5 isoform 1 [Homo sapie 2 2 7.9 466 50411 9 HsSD-NE_PHA_lymphocytes_PK_108.010732.010732 2 2.5024 0.1624 2035.19 2036.3 1 50 1 R.NEDLLEVGSRPGPASQLPR.F 118 2
2373 ENSG00000130305:ENSMUSG00000000916:ENSRNOG00000001450 NSUN5 gi|23199998|ref|NP_683759.1| gi|23199998|ref|NP_683759.1|;gi|8922322|ref|NP_060514.1| "NOL1/NOP2/Sun domain family, member 5 isoform 1 [Homo sapie 2 2 7.9 466 50411 9 HsSD-NE_NT_lymphocytes_Ti_103.009626.009626.2 2 3.9258 0.2903 2203.03 2202.3 1 58.823532 1 R.LVYSTCSLCQEENEDVVR.D 354 2
2374 ENSG00000132676:ENSMUSG00000068921:ENSRNOG00000020373 DAP3 gi|16905526|ref|NP_387506.1| gi|16905526|ref|NP_387506.1| death-associated protein 3 [Homo sapiens] 3 5 16.1 398 45566 8.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010856.01085 2 2.1265 0.2131 1789.25 1788.1 1 50 1 K.SPIAPEELALVHNLRK.M 280 2 *
2374 ENSG00000132676:ENSMUSG00000068921:ENSRNOG00000020373 DAP3 gi|16905526|ref|NP_387506.1| gi|16905526|ref|NP_387506.1| death-associated protein 3 [Homo sapiens] 3 5 16.1 398 45566 8.9 HsSD-NE_NT_lymphocytes_Ti_113.011800.011800.3 3 4.868 0.2744 3207.65 3207.4 6 28.703705 2 K.HGDQHEGQHYNISPQDLETVFPHGLPPR.F 59 2 *
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2374 ENSG00000132676:ENSMUSG00000068921:ENSRNOG00000020373 DAP3 gi|16905526|ref|NP_387506.1| gi|16905526|ref|NP_387506.1| death-associated protein 3 [Homo sapiens] 3 5 16.1 398 45566 8.9 HsSD-NE_NT_lymphocytes_Ti_104.018920.018920.2 2 3.7378 0.2551 2250.03 2250.6 1 47.368423 2 K.EGFDALDPFIPILVSNYNPK.E 332 2 *
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_109.010537.010537 1 2.867 0.3809 1472.75 1473.7 1 58.333332 5 L.KLTTPTYGDLNHL.V 216 0
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.015941.015941 2 2.6766 0.172 1623.45 1621.9 9 46.153847 4 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_114.015670.015670 2 3.9729 0.2879 1624.41 1621.9 1 76.92308 5 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_108.015958.015958 2 2.9301 0.1889 2643.07 2641.7 1 37.5 1 L.VENTDETYCIDNEALYDICFR.T 193 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.013323.013323 3 3.087 0.1358 1623.95 1621.9 6 51.923077 1 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_Ti_101.012939.012939 2 3.9775 0.1858 1697.93 1697.9 4 61.538464 1 K.NSSYFVEWIPNNVK.V 337 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_Ti_109.000030.000030 3 5.8704 0.4365 4596.5 4595.9 1 25 260 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_110.010696.010696 2 3.3522 0.197 1473.67 1473.7 3 66.66667 2 L.KLTTPTYGDLNHL.V 216 0
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_111.017411.01741 1 2.0601 0.1978 1276.56 1277.6 1 65 1 R.LHFFMPGFAPL.T 263 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.009765.0097 2 3.619 0.2913 1143.87 1144.4 1 94.44444 4 K.LAVNMVPFPR.L 253 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.003299.00329 2 3.0167 0.2509 1698.29 1697.9 1 65.38461 3 K.NSSYFVEWIPNNVK.T 337 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_109.010286.01028 2 4.0086 0.3861 1147.29 1144.4 1 94.44444 6 K.LAVNMVPFPR.L 253 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.020253.0202 3 4.656 0.3674 4595.78 4595.9 2 20.394737 30 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.011415.0114 2 3.7806 0.4027 1697.09 1697.9 1 69.230774 2 K.NSSYFVEWIPNNVK.T 337 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_113.013180.01318 3 4.6601 0.3347 2830.94 2828.1 1 30.000002 1 R.SGPFGQLFRPDNFIFGQTGAGNNWAK.G 78 2 *
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.017861.01786 3 5.6649 0.4504 4596.32 4595.9 1 26.31579 41 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010829.01082 1 2.4005 0.3008 1272.57 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_PK_110.011829.011 1 2.9273 0.3045 1449.31 1447.5 5 54.545456 1 K.FWEVISDEHGID.P 20 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_NT_lymphocytes_Ti_105.006322.00632 2 2.2538 0.1804 1066.67 1066.2 2 87.5 1 K.NMMAACDPR.H 298 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007701.0077 2 2.8901 0.0847 1260.51 1259.5 3 80 5 R.FPGQLNADLRK.L 242 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_113.012816.012816.3 3 4.3405 0.2318 1622.09 1621.9 1 55.76923 5 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_109.001196.001196.3 3 5.9159 0.4619 4596.68 4595.9 1 25 180 K.VSDTVVEPYNATLSVHQLVENTDETYCIDNEALYDICFR.T 175 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_105.011816.011816 2 2.9965 0.2875 1300.85 1301.4 1 83.33333 1 D.NEALYDICFR.T 204 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_102.014698.014698 2 5.0188 0.458 2338.85 2338.4 1 66.66667 6 L.VENTDETYCIDNEALYDIC.F 193 0
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.007942.0079 1 1.9715 0.101 1259.75 1259.5 4 70 1 R.FPGQLNADLRK.L 242 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_110.017084.017084.2 2 4.8104 0.4359 1946.25 1944.2 1 79.411766 2 K.GHYTEGAELVDAVLDVVR.K 104 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012543.012543.1 1 2.8049 0.2225 1273.24 1272.6 2 70 1 R.KLAVNMVPFPR.L 252 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_111.012539.012539.2 2 3.8506 0.2234 1272.67 1272.6 1 90 2 R.KLAVNMVPFPR.L 252 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_105.016179.016179.2 2 3.3214 0.0834 1697.29 1697.9 1 65.38461 1 K.NSSYFVEWIPNNVK.T 337 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_106.001805.001805 2 2.8701 0.2308 2882.69 2883 2 31.818182 4 H.QLVENTDETYCIDNEALYDICFR.T 191 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_113.012560.0125 3 4.2196 0.2457 1622.54 1621.9 5 53.846157 7 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.012584.0125 2 3.7409 0.3551 1621.55 1621.9 1 80.769226 2 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_NT_lymphocytes_Ti_112.013816.013816.2 2 4.0467 0.3536 1622.89 1621.9 1 84.61539 13 R.LHFFMPGFAPLTSR.G 263 2
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_104.015123.015123 2 4.9989 0.299 2580.19 2579.7 1 67.5 10 H.QLVENTDETYCIDNEALYDIC.F 191 0
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_105.010958.010958 1 2.163 0.3385 1344.69 1345.5 3 59.090908 1 K.LTTPTYGDLNHL.V 217 1
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NP_115914.1| gi|14210536|ref|NP_115914.1| "tubulin, beta 6 [Homo sapiens] " 23 614 37.2 446 49857 4.9 HsSD-NE_PHA_lymphocytes_PK_103.014922.014922 2 4.4796 0.4479 2450.71 2451.5 1 57.894737 3 Q.LVENTDETYCIDNEALYDIC.F 192 0
2376 ENSG00000130638:ENSMUSG00000016541:ENSRNOG00000014637 ATXN10 gi|7106299|ref|NP_037368.1| gi|7106299|ref|NP_037368.1| ataxin 10 [Homo sapiens] 2 2 10.3 475 53489 5.2 HsSD-NE_PHA_lymphocytes_PK_107.013397.013397 2 3.1354 0.1933 2168.87 2168.5 1 52.77778 1 K.ITSDEPLTKDDIPVFLRHA.E 254 1 *
2376 ENSG00000130638:ENSMUSG00000016541:ENSRNOG00000014637 ATXN10 gi|7106299|ref|NP_037368.1| gi|7106299|ref|NP_037368.1| ataxin 10 [Homo sapiens] 2 2 10.3 475 53489 5.2 HsSD-NE_NT_lymphocytes_Ti_109.016646.016646.3 3 3.0389 0.1869 3417.2 3419.7 1 31.896553 1 K.SSHAVELACRDPSQVENLASSLQLITECFR.C 57 2 *
2377 ENSG00000136875:ENSMUSG00000066148:ENSRNOG00000014777 PRPF4 gi|24431950|ref|NP_004688.2| gi|24431950|ref|NP_004688.2| PRP4 pre-mRNA processing factor 4 homolog [Homo sapiens] 2 2 4 522 58449 7.4 HsSD-NE_PHA_lymphocytes_PK_108.016322.016322 2 2.5984 0.1959 1831.73 1830.1 6 40.625 1 C.NLLHTLRGHNTNVGAIV.F 264 0 *
2377 ENSG00000136875:ENSMUSG00000066148:ENSRNOG00000014777 PRPF4 gi|24431950|ref|NP_004688.2| gi|24431950|ref|NP_004688.2| PRP4 pre-mRNA processing factor 4 homolog [Homo sapiens] 2 2 4 522 58449 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.009957.00995 2 2.9083 0.1291 1494.17 1491.7 2 61.538464 1 R.GHNTNVGAIVFHPK.S 271 2 *
2378 ENSG00000123545:ENSMUSG00000028261:ENSRNOG00000003342 C6orf66 gi|7661786|ref|NP_054884.1| gi|7661786|ref|NP_054884.1| hormone-regulated proliferation-associated 20 kDa protein [Homo s 2 2 13.7 175 20266 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008403.00840 1 2.2993 0.2268 1269.86 1270.4 7 66.66667 1 K.DHHFDMINIK.S 98 2 *
2378 ENSG00000123545:ENSMUSG00000028261:ENSRNOG00000003342 C6orf66 gi|7661786|ref|NP_054884.1| gi|7661786|ref|NP_054884.1| hormone-regulated proliferation-associated 20 kDa protein [Homo s 2 2 13.7 175 20266 8.8 HsSD-NE_NT_lymphocytes_Ti_109.015386.015386.2 2 3.4334 0.2521 1565.69 1565.9 2 57.692307 1 K.ISIVEALTLLNNHK.L 114 2 *
2379 ENSG00000142186:ENSMUSG00000024941:ENSRNOG00000023668 SCYL1 gi|115430241|ref|NP_065731.3| gi|115430241|ref|NP_065731.3| SCY1-like 1 isoform A [Homo sapiens] 2 7 6.3 808 89631 6.3 HsSD-NE_PHA_lymphocytes_PK_114.012259.012259 3 5.1133 0.5529 3617.81 3618 1 26.428572 2 R.SHPTTAPTETNIPQRPTPEGVPAPAPTPVPATPTTS.G 587 1 *
2379 ENSG00000142186:ENSMUSG00000024941:ENSRNOG00000023668 SCYL1 gi|115430241|ref|NP_065731.3| gi|115430241|ref|NP_065731.3| SCY1-like 1 isoform A [Homo sapiens] 2 7 6.3 808 89631 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_111.013989.0139 2 3.4643 0.2402 1773.11 1772.1 1 71.42857 5 R.LGCLIWEVFNGPLPR.A 208 2
2380 ENSG00000107164:ENSMUSG00000026843:ENSRNOG00000009139 FUBP3 gi|100816392|ref|NP_003925.1| gi|100816392|ref|NP_003925.1| far upstream element (FUSE) binding protein 3 [Homo sapiens] 2 4 5.6 572 61640 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.003972.003972 2 3.2039 0.1588 1568.63 1567.7 1 61.538464 3 K.SINQQSGAHVELQR.N 379 2 *
2380 ENSG00000107164:ENSMUSG00000026843:ENSRNOG00000009139 FUBP3 gi|100816392|ref|NP_003925.1| gi|100816392|ref|NP_003925.1| far upstream element (FUSE) binding protein 3 [Homo sapiens] 2 4 5.6 572 61640 8.4 HsSD-NE_NT_lymphocytes_Ti_109.010753.010753.3 3 3.906 0.2866 1946.63 1946.2 1 48.52941 1 K.RPLDDGVGNQLGALVHQR.T 58 2 *
2381 ENSG00000127152:ENSMUSG00000048251:ENSRNOG00000005776 BCL11B gi|21040334|ref|NP_612808.1| gi|21040334|ref|NP_612808.1| B-cell CLL/lymphoma 11B isoform 1 [Homo sapiens] 3 6 8.2 894 95519 6.5 HsSD-NE_PHA_lymphocytes_Ti_110.010280.010280 3 5.3107 0.4136 3630.71 3632.1 1 27.941175 1 K.QENIAGPCRPAQLPAVAPIAASSHPHSSVITSPLR.A 138 2 *
2381 ENSG00000127152:ENSMUSG00000048251:ENSRNOG00000005776 BCL11B gi|21040334|ref|NP_612808.1| gi|21040334|ref|NP_612808.1| B-cell CLL/lymphoma 11B isoform 1 [Homo sapiens] 3 6 8.2 894 95519 6.5 HsSD-NE_NT_lymphocytes_Ti_112.010434.010434.2 2 4.1957 0.4694 2050.31 2050.2 1 50 3 R.SGTASGGSTPHLGGPGPGRPSSK.E 768 2
2381 ENSG00000127152:ENSMUSG00000048251:ENSRNOG00000005776 BCL11B gi|21040334|ref|NP_612808.1| gi|21040334|ref|NP_612808.1| B-cell CLL/lymphoma 11B isoform 1 [Homo sapiens] 3 6 8.2 894 95519 6.5 HsSD-NE_NT_lymphocytes_Ti_112.010895.010895.2 2 3.4889 0.2474 1448.55 1448.7 1 71.42857 2 R.KPAPLPSPGLNSAAK.R 672 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.012633.01263 3 3.4086 0.2701 2414.63 2414.9 1 34.210526 1 K.FLEVIKPFCAVLPEIQKPER.K 5 2 *
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002360.00236 3 5.6949 0.3289 2517.65 2515.1 1 40.625 6 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.002276.00227 2 4.7026 0.3279 2515.31 2515.1 1 45.833336 4 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1698.16 2 2.7683 0.1071 1244.49 1243.4 1 85 1 K.IIEVGDTPKDR.A 99 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsSD-NE_NT_lymphocytes_Ti_110.003032.003032.2 2 3.629 0.154 2516.51 2515.1 1 39.583336 2 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1848.184 2 2.9658 0.2132 1243.22 1243.4 7 80 1 K.IIEVGDTPKDR.A 99 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsSD-NE_NT_lymphocytes_Ti_111.003119.003119.3 3 3.9452 0.3298 2515.34 2515.1 1 31.25 1 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.001418.0014 3 4.4962 0.2916 2514.14 2515.1 1 31.25 4 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.001472.0014 2 5.8109 0.4743 2513.67 2515.1 1 60.416668 6 R.GTLMELGISPIVTSGLIMQLLAGAK.I 74 2
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NP_060614.2| gi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapiens] 4 27 11.8 476 52248 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.012672.0126 3 3.668 0.2958 2417.09 2414.9 1 39.473686 1 K.FLEVIKPFCAVLPEIQKPER.K 5 2 *
2383 ENSG00000104412:ENSMUSG00000022337:ENSRNOG00000005123 TTC35 gi|7661910|ref|NP_055488.1| gi|7661910|ref|NP_055488.1| tetratricopeptide repeat domain 35 [Homo sapiens] 2 2 12.1 297 34833 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.011381.011381 2 3.5267 0.32 1807.59 1808.1 1 59.375 1 R.ALFGLYMSASHIASNPK.A 228 2 *
2383 ENSG00000104412:ENSMUSG00000022337:ENSRNOG00000005123 TTC35 gi|7661910|ref|NP_055488.1| gi|7661910|ref|NP_055488.1| tetratricopeptide repeat domain 35 [Homo sapiens] 2 2 12.1 297 34833 6.6 HsSD-NE_NT_lymphocytes_Ti_111.015380.015380.2 2 3.2318 0.283 2154.73 2152.3 2 38.88889 1 R.NSEQIVEVGEELINEYASK.L 29 2 *
2384 ENSG00000182810:ENSMUSG00000045538:ENSRNOG00000019817 DDX28 gi|8922976|ref|NP_060850.1| gi|8922976|ref|NP_060850.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 28 [Homo sapiens] 2 3 7 540 59551 10.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010793.0107 2 2.5642 0.2416 1474.37 1474.8 7 53.846157 2 R.PVLVRPGPLLVSAR.R 59 2 *
2384 ENSG00000182810:ENSMUSG00000045538:ENSRNOG00000019817 DDX28 gi|8922976|ref|NP_060850.1| gi|8922976|ref|NP_060850.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 28 [Homo sapiens] 2 3 7 540 59551 10.4 HsSD-NE_NT_lymphocytes_Ti_106.015742.015742.2 2 2.9802 0.1684 2583.43 2583 2 32.608696 1 R.VGSEVPGTVISFVTHPWDVSLVQK.I 491 2 *
2385 ENSG00000102738:ENSMUSG00000031533:ENSRNOG00000011839 MRPS31 gi|5031787|ref|NP_005821.1| gi|5031787|ref|NP_005821.1| mitochondrial ribosomal protein S31 [Homo sapiens] 2 2 8.9 395 45318 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.019295.0192 2 2.8285 0.1002 2342.97 2341.7 5 36.363636 1 R.IEPLSPELVAAASAVADSLPFDK.Q 148 2 *
2385 ENSG00000102738:ENSMUSG00000031533:ENSRNOG00000011839 MRPS31 gi|5031787|ref|NP_005821.1| gi|5031787|ref|NP_005821.1| mitochondrial ribosomal protein S31 [Homo sapiens] 2 2 8.9 395 45318 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.009789.00978 2 2.7698 0.3094 1425.33 1422.6 2 68.181816 1 R.HFMELVTCGLSK.N 349 2 *
2386 ENSG00000006756:NA:NA ARSD gi|71852584|ref|NP_001660.2| gi|71852584|ref|NP_001660.2| arylsulfatase D isoform a precursor [Homo sapiens] 2 3 7.1 593 64860 7.2 HsNaOH-NE_NT_lymphocytes_Ti_105.019308.01930 2 4.1545 0.1244 2887.15 2884.3 1 40.384613 1 R.VIGEPTSLMDVFPTVVQLVGGEVPQDR.V 407 2 *
2386 ENSG00000006756:NA:NA ARSD gi|71852584|ref|NP_001660.2| gi|71852584|ref|NP_001660.2| arylsulfatase D isoform a precursor [Homo sapiens] 2 3 7.1 593 64860 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.012116.0121 2 3.083 0.1769 1602.91 1603.9 5 50 2 R.VPGIFHWPGVLPAGR.V 392 2 *
2387 ENSG00000164917:ENSMUSG00000039623:ENSRNOG00000001107 KIAA0415 gi|82546847|ref|NP_055670.1| gi|82546847|ref|NP_055670.1| hypothetical protein LOC9907 [Homo sapiens] 2 4 6.2 807 88605 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.015416.0154 3 3.2163 0.1368 3057.17 3054.4 3 24.107143 1 R.SDSLYPAPGYAAGVHSVLSSQFLALCTLK.P 587 2 *
2387 ENSG00000164917:ENSMUSG00000039623:ENSRNOG00000001107 KIAA0415 gi|82546847|ref|NP_055670.1| gi|82546847|ref|NP_055670.1| hypothetical protein LOC9907 [Homo sapiens] 2 4 6.2 807 88605 7 HsNaOH-NE_NT_lymphocytes_Ti_107.006491.00649 2 4.7151 0.4823 2151.79 2153.3 1 52.499996 3 R.TLAHSPATSSTHSEEGAEAIR.T 728 2 *
2388 ENSG00000198183:ENSMUSG00000027484:ENSRNOG00000013908 PLUNC gi|18765705|ref|NP_570913.1| gi|18765705|ref|NP_570913.1| "palate, lung and nasal epithelium carcinoma associated precursor 2 3 12.9 256 26713 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.011175.01117 2 2.578 0.2179 1482.25 1481.8 3 57.692307 1 K.LQVNTPLVGASLLR.L 139 2 *
2388 ENSG00000198183:ENSMUSG00000027484:ENSRNOG00000013908 PLUNC gi|18765705|ref|NP_570913.1| gi|18765705|ref|NP_570913.1| "palate, lung and nasal epithelium carcinoma associated precursor 2 3 12.9 256 26713 5.7 HsSD-NE_NT_lymphocytes_Ti_104.015525.015525.2 2 5.6312 0.4063 2150.87 2149.5 1 69.44444 2 K.VLPELVQGNVCPLVNEVLR.G 214 2 *
2389 ENSG00000064012:ENSMUSG00000026029:ENSRNOG00000012331 CASP8 gi|122056476|ref|NP_001073594.1| gi|122056476|ref|NP_001073594.1|;gi|15718706|ref|NP_2035 caspase 8 isoform G precursor [Homo sapiens] 2 2 5.8 538 61836 5.3 HsSD-NE_PHA_lymphocytes_PK_108.009450.009450 2 2.8304 0.2043 1673.65 1671.8 7 62.5 1 L.KIINDYEEFSKER.S 232 1
2389 ENSG00000064012:ENSMUSG00000026029:ENSRNOG00000012331 CASP8 gi|122056476|ref|NP_001073594.1| gi|122056476|ref|NP_001073594.1|;gi|15718706|ref|NP_2035 caspase 8 isoform G precursor [Homo sapiens] 2 2 5.8 538 61836 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.012821.01282 2 3.6084 0.2853 2024.55 2024.2 1 55.88235 1 R.NLYDIGEQLDSEDLASLK.F 65 2
2390 ENSG00000101199:ENSMUSG00000027575:NA ARFGAP1 gi|28416436|ref|NP_783202.1| gi|28416436|ref|NP_783202.1|;gi|8922652|ref|NP_060679.1| ADP-ribosylation factor GTPase activating protein 1 isoform b [Hom 1 5 6 414 45676 5.8 HsNaOH-NE_NT_lymphocytes_Ti_104.018544.01854 2 3.479 0.4085 2745.97 2744.9 6 31.25 1 K.EDDFLNNAMSSLYSGWSSFTTGASR.F 196 2
2390 ENSG00000101199:ENSMUSG00000027575:NA ARFGAP1 gi|28416436|ref|NP_783202.1| gi|28416436|ref|NP_783202.1|;gi|8922652|ref|NP_060679.1| ADP-ribosylation factor GTPase activating protein 1 isoform b [Hom 1 5 6 414 45676 5.8 HsSD-NE_NT_lymphocytes_Ti_103.020460.020460.2 2 4.3853 0.4972 2746.83 2744.9 1 45.833336 4 K.EDDFLNNAMSSLYSGWSSFTTGASR.F 196 2
2391 ENSG00000180776:ENSMUSG00000021969:ENSRNOG00000011024 ZDHHC20 gi|49457851|ref|NP_694983.2| gi|49457851|ref|NP_694983.2| "zinc finger, DHHC-type containing 20 [Homo sapiens] " 1 2 5.4 354 41096 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.019328.0193 2 2.8355 0.2206 2216.97 2217.5 3 47.22222 1 K.YWLLPIFSSLGDGCSFPTR.L 277 2 *
2391 ENSG00000180776:ENSMUSG00000021969:ENSRNOG00000011024 ZDHHC20 gi|49457851|ref|NP_694983.2| gi|49457851|ref|NP_694983.2| "zinc finger, DHHC-type containing 20 [Homo sapiens] " 1 2 5.4 354 41096 7.9 HsSD-NE_NT_lymphocytes_Ti_107.019667.019667.2 2 3.1829 0.2452 2219.39 2217.5 1 55.555557 1 K.YWLLPIFSSLGDGCSFPTR.L 277 2 *
2392 ENSG00000100325:ENSMUSG00000020412:ENSRNOG00000007349 ASCC2 gi|20270253|ref|NP_115580.2| gi|20270253|ref|NP_115580.2| activating signal cointegrator 1 complex subunit 2 [Homo sapiens] 2 4 5.2 757 86360 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.013230.0132 2 2.5907 0.1368 1717.05 1714.9 2 54.166668 1 K.FWCQVIFDETLQK.C 77 2 *
2392 ENSG00000100325:ENSMUSG00000020412:ENSRNOG00000007349 ASCC2 gi|20270253|ref|NP_115580.2| gi|20270253|ref|NP_115580.2| activating signal cointegrator 1 complex subunit 2 [Homo sapiens] 2 4 5.2 757 86360 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.021573.0215 2 3.6366 0.4015 2896.45 2897.2 3 44 2 R.DYDALFPVAEDISLLQQASSVLDETR.T 366 2 *
2392 ENSG00000100325:ENSMUSG00000020412:ENSRNOG00000007349 ASCC2 gi|20270253|ref|NP_115580.2| gi|20270253|ref|NP_115580.2| activating signal cointegrator 1 complex subunit 2 [Homo sapiens] 2 4 5.2 757 86360 5.2 HsSD-NE_NT_lymphocytes_Ti_104.001086.001086.2 2 5.9208 0.3873 2900.05 2897.2 1 48 1 R.DYDALFPVAEDISLLQQASSVLDETR.T 366 2 *
2393 ENSG00000182473:ENSMUSG00000020792:ENSRNOG00000009617 EXOC7 gi|62241044|ref|NP_056034.2| gi|62241044|ref|NP_056034.2|;gi|62241046|ref|NP_00101386 exocyst complex component 7 isoform b [Homo sapiens] 2 3 4.9 653 74713 6.4 HsSD-NE_PHA_lymphocytes_PK_105.018110.018110 2 3.9629 0.3436 2094.29 2093.3 1 55.88235 1 Q.EDVTLEHLPESVLQDVIR.I 184 1
2393 ENSG00000182473:ENSMUSG00000020792:ENSRNOG00000009617 EXOC7 gi|62241044|ref|NP_056034.2| gi|62241044|ref|NP_056034.2|;gi|62241046|ref|NP_00101386 exocyst complex component 7 isoform b [Homo sapiens] 2 3 4.9 653 74713 6.4 HsSD-NE_NT_lymphocytes_Ti_110.016499.016499.2 2 4.2163 0.4758 1646.65 1645.9 1 80.769226 2 R.HDFSTVLTVFPILR.H 342 2
2394 ENSG00000075142:ENSMUSG00000003161:NA SRI gi|38679884|ref|NP_944490.1| gi|38679884|ref|NP_944490.1|;gi|4507207|ref|NP_003121.1| sorcin isoform b [Homo sapiens] 2 2 18.6 183 20345 5.3 HsNaOH-NE_NT_lymphocytes_Ti_102.019352.01935 2 2.9808 0.1911 2536.07 2534.8 2 38.095238 1 R.DTAQQGVVNFPYDDFIQCVMSV.- 162 2
2394 ENSG00000075142:ENSMUSG00000003161:NA SRI gi|38679884|ref|NP_944490.1| gi|38679884|ref|NP_944490.1|;gi|4507207|ref|NP_003121.1| sorcin isoform b [Homo sapiens] 2 2 18.6 183 20345 5.3 HsSD-NE_NT_lymphocytes_Ti_104.011619.011619.1 1 2.7147 0.3369 1505.82 1505.6 1 59.090908 1 K.ITFDDYIACCVK.L 139 2
2395 ENSG00000144744:ENSMUSG00000030061:ENSRNOG00000001025 UBE1C gi|38045942|ref|NP_003959.3| gi|38045942|ref|NP_003959.3|;gi|38045944|ref|NP_937838.1| ubiquitin-activating enzyme 3 isoform 1 [Homo sapiens] 2 3 9.9 463 51852 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.016859.016859 2 3.0573 0.346 2247.17 2246.6 1 45.238094 1 R.IIPAVASTNAVIAAVCATEVFK.I 309 2
2395 ENSG00000144744:ENSMUSG00000030061:ENSRNOG00000001025 UBE1C gi|38045942|ref|NP_003959.3| gi|38045942|ref|NP_003959.3|;gi|38045944|ref|NP_937838.1| ubiquitin-activating enzyme 3 isoform 1 [Homo sapiens] 2 3 9.9 463 51852 5.5 HsSD-NE_NT_lymphocytes_Ti_102.016322.016322.2 2 2.9723 0.2267 2547.77 2544.9 1 39.130436 2 K.ELGLVDGQELAVADVTTPQTVLFK.L 435 2
2396 ENSG00000167378:ENSMUSG00000041037:ENSRNOG00000019844 IRGQ gi|56090582|ref|NP_001007562.1| gi|56090582|ref|NP_001007562.1| "immunity-related GTPase family, Q [Homo sapiens] " 2 4 11.1 623 62717 4.9 HsSD-NE_PHA_lymphocytes_Ti_104.021165.021165 3 3.5002 0.1947 3202.31 3201.8 2 24.193548 1 R.AGAWRPALLASLAAAAAPLPGLGWACDVALLR.G 479 2 *
2396 ENSG00000167378:ENSMUSG00000041037:ENSRNOG00000019844 IRGQ gi|56090582|ref|NP_001007562.1| gi|56090582|ref|NP_001007562.1| "immunity-related GTPase family, Q [Homo sapiens] " 2 4 11.1 623 62717 4.9 HsSD-NE_NT_lymphocytes_Ti_108.020503.020503.3 3 3.2768 0.2157 4103.36 4101.6 1 23.61111 3 R.AAALSPEDETWEVLEEAPPPVFPLRPGGLPGLCEWLR.R 411 2 *
2397 ENSG00000141429:ENSMUSG00000000420:ENSRNOG00000016207 GALNT1 gi|13124891|ref|NP_065207.2| gi|13124891|ref|NP_065207.2| polypeptide N-acetylgalactosaminyltransferase 1 [Homo sapiens] 3 3 6.8 559 64219 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009006.0090 2 2.3834 0.2126 1122.81 1122.3 1 81.25 1 R.HYFSLGEIR.N 427 2
2397 ENSG00000141429:ENSMUSG00000000420:ENSRNOG00000016207 GALNT1 gi|13124891|ref|NP_065207.2| gi|13124891|ref|NP_065207.2| polypeptide N-acetylgalactosaminyltransferase 1 [Homo sapiens] 3 3 6.8 559 64219 7.7 HsSD-NE_NT_lymphocytes_Ti_112.012031.012031.3 3 3.4008 0.1858 2975.93 2977.5 1 28.57143 1 R.GLPAGDVLEPVQKPHEGPGEMGKPVVIPK.E 41 2 *
2397 ENSG00000141429:ENSMUSG00000000420:ENSRNOG00000016207 GALNT1 gi|13124891|ref|NP_065207.2| gi|13124891|ref|NP_065207.2| polypeptide N-acetylgalactosaminyltransferase 1 [Homo sapiens] 3 3 6.8 559 64219 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.010678.0106 2 2.522 0.2887 2976.89 2977.5 1 35.714287 1 R.GLPAGDVLEPVQKPHEGPGEMGKPVVIPK.E 41 2 *
2398 ENSG00000132300:ENSMUSG00000063884:ENSRNOG00000009484 PTCD3 gi|38683855|ref|NP_060422.4| gi|38683855|ref|NP_060422.4| Pentatricopeptide repeat domain 3 [Homo sapiens] 4 7 9.6 689 78550 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.009348.009348 3 3.1117 0.1976 2128.46 2126.3 5 33.333336 1 R.DKHPPELQVAFADCAADIK.S 538 2 *
2398 ENSG00000132300:ENSMUSG00000063884:ENSRNOG00000009484 PTCD3 gi|38683855|ref|NP_060422.4| gi|38683855|ref|NP_060422.4| Pentatricopeptide repeat domain 3 [Homo sapiens] 4 7 9.6 689 78550 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.021894.0218 2 3.0732 0.3329 1763.11 1762.1 1 57.14286 1 R.SSFIIYDIMNELMGK.R 389 2 *
2398 ENSG00000132300:ENSMUSG00000063884:ENSRNOG00000009484 PTCD3 gi|38683855|ref|NP_060422.4| gi|38683855|ref|NP_060422.4| Pentatricopeptide repeat domain 3 [Homo sapiens] 4 7 9.6 689 78550 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010676.0106 2 2.6095 0.1916 1685.91 1685.9 4 53.333336 2 K.VEGTDVTGIEEVVIPK.K 46 2 *
2398 ENSG00000132300:ENSMUSG00000063884:ENSRNOG00000009484 PTCD3 gi|38683855|ref|NP_060422.4| gi|38683855|ref|NP_060422.4| Pentatricopeptide repeat domain 3 [Homo sapiens] 4 7 9.6 689 78550 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.010916.0109 2 3.8676 0.3569 1793.87 1792.1 1 56.666668 3 K.AIGIEPSLATYHHIIR.L 362 2 *
2399 ENSG00000206527:ENSMUSG00000035376:ENSRNOG00000038761 PTPLB gi|38257153|ref|NP_940684.1| gi|38257153|ref|NP_940684.1| "protein tyrosine phosphatase-like (proline instead of catalytic argin 2 5 9.4 254 28368 9.5 HsSD-NE_PHA_lymphocytes_Ti_106.007293.007293 2 2.7295 0.1147 1498.19 1498.7 4 68.181816 2 K.ILSHTEEHKKFE.- 243 2 *
2399 ENSG00000206527:ENSMUSG00000035376:ENSRNOG00000038761 PTPLB gi|38257153|ref|NP_940684.1| gi|38257153|ref|NP_940684.1| "protein tyrosine phosphatase-like (proline instead of catalytic argin 2 5 9.4 254 28368 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.012470.0124 2 3.6934 0.2805 1402.65 1400.7 1 86.36364 1 R.VFLIWAVTHSVK.E 115 2 *
2400 ENSG00000114302:ENSMUSG00000032601:ENSRNOG00000020284 PRKAR2A gi|4758958|ref|NP_004148.1| gi|4758958|ref|NP_004148.1| "cAMP-dependent protein kinase, regulatory subunit alpha 2 [Homo 2 4 9.2 404 45518 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008729.00872 2 4.7467 0.4712 2307.89 2308.4 1 60.526318 3 K.ADEHVIDQGDDGDNFYVIER.G 162 2 *
2400 ENSG00000114302:ENSMUSG00000032601:ENSRNOG00000020284 PRKAR2A gi|4758958|ref|NP_004148.1| gi|4758958|ref|NP_004148.1| "cAMP-dependent protein kinase, regulatory subunit alpha 2 [Homo 2 4 9.2 404 45518 5.1 HsSD-NE_NT_lymphocytes_Ti_104.017476.017476.2 2 3.0059 0.367 2034.75 2037.3 1 46.875 1 K.NLDQEQLSQVLDAMFER.I 142 2 *
2401 ENSG00000112343:ENSMUSG00000064140:NA TRIM38 gi|5454014|ref|NP_006346.1| gi|5454014|ref|NP_006346.1| tripartite motif-containing 38 [Homo sapiens] 2 3 8.6 465 53416 7 HsSD-NE_PHA_lymphocytes_Ti_104.009555.009555 3 3.7973 0.3238 2601.5 2600.8 6 29.545454 2 R.SHQVSVTLDPDTAHHELILSEDR.R 289 2 *
2401 ENSG00000112343:ENSMUSG00000064140:NA TRIM38 gi|5454014|ref|NP_006346.1| gi|5454014|ref|NP_006346.1| tripartite motif-containing 38 [Homo sapiens] 2 3 8.6 465 53416 7 HsSD-NE_NT_lymphocytes_Ti_104.013004.013004.2 2 2.2953 0.2088 1906.29 1907.1 5 46.875 1 R.FTAFPCVLGCEGFTSGR.R 330 2 *
2402 ENSG00000205356:ENSMUSG00000066621:ENSRNOG00000001010 TECPR1 gi|32698704|ref|NP_056210.1| gi|32698704|ref|NP_056210.1| hypothetical protein LOC25851 [Homo sapiens] 3 6 5.1 1165 129696 6.2 HsSD-NE_PHA_lymphocytes_Ti_106.010857.010857 2 4.6635 0.4474 1971.79 1970.1 1 64.70589 2 K.GHGWDYGIGGGWDHISVR.A 1120 2 *
2402 ENSG00000205356:ENSMUSG00000066621:ENSRNOG00000001010 TECPR1 gi|32698704|ref|NP_056210.1| gi|32698704|ref|NP_056210.1| hypothetical protein LOC25851 [Homo sapiens] 3 6 5.1 1165 129696 6.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010679.01067 2 3.1414 0.2775 1829.91 1829.1 1 63.333332 1 K.VQGRPSPQAIWSITCK.G 722 2 *
2402 ENSG00000205356:ENSMUSG00000066621:ENSRNOG00000001010 TECPR1 gi|32698704|ref|NP_056210.1| gi|32698704|ref|NP_056210.1| hypothetical protein LOC25851 [Homo sapiens] 3 6 5.1 1165 129696 6.2 HsNaOH-NE_NT_lymphocytes_Ti_115.011235.01123 3 4.6685 0.3363 2725.1 2724 1 37.5 3 R.EARPNTHPGPAPTPAELPWTNIDLK.E 469 2 *
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.006690.00669 2 3.0781 0.3187 1476.49 1474.5 3 53.846157 1 R.QLSSSSSYSGDISR.H 913 2
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.010306.01030 2 3.5391 0.3396 2474.87 2472.8 1 42.857143 1 R.VIVLDKGEIQEYGAPSDLLQQR.G 1432 2
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010512.0105 2 3.092 0.1438 1432.27 1429.6 6 70.83333 1 K.VDANEEVEALIVK.S 291 2
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.007150.0071 2 3.5623 0.3128 2455.41 2455.5 1 45.652176 2 R.TYASTEQEQDAEENGVTGVSGPGK.E 868 2
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.016406.0164 2 2.5798 0.3681 2853.75 2854.2 1 36.95652 1 R.MNLDPFSQYSDEEVWTSLELAHLK.D 1386 2
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|NP_063955.2| gi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987 "ATP-binding cassette, sub-family C, member 1 isoform 5 [Homo s 6 7 7.6 1466 164303 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.011452.0114 2 3.4698 0.3281 1933.75 1932.1 1 60.714287 1 R.ENILFGCQLEEPYYR.S 724 2
2404 ENSG00000105699:ENSMUSG00000001247:ENSRNOG00000021053 LSR gi|45505163|ref|NP_057009.3| gi|45505163|ref|NP_057009.3|;gi|45545424|ref|NP_991403.1| LISCH protein isoform 1 [Homo sapiens] 2 3 6.3 630 69558 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010806.01080 2 3.2453 0.2326 2192.97 2190.5 2 38.095238 1 K.AATSGVPSIYAPSTYAHLSPAK.T 295 2
2404 ENSG00000105699:ENSMUSG00000001247:ENSRNOG00000021053 LSR gi|45505163|ref|NP_057009.3| gi|45505163|ref|NP_057009.3|;gi|45545424|ref|NP_991403.1| LISCH protein isoform 1 [Homo sapiens] 2 3 6.3 630 69558 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008327.0083 2 4.9965 0.4261 1976.65 1976.2 1 61.764706 2 R.GPALTPIRDEEWGGHSPR.S 430 2
2405 ENSG00000198408:ENSMUSG00000025220:ENSRNOG00000017822 MGEA5 gi|11024698|ref|NP_036347.1| gi|11024698|ref|NP_036347.1| meningioma expressed antigen 5 (hyaluronidase) [Homo sapiens] 3 3 7 916 102915 4.9 HsSD-NE_PHA_lymphocytes_PK_107.011681.01168 2 2.6511 0.2513 1633.71 1631.8 2 54.166668 1 T.FCYPNVSQSPYLR.T 223 1 *
2405 ENSG00000198408:ENSMUSG00000025220:ENSRNOG00000017822 MGEA5 gi|11024698|ref|NP_036347.1| gi|11024698|ref|NP_036347.1| meningioma expressed antigen 5 (hyaluronidase) [Homo sapiens] 3 3 7 916 102915 4.9 HsNaOH-NE_NT_lymphocytes_Ti_111.000801.00080 3 3.0272 0.1398 4474.85 4474.1 4 16.447369 1 K.EQFVPGPNEKPLYTAEPVTLEDLQLLADLFYLPYEHGPK.G 536 2 *
2405 ENSG00000198408:ENSMUSG00000025220:ENSRNOG00000017822 MGEA5 gi|11024698|ref|NP_036347.1| gi|11024698|ref|NP_036347.1| meningioma expressed antigen 5 (hyaluronidase) [Homo sapiens] 3 3 7 916 102915 4.9 HsSD-NE_PHA_lymphocytes_PK_106.015500.015500 2 3.6889 0.3028 1478.95 1479.7 2 77.27273 1 Q.FLIGDQEPWAFR.G 671 1 *
2406 ENSG00000105875:ENSMUSG00000058486:ENSRNOG00000010421 WDR91 gi|40254873|ref|NP_054868.2| gi|40254873|ref|NP_054868.2| WD repeat domain 91 [Homo sapiens] 3 4 11 747 83372 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.021068.0210 2 3.8416 0.2995 2722.25 2720.1 1 45.454548 2 K.DWFVLPFLPSPDTNPTFATYFSR.Q 127 2 *
2406 ENSG00000105875:ENSMUSG00000058486:ENSRNOG00000010421 WDR91 gi|40254873|ref|NP_054868.2| gi|40254873|ref|NP_054868.2| WD repeat domain 91 [Homo sapiens] 3 4 11 747 83372 6.6 HsSD-NE_NT_lymphocytes_Ti_112.012307.012307.3 3 5.2021 0.349 3907.04 3908.2 1 27.142859 1 R.ASSAGPEGGGVRPEQPFIVLGQEEYGEHHSSIMHCR.V 380 2 *
2406 ENSG00000105875:ENSMUSG00000058486:ENSRNOG00000010421 WDR91 gi|40254873|ref|NP_054868.2| gi|40254873|ref|NP_054868.2| WD repeat domain 91 [Homo sapiens] 3 4 11 747 83372 6.6 HsSD-NE_NT_lymphocytes_Ti_102.013408.013408.2 2 3.7937 0.3789 2427.33 2425.7 1 40.909092 1 K.VSEYSLPSDATGPFVLSGYSGYK.Q 640 2 *
2407 ENSG00000161036:ENSMUSG00000029703:ENSRNOG00000001429 LRWD1 gi|23097240|ref|NP_690852.1| gi|23097240|ref|NP_690852.1| leucine-rich repeats and WD repeat domain containing 1 [Homo sa 2 3 4.8 647 70861 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010826.01082 2 3.1009 0.2994 1511.47 1509.7 1 63.636364 2 K.LEPLHFLQCHSK.N 273 2 *
2407 ENSG00000161036:ENSMUSG00000029703:ENSRNOG00000001429 LRWD1 gi|23097240|ref|NP_690852.1| gi|23097240|ref|NP_690852.1| leucine-rich repeats and WD repeat domain containing 1 [Homo sa 2 3 4.8 647 70861 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.013667.0136 2 3.7163 0.2834 2147.33 2146.4 1 47.22222 1 K.LEELSLEGNPFLTVNDNLK.V 93 2 *
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.010794.01079 1 2.2632 0.0875 1467.98 1466.7 9 45.833336 1 K.LASADIETYLLEK.S 261 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010707.01070 2 4.8846 0.3048 2235.29 2232.3 1 63.15789 2 K.NDLQLQVQSEADSLADAEER.C 888 2 *
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.006806.0068 2 2.8063 0.2597 1514.21 1511.6 1 63.636364 1 R.KLQHELEEAEER.A 1901 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008794.00879 2 4.7028 0.3842 2220.51 2218.4 1 52.77778 1 K.TKLEQQVDDLEGSLEQEKK.L 1028 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010653.0106 1 2.1525 0.1459 1245.66 1246.4 2 70 1 R.DIDDLELTLAK.V 956 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.006849.0068 2 2.9581 0.1244 1526.11 1526.6 1 75 1 K.YEETQAELEASQK.E 1463 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009069.00906 2 2.1172 0.2475 979.67 981.1 1 78.57143 1 R.STHPHFVR.C 667 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.007566.00756 2 3.2791 0.1643 1507.49 1504.6 1 64.28571 1 R.ENQSILITGESGAGK.T 173 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_PK_105.007702.0077 2 3.149 0.204 1517.71 1518.5 1 73.07692 2 R.EEQAEPDGTEVADK.A 373 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008534.00853 2 4.7029 0.3679 1860.45 1861 1 80 2 K.LEQQVDDLEGSLEQEK.K 1030 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.006507.00650 2 3.9713 0.2563 1715.25 1715.9 1 57.692307 2 R.VRELEGEVENEQKR.N 1822 2 *
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.010595.01059 1 2.2602 0.2062 1301.58 1300.5 1 63.636364 1 K.GSSFQTVSALFR.E 644 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_PK_106.005843.0058 2 2.6042 0.1622 1802.61 1802.8 1 66.66667 1 K.QREEQAEPDGTEVADK.A 371 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010368.01036 1 2.9088 0.2486 1247.64 1246.4 1 70 2 K.DIDDLELTLAK.V 956 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008141.00814 2 4.736 0.3974 1711.61 1711 1 75 1 R.VQLLHTQNTSLINTK.K 1716 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010301.01030 2 4.228 0.1599 1246.37 1246.4 1 85 1 K.DIDDLELTLAK.V 956 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.009449.00944 2 4.2532 0.4248 2088.43 2090.2 1 61.764706 1 K.TKLEQQVDDLEGSLEQEK.K 1028 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.008159.00815 2 3.8344 0.22 1989.83 1989.1 1 65.625 2 K.LEQQVDDLEGSLEQEKK.L 1030 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_108.008447.00844 3 3.0766 0.205 1649.57 1651 6 37.5 1 K.KAITDAAMMAEELKK.E 1760 2
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2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.008777.00877 3 3.4004 0.2789 2220.68 2218.4 1 38.88889 2 K.TKLEQQVDDLEGSLEQEKK.L 1028 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.010389.01038 2 4.6064 0.3632 1732.59 1732 1 67.85714 2 K.TPGAMEHELVLHQLR.C 683 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012771.01277 2 3.2099 0.1037 1083.97 1084.4 1 92.85714 2 K.MFLWMVTR.I 438 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_PK_110.010748.0107 2 4.3456 0.2774 1861.61 1861 1 70 3 K.LEQQVDDLEGSLEQEK.K 1030 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_104.010955.01095 2 4.2745 0.3454 1466.33 1466.7 1 87.5 1 K.LASADIETYLLEK.S 261 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.005846.00584 2 2.0529 0.1087 1226.07 1225.3 3 66.66667 1 R.TKYETDAIQR.T 1376 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010683.0106 2 3.9508 0.2468 1247.35 1246.4 1 85 1 R.DIDDLELTLAK.V 956 2
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|NP_002463.2| gi|153945790|ref|NP_002463.2| "myosin, heavy chain 8, skeletal muscle, perinatal [Homo sapiens] " 23 38 11.2 1937 222760 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011878.011878.2 2 3.7752 0.2112 1246.09 1246.4 1 85 1 R.DIDDLELTLAK.V 956 2
2409 ENSG00000135720:ENSMUSG00000035770:ENSRNOG00000025791 DYNC1LI2 gi|5453634|ref|NP_006132.1| gi|5453634|ref|NP_006132.1| "dynein, cytoplasmic, light intermediate polypeptide 2 [Homo sapie 2 3 5.3 492 54099 6.4 HsSD-NE_PHA_lymphocytes_Ti_107.010489.010489 3 3.548 0.2754 3212.48 3213.5 1 27.000002 1 K.CDAVSVLEKEHDYRDEHLDFIQSHLR.R 234 2 *
2409 ENSG00000135720:ENSMUSG00000035770:ENSRNOG00000025791 DYNC1LI2 gi|5453634|ref|NP_006132.1| gi|5453634|ref|NP_006132.1| "dynein, cytoplasmic, light intermediate polypeptide 2 [Homo sapie 2 3 5.3 492 54099 6.4 HsSD-NE_NT_lymphocytes_Ti_109.010473.010473.3 3 3.7256 0.2745 2213.54 2211.4 1 40.625 2 K.EHDYRDEHLDFIQSHLR.R 243 2 *
2410 ENSG00000132716:ENSMUSG00000026554:NA WDR42A gi|30089954|ref|NP_056541.2| gi|30089954|ref|NP_056541.2| H326 [Homo sapiens] 2 3 3.7 597 66852 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.011871.011871 2 2.7549 0.2186 2280.53 2278.6 3 35 1 K.VGLYTIYVNPANTHQFAVGGR.D 332 2 *
2410 ENSG00000132716:ENSMUSG00000026554:NA WDR42A gi|30089954|ref|NP_056541.2| gi|30089954|ref|NP_056541.2| H326 [Homo sapiens] 2 3 3.7 597 66852 5.4 HsNaOH-NE_NT_lymphocytes_Ti_115.010830.01083 3 5.4569 0.3267 2405.81 2406.7 1 40.476192 2 K.KVGLYTIYVNPANTHQFAVGGR.D 331 2 *
2411 ENSG00000130175:ENSMUSG00000003402:ENSRNOG00000013360 PRKCSH gi|48255889|ref|NP_002734.2| gi|48255889|ref|NP_002734.2|;gi|48255891|ref|NP_00100132 protein kinase C substrate 80K-H isoform 1 [Homo sapiens] 2 2 8.7 528 59425 4.4 HsSD-NE_PHA_lymphocytes_PK_103.001656.001656 2 2.6154 0.1588 2356.07 2354.5 2 44.736843 1 R.NLEQEISFDFGPNGEFAYLY.S 393 1
2411 ENSG00000130175:ENSMUSG00000003402:ENSRNOG00000013360 PRKCSH gi|48255889|ref|NP_002734.2| gi|48255889|ref|NP_002734.2|;gi|48255891|ref|NP_00100132 protein kinase C substrate 80K-H isoform 1 [Homo sapiens] 2 2 8.7 528 59425 4.4 HsSD-NE_NT_lymphocytes_Ti_109.013354.013354.2 2 2.6927 0.2999 2736.23 2734.1 1 30.000002 1 K.LGGSPTSLGTWGSWIGPDHDKFSAMK.Y 439 2
2412 ENSG00000182827:ENSMUSG00000026499:ENSRNOG00000003185 ACBD3 gi|15826852|ref|NP_073572.2| gi|15826852|ref|NP_073572.2| acyl-Coenzyme A binding domain containing 3 [Homo sapiens] 2 2 7.4 528 60593 5.1 HsSD-NE_NT_lymphocytes_Ti_104.016362.016362.2 2 2.3156 0.133 2844.71 2842.1 8 29.166666 1 K.QVLMGPYNPDTCPEVGFFDVLGNDR.R 118 2 *
2412 ENSG00000182827:ENSMUSG00000026499:ENSRNOG00000003185 ACBD3 gi|15826852|ref|NP_073572.2| gi|15826852|ref|NP_073572.2| acyl-Coenzyme A binding domain containing 3 [Homo sapiens] 2 2 7.4 528 60593 5.1 HsSD-NE_PHA_lymphocytes_PK_104.012598.012598 2 2.9825 0.2579 1590.33 1590.7 6 50 1 Y.FEWTDSPNTAVSVH.V 433 0 *
2413 ENSG00000167670:NA:NA CHAF1A gi|50513245|ref|NP_005474.2| gi|50513245|ref|NP_005474.2| "chromatin assembly factor 1, subunit A (p150) [Homo sapiens] " 2 2 4.2 956 106910 5.9 HsNaOH-NE_NT_lymphocytes_PK_101.016810.0168 1 1.8402 0.1837 1118.31 1117.2 1 50 1 A.PCGAASGAGGGVGV.D 928 0 *
2413 ENSG00000167670:NA:NA CHAF1A gi|50513245|ref|NP_005474.2| gi|50513245|ref|NP_005474.2| "chromatin assembly factor 1, subunit A (p150) [Homo sapiens] " 2 2 4.2 956 106910 5.9 HsSD-NE_NT_lymphocytes_Ti_107.017526.017526.3 3 3.7825 0.2356 3041.24 3039.3 1 31 1 R.TAFHPDLCSQLDQLLQQQSGEFSFLK.D 485 2 *
2414 ENSG00000148700:ENSMUSG00000025026:ENSRNOG00000012820 ADD3 gi|62912453|ref|NP_001112.2| gi|62912453|ref|NP_001112.2|;gi|9943848|ref|NP_058432.1| adducin 3 (gamma) isoform b [Homo sapiens] 3 4 7 674 75671 6.8 HsSD-NE_PHA_lymphocytes_Ti_105.014332.014332 3 3.2677 0.1546 2947.61 2945.3 3 26.923079 1 R.HKSDVEIPATVTAFSFEDDTVPLSPLK.Y 400 2
2414 ENSG00000148700:ENSMUSG00000025026:ENSRNOG00000012820 ADD3 gi|62912453|ref|NP_001112.2| gi|62912453|ref|NP_001112.2|;gi|9943848|ref|NP_058432.1| adducin 3 (gamma) isoform b [Homo sapiens] 3 4 7 674 75671 6.8 HsSD-NE_NT_lymphocytes_Ti_103.016432.016432.2 2 2.4573 0.1131 2682.59 2680 8 27.083334 1 K.SDVEIPATVTAFSFEDDTVPLSPLK.Y 402 2
2414 ENSG00000148700:ENSMUSG00000025026:ENSRNOG00000012820 ADD3 gi|62912453|ref|NP_001112.2| gi|62912453|ref|NP_001112.2|;gi|9943848|ref|NP_058432.1| adducin 3 (gamma) isoform b [Homo sapiens] 3 4 7 674 75671 6.8 HsSD-NE_NT_lymphocytes_Ti_111.011610.011610.3 3 3.1286 0.2553 2213.99 2213.5 1 35.526314 2 K.IDHTGFSPHAAIYSTRPDVK.C 208 2
2415 ENSG00000116001:ENSMUSG00000071337:ENSRNOG00000016813 TIA1 gi|11863163|ref|NP_071505.1| gi|11863163|ref|NP_071505.1| TIA1 protein isoform 2 [Homo sapiens] 2 2 9.1 386 42962 8 HsSD-NE_PHA_lymphocytes_Ti_102.010840.010840 2 2.8059 0.0946 2515.49 2514.8 1 42.857143 1 R.SQDHFHVFVGDLSPQITTEDIK.A 102 2 *
2415 ENSG00000116001:ENSMUSG00000071337:ENSRNOG00000016813 TIA1 gi|11863163|ref|NP_071505.1| gi|11863163|ref|NP_071505.1| TIA1 protein isoform 2 [Homo sapiens] 2 2 9.1 386 42962 8 HsNaOH-NE_NT_lymphocytes_Ti_106.012501.01250 2 2.867 0.2339 1554.63 1554.8 6 62.5 1 R.QTFSPFGQIMEIR.V 232 2
2416 ENSG00000132155:ENSMUSG00000000441:ENSRNOG00000010153 RAF1 gi|4506401|ref|NP_002871.1| gi|4506401|ref|NP_002871.1| v-raf-1 murine leukemia viral oncogene homolog 1 [Homo sapiens] 2 4 5.4 648 73052 9.2 HsSD-NE_PHA_lymphocytes_Ti_101.009096.009096 2 3.204 0.3439 1471.79 1472.7 1 70.83333 3 K.SNNIFLHEGLTVK.I 471 2
2416 ENSG00000132155:ENSMUSG00000000441:ENSRNOG00000010153 RAF1 gi|4506401|ref|NP_002871.1| gi|4506401|ref|NP_002871.1| v-raf-1 murine leukemia viral oncogene homolog 1 [Homo sapiens] 2 4 5.4 648 73052 9.2 HsSD-NE_NT_lymphocytes_Ti_102.013818.013818.2 2 3.7876 0.4036 2478.83 2476.7 1 50 1 K.DAVFDGSSCISPTIVQQFGYQR.R 19 2 *
2417 ENSG00000107651:ENSMUSG00000055319:ENSRNOG00000020411 SEC23IP gi|6005824|ref|NP_009121.1| gi|6005824|ref|NP_009121.1| Sec23-interacting protein p125 [Homo sapiens] 2 5 3.7 1000 111076 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.009056.0090 2 3.4775 0.3071 1858.67 1856.1 1 60.000004 2 R.RLEFPSGETIVMHNPK.V 382 2 *
2417 ENSG00000107651:ENSMUSG00000055319:ENSRNOG00000020411 SEC23IP gi|6005824|ref|NP_009121.1| gi|6005824|ref|NP_009121.1| Sec23-interacting protein p125 [Homo sapiens] 2 5 3.7 1000 111076 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.010860.0108 2 3.0206 0.3915 2280.29 2280.5 3 42.5 1 R.VEFLPVHWHSSLGGDATGVDR.N 495 2 *
2417 ENSG00000107651:ENSMUSG00000055319:ENSRNOG00000020411 SEC23IP gi|6005824|ref|NP_009121.1| gi|6005824|ref|NP_009121.1| Sec23-interacting protein p125 [Homo sapiens] 2 5 3.7 1000 111076 5.5 HsSD-NE_NT_lymphocytes_Ti_109.012033.012033.2 2 3.7056 0.4785 2279.39 2280.5 1 52.499996 2 R.VEFLPVHWHSSLGGDATGVDR.N 495 2 *
2418 ENSG00000162616:ENSMUSG00000028035:ENSRNOG00000013011 DNAJB4 gi|6631085|ref|NP_008965.2| gi|6631085|ref|NP_008965.2| "DnaJ (Hsp40) homolog, subfamily B, member 4 [Homo sapiens] " 2 2 13.1 337 37807 8.5 HsSD-NE_PHA_lymphocytes_Ti_112.017613.017613 3 3.0957 0.1184 3725.69 3726.3 4 19.354837 1 K.ITFPREGDETPNSIPADIVFIIKDKDHPKFKR.D 214 2 *
2418 ENSG00000162616:ENSMUSG00000028035:ENSRNOG00000013011 DNAJB4 gi|6631085|ref|NP_008965.2| gi|6631085|ref|NP_008965.2| "DnaJ (Hsp40) homolog, subfamily B, member 4 [Homo sapiens] " 2 2 13.1 337 37807 8.5 HsSD-NE_NT_lymphocytes_Ti_102.010001.010001.2 2 3.618 0.2472 1388.55 1386.5 1 81.818184 1 R.VSLEEIYSGCTK.K 166 2
2419 ENSG00000123131:ENSMUSG00000025289:ENSRNOG00000003763 PRDX4 gi|5453549|ref|NP_006397.1| gi|5453549|ref|NP_006397.1| thioredoxin peroxidase [Homo sapiens] 2 2 13.7 271 30540 6.3 HsSD-NE_PHA_lymphocytes_Ti_102.007542.007542 3 4.5021 0.4631 2442.08 2444.5 1 41.25 1 R.TREEECHFYAGGQVYPGEASR.V 46 2 *
2419 ENSG00000123131:ENSMUSG00000025289:ENSRNOG00000003763 PRDX4 gi|5453549|ref|NP_006397.1| gi|5453549|ref|NP_006397.1| thioredoxin peroxidase [Homo sapiens] 2 2 13.7 271 30540 6.3 HsSD-NE_PHA_lymphocytes_PK_108.010433.010433 2 2.7805 0.1523 1656.39 1653.9 1 53.333336 1 A.GWKPGSETIIPDPAGK.L 248 1 *
2420 ENSG00000138767:ENSMUSG00000034724:ENSRNOG00000002075 CNOT6L gi|115583679|ref|NP_653172.2| gi|115583679|ref|NP_653172.2| "CCR4-NOT transcription complex, subunit 6-like [Homo sapiens] " 2 2 5.6 555 63001 6.7 HsSD-NE_PHA_lymphocytes_PK_115.013846.013846 2 2.8342 0.1787 2042.69 2043.3 1 44.11765 1 N.NITGCPHPHIPSDHFSLL.T 516 0
2420 ENSG00000138767:ENSMUSG00000034724:ENSRNOG00000002075 CNOT6L gi|115583679|ref|NP_653172.2| gi|115583679|ref|NP_653172.2| "CCR4-NOT transcription complex, subunit 6-like [Homo sapiens] " 2 2 5.6 555 63001 6.7 HsSD-NE_NT_lymphocytes_Ti_109.011074.011074.1 1 2.7628 0.2314 1516.52 1516.7 1 54.166668 1 K.LHNLVYLDLSSNK.L 78 2
2421 ENSG00000163938:ENSMUSG00000042354:ENSRNOG00000037646 GNL3 gi|45593130|ref|NP_055181.3| gi|45593130|ref|NP_055181.3|;gi|45643129|ref|NP_996562.1| guanine nucleotide binding protein-like 3 isoform 1 [Homo sapiens] 3 4 6.2 549 61993 9.2 HsSD-NE_PHA_lymphocytes_PK_110.013914.013914 2 2.8405 0.2136 2156.73 2157.3 6 43.75 1 A.YYCHPPTSWTPPPYFNE.S 401 0
2421 ENSG00000163938:ENSMUSG00000042354:ENSRNOG00000037646 GNL3 gi|45593130|ref|NP_055181.3| gi|45593130|ref|NP_055181.3|;gi|45643129|ref|NP_996562.1| guanine nucleotide binding protein-like 3 isoform 1 [Homo sapiens] 3 4 6.2 549 61993 9.2 HsSD-NE_PHA_lymphocytes_Ti_106.014079.014079 2 3.5776 0.3314 1759.35 1757 1 60.000004 2 K.KVIEASDVVLEVLDAR.D 136 2
2421 ENSG00000163938:ENSMUSG00000042354:ENSRNOG00000037646 GNL3 gi|45593130|ref|NP_055181.3| gi|45593130|ref|NP_055181.3|;gi|45643129|ref|NP_996562.1| guanine nucleotide binding protein-like 3 isoform 1 [Homo sapiens] 3 4 6.2 549 61993 9.2 HsSD-NE_PHA_lymphocytes_PK_110.014124.014124 2 3.4473 0.2417 2228.31 2228.4 4 47.058823 1 L.AYYCHPPTSWTPPPYFNE.S 400 0
2422 ENSG00000213186:ENSMUSG00000034317:ENSRNOG00000010515 TRIM59 gi|27436877|ref|NP_775107.1| gi|27436877|ref|NP_775107.1| tripartite motif-containing 59 [Homo sapiens] 1 2 5.7 403 47114 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.018452.0184 2 5.2186 0.4261 2685.71 2683 1 54.545456 1 K.SFLTALCDVGNLINQEYTPQIER.M 202 2 *
2422 ENSG00000213186:ENSMUSG00000034317:ENSRNOG00000010515 TRIM59 gi|27436877|ref|NP_775107.1| gi|27436877|ref|NP_775107.1| tripartite motif-containing 59 [Homo sapiens] 1 2 5.7 403 47114 6.8 HsSD-NE_NT_lymphocytes_Ti_104.019594.019594.2 2 3.1819 0.2884 2681.39 2683 1 36.363636 1 K.SFLTALCDVGNLINQEYTPQIER.M 202 2 *
2423 ENSG00000081307:ENSMUSG00000032557:ENSRNOG00000011027 UBE1DC1 gi|13376212|ref|NP_079094.1| gi|13376212|ref|NP_079094.1|;gi|38327032|ref|NP_938143.1| ubiquitin-activating enzyme 5 isoform 1 [Homo sapiens] 2 2 12.4 404 44863 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.014422.0144 3 3.6838 0.1041 2722.64 2720 1 31.25 1 R.ISNGGLEEGKPVDLVLSCVDNFEAR.M 164 2
2423 ENSG00000081307:ENSMUSG00000032557:ENSRNOG00000011027 UBE1DC1 gi|13376212|ref|NP_079094.1| gi|13376212|ref|NP_079094.1|;gi|38327032|ref|NP_938143.1| ubiquitin-activating enzyme 5 isoform 1 [Homo sapiens] 2 2 12.4 404 44863 4.8 HsSD-NE_NT_lymphocytes_Ti_108.000962.000962.2 2 2.3614 0.1972 2528.57 2529 2 29.166666 1 R.EGVCAASLPTTMGVVAGILVQNVLK.F 247 2
2424 ENSG00000137337:ENSMUSG00000061607:ENSRNOG00000032813 MDC1 gi|132626688|ref|NP_055456.2| gi|132626688|ref|NP_055456.2| mediator of DNA damage checkpoint 1 [Homo sapiens] 2 3 2.5 2089 226664 5.5 HsSD-NE_NT_lymphocytes_PK_112.019713.019713. 3 3.5911 0.1505 3864.41 3865.3 8 17.857143 1 E.LPPSTSTEQPVTPEPTSRATRGRKNRSSGKTPETLV.P 1373 0 *
2424 ENSG00000137337:ENSMUSG00000061607:ENSRNOG00000032813 MDC1 gi|132626688|ref|NP_055456.2| gi|132626688|ref|NP_055456.2| mediator of DNA damage checkpoint 1 [Homo sapiens] 2 3 2.5 2089 226664 5.5 HsSD-NE_NT_lymphocytes_Ti_106.019703.019703.2 2 3.5538 0.1552 1798.89 1797.2 3 50 2 R.VGLPLLSPEFLLTGVLK.Q 2055 2 *
2425 ENSG00000161618:ENSMUSG00000007833:ENSRNOG00000020623 ALDH16A1 gi|23503239|ref|NP_699160.1| gi|23503239|ref|NP_699160.1| "aldehyde dehydrogenase 16 family, member A1 [Homo sapiens] " 3 8 7.2 802 85113 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.019071.01907 2 3.276 0.3599 1369.69 1369.6 1 79.16667 2 R.AALLWALAAALER.R 589 2 *
2425 ENSG00000161618:ENSMUSG00000007833:ENSRNOG00000020623 ALDH16A1 gi|23503239|ref|NP_699160.1| gi|23503239|ref|NP_699160.1| "aldehyde dehydrogenase 16 family, member A1 [Homo sapiens] " 3 8 7.2 802 85113 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.016065.01606 2 2.8197 0.2066 1390.27 1388.7 3 77.27273 1 R.LLWTLESLVTGR.A 118 2 *
2425 ENSG00000161618:ENSMUSG00000007833:ENSRNOG00000020623 ALDH16A1 gi|23503239|ref|NP_699160.1| gi|23503239|ref|NP_699160.1| "aldehyde dehydrogenase 16 family, member A1 [Homo sapiens] " 3 8 7.2 802 85113 6.8 HsSD-NE_NT_lymphocytes_Ti_106.015112.015112.2 2 2.601 0.2628 1390.49 1388.7 3 68.181816 1 R.LLWTLESLVTGR.A 118 2 *
2425 ENSG00000161618:ENSMUSG00000007833:ENSRNOG00000020623 ALDH16A1 gi|23503239|ref|NP_699160.1| gi|23503239|ref|NP_699160.1| "aldehyde dehydrogenase 16 family, member A1 [Homo sapiens] " 3 8 7.2 802 85113 6.8 HsSD-NE_NT_lymphocytes_Ti_102.019863.019863.3 3 6.6368 0.3623 3460.34 3457.7 1 34.375 4 R.NSVPCQDPITGENLASCLQAQAEDVAAAVEAAR.M 55 2 *
2426 ENSG00000070495:ENSMUSG00000056962:ENSRNOG00000000250 JMJD6 gi|125988389|ref|NP_055982.2| gi|125988389|ref|NP_055982.2|;gi|125988395|ref|NP_001074 jumonji domain containing 6 isoform 2 [Homo sapiens] 2 2 8.2 403 46462 8.7 HsSD-NE_PHA_lymphocytes_Ti_101.011861.011861 2 4.5967 0.4073 2269.73 2270.4 1 57.894737 1 R.HNYYESFSLSPAAVADNVER.A 29 2
2426 ENSG00000070495:ENSMUSG00000056962:ENSRNOG00000000250 JMJD6 gi|125988389|ref|NP_055982.2| gi|125988389|ref|NP_055982.2|;gi|125988395|ref|NP_001074 jumonji domain containing 6 isoform 2 [Homo sapiens] 2 2 8.2 403 46462 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.012694.01269 2 2.6339 0.1192 1581.49 1581.7 8 62.5 1 K.FFTDDLFQYAGEK.R 155 2
2427 ENSG00000151414:ENSMUSG00000026393:ENSRNOG00000000657 NEK7 gi|19424132|ref|NP_598001.1| gi|19424132|ref|NP_598001.1|;gi|19923407|ref|NP_055212.2| NIMA (never in mitosis gene a)-related kinase 7 [Homo sapiens] 1 3 7.9 302 34551 8.3 HsNaOH-NE_NT_lymphocytes_Ti_108.000878.00087 2 3.5401 0.3203 2765.71 2766.1 1 41.304348 1 K.SDIWSLGCLLYEMAALQSPFYGDK.M 217 2
2427 ENSG00000151414:ENSMUSG00000026393:ENSRNOG00000000657 NEK7 gi|19424132|ref|NP_598001.1| gi|19424132|ref|NP_598001.1|;gi|19923407|ref|NP_055212.2| NIMA (never in mitosis gene a)-related kinase 7 [Homo sapiens] 1 3 7.9 302 34551 8.3 HsSD-NE_NT_lymphocytes_Ti_112.017201.017201.2 2 3.2812 0.1973 2767.89 2766.1 6 32.608696 2 K.SDIWSLGCLLYEMAALQSPFYGDK.M 217 2
2428 ENSG00000122965:ENSMUSG00000029594:ENSRNOG00000001397 RBM19 gi|7705365|ref|NP_057280.1| gi|7705365|ref|NP_057280.1| RNA binding motif protein 19 [Homo sapiens] 2 5 4.6 960 107305 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.000434.0004 2 3.6964 0.3768 2270.61 2267.7 1 47.5 1 R.VLLPEGGITAIVEFLEPLEAR.K 616 2 *
2428 ENSG00000122965:ENSMUSG00000029594:ENSRNOG00000001397 RBM19 gi|7705365|ref|NP_057280.1| gi|7705365|ref|NP_057280.1| RNA binding motif protein 19 [Homo sapiens] 2 5 4.6 960 107305 6.4 HsSD-NE_NT_lymphocytes_Ti_109.018248.018248.2 2 4.5286 0.4484 2387.23 2387.7 1 47.727272 4 K.NLPAGTLAAELQETFGHFGSLGR.V 593 2 *
2429 ENSG00000137486:ENSMUSG00000018909:ENSRNOG00000033999 ARRB1 gi|10880134|ref|NP_064647.1| gi|10880134|ref|NP_064647.1|;gi|10880136|ref|NP_004032.2| arrestin beta 1 isoform B [Homo sapiens] 2 2 10.2 410 46309 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.007122.0071 2 2.3846 0.1368 1998.73 1999.2 1 47.058823 1 K.VQYAPERPGPQPTAETTR.Q 171 2
2429 ENSG00000137486:ENSMUSG00000018909:ENSRNOG00000033999 ARRB1 gi|10880134|ref|NP_064647.1| gi|10880134|ref|NP_064647.1|;gi|10880136|ref|NP_004032.2| arrestin beta 1 isoform B [Homo sapiens] 2 2 10.2 410 46309 6.3 HsSD-NE_NT_lymphocytes_Ti_105.017232.017232.2 2 3.6608 0.4063 2715.53 2713.1 1 36.95652 1 R.DFVDHIDLVDPVDGVVLVDPEYLK.E 26 2
2430 ENSG00000176915:ENSMUSG00000029501:ENSRNOG00000037441 ANKLE2 gi|148664230|ref|NP_055929.1| gi|148664230|ref|NP_055929.1| hypothetical protein LOC23141 [Homo sapiens] 4 4 6.9 938 104114 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.016959.0169 2 3.1401 0.2153 2492.83 2494.7 1 42.5 1 K.ENQASICQLTLDVLENPDFMR.L 361 2
2430 ENSG00000176915:ENSMUSG00000029501:ENSRNOG00000037441 ANKLE2 gi|148664230|ref|NP_055929.1| gi|148664230|ref|NP_055929.1| hypothetical protein LOC23141 [Homo sapiens] 4 4 6.9 938 104114 7.1 HsNaOH-NE_NT_lymphocytes_Ti_105.010074.01007 2 2.9246 0.2327 2128.33 2125.4 1 47.058823 1 K.EPPLYYGVCPVYEDVPAR.N 195 2
2430 ENSG00000176915:ENSMUSG00000029501:ENSRNOG00000037441 ANKLE2 gi|148664230|ref|NP_055929.1| gi|148664230|ref|NP_055929.1| hypothetical protein LOC23141 [Homo sapiens] 4 4 6.9 938 104114 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.011121.0111 2 3.868 0.2573 1658.77 1655.8 1 84.61539 1 R.AFLDEDDMSLEEIK.N 639 2 *
2430 ENSG00000176915:ENSMUSG00000029501:ENSRNOG00000037441 ANKLE2 gi|148664230|ref|NP_055929.1| gi|148664230|ref|NP_055929.1| hypothetical protein LOC23141 [Homo sapiens] 4 4 6.9 938 104114 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.007876.0078 2 2.5289 0.173 1285.89 1284.5 3 59.090908 1 K.KLAQALLEQGGR.L 105 2
2431 ENSG00000104129:ENSMUSG00000034278:ENSRNOG00000000345 DNAJC17 gi|8922563|ref|NP_060633.1| gi|8922563|ref|NP_060633.1| "DnaJ (Hsp40) homolog, subfamily C, member 17 [Homo sapiens] " 2 3 6.9 304 34687 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.019713.01971 2 2.4161 0.139 2255.89 2255.5 3 37.5 1 R.AAELFHQLSQALEVLTDAAAR.A 49 2 *
2431 ENSG00000104129:ENSMUSG00000034278:ENSRNOG00000000345 DNAJC17 gi|8922563|ref|NP_060633.1| gi|8922563|ref|NP_060633.1| "DnaJ (Hsp40) homolog, subfamily C, member 17 [Homo sapiens] " 2 3 6.9 304 34687 8.5 HsSD-NE_NT_lymphocytes_Ti_108.020227.020227.2 2 3.3156 0.201 2253.91 2255.5 4 40 1 R.AAELFHQLSQALEVLTDAAAR.A 49 2 *
2431 ENSG00000104129:ENSMUSG00000034278:ENSRNOG00000000345 DNAJC17 gi|8922563|ref|NP_060633.1| gi|8922563|ref|NP_060633.1| "DnaJ (Hsp40) homolog, subfamily C, member 17 [Homo sapiens] " 2 3 6.9 304 34687 8.5 HsSD-NE_NT_lymphocytes_Ti_107.019790.019790.3 3 4.4219 0.314 2255.48 2255.5 1 35 1 R.AAELFHQLSQALEVLTDAAAR.A 49 2 *
2432 ENSG00000140368:ENSMUSG00000032322:ENSRNOG00000016413 PSTPIP1 gi|20149528|ref|NP_003969.2| gi|20149528|ref|NP_003969.2| proline-serine-threonine phosphatase interacting protein 1 [Homo s 1 2 4.6 416 47591 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.014835.0148 2 2.9663 0.2529 2097.13 2097.3 1 36.11111 1 R.LTLEGCSIDADIDSFIQAK.S 254 2 *
2432 ENSG00000140368:ENSMUSG00000032322:ENSRNOG00000016413 PSTPIP1 gi|20149528|ref|NP_003969.2| gi|20149528|ref|NP_003969.2| proline-serine-threonine phosphatase interacting protein 1 [Homo s 1 2 4.6 416 47591 5.5 HsSD-NE_NT_lymphocytes_Ti_103.016045.016045.2 2 3.4955 0.3174 2098.47 2097.3 6 38.88889 1 R.LTLEGCSIDADIDSFIQAK.S 254 2 *
2433 ENSG00000105397:ENSMUSG00000032175:ENSRNOG00000032948 TYK2 gi|31543838|ref|NP_003322.2| gi|31543838|ref|NP_003322.2| tyrosine kinase 2 [Homo sapiens] 2 5 3.6 1187 133666 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.010556.0105 2 3.003 0.2407 2816.67 2814.1 1 34 1 R.LQPHNLADVLTVNPDSPASDPTVFHK.R 869 2 *
2433 ENSG00000105397:ENSMUSG00000032175:ENSRNOG00000032948 TYK2 gi|31543838|ref|NP_003322.2| gi|31543838|ref|NP_003322.2| tyrosine kinase 2 [Homo sapiens] 2 5 3.6 1187 133666 7.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007605.00760 2 4.2167 0.4092 1954.09 1954.1 1 62.5 3 R.LTADSSHYLCHEVAPPR.L 426 2 *
2433 ENSG00000105397:ENSMUSG00000032175:ENSRNOG00000032948 TYK2 gi|31543838|ref|NP_003322.2| gi|31543838|ref|NP_003322.2| tyrosine kinase 2 [Homo sapiens] 2 5 3.6 1187 133666 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007853.0078 2 2.7454 0.1942 1955.63 1954.1 1 50 1 R.LTADSSHYLCHEVAPPR.L 426 2 *
2434 ENSG00000124608:ENSMUSG00000023938:ENSRNOG00000025808 AARS2 gi|38569417|ref|NP_065796.1| gi|38569417|ref|NP_065796.1| alanyl-tRNA synthetase like [Homo sapiens] 4 9 8.2 985 107326 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.017510.01751 2 3.5237 0.4725 2351.55 2349.6 1 38.095238 2 R.NSAQIANLVSEDEAAFLASLER.G 393 2 *
2434 ENSG00000124608:ENSMUSG00000023938:ENSRNOG00000025808 AARS2 gi|38569417|ref|NP_065796.1| gi|38569417|ref|NP_065796.1| alanyl-tRNA synthetase like [Homo sapiens] 4 9 8.2 985 107326 6.3 HsNaOH-NE_NT_lymphocytes_Ti_113.010983.01098 2 2.8906 0.2152 1432.41 1433.7 8 63.636364 1 K.HTATHLLNWALR.Q 632 2 *
2434 ENSG00000124608:ENSMUSG00000023938:ENSRNOG00000025808 AARS2 gi|38569417|ref|NP_065796.1| gi|38569417|ref|NP_065796.1| alanyl-tRNA synthetase like [Homo sapiens] 4 9 8.2 985 107326 6.3 HsNaOH-NE_NT_lymphocytes_Ti_107.015004.01500 2 3.4269 0.2425 2440.21 2437.6 2 42.5 2 K.HSTYDTDLFSPLLNAIQQGCR.A 281 2 *
2434 ENSG00000124608:ENSMUSG00000023938:ENSRNOG00000025808 AARS2 gi|38569417|ref|NP_065796.1| gi|38569417|ref|NP_065796.1| alanyl-tRNA synthetase like [Homo sapiens] 4 9 8.2 985 107326 6.3 HsSD-NE_NT_lymphocytes_Ti_106.001016.001016.2 2 3.4277 0.2807 2726.81 2726.1 1 40 4 K.APPGFLGSLVPVVVETLGDAYPELQR.N 367 2 *
2435 ENSG00000033050:ENSMUSG00000028953:ENSRNOG00000010609 ABCF2 gi|10947137|ref|NP_005683.2| gi|10947137|ref|NP_005683.2|;gi|27881506|ref|NP_009120.1| "ATP-binding cassette, sub-family F, member 2 isoform b [Homo sa 3 4 6.9 634 72444 7.5 HsSD-NE_PHA_lymphocytes_PK_109.015763.015763 2 3.9519 0.3705 2348.45 2350.6 1 55.555557 2 A.WQNPHMLFLDEPTNHLDIE.T 532 0
2435 ENSG00000033050:ENSMUSG00000028953:ENSRNOG00000010609 ABCF2 gi|10947137|ref|NP_005683.2| gi|10947137|ref|NP_005683.2|;gi|27881506|ref|NP_009120.1| "ATP-binding cassette, sub-family F, member 2 isoform b [Homo sa 3 4 6.9 634 72444 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.008488.0084 2 2.8011 0.181 1570.49 1570.8 1 77.27273 1 R.FHWEQDQIAHMK.N 328 2
2435 ENSG00000033050:ENSMUSG00000028953:ENSRNOG00000010609 ABCF2 gi|10947137|ref|NP_005683.2| gi|10947137|ref|NP_005683.2|;gi|27881506|ref|NP_009120.1| "ATP-binding cassette, sub-family F, member 2 isoform b [Homo sa 3 4 6.9 634 72444 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.010758.0107 2 2.6382 0.2723 1443.71 1441.7 1 58.333332 1 R.ILHGLGFTPAMQR.K 211 2
2436 ENSG00000067334:ENSMUSG00000039756:ENSRNOG00000025025 DNTTIP2 gi|54633315|ref|NP_055412.2| gi|54633315|ref|NP_055412.2| "deoxynucleotidyltransferase, terminal, interacting protein 2 [Homo 3 4 6.9 756 84469 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.004670.004670 2 3.3771 0.4173 1700.23 1700.9 2 53.333336 2 K.NAVSVHSNLNSEAVMK.S 346 2 *
2436 ENSG00000067334:ENSMUSG00000039756:ENSRNOG00000025025 DNTTIP2 gi|54633315|ref|NP_055412.2| gi|54633315|ref|NP_055412.2| "deoxynucleotidyltransferase, terminal, interacting protein 2 [Homo 3 4 6.9 756 84469 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.008320.008320 2 3.3399 0.3629 1998.39 1999.2 1 50 1 R.SSENILTVHEQANVESLK.E 273 2 *
2436 ENSG00000067334:ENSMUSG00000039756:ENSRNOG00000025025 DNTTIP2 gi|54633315|ref|NP_055412.2| gi|54633315|ref|NP_055412.2| "deoxynucleotidyltransferase, terminal, interacting protein 2 [Homo 3 4 6.9 756 84469 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.011976.01197 2 3.5934 0.3224 2143.89 2144.4 1 58.823532 1 K.YFQIGTIVDNPADFYHSR.I 687 2 *
2437 ENSG00000198900:ENSMUSG00000070544:ENSRNOG00000012461 TOP1 gi|11225260|ref|NP_003277.1| gi|11225260|ref|NP_003277.1| DNA topoisomerase I [Homo sapiens] 3 4 4.3 765 90726 9.3 HsSD-NE_PHA_lymphocytes_Ti_106.014488.014488 2 3.8061 0.4554 2828.95 2829.1 2 32.608696 1 R.VEHINLHPELDGQEYVVEFDFLGK.D 509 2 *
2437 ENSG00000198900:ENSMUSG00000070544:ENSRNOG00000012461 TOP1 gi|11225260|ref|NP_003277.1| gi|11225260|ref|NP_003277.1| DNA topoisomerase I [Homo sapiens] 3 4 4.3 765 90726 9.3 HsSD-NE_PHA_lymphocytes_Ti_109.014715.014715 3 3.5156 0.2746 2828.39 2829.1 1 34.782608 2 R.VEHINLHPELDGQEYVVEFDFLGK.D 509 2 *
2437 ENSG00000198900:ENSMUSG00000070544:ENSRNOG00000012461 TOP1 gi|11225260|ref|NP_003277.1| gi|11225260|ref|NP_003277.1| DNA topoisomerase I [Homo sapiens] 3 4 4.3 765 90726 9.3 HsNaOH-NE_NT_lymphocytes_Ti_113.008606.00860 2 2.2022 0.1188 918.61 916.07 1 75 1 K.VPSPPPGHK.W 392 2 *
2438 ENSG00000163694:ENSMUSG00000070780:ENSRNOG00000002408 RBM47 gi|148833513|ref|NP_001092104.1| gi|148833513|ref|NP_001092104.1|;gi|54312090|ref|NP_0010 RNA binding motif protein 47 isoform a [Homo sapiens] 2 2 5.2 593 64099 7.7 HsSD-NE_NT_lymphocytes_Ti_115.009933.009933.2 2 3.2871 0.3232 1758.83 1761 1 56.666668 1 R.KYGGPPPGWEGPHPQR.G 54 2
2438 ENSG00000163694:ENSMUSG00000070780:ENSRNOG00000002408 RBM47 gi|148833513|ref|NP_001092104.1| gi|148833513|ref|NP_001092104.1|;gi|54312090|ref|NP_0010 RNA binding motif protein 47 isoform a [Homo sapiens] 2 2 5.2 593 64099 7.7 HsSD-NE_PHA_lymphocytes_PK_106.012863.012863 2 2.5265 0.1541 1809.01 1808 9 42.857143 1 G.RGIYSRYHEGKGKQQ.E 405 0
2439 ENSG00000089159:ENSMUSG00000029528:ENSRNOG00000001149 PXN gi|4506345|ref|NP_002850.1| gi|4506345|ref|NP_002850.1| paxillin [Homo sapiens] 3 3 8.3 557 60937 6.4 HsSD-NE_PHA_lymphocytes_Ti_112.012316.012316 3 5.0025 0.4162 2925.05 2925.1 1 38.04348 1 R.TWHPEHFFCAQCGAFFGPEGFHEK.D 401 2 *
2439 ENSG00000089159:ENSMUSG00000029528:ENSRNOG00000001149 PXN gi|4506345|ref|NP_002850.1| gi|4506345|ref|NP_002850.1| paxillin [Homo sapiens] 3 3 8.3 557 60937 6.4 HsSD-NE_NT_lymphocytes_Ti_115.012227.012227.2 2 4.2505 0.4701 2924.39 2925.1 1 43.47826 1 R.TWHPEHFFCAQCGAFFGPEGFHEK.D 401 2 *
2439 ENSG00000089159:ENSMUSG00000029528:ENSRNOG00000001149 PXN gi|4506345|ref|NP_002850.1| gi|4506345|ref|NP_002850.1| paxillin [Homo sapiens] 3 3 8.3 557 60937 6.4 HsSD-NE_NT_lymphocytes_Ti_111.016339.016339.2 2 3.1427 0.3544 2706.45 2708 1 40.476192 1 R.AILENYISALNTLWHPECFVCR.E 448 2 *
2440 ENSG00000141002:ENSMUSG00000001472:ENSRNOG00000017023 TCF25 gi|14149657|ref|NP_055787.1| gi|14149657|ref|NP_055787.1| NULP1 [Homo sapiens] 2 3 8.6 676 76667 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.021365.0213 3 4.0999 0.3539 3875.42 3873.3 1 22.727274 1 R.NLSQLPNFAFSVPLAYFLLSQQTDLPECEQSSAR.Q 411 2 *
2440 ENSG00000141002:ENSMUSG00000001472:ENSRNOG00000017023 TCF25 gi|14149657|ref|NP_055787.1| gi|14149657|ref|NP_055787.1| NULP1 [Homo sapiens] 2 3 8.6 676 76667 6.4 HsSD-NE_NT_lymphocytes_Ti_108.019568.019568.2 2 3.7797 0.2602 2635.61 2633 1 43.47826 1 R.FFGPNAEISQPPALSQLVNLYLGR.S 482 2 *
2440 ENSG00000141002:ENSMUSG00000001472:ENSRNOG00000017023 TCF25 gi|14149657|ref|NP_055787.1| gi|14149657|ref|NP_055787.1| NULP1 [Homo sapiens] 2 3 8.6 676 76667 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.018729.0187 2 3.6211 0.1978 2635.61 2633 3 36.95652 1 R.FFGPNAEISQPPALSQLVNLYLGR.S 482 2 *
2441 ENSG00000023171:ENSMUSG00000040111:ENSRNOG00000007166 GRAMD1B gi|144227752|ref|NP_065767.1| gi|144227752|ref|NP_065767.1| GRAM domain containing 1B [Homo sapiens] 2 3 3.8 738 85400 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010668.01066 2 2.9101 0.1985 2015.93 2015.2 4 46.875 1 R.LPQSQTEWAQLLESQQK.Y 671 2 *
2441 ENSG00000023171:ENSMUSG00000040111:ENSRNOG00000007166 GRAMD1B gi|144227752|ref|NP_065767.1| gi|144227752|ref|NP_065767.1| GRAM domain containing 1B [Homo sapiens] 2 3 3.8 738 85400 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.015994.01599 2 2.5976 0.1409 1435.25 1434.6 1 80 1 K.NFWSGLEDYFR.H 519 2 *
2441 ENSG00000023171:ENSMUSG00000040111:ENSRNOG00000007166 GRAMD1B gi|144227752|ref|NP_065767.1| gi|144227752|ref|NP_065767.1| GRAM domain containing 1B [Homo sapiens] 2 3 3.8 738 85400 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.015700.0157 2 2.6958 0.2565 1436.83 1434.6 1 80 1 K.NFWSGLEDYFR.H 519 2 *
2442 ENSG00000108651:ENSMUSG00000035575:ENSRNOG00000014209 UTP6 gi|49574529|ref|NP_060898.2| gi|49574529|ref|NP_060898.2| hepatocellular carcinoma-associated antigen 66 [Homo sapiens] 2 2 8 597 70194 7.3 HsSD-NE_PHA_lymphocytes_PK_114.001071.00107 2 2.8753 0.1653 1694.03 1692.9 2 53.846157 1 A.KDLQKEIYDDLQAL.H 253 0 *
2442 ENSG00000108651:ENSMUSG00000035575:ENSRNOG00000014209 UTP6 gi|49574529|ref|NP_060898.2| gi|49574529|ref|NP_060898.2| hepatocellular carcinoma-associated antigen 66 [Homo sapiens] 2 2 8 597 70194 7.3 HsSD-NE_NT_lymphocytes_Ti_110.016633.016633.3 3 3.3505 0.2163 4148.57 4146.5 2 19.69697 1 R.EFGSADSDLWMDYMKEELNHPLGRPENCGQIYWR.A 539 2 *
2443 ENSG00000139350:ENSMUSG00000019988:ENSRNOG00000004011 NEDD1 gi|23097254|ref|NP_690869.1| gi|23097254|ref|NP_690869.1| "neural precursor cell expressed, developmentally down-regulated 3 3 7.9 660 71966 8 HsNaOH-NE_NT_lymphocytes_Ti_109.013073.01307 2 2.2472 0.1126 2258.35 2256.5 7 38.88889 1 K.EENENRDLTAESKKIYMGK.Q 472 2 *
2443 ENSG00000139350:ENSMUSG00000019988:ENSRNOG00000004011 NEDD1 gi|23097254|ref|NP_690869.1| gi|23097254|ref|NP_690869.1| "neural precursor cell expressed, developmentally down-regulated 3 3 7.9 660 71966 8 HsSD-NE_NT_lymphocytes_Ti_104.016444.016444.2 2 3.235 0.2505 1770.69 1771 1 57.692307 1 R.FIQNMIQETLDDFR.E 591 2 *
2443 ENSG00000139350:ENSMUSG00000019988:ENSRNOG00000004011 NEDD1 gi|23097254|ref|NP_690869.1| gi|23097254|ref|NP_690869.1| "neural precursor cell expressed, developmentally down-regulated 3 3 7.9 660 71966 8 HsSD-NE_PHA_lymphocytes_PK_107.002429.002429 2 2.8244 0.2562 2128.45 2129.5 2 41.666664 1 D.FLPQLNSVFPPRKNPVTSS.T 435 0 *
2444 ENSG00000178105:ENSMUSG00000053289:ENSRNOG00000012500 DDX10 gi|13514831|ref|NP_004389.2| gi|13514831|ref|NP_004389.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 10 [Homo sapiens] 2 4 3.5 875 100888 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.016096.0160 2 3.3392 0.3145 1782.67 1781.1 1 62.5 2 K.LPIPEYALSLGLAVAPR.V 493 2 *
2444 ENSG00000178105:ENSMUSG00000053289:ENSRNOG00000012500 DDX10 gi|13514831|ref|NP_004389.2| gi|13514831|ref|NP_004389.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 10 [Homo sapiens] 2 4 3.5 875 100888 8.6 HsSD-NE_NT_lymphocytes_Ti_108.021147.021147.2 2 3.1014 0.2274 1607.25 1606 2 61.538464 2 K.TLAFLVPVLEALYR.L 120 2 *
2445 ENSG00000214367:ENSMUSG00000079555:ENSRNOG00000015255 C4orf15 gi|56711324|ref|NP_078787.2| gi|56711324|ref|NP_078787.2| hypothetical protein LOC79441 [Homo sapiens] 2 2 7.3 603 69650 5.5 HsSD-NE_PHA_lymphocytes_PK_106.001293.001293 2 3.594 0.1986 2693.39 2690.8 2 36.363636 1 K.ADNLNGEDFDWLFEGVEDESFLK.W 19 2 *
2445 ENSG00000214367:ENSMUSG00000079555:ENSRNOG00000015255 C4orf15 gi|56711324|ref|NP_078787.2| gi|56711324|ref|NP_078787.2| hypothetical protein LOC79441 [Homo sapiens] 2 2 7.3 603 69650 5.5 HsSD-NE_NT_lymphocytes_Ti_111.015216.015216.2 2 4.203 0.3501 2319.55 2317.6 3 40 1 R.HSNLGQGTNPLVFLSQFSLEK.Y 182 2 *
2446 ENSG00000146828:ENSMUSG00000037344:NA SLC12A9 gi|31881740|ref|NP_064631.2| gi|31881740|ref|NP_064631.2| "solute carrier family 12 (potassium/chloride transporters), member 3 3 10.7 914 96110 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.013534.01353 3 3.0327 0.113 3364.55 3363.7 8 19.852942 1 R.GTGGGPGGPEGGDAEGPITALTFLYLPRPPADPAR.Y 848 2 *
2446 ENSG00000146828:ENSMUSG00000037344:NA SLC12A9 gi|31881740|ref|NP_064631.2| gi|31881740|ref|NP_064631.2| "solute carrier family 12 (potassium/chloride transporters), member 3 3 10.7 914 96110 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.015232.01523 3 4.016 0.3316 4282.1 4279.7 1 19.871796 1 R.ISGLGGMKPNTLVLGFYDDAPPQDHFLTDPAFSEPADSTR.E 616 2 *
2446 ENSG00000146828:ENSMUSG00000037344:NA SLC12A9 gi|31881740|ref|NP_064631.2| gi|31881740|ref|NP_064631.2| "solute carrier family 12 (potassium/chloride transporters), member 3 3 10.7 914 96110 8.1 HsSD-NE_PHA_lymphocytes_PK_105.016299.016299 2 3.4189 0.2339 2455.63 2453.7 1 40.909092 1 L.GHVTLGDLDSLPSDPVQPQYGAW.L 563 0 *
2447 ENSG00000165806:ENSMUSG00000025076:ENSRNOG00000016836 CASP7 gi|15718698|ref|NP_203124.1| gi|15718698|ref|NP_203124.1|;gi|15718700|ref|NP_203125.1| caspase 7 isoform delta [Homo sapiens] 1 3 4.2 336 37815 6.4 HsSD-NE_PHA_lymphocytes_Ti_105.007592.007592 2 4.1205 0.3785 1740.83 1740.8 1 76.92308 1 R.HFESQSDDPHFHEK.K 305 2
2447 ENSG00000165806:ENSMUSG00000025076:ENSRNOG00000016836 CASP7 gi|15718698|ref|NP_203124.1| gi|15718698|ref|NP_203124.1|;gi|15718700|ref|NP_203125.1| caspase 7 isoform delta [Homo sapiens] 1 3 4.2 336 37815 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.006522.0065 2 2.8663 0.1797 1739.73 1740.8 1 57.692307 2 R.HFESQSDDPHFHEK.K 305 2
2448 ENSG00000105963:ENSMUSG00000056413:ENSRNOG00000001291 CENTA1 gi|6806913|ref|NP_006860.1| gi|6806913|ref|NP_006860.1| "centaurin, alpha 1 [Homo sapiens] " 2 2 11.8 374 43425 9 HsSD-NE_PHA_lymphocytes_Ti_115.011116.011116 3 4.497 0.3014 3453.83 3453.8 1 23.333334 1 K.ESGYTVLHGFPPSTQGHHWPHGITIVTPDRK.F 303 2 *
2448 ENSG00000105963:ENSMUSG00000056413:ENSRNOG00000001291 CENTA1 gi|6806913|ref|NP_006860.1| gi|6806913|ref|NP_006860.1| "centaurin, alpha 1 [Homo sapiens] " 2 2 11.8 374 43425 9 HsSD-NE_NT_lymphocytes_Ti_114.010180.010180.2 2 2.2217 0.1443 1463.67 1463.7 9 50 1 K.IGHPHGLQVTYLK.D 189 2 *
2449 ENSG00000198130:ENSMUSG00000041426:ENSRNOG00000028557 HIBCH gi|37594469|ref|NP_932164.1| gi|37594469|ref|NP_932164.1|;gi|37594471|ref|NP_055177.2| 3-hydroxyisobutyryl-Coenzyme A hydrolase isoform 2 [Homo sapie 2 3 10.7 338 38012 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.004416.004416 2 2.5783 0.2346 1275.27 1275.4 3 63.636364 1 R.AGIATHFVDSEK.L 210 2
2449 ENSG00000198130:ENSMUSG00000041426:ENSRNOG00000028557 HIBCH gi|37594469|ref|NP_932164.1| gi|37594469|ref|NP_932164.1|;gi|37594471|ref|NP_055177.2| 3-hydroxyisobutyryl-Coenzyme A hydrolase isoform 2 [Homo sapie 2 3 10.7 338 38012 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.019096.0190 2 3.7098 0.3911 2632.91 2630 1 39.130436 2 K.CLFAMPETAIGLFPDVGGGYFLPR.L 163 2
2450 ENSG00000128191:ENSMUSG00000022718:ENSRNOG00000001886 DGCR8 gi|38488720|ref|NP_073557.3| gi|38488720|ref|NP_073557.3| DiGeorge syndrome critical region gene 8 [Homo sapiens] 2 4 5.4 773 86045 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.008692.008692 2 2.4378 0.093 1199.55 1198.5 2 72.22222 1 K.ILQLLHPHVK.N 680 2 *
2450 ENSG00000128191:ENSMUSG00000022718:ENSRNOG00000001886 DGCR8 gi|38488720|ref|NP_073557.3| gi|38488720|ref|NP_073557.3| DiGeorge syndrome critical region gene 8 [Homo sapiens] 2 4 5.4 773 86045 5.9 HsSD-NE_NT_lymphocytes_Ti_104.020100.020100.3 3 5.0476 0.2983 3714.68 3715.9 1 25 2 R.DRVDEEALNFPYEDDFDNDVDALLEEGLCAPK.K 228 2 *
2450 ENSG00000128191:ENSMUSG00000022718:ENSRNOG00000001886 DGCR8 gi|38488720|ref|NP_073557.3| gi|38488720|ref|NP_073557.3| DiGeorge syndrome critical region gene 8 [Homo sapiens] 2 4 5.4 773 86045 5.9 HsSD-NE_NT_lymphocytes_Ti_114.010493.010493.2 2 3.5758 0.165 1198.01 1198.5 1 83.33333 1 K.ILQLLHPHVK.N 680 2 *
2451 ENSG00000084463:NA:NA WBP11 gi|7706501|ref|NP_057396.1| gi|7706501|ref|NP_057396.1| WW domain binding protein 11 [Homo sapiens] 1 3 6.1 641 69998 8.4 HsSD-NE_NT_lymphocytes_Ti_112.014333.014333.3 3 5.5734 0.4611 4178.33 4178.8 1 27.631578 2 K.NAQHVEVESIPLPDMPHAPSNILIQDIPLPGAQPPSILK.K 130 2 *
2451 ENSG00000084463:NA:NA WBP11 gi|7706501|ref|NP_057396.1| gi|7706501|ref|NP_057396.1| WW domain binding protein 11 [Homo sapiens] 1 3 6.1 641 69998 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013150.0131 3 3.4032 0.2388 4177.61 4178.8 3 19.078947 1 K.NAQHVEVESIPLPDMPHAPSNILIQDIPLPGAQPPSILK.K 130 2 *
2452 ENSG00000105447:ENSMUSG00000053801:ENSRNOG00000021058 GRWD1 gi|31542862|ref|NP_113673.2| gi|31542862|ref|NP_113673.2| glutamate-rich WD repeat containing 1 [Homo sapiens] 2 2 12.6 446 49346 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.012053.0120 2 2.5902 0.2317 2773.01 2771.9 1 31.25 1 R.SVEDLQWSPTENTVFASCSADASIR.I 263 2 *
2452 ENSG00000105447:ENSMUSG00000053801:ENSRNOG00000021058 GRWD1 gi|31542862|ref|NP_113673.2| gi|31542862|ref|NP_113673.2| glutamate-rich WD repeat containing 1 [Homo sapiens] 2 2 12.6 446 49346 4.9 HsSD-NE_NT_lymphocytes_Ti_104.015453.015453.3 3 3.8847 0.2979 3332.24 3333.6 1 22.5 1 R.DPEAGDVEADPGLADLPQQLLFVHQGETELK.E 388 2 *
2453 ENSG00000146555:ENSMUSG00000039683:ENSRNOG00000001103 SDK1 gi|119220552|ref|NP_689957.3| gi|119220552|ref|NP_689957.3| sidekick 1 isoform 1 [Homo sapiens] 2 2 1 2213 242109 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.020351.020351 2 2.0377 0.0861 2011.29 2010.2 4 33.333336 1 -.MARGARPSAAGGGGGGAEPPER.A 1 2 *
2453 ENSG00000146555:ENSMUSG00000039683:ENSRNOG00000001103 SDK1 gi|119220552|ref|NP_689957.3| gi|119220552|ref|NP_689957.3| sidekick 1 isoform 1 [Homo sapiens] 2 2 1 2213 242109 6.4 HsNaOH-NE_NT_lymphocytes_PK_103.014715.0147 1 1.9684 0.1796 916.29 914.95 7 59.090908 1 A.RPSAAGGGGGGA.E 6 0 *
2454 ENSG00000129484:ENSMUSG00000036023:ENSRNOG00000008892 PARP2 gi|110825961|ref|NP_005475.2| gi|110825961|ref|NP_005475.2|;gi|110825963|ref|NP_001036 "poly (ADP-ribose) polymerase family, member 2 isoform 1 [Homo 1 3 2.9 583 66206 8.9 HsSD-NE_PHA_lymphocytes_Ti_109.009126.009126 2 2.8089 0.1195 2129.79 2130.3 7 40.625 1 R.NLHCALRPLDHESYEFK.V 364 2
2454 ENSG00000129484:ENSMUSG00000036023:ENSRNOG00000008892 PARP2 gi|110825961|ref|NP_005475.2| gi|110825961|ref|NP_005475.2|;gi|110825963|ref|NP_001036 "poly (ADP-ribose) polymerase family, member 2 isoform 1 [Homo 1 3 2.9 583 66206 8.9 HsSD-NE_NT_lymphocytes_Ti_112.011723.011723.2 2 2.5842 0.0945 2129.35 2130.3 8 40.625 2 R.NLHCALRPLDHESYEFK.V 364 2
2455 ENSG00000080608:ENSMUSG00000041360:ENSRNOG00000027912 KIAA0020 gi|109948283|ref|NP_055693.4| gi|109948283|ref|NP_055693.4| KIAA0020 protein [Homo sapiens] 3 3 8.5 648 73584 9.6 HsSD-NE_NT_lymphocytes_Ti_105.017146.017146.2 2 2.3295 0.1836 2824.79 2826.2 2 31.25 1 R.ELLESISPALLSYLQEHAQEVVLDK.S 481 2 *
2455 ENSG00000080608:ENSMUSG00000041360:ENSRNOG00000027912 KIAA0020 gi|109948283|ref|NP_055693.4| gi|109948283|ref|NP_055693.4| KIAA0020 protein [Homo sapiens] 3 3 8.5 648 73584 9.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.008412.0084 2 3.8385 0.3772 1838.51 1837.1 1 75 1 K.DGELHIAEHPAGHLVLK.W 543 2 *
2455 ENSG00000080608:ENSMUSG00000041360:ENSRNOG00000027912 KIAA0020 gi|109948283|ref|NP_055693.4| gi|109948283|ref|NP_055693.4| KIAA0020 protein [Homo sapiens] 3 3 8.5 648 73584 9.6 HsSD-NE_NT_lymphocytes_Ti_102.000176.000176.1 1 2.1528 0.1126 1411.08 1408.5 9 50 1 K.FQPDGRSDESAAK.K 94 2 *
2456 ENSG00000167483:ENSMUSG00000043243:ENSRNOG00000039357 FAM129C gi|148664236|ref|NP_001091994.1| gi|148664236|ref|NP_001091994.1|;gi|31542207|ref|NP_7758 B-cell novel protein 1 isoform b [Homo sapiens] 1 3 5.7 651 72185 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.018894.0188 3 4.3128 0.3951 4248.65 4248.7 1 22.222223 1 R.LLDALCPESLGDHTQEEPDSLLEVPVSFPLFLQHPFR.R 164 2
2456 ENSG00000167483:ENSMUSG00000043243:ENSRNOG00000039357 FAM129C gi|148664236|ref|NP_001091994.1| gi|148664236|ref|NP_001091994.1|;gi|31542207|ref|NP_7758 B-cell novel protein 1 isoform b [Homo sapiens] 1 3 5.7 651 72185 8.1 HsSD-NE_NT_lymphocytes_Ti_107.019173.019173.3 3 5.7645 0.4727 4247.45 4248.7 1 25 2 R.LLDALCPESLGDHTQEEPDSLLEVPVSFPLFLQHPFR.R 164 2
2457 ENSG00000085563:ENSMUSG00000028970:ENSRNOG00000022719 ABCB1 gi|42741659|ref|NP_000918.2| gi|42741659|ref|NP_000918.2| ATP-binding cassette sub-family B member 1 [Homo sapiens] 4 5 4.5 1280 141478 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.018424.0184 2 2.8558 0.2707 2402.53 2400.8 9 33.333336 1 R.EIIGVVSQEPVLFATTIAENIR.Y 468 2 *
2457 ENSG00000085563:ENSMUSG00000028970:ENSRNOG00000022719 ABCB1 gi|42741659|ref|NP_000918.2| gi|42741659|ref|NP_000918.2| ATP-binding cassette sub-family B member 1 [Homo sapiens] 4 5 4.5 1280 141478 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.018202.0182 3 3.5618 0.3009 2401.1 2400.8 4 30.952381 1 R.EIIGVVSQEPVLFATTIAENIR.Y 468 2 *
2457 ENSG00000085563:ENSMUSG00000028970:ENSRNOG00000022719 ABCB1 gi|42741659|ref|NP_000918.2| gi|42741659|ref|NP_000918.2| ATP-binding cassette sub-family B member 1 [Homo sapiens] 4 5 4.5 1280 141478 9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008812.0088 2 4.361 0.3739 2250.53 2250.4 1 45 1 K.LVTMQTAGNEVELENAADESK.S 625 2 *
2457 ENSG00000085563:ENSMUSG00000028970:ENSRNOG00000022719 ABCB1 gi|42741659|ref|NP_000918.2| gi|42741659|ref|NP_000918.2| ATP-binding cassette sub-family B member 1 [Homo sapiens] 4 5 4.5 1280 141478 9 HsNaOH-NE_NT_lymphocytes_Ti_107.009548.00954 2 3.811 0.3447 1583.61 1583.8 1 73.07692 2 K.EANIHAFIESLPNK.Y 1151 2 *
2458 ENSG00000185215:ENSMUSG00000021281:ENSRNOG00000010165 TNFAIP2 gi|26051240|ref|NP_006282.2| gi|26051240|ref|NP_006282.2| "tumor necrosis factor, alpha-induced protein 2 [Homo sapiens] " 1 3 2.8 654 72661 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.018882.0188 2 2.8588 0.0884 1999.87 2000.3 2 47.058823 1 R.WAAPVETLENIIATVDTR.L 485 2 *
2458 ENSG00000185215:ENSMUSG00000021281:ENSRNOG00000010165 TNFAIP2 gi|26051240|ref|NP_006282.2| gi|26051240|ref|NP_006282.2| "tumor necrosis factor, alpha-induced protein 2 [Homo sapiens] " 1 3 2.8 654 72661 6.5 HsSD-NE_NT_lymphocytes_Ti_104.020188.020188.2 2 3.9612 0.3415 2001.95 2000.3 1 61.764706 2 R.WAAPVETLENIIATVDTR.L 485 2 *
2459 ENSG00000120800:ENSMUSG00000004356:ENSRNOG00000005823 UTP20 gi|120587023|ref|NP_055318.2| gi|120587023|ref|NP_055318.2|;gi|89036565|ref|XP_941315.1down-regulated in metastasis [Homo sapiens] 4 7 2.3 2785 318385 7.4 HsSD-NE_PHA_lymphocytes_PK_108.018548.018548 2 3.8646 0.271 2198.05 2198.6 1 50 2 K.YILDYPLGDKLRPNLEFM.L 2271 1
2459 ENSG00000120800:ENSMUSG00000004356:ENSRNOG00000005823 UTP20 gi|120587023|ref|NP_055318.2| gi|120587023|ref|NP_055318.2|;gi|89036565|ref|XP_941315.1down-regulated in metastasis [Homo sapiens] 4 7 2.3 2785 318385 7.4 HsSD-NE_PHA_lymphocytes_PK_108.000011.00001 2 3.714 0.3824 1968.69 1969.3 1 44.11765 3 T.AVPDGPLQEVPLRYLLGM.L 710 0
2459 ENSG00000120800:ENSMUSG00000004356:ENSRNOG00000005823 UTP20 gi|120587023|ref|NP_055318.2| gi|120587023|ref|NP_055318.2|;gi|89036565|ref|XP_941315.1down-regulated in metastasis [Homo sapiens] 4 7 2.3 2785 318385 7.4 HsSD-NE_PHA_lymphocytes_PK_109.015516.015516 2 3.063 0.2216 1386.47 1386.6 5 65 1 F.LDLLFEPVRHF.K 1057 0
2459 ENSG00000120800:ENSMUSG00000004356:ENSRNOG00000005823 UTP20 gi|120587023|ref|NP_055318.2| gi|120587023|ref|NP_055318.2|;gi|89036565|ref|XP_941315.1down-regulated in metastasis [Homo sapiens] 4 7 2.3 2785 318385 7.4 HsSD-NE_NT_lymphocytes_Ti_109.015381.015381.2 2 3.6754 0.3048 1826.91 1825.2 1 63.333332 1 K.LILPLKEILQNTTSLK.L 1980 2
2460 ENSG00000127586:ENSMUSG00000019214:ENSRNOG00000019174 CHTF18 gi|27501458|ref|NP_071375.1| gi|27501458|ref|NP_071375.1| "CTF18, chromosome transmission fidelity factor 18 homolog [Hom 2 3 4.9 975 107383 7.2 HsSD-NE_PHA_lymphocytes_PK_108.004130.004130 3 3.6073 0.2131 3808.4 3807.5 5 20.588236 1 Q.MRNLIQTLVSGIAPATRSRATPQALLLDALCLLLD.I 733 0 *
2460 ENSG00000127586:ENSMUSG00000019214:ENSRNOG00000019174 CHTF18 gi|27501458|ref|NP_071375.1| gi|27501458|ref|NP_071375.1| "CTF18, chromosome transmission fidelity factor 18 homolog [Hom 2 3 4.9 975 107383 7.2 HsNaOH-NE_NT_lymphocytes_Ti_110.004586.00458 2 2.9129 0.2933 1320.29 1320.4 1 66.66667 2 R.VLHAAASAGEHEK.V 635 2 *
2461 ENSG00000185246:ENSMUSG00000035597:ENSRNOG00000004521 PRPF39 gi|156938331|ref|NP_060392.3| gi|156938331|ref|NP_060392.3| PRP39 pre-mRNA processing factor 39 homolog [Homo sapiens] 1 3 1.9 669 78430 5.4 HsSD-NE_NT_lymphocytes_Ti_111.010544.010544.2 2 3.7168 0.2859 1631.67 1629.8 1 75 2 K.RHDNIKPSDEVYR.R 141 2 *
2461 ENSG00000185246:ENSMUSG00000035597:ENSRNOG00000004521 PRPF39 gi|156938331|ref|NP_060392.3| gi|156938331|ref|NP_060392.3| PRP39 pre-mRNA processing factor 39 homolog [Homo sapiens] 1 3 1.9 669 78430 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.009414.0094 2 3.0052 0.321 1631.61 1629.8 1 70.83333 1 K.RHDNIKPSDEVYR.R 141 2 *
2462 ENSG00000182481:ENSMUSG00000018362:ENSRNOG00000037895 LOC728860 gi|169211157|ref|XP_001723009.1| gi|169211157|ref|XP_001723009.1| "PREDICTED: similar to Karyopherin alpha 2 (RAG cohort 1, impor 2 2 4.7 529 57862 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.021669.0216 3 4.2032 0.2457 2668.55 2667.1 1 32.291664 1 K.YGAVDPLLALLAVPDMSSLACGYLR.N 203 2 *
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2462 ENSG00000182481:ENSMUSG00000018362:ENSRNOG00000037895 LOC728860 gi|169211157|ref|XP_001723009.1| gi|169211157|ref|XP_001723009.1| "PREDICTED: similar to Karyopherin alpha 2 (RAG cohort 1, impor 2 2 4.7 529 57862 5.4 HsNaOH-NE_NT_lymphocytes_Ti_106.021173.02117 2 2.9602 0.2197 2668.51 2667.1 3 35.416664 1 K.YGAVDPLLALLAVPDMSSLACGYLR.N 203 2 *
2463 ENSG00000042429:ENSMUSG00000031935:ENSRNOG00000010496 MED17 gi|28558975|ref|NP_004259.3| gi|28558975|ref|NP_004259.3| mediator complex subunit 17 [Homo sapiens] 2 2 6.1 651 72890 7.4 HsSD-NE_NT_lymphocytes_Ti_102.014954.014954.2 2 3.6739 0.1327 2625.47 2623.9 1 38.636364 1 K.IPEDYCPLDVQIPSDLEGSAYIK.V 236 2 *
2463 ENSG00000042429:ENSMUSG00000031935:ENSRNOG00000010496 MED17 gi|28558975|ref|NP_004259.3| gi|28558975|ref|NP_004259.3| mediator complex subunit 17 [Homo sapiens] 2 2 6.1 651 72890 7.4 HsSD-NE_PHA_lymphocytes_PK_105.011247.011247 2 2.945 0.1619 1677.11 1675.7 6 50 1 E.EEAAGTEGDAQEWPGAG.S 58 0 *
2464 ENSG00000150990:ENSMUSG00000029480:ENSRNOG00000022171 DHX37 gi|29029601|ref|NP_116045.2| gi|29029601|ref|NP_116045.2| DEAH (Asp-Glu-Ala-His) box polypeptide 37 [Homo sapiens] 2 3 2.6 1157 129545 8.1 HsSD-NE_PHA_lymphocytes_PK_108.018570.018570 2 3.3925 0.3217 2100.85 2099.4 2 41.666664 2 L.NVEKVINFPFPTPPSVEAL.L 716 0 *
2464 ENSG00000150990:ENSMUSG00000029480:ENSRNOG00000022171 DHX37 gi|29029601|ref|NP_116045.2| gi|29029601|ref|NP_116045.2| DEAH (Asp-Glu-Ala-His) box polypeptide 37 [Homo sapiens] 2 3 2.6 1157 129545 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.009812.00981 2 2.7212 0.2459 1342.25 1342.6 2 75 1 R.RPVEDLILQMK.A 703 2 *
2465 ENSG00000161091:ENSMUSG00000034854:ENSRNOG00000039858 C19orf28 gi|111378386|ref|NP_068377.2| gi|111378386|ref|NP_068377.2|;gi|111378391|ref|NP_778148 hypothetical protein LOC126321 isoform a [Homo sapiens] 2 2 4.8 538 58707 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.021168.0211 2 3.7144 0.4375 2672.81 2673 1 40 1 R.GAGLLLLLGQVADGLCTPLVGYEADR.A 57 2
2465 ENSG00000161091:ENSMUSG00000034854:ENSRNOG00000039858 C19orf28 gi|111378386|ref|NP_068377.2| gi|111378386|ref|NP_068377.2|;gi|111378391|ref|NP_778148 hypothetical protein LOC126321 isoform a [Homo sapiens] 2 2 4.8 538 58707 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.021063.02106 3 3.4406 0.1175 2673.59 2673 1 30.000002 1 R.GAGLLLLLGQVADGLCTPLVGYEADR.A 57 2
2466 ENSG00000157212:ENSMUSG00000002221:ENSRNOG00000007131 PAXIP1 gi|93141033|ref|NP_031375.3| gi|93141033|ref|NP_031375.3| PAX interacting protein 1 [Homo sapiens] 3 4 4.3 1069 121341 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.000044.00004 2 2.6534 0.0947 2401.11 2400.7 8 35 2 R.IPCVNAQWLGDILLGNFEALR.Q 764 2 *
2466 ENSG00000157212:ENSMUSG00000002221:ENSRNOG00000007131 PAXIP1 gi|93141033|ref|NP_031375.3| gi|93141033|ref|NP_031375.3| PAX interacting protein 1 [Homo sapiens] 3 4 4.3 1069 121341 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.015990.0159 3 3.9373 0.2502 2918.69 2918.3 3 27.083334 1 R.YTAFSLQDPFAPTQHLVLNLLDAWR.V 791 2 *
2466 ENSG00000157212:ENSMUSG00000002221:ENSRNOG00000007131 PAXIP1 gi|93141033|ref|NP_031375.3| gi|93141033|ref|NP_031375.3| PAX interacting protein 1 [Homo sapiens] 3 4 4.3 1069 121341 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.015965.0159 2 2.7373 0.2711 2919.31 2918.3 1 31.25 1 R.YTAFSLQDPFAPTQHLVLNLLDAWR.V 791 2 *
2467 ENSG00000168792:ENSMUSG00000000686:ENSRNOG00000015002 ABHD15 gi|39930569|ref|NP_937790.1| gi|39930569|ref|NP_937790.1| hypothetical protein LOC116236 [Homo sapiens] 2 2 7.1 468 51741 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007728.0077 2 2.9168 0.3047 1441.75 1442.5 1 70.83333 1 R.YATALEDTVDTSR.L 295 2 *
2467 ENSG00000168792:ENSMUSG00000000686:ENSRNOG00000015002 ABHD15 gi|39930569|ref|NP_937790.1| gi|39930569|ref|NP_937790.1| hypothetical protein LOC116236 [Homo sapiens] 2 2 7.1 468 51741 7.6 HsSD-NE_NT_lymphocytes_Ti_108.018001.018001.2 2 3.719 0.2583 2008.01 2006.4 1 52.63158 1 R.ITSAGGLPAVLLVIPNAWGR.L 150 2 *
2468 ENSG00000173145:ENSMUSG00000024999:ENSRNOG00000013965 NOC3L gi|20806097|ref|NP_071896.8| gi|20806097|ref|NP_071896.8| nucleolar complex associated 3 homolog [Homo sapiens] 2 7 5.5 800 92548 9.2 HsNaOH-NE_NT_lymphocytes_Ti_112.010410.01041 2 4.1396 0.2761 2281.45 2280.6 1 52.272724 2 R.FAAHLIAGAPSEGSGALKPELSR.R 707 2 *
2468 ENSG00000173145:ENSMUSG00000024999:ENSRNOG00000013965 NOC3L gi|20806097|ref|NP_071896.8| gi|20806097|ref|NP_071896.8| nucleolar complex associated 3 homolog [Homo sapiens] 2 7 5.5 800 92548 9.2 HsSD-NE_NT_lymphocytes_Ti_110.010567.010567.2 2 3.6608 0.4188 2278.49 2280.6 1 43.18182 2 R.FAAHLIAGAPSEGSGALKPELSR.R 707 2 *
2468 ENSG00000173145:ENSMUSG00000024999:ENSRNOG00000013965 NOC3L gi|20806097|ref|NP_071896.8| gi|20806097|ref|NP_071896.8| nucleolar complex associated 3 homolog [Homo sapiens] 2 7 5.5 800 92548 9.2 HsSD-NE_NT_lymphocytes_Ti_112.013486.013486.2 2 3.5331 0.2325 2252.45 2251.6 1 42.5 3 R.LCTLALHVLPNSSIGILATTR.I 630 2 *
2469 ENSG00000170776:NA:NA AKAP13 gi|21493029|ref|NP_009131.2| gi|21493029|ref|NP_009131.2|;gi|31563330|ref|NP_006729.4| A-kinase anchor protein 13 isoform 2 [Homo sapiens] 4 5 2.3 2813 307550 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009413.00941 2 4.1774 0.3811 2066.65 2064.3 1 55.263157 1 R.GALSIHNQEGATPVSLALER.G 191 2
2469 ENSG00000170776:NA:NA AKAP13 gi|21493029|ref|NP_009131.2| gi|21493029|ref|NP_009131.2|;gi|31563330|ref|NP_006729.4| A-kinase anchor protein 13 isoform 2 [Homo sapiens] 4 5 2.3 2813 307550 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.012906.01290 2 2.6454 0.1498 1514.83 1512.8 9 58.333332 1 R.LGIPECILLVTQR.I 2137 2
2469 ENSG00000170776:NA:NA AKAP13 gi|21493029|ref|NP_009131.2| gi|21493029|ref|NP_009131.2|;gi|31563330|ref|NP_006729.4| A-kinase anchor protein 13 isoform 2 [Homo sapiens] 4 5 2.3 2813 307550 5.2 HsNaOH-NE_NT_lymphocytes_Ti_113.012048.01204 2 2.7556 0.1685 1416.31 1416.7 3 72.72727 2 R.LTWFLLQKPGGR.G 179 2
2469 ENSG00000170776:NA:NA AKAP13 gi|21493029|ref|NP_009131.2| gi|21493029|ref|NP_009131.2|;gi|31563330|ref|NP_006729.4| A-kinase anchor protein 13 isoform 2 [Homo sapiens] 4 5 2.3 2813 307550 5.2 HsSD-NE_NT_lymphocytes_PK_106.001967.001967. 2 2.6754 0.2154 2081.09 2079.2 5 32.5 1 I.SADCAKDKALQLSNSPGASSA.F 969 0
2470 ENSG00000160013:ENSMUSG00000043017:ENSRNOG00000016756 PTGIR gi|4506263|ref|NP_000951.1| gi|4506263|ref|NP_000951.1| prostaglandin I2 (prostacyclin) receptor (IP) [Homo sapiens] 1 3 2.6 386 40956 8.5 HsNaOH-NE_NT_lymphocytes_Ti_115.008696.00869 2 2.7803 0.3275 1105.41 1105.2 1 83.33333 2 R.HQGSLGPRPR.T 220 2 *
2470 ENSG00000160013:ENSMUSG00000043017:ENSRNOG00000016756 PTGIR gi|4506263|ref|NP_000951.1| gi|4506263|ref|NP_000951.1| prostaglandin I2 (prostacyclin) receptor (IP) [Homo sapiens] 1 3 2.6 386 40956 8.5 HsSD-NE_NT_lymphocytes_Ti_112.010044.010044.2 2 2.6831 0.1097 1105.05 1105.2 1 77.77778 1 R.HQGSLGPRPR.T 220 2 *
2471 ENSG00000101126:ENSMUSG00000051149:ENSRNOG00000010975 ADNP gi|31563503|ref|NP_852107.1| gi|31563503|ref|NP_852107.1| activity-dependent neuroprotector [Homo sapiens] 1 4 2.2 1102 123563 7.3 HsNaOH-NE_NT_lymphocytes_Ti_115.009410.00941 3 4.8336 0.3772 2553.59 2553.8 2 32.608696 2 R.DAPAESVAYHAQNNPPVPPKPQPK.V 573 2 *
2471 ENSG00000101126:ENSMUSG00000051149:ENSRNOG00000010975 ADNP gi|31563503|ref|NP_852107.1| gi|31563503|ref|NP_852107.1| activity-dependent neuroprotector [Homo sapiens] 1 4 2.2 1102 123563 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.009662.0096 3 3.149 0.1481 2553.71 2553.8 5 29.347824 2 R.DAPAESVAYHAQNNPPVPPKPQPK.V 573 2 *
2472 ENSG00000006047:ENSMUSG00000018554:ENSRNOG00000017117 YBX2 gi|156415990|ref|NP_057066.2| gi|156415990|ref|NP_057066.2| Y box binding protein 2 [Homo sapiens] 2 2 7.7 364 38518 10.8 HsSD-NE_PHA_lymphocytes_PK_109.012184.012184 1 1.884 0.1577 747.65 745.77 1 70 1 Q.KGGGAGGGGGA.A 39 0 *
2472 ENSG00000006047:ENSMUSG00000018554:ENSRNOG00000017117 YBX2 gi|156415990|ref|NP_057066.2| gi|156415990|ref|NP_057066.2| Y box binding protein 2 [Homo sapiens] 2 2 7.7 364 38518 10.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009272.0092 2 3.0954 0.4496 1795.81 1796.9 1 62.5 1 R.SVGDGETVEFDVVEGEK.G 137 2
2473 ENSG00000135336:ENSMUSG00000040044:ENSRNOG00000008314 ORC3L gi|32483367|ref|NP_036513.2| gi|32483367|ref|NP_036513.2|;gi|32483369|ref|NP_862820.1| "origin recognition complex, subunit 3 isoform 2 [Homo sapiens] " 3 6 3.9 711 82254 7.6 HsNaOH-NE_NT_lymphocytes_Ti_107.020182.02018 2 2.9137 0.0897 1494.33 1494.7 1 68.181816 2 K.NLFDNLIEFLQK.S 68 2
2473 ENSG00000135336:ENSMUSG00000040044:ENSRNOG00000008314 ORC3L gi|32483367|ref|NP_036513.2| gi|32483367|ref|NP_036513.2|;gi|32483369|ref|NP_862820.1| "origin recognition complex, subunit 3 isoform 2 [Homo sapiens] " 3 6 3.9 711 82254 7.6 HsSD-NE_NT_lymphocytes_Ti_109.018645.018645.2 2 2.696 0.0987 1939.43 1937.2 1 50 1 K.NIWDSEEYASVLQLLR.M 446 2
2473 ENSG00000135336:ENSMUSG00000040044:ENSRNOG00000008314 ORC3L gi|32483367|ref|NP_036513.2| gi|32483367|ref|NP_036513.2|;gi|32483369|ref|NP_862820.1| "origin recognition complex, subunit 3 isoform 2 [Homo sapiens] " 3 6 3.9 711 82254 7.6 HsSD-NE_NT_lymphocytes_Ti_105.019008.019008.1 1 2.9987 0.242 1494.63 1494.7 3 63.636364 1 K.NLFDNLIEFLQK.S 68 2
2473 ENSG00000135336:ENSMUSG00000040044:ENSRNOG00000008314 ORC3L gi|32483367|ref|NP_036513.2| gi|32483367|ref|NP_036513.2|;gi|32483369|ref|NP_862820.1| "origin recognition complex, subunit 3 isoform 2 [Homo sapiens] " 3 6 3.9 711 82254 7.6 HsSD-NE_NT_lymphocytes_Ti_105.019031.019031.2 2 4.2997 0.1639 1494.63 1494.7 1 86.36364 2 K.NLFDNLIEFLQK.S 68 2
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsNaOH-NE_NT_lymphocytes_Ti_105.017206.01720 2 4.0842 0.2457 1720.45 1717.9 1 64.28571 2 K.IQFGTLSDFFDALDK.A 459 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007948.00794 2 3.3183 0.3073 1126.67 1126.4 1 88.88889 1 R.AGLSHMLIQR.V 304 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008798.00879 2 3.1164 0.1756 1835.99 1836.1 6 53.333336 1 R.REGSFPQGQLSMLQEK.I 39 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010793.01079 2 3.9602 0.3918 2235.53 2236.5 1 52.63158 1 R.FGCPWGVPPETIHPGNVQSR.A 380 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsSD-NE_NT_lymphocytes_Ti_103.010144.010144.2 2 3.2503 0.2972 1498.93 1499.7 1 70.83333 2 R.LLAENNEIISNIR.D 61 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsSD-NE_NT_lymphocytes_Ti_106.015293.015293.3 3 3.9816 0.31 3288.08 3286.7 1 24.107143 1 K.FSSPTLELQGEFSPLQSSLPCDIHLVNLR.T 1024 2 *
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NP_002363.2| gi|51477714|ref|NP_002363.2| "mannosidase, alpha, class 2A, member 1 [Homo sapiens] " 6 9 9 1144 131140 7.6 HsSD-NE_NT_lymphocytes_Ti_104.018401.018401.2 2 3.3295 0.2289 1718.01 1717.9 1 60.714287 1 K.IQFGTLSDFFDALDK.A 459 2 *
2475 ENSG00000076685:ENSMUSG00000025041:NA NT5C2 gi|6912598|ref|NP_036361.1| gi|6912598|ref|NP_036361.1| "5'-nucleotidase, cytosolic II [Homo sapiens] " 2 3 5.5 561 64970 6.1 HsSD-NE_PHA_lymphocytes_Ti_106.014732.014732 2 3.0472 0.1107 1920.17 1918.2 1 46.875 1 K.GKDILYIGDHIFGDILK.S 343 2 *
2475 ENSG00000076685:ENSMUSG00000025041:NA NT5C2 gi|6912598|ref|NP_036361.1| gi|6912598|ref|NP_036361.1| "5'-nucleotidase, cytosolic II [Homo sapiens] " 2 3 5.5 561 64970 6.1 HsSD-NE_PHA_lymphocytes_PK_110.018569.018569 2 3.4162 0.1583 1622.39 1622.9 1 69.230774 2 E.RLVSIGYPQELLSF.A 76 0 *
2476 ENSG00000159086:ENSMUSG00000022974:ENSRNOG00000002036 C21orf66 gi|22035565|ref|NP_057715.2| gi|22035565|ref|NP_057715.2| GC-rich sequence DNA-binding factor candidate isoform 1 [Homo s 3 4 6.7 917 104804 5.7 HsSD-NE_NT_lymphocytes_Ti_112.014032.014032.3 3 4.6414 0.2968 3054.56 3054.4 1 27.586206 2 K.TGGAFSNALSSLNVLRPGEIPDAAFIHAAR.K 200 2
2476 ENSG00000159086:ENSMUSG00000022974:ENSRNOG00000002036 C21orf66 gi|22035565|ref|NP_057715.2| gi|22035565|ref|NP_057715.2| GC-rich sequence DNA-binding factor candidate isoform 1 [Homo s 3 4 6.7 917 104804 5.7 HsSD-NE_NT_lymphocytes_Ti_109.018587.018587.2 2 3.0404 0.1364 1869.43 1868.2 1 56.666668 1 K.VPLINELESAIHQLYK.Q 462 2
2476 ENSG00000159086:ENSMUSG00000022974:ENSRNOG00000002036 C21orf66 gi|22035565|ref|NP_057715.2| gi|22035565|ref|NP_057715.2| GC-rich sequence DNA-binding factor candidate isoform 1 [Homo s 3 4 6.7 917 104804 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.014374.0143 2 3.1145 0.2563 1803.57 1801.1 2 50 1 K.LLGNFLQWYGIFSNK.T 779 2 *
2477 ENSG00000099308:ENSMUSG00000031833:ENSRNOG00000022753 MAST3 gi|150170729|ref|NP_055831.1| gi|150170729|ref|NP_055831.1| microtubule associated serine/threonine kinase 3 [Homo sapiens] 4 5 6.3 1309 143137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.010264.0102 3 4.203 0.2028 3422.84 3423.6 1 27.34375 1 R.SFSSGLHHSLSSSESLPGSPTHSLSPSPTTPCR.S 1091 2 *
2477 ENSG00000099308:ENSMUSG00000031833:ENSRNOG00000022753 MAST3 gi|150170729|ref|NP_055831.1| gi|150170729|ref|NP_055831.1| microtubule associated serine/threonine kinase 3 [Homo sapiens] 4 5 6.3 1309 143137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.009536.0095 2 3.241 0.2962 1381.81 1381.6 1 69.230774 2 R.SPSPLPGHPPAPAR.S 1201 2 *
2477 ENSG00000099308:ENSMUSG00000031833:ENSRNOG00000022753 MAST3 gi|150170729|ref|NP_055831.1| gi|150170729|ref|NP_055831.1| microtubule associated serine/threonine kinase 3 [Homo sapiens] 4 5 6.3 1309 143137 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.015033.0150 2 2.5452 0.1496 2174.41 2173.6 2 42.105263 1 R.LALADGVLGFIHHQIVELAR.D 204 2 *
2477 ENSG00000099308:ENSMUSG00000031833:ENSRNOG00000022753 MAST3 gi|150170729|ref|NP_055831.1| gi|150170729|ref|NP_055831.1| microtubule associated serine/threonine kinase 3 [Homo sapiens] 4 5 6.3 1309 143137 8.1 HsSD-NE_NT_lymphocytes_Ti_103.016446.016446.2 2 3.4458 0.1605 1630.59 1630.9 1 67.85714 1 K.TDLPQYIIGQLGLAK.D 312 2 *
2478 ENSG00000146085:ENSMUSG00000023921:ENSRNOG00000029218 MUT gi|156105689|ref|NP_000246.2| gi|156105689|ref|NP_000246.2| methylmalonyl Coenzyme A mutase precursor [Homo sapiens] 2 2 4.7 750 83135 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.009521.00952 2 3.5607 0.3455 2478.67 2477.6 1 42.5 1 R.AHCQTSGWSLTEQDPYNNIVR.T 349 2 *
2478 ENSG00000146085:ENSMUSG00000023921:ENSRNOG00000029218 MUT gi|156105689|ref|NP_000246.2| gi|156105689|ref|NP_000246.2| methylmalonyl Coenzyme A mutase precursor [Homo sapiens] 2 2 4.7 750 83135 6.9 HsSD-NE_PHA_lymphocytes_PK_106.016548.016548 2 3.5427 0.2387 1565.05 1562.8 1 73.07692 1 L.GFDVDIGPLFQTPR.E 642 1 *
2479 ENSG00000112782:ENSMUSG00000023959:ENSRNOG00000025772 LOC100131610 gi|169169023|ref|XP_001723610.1| gi|169169023|ref|XP_001723610.1|;gi|27894378|ref|NP_4445 PREDICTED: similar to chloride intracellular channel 5 [Homo sapi 3 4 7.1 410 46503 4.8 HsSD-NE_PHA_lymphocytes_Ti_101.012864.012864 2 3.8965 0.1385 2063.77 2063.3 2 52.941177 1 R.KFLDGDELTLADCNLLPK.L 333 2
2479 ENSG00000112782:ENSMUSG00000023959:ENSRNOG00000025772 LOC100131610 gi|169169023|ref|XP_001723610.1| gi|169169023|ref|XP_001723610.1|;gi|27894378|ref|NP_4445 PREDICTED: similar to chloride intracellular channel 5 [Homo sapi 3 4 7.1 410 46503 4.8 HsSD-NE_PHA_lymphocytes_PK_109.012686.012686 1 2.6459 0.2341 1339.55 1339.5 1 65 2 S.IGNCPFSQRLF.M 188 0
2479 ENSG00000112782:ENSMUSG00000023959:ENSRNOG00000025772 LOC100131610 gi|169169023|ref|XP_001723610.1| gi|169169023|ref|XP_001723610.1|;gi|27894378|ref|NP_4445 PREDICTED: similar to chloride intracellular channel 5 [Homo sapi 3 4 7.1 410 46503 4.8 HsSD-NE_NT_lymphocytes_Ti_102.014062.014062.2 2 3.8303 0.2381 1937.45 1935.1 1 50 1 K.FLDGDELTLADCNLLPK.L 334 2
2480 ENSG00000187239:ENSMUSG00000075415:ENSRNOG00000008258 FNBP1 gi|38524622|ref|NP_055848.1| gi|38524622|ref|NP_055848.1| formin binding protein 1 [Homo sapiens] 3 3 8.6 617 71307 5.7 HsSD-NE_PHA_lymphocytes_Ti_110.009637.009637 2 3.3415 0.3131 2483.23 2483.7 1 41.666664 1 K.FNHEQHEYYHTHIPNIFQK.I 197 2 *
2480 ENSG00000187239:ENSMUSG00000075415:ENSRNOG00000008258 FNBP1 gi|38524622|ref|NP_055848.1| gi|38524622|ref|NP_055848.1| formin binding protein 1 [Homo sapiens] 3 3 8.6 617 71307 5.7 HsSD-NE_PHA_lymphocytes_Ti_105.007528.007528 2 4.7469 0.453 1923.91 1924 1 57.14286 1 K.KNSKEEEEYKYTSCK.A 57 2 *
2480 ENSG00000187239:ENSMUSG00000075415:ENSRNOG00000008258 FNBP1 gi|38524622|ref|NP_055848.1| gi|38524622|ref|NP_055848.1| formin binding protein 1 [Homo sapiens] 3 3 8.6 617 71307 5.7 HsSD-NE_NT_lymphocytes_Ti_102.011632.011632.2 2 2.8765 0.3096 2246.35 2247.3 4 41.666664 1 R.NEDEEGYVPTSYVEVCLDK.N 594 2 *
2481 ENSG00000171824:ENSMUSG00000017264:ENSRNOG00000010719 EXOSC10 gi|4505917|ref|NP_002676.1| gi|4505917|ref|NP_002676.1|;gi|50301240|ref|NP_001001998 exosome component 10 isoform 2 [Homo sapiens] 3 4 6.2 860 98089 8.4 HsSD-NE_PHA_lymphocytes_Ti_105.016204.016204 3 3.7114 0.1377 2664.68 2663 2 31.818182 1 R.SKVTELEDKFDLLVDANDVILER.V 101 2
2481 ENSG00000171824:ENSMUSG00000017264:ENSRNOG00000010719 EXOSC10 gi|4505917|ref|NP_002676.1| gi|4505917|ref|NP_002676.1|;gi|50301240|ref|NP_001001998 exosome component 10 isoform 2 [Homo sapiens] 3 4 6.2 860 98089 8.4 HsSD-NE_NT_lymphocytes_Ti_102.009645.009645.2 2 3.444 0.1552 1317.43 1315.5 1 70.83333 2 R.VGILLDEASGVNK.N 124 2
2481 ENSG00000171824:ENSMUSG00000017264:ENSRNOG00000010719 EXOSC10 gi|4505917|ref|NP_002676.1| gi|4505917|ref|NP_002676.1|;gi|50301240|ref|NP_001001998 exosome component 10 isoform 2 [Homo sapiens] 3 4 6.2 860 98089 8.4 HsSD-NE_NT_lymphocytes_Ti_108.010817.010817.2 2 4.4074 0.5419 2134.03 2132.3 1 59.375 1 K.LLNCQEFAVDLEHHSYR.S 304 2
2482 ENSG00000130299:ENSMUSG00000007610:ENSRNOG00000023403 GTPBP3 gi|14249126|ref|NP_116009.1| gi|14249126|ref|NP_116009.1|;gi|41281653|ref|NP_598399.1| GTP binding protein 3 (mitochondrial) isoform V [Homo sapiens] 2 2 7.7 492 52030 6.5 HsSD-NE_NT_lymphocytes_Ti_106.000840.000840.3 3 3.5824 0.1313 3810.2 3808.3 2 20.13889 1 K.SDLLSPEGPGPGPDLPPHLLLSCLTGEGLDGLLEALR.K 376 2
2482 ENSG00000130299:ENSMUSG00000007610:ENSRNOG00000023403 GTPBP3 gi|14249126|ref|NP_116009.1| gi|14249126|ref|NP_116009.1|;gi|41281653|ref|NP_598399.1| GTP binding protein 3 (mitochondrial) isoform V [Homo sapiens] 2 2 7.7 492 52030 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.020450.0204 3 3.2953 0.2676 3936.44 3936.5 9 18.243242 1 K.SDLLSPEGPGPGPDLPPHLLLSCLTGEGLDGLLEALRK.E 376 2
2483 ENSG00000163811:ENSMUSG00000041057:ENSRNOG00000026316 WDR43 gi|157743245|ref|NP_055946.1| gi|157743245|ref|NP_055946.1| WD repeat domain 43 [Homo sapiens] 3 4 9.5 677 74891 5.6 HsSD-NE_PHA_lymphocytes_Ti_101.008034.008034 2 3.9171 0.2605 1938.71 1938.1 1 55.88235 1 K.WKGDNSSVSSLCISPDGK.M 164 2
2483 ENSG00000163811:ENSMUSG00000041057:ENSRNOG00000026316 WDR43 gi|157743245|ref|NP_055946.1| gi|157743245|ref|NP_055946.1| WD repeat domain 43 [Homo sapiens] 3 4 9.5 677 74891 5.6 HsSD-NE_PHA_lymphocytes_Ti_111.011200.011200 2 3.5607 0.2505 2702.05 2702.1 1 30.000002 1 K.VLVPGIPGHHAAIKPAPPQTEQVESK.R 403 2 *
2483 ENSG00000163811:ENSMUSG00000041057:ENSRNOG00000026316 WDR43 gi|157743245|ref|NP_055946.1| gi|157743245|ref|NP_055946.1| WD repeat domain 43 [Homo sapiens] 3 4 9.5 677 74891 5.6 HsSD-NE_PHA_lymphocytes_PK_107.016440.016440 2 3.1624 0.2427 2221.87 2222.5 1 44.736843 2 L.MFTTIRPPNESQPFDGITGL.Y 215 0 *
2484 ENSG00000160688:ENSMUSG00000042642:ENSRNOG00000020642 FLAD1 gi|41872389|ref|NP_079483.3| gi|41872389|ref|NP_079483.3|;gi|41872403|ref|NP_958800.1| flavin adenine dinucleotide synthetase isoform 1 [Homo sapiens] 2 5 5.8 587 65266 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015972.01597 2 2.6733 0.183 1531.67 1531.8 3 62.5 1 R.NVYLFPGIPELLR.R 250 2
2484 ENSG00000160688:ENSMUSG00000042642:ENSRNOG00000020642 FLAD1 gi|41872389|ref|NP_079483.3| gi|41872389|ref|NP_079483.3|;gi|41872403|ref|NP_958800.1| flavin adenine dinucleotide synthetase isoform 1 [Homo sapiens] 2 5 5.8 587 65266 6.9 HsSD-NE_NT_lymphocytes_Ti_102.016394.016394.2 2 4.6651 0.3835 2410.65 2410.6 1 50 4 K.LTLDSEEEGPLEECLAYLTAR.L 325 2
2485 ENSG00000213380:ENSMUSG00000031916:ENSRNOG00000020379 COG8 gi|21166361|ref|NP_115758.2| gi|21166361|ref|NP_115758.2| component of oligomeric golgi complex 8 [Homo sapiens] 2 3 5.9 612 68452 5.2 HsSD-NE_PHA_lymphocytes_PK_107.021282.021282 2 4.3139 0.4246 1886.29 1887.2 1 64.28571 2 Q.FCTVFLEDLVPYLNR.C 498 1 *
2485 ENSG00000213380:ENSMUSG00000031916:ENSRNOG00000020379 COG8 gi|21166361|ref|NP_115758.2| gi|21166361|ref|NP_115758.2| component of oligomeric golgi complex 8 [Homo sapiens] 2 3 5.9 612 68452 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.018891.0188 2 3.7803 0.2807 2217.37 2216.5 1 55 1 R.LCCPVALAQDVTGALEDALAK.V 451 2 *
2486 ENSG00000161204:ENSMUSG00000003234:ENSRNOG00000001710 ABCF3 gi|148612853|ref|NP_060828.2| gi|148612853|ref|NP_060828.2| "ATP-binding cassette, sub-family F (GCN20), member 3 [Homo sa 4 6 9.7 709 79745 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.008307.00830 2 2.5111 0.284 1842.27 1842.2 4 53.333336 1 K.LPELKPVDKESEVVMK.F 464 2 *
2486 ENSG00000161204:ENSMUSG00000003234:ENSRNOG00000001710 ABCF3 gi|148612853|ref|NP_060828.2| gi|148612853|ref|NP_060828.2| "ATP-binding cassette, sub-family F (GCN20), member 3 [Homo sa 4 6 9.7 709 79745 6.3 HsSD-NE_NT_lymphocytes_Ti_108.014396.014396.3 3 6.4391 0.3551 3413.87 3413.8 1 29.032257 2 R.VPAHISLLHVEQEVAGDDTPALQSVLESDSVR.E 230 2 *
2486 ENSG00000161204:ENSMUSG00000003234:ENSRNOG00000001710 ABCF3 gi|148612853|ref|NP_060828.2| gi|148612853|ref|NP_060828.2| "ATP-binding cassette, sub-family F (GCN20), member 3 [Homo sa 4 6 9.7 709 79745 6.3 HsSD-NE_NT_lymphocytes_Ti_106.015163.015163.2 2 2.9238 0.1833 2413.07 2413.8 1 42.5 1 R.ALFARPDLLLLDEPTNMLDVR.A 341 2 *
2486 ENSG00000161204:ENSMUSG00000003234:ENSRNOG00000001710 ABCF3 gi|148612853|ref|NP_060828.2| gi|148612853|ref|NP_060828.2| "ATP-binding cassette, sub-family F (GCN20), member 3 [Homo sa 4 6 9.7 709 79745 6.3 HsSD-NE_NT_lymphocytes_Ti_106.015162.015162.3 3 4.2955 0.2648 2412.74 2413.8 1 38.75 2 R.ALFARPDLLLLDEPTNMLDVR.A 341 2 *
2487 ENSG00000113649:ENSMUSG00000024498:ENSRNOG00000018849 TCERG1 gi|21327715|ref|NP_006697.2| gi|21327715|ref|NP_006697.2|;gi|91208418|ref|NP_00103509 transcription elongation regulator 1 isoform 1 [Homo sapiens] 4 6 5.4 1098 123901 8.6 HsSD-NE_PHA_lymphocytes_Ti_111.009870.009870 3 4.2494 0.3887 1619.57 1616.8 1 50 1 R.RGPPPPPTASEPTRR.S 1081 2
2487 ENSG00000113649:ENSMUSG00000024498:ENSRNOG00000018849 TCERG1 gi|21327715|ref|NP_006697.2| gi|21327715|ref|NP_006697.2|;gi|91208418|ref|NP_00103509 transcription elongation regulator 1 isoform 1 [Homo sapiens] 4 6 5.4 1098 123901 8.6 HsSD-NE_NT_lymphocytes_Ti_115.010223.010223.2 2 3.7265 0.2533 1520.75 1522.8 2 70.83333 2 K.LRHPTPTMLSIQK.W 587 2
2487 ENSG00000113649:ENSMUSG00000024498:ENSRNOG00000018849 TCERG1 gi|21327715|ref|NP_006697.2| gi|21327715|ref|NP_006697.2|;gi|91208418|ref|NP_00103509 transcription elongation regulator 1 isoform 1 [Homo sapiens] 4 6 5.4 1098 123901 8.6 HsSD-NE_NT_lymphocytes_Ti_110.013711.013711.2 2 3.7321 0.3145 2509.23 2509.8 1 45.454548 2 K.AKPVATAPIPGTPWCVVWTGDER.V 521 2
2488 ENSG00000136573:ENSMUSG00000014453:ENSRNOG00000010798 BLK gi|33469982|ref|NP_001706.2| gi|33469982|ref|NP_001706.2| B lymphoid tyrosine kinase [Homo sapiens] 2 2 7.7 505 57707 7.9 HsSD-NE_PHA_lymphocytes_Ti_106.009094.009094 2 2.0869 0.1316 1787.13 1786.2 3 46.666668 1 -.MGLVSSKKPDKEKPIK.E 1 2 *
2488 ENSG00000136573:ENSMUSG00000014453:ENSRNOG00000010798 BLK gi|33469982|ref|NP_001706.2| gi|33469982|ref|NP_001706.2| B lymphoid tyrosine kinase [Homo sapiens] 2 2 7.7 505 57707 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.012066.01206 3 3.2101 0.0913 2775.26 2775.1 5 29.545454 1 R.LTLPCVRPAPQNPWAQDEWEIPR.Q 216 2 *
2489 ENSG00000179151:ENSMUSG00000038957:ENSRNOG00000019579 EDC3 gi|19923613|ref|NP_079359.2| gi|19923613|ref|NP_079359.2| enhancer of mRNA decapping 3 [Homo sapiens] 1 2 4.5 508 56078 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.019646.0196 2 3.1714 0.4639 2686.73 2688 2 40.909092 1 K.DLPTSPVDLVINCLDCPENVFLR.D 398 2 *
2489 ENSG00000179151:ENSMUSG00000038957:ENSRNOG00000019579 EDC3 gi|19923613|ref|NP_079359.2| gi|19923613|ref|NP_079359.2| enhancer of mRNA decapping 3 [Homo sapiens] 1 2 4.5 508 56078 7.1 HsSD-NE_NT_lymphocytes_Ti_102.021718.021718.2 2 2.8629 0.2456 2686.29 2688 2 36.363636 1 K.DLPTSPVDLVINCLDCPENVFLR.D 398 2 *
2490 ENSG00000130749:ENSMUSG00000059273:ENSRNOG00000015229 ZC3H4 gi|126723060|ref|NP_055983.1| gi|126723060|ref|NP_055983.1| zinc finger CCCH-type containing 4 [Homo sapiens] 2 2 2.5 1303 140256 6.3 HsNaOH-NE_NT_lymphocytes_Ti_105.007914.00791 2 2.9036 0.1315 2322.07 2321.5 3 40 1 K.MLADDAEAGAEDEKEVEELKK.Q 481 2 *
2490 ENSG00000130749:ENSMUSG00000059273:ENSRNOG00000015229 ZC3H4 gi|126723060|ref|NP_055983.1| gi|126723060|ref|NP_055983.1| zinc finger CCCH-type containing 4 [Homo sapiens] 2 2 2.5 1303 140256 6.3 HsNaOH-NE_NT_lymphocytes_PK_102.010313.0103 1 1.9994 0.1925 913.41 915.94 1 59.090908 1 A.AGGLGQGGGGGQ.S 1128 0 *
2491 ENSG00000114857:ENSMUSG00000032525:NA NKTR gi|6631100|ref|NP_005376.2| gi|6631100|ref|NP_005376.2| natural killer-tumor recognition sequence [Homo sapiens] 1 5 1.2 1462 165676 10 HsNaOH-NE_PHA_lymphocytes_Ti_106.007672.0076 2 3.3776 0.2139 1986.23 1986.3 3 50 2 R.EKPVVRPEEIPPVPENR.F 278 2 *
2491 ENSG00000114857:ENSMUSG00000032525:NA NKTR gi|6631100|ref|NP_005376.2| gi|6631100|ref|NP_005376.2| natural killer-tumor recognition sequence [Homo sapiens] 1 5 1.2 1462 165676 10 HsNaOH-NE_NT_lymphocytes_Ti_109.007652.00765 2 3.5245 0.2089 1985.67 1986.3 2 56.25 3 R.EKPVVRPEEIPPVPENR.F 278 2 *
2492 ENSG00000167508:ENSMUSG00000006517:ENSRNOG00000013376 MVD gi|4505289|ref|NP_002452.1| gi|4505289|ref|NP_002452.1| diphosphomevalonate decarboxylase [Homo sapiens] 2 3 8.5 400 43405 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.014219.014219 2 3.2635 0.3264 2702.53 2703.2 2 28.846153 1 K.GLQVRPAPLSAELQAALAMEPTPGGVK.Y 342 2 *
2492 ENSG00000167508:ENSMUSG00000006517:ENSRNOG00000013376 MVD gi|4505289|ref|NP_002452.1| gi|4505289|ref|NP_002452.1| diphosphomevalonate decarboxylase [Homo sapiens] 2 3 8.5 400 43405 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.009590.0095 2 2.4577 0.1017 887.89 888.1 1 91.66667 2 R.IIHLVHR.F 284 2 *
2493 ENSG00000105609:ENSMUSG00000074420:ENSRNOG00000038821 LILRB5 gi|125987591|ref|NP_001074911.1| gi|125987591|ref|NP_001074911.1|;gi|125987593|ref|NP_001 "leukocyte immunoglobulin-like receptor, subfamily B, member 5 is 1 2 4.9 591 64197 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.001908.00190 2 3.1645 0.1923 2983.07 2982.5 6 30.357143 1 R.WSAPSDPLDILIAGLIPDIPALSVQPGPK.V 305 2
2493 ENSG00000105609:ENSMUSG00000074420:ENSRNOG00000038821 LILRB5 gi|125987591|ref|NP_001074911.1| gi|125987591|ref|NP_001074911.1|;gi|125987593|ref|NP_001 "leukocyte immunoglobulin-like receptor, subfamily B, member 5 is 1 2 4.9 591 64197 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.001584.0015 2 3.7332 0.2283 2984.83 2982.5 1 33.92857 1 R.WSAPSDPLDILIAGLIPDIPALSVQPGPK.V 305 2
2494 ENSG00000116266:ENSMUSG00000071640:ENSRNOG00000020392 STXBP3 gi|118600975|ref|NP_009200.2| gi|118600975|ref|NP_009200.2| syntaxin binding protein 3 [Homo sapiens] 2 2 4.4 592 67764 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.009138.00913 2 2.408 0.1525 1247.55 1248.5 2 70 1 R.HIAVVLEEIPK.L 296 2 *
2494 ENSG00000116266:ENSMUSG00000071640:ENSRNOG00000020392 STXBP3 gi|118600975|ref|NP_009200.2| gi|118600975|ref|NP_009200.2| syntaxin binding protein 3 [Homo sapiens] 2 2 4.4 592 67764 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007260.0072 2 2.7321 0.1612 1577.27 1576.7 8 57.14286 1 K.TEQDLALGTDAEGQK.V 368 2 *
2495 ENSG00000020129:ENSMUSG00000028833:ENSRNOG00000011751 NCDN gi|62526029|ref|NP_001014839.1| gi|62526029|ref|NP_001014839.1|;gi|62526031|ref|NP_00101 neurochondrin isoform 1 [Homo sapiens] 2 2 5.6 729 78864 5.5 HsSD-NE_PHA_lymphocytes_PK_107.011959.011959 2 2.7422 0.2172 1738.59 1738 5 50 1 L.AISPTTPGPTWPGDALR.L 446 1
2495 ENSG00000020129:ENSMUSG00000028833:ENSRNOG00000011751 NCDN gi|62526029|ref|NP_001014839.1| gi|62526029|ref|NP_001014839.1|;gi|62526031|ref|NP_00101 neurochondrin isoform 1 [Homo sapiens] 2 2 5.6 729 78864 5.5 HsSD-NE_NT_lymphocytes_Ti_105.000785.000785.3 3 4.2054 0.2677 2685.14 2684.1 1 30.434782 1 R.DACFTSLMNTLMTSLPALVQQQGR.L 539 2
2496 ENSG00000167984:ENSMUSG00000049871:ENSRNOG00000024210 NLRC3 gi|118918429|ref|NP_849172.2| gi|118918429|ref|NP_849172.2| NOD3 protein [Homo sapiens] 3 4 5.3 1065 114657 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011554.0115 2 3.1327 0.473 2154.81 2155.4 1 67.64706 1 R.AINVLHCLHELQHTELAR.S 564 2 *
2496 ENSG00000167984:ENSMUSG00000049871:ENSRNOG00000024210 NLRC3 gi|118918429|ref|NP_849172.2| gi|118918429|ref|NP_849172.2| NOD3 protein [Homo sapiens] 3 4 5.3 1065 114657 8.3 HsSD-NE_NT_lymphocytes_Ti_104.000236.000236.2 2 3.8054 0.2048 2292.31 2292.6 1 50 2 R.LDTNQFQDPVMELLGSVLSGK.D 644 2 *
2496 ENSG00000167984:ENSMUSG00000049871:ENSRNOG00000024210 NLRC3 gi|118918429|ref|NP_849172.2| gi|118918429|ref|NP_849172.2| NOD3 protein [Homo sapiens] 3 4 5.3 1065 114657 8.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.007680.0076 2 3.2175 0.3095 1831.51 1831 1 59.375 1 R.LQHINLQGNHIGDSGAR.M 1032 2 *
2497 ENSG00000111364:ENSMUSG00000029389:ENSRNOG00000001043 DDX55 gi|41327779|ref|NP_065987.1| gi|41327779|ref|NP_065987.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 55 [Homo sapiens] 1 2 2.3 600 68547 9.2 HsNaOH-NE_NT_lymphocytes_Ti_114.017410.01741 2 3.1692 0.2218 1613.61 1612.1 1 65.38461 1 K.TLAFVIPILEILLR.R 60 2 *
2497 ENSG00000111364:ENSMUSG00000029389:ENSRNOG00000001043 DDX55 gi|41327779|ref|NP_065987.1| gi|41327779|ref|NP_065987.1| DEAD (Asp-Glu-Ala-Asp) box polypeptide 55 [Homo sapiens] 1 2 2.3 600 68547 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.019293.0192 2 2.9763 0.0956 1612.47 1612.1 2 65.38461 1 K.TLAFVIPILEILLR.R 60 2 *
2498 ENSG00000124535:ENSMUSG00000021400:ENSRNOG00000017040 WRNIP1 gi|18426902|ref|NP_064520.2| gi|18426902|ref|NP_064520.2|;gi|18426904|ref|NP_569079.1| Werner helicase interacting protein isoform 1 [Homo sapiens] 2 3 7.5 665 72133 6.1 HsSD-NE_PHA_lymphocytes_Ti_113.010904.010904 2 3.5881 0.3413 1573.63 1575.9 1 65.38461 2 R.NHQGPLPPVPLHLR.N 606 2
2498 ENSG00000124535:ENSMUSG00000021400:ENSRNOG00000017040 WRNIP1 gi|18426902|ref|NP_064520.2| gi|18426902|ref|NP_064520.2|;gi|18426904|ref|NP_569079.1| Werner helicase interacting protein isoform 1 [Homo sapiens] 2 3 7.5 665 72133 6.1 HsSD-NE_NT_lymphocytes_Ti_109.012817.012817.3 3 3.9861 0.3574 3839.81 3841.2 2 19.285715 1 R.AINSLGIHVLDSSRPTDPLSHSSNSSSEPAMFIEDK.A 392 2
2499 ENSG00000136152:ENSMUSG00000034893:ENSRNOG00000000155 COG3 gi|13899251|ref|NP_113619.1| gi|13899251|ref|NP_113619.1| component of golgi transport complex 3 [Homo sapiens] 2 3 6 828 94043 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.000442.0004 3 5.4834 0.4132 3338.78 3337.6 1 31.25 2 R.DYLSGFQEQCDAILNDVNSALQHLESLQK.Q 132 2 *
2499 ENSG00000136152:ENSMUSG00000034893:ENSRNOG00000000155 COG3 gi|13899251|ref|NP_113619.1| gi|13899251|ref|NP_113619.1| component of golgi transport complex 3 [Homo sapiens] 2 3 6 828 94043 5.6 HsSD-NE_NT_lymphocytes_Ti_104.017451.017451.2 2 3.5731 0.3541 2287.13 2287.5 1 37.5 1 R.ELLLGPSIACTVAELTSQNNR.D 340 2 *
2500 ENSG00000119318:ENSMUSG00000028426:ENSRNOG00000016137 RAD23B gi|4506387|ref|NP_002865.1| gi|4506387|ref|NP_002865.1| UV excision repair protein RAD23 homolog B [Homo sapiens] 2 3 11.7 409 43171 4.8 HsSD-NE_PHA_lymphocytes_Ti_109.001419.001419 3 3.5277 0.1308 3477.47 3475.8 1 22.5 1 R.SNLFEDATSALVTGQSYENMVTEIMSMGYER.E 174 2 *
2500 ENSG00000119318:ENSMUSG00000028426:ENSRNOG00000016137 RAD23B gi|4506387|ref|NP_002865.1| gi|4506387|ref|NP_002865.1| UV excision repair protein RAD23 homolog B [Homo sapiens] 2 3 11.7 409 43171 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_102.013348.0133 2 3.1764 0.2257 1996.83 1996.1 1 50 2 K.NENLAANFLLQQNFDED.- 393 2 *
2501 ENSG00000108439:ENSMUSG00000018659:NA PNPO gi|8922498|ref|NP_060599.1| gi|8922498|ref|NP_060599.1| pyridoxine 5'-phosphate oxidase [Homo sapiens] 2 2 13.4 261 29988 7.1 HsSD-NE_PHA_lymphocytes_Ti_107.008626.008626 2 3.0535 0.0979 2022.35 2021.2 2 50 1 K.KLPEEEAECYFHSRPK.S 148 2 *
2501 ENSG00000108439:ENSMUSG00000018659:NA PNPO gi|8922498|ref|NP_060599.1| gi|8922498|ref|NP_060599.1| pyridoxine 5'-phosphate oxidase [Homo sapiens] 2 2 13.4 261 29988 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.008214.0082 2 3.7391 0.3075 2344.73 2344.6 1 52.77778 1 R.KKNEELEQLYQDQEVPKPK.S 186 2 *
2502 ENSG00000141480:ENSMUSG00000060216:ENSRNOG00000019308 ARRB2 gi|39812055|ref|NP_945355.1| gi|39812055|ref|NP_945355.1|;gi|4757780|ref|NP_004304.1| "arrestin, beta 2 isoform 2 [Homo sapiens] " 1 3 4.8 394 44392 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.009424.00942 2 4.3659 0.3344 2068.67 2069.3 1 66.66667 1 R.KVQFAPEKPGPQPSAETTR.H 156 2
2502 ENSG00000141480:ENSMUSG00000060216:ENSRNOG00000019308 ARRB2 gi|39812055|ref|NP_945355.1| gi|39812055|ref|NP_945355.1|;gi|4757780|ref|NP_004304.1| "arrestin, beta 2 isoform 2 [Homo sapiens] " 1 3 4.8 394 44392 7.9 HsSD-NE_NT_lymphocytes_Ti_111.010947.010947.2 2 4.7107 0.2857 2069.95 2069.3 1 55.555557 2 R.KVQFAPEKPGPQPSAETTR.H 156 2
2503 ENSG00000136143:ENSMUSG00000022110:ENSRNOG00000017481 SUCLA2 gi|11321583|ref|NP_003841.1| gi|11321583|ref|NP_003841.1| "succinate-CoA ligase, ADP-forming, beta subunit [Homo sapiens] " 2 2 7.8 463 50317 7.4 HsSD-NE_PHA_lymphocytes_Ti_102.010992.010992 2 4.1201 0.4389 2623.81 2624.9 1 46 1 K.LHGGTPANFLDVGGGATVHQVTEAFK.L 337 2 *
2503 ENSG00000136143:ENSMUSG00000022110:ENSRNOG00000017481 SUCLA2 gi|11321583|ref|NP_003841.1| gi|11321583|ref|NP_003841.1| "succinate-CoA ligase, ADP-forming, beta subunit [Homo sapiens] " 2 2 7.8 463 50317 7.4 HsSD-NE_NT_lymphocytes_Ti_103.008142.008142.2 2 2.5687 0.159 1291.83 1291.4 1 83.33333 1 R.ICNQVLVCER.K 151 2 *
2504 ENSG00000115211:ENSMUSG00000029145:ENSRNOG00000005301 EIF2B4 gi|41281817|ref|NP_751945.1| gi|41281817|ref|NP_751945.1|;gi|78000156|ref|NP_056451.3| "eukaryotic translation initiation factor 2B, subunit 4 delta isoform 1 2 2 8.5 543 59630 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.009647.0096 2 3.4522 0.2661 2311.55 2310.4 6 39.473686 1 R.VQTDAFVSNELDDPDDLQCK.R 467 2
2504 ENSG00000115211:ENSMUSG00000029145:ENSRNOG00000005301 EIF2B4 gi|41281817|ref|NP_751945.1| gi|41281817|ref|NP_751945.1|;gi|78000156|ref|NP_056451.3| "eukaryotic translation initiation factor 2B, subunit 4 delta isoform 1 2 2 8.5 543 59630 9.4 HsSD-NE_NT_lymphocytes_Ti_110.017065.017065.2 2 4.4161 0.4463 2685.71 2683.2 1 52 1 R.SLVHAGVPASYLLIPAASYVLPEVSK.V 395 2
2505 ENSG00000198730:ENSMUSG00000005609:ENSRNOG00000017195 CTR9 gi|7661950|ref|NP_055448.1| gi|7661950|ref|NP_055448.1| SH2 domain binding protein 1 [Homo sapiens] 3 4 6.3 1173 133502 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.006087.006087 2 2.8078 0.3144 1681.45 1680.9 1 50 1 K.ILGSLYAASEDQEKR.D 380 2 *
2505 ENSG00000198730:ENSMUSG00000005609:ENSRNOG00000017195 CTR9 gi|7661950|ref|NP_055448.1| gi|7661950|ref|NP_055448.1| SH2 domain binding protein 1 [Homo sapiens] 3 4 6.3 1173 133502 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.000976.00097 3 4.3144 0.2408 4127.81 4125.5 6 19.444445 1 K.KVTEQYPDDVEAWIELAQILEQTDIQGALSAYGTATR.I 403 2 *
2505 ENSG00000198730:ENSMUSG00000005609:ENSRNOG00000017195 CTR9 gi|7661950|ref|NP_055448.1| gi|7661950|ref|NP_055448.1| SH2 domain binding protein 1 [Homo sapiens] 3 4 6.3 1173 133502 6.8 HsNaOH-NE_NT_lymphocytes_Ti_113.012831.01283 2 3.0742 0.297 2580.69 2578 1 35.714287 2 R.AYTIDPSNPMVLNHLANHFFFK.K 261 2 *
2506 ENSG00000138801:ENSMUSG00000028032:ENSRNOG00000011311 PAPSS1 gi|46094058|ref|NP_005434.4| gi|46094058|ref|NP_005434.4| 3'-phosphoadenosine 5'-phosphosulfate synthase 1 [Homo sapiens 2 2 5.8 624 70833 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.016469.01646 2 2.1844 0.1508 1533.57 1532.7 1 57.692307 1 R.NKRGQVVGTRGGFR.G 38 2
2506 ENSG00000138801:ENSMUSG00000028032:ENSRNOG00000011311 PAPSS1 gi|46094058|ref|NP_005434.4| gi|46094058|ref|NP_005434.4| 3'-phosphoadenosine 5'-phosphosulfate synthase 1 [Homo sapiens 2 2 5.8 624 70833 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.007701.0077 3 3.1794 0.118 2335.73 2335.6 4 32.142857 1 R.DPAGMPHPETGKDLYEPSHGAK.V 523 2 *
2507 ENSG00000163703:ENSMUSG00000030284:ENSRNOG00000009414 CRELD1 gi|116734855|ref|NP_001070883.1| gi|116734855|ref|NP_001070883.1|;gi|72534728|ref|NP_0010 cysteine-rich with EGF-like domains 1 isoform 3 [Homo sapiens] 3 3 14.5 420 45407 4.9 HsSD-NE_PHA_lymphocytes_Ti_113.009985.009985 2 2.4097 0.2533 1089.35 1090.3 1 75 1 K.KGWALHHLK.C 234 2
2507 ENSG00000163703:ENSMUSG00000030284:ENSRNOG00000009414 CRELD1 gi|116734855|ref|NP_001070883.1| gi|116734855|ref|NP_001070883.1|;gi|72534728|ref|NP_0010 cysteine-rich with EGF-like domains 1 isoform 3 [Homo sapiens] 3 3 14.5 420 45407 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008538.0085 2 4.0847 0.3049 1871.45 1868.9 1 62.5 1 R.DNFGGGNTAWEEENLSK.Y 66 2
2507 ENSG00000163703:ENSMUSG00000030284:ENSRNOG00000009414 CRELD1 gi|116734855|ref|NP_001070883.1| gi|116734855|ref|NP_001070883.1|;gi|72534728|ref|NP_0010 cysteine-rich with EGF-like domains 1 isoform 3 [Homo sapiens] 3 3 14.5 420 45407 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.009366.0093 3 3.8109 0.2418 3806.27 3804.9 1 24.264706 1 K.LCCPAGTFGPSCLPCPGGTERPCGGYGQCEGEGTR.G 141 2
2508 ENSG00000119969:ENSMUSG00000025001:ENSRNOG00000013803 HELLS gi|21914927|ref|NP_060533.2| gi|21914927|ref|NP_060533.2| "helicase, lymphoid-specific [Homo sapiens] " 2 2 3.3 838 97074 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.014547.01454 2 2.6026 0.1027 1804.83 1805.2 4 57.692307 1 K.RKLEKLIIHKNHFK.G 740 2 *
2508 ENSG00000119969:ENSMUSG00000025001:ENSRNOG00000013803 HELLS gi|21914927|ref|NP_060533.2| gi|21914927|ref|NP_060533.2| "helicase, lymphoid-specific [Homo sapiens] " 2 2 3.3 838 97074 7.9 HsSD-NE_PHA_lymphocytes_PK_106.001110.001110 2 4.5899 0.2999 1673.47 1670.9 1 73.07692 1 L.NFLLPDVFDDLKSF.E 398 0 *
2509 ENSG00000120253:ENSMUSG00000040034:NA NUP43 gi|38605733|ref|NP_942590.1| gi|38605733|ref|NP_942590.1| nucleoporin 43kDa [Homo sapiens] 2 2 10.5 380 42151 5.6 HsSD-NE_PHA_lymphocytes_Ti_108.010787.010787 2 3.4228 0.3149 1875.17 1875 1 64.28571 1 R.HHGDVMDLQFFDQER.I 73 2 *
2509 ENSG00000120253:ENSMUSG00000040034:NA NUP43 gi|38605733|ref|NP_942590.1| gi|38605733|ref|NP_942590.1| nucleoporin 43kDa [Homo sapiens] 2 2 10.5 380 42151 5.6 HsSD-NE_PHA_lymphocytes_PK_105.015498.015498 2 3.1086 0.3011 2739.19 2738.8 1 37.5 1 W.SIGDFGNLDSDGGFEGDHQLLCDIR.H 48 1 *
2510 ENSG00000164024:ENSMUSG00000005813:ENSRNOG00000012947 METAP1 gi|24308009|ref|NP_055958.1| gi|24308009|ref|NP_055958.1| methionyl aminopeptidase 1 [Homo sapiens] 2 2 12.1 272 30369 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.011793.011793 2 3.6224 0.3914 2293.57 2292.5 1 47.368423 1 R.SAQFEHTLLVTDTGCEILTR.R 240 2 *
2510 ENSG00000164024:ENSMUSG00000005813:ENSRNOG00000012947 METAP1 gi|24308009|ref|NP_055958.1| gi|24308009|ref|NP_055958.1| methionyl aminopeptidase 1 [Homo sapiens] 2 2 12.1 272 30369 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_114.009857.0098 2 2.8149 0.2199 1494.65 1495.7 1 70.83333 1 K.LFHTAPNVPHYAK.N 185 2 *
2511 ENSG00000151702:ENSMUSG00000016087:ENSRNOG00000008904 FLI1 gi|7110593|ref|NP_002008.2| gi|7110593|ref|NP_002008.2| Friend leukemia virus integration 1 [Homo sapiens] 2 3 6.9 452 50982 7.1 HsNaOH-NE_NT_lymphocytes_Ti_114.009665.00966 2 2.3458 0.1389 1609.77 1609.7 2 53.846157 2 R.HPNTHVPSHLGSYY.- 439 2 *
2511 ENSG00000151702:ENSMUSG00000016087:ENSRNOG00000008904 FLI1 gi|7110593|ref|NP_002008.2| gi|7110593|ref|NP_002008.2| Friend leukemia virus integration 1 [Homo sapiens] 2 3 6.9 452 50982 7.1 HsSD-NE_NT_lymphocytes_Ti_110.011238.011238.3 3 4.3609 0.3228 2021.24 2018.3 1 40.625 1 R.RVIVPADPTLWTQEHVR.Q 123 2 *
2512 ENSG00000117408:ENSMUSG00000033365:ENSRNOG00000019758 IPO13 gi|41281425|ref|NP_055467.2| gi|41281425|ref|NP_055467.2| importin 13 [Homo sapiens] 2 4 3.9 963 108211 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010364.0103 2 2.802 0.2226 2371.25 2372.6 2 36.95652 1 R.EEQPGAAGAGAAPALDFTVENVEK.A 5 2 *
2512 ENSG00000117408:ENSMUSG00000033365:ENSRNOG00000019758 IPO13 gi|41281425|ref|NP_055467.2| gi|41281425|ref|NP_055467.2| importin 13 [Homo sapiens] 2 4 3.9 963 108211 5.3 HsSD-NE_PHA_lymphocytes_PK_106.017853.017853 2 3.4573 0.3684 1500.55 1499.8 2 65.38461 3 N.YSDVVPGLIGLIPR.I 484 1 *
2513 ENSG00000159640:ENSMUSG00000020681:ENSRNOG00000007467 ACE gi|4503273|ref|NP_000780.1| gi|4503273|ref|NP_000780.1| angiotensin I converting enzyme isoform 1 precursor [Homo sapien 1 4 1.1 1306 149714 6.4 HsNaOH-NE_NT_lymphocytes_Ti_108.019037.01903 2 3.8633 0.3023 1728.13 1726 1 76.92308 1 K.IAFLPFGYLVDQWR.W 462 2 *
2513 ENSG00000159640:ENSMUSG00000020681:ENSRNOG00000007467 ACE gi|4503273|ref|NP_000780.1| gi|4503273|ref|NP_000780.1| angiotensin I converting enzyme isoform 1 precursor [Homo sapien 1 4 1.1 1306 149714 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.018503.0185 2 3.4437 0.3452 1727.91 1726 1 76.92308 3 K.IAFLPFGYLVDQWR.W 462 2 *
2514 ENSG00000100425:ENSMUSG00000022387:ENSRNOG00000004538 BRD1 gi|11321642|ref|NP_055392.1| gi|11321642|ref|NP_055392.1| bromodomain containing protein 1 [Homo sapiens] 2 3 4.1 1058 119520 8.6 HsSD-NE_PHA_lymphocytes_PK_110.010813.010813 2 2.7583 0.2144 2044.99 2044.2 2 44.736843 1 E.GFEEDGAALGPEAGEEVLPR.L 771 1 *
2514 ENSG00000100425:ENSMUSG00000022387:ENSRNOG00000004538 BRD1 gi|11321642|ref|NP_055392.1| gi|11321642|ref|NP_055392.1| bromodomain containing protein 1 [Homo sapiens] 2 3 4.1 1058 119520 8.6 HsSD-NE_NT_lymphocytes_Ti_112.010816.010816.3 3 4.2447 0.3063 2302.91 2302.6 1 35.227272 2 K.KKNEALPSAHGTPASASALPEPK.V 99 2 *
2515 ENSG00000155903:ENSMUSG00000032413:ENSRNOG00000011909 RASA2 gi|12545408|ref|NP_006497.2| gi|12545408|ref|NP_006497.2| RAS p21 protein activator 2 [Homo sapiens] 3 6 6.4 849 96527 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010611.01061 2 2.7951 0.2945 1718.81 1719 1 50 2 K.VTLKPILDEICDSSK.S 420 2 *
2515 ENSG00000155903:ENSMUSG00000032413:ENSRNOG00000011909 RASA2 gi|12545408|ref|NP_006497.2| gi|12545408|ref|NP_006497.2| RAS p21 protein activator 2 [Homo sapiens] 3 6 6.4 849 96527 7.2 HsSD-NE_NT_lymphocytes_Ti_104.013899.013899.2 2 3.764 0.3214 2438.01 2438.7 3 44.736843 1 R.LNICYTEDYVLPSEYYGPLK.T 311 2 *
2515 ENSG00000155903:ENSMUSG00000032413:ENSRNOG00000011909 RASA2 gi|12545408|ref|NP_006497.2| gi|12545408|ref|NP_006497.2| RAS p21 protein activator 2 [Homo sapiens] 3 6 6.4 849 96527 7.2 HsSD-NE_NT_lymphocytes_Ti_103.019535.019535.2 2 3.5675 0.2387 2188.73 2188.5 1 52.77778 3 R.IDLWNNGNLVQDVFLGEIK.V 255 2 *
2516 ENSG00000168944:ENSMUSG00000048799:ENSRNOG00000017035 CEP120 gi|96975038|ref|NP_694955.2| gi|96975038|ref|NP_694955.2| coiled-coil domain containing 100 [Homo sapiens] 3 3 7.4 986 112640 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.010545.0105 2 2.9525 0.1141 1404.39 1401.6 1 77.27273 1 R.LQSEINLLTLEK.V 816 2 *
2516 ENSG00000168944:ENSMUSG00000048799:ENSRNOG00000017035 CEP120 gi|96975038|ref|NP_694955.2| gi|96975038|ref|NP_694955.2| coiled-coil domain containing 100 [Homo sapiens] 3 3 7.4 986 112640 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_105.016281.0162 3 3.1622 0.1256 4669.85 4668.1 5 15.000001 1 K.QYQDSTEIASGKKDGPHGSVLEEGLDDYLTRLIEERDTLMR.T 917 2 *
2516 ENSG00000168944:ENSMUSG00000048799:ENSRNOG00000017035 CEP120 gi|96975038|ref|NP_694955.2| gi|96975038|ref|NP_694955.2| coiled-coil domain containing 100 [Homo sapiens] 3 3 7.4 986 112640 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.013632.01363 2 2.4912 0.2015 2032.41 2031.4 3 39.473686 1 K.LAPIPVELAPTVGVSVALQR.E 321 2 *
2517 ENSG00000110934:ENSMUSG00000075411:ENSRNOG00000031930 BIN2 gi|49472835|ref|NP_057377.2| gi|49472835|ref|NP_057377.2| bridging integrator 2 [Homo sapiens] 1 4 4.1 565 61874 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.019286.01928 2 3.52 0.2046 2738.47 2736.1 5 36.363636 1 K.AQTVFEDLNQELLEELPILYNSR.I 180 2 *
2517 ENSG00000110934:ENSMUSG00000075411:ENSRNOG00000031930 BIN2 gi|49472835|ref|NP_057377.2| gi|49472835|ref|NP_057377.2| bridging integrator 2 [Homo sapiens] 1 4 4.1 565 61874 5.1 HsSD-NE_NT_lymphocytes_Ti_105.019108.019108.2 2 3.7424 0.2235 2736.39 2736.1 3 38.636364 3 K.AQTVFEDLNQELLEELPILYNSR.I 180 2 *
2518 ENSG00000172673:ENSMUSG00000049109:ENSRNOG00000014979 C6orf190 gi|58218986|ref|NP_001010923.1| gi|58218986|ref|NP_001010923.1| hypothetical protein LOC387357 [Homo sapiens] 2 4 6.2 641 73452 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.009285.009285 3 5.0127 0.4145 2614.52 2614.9 1 34.090908 3 R.RYESSASHPPPRPPKHPSVEETK.L 545 2 *
2518 ENSG00000172673:ENSMUSG00000049109:ENSRNOG00000014979 C6orf190 gi|58218986|ref|NP_001010923.1| gi|58218986|ref|NP_001010923.1| hypothetical protein LOC387357 [Homo sapiens] 2 4 6.2 641 73452 5.9 HsSD-NE_PHA_lymphocytes_PK_106.021333.021333 2 3.378 0.3015 1995.73 1995.3 2 50 1 C.ESLQPFELPMNFPGLFK.I 71 1 *
2519 ENSG00000146909:ENSMUSG00000001569:NA NOM1 gi|61097912|ref|NP_612409.1| gi|61097912|ref|NP_612409.1| nucleolar protein with MIF4G domain 1 [Homo sapiens] 2 3 3.7 860 96257 8.1 HsSD-NE_NT_lymphocytes_Ti_102.017518.017518.1 1 2.6795 0.3355 1451.77 1451.6 1 57.692307 2 R.DGLDYILGALESGK.N 214 2 *
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2519 ENSG00000146909:ENSMUSG00000001569:NA NOM1 gi|61097912|ref|NP_612409.1| gi|61097912|ref|NP_612409.1| nucleolar protein with MIF4G domain 1 [Homo sapiens] 2 3 3.7 860 96257 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.019097.0190 2 2.2754 0.2135 2184.65 2182.4 1 44.11765 1 R.NIFCTIMTSEDFLDAFEK.L 658 2 *
2520 ENSG00000160214:ENSMUSG00000061032:ENSRNOG00000001203 RRP1 gi|4503247|ref|NP_003674.1| gi|4503247|ref|NP_003674.1| ribosomal RNA processing 1 homolog [Homo sapiens] 2 3 6.5 461 52839 9.3 HsSD-NE_PHA_lymphocytes_Ti_112.014536.014536 2 3.1915 0.3124 1607.37 1606.9 1 79.16667 1 K.SHFIEIFLEELTK.V 167 2 *
2520 ENSG00000160214:ENSMUSG00000061032:ENSRNOG00000001203 RRP1 gi|4503247|ref|NP_003674.1| gi|4503247|ref|NP_003674.1| ribosomal RNA processing 1 homolog [Homo sapiens] 2 3 6.5 461 52839 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010950.0109 2 2.7916 0.2124 1840.73 1839 4 43.75 2 R.DSGGPVLQFDYEAVANR.L 290 2 *
2521 ENSG00000159216:ENSMUSG00000022952:ENSRNOG00000001704 RUNX1 gi|19923198|ref|NP_001745.2| gi|19923198|ref|NP_001745.2|;gi|49574546|ref|NP_00100189 runt-related transcription factor 1 isoform a [Homo sapiens] 2 3 10 480 51818 8.7 HsNaOH-NE_NT_lymphocytes_Ti_114.011858.01185 3 4.7468 0.4426 3817.07 3814.2 1 22.794117 2 R.QIQPSPPWSYDQSYQYLGSIASPSVHPATPISPGR.A 272 2
2521 ENSG00000159216:ENSMUSG00000022952:ENSRNOG00000001704 RUNX1 gi|19923198|ref|NP_001745.2| gi|19923198|ref|NP_001745.2|;gi|49574546|ref|NP_00100189 runt-related transcription factor 1 isoform a [Homo sapiens] 2 3 10 480 51818 8.7 HsSD-NE_NT_lymphocytes_Ti_114.009135.009135.2 2 2.0709 0.1249 1407.35 1407.6 3 62.5 1 R.VSPHHPAPTPNPR.A 238 2
2522 ENSG00000135439:ENSMUSG00000025422:ENSRNOG00000025584 CENTG1 gi|7661962|ref|NP_055585.1| gi|7661962|ref|NP_055585.1| "centaurin, gamma 1 [Homo sapiens] " 2 2 4.1 836 90537 8.8 HsSD-NE_PHA_lymphocytes_PK_113.002738.002738 2 2.8002 0.1635 2080.73 2078.3 6 32.5 1 R.ELRAEAAAVAGLSTPGSLHRA.A 286 1 *
2522 ENSG00000135439:ENSMUSG00000025422:ENSRNOG00000025584 CENTG1 gi|7661962|ref|NP_055585.1| gi|7661962|ref|NP_055585.1| "centaurin, gamma 1 [Homo sapiens] " 2 2 4.1 836 90537 8.8 HsSD-NE_NT_lymphocytes_Ti_112.010680.010680.2 2 2.8323 0.2298 1411.53 1410.6 2 58.333332 1 R.LHGQLSSLRGEGR.G 157 2 *
2523 ENSG00000172660:ENSMUSG00000020680:ENSRNOG00000010604 TAF15 gi|21327701|ref|NP_631961.1| gi|21327701|ref|NP_631961.1|;gi|4507353|ref|NP_003478.1| TBP-associated factor 15 isoform 1 [Homo sapiens] 2 2 8.1 592 61830 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.014282.0142 3 5.0232 0.4511 3625.07 3624.7 1 25.757576 1 R.TDADSESDNSDNNTIFVQGLGEGVSTDQVGEFFK.Q 222 2
2523 ENSG00000172660:ENSMUSG00000020680:ENSRNOG00000010604 TAF15 gi|21327701|ref|NP_631961.1| gi|21327701|ref|NP_631961.1|;gi|4507353|ref|NP_003478.1| TBP-associated factor 15 isoform 1 [Homo sapiens] 2 2 8.1 592 61830 8 HsSD-NE_NT_lymphocytes_Ti_102.008202.008202.2 2 3.5046 0.2805 1424.29 1421.5 1 80.769226 1 K.GEATVSFDDPPSAK.A 284 2
2524 ENSG00000164187:ENSMUSG00000039704:ENSRNOG00000017337 LMBRD2 gi|56790897|ref|NP_001007528.1| gi|56790897|ref|NP_001007528.1| LMBR1 domain containing 2 [Homo sapiens] 2 2 7.3 695 81172 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.014746.0147 3 5.3506 0.0884 3426.92 3424.6 1 30.172413 1 R.DRIELLQDAEPLDFNAETFTDDPLESESGR.Y 647 2 *
2524 ENSG00000164187:ENSMUSG00000039704:ENSRNOG00000017337 LMBRD2 gi|56790897|ref|NP_001007528.1| gi|56790897|ref|NP_001007528.1| LMBR1 domain containing 2 [Homo sapiens] 2 2 7.3 695 81172 7.5 HsNaOH-NE_NT_lymphocytes_Ti_109.007919.00791 2 3.9525 0.2141 2459.33 2457.6 1 52.499996 1 K.NETSATHQFVHTFQSPEPENR.F 343 2
2525 ENSG00000148308:ENSMUSG00000026816:ENSRNOG00000010981 GTF3C5 gi|6912402|ref|NP_036219.1| gi|6912402|ref|NP_036219.1| "general transcription factor IIIC, polypeptide 5, 63kDa [Homo sapie 1 2 5.4 519 59630 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.012815.012815 3 4.7654 0.2407 3294.92 3294.7 1 29.62963 1 R.RPHNAIFVNFEDEEVPKQPLEAAAQTWR.R 212 2 *
2525 ENSG00000148308:ENSMUSG00000026816:ENSRNOG00000010981 GTF3C5 gi|6912402|ref|NP_036219.1| gi|6912402|ref|NP_036219.1| "general transcription factor IIIC, polypeptide 5, 63kDa [Homo sapie 1 2 5.4 519 59630 7.1 HsSD-NE_NT_lymphocytes_Ti_115.012166.012166.3 3 3.474 0.1255 3294.74 3294.7 1 28.703705 1 R.RPHNAIFVNFEDEEVPKQPLEAAAQTWR.R 212 2 *
2526 ENSG00000197912:ENSMUSG00000000738:ENSRNOG00000015150 SPG7 gi|4507173|ref|NP_003110.1| gi|4507173|ref|NP_003110.1| spastic paraplegia 7 isoform 1 [Homo sapiens] 4 5 11.1 795 88235 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.008612.00861 2 4.0752 0.3458 1989.37 1990.1 1 53.125 2 R.EGHTSVHTLNFEYAVER.V 535 2 *
2526 ENSG00000197912:ENSMUSG00000000738:ENSRNOG00000015150 SPG7 gi|4507173|ref|NP_003110.1| gi|4507173|ref|NP_003110.1| spastic paraplegia 7 isoform 1 [Homo sapiens] 4 5 11.1 795 88235 8.7 HsNaOH-NE_NT_lymphocytes_Ti_112.012494.01249 2 3.2926 0.3583 2751.11 2750.2 1 35.416664 1 R.VQVVPESDVVEVYLHPGAVVFGRPR.L 183 2
2526 ENSG00000197912:ENSMUSG00000000738:ENSRNOG00000015150 SPG7 gi|4507173|ref|NP_003110.1| gi|4507173|ref|NP_003110.1| spastic paraplegia 7 isoform 1 [Homo sapiens] 4 5 11.1 795 88235 8.7 HsSD-NE_NT_lymphocytes_Ti_114.020611.020611.3 3 3.1636 0.1326 2748.71 2749.4 2 26.923079 1 R.FLQLGAKVPKGALLLGPPGCGKTLLAK.A 334 2
2526 ENSG00000197912:ENSMUSG00000000738:ENSRNOG00000015150 SPG7 gi|4507173|ref|NP_003110.1| gi|4507173|ref|NP_003110.1| spastic paraplegia 7 isoform 1 [Homo sapiens] 4 5 11.1 795 88235 8.7 HsSD-NE_NT_lymphocytes_Ti_105.016996.016996.2 2 2.4566 0.097 2110.87 2110.5 1 41.666664 1 K.VLQDNLDKLQALANALLEK.E 717 2 *
2527 ENSG00000009307:ENSMUSG00000068823:ENSRNOG00000030302 CSDE1 gi|56117850|ref|NP_009089.4| gi|56117850|ref|NP_009089.4|;gi|56117852|ref|NP_00100755 upstream of NRAS isoform 2 [Homo sapiens] 3 3 6 767 85747 6.2 HsSD-NE_PHA_lymphocytes_Ti_104.012905.012905 2 3.2794 0.1541 2056.53 2056.2 1 55.88235 1 R.ATNIEVLSNTFQFTNEAR.E 300 2
2527 ENSG00000009307:ENSMUSG00000068823:ENSRNOG00000030302 CSDE1 gi|56117850|ref|NP_009089.4| gi|56117850|ref|NP_009089.4|;gi|56117852|ref|NP_00100755 upstream of NRAS isoform 2 [Homo sapiens] 3 3 6 767 85747 6.2 HsSD-NE_PHA_lymphocytes_Ti_101.010408.010408 2 2.8678 0.1836 1985.89 1985.2 2 50 1 R.LFFHCSQYNGNLQDLK.V 49 2
2527 ENSG00000009307:ENSMUSG00000068823:ENSRNOG00000030302 CSDE1 gi|56117850|ref|NP_009089.4| gi|56117850|ref|NP_009089.4|;gi|56117852|ref|NP_00100755 upstream of NRAS isoform 2 [Homo sapiens] 3 3 6 767 85747 6.2 HsSD-NE_NT_lymphocytes_Ti_111.010325.010325.2 2 2.0992 0.1868 1366.61 1367.4 7 54.545456 1 K.GTVSFHSHSDHR.F 385 2
2528 ENSG00000164430:ENSMUSG00000032344:NA C6orf150 gi|115511030|ref|NP_612450.2| gi|115511030|ref|NP_612450.2| hypothetical protein LOC115004 [Homo sapiens] 2 2 8.6 522 58815 9.5 HsSD-NE_PHA_lymphocytes_Ti_112.012489.012489 3 3.5316 0.1332 2981.06 2979.5 9 23.148148 1 R.CSTKPRPPPGPWDVPSPGLPVSAPILVR.R 128 2 *
2528 ENSG00000164430:ENSMUSG00000032344:NA C6orf150 gi|115511030|ref|NP_612450.2| gi|115511030|ref|NP_612450.2| hypothetical protein LOC115004 [Homo sapiens] 2 2 8.6 522 58815 9.5 HsSD-NE_NT_lymphocytes_Ti_103.017092.017092.2 2 4.3746 0.3732 1864.69 1863.1 1 65.625 1 K.ENPLSQFLEGEILSASK.M 259 2 *
2529 ENSG00000004534:ENSMUSG00000032582:ENSRNOG00000018333 RBM6 gi|5032033|ref|NP_005768.1| gi|5032033|ref|NP_005768.1| RNA binding motif protein 6 [Homo sapiens] 3 3 5 1123 128644 6.3 HsSD-NE_NT_lymphocytes_Ti_109.011660.011660.2 2 3.9584 0.4064 2290.51 2289.5 1 42.5 1 R.TGPMGHTYGFIDLDSHAEALR.V 694 2 *
2529 ENSG00000004534:ENSMUSG00000032582:ENSRNOG00000018333 RBM6 gi|5032033|ref|NP_005768.1| gi|5032033|ref|NP_005768.1| RNA binding motif protein 6 [Homo sapiens] 3 3 5 1123 128644 6.3 HsSD-NE_NT_lymphocytes_Ti_109.011657.011657.3 3 4.4646 0.2649 2288.48 2289.5 1 33.75 1 R.TGPMGHTYGFIDLDSHAEALR.V 694 2 *
2529 ENSG00000004534:ENSMUSG00000032582:ENSRNOG00000018333 RBM6 gi|5032033|ref|NP_005768.1| gi|5032033|ref|NP_005768.1| RNA binding motif protein 6 [Homo sapiens] 3 3 5 1123 128644 6.3 HsSD-NE_PHA_lymphocytes_PK_106.020238.020238 3 3.7868 0.2066 4047.65 4047.4 5 20.588236 1 Q.SFDSPERKRIKYSRETDSDRKLVDKEDIDTSSKGG.C 1022 0 *
2530 ENSG00000074054:ENSMUSG00000064302:ENSRNOG00000002376 CLASP1 gi|31563537|ref|NP_056097.1| gi|31563537|ref|NP_056097.1| CLIP-associating protein 1 [Homo sapiens] 3 4 2.4 1538 169450 9 HsNaOH-NE_NT_lymphocytes_Ti_110.016166.01616 2 4.4701 0.4602 2068.15 2066.3 1 61.764706 2 R.SLLLAGAAEYDNFFQHLR.L 350 2 *
2530 ENSG00000074054:ENSMUSG00000064302:ENSRNOG00000002376 CLASP1 gi|31563537|ref|NP_056097.1| gi|31563537|ref|NP_056097.1| CLIP-associating protein 1 [Homo sapiens] 3 4 2.4 1538 169450 9 HsNaOH-NE_NT_lymphocytes_Ti_106.013644.01364 2 4.5382 0.4033 2116.85 2114.5 1 61.11111 1 K.VLCPIIQTADYPINLAAIK.M 1426 2
2530 ENSG00000074054:ENSMUSG00000064302:ENSRNOG00000002376 CLASP1 gi|31563537|ref|NP_056097.1| gi|31563537|ref|NP_056097.1| CLIP-associating protein 1 [Homo sapiens] 3 4 2.4 1538 169450 9 HsSD-NE_PHA_lymphocytes_PK_103.017566.017566 1 1.828 0.1736 1121.26 1123.2 2 60.000004 1 R.SLLLAGAAEYD.N 350 1 *
2531 ENSG00000134326:ENSMUSG00000020638:ENSRNOG00000007690 CMPK2 gi|117606370|ref|NP_997198.2| gi|117606370|ref|NP_997198.2| thymidylate kinase family LPS-inducible member [Homo sapiens] 1 3 7.1 449 49448 7 HsNaOH-NE_NT_lymphocytes_Ti_115.012482.01248 3 3.1148 0.1664 3447.38 3447 7 21.774193 1 R.LQVGCAQVVPVPEPPLHPVVPDLPSSVVFPDR.E 185 2 *
2531 ENSG00000134326:ENSMUSG00000020638:ENSRNOG00000007690 CMPK2 gi|117606370|ref|NP_997198.2| gi|117606370|ref|NP_997198.2| thymidylate kinase family LPS-inducible member [Homo sapiens] 1 3 7.1 449 49448 7 HsSD-NE_NT_lymphocytes_Ti_109.015856.015856.3 3 5.2813 0.3813 3449.54 3447 1 25 2 R.LQVGCAQVVPVPEPPLHPVVPDLPSSVVFPDR.E 185 2 *
2532 ENSG00000198648:ENSMUSG00000027030:ENSRNOG00000024808 STK39 gi|115430252|ref|NP_037365.2| gi|115430252|ref|NP_037365.2| "serine threonine kinase 39 (STE20/SPS1 homolog, yeast) [Homo 3 3 10.5 545 59474 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.014879.014879 2 2.6982 0.1572 2352.37 2351.7 1 40.476192 1 K.ADMWSFGITAIELATGAAPYHK.Y 254 2 *
2532 ENSG00000198648:ENSMUSG00000027030:ENSRNOG00000024808 STK39 gi|115430252|ref|NP_037365.2| gi|115430252|ref|NP_037365.2| "serine threonine kinase 39 (STE20/SPS1 homolog, yeast) [Homo 3 3 10.5 545 59474 6.3 HsSD-NE_PHA_lymphocytes_Ti_104.018279.018279 2 3.0516 0.2879 2649.31 2648 4 31.25 1 R.DAYELQEVIGSGATAVVQAALCKPR.Q 61 2 *
2532 ENSG00000198648:ENSMUSG00000027030:ENSRNOG00000024808 STK39 gi|115430252|ref|NP_037365.2| gi|115430252|ref|NP_037365.2| "serine threonine kinase 39 (STE20/SPS1 homolog, yeast) [Homo 3 3 10.5 545 59474 6.3 HsSD-NE_PHA_lymphocytes_PK_106.016587.016587 2 3.4415 0.1578 1115.53 1115.4 2 83.33333 1 A.TILKEVLEGL.D 171 0 *
2533 ENSG00000196405:ENSMUSG00000021262:ENSRNOG00000014476 EVL gi|7706687|ref|NP_057421.1| gi|7706687|ref|NP_057421.1| Enah/Vasp-like [Homo sapiens] 2 2 9.1 418 44792 8.8 HsSD-NE_PHA_lymphocytes_Ti_104.019624.019624 2 3.503 0.3726 3034.95 3032.3 1 33.333336 1 K.EEATTFSNAMLFALNIMNSQEGGPSSQR.Q 98 2 *
2533 ENSG00000196405:ENSMUSG00000021262:ENSRNOG00000014476 EVL gi|7706687|ref|NP_057421.1| gi|7706687|ref|NP_057421.1| Enah/Vasp-like [Homo sapiens] 2 2 9.1 418 44792 8.8 HsSD-NE_PHA_lymphocytes_PK_106.009530.009530 2 2.9361 0.1833 1186.59 1186.4 2 88.88889 1 K.VKEEIIDAIR.Q 400 2 *
2534 ENSG00000115816:ENSMUSG00000024081:ENSRNOG00000005087 CEBPZ gi|42542392|ref|NP_005751.2| gi|42542392|ref|NP_005751.2| CCAAT/enhancer binding protein zeta [Homo sapiens] 3 4 5 1054 120974 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.010652.010652 2 2.6993 0.2074 1553.85 1553.8 3 53.846157 1 K.LSVHFHPSVALFAK.T 719 2 *
2534 ENSG00000115816:ENSMUSG00000024081:ENSRNOG00000005087 CEBPZ gi|42542392|ref|NP_005751.2| gi|42542392|ref|NP_005751.2| CCAAT/enhancer binding protein zeta [Homo sapiens] 3 4 5 1054 120974 5.9 HsSD-NE_PHA_lymphocytes_Ti_101.011849.011849 2 3.9387 0.3857 2007.99 2008.2 1 56.25 2 R.NPLFCGAENTSLWELKK.L 702 2 *
2534 ENSG00000115816:ENSMUSG00000024081:ENSRNOG00000005087 CEBPZ gi|42542392|ref|NP_005751.2| gi|42542392|ref|NP_005751.2| CCAAT/enhancer binding protein zeta [Homo sapiens] 3 4 5 1054 120974 5.9 HsSD-NE_NT_lymphocytes_Ti_112.016262.016262.2 2 3.123 0.3115 2484.19 2481.9 1 35.714287 1 K.HLVAEFVQVLETLSHDTLVTTK.T 341 2 *
2535 ENSG00000156931:ENSMUSG00000033653:ENSRNOG00000001764 VPS8 gi|57863275|ref|NP_056118.2| gi|57863275|ref|NP_056118.2|;gi|57863277|ref|NP_00100992 vacuolar protein sorting 8 homolog isoform b [Homo sapiens] 2 4 3 1426 161568 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.015056.01505 2 2.2617 0.081 2714.25 2713.2 6 27.083334 1 K.LFRVIAPPLNAGKTLTDEQVVMGNK.L 698 2
2535 ENSG00000156931:ENSMUSG00000033653:ENSRNOG00000001764 VPS8 gi|57863275|ref|NP_056118.2| gi|57863275|ref|NP_056118.2|;gi|57863277|ref|NP_00100992 vacuolar protein sorting 8 homolog isoform b [Homo sapiens] 2 4 3 1426 161568 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.019851.0198 2 2.8665 0.1463 2160.29 2158.3 1 44.11765 2 R.TLFDQVLEFLCSPDDDSR.H 852 2
2535 ENSG00000156931:ENSMUSG00000033653:ENSRNOG00000001764 VPS8 gi|57863275|ref|NP_056118.2| gi|57863275|ref|NP_056118.2|;gi|57863277|ref|NP_00100992 vacuolar protein sorting 8 homolog isoform b [Homo sapiens] 2 4 3 1426 161568 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.019956.01995 2 2.97 0.2708 2159.53 2158.3 1 55.88235 1 R.TLFDQVLEFLCSPDDDSR.H 852 2
2536 ENSG00000004766:ENSMUSG00000001376:ENSRNOG00000009894 CCDC132 gi|33438577|ref|NP_078829.1| gi|33438577|ref|NP_078829.1|;gi|62865871|ref|NP_060137.2| coiled-coil domain containing 132 isoform b [Homo sapiens] 2 2 9.8 327 37259 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013484.01348 2 2.6245 0.2806 1657.17 1655.9 2 57.692307 1 K.LPPVLNLQELEAYR.D 77 2
2536 ENSG00000004766:ENSMUSG00000001376:ENSRNOG00000009894 CCDC132 gi|33438577|ref|NP_078829.1| gi|33438577|ref|NP_078829.1|;gi|62865871|ref|NP_060137.2| coiled-coil domain containing 132 isoform b [Homo sapiens] 2 2 9.8 327 37259 6.8 HsSD-NE_NT_lymphocytes_Ti_103.018168.018168.2 2 3.7486 0.2964 2072.27 2073.3 1 47.058823 1 K.LQDTLEQIEEQLDVALSK.I 226 2
2537 ENSG00000120705:ENSMUSG00000024360:ENSRNOG00000019450 ETF1 gi|4759034|ref|NP_004721.1| gi|4759034|ref|NP_004721.1| eukaryotic translation termination factor 1 [Homo sapiens] 2 2 6.4 437 49031 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.011855.011855 2 2.7264 0.1812 1374.95 1372.6 1 66.66667 1 R.LSVLGAITSVQQR.L 69 2 *
2537 ENSG00000120705:ENSMUSG00000024360:ENSRNOG00000019450 ETF1 gi|4759034|ref|NP_004721.1| gi|4759034|ref|NP_004721.1| eukaryotic translation termination factor 1 [Homo sapiens] 2 2 6.4 437 49031 5.7 HsSD-NE_PHA_lymphocytes_PK_102.017223.017223 2 2.6265 0.2738 1828.25 1828.8 1 53.571426 1 M.EYQGGDDEFFDLDDY.- 423 1 *
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_001095.1| gi|4557241|ref|NP_001095.1| "actinin, alpha 3 [Homo sapiens] " 5 8 7.2 901 103294 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.018812.018812 2 2.6495 0.0982 1375.79 1373.7 4 72.72727 1 K.LMLLLEVISGER.L 79 2
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_001095.1| gi|4557241|ref|NP_001095.1| "actinin, alpha 3 [Homo sapiens] " 5 8 7.2 901 103294 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014858.01485 2 4.2195 0.2823 1373.71 1373.6 1 81.818184 2 R.VGWEQLLTSIAR.T 729 2 *
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_001095.1| gi|4557241|ref|NP_001095.1| "actinin, alpha 3 [Homo sapiens] " 5 8 7.2 901 103294 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010511.01051 2 2.7289 0.1787 1242.41 1239.4 1 70 1 K.DGLALCALIHR.H 189 2 *
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_001095.1| gi|4557241|ref|NP_001095.1| "actinin, alpha 3 [Homo sapiens] " 5 8 7.2 901 103294 5.6 HsSD-NE_NT_lymphocytes_Ti_104.013074.013074.2 2 4.5688 0.3648 1688.37 1688 2 56.25 2 R.LAAGLAGSLEEQMAGLR.Q 670 2 *
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_001095.1| gi|4557241|ref|NP_001095.1| "actinin, alpha 3 [Homo sapiens] " 5 8 7.2 901 103294 5.6 HsSD-NE_NT_lymphocytes_Ti_104.011168.011168.2 2 3.6971 0.25 1610.81 1609.8 3 66.66667 2 K.CQLEINFNTLQTK.L 346 2
2539 ENSG00000131013:ENSMUSG00000015757:ENSRNOG00000015552 PPIL4 gi|20911035|ref|NP_624311.1| gi|20911035|ref|NP_624311.1| peptidylprolyl isomerase-like 4 [Homo sapiens] 2 2 5.9 492 57225 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.008843.0088 2 3.5707 0.2455 1542.33 1539.6 1 87.5 1 K.YDLILDEQAEDSK.S 363 2 *
2539 ENSG00000131013:ENSMUSG00000015757:ENSRNOG00000015552 PPIL4 gi|20911035|ref|NP_624311.1| gi|20911035|ref|NP_624311.1| peptidylprolyl isomerase-like 4 [Homo sapiens] 2 2 5.9 492 57225 5.9 HsSD-NE_PHA_lymphocytes_PK_106.017205.017205 2 2.8255 0.1655 1864.65 1863.1 1 56.666668 1 K.LNPVTTDEDLEIIFSR.F 247 2 *
2540 ENSG00000062598:ENSMUSG00000017670:ENSRNOG00000018747 ELMO2 gi|33469947|ref|NP_877496.1| gi|33469947|ref|NP_877496.1| engulfment and cell motility 2 [Homo sapiens] 3 4 5.8 720 82615 5.9 HsNaOH-NE_NT_lymphocytes_Ti_104.009620.00962 2 2.6095 0.1183 1765.17 1763 1 53.571426 1 R.MSQDDFQSPPIVELR.E 516 2 *
2540 ENSG00000062598:ENSMUSG00000017670:ENSRNOG00000018747 ELMO2 gi|33469947|ref|NP_877496.1| gi|33469947|ref|NP_877496.1| engulfment and cell motility 2 [Homo sapiens] 3 4 5.8 720 82615 5.9 HsNaOH-NE_NT_lymphocytes_Ti_110.008194.00819 2 3.023 0.0859 1066.33 1065.3 2 87.5 2 R.SIILNHVIR.G 265 2 *
2540 ENSG00000062598:ENSMUSG00000017670:ENSRNOG00000018747 ELMO2 gi|33469947|ref|NP_877496.1| gi|33469947|ref|NP_877496.1| engulfment and cell motility 2 [Homo sapiens] 3 4 5.8 720 82615 5.9 HsSD-NE_NT_lymphocytes_Ti_103.013693.013693.2 2 2.7221 0.3062 1996.39 1996.3 1 44.11765 1 K.VAIEWPGANAQLLEIDQK.R 10 2 *
2541 ENSG00000175595:ENSMUSG00000022545:ENSRNOG00000040135 ERCC4 gi|4885217|ref|NP_005227.1| gi|4885217|ref|NP_005227.1| "excision repair cross-complementing rodent repair deficiency, com 2 2 4.1 916 104486 6.9 HsSD-NE_PHA_lymphocytes_PK_110.010151.01015 2 3.1165 0.2295 1694.27 1692.9 1 61.538464 1 N.SFLEQHKPEVVEIH.V 202 0 *
2541 ENSG00000175595:ENSMUSG00000022545:ENSRNOG00000040135 ERCC4 gi|4885217|ref|NP_005227.1| gi|4885217|ref|NP_005227.1| "excision repair cross-complementing rodent repair deficiency, com 2 2 4.1 916 104486 6.9 HsSD-NE_NT_lymphocytes_Ti_104.020141.020141.3 3 4.3869 0.2646 2431.28 2428.7 1 34.782608 1 K.NIAELAALSQDELTSILGNAANAK.Q 872 2 *
2542 ENSG00000143442:ENSMUSG00000038902:ENSRNOG00000020962 POGZ gi|46397390|ref|NP_055915.2| gi|46397390|ref|NP_055915.2|;gi|46397394|ref|NP_997054.1| pogo transposable element with ZNF domain isoform 1 [Homo sap 2 3 3.1 1410 155343 7.4 HsNaOH-NE_NT_lymphocytes_Ti_106.011228.01122 2 3.458 0.2529 2043.55 2042.3 1 50 2 R.SFLVASVLPGPDGNINSPTR.N 1322 2
2542 ENSG00000143442:ENSMUSG00000038902:ENSRNOG00000020962 POGZ gi|46397390|ref|NP_055915.2| gi|46397390|ref|NP_055915.2|;gi|46397394|ref|NP_997054.1| pogo transposable element with ZNF domain isoform 1 [Homo sap 2 3 3.1 1410 155343 7.4 HsSD-NE_PHA_lymphocytes_PK_105.015118.015118 2 2.5661 0.1865 2679.25 2677.9 1 39.130436 1 L.SSDDRKENALQTVGTGEPWCDVVL.A 1138 0
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsSD-NE_PHA_lymphocytes_Ti_107.006923.006923 2 3.8975 0.3481 1536.49 1536.7 1 79.16667 4 R.LKDAVAHCHEAER.N 181 2
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsNaOH-NE_NT_lymphocytes_PK_109.010726.0107 2 3.3331 0.352 1606.27 1606.7 1 61.538464 1 Q.ASEIVEYEEDAHIT.F 640 0
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.015647.0156 2 2.363 0.1878 1544.85 1544.7 2 59.090908 1 K.SWWDAVCTLIHR.K 531 2
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.012114.01211 3 5.1623 0.2819 2004.53 2003.4 1 51.5625 1 K.HGLQPALLVHWAKYLQK.T 569 2
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009816.00981 2 2.8222 0.1474 1501.41 1498.8 1 66.66667 1 K.KNSIPEPIDPLFK.H 619 2
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsSD-NE_PHA_lymphocytes_PK_105.009544.009544 2 2.7856 0.3132 1546.49 1543.7 4 62.5 1 Q.SELYVRPDDVHVN.I 156 0
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_111.008848.0088 2 3.6915 0.3323 1537.59 1536.7 1 75 2 R.LKDAVAHCHEAER.N 181 2
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsSD-NE_PHA_lymphocytes_PK_106.021434.021434 2 3.229 0.2483 2664.15 2664.9 1 40.476192 1 K.LKEQLLDCEGEDGWNKLFDLIQ.S 134 1
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|XP_001133591.1| gi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001 PREDICTED: hypothetical protein isoform 6 [Homo sapiens] 8 14 5.9 1765 198922 6.4 HsSD-NE_PHA_lymphocytes_PK_105.021164.021164 2 5.2999 0.2697 2425.79 2423.6 1 52.63158 2 K.EQLLDCEGEDGWNKLFDLIQ.S 136 1
2544 ENSG00000158545:ENSMUSG00000017478:ENSRNOG00000028501 NHN1 gi|31377595|ref|NP_653205.2| gi|31377595|ref|NP_653205.2| zinc finger CCCH-type containing 18 [Homo sapiens] 2 4 4.6 953 106359 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007536.00753 3 3.9794 0.2502 3523.94 3522.5 1 27.5 1 K.KKEDDDGEIDDGEIDDDDLEEGEVKDPSDRK.V 187 2 *
2544 ENSG00000158545:ENSMUSG00000017478:ENSRNOG00000028501 NHN1 gi|31377595|ref|NP_653205.2| gi|31377595|ref|NP_653205.2| zinc finger CCCH-type containing 18 [Homo sapiens] 2 4 4.6 953 106359 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.008942.0089 2 3.1992 0.2483 1300.61 1300.5 1 79.16667 1 K.KPAPPPAPPQATK.T 639 2 *
2544 ENSG00000158545:ENSMUSG00000017478:ENSRNOG00000028501 NHN1 gi|31377595|ref|NP_653205.2| gi|31377595|ref|NP_653205.2| zinc finger CCCH-type containing 18 [Homo sapiens] 2 4 4.6 953 106359 8.2 HsSD-NE_NT_lymphocytes_Ti_114.009148.009148.2 2 2.9665 0.3717 1298.45 1300.5 1 79.16667 1 K.KPAPPPAPPQATK.T 639 2 *
2544 ENSG00000158545:ENSMUSG00000017478:ENSRNOG00000028501 NHN1 gi|31377595|ref|NP_653205.2| gi|31377595|ref|NP_653205.2| zinc finger CCCH-type containing 18 [Homo sapiens] 2 4 4.6 953 106359 8.2 HsSD-NE_NT_lymphocytes_Ti_104.008657.008657.3 3 4.753 0.3686 3522.02 3522.5 1 29.166666 1 K.KKEDDDGEIDDGEIDDDDLEEGEVKDPSDRK.V 187 2 *
2545 ENSG00000159399:ENSMUSG00000000628:ENSRNOG00000006116 HK2 gi|15553127|ref|NP_000180.2| gi|15553127|ref|NP_000180.2| hexokinase 2 [Homo sapiens] 3 4 4.9 917 102380 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012708.0127 2 3.236 0.1348 1496.65 1496.7 1 80.769226 2 K.GDFLALDLGGTNFR.V 526 2
2545 ENSG00000159399:ENSMUSG00000000628:ENSRNOG00000006116 HK2 gi|15553127|ref|NP_000180.2| gi|15553127|ref|NP_000180.2| hexokinase 2 [Homo sapiens] 3 4 4.9 917 102380 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.009437.0094 2 3.0162 0.1092 1250.85 1248.4 7 85 1 R.LSDETLLEISK.R 31 2 *
2545 ENSG00000159399:ENSMUSG00000000628:ENSRNOG00000006116 HK2 gi|15553127|ref|NP_000180.2| gi|15553127|ref|NP_000180.2| hexokinase 2 [Homo sapiens] 3 4 4.9 917 102380 6.1 HsSD-NE_NT_lymphocytes_Ti_108.019885.019885.2 2 3.2828 0.2282 2256.33 2255.5 1 50 1 R.GSGTQLFDHIAECLANFMDK.L 121 2 *
2546 ENSG00000100239:ENSMUSG00000036561:ENSRNOG00000026425 SAPS2 gi|37537701|ref|NP_055493.2| gi|37537701|ref|NP_055493.2| "SAPS domain family, member 2 [Homo sapiens] " 3 5 6.5 932 101246 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008462.00846 2 3.0223 0.2605 1602.81 1602.8 1 64.28571 2 R.SYAVSSSVLHGIEPR.L 297 2 *
2546 ENSG00000100239:ENSMUSG00000036561:ENSRNOG00000026425 SAPS2 gi|37537701|ref|NP_055493.2| gi|37537701|ref|NP_055493.2| "SAPS domain family, member 2 [Homo sapiens] " 3 5 6.5 932 101246 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010502.01050 2 3.3062 0.3072 1696.65 1694.8 1 56.666668 2 R.VGTEGLVDSFSQGLER.S 281 2 *
2546 ENSG00000100239:ENSMUSG00000036561:ENSRNOG00000026425 SAPS2 gi|37537701|ref|NP_055493.2| gi|37537701|ref|NP_055493.2| "SAPS domain family, member 2 [Homo sapiens] " 3 5 6.5 932 101246 4.9 HsSD-NE_NT_lymphocytes_Ti_102.020810.020810.3 3 4.5225 0.1895 3372.23 3369.7 1 29.310345 1 R.DQGSQLQEALEPDPLLTALESQDCVEQLLK.N 224 2 *
2547 ENSG00000177239:NA:NA MAN1B1 gi|7706437|ref|NP_057303.1| gi|7706437|ref|NP_057303.1| "alpha 1,2-mannosidase [Homo sapiens] " 3 3 6.9 699 79553 7.7 HsSD-NE_PHA_lymphocytes_PK_106.018270.018270 2 3.5032 0.1556 2235.83 2235.5 1 44.736843 1 Q.GGKQETQLLEDYVEAIEGVR.T 476 1 *
2547 ENSG00000177239:NA:NA MAN1B1 gi|7706437|ref|NP_057303.1| gi|7706437|ref|NP_057303.1| "alpha 1,2-mannosidase [Homo sapiens] " 3 3 6.9 699 79553 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.015252.0152 2 2.1071 0.1184 1287.77 1285.5 1 65 1 K.GVIDVFLHAWK.G 252 2 *
2547 ENSG00000177239:NA:NA MAN1B1 gi|7706437|ref|NP_057303.1| gi|7706437|ref|NP_057303.1| "alpha 1,2-mannosidase [Homo sapiens] " 3 3 6.9 699 79553 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.012804.0128 2 3.2763 0.2972 2151.25 2151.5 1 56.25 1 R.HNLLRPETVESLFYLYR.V 593 2 *
2548 ENSG00000185163:ENSMUSG00000029504:ENSRNOG00000037480 DDX51 gi|154759257|ref|NP_778236.2| gi|154759257|ref|NP_778236.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 51 [Homo sapiens] 2 2 7.5 666 72457 8.2 HsSD-NE_NT_lymphocytes_Ti_102.011721.011721.2 2 3.9295 0.214 2159.55 2159.4 2 52.63158 1 R.VVAAAFQSEDPADPCALLQR.R 388 2 *
2548 ENSG00000185163:ENSMUSG00000029504:ENSRNOG00000037480 DDX51 gi|154759257|ref|NP_778236.2| gi|154759257|ref|NP_778236.2| DEAD (Asp-Glu-Ala-Asp) box polypeptide 51 [Homo sapiens] 2 2 7.5 666 72457 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.016106.0161 2 2.5227 0.3672 3104.55 3103.6 2 27.586206 1 R.AHGISSYFPVQAAVIPALLESAACGFLVGR.G 215 2 *
2549 ENSG00000070366:ENSMUSG00000038290:ENSRNOG00000003041 SMG6 gi|115511020|ref|NP_060045.4| gi|115511020|ref|NP_060045.4| "Smg-6 homolog, nonsense mediated mRNA decay factor [Homo s 2 4 2.7 1419 160461 7 HsNaOH-NE_PHA_lymphocytes_Ti_104.020019.0200 2 4.3264 0.5155 2083.93 2083.3 1 64.70589 2 R.LLELLDEGSDFFDSLLQK.L 674 2 *
2549 ENSG00000070366:ENSMUSG00000038290:ENSRNOG00000003041 SMG6 gi|115511020|ref|NP_060045.4| gi|115511020|ref|NP_060045.4| "Smg-6 homolog, nonsense mediated mRNA decay factor [Homo s 2 4 2.7 1419 160461 7 HsSD-NE_NT_lymphocytes_Ti_104.021390.021390.2 2 3.2893 0.2692 2083.03 2083.3 1 47.058823 1 R.LLELLDEGSDFFDSLLQK.L 674 2 *
2549 ENSG00000070366:ENSMUSG00000038290:ENSRNOG00000003041 SMG6 gi|115511020|ref|NP_060045.4| gi|115511020|ref|NP_060045.4| "Smg-6 homolog, nonsense mediated mRNA decay factor [Homo s 2 4 2.7 1419 160461 7 HsNaOH-NE_PHA_lymphocytes_Ti_115.019412.0194 2 2.3641 0.1643 2446.91 2446.7 8 32.5 1 K.ERPRLKKQVSVSSTDSLDEDR.I 288 2 *
2550 ENSG00000115486:ENSMUSG00000053460:ENSRNOG00000012975 GGCX gi|21361163|ref|NP_000812.2| gi|21361163|ref|NP_000812.2| gamma-glutamyl carboxylase [Homo sapiens] 1 2 2 758 87561 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.017738.0177 2 2.6201 0.1172 1830.17 1830.2 8 53.571426 1 R.TSWVQPLLMDLSPWR.A 499 2 *
2550 ENSG00000115486:ENSMUSG00000053460:ENSRNOG00000012975 GGCX gi|21361163|ref|NP_000812.2| gi|21361163|ref|NP_000812.2| gamma-glutamyl carboxylase [Homo sapiens] 1 2 2 758 87561 8 HsNaOH-NE_NT_lymphocytes_Ti_107.017890.01789 2 2.9395 0.1605 1830.37 1830.2 1 57.14286 1 R.TSWVQPLLMDLSPWR.A 499 2 *
2551 ENSG00000153015:ENSMUSG00000021715:ENSRNOG00000013252 SDCCAG10 gi|64276486|ref|NP_005860.2| gi|64276486|ref|NP_005860.2| serologically defined colon cancer antigen 10 [Homo sapiens] 1 3 3.6 472 53847 5.8 HsSD-NE_PHA_lymphocytes_Ti_104.007756.007756 2 3.9949 0.3109 2017.41 2017.1 1 56.25 2 R.LSEVDIDDDERPHNPHK.I 144 2 *
2551 ENSG00000153015:ENSMUSG00000021715:ENSRNOG00000013252 SDCCAG10 gi|64276486|ref|NP_005860.2| gi|64276486|ref|NP_005860.2| serologically defined colon cancer antigen 10 [Homo sapiens] 1 3 3.6 472 53847 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.007041.0070 2 3.3744 0.2416 2016.53 2017.1 1 56.25 1 R.LSEVDIDDDERPHNPHK.I 144 2 *
2552 ENSG00000135900:ENSMUSG00000026248:ENSRNOG00000015231 MRPL44 gi|12597661|ref|NP_075066.1| gi|12597661|ref|NP_075066.1| mitochondrial ribosomal protein L44 [Homo sapiens] 2 2 8.7 332 37535 8.4 HsSD-NE_PHA_lymphocytes_Ti_107.009483.009483 3 3.631 0.1906 2187.2 2186.4 1 44.11765 1 R.SEKPNWDYHAEIQAFGHR.L 61 2 *
2552 ENSG00000135900:ENSMUSG00000026248:ENSRNOG00000015231 MRPL44 gi|12597661|ref|NP_075066.1| gi|12597661|ref|NP_075066.1| mitochondrial ribosomal protein L44 [Homo sapiens] 2 2 8.7 332 37535 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.011412.0114 2 2.7131 0.1823 1322.69 1320.5 2 75 1 R.LQENFSLDLLK.T 79 2 *
2553 ENSG00000112294:ENSMUSG00000035936:ENSRNOG00000023538 ALDH5A1 gi|25777721|ref|NP_733936.1| gi|25777721|ref|NP_733936.1|;gi|4507229|ref|NP_001071.1| "aldehyde dehydrogenase 5A1 precursor, isoform 1 [Homo sapiens 2 3 7.1 548 58653 8.1 HsNaOH-NE_NT_lymphocytes_Ti_112.009243.00924 2 2.8828 0.2705 1202.67 1203.4 1 75 2 K.ILLHHAANSVK.R 304 2
2553 ENSG00000112294:ENSMUSG00000035936:ENSRNOG00000023538 ALDH5A1 gi|25777721|ref|NP_733936.1| gi|25777721|ref|NP_733936.1|;gi|4507229|ref|NP_001071.1| "aldehyde dehydrogenase 5A1 precursor, isoform 1 [Homo sapiens 2 3 7.1 548 58653 8.1 HsSD-NE_NT_lymphocytes_Ti_103.015274.015274.2 2 3.1636 0.2551 2832.83 2830.2 6 29.62963 1 R.WLPAAATFPVQDPASGAALGMVADCGVR.E 69 2
2554 ENSG00000124181:ENSMUSG00000016933:ENSRNOG00000016340 PLCG1 gi|33598946|ref|NP_877963.1| gi|33598946|ref|NP_877963.1|;gi|33598948|ref|NP_002651.2| phospholipase C gamma 1 isoform b [Homo sapiens] 3 4 6.4 1290 148532 6 HsSD-NE_NT_lymphocytes_Ti_104.013024.013024.2 2 5.0124 0.4606 2143.29 2142.4 1 66.66667 2 R.LLTEYCIETGAPDGSFLVR.E 568 2
2554 ENSG00000124181:ENSMUSG00000016933:ENSRNOG00000016340 PLCG1 gi|33598946|ref|NP_877963.1| gi|33598946|ref|NP_877963.1|;gi|33598948|ref|NP_002651.2| phospholipase C gamma 1 isoform b [Homo sapiens] 3 4 6.4 1290 148532 6 HsNaOH-NE_PHA_lymphocytes_Ti_115.013533.0135 3 3.9785 0.1911 3619.67 3619.1 1 25 1 K.TEFVVDNGLNPVWPAKPFHFQISNPEFAFLR.F 1128 2
2554 ENSG00000124181:ENSMUSG00000016933:ENSRNOG00000016340 PLCG1 gi|33598946|ref|NP_877963.1| gi|33598946|ref|NP_877963.1|;gi|33598948|ref|NP_002651.2| phospholipase C gamma 1 isoform b [Homo sapiens] 3 4 6.4 1290 148532 6 HsSD-NE_NT_lymphocytes_Ti_104.008392.008392.3 3 5.2213 0.403 3778.43 3778.8 1 28.90625 1 K.IYYSEETSSDQGNEDEEEPKEVSSSTELHSNEK.W 517 2
2555 ENSG00000133943:ENSMUSG00000021185:ENSRNOG00000004442 C14orf159 gi|156139133|ref|NP_001095837.1| gi|156139133|ref|NP_001095837.1|;gi|156139135|ref|NP_001 hypothetical protein LOC80017 isoform a [Homo sapiens] 1 4 3.9 616 66437 6.8 HsSD-NE_PHA_lymphocytes_Ti_108.009600.009600 3 4.874 0.398 2645.03 2644.9 1 35.869564 3 R.IPEVHHISQDPLHYSIASVSASQK.I 271 2
2555 ENSG00000133943:ENSMUSG00000021185:ENSRNOG00000004442 C14orf159 gi|156139133|ref|NP_001095837.1| gi|156139133|ref|NP_001095837.1|;gi|156139135|ref|NP_001 hypothetical protein LOC80017 isoform a [Homo sapiens] 1 4 3.9 616 66437 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_113.010748.0107 3 4.7696 0.3972 2643.5 2644.9 1 30.434782 1 R.IPEVHHISQDPLHYSIASVSASQK.I 271 2
2556 ENSG00000091140:ENSMUSG00000020664:ENSRNOG00000006364 DLD gi|91199540|ref|NP_000099.2| gi|91199540|ref|NP_000099.2| dihydrolipoamide dehydrogenase precursor [Homo sapiens] 2 3 6.3 509 54177 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.009845.00984 2 2.635 0.2018 1527.57 1525.7 1 58.333332 1 R.VCHAHPTLSEAFR.E 483 2 *
2556 ENSG00000091140:ENSMUSG00000020664:ENSRNOG00000006364 DLD gi|91199540|ref|NP_000099.2| gi|91199540|ref|NP_000099.2| dihydrolipoamide dehydrogenase precursor [Homo sapiens] 2 3 6.3 509 54177 7.9 HsSD-NE_NT_lymphocytes_Ti_110.015535.015535.2 2 5.0127 0.4803 1982.43 1980.4 1 69.44444 2 K.IPNIYAIGDVVAGPMLAHK.A 347 2 *
2557 ENSG00000164654:ENSMUSG00000042447:ENSRNOG00000007924 FLJ20323 gi|109150419|ref|NP_061878.3| gi|109150419|ref|NP_061878.3| hypothetical protein FLJ20323 [Homo sapiens] 2 3 3.5 875 98584 6.7 HsSD-NE_PHA_lymphocytes_Ti_112.011323.011323 2 3.813 0.4385 1493.45 1493.7 1 70.83333 2 R.HGGHAGHMLSWFR.D 832 2 *
2557 ENSG00000164654:ENSMUSG00000042447:ENSRNOG00000007924 FLJ20323 gi|109150419|ref|NP_061878.3| gi|109150419|ref|NP_061878.3| hypothetical protein FLJ20323 [Homo sapiens] 2 3 3.5 875 98584 6.7 HsSD-NE_NT_lymphocytes_Ti_111.011786.011786.2 2 2.5426 0.175 2097.25 2098.5 2 44.11765 1 R.KFEKPVLTLTEQPKPLTK.V 255 2 *
2558 ENSG00000135090:ENSMUSG00000061288:ENSRNOG00000001138 TAOK3 gi|148746218|ref|NP_057365.3| gi|148746218|ref|NP_057365.3| TAO kinase 3 [Homo sapiens] 2 3 2.3 898 105406 7.3 HsSD-NE_PHA_lymphocytes_Ti_108.008481.008481 3 3.0685 0.1432 2542.64 2541.7 8 30.000002 1 K.HKENLQHTQAEEEAHLLTQQR.L 585 2 *
2558 ENSG00000135090:ENSMUSG00000061288:ENSRNOG00000001138 TAOK3 gi|148746218|ref|NP_057365.3| gi|148746218|ref|NP_057365.3| TAO kinase 3 [Homo sapiens] 2 3 2.3 898 105406 7.3 HsSD-NE_NT_lymphocytes_Ti_111.011377.011377.2 2 5.8692 0.4457 2540.71 2541.7 1 62.5 2 K.HKENLQHTQAEEEAHLLTQQR.L 585 2 *
2559 ENSG00000119596:ENSMUSG00000021244:ENSRNOG00000027317 YLPM1 gi|146134388|ref|NP_062535.2| gi|146134388|ref|NP_062535.2| YLP motif containing 1 [Homo sapiens] 1 6 0.8 2146 241643 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.021134.0211 2 4.0317 0.3436 2084.49 2083.3 1 61.764706 4 K.TLDDGFFPFIILDAINDR.V 1920 2 *
2559 ENSG00000119596:ENSMUSG00000021244:ENSRNOG00000027317 YLPM1 gi|146134388|ref|NP_062535.2| gi|146134388|ref|NP_062535.2| YLP motif containing 1 [Homo sapiens] 1 6 0.8 2146 241643 6.6 HsSD-NE_NT_lymphocytes_Ti_105.000324.000324.2 2 2.9995 0.2305 2082.25 2083.3 1 41.17647 2 K.TLDDGFFPFIILDAINDR.V 1920 2 *
2560 ENSG00000155629:ENSMUSG00000025017:ENSRNOG00000013309 PIK3AP1 gi|45505139|ref|NP_689522.2| gi|45505139|ref|NP_689522.2| phosphoinositide-3-kinase adaptor protein 1 [Homo sapiens] 1 2 4 805 90398 5.4 HsNaOH-NE_NT_lymphocytes_Ti_105.018531.01853 3 4.1078 0.2203 3892.19 3892.1 1 26.612906 1 R.DSEEFLDFFPDWAHWQELTCDDEPETYVAAVK.K 107 2 *
2560 ENSG00000155629:ENSMUSG00000025017:ENSRNOG00000013309 PIK3AP1 gi|45505139|ref|NP_689522.2| gi|45505139|ref|NP_689522.2| phosphoinositide-3-kinase adaptor protein 1 [Homo sapiens] 1 2 4 805 90398 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.019218.0192 3 4.2131 0.3584 3892.58 3892.1 1 24.193548 1 R.DSEEFLDFFPDWAHWQELTCDDEPETYVAAVK.K 107 2 *
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsNaOH-NE_NT_lymphocytes_Ti_115.008084.00808 2 2.5158 0.1073 1021.79 1022.2 6 78.57143 1 K.RPQHSQLR.R 26 2 *
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.016868.0168 2 2.7396 0.2236 2014.43 2015.2 2 43.75 1 K.DLPEEYLSSIYEEIEGK.K 809 2 *
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsNaOH-NE_NT_lymphocytes_Ti_112.016508.01650 2 4.2878 0.3506 1866.45 1866.2 1 75 3 R.GWFPILFELSCIINR.C 1328 2
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsSD-NE_NT_lymphocytes_Ti_109.013138.013138.2 2 3.232 0.3751 2485.09 2483.8 3 35.714287 1 K.TLITVAHTDGNYLGNSWHEILK.C 973 2
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsSD-NE_NT_lymphocytes_Ti_115.016685.016685.2 2 2.9835 0.1005 1868.99 1866.2 1 57.14286 1 R.GWFPILFELSCIINR.C 1328 2
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|NP_006411.2| gi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine nucleotide-exchange factor 2 [Hom 4 10 3.5 1785 202037 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.016280.0162 2 4.8422 0.386 1868.65 1866.2 1 78.57143 3 R.GWFPILFELSCIINR.C 1328 2
2562 ENSG00000133657:ENSMUSG00000022533:ENSRNOG00000001724 ATP13A3 gi|148839292|ref|NP_078800.3| gi|148839292|ref|NP_078800.3| ATPase type 13A3 [Homo sapiens] 2 3 2.3 1226 138043 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.015330.01533 2 3.7329 0.3596 1863.23 1861.1 1 76.92308 1 K.YFWNDTIHNFDFLK.G 147 2 *
2562 ENSG00000133657:ENSMUSG00000022533:ENSRNOG00000001724 ATP13A3 gi|148839292|ref|NP_078800.3| gi|148839292|ref|NP_078800.3| ATPase type 13A3 [Homo sapiens] 2 3 2.3 1226 138043 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007721.0077 2 2.2502 0.1109 1631.71 1629.8 6 53.846157 1 K.GIGDELYNPETHKR.H 343 2 *
2562 ENSG00000133657:ENSMUSG00000022533:ENSRNOG00000001724 ATP13A3 gi|148839292|ref|NP_078800.3| gi|148839292|ref|NP_078800.3| ATPase type 13A3 [Homo sapiens] 2 3 2.3 1226 138043 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007534.00753 2 2.6574 0.1726 1631.41 1629.8 1 61.538464 1 K.GIGDELYNPETHKR.H 343 2 *
2563 ENSG00000160712:ENSMUSG00000027947:ENSRNOG00000020811 IL6R gi|31317249|ref|NP_852004.1| gi|31317249|ref|NP_852004.1|;gi|4504673|ref|NP_000556.1| interleukin 6 receptor isoform 2 precursor [Homo sapiens] 1 2 4.4 365 40238 8 HsNaOH-NE_NT_lymphocytes_Ti_112.010404.01040 2 2.8242 0.3029 1946.27 1945.1 1 63.333332 1 K.DLQHHCVIHDAWSGLR.H 272 2
2563 ENSG00000160712:ENSMUSG00000027947:ENSRNOG00000020811 IL6R gi|31317249|ref|NP_852004.1| gi|31317249|ref|NP_852004.1|;gi|4504673|ref|NP_000556.1| interleukin 6 receptor isoform 2 precursor [Homo sapiens] 1 2 4.4 365 40238 8 HsSD-NE_NT_lymphocytes_Ti_112.011804.011804.2 2 3.2059 0.3284 1945.49 1945.1 1 53.333336 1 K.DLQHHCVIHDAWSGLR.H 272 2
2564 ENSG00000179889:ENSMUSG00000022680:ENSRNOG00000002407 PDXDC1 gi|39930345|ref|NP_055842.1| gi|39930345|ref|NP_055842.1| pyridoxal-dependent decarboxylase domain containing 1 [Homo sa 3 4 6.7 788 86708 5.3 HsNaOH-NE_NT_lymphocytes_Ti_108.011400.01140 2 2.6305 0.0897 1367.51 1364.6 1 79.16667 1 R.FSPLMTAAVLGTR.G 459 2 *
2564 ENSG00000179889:ENSMUSG00000022680:ENSRNOG00000002407 PDXDC1 gi|39930345|ref|NP_055842.1| gi|39930345|ref|NP_055842.1| pyridoxal-dependent decarboxylase domain containing 1 [Homo sa 3 4 6.7 788 86708 5.3 HsNaOH-NE_NT_lymphocytes_Ti_114.011211.01121 3 5.6274 0.3047 2075.87 2075.4 1 47.5 2 R.GRLPLLLVANAGTAAVGHTDK.I 232 2 *
2564 ENSG00000179889:ENSMUSG00000022680:ENSRNOG00000002407 PDXDC1 gi|39930345|ref|NP_055842.1| gi|39930345|ref|NP_055842.1| pyridoxal-dependent decarboxylase domain containing 1 [Homo sa 3 4 6.7 788 86708 5.3 HsSD-NE_NT_lymphocytes_Ti_103.012986.012986.2 2 3.3094 0.3728 2135.55 2134.4 1 52.77778 1 R.TFNLTAGSLESTEPIYVYK.A 662 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008130.00813 3 3.5329 0.1412 2789.9 2789.8 1 29.347824 1 R.EATGHFQESEPFSHIDPEESEETR.L 538 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011421.01142 2 3.2132 0.3062 1394.77 1394.7 1 75 1 R.EAITHLLGVALTR.Y 221 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsNaOH-NE_NT_lymphocytes_Ti_113.016744.01674 2 3.309 0.2499 1906.33 1906.3 1 60.000004 1 R.QPILQLLTQLLQLDIR.H 167 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012350.01235 2 3.3881 0.3343 1829.31 1827.1 4 60.714287 1 R.FPNLVDPWTPHLYAR.L 1086 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.008368.00836 2 4.2094 0.3958 1699.61 1696.9 1 75 2 R.LAQQVCHAIANISDR.R 811 2 *
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NP_055680.2| gi|41281521|ref|NP_055680.2| "non-SMC condensin I complex, subunit D2 [Homo sapiens] " 6 7 7.6 1401 157168 6.6 HsSD-NE_NT_lymphocytes_Ti_102.013205.013205.2 2 3.7649 0.3074 2334.07 2333.6 5 34.090908 1 K.VCNNPGLYSNPDLSAAASLALGK.F 1021 2 *
2566 ENSG00000163516:ENSMUSG00000026199:ENSRNOG00000019052 ANKZF1 gi|109150435|ref|NP_001035869.1| gi|109150435|ref|NP_001035869.1| ankyrin repeat and zinc finger domain containing 1 [Homo sapiens] 1 2 3.4 726 80927 8.4 HsSD-NE_NT_lymphocytes_Ti_112.014452.014452.2 2 4.1443 0.3945 2350.45 2351.8 1 54.166668 1 R.VLSLLSAPLGSGGFTLLHAAAAAGR.G 523 2 *
2566 ENSG00000163516:ENSMUSG00000026199:ENSRNOG00000019052 ANKZF1 gi|109150435|ref|NP_001035869.1| gi|109150435|ref|NP_001035869.1| ankyrin repeat and zinc finger domain containing 1 [Homo sapiens] 1 2 3.4 726 80927 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.013319.0133 2 3.8009 0.3355 2351.53 2351.8 1 45.833336 1 R.VLSLLSAPLGSGGFTLLHAAAAAGR.G 523 2 *
2567 ENSG00000174123:NA:ENSRNOG00000038722 TLR10 gi|62865621|ref|NP_001017388.1| gi|62865621|ref|NP_001017388.1| toll-like receptor 10 precursor [Homo sapiens] 1 2 2.5 811 94564 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_101.007520.0075 2 2.7117 0.1442 2390.01 2390.7 1 47.368423 1 K.ILEMTNIDGKSQFVSYEMQR.N 216 2 *
2567 ENSG00000174123:NA:ENSRNOG00000038722 TLR10 gi|62865621|ref|NP_001017388.1| gi|62865621|ref|NP_001017388.1| toll-like receptor 10 precursor [Homo sapiens] 1 2 2.5 811 94564 6.8 HsNaOH-NE_NT_lymphocytes_Ti_102.006467.00646 2 2.5361 0.1979 2390.07 2390.7 8 42.105263 1 K.ILEMTNIDGKSQFVSYEMQR.N 216 2 *
2568 ENSG00000167107:ENSMUSG00000048916:ENSRNOG00000003330 ACSF2 gi|156151445|ref|NP_079425.3| gi|156151445|ref|NP_079425.3| acyl-CoA synthetase family member 2 [Homo sapiens] 2 2 9.3 615 68125 7.6 HsSD-NE_PHA_lymphocytes_Ti_110.000742.000742 2 3.0758 0.3383 3036.97 3035.5 1 27.586206 1 R.LPDLTTVISVDAPLPGTLLLDEVVAAGSTR.Q 210 2 *
2568 ENSG00000167107:ENSMUSG00000048916:ENSRNOG00000003330 ACSF2 gi|156151445|ref|NP_079425.3| gi|156151445|ref|NP_079425.3| acyl-CoA synthetase family member 2 [Homo sapiens] 2 2 9.3 615 68125 7.6 HsSD-NE_NT_lymphocytes_Ti_104.012920.012920.2 2 3.4996 0.3111 2997.55 2996.3 1 28.846153 1 K.DLVVAYGTTENSPVTFAHFPEDTVEQK.A 403 2 *
2569 ENSG00000163166:ENSMUSG00000024384:ENSRNOG00000014630 IWS1 gi|24308177|ref|NP_060439.1| gi|24308177|ref|NP_060439.1| IWS1 homolog [Homo sapiens] 2 4 3.9 819 91969 4.7 HsNaOH-NE_NT_lymphocytes_Ti_107.005628.00562 2 3.6365 0.3704 1740.19 1737.8 1 64.28571 3 R.HQASDSENEELPKPR.I 258 2 *
2569 ENSG00000163166:ENSMUSG00000024384:ENSRNOG00000014630 IWS1 gi|24308177|ref|NP_060439.1| gi|24308177|ref|NP_060439.1| IWS1 homolog [Homo sapiens] 2 4 3.9 819 91969 4.7 HsSD-NE_NT_lymphocytes_Ti_110.013508.013508.2 2 3.1734 0.1061 2040.69 2039.3 1 46.875 1 K.LINEWSRPIFGLTSNYK.G 681 2 *
2570 ENSG00000140525:ENSMUSG00000039187:ENSRNOG00000016689 FANCI gi|82830440|ref|NP_060663.2| gi|82830440|ref|NP_060663.2| "Fanconi anemia, complementation group I isoform 2 [Homo sapien 3 5 4.9 1268 142569 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.002633.002633 2 3.2949 0.3025 3182.13 3179.7 1 30.357143 3 R.ASSPISHFLDLLSNIVMYAPLVLQSCSSK.V 452 2 *
2570 ENSG00000140525:ENSMUSG00000039187:ENSRNOG00000016689 FANCI gi|82830440|ref|NP_060663.2| gi|82830440|ref|NP_060663.2| "Fanconi anemia, complementation group I isoform 2 [Homo sapien 3 5 4.9 1268 142569 6.8 HsSD-NE_NT_lymphocytes_Ti_103.013888.013888.2 2 2.4495 0.118 1826.83 1825 5 50 1 R.SLLNLLSSQEEDFNSK.E 905 2 *
2570 ENSG00000140525:ENSMUSG00000039187:ENSRNOG00000016689 FANCI gi|82830440|ref|NP_060663.2| gi|82830440|ref|NP_060663.2| "Fanconi anemia, complementation group I isoform 2 [Homo sapien 3 5 4.9 1268 142569 6.8 HsSD-NE_PHA_lymphocytes_PK_105.017684.017684 2 2.9198 0.2346 1992.37 1994.2 3 46.875 1 L.TQGDKISLQEPLDYLLC.C 653 0 *
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2571 ENSG00000140694:ENSMUSG00000022685:ENSRNOG00000002912 PARN gi|4505611|ref|NP_002573.1| gi|4505611|ref|NP_002573.1| poly(A)-specific ribonuclease (deadenylation nuclease) [Homo sapi 2 2 7.5 639 73451 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.018893.018893 3 3.0901 0.1297 3708.29 3709.1 1 22.5 1 K.FIDQVVEKIEDLLQSEENKNLDLEPCTGFQR.K 180 2 *
2571 ENSG00000140694:ENSMUSG00000022685:ENSRNOG00000002912 PARN gi|4505611|ref|NP_002573.1| gi|4505611|ref|NP_002573.1| poly(A)-specific ribonuclease (deadenylation nuclease) [Homo sapi 2 2 7.5 639 73451 6.2 HsSD-NE_NT_lymphocytes_Ti_111.012174.012174.2 2 2.9561 0.165 2240.01 2237.5 2 46.875 1 K.RLNPQCIPYTLQNHYYR.N 538 2 *
2572 ENSG00000117360:ENSMUSG00000015748:ENSRNOG00000025629 PRPF3 gi|4758556|ref|NP_004689.1| gi|4758556|ref|NP_004689.1| PRP3 pre-mRNA processing factor 3 homolog [Homo sapiens] 2 4 4.8 683 77529 9.5 HsSD-NE_PHA_lymphocytes_Ti_102.008043.008043 2 3.785 0.3447 1745.99 1745 1 75 3 K.LKEDISQGVHISVYR.V 533 2 *
2572 ENSG00000117360:ENSMUSG00000015748:ENSRNOG00000025629 PRPF3 gi|4758556|ref|NP_004689.1| gi|4758556|ref|NP_004689.1| PRP3 pre-mRNA processing factor 3 homolog [Homo sapiens] 2 4 4.8 683 77529 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.007773.0077 2 2.8226 0.1888 1951.81 1950.2 2 44.11765 1 R.VLGTEAVQDPTKVEAHVR.A 484 2 *
2573 ENSG00000099995:ENSMUSG00000002129:ENSRNOG00000005218 SF3A1 gi|5032087|ref|NP_005868.1| gi|5032087|ref|NP_005868.1|;gi|53831995|ref|NP_001005409 "splicing factor 3a, subunit 1, 120kDa isoform 1 [Homo sapiens] " 2 4 4.3 793 88886 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.008349.008349 3 4.1583 0.207 1666.58 1664.9 1 48.214287 1 R.RTDIFGVEETAIGKK.I 473 2
2573 ENSG00000099995:ENSMUSG00000002129:ENSRNOG00000005218 SF3A1 gi|5032087|ref|NP_005868.1| gi|5032087|ref|NP_005868.1|;gi|53831995|ref|NP_001005409 "splicing factor 3a, subunit 1, 120kDa isoform 1 [Homo sapiens] " 2 4 4.3 793 88886 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_112.012982.0129 2 4.3535 0.3406 2468.11 2466.8 1 50 3 R.NYQFDFLRPQHSLFNYFTK.L 192 2
2574 ENSG00000175467:ENSMUSG00000039148:ENSRNOG00000039857 SART1 gi|10863889|ref|NP_005137.1| gi|10863889|ref|NP_005137.1| squamous cell carcinoma antigen recognized by T cells 1 [Homo sa 2 4 4.9 800 90255 6.1 HsSD-NE_PHA_lymphocytes_Ti_105.009514.009514 3 3.5996 0.1993 2705.27 2707 1 36.363636 1 K.KKPDYLPYAEDESVDDLAQQKPR.S 309 2 *
2574 ENSG00000175467:ENSMUSG00000039148:ENSRNOG00000039857 SART1 gi|10863889|ref|NP_005137.1| gi|10863889|ref|NP_005137.1| squamous cell carcinoma antigen recognized by T cells 1 [Homo sa 2 4 4.9 800 90255 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.008673.0086 3 4.436 0.3816 2705.63 2707 2 29.545454 2 K.KKPDYLPYAEDESVDDLAQQKPR.S 309 2 *
2574 ENSG00000175467:ENSMUSG00000039148:ENSRNOG00000039857 SART1 gi|10863889|ref|NP_005137.1| gi|10863889|ref|NP_005137.1| squamous cell carcinoma antigen recognized by T cells 1 [Homo sa 2 4 4.9 800 90255 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007095.0070 2 2.9366 0.1555 1627.09 1626.7 1 60.000004 1 K.TSSGDASSLSIEETNK.L 110 2 *
2575 ENSG00000139687:ENSMUSG00000022105:ENSRNOG00000016029 RB1 gi|108773787|ref|NP_000312.2| gi|108773787|ref|NP_000312.2| retinoblastoma 1 [Homo sapiens] 2 3 1.9 928 106159 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.021178.0211 2 4.305 0.4101 2082.41 2079.5 1 61.764706 1 R.IMESLAWLSDSPLFDLIK.Q 557 2 *
2575 ENSG00000139687:ENSMUSG00000022105:ENSRNOG00000016029 RB1 gi|108773787|ref|NP_000312.2| gi|108773787|ref|NP_000312.2| retinoblastoma 1 [Homo sapiens] 2 3 1.9 928 106159 7.9 HsSD-NE_PHA_lymphocytes_PK_106.020684.020684 2 3.7751 0.2848 1505.39 1505.8 1 79.16667 2 L.AWLSDSPLFDLIK.Q 562 1 *
2576 ENSG00000111913:ENSMUSG00000036006:ENSRNOG00000018804 C6orf32 gi|14277690|ref|NP_056948.2| gi|14277690|ref|NP_056948.2| hypothetical protein LOC9750 isoform 2 [Homo sapiens] 2 2 3.9 591 65692 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.001224.0012 2 2.3128 0.0811 2764.77 2763.1 1 34.090908 1 K.EYTENMCTIEVELENLLGEFSIK.M 185 2 *
2576 ENSG00000111913:ENSMUSG00000036006:ENSRNOG00000018804 C6orf32 gi|14277690|ref|NP_056948.2| gi|14277690|ref|NP_056948.2| hypothetical protein LOC9750 isoform 2 [Homo sapiens] 2 2 3.9 591 65692 5.4 HsSD-NE_PHA_lymphocytes_PK_105.003015.003015 2 2.5363 0.1736 1667.21 1666.8 2 53.846157 1 M.CTIEVELENLLGEF.S 191 0 *
2577 ENSG00000122257:ENSMUSG00000030779:ENSRNOG00000012806 RBBP6 gi|33620716|ref|NP_061173.1| gi|33620716|ref|NP_061173.1|;gi|33620769|ref|NP_008841.2| retinoblastoma-binding protein 6 isoform 2 [Homo sapiens] 3 4 3.3 1758 197286 9.6 HsSD-NE_NT_lymphocytes_Ti_112.014574.014574.2 2 3.1318 0.3307 3100.31 3100.6 1 29.310345 1 K.GYQVPVLGTPSLLGQSLLHGQLIPTTGPVR.I 463 2
2577 ENSG00000122257:ENSMUSG00000030779:ENSRNOG00000012806 RBBP6 gi|33620716|ref|NP_061173.1| gi|33620716|ref|NP_061173.1|;gi|33620769|ref|NP_008841.2| retinoblastoma-binding protein 6 isoform 2 [Homo sapiens] 3 4 3.3 1758 197286 9.6 HsSD-NE_PHA_lymphocytes_PK_105.003617.003617 2 2.5463 0.1937 1690.11 1690.9 1 57.692307 1 G.FLNPELLETSRKSR.E 914 1
2577 ENSG00000122257:ENSMUSG00000030779:ENSRNOG00000012806 RBBP6 gi|33620716|ref|NP_061173.1| gi|33620716|ref|NP_061173.1|;gi|33620769|ref|NP_008841.2| retinoblastoma-binding protein 6 isoform 2 [Homo sapiens] 3 4 3.3 1758 197286 9.6 HsSD-NE_NT_lymphocytes_Ti_112.009958.009958.2 2 2.8659 0.2078 1552.89 1552.8 6 65.38461 2 K.STVKPKPQLSHSSR.L 1576 2
2578 ENSG00000068650:ENSMUSG00000031441:ENSRNOG00000017154 ATP11A gi|150421681|ref|NP_115565.3| gi|150421681|ref|NP_115565.3|;gi|150421684|ref|NP_056020 "ATPase, class VI, type 11A isoform b [Homo sapiens] " 2 2 3.8 1191 135847 6.8 HsSD-NE_PHA_lymphocytes_PK_111.018884.018884 2 2.7342 0.1743 2779.41 2781.2 1 33.333336 1 R.RMSVIVKSATGEIYLFCKGADSSIF.P 559 1
2578 ENSG00000068650:ENSMUSG00000031441:ENSRNOG00000017154 ATP11A gi|150421681|ref|NP_115565.3| gi|150421681|ref|NP_115565.3|;gi|150421684|ref|NP_056020 "ATPase, class VI, type 11A isoform b [Homo sapiens] " 2 2 3.8 1191 135847 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009801.00980 2 2.8956 0.2186 2198.43 2196.4 1 44.736843 1 K.SCVYISSSPDEVALVEGVQR.L 501 2
2579 ENSG00000135318:ENSMUSG00000032420:ENSRNOG00000011071 NT5E gi|4505467|ref|NP_002517.1| gi|4505467|ref|NP_002517.1| "5' nucleotidase, ecto [Homo sapiens] " 2 3 5.9 574 63368 7 HsNaOH-NE_NT_lymphocytes_Ti_112.011408.01140 2 3.3131 0.265 1807.41 1807.1 1 56.25 1 K.AKGPLASQISGLYLPYK.V 146 2 *
2579 ENSG00000135318:ENSMUSG00000032420:ENSRNOG00000011071 NT5E gi|4505467|ref|NP_002517.1| gi|4505467|ref|NP_002517.1| "5' nucleotidase, ecto [Homo sapiens] " 2 3 5.9 574 63368 7 HsSD-NE_NT_lymphocytes_Ti_104.012693.012693.2 2 2.5334 0.1678 1734.81 1733 1 50 2 K.VLPVGDEVVGIVGYTSK.E 163 2 *
2580 ENSG00000166634:ENSMUSG00000059956:ENSRNOG00000002602 SERPINB12 gi|17998551|ref|NP_536722.1| gi|17998551|ref|NP_536722.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 2 2 14.3 405 46276 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.020438.02043 3 3.3024 0.2237 3898.04 3899.3 3 20.967741 1 R.LYGEQEFPICQEYLDGVIQFYHTTIESVDFQK.N 118 2 *
2580 ENSG00000166634:ENSMUSG00000059956:ENSRNOG00000002602 SERPINB12 gi|17998551|ref|NP_536722.1| gi|17998551|ref|NP_536722.1| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 2 2 14.3 405 46276 5.5 HsSD-NE_NT_lymphocytes_Ti_107.001872.001872.2 2 2.5565 0.2454 3054.59 3053.3 1 30.000002 1 R.FTLEDSYDLNSILQDMGITDIFDETR.A 302 2 *
2581 ENSG00000073050:ENSMUSG00000051768:ENSRNOG00000019915 XRCC1 gi|5454172|ref|NP_006288.1| gi|5454172|ref|NP_006288.1| X-ray repair cross complementing protein 1 [Homo sapiens] 2 3 4.6 633 69526 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.009242.00924 2 3.2458 0.2158 1663.47 1663 4 56.666668 2 K.KTPSKPPAQLSPSVPK.R 256 2 *
2581 ENSG00000073050:ENSMUSG00000051768:ENSRNOG00000019915 XRCC1 gi|5454172|ref|NP_006288.1| gi|5454172|ref|NP_006288.1| X-ray repair cross complementing protein 1 [Homo sapiens] 2 3 4.6 633 69526 6.4 HsSD-NE_NT_lymphocytes_Ti_108.012010.012010.2 2 2.6949 0.1519 1616.67 1614.8 7 54.166668 1 K.HFFLYGEFPGDER.R 547 2 *
2582 ENSG00000196911:NA:ENSRNOG00000030109 KPNA5 gi|39812229|ref|NP_002260.2| gi|39812229|ref|NP_002260.2| karyopherin alpha 5 [Homo sapiens] 4 4 13.9 539 60666 5.1 HsSD-NE_PHA_lymphocytes_Ti_103.000297.000297 2 3.539 0.2423 2339.31 2337.8 1 45 1 R.AQIQAVIDANIFPVLIEILQK.A 372 2
2582 ENSG00000196911:NA:ENSRNOG00000030109 KPNA5 gi|39812229|ref|NP_002260.2| gi|39812229|ref|NP_002260.2| karyopherin alpha 5 [Homo sapiens] 4 4 13.9 539 60666 5.1 HsSD-NE_PHA_lymphocytes_PK_110.017323.017323 3 3.7089 0.1971 3691.97 3689.3 5 20.3125 1 S.GGTPEQIRYLVALGCIKPLCDLLTVMDSKIVQV.A 411 0 *
2582 ENSG00000196911:NA:ENSRNOG00000030109 KPNA5 gi|39812229|ref|NP_002260.2| gi|39812229|ref|NP_002260.2| karyopherin alpha 5 [Homo sapiens] 4 4 13.9 539 60666 5.1 HsSD-NE_NT_lymphocytes_Ti_102.009951.009951.2 2 3.0705 0.1621 1972.89 1974.1 1 69.44444 1 K.EAAWAITNATSGGTPEQIR.Y 400 2
2582 ENSG00000196911:NA:ENSRNOG00000030109 KPNA5 gi|39812229|ref|NP_002260.2| gi|39812229|ref|NP_002260.2| karyopherin alpha 5 [Homo sapiens] 4 4 13.9 539 60666 5.1 HsSD-NE_NT_lymphocytes_Ti_108.014769.014769.2 2 3.6203 0.2376 1554.99 1552.9 1 65.38461 1 K.IVQVALNGLENILR.L 440 2
2583 ENSG00000177728:ENSMUSG00000020747:ENSRNOG00000004032 KIAA0195 gi|157502197|ref|NP_055553.3| gi|157502197|ref|NP_055553.3| hypothetical protein LOC9772 [Homo sapiens] 3 3 3.2 1356 151150 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013624.0136 3 3.818 0.3964 2857.34 2858.2 1 30.000002 1 R.GIKDDEHIVLEPGDLFPPFSPPPSPR.G 202 2 *
2583 ENSG00000177728:ENSMUSG00000020747:ENSRNOG00000004032 KIAA0195 gi|157502197|ref|NP_055553.3| gi|157502197|ref|NP_055553.3| hypothetical protein LOC9772 [Homo sapiens] 3 3 3.2 1356 151150 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.009514.00951 2 2.0249 0.0825 1811.03 1812 7 40.625 1 K.AHGRSKHPSGSNVSFSR.D 505 2 *
2583 ENSG00000177728:ENSMUSG00000020747:ENSRNOG00000004032 KIAA0195 gi|157502197|ref|NP_055553.3| gi|157502197|ref|NP_055553.3| hypothetical protein LOC9772 [Homo sapiens] 3 3 3.2 1356 151150 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.013613.0136 2 4.0262 0.3269 2859.11 2858.2 1 46 1 R.GIKDDEHIVLEPGDLFPPFSPPPSPR.G 202 2 *
2584 ENSG00000141027:ENSMUSG00000018501:ENSRNOG00000002277 NCOR1 gi|22538461|ref|NP_006302.2| gi|22538461|ref|NP_006302.2| nuclear receptor co-repressor 1 [Homo sapiens] 4 7 3.4 2440 270207 7.1 HsSD-NE_PHA_lymphocytes_Ti_106.008285.008285 3 3.4127 0.2329 2483.51 2483.7 2 32.142857 1 R.RTSYEPFHPGPSPVDHDSLESK.R 86 2 *
2584 ENSG00000141027:ENSMUSG00000018501:ENSRNOG00000002277 NCOR1 gi|22538461|ref|NP_006302.2| gi|22538461|ref|NP_006302.2| nuclear receptor co-repressor 1 [Homo sapiens] 4 7 3.4 2440 270207 7.1 HsSD-NE_NT_lymphocytes_Ti_102.019494.019494.2 2 3.2214 0.1703 2464.25 2465.7 1 41.666664 1 R.YNTAADALAALVDAAASAPQMDVSK.T 1814 2 *
2584 ENSG00000141027:ENSMUSG00000018501:ENSRNOG00000002277 NCOR1 gi|22538461|ref|NP_006302.2| gi|22538461|ref|NP_006302.2| nuclear receptor co-repressor 1 [Homo sapiens] 4 7 3.4 2440 270207 7.1 HsSD-NE_NT_lymphocytes_Ti_108.017359.017359.2 2 3.819 0.2112 2129.25 2129.4 1 52.941177 4 R.LITLADHICQIITQDFAR.N 2048 2 *
2584 ENSG00000141027:ENSMUSG00000018501:ENSRNOG00000002277 NCOR1 gi|22538461|ref|NP_006302.2| gi|22538461|ref|NP_006302.2| nuclear receptor co-repressor 1 [Homo sapiens] 4 7 3.4 2440 270207 7.1 HsSD-NE_NT_lymphocytes_Ti_108.012083.012083.2 2 2.6153 0.2622 1771.45 1769.1 4 43.75 1 R.VSAAVLPLVHPLPEGLR.A 122 2 *
2585 ENSG00000170266:ENSMUSG00000045594:ENSRNOG00000010196 GLB1 gi|119372308|ref|NP_000395.2| gi|119372308|ref|NP_000395.2|;gi|119372312|ref|NP_001073 "galactosidase, beta 1 isoform a [Homo sapiens] " 1 2 2.5 677 76075 6.6 HsSD-NE_PHA_lymphocytes_Ti_106.009167.009167 2 3.8339 0.3281 1863.45 1863 1 53.125 1 R.HHLGDDVVLFTTDGAHK.T 209 2
2585 ENSG00000170266:ENSMUSG00000045594:ENSRNOG00000010196 GLB1 gi|119372308|ref|NP_000395.2| gi|119372308|ref|NP_000395.2|;gi|119372312|ref|NP_001073 "galactosidase, beta 1 isoform a [Homo sapiens] " 1 2 2.5 677 76075 6.6 HsSD-NE_NT_lymphocytes_Ti_109.010407.010407.2 2 3.4771 0.2934 1863.83 1863 1 53.125 1 R.HHLGDDVVLFTTDGAHK.T 209 2
2586 ENSG00000166266:ENSMUSG00000032030:ENSRNOG00000008039 CUL5 gi|40254446|ref|NP_003469.2| gi|40254446|ref|NP_003469.2| Vasopressin-activated calcium-mobilizing receptor-1 [Homo sapien 2 2 4.5 780 90955 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011366.0113 2 2.6515 0.1531 1698.47 1698 2 57.692307 1 K.IHQALKEDILEFIK.Q 61 2 *
2586 ENSG00000166266:ENSMUSG00000032030:ENSRNOG00000008039 CUL5 gi|40254446|ref|NP_003469.2| gi|40254446|ref|NP_003469.2| Vasopressin-activated calcium-mobilizing receptor-1 [Homo sapien 2 2 4.5 780 90955 8 HsSD-NE_NT_lymphocytes_Ti_106.001178.001178.2 2 2.1587 0.1122 2499.29 2497.8 1 40 1 K.VFVSLPTELEDLIPEVEEFYK.K 543 2 *
2587 ENSG00000101191:ENSMUSG00000038914:ENSRNOG00000009936 DIDO1 gi|71044479|ref|NP_149072.1| gi|71044479|ref|NP_149072.1| death inducer-obliterator 1 isoform c [Homo sapiens] 2 4 1.6 2240 243840 7.9 HsSD-NE_PHA_lymphocytes_PK_110.020359.020359 2 3.6602 0.344 2132.47 2133.5 1 47.368423 2 K.LLPFEGPGLESPRPNIILGL.V 1174 1 *
2587 ENSG00000101191:ENSMUSG00000038914:ENSRNOG00000009936 DIDO1 gi|71044479|ref|NP_149072.1| gi|71044479|ref|NP_149072.1| death inducer-obliterator 1 isoform c [Homo sapiens] 2 4 1.6 2240 243840 7.9 HsSD-NE_NT_lymphocytes_Ti_112.015938.015938.2 2 4.4236 0.4749 1656.53 1655.9 1 75 2 K.TASPLEHILQTLFGK.K 1310 2 *
2588 ENSG00000137815:ENSMUSG00000027304:ENSRNOG00000005183 RTF1 gi|24308005|ref|NP_055953.1| gi|24308005|ref|NP_055953.1| Paf1/RNA polymerase II complex component [Homo sapiens] 2 3 4.8 585 67156 7 HsNaOH-NE_NT_lymphocytes_Ti_110.006544.00654 2 3.1022 0.3412 1741.51 1741.9 2 50 1 K.KLTQIQESQVTSHNK.E 126 2 *
2588 ENSG00000137815:ENSMUSG00000027304:ENSRNOG00000005183 RTF1 gi|24308005|ref|NP_055953.1| gi|24308005|ref|NP_055953.1| Paf1/RNA polymerase II complex component [Homo sapiens] 2 3 4.8 585 67156 7 HsSD-NE_NT_lymphocytes_Ti_111.010848.010848.2 2 3.5554 0.3847 1456.65 1455.7 1 66.66667 2 R.IGIGNHNSKPVYR.V 264 2 *
2589 ENSG00000058673:ENSMUSG00000026464:ENSRNOG00000030015 ZC3H11A gi|114842410|ref|NP_055642.3| gi|114842410|ref|NP_055642.3| zinc finger CCCH-type containing 11A [Homo sapiens] 2 2 3.5 810 89131 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.009083.0090 3 3.3625 0.2361 2432.48 2430.7 1 32.608696 1 K.KQGEGSSGVSSLLLHPEPVPGPEK.E 231 2 *
2589 ENSG00000058673:ENSMUSG00000026464:ENSRNOG00000030015 ZC3H11A gi|114842410|ref|NP_055642.3| gi|114842410|ref|NP_055642.3| zinc finger CCCH-type containing 11A [Homo sapiens] 2 2 3.5 810 89131 8.4 HsSD-NE_NT_lymphocytes_Ti_110.010630.010630.3 3 3.6235 0.2373 2927.48 2929.3 1 27.777779 1 K.KQGEGSSGVSSLLLHPEPVPGPEKENVR.T 231 2 *
2590 ENSG00000060069:ENSMUSG00000033323:ENSRNOG00000017183 CTDP1 gi|67188445|ref|NP_004706.3| gi|67188445|ref|NP_004706.3|;gi|67188550|ref|NP_430255.2| "CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A 2 2 4 961 104399 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.009324.0093 2 3.1137 0.1357 2158.81 2157.4 1 56.25 1 R.WDKVEEQLFPLRDDHTK.A 718 2
2590 ENSG00000060069:ENSMUSG00000033323:ENSRNOG00000017183 CTDP1 gi|67188445|ref|NP_004706.3| gi|67188445|ref|NP_004706.3|;gi|67188550|ref|NP_430255.2| "CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A 2 2 4 961 104399 5.3 HsNaOH-NE_NT_lymphocytes_Ti_110.016578.01657 2 3.2947 0.4369 2285.41 2282.7 1 40 1 K.VLADVAIIFSGLHPTNFPIEK.T 633 2
2591 ENSG00000072756:ENSMUSG00000013736:ENSRNOG00000020477 TRNT1 gi|155030240|ref|NP_886552.2| gi|155030240|ref|NP_886552.2| "tRNA nucleotidyl transferase, CCA-adding, 1 [Homo sapiens] " 2 2 6.9 434 50144 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008266.00826 1 2.5047 0.2739 1503.59 1502.7 2 54.545456 1 R.LHEENFEITTLR.I 115 2 *
2591 ENSG00000072756:ENSMUSG00000013736:ENSRNOG00000020477 TRNT1 gi|155030240|ref|NP_886552.2| gi|155030240|ref|NP_886552.2| "tRNA nucleotidyl transferase, CCA-adding, 1 [Homo sapiens] " 2 2 6.9 434 50144 8.1 HsSD-NE_NT_lymphocytes_Ti_104.012395.012395.2 2 3.0292 0.2257 2126.61 2125.4 6 41.17647 1 K.EMQQWSIPPFPVSGHDIR.K 377 2 *
2592 ENSG00000143093:ENSMUSG00000014601:ENSRNOG00000018293 FAM40A gi|56790935|ref|NP_149079.2| gi|56790935|ref|NP_149079.2| hypothetical protein LOC85369 [Homo sapiens] 2 2 5.5 837 95576 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.009410.0094 2 2.7465 0.2058 2299.73 2298.3 1 42.105263 1 K.DSEGYSESPDLEFEYADTDK.W 58 2 *
2592 ENSG00000143093:ENSMUSG00000014601:ENSRNOG00000018293 FAM40A gi|56790935|ref|NP_149079.2| gi|56790935|ref|NP_149079.2| hypothetical protein LOC85369 [Homo sapiens] 2 2 5.5 837 95576 6.3 HsSD-NE_NT_lymphocytes_Ti_104.013936.013936.2 2 2.549 0.2794 3143.35 3142.3 2 32 1 R.LNDDWAYGNDLDARPWDFQAEECALR.A 747 2 *
2593 ENSG00000018699:ENSMUSG00000024078:NA TTC27 gi|42476022|ref|NP_060205.3| gi|42476022|ref|NP_060205.3| tetratricopeptide repeat domain 27 [Homo sapiens] 1 2 2.8 843 96632 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.000980.0009 2 4.2486 0.4795 2740.25 2740 1 43.47826 1 R.ELADDITAMDTLVTELQDLSNQFR.N 817 2 *
2593 ENSG00000018699:ENSMUSG00000024078:NA TTC27 gi|42476022|ref|NP_060205.3| gi|42476022|ref|NP_060205.3| tetratricopeptide repeat domain 27 [Homo sapiens] 1 2 2.8 843 96632 5.6 HsSD-NE_NT_lymphocytes_Ti_104.002271.002271.2 2 4.951 0.4095 2741.13 2740 1 50 1 R.ELADDITAMDTLVTELQDLSNQFR.N 817 2 *
2594 ENSG00000166747:ENSMUSG00000031731:ENSRNOG00000015390 AP1G1 gi|71772942|ref|NP_001119.3| gi|71772942|ref|NP_001119.3|;gi|71773010|ref|NP_00102517 "adaptor-related protein complex 1, gamma 1 subunit isoform b [Ho 3 4 4.4 822 91351 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008366.00836 2 2.4475 0.2118 1075.39 1074.2 1 81.25 1 R.SPDMLAHFR.K 205 2
2594 ENSG00000166747:ENSMUSG00000031731:ENSRNOG00000015390 AP1G1 gi|71772942|ref|NP_001119.3| gi|71772942|ref|NP_001119.3|;gi|71773010|ref|NP_00102517 "adaptor-related protein complex 1, gamma 1 subunit isoform b [Ho 3 4 4.4 822 91351 6.8 HsSD-NE_NT_lymphocytes_Ti_104.018068.018068.3 3 4.4837 0.1981 2892.23 2892.4 1 34.615387 1 K.TFQLQLLSPSSSIVPAFNTGTITQVIK.V 757 2
2594 ENSG00000166747:ENSMUSG00000031731:ENSRNOG00000015390 AP1G1 gi|71772942|ref|NP_001119.3| gi|71772942|ref|NP_001119.3|;gi|71773010|ref|NP_00102517 "adaptor-related protein complex 1, gamma 1 subunit isoform b [Ho 3 4 4.4 822 91351 6.8 HsSD-NE_NT_lymphocytes_Ti_104.018047.018047.2 2 4.8514 0.4489 2892.19 2892.4 1 44.230766 2 K.TFQLQLLSPSSSIVPAFNTGTITQVIK.V 757 2
2595 ENSG00000119321:ENSMUSG00000066151:ENSRNOG00000024663 FKBP15 gi|150010552|ref|NP_056073.1| gi|150010552|ref|NP_056073.1| "FK506 binding protein 15, 133kDa [Homo sapiens] " 2 3 3.4 1219 133630 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.008687.008687 3 5.991 0.4421 2814.11 2815 1 42.045452 2 K.CEHLLASAKDEHLQQYQEVCAQR.D 809 2 *
2595 ENSG00000119321:ENSMUSG00000066151:ENSRNOG00000024663 FKBP15 gi|150010552|ref|NP_056073.1| gi|150010552|ref|NP_056073.1| "FK506 binding protein 15, 133kDa [Homo sapiens] " 2 3 3.4 1219 133630 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009834.00983 2 2.482 0.0921 1909.11 1910.2 1 47.058823 1 K.VTEELAAATAQVSHLQLK.M 641 2 *
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009424.009424 2 3.6356 0.3048 1454.27 1454.6 1 72.72727 2 L.AHLEEERDLKIT.D 776 0
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_108.019370.019370 2 4.5147 0.3543 2232.41 2233.4 1 68.75 80 L.EQEEYQREGIEWNFIDF.G 495 0
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_110.013120.013120 2 4.9494 0.3959 2022.65 2024.2 1 63.333332 4 L.CINYTNEKLQQLFNHT.M 475 0
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012353.01235 2 3.661 0.2339 2468.75 2468.8 1 52.77778 2 K.LQQLFNHTMFILEQEEYQR.E 483 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012029.0120 2 5.4576 0.39 1964.37 1963.1 1 75 1 K.TQLEELEDELQATEDAK.L 1546 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011780.01178 2 6.5973 0.459 1965.25 1963.1 1 81.25 1 K.TQLEELEDELQATEDAK.L 1546 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012848.012848 2 4.6166 0.3447 1671.65 1671.9 1 66.66667 2 L.CINYTNEKLQQLF.N 475 0
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013535.013535.2 2 4.8211 0.3418 2467.81 2468.8 1 58.333332 4 K.LQQLFNHTMFILEQEEYQR.E 483 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013124.013124.2 2 6.481 0.46 1964.69 1963.1 1 78.125 2 R.TQLEELEDELQATEDAK.L 1546 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_NT_lymphocytes_Ti_105.000197.000197.3 3 3.1137 0.1715 3049.01 3049.3 1 24.038462 1 R.DLGEELEALKTELEDTLDSTATQQELR.A 1143 2
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_106.008938.008938 1 3.0299 0.224 1454.78 1454.6 1 54.545456 2 L.AHLEEERDLKIT.D 776 0
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_103.015903.015903 2 3.5085 0.287 1410.05 1408.6 1 80 6 L.ALLDEECWFPK.A 533 1
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_103.020217.020217 2 2.9543 0.2484 1270.23 1270.4 3 72.22222 2 R.EGIEWNFIDF.G 502 1
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsSD-NE_PHA_lymphocytes_PK_105.011414.011414 2 2.9895 0.2982 1224.17 1224.3 5 81.25 1 L.LDEECWFPK.A 535 1
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NP_074035.1| gi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1| smooth muscle myosin heavy chain 11 isoform SM2A [Homo sapie 11 111 5.4 1938 223575 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.5487.548 3 3.0128 0.1821 3048.16 3049.3 8 23.076923 1 R.DLGEELEALKTELEDTLDSTATQQELR.A 1143 2
2597 ENSG00000049618:ENSMUSG00000069729:ENSRNOG00000017030 ARID1B gi|40068462|ref|NP_787059.2| gi|40068462|ref|NP_787059.2|;gi|40068464|ref|NP_065783.2| AT rich interactive domain 1B (SWI1-like) isoform 3 [Homo sapiens 2 2 1.2 2178 231217 6.7 HsNaOH-NE_NT_lymphocytes_PK_115.003234.0032 1 1.8674 0.1505 1028.03 1028 1 57.14286 1 S.RPGAGGGGGGGGGGG.G 245 0
2597 ENSG00000049618:ENSMUSG00000069729:ENSRNOG00000017030 ARID1B gi|40068462|ref|NP_787059.2| gi|40068462|ref|NP_787059.2|;gi|40068464|ref|NP_065783.2| AT rich interactive domain 1B (SWI1-like) isoform 3 [Homo sapiens 2 2 1.2 2178 231217 6.7 HsSD-NE_NT_lymphocytes_Ti_114.009913.009913.2 2 2.7633 0.2182 1396.05 1394.6 1 70 1 K.LILLHHEHPER.K 1907 2
2598 ENSG00000165240:ENSMUSG00000033792:ENSRNOG00000002515 ATP7A gi|115529486|ref|NP_000043.3| gi|115529486|ref|NP_000043.3| "ATPase, Cu++ transporting, alpha polypeptide [Homo sapiens] " 2 3 2.5 1500 163373 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.017966.01796 2 2.3432 0.12 1873.55 1873.2 3 46.875 1 R.DIIHTIESLGFEASLVK.K 617 2
2598 ENSG00000165240:ENSMUSG00000033792:ENSRNOG00000002515 ATP7A gi|115529486|ref|NP_000043.3| gi|115529486|ref|NP_000043.3| "ATPase, Cu++ transporting, alpha polypeptide [Homo sapiens] " 2 3 2.5 1500 163373 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007925.0079 2 4.5733 0.4045 2154.63 2155.3 1 50 1 R.VSITSEVESTSNSPSSSSLQK.I 345 2
2598 ENSG00000165240:ENSMUSG00000033792:ENSRNOG00000002515 ATP7A gi|115529486|ref|NP_000043.3| gi|115529486|ref|NP_000043.3| "ATPase, Cu++ transporting, alpha polypeptide [Homo sapiens] " 2 3 2.5 1500 163373 6.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007703.00770 2 3.9941 0.341 2156.51 2155.3 1 47.5 1 R.VSITSEVESTSNSPSSSSLQK.I 345 2
2599 ENSG00000104133:ENSMUSG00000033396:ENSRNOG00000021954 SPG11 gi|93204888|ref|NP_079413.3| gi|93204888|ref|NP_079413.3| spastic paraplegia 11 (autosomal recessive) [Homo sapiens] 3 4 1.8 2443 278866 6 HsSD-NE_PHA_lymphocytes_PK_108.017308.017308 2 3.022 0.1712 1715.41 1715.1 2 65.38461 1 W.RTLLTRQKSKTLIR.G 1525 1 *
2599 ENSG00000104133:ENSMUSG00000033396:ENSRNOG00000021954 SPG11 gi|93204888|ref|NP_079413.3| gi|93204888|ref|NP_079413.3| spastic paraplegia 11 (autosomal recessive) [Homo sapiens] 3 4 1.8 2443 278866 6 HsSD-NE_PHA_lymphocytes_PK_107.020924.020924 2 3.23 0.1569 1512.41 1509.7 1 66.66667 1 Q.SLSPFDPSRLFGW.Q 1152 0 *
2599 ENSG00000104133:ENSMUSG00000033396:ENSRNOG00000021954 SPG11 gi|93204888|ref|NP_079413.3| gi|93204888|ref|NP_079413.3| spastic paraplegia 11 (autosomal recessive) [Homo sapiens] 3 4 1.8 2443 278866 6 HsSD-NE_NT_lymphocytes_Ti_104.020012.020012.2 2 2.9387 0.3369 1926.37 1927.2 1 53.125 2 R.NVEELIPALDLLCSAIR.E 579 2 *
2600 ENSG00000146872:ENSMUSG00000020694:ENSRNOG00000006285 TLK2 gi|45643117|ref|NP_006843.2| gi|45643117|ref|NP_006843.2| tousled-like kinase 2 isoform A [Homo sapiens] 2 2 4.1 750 85444 8.4 HsSD-NE_PHA_lymphocytes_Ti_101.005060.005060 2 2.4295 0.1567 1442.75 1445.6 1 68.181816 1 K.KEEAEIQAELER.L 396 2
2600 ENSG00000146872:ENSMUSG00000020694:ENSRNOG00000006285 TLK2 gi|45643117|ref|NP_006843.2| gi|45643117|ref|NP_006843.2| tousled-like kinase 2 isoform A [Homo sapiens] 2 2 4.1 750 85444 8.4 HsSD-NE_NT_lymphocytes_Ti_112.010524.010524.3 3 3.6647 0.2297 2337.32 2337.5 1 41.666664 1 K.RIHNEDNSQFKDHPTLNDR.Y 421 2 *
2601 ENSG00000154310:ENSMUSG00000027692:ENSRNOG00000012422 TNIK gi|55741807|ref|NP_055843.1| gi|55741807|ref|NP_055843.1| TRAF2 and NCK interacting kinase [Homo sapiens] 2 2 2.9 1360 154943 7.2 HsSD-NE_PHA_lymphocytes_PK_113.000160.000160 2 2.6624 0.1781 2179.23 2178.5 8 38.235294 1 S.CLVKNHSQRPATEQLMKH.P 269 0 *
2601 ENSG00000154310:ENSMUSG00000027692:ENSRNOG00000012422 TNIK gi|55741807|ref|NP_055843.1| gi|55741807|ref|NP_055843.1| TRAF2 and NCK interacting kinase [Homo sapiens] 2 2 2.9 1360 154943 7.2 HsNaOH-NE_NT_lymphocytes_Ti_109.011493.01149 2 2.6618 0.1242 2396.93 2396.7 2 37.5 1 K.SFADLQHKPLLVDLTVEEGQR.L 1184 2 *
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|NP_001262.3| gi|118421089|ref|NP_001262.3| chromodomain helicase DNA binding protein 2 isoform 1 [Homo sa 4 8 4.4 1828 211342 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.007250.00725 2 3.409 0.3105 1494.73 1495.7 1 79.16667 2 R.LKEEHGIELSSPR.H 1355 2 *
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|NP_001262.3| gi|118421089|ref|NP_001262.3| chromodomain helicase DNA binding protein 2 isoform 1 [Homo sa 4 8 4.4 1828 211342 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010581.01058 2 3.9209 0.3932 2500.21 2500.6 1 50 2 K.VSPEDVEYFNCQQELASELNK.Q 355 2
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|NP_001262.3| gi|118421089|ref|NP_001262.3| chromodomain helicase DNA binding protein 2 isoform 1 [Homo sa 4 8 4.4 1828 211342 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.017913.01791 2 2.6765 0.1234 1645.51 1644 5 58.333332 1 K.ELWSLLHFIMPEK.F 655 2
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|NP_001262.3| gi|118421089|ref|NP_001262.3| chromodomain helicase DNA binding protein 2 isoform 1 [Homo sa 4 8 4.4 1828 211342 8.1 HsSD-NE_NT_lymphocytes_Ti_102.012244.012244.2 2 4.0086 0.3656 2500.93 2500.6 1 50 2 K.VSPEDVEYFNCQQELASELNK.Q 355 2
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|NP_001262.3| gi|118421089|ref|NP_001262.3| chromodomain helicase DNA binding protein 2 isoform 1 [Homo sa 4 8 4.4 1828 211342 8.1 HsSD-NE_NT_lymphocytes_Ti_104.011891.011891.3 3 4.0017 0.1813 3588.92 3587.8 1 23.4375 1 R.SQGPVHITAGSEPVPIGEDEDDDLDQETFSICK.E 1441 2 *
2603 ENSG00000204197:ENSMUSG00000024301:ENSRNOG00000000479 KIFC1 gi|28626498|ref|NP_002254.1| gi|28626498|ref|NP_002254.1| kinesin family member C1 [Homo sapiens] 2 2 8.8 673 73744 9 HsSD-NE_PHA_lymphocytes_PK_113.013923.013923 2 3.1139 0.2672 1641.33 1640 1 56.666668 1 R.VRPVLPGEPTPPPGLL.L 317 1 *
2603 ENSG00000204197:ENSMUSG00000024301:ENSRNOG00000000479 KIFC1 gi|28626498|ref|NP_002254.1| gi|28626498|ref|NP_002254.1| kinesin family member C1 [Homo sapiens] 2 2 8.8 673 73744 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.019120.0191 3 3.0136 0.1088 4292.09 4290 9 14.285715 1 K.VSKKTGPRCSTAIATGLKNQKPVPAVPVQKSGTSGVPPMAGGK.K 87 2 *
2604 ENSG00000115677:ENSMUSG00000034088:ENSRNOG00000031479 HDLBP gi|42716280|ref|NP_976221.1| gi|42716280|ref|NP_976221.1| high density lipoprotein binding protein [Homo sapiens] 2 2 2.5 1268 141439 6.9 HsSD-NE_NT_lymphocytes_Ti_104.012968.012968.2 2 2.6797 0.2167 2067.87 2067.3 6 38.235294 1 R.IVGELEQMVSEDVPLDHR.V 1120 2 *
2604 ENSG00000115677:ENSMUSG00000034088:ENSRNOG00000031479 HDLBP gi|42716280|ref|NP_976221.1| gi|42716280|ref|NP_976221.1| high density lipoprotein binding protein [Homo sapiens] 2 2 2.5 1268 141439 6.9 HsSD-NE_PHA_lymphocytes_PK_105.021087.021087 2 3.425 0.321 1549.47 1549.7 1 65.38461 1 T.GLPENVEEAIDHIL.N 1178 0 *
2605 ENSG00000175265:NA:NA LOC390561 gi|169208144|ref|XP_001727010.1| gi|169208144|ref|XP_001727010.1| PREDICTED: similar to hect domain and RLD 2 [Homo sapiens] 2 2 2.4 1394 149583 8.6 HsNaOH-NE_NT_lymphocytes_Ti_106.014145.01414 2 3.0827 0.1863 1918.15 1915.3 4 38.88889 1 R.SNGPXXPGPMGGPVLGHWK.S 486 2 *
2605 ENSG00000175265:NA:NA LOC390561 gi|169208144|ref|XP_001727010.1| gi|169208144|ref|XP_001727010.1| PREDICTED: similar to hect domain and RLD 2 [Homo sapiens] 2 2 2.4 1394 149583 8.6 HsSD-NE_PHA_lymphocytes_PK_106.015932.015932 2 2.6828 0.2219 1389.59 1387.6 1 57.692307 1 G.IANTVEGVVSTSPI.T 606 0
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_111.013275.013275 2 2.9519 0.2017 1274.41 1272.5 1 88.88889 2 A.WLVDHVYAIR.E 462 1
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_Ti_101.015351.015351 2 4.5957 0.365 1942.59 1943.2 1 71.875 7 R.LNIISNLDCVNEVIGIR.Q 394 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.021142.02114 2 2.5129 0.143 1564.55 1561.9 1 56.666668 1 K.SALASVIMGLSTILGK.E 355 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.001725.00172 2 3.0248 0.2239 2498.53 2498 1 40.476192 2 R.LAIIEYMPLLAGQLGVEFFDEK.L 433 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.014548.0145 2 3.0144 0.2845 1945.29 1943.2 1 59.375 1 R.LNIISNLDCVNEVIGIR.Q 394 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_106.018158.018158 2 4.8107 0.3642 1943.21 1943.2 1 75 2 R.LNIISNLDCVNEVIGIR.Q 394 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_NT_lymphocytes_Ti_112.018047.018047.2 2 3.476 0.3141 2499.51 2498 1 40.476192 4 R.LAIIEYMPLLAGQLGVEFFDEK.L 433 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_106.015525.015525 2 3.0571 0.2041 1293.29 1292.5 1 80 1 R.TRSELLPFLTD.T 59 1
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014594.014594 1 2.4163 0.3276 1397.66 1398.6 1 63.636364 2 L.GVEFFDEKLNSL.C 447 0
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_106.014316.014316 2 3.9063 0.2 1718.57 1716 1 75 4 N.IISNLDCVNEVIGIR.Q 396 1
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_NT_lymphocytes_Ti_104.015480.015480.2 2 4.4768 0.4432 1945.87 1943.2 1 68.75 5 R.LNIISNLDCVNEVIGIR.Q 394 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_PHA_lymphocytes_PK_105.014564.014564 2 3.7033 0.2485 1398.51 1398.6 7 72.72727 1 L.GVEFFDEKLNSL.C 447 0
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_NT_lymphocytes_Ti_107.017145.017145.3 3 3.478 0.3545 2753.87 2752.1 1 30.681818 1 K.ENTIEHLLPLFLAQLKDECPDVR.L 371 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NP_859050.1| gi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| "beta isoform of regulatory subunit A, protein phosphatase 2 isoform 10 35 17.4 667 73585 5.1 HsSD-NE_NT_lymphocytes_Ti_104.011072.011072.2 2 3.2105 0.3029 1519.63 1518.6 1 70.83333 2 R.TSACGLFSVCYPR.V 157 2
2607 ENSG00000084674:ENSMUSG00000020609:ENSRNOG00000005542 APOB gi|105990532|ref|NP_000375.2| gi|105990532|ref|NP_000375.2| apolipoprotein B precursor [Homo sapiens] 2 2 0.8 4563 515537 7 HsNaOH-NE_NT_lymphocytes_Ti_115.013607.01360 3 4.4523 0.2895 2244.62 2244.7 3 36.842106 1 R.VPSYTLILPSLELPVLHVPR.N 3292 2 *
2607 ENSG00000084674:ENSMUSG00000020609:ENSRNOG00000005542 APOB gi|105990532|ref|NP_000375.2| gi|105990532|ref|NP_000375.2| apolipoprotein B precursor [Homo sapiens] 2 2 0.8 4563 515537 7 HsSD-NE_NT_lymphocytes_PK_106.016788.016788. 2 2.5527 0.1647 1829.01 1826.3 2 43.75 1 L.QLLGKLLLMGARTLQGI.P 793 0 *
2608 ENSG00000198231:ENSMUSG00000020705:ENSRNOG00000009474 DDX42 gi|45446747|ref|NP_987095.1| gi|45446747|ref|NP_987095.1| DEAD box polypeptide 42 protein [Homo sapiens] 2 2 5.2 938 102975 7 HsSD-NE_PHA_lymphocytes_Ti_110.011246.011246 3 3.7468 0.2982 2942.9 2941.3 1 29.807693 1 R.VSGAAPPRPGSSFAHFGFDEQLMHQIR.K 243 2 *
2608 ENSG00000198231:ENSMUSG00000020705:ENSRNOG00000009474 DDX42 gi|45446747|ref|NP_987095.1| gi|45446747|ref|NP_987095.1| DEAD box polypeptide 42 protein [Homo sapiens] 2 2 5.2 938 102975 7 HsNaOH-NE_NT_lymphocytes_Ti_109.008490.00849 2 3.7 0.4669 2417.47 2417.7 1 42.857143 1 R.KSEYTQPTPIQCQGVPVALSGR.D 270 2 *
2609 ENSG00000099917:ENSMUSG00000012114:ENSRNOG00000001877 MED15 gi|21312134|ref|NP_056973.2| gi|21312134|ref|NP_056973.2|;gi|51477700|ref|NP_00100389 mediator complex subunit 15 isoform b [Homo sapiens] 2 3 5.3 748 82581 9.3 HsNaOH-NE_NT_lymphocytes_Ti_114.008948.00894 3 4.15 0.2985 2310.47 2312.5 1 38.235294 2 K.LHHQNQQQIQQQQQQLQR.I 223 2
2609 ENSG00000099917:ENSMUSG00000012114:ENSRNOG00000001877 MED15 gi|21312134|ref|NP_056973.2| gi|21312134|ref|NP_056973.2|;gi|51477700|ref|NP_00100389 mediator complex subunit 15 isoform b [Homo sapiens] 2 3 5.3 748 82581 9.3 HsSD-NE_NT_lymphocytes_Ti_110.013127.013127.2 2 2.3958 0.0869 2336.83 2337.8 9 33.333336 1 R.TFVPAMTAIHGPPITAPVVCTR.K 601 2
2610 ENSG00000123213:ENSMUSG00000021710:ENSRNOG00000011561 NLN gi|14149738|ref|NP_065777.1| gi|14149738|ref|NP_065777.1| neurolysin [Homo sapiens] 1 3 2 704 80652 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.016443.01644 2 2.9574 0.0965 1749.07 1747 8 57.692307 1 R.FDIEMSMRGDIFER.I 132 2 *
2610 ENSG00000123213:ENSMUSG00000021710:ENSRNOG00000011561 NLN gi|14149738|ref|NP_065777.1| gi|14149738|ref|NP_065777.1| neurolysin [Homo sapiens] 1 3 2 704 80652 6.6 HsSD-NE_NT_lymphocytes_Ti_110.017952.017952.2 2 2.9904 0.1511 1748.83 1747 5 61.538464 2 R.FDIEMSMRGDIFER.I 132 2 *
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsNaOH-NE_NT_lymphocytes_Ti_106.008674.00867 2 3.9132 0.394 1667.55 1665.9 1 63.333332 1 R.PAQGVVTTLENVSPPR.R 1803 2
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.014073.01407 3 3.6153 0.1595 3777.5 3777.1 3 21.969696 1 R.VEYELSEEGDEPQYLDLPSTATSVNIPDLLPGRK.Y 752 2
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsNaOH-NE_NT_lymphocytes_Ti_110.014034.01403 3 3.0536 0.0842 3047.39 3044.4 2 24.074074 1 K.VVTPLSPPTNLHLEANPDTGVLTVSWER.S 1170 2
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsSD-NE_NT_lymphocytes_Ti_102.010928.010928.2 2 5.2137 0.4603 1913.15 1914.1 1 69.44444 4 R.SSPVVIDASTAIDAPSNLR.F 1892 2
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsSD-NE_NT_lymphocytes_Ti_109.015735.015735.2 2 2.4854 0.0969 3045.89 3044.4 4 29.62963 1 K.VVTPLSPPTNLHLEANPDTGVLTVSWER.S 1170 2
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NP_002017.1| gi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1| fibronectin 1 isoform 3 preproprotein [Homo sapiens] 6 10 4.8 2355 259223 5.7 HsSD-NE_NT_lymphocytes_Ti_104.010149.010149.2 2 2.8634 0.2306 1879.27 1880 2 50 2 K.EYLGAICSCTCFGGQR.G 2280 2
2612 ENSG00000129347:ENSMUSG00000035047:NA KRI1 gi|145580615|ref|NP_075384.3| gi|145580615|ref|NP_075384.3| KRI1 homolog [Homo sapiens] 2 3 7.1 709 83252 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.006317.00631 3 3.4184 0.2233 2130.53 2131.3 9 33.333336 1 K.SLCREEAETPAEATGKPQR.D 595 2 *
2612 ENSG00000129347:ENSMUSG00000035047:NA KRI1 gi|145580615|ref|NP_075384.3| gi|145580615|ref|NP_075384.3| KRI1 homolog [Homo sapiens] 2 3 7.1 709 83252 5.2 HsSD-NE_NT_lymphocytes_Ti_110.014609.014609.3 3 3.9845 0.2125 3611.45 3613 1 28.333334 2 R.KSPFAAAVGQEKPVFEPGDKTFEEYLDEYYR.L 485 2 *
2613 ENSG00000154710:ENSMUSG00000025340:ENSRNOG00000000895 RABGEF1 gi|7657496|ref|NP_055319.1| gi|7657496|ref|NP_055319.1| RAB guanine nucleotide exchange factor (GEF) 1 [Homo sapiens] 1 2 3.9 491 56891 7 HsNaOH-NE_NT_lymphocytes_Ti_106.021234.02123 2 2.659 0.2036 2119.83 2120.5 2 38.88889 1 K.NEPASADDFLPTLIYIVLK.G 307 2 *
2613 ENSG00000154710:ENSMUSG00000025340:ENSRNOG00000000895 RABGEF1 gi|7657496|ref|NP_055319.1| gi|7657496|ref|NP_055319.1| RAB guanine nucleotide exchange factor (GEF) 1 [Homo sapiens] 1 2 3.9 491 56891 7 HsSD-NE_NT_lymphocytes_Ti_111.001506.001506.2 2 3.4149 0.328 2121.19 2120.5 6 44.444447 1 K.NEPASADDFLPTLIYIVLK.G 307 2 *
2614 ENSG00000134900:ENSMUSG00000041763:ENSRNOG00000011194 TPP2 gi|4507657|ref|NP_003282.1| gi|4507657|ref|NP_003282.1| tripeptidyl peptidase II [Homo sapiens] 3 3 5 1249 138449 6.4 HsSD-NE_PHA_lymphocytes_Ti_111.018728.018728 3 3.3539 0.1827 2886.59 2885.3 6 23.076923 1 R.LNEIVDAANAVISHIDQTALAVYIAMK.T 1073 2 *
2614 ENSG00000134900:ENSMUSG00000041763:ENSRNOG00000011194 TPP2 gi|4507657|ref|NP_003282.1| gi|4507657|ref|NP_003282.1| tripeptidyl peptidase II [Homo sapiens] 3 3 5 1249 138449 6.4 HsSD-NE_NT_lymphocytes_Ti_102.007040.007040.2 2 2.9312 0.1915 1425.67 1424.4 1 70.83333 1 R.ACIDSNEDGDLSK.S 208 2 *
2614 ENSG00000134900:ENSMUSG00000041763:ENSRNOG00000011194 TPP2 gi|4507657|ref|NP_003282.1| gi|4507657|ref|NP_003282.1| tripeptidyl peptidase II [Homo sapiens] 3 3 5 1249 138449 6.4 HsSD-NE_NT_lymphocytes_Ti_110.011454.011454.3 3 4.2352 0.3294 2562.02 2561.8 1 35.714287 1 K.VNESSHYDLAFTDVHFKPGQIR.R 639 2 *
2615 ENSG00000140553:ENSMUSG00000030533:ENSRNOG00000012357 UNC45A gi|29725607|ref|NP_061141.2| gi|29725607|ref|NP_061141.2|;gi|89179321|ref|NP_00103476 smooth muscle cell associated protein-1 isoform 2 [Homo sapiens] 1 2 2.1 944 103077 6.1 HsSD-NE_PHA_lymphocytes_Ti_106.021521.021521 2 3.2428 0.2378 2086.89 2084.4 1 44.736843 1 K.VLISNLLDLLTEVGVSGQGR.D 293 2
2615 ENSG00000140553:ENSMUSG00000030533:ENSRNOG00000012357 UNC45A gi|29725607|ref|NP_061141.2| gi|29725607|ref|NP_061141.2|;gi|89179321|ref|NP_00103476 smooth muscle cell associated protein-1 isoform 2 [Homo sapiens] 1 2 2.1 944 103077 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.020772.02077 2 3.7848 0.2899 2087.35 2084.4 2 42.105263 1 K.VLISNLLDLLTEVGVSGQGR.D 293 2
2616 ENSG00000149091:ENSMUSG00000040479:ENSRNOG00000017737 DGKZ gi|157688564|ref|NP_001099010.1| gi|157688564|ref|NP_001099010.1|;gi|41872507|ref|NP_0036 "diacylglycerol kinase, zeta 104kDa isoform 4 [Homo sapiens] " 2 2 3.4 1117 124128 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.020031.0200 2 3.8689 0.0957 2249.01 2246.5 2 47.5 1 R.ILACGGDGTVGWILSTLDQLR.L 537 2
2616 ENSG00000149091:ENSMUSG00000040479:ENSRNOG00000017737 DGKZ gi|157688564|ref|NP_001099010.1| gi|157688564|ref|NP_001099010.1|;gi|41872507|ref|NP_0036 "diacylglycerol kinase, zeta 104kDa isoform 4 [Homo sapiens] " 2 2 3.4 1117 124128 9 HsNaOH-NE_NT_lymphocytes_Ti_108.008061.00806 2 2.2564 0.1905 2109.91 2107.3 1 53.125 1 R.VSMHDYEALHYDKEQLK.E 840 2
2617 ENSG00000138080:ENSMUSG00000029163:ENSRNOG00000008246 EMILIN1 gi|5901944|ref|NP_008977.1| gi|5901944|ref|NP_008977.1| elastin microfibril interfacer 1 [Homo sapiens] 4 4 7.3 1016 106695 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007302.00730 2 2.5404 0.2493 1569.71 1567.7 1 60.000004 1 R.LVGSGLHTVEAAGEAR.Q 513 2 *
2617 ENSG00000138080:ENSMUSG00000029163:ENSRNOG00000008246 EMILIN1 gi|5901944|ref|NP_008977.1| gi|5901944|ref|NP_008977.1| elastin microfibril interfacer 1 [Homo sapiens] 4 4 7.3 1016 106695 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007548.00754 2 2.8137 0.0813 2192.53 2191.3 4 44.736843 1 R.FRGLEEGQAQAGQCPSLEGR.L 707 2 *
2617 ENSG00000138080:ENSMUSG00000029163:ENSRNOG00000008246 EMILIN1 gi|5901944|ref|NP_008977.1| gi|5901944|ref|NP_008977.1| elastin microfibril interfacer 1 [Homo sapiens] 4 4 7.3 1016 106695 5.2 HsSD-NE_NT_lymphocytes_Ti_103.013537.013537.2 2 3.1664 0.3564 2427.29 2426.7 1 40.909092 1 R.VLLNDGGYYDPETGVFTAPLAGR.Y 892 2 *
2617 ENSG00000138080:ENSMUSG00000029163:ENSRNOG00000008246 EMILIN1 gi|5901944|ref|NP_008977.1| gi|5901944|ref|NP_008977.1| elastin microfibril interfacer 1 [Homo sapiens] 4 4 7.3 1016 106695 5.2 HsSD-NE_NT_lymphocytes_Ti_104.006859.006859.2 2 3.6054 0.4384 1758.79 1758.8 1 64.28571 1 R.LQQEATEHATESEER.F 692 2 *
2618 ENSG00000110075:ENSMUSG00000024908:ENSRNOG00000015540 SAPS3 gi|13489083|ref|NP_060782.2| gi|13489083|ref|NP_060782.2| "SAPS domain family, member 3 [Homo sapiens] " 2 3 3.8 793 88952 4.6 HsNaOH-NE_NT_lymphocytes_Ti_110.000344.00034 2 3.8668 0.2895 2388.21 2387.8 1 47.5 2 K.LYSFLLNDSPLNPLLASFFSK.V 106 2 *
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2618 ENSG00000110075:ENSMUSG00000024908:ENSRNOG00000015540 SAPS3 gi|13489083|ref|NP_060782.2| gi|13489083|ref|NP_060782.2| "SAPS domain family, member 3 [Homo sapiens] " 2 3 3.8 793 88952 4.6 HsSD-NE_NT_lymphocytes_Ti_111.010903.010903.2 2 2.6837 0.3265 1071.71 1072.2 2 75 1 R.HGYMGHLTR.I 404 2 *
2619 ENSG00000166716:ENSMUSG00000005621:ENSRNOG00000011458 ZNF592 gi|108860697|ref|NP_055445.2| gi|108860697|ref|NP_055445.2| zinc finger protein 592 [Homo sapiens] 1 3 2.1 1267 137528 7.8 HsSD-NE_PHA_lymphocytes_Ti_111.010451.010451 3 5.0087 0.4384 2862.77 2861.1 1 31 2 K.TASSTADHSATQHPTQPHRPSQLIYK.C 838 2 *
2619 ENSG00000166716:ENSMUSG00000005621:ENSRNOG00000011458 ZNF592 gi|108860697|ref|NP_055445.2| gi|108860697|ref|NP_055445.2| zinc finger protein 592 [Homo sapiens] 1 3 2.1 1267 137528 7.8 HsSD-NE_NT_lymphocytes_Ti_115.009734.009734.3 3 4.0276 0.2561 2860.73 2861.1 1 27.000002 1 K.TASSTADHSATQHPTQPHRPSQLIYK.C 838 2 *
2620 ENSG00000114127:ENSMUSG00000032410:ENSRNOG00000010027 XRN1 gi|110624787|ref|NP_001036069.1| gi|110624787|ref|NP_001036069.1|;gi|110624792|ref|NP_061 5'-3' exoribonuclease 1 isoform b [Homo sapiens] 1 3 0.8 1693 192713 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.007592.0075 2 3.6297 0.1987 1466.63 1464.6 1 80.769226 1 K.YLNEAAGVAAEEAR.N 369 2
2620 ENSG00000114127:ENSMUSG00000032410:ENSRNOG00000010027 XRN1 gi|110624787|ref|NP_001036069.1| gi|110624787|ref|NP_001036069.1|;gi|110624792|ref|NP_061 5'-3' exoribonuclease 1 isoform b [Homo sapiens] 1 3 0.8 1693 192713 7.3 HsNaOH-NE_NT_lymphocytes_Ti_104.007457.00745 2 4.1452 0.3443 1465.69 1464.6 1 80.769226 2 K.YLNEAAGVAAEEAR.N 369 2
2621 ENSG00000120733:ENSMUSG00000038773:NA JMJD1B gi|38372909|ref|NP_057688.2| gi|38372909|ref|NP_057688.2| jumonji domain containing 1B [Homo sapiens] 4 4 5.2 1761 191610 7.2 HsSD-NE_PHA_lymphocytes_Ti_104.010059.010059 3 4.6185 0.2625 3434.12 3433.6 1 27.67857 1 R.KVGEEQGQENPPDHDPIHDQSWYLDQTLR.K 1631 2 *
2621 ENSG00000120733:ENSMUSG00000038773:NA JMJD1B gi|38372909|ref|NP_057688.2| gi|38372909|ref|NP_057688.2| jumonji domain containing 1B [Homo sapiens] 4 4 5.2 1761 191610 7.2 HsSD-NE_NT_lymphocytes_Ti_108.014758.014758.3 3 4.3427 0.275 3361.46 3362.8 2 21.666666 1 K.GQSHEPENLMPTQIIPGTALYNIGDMVHAAR.G 1085 2
2621 ENSG00000120733:ENSMUSG00000038773:NA JMJD1B gi|38372909|ref|NP_057688.2| gi|38372909|ref|NP_057688.2| jumonji domain containing 1B [Homo sapiens] 4 4 5.2 1761 191610 7.2 HsSD-NE_NT_lymphocytes_Ti_104.015765.015765.2 2 2.2266 0.1069 1630.79 1630.9 5 42.857143 1 K.LGLGSVVPVEYLLDR.E 129 2 *
2621 ENSG00000120733:ENSMUSG00000038773:NA JMJD1B gi|38372909|ref|NP_057688.2| gi|38372909|ref|NP_057688.2| jumonji domain containing 1B [Homo sapiens] 4 4 5.2 1761 191610 7.2 HsSD-NE_NT_lymphocytes_Ti_111.010447.010447.2 2 4.3816 0.4046 1901.83 1902.1 3 60.000004 1 R.HLSNTHTNHEDKLQVK.N 1722 2
2622 ENSG00000105819:ENSMUSG00000029017:ENSRNOG00000012693 PMPCB gi|94538354|ref|NP_004270.2| gi|94538354|ref|NP_004270.2| mitochondrial processing peptidase beta subunit precursor [Homo 1 2 3.9 489 54366 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.011626.011626 2 2.8344 0.2468 1892.75 1893.2 6 38.88889 1 R.IVLAAAGGVSHDELLDLAK.F 239 2 *
2622 ENSG00000105819:ENSMUSG00000029017:ENSRNOG00000012693 PMPCB gi|94538354|ref|NP_004270.2| gi|94538354|ref|NP_004270.2| mitochondrial processing peptidase beta subunit precursor [Homo 1 2 3.9 489 54366 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_105.010557.0105 2 2.8276 0.2574 1895.09 1893.2 2 52.77778 1 R.IVLAAAGGVSHDELLDLAK.F 239 2 *
2623 ENSG00000080345:ENSMUSG00000036202:ENSRNOG00000006267 RIF1 gi|56676335|ref|NP_060621.3| gi|56676335|ref|NP_060621.3| RAP1 interacting factor 1 [Homo sapiens] 2 3 1.4 2472 274464 5.5 HsSD-NE_PHA_lymphocytes_PK_110.015286.015286 2 3.1976 0.2896 2016.95 2016.3 1 52.941177 2 L.SLEPLEHPLISSPSFFSK.H 456 1 *
2623 ENSG00000080345:ENSMUSG00000036202:ENSRNOG00000006267 RIF1 gi|56676335|ref|NP_060621.3| gi|56676335|ref|NP_060621.3| RAP1 interacting factor 1 [Homo sapiens] 2 3 1.4 2472 274464 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.019125.01912 2 2.3487 0.0821 1911.73 1911.2 1 53.125 1 R.SGSFINSLLQLEELGFR.S 267 2 *
2624 ENSG00000104774:ENSMUSG00000005142:ENSRNOG00000023910 MAN2B1 gi|51873064|ref|NP_000519.2| gi|51873064|ref|NP_000519.2| "mannosidase, alpha, class 2B, member 1 precursor [Homo sapien 2 2 2.8 1011 113744 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009292.0092 2 2.1818 0.2957 1646.67 1644.9 1 53.333336 1 R.HLVLLDTAQAAAAGHR.L 842 2 *
2624 ENSG00000104774:ENSMUSG00000005142:ENSRNOG00000023910 MAN2B1 gi|51873064|ref|NP_000519.2| gi|51873064|ref|NP_000519.2| "mannosidase, alpha, class 2B, member 1 precursor [Homo sapien 2 2 2.8 1011 113744 7.3 HsSD-NE_NT_lymphocytes_Ti_111.012521.012521.2 2 2.4068 0.1588 1424.29 1422.6 3 63.636364 1 R.VAWHIDPFGHSR.E 191 2 *
2625 ENSG00000138750:ENSMUSG00000034826:ENSRNOG00000002247 NUP54 gi|26051237|ref|NP_059122.2| gi|26051237|ref|NP_059122.2| nucleoporin 54kDa [Homo sapiens] 2 2 5.9 507 55436 7 HsSD-NE_PHA_lymphocytes_Ti_103.009174.009174 2 3.6852 0.1258 1959.97 1960.2 1 46.875 1 R.RVPATTLYAHFEQANIK.T 255 2 *
2625 ENSG00000138750:ENSMUSG00000034826:ENSRNOG00000002247 NUP54 gi|26051237|ref|NP_059122.2| gi|26051237|ref|NP_059122.2| nucleoporin 54kDa [Homo sapiens] 2 2 5.9 507 55436 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.008142.0081 2 2.4473 0.191 1530.53 1531.8 1 70.83333 1 K.LVEHGLNETIHIR.G 490 2 *
2626 ENSG00000071073:ENSMUSG00000026110:ENSRNOG00000018276 MGAT4A gi|6912502|ref|NP_036346.1| gi|6912502|ref|NP_036346.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyl 2 2 8 535 61544 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.014441.01444 2 2.6904 0.2383 2151.57 2149.5 1 47.22222 1 R.LSVIQNSAVWAILNEIHIK.K 513 2 *
2626 ENSG00000071073:ENSMUSG00000026110:ENSRNOG00000018276 MGAT4A gi|6912502|ref|NP_036346.1| gi|6912502|ref|NP_036346.1| "mannosyl (alpha-1,3-)-glycoprotein beta-1,4-N-acetylglucosaminyl 2 2 8 535 61544 7.4 HsSD-NE_NT_lymphocytes_Ti_102.015795.015795.2 2 2.3026 0.1194 2651.47 2652 1 30.434782 1 K.EISSGLVEVISPPESYYPDLTNLK.E 199 2 *
2627 ENSG00000075420:ENSMUSG00000039286:ENSRNOG00000024089 FNDC3B gi|27477059|ref|NP_073600.2| gi|27477059|ref|NP_073600.2| fibronectin type III domain containing 3B [Homo sapiens] 2 2 3.4 1204 132900 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009789.0097 2 2.83 0.2046 2326.17 2323.5 1 38.095238 1 R.IQAASEAGEGPFSETYTFSTTK.S 1030 2 *
2627 ENSG00000075420:ENSMUSG00000039286:ENSRNOG00000024089 FNDC3B gi|27477059|ref|NP_073600.2| gi|27477059|ref|NP_073600.2| fibronectin type III domain containing 3B [Homo sapiens] 2 2 3.4 1204 132900 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.009147.00914 2 3.8284 0.3986 2096.29 2096.4 3 41.666664 1 R.VQDILSGIEKPQVSNIQAR.A 272 2
2628 ENSG00000179832:NA:ENSRNOG00000033305 KIAA1833 gi|113420243|ref|XP_937130.2| gi|113420243|ref|XP_937130.2|;gi|150010654|ref|NP_115826 PREDICTED: hypothetical protein LOC377711 isoform 5 [Homo sa 2 2 5 1218 134310 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.020765.02076 3 3.843 0.1844 4065.92 4063.5 1 21.527777 1 K.VCHGDCEDVFLDQVVGGLAPLLLHLQDPQATVASACR.F 1056 2
2628 ENSG00000179832:NA:ENSRNOG00000033305 KIAA1833 gi|113420243|ref|XP_937130.2| gi|113420243|ref|XP_937130.2|;gi|150010654|ref|NP_115826 PREDICTED: hypothetical protein LOC377711 isoform 5 [Homo sa 2 2 5 1218 134310 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011628.0116 3 3.468 0.2557 2629.37 2627 1 30.434782 1 K.DGLVHPDPAILFHTCHSVGQIIAK.R 598 2
2629 ENSG00000146247:ENSMUSG00000032253:ENSRNOG00000008652 PHIP gi|34996489|ref|NP_060404.3| gi|34996489|ref|NP_060404.3| pleckstrin homology domain interacting protein [Homo sapiens] 3 7 3.2 1821 206646 8.8 HsNaOH-NE_NT_lymphocytes_Ti_109.012776.01277 2 2.6989 0.1931 1970.61 1970.2 1 47.058823 2 R.VLFSAGHDGNVIVWDLAR.G 481 2 *
2629 ENSG00000146247:ENSMUSG00000032253:ENSRNOG00000008652 PHIP gi|34996489|ref|NP_060404.3| gi|34996489|ref|NP_060404.3| pleckstrin homology domain interacting protein [Homo sapiens] 3 7 3.2 1821 206646 8.8 HsSD-NE_NT_lymphocytes_Ti_110.014623.014623.2 2 3.9312 0.4047 2918.19 2919.2 1 31.48148 2 R.TCAPLAVLQGHSASITSLQFSPLCSGSK.R 256 2 *
2629 ENSG00000146247:ENSMUSG00000032253:ENSRNOG00000008652 PHIP gi|34996489|ref|NP_060404.3| gi|34996489|ref|NP_060404.3| pleckstrin homology domain interacting protein [Homo sapiens] 3 7 3.2 1821 206646 8.8 HsSD-NE_NT_lymphocytes_Ti_114.010483.010483.2 2 3.1646 0.3034 1613.73 1610.8 1 75 2 R.HLAPDHLLQICHR.L 69 2 *
2629 ENSG00000146247:ENSMUSG00000032253:ENSRNOG00000008652 PHIP gi|34996489|ref|NP_060404.3| gi|34996489|ref|NP_060404.3| pleckstrin homology domain interacting protein [Homo sapiens] 3 7 3.2 1821 206646 8.8 HsSD-NE_NT_lymphocytes_Ti_110.014342.014342.2 2 3.178 0.2458 1972.27 1970.2 1 52.941177 1 R.VLFSAGHDGNVIVWDLAR.G 481 2 *
2630 ENSG00000182134:ENSMUSG00000041912:ENSRNOG00000020860 TDRKH gi|145312270|ref|NP_001077432.1| gi|145312270|ref|NP_001077432.1| tudor and KH domain containing isoform a [Homo sapiens] 2 2 5.3 561 62046 5 HsNaOH-NE_NT_lymphocytes_Ti_107.011782.01178 2 2.9337 0.3239 1461.55 1460.8 7 62.5 1 R.VLLISGFPVQVCK.A 98 2 *
2630 ENSG00000182134:ENSMUSG00000041912:ENSRNOG00000020860 TDRKH gi|145312270|ref|NP_001077432.1| gi|145312270|ref|NP_001077432.1| tudor and KH domain containing isoform a [Homo sapiens] 2 2 5.3 561 62046 5 HsSD-NE_NT_lymphocytes_Ti_104.018956.018956.2 2 4.1302 0.33 1955.21 1955.2 1 56.25 1 R.SDFLSLPFQAIECSLAR.I 407 2
2631 ENSG00000154118:ENSMUSG00000025318:ENSRNOG00000018784 JPH3 gi|21704283|ref|NP_065706.2| gi|21704283|ref|NP_065706.2| junctophilin 3 [Homo sapiens] 2 2 5.1 748 81469 9.4 HsSD-NE_PHA_lymphocytes_PK_109.011440.011440 2 3.2782 0.1587 1944.33 1942.1 1 44.11765 1 K.QKAEIAASRTSHSRAKAE.A 379 1 *
2631 ENSG00000154118:ENSMUSG00000025318:ENSRNOG00000018784 JPH3 gi|21704283|ref|NP_065706.2| gi|21704283|ref|NP_065706.2| junctophilin 3 [Homo sapiens] 2 2 5.1 748 81469 9.4 HsSD-NE_PHA_lymphocytes_Ti_102.016184.016184 2 2.1817 0.0933 2048.13 2048.2 5 39.473686 1 R.SSWGEEQAGGSRGVRSGALR.G 529 2 *
2632 ENSG00000092148:ENSMUSG00000035247:ENSRNOG00000006905 HECTD1 gi|118498337|ref|NP_056197.2| gi|118498337|ref|NP_056197.2| HECT domain containing 1 [Homo sapiens] 2 3 1.5 2610 289383 5.4 HsSD-NE_PHA_lymphocytes_PK_107.012408.012408 2 2.869 0.2989 1545.85 1543.7 1 77.27273 2 L.TWEDFELVNPHR.A 2345 1 *
2632 ENSG00000092148:ENSMUSG00000035247:ENSRNOG00000006905 HECTD1 gi|118498337|ref|NP_056197.2| gi|118498337|ref|NP_056197.2| HECT domain containing 1 [Homo sapiens] 2 3 1.5 2610 289383 5.4 HsSD-NE_NT_lymphocytes_Ti_103.017819.017819.2 2 3.6613 0.271 2912.37 2912.3 2 36 1 K.ILQQIEEPLALASGALPDWCEQLTSK.C 2045 2 *
2633 ENSG00000175931:ENSMUSG00000020802:ENSRNOG00000011007 UBE2O gi|33636750|ref|NP_071349.2| gi|33636750|ref|NP_071349.2| ubiquitin-conjugating enzyme E2O [Homo sapiens] 2 2 4.3 1292 141383 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006644.00664 2 3.3045 0.3554 2307.09 2307.4 1 40.476192 1 R.IGNTEDGAPHKEDEPSVGQVAR.V 662 2 *
2633 ENSG00000175931:ENSMUSG00000020802:ENSRNOG00000011007 UBE2O gi|33636750|ref|NP_071349.2| gi|33636750|ref|NP_071349.2| ubiquitin-conjugating enzyme E2O [Homo sapiens] 2 2 4.3 1292 141383 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.014276.0142 3 3.2135 0.2118 4033.19 4033.5 1 21.969696 1 R.TPYEDGLYLFDIQLPNIYPAVPPHFCYLSQCSGR.L 995 2 *
2634 ENSG00000173230:ENSMUSG00000034243:ENSRNOG00000030314 GOLGB1 gi|148596984|ref|NP_004478.3| gi|148596984|ref|NP_004478.3| "golgi autoantigen, golgin subfamily b, macrogolgin (with transmem 3 3 2.1 3259 376019 5 HsNaOH-NE_NT_lymphocytes_PK_108.005583.0055 2 2.7168 0.3306 1834.25 1834.9 1 64.28571 1 K.LKETAEEEKDDLEER.L 1911 2 *
2634 ENSG00000173230:ENSMUSG00000034243:ENSRNOG00000030314 GOLGB1 gi|148596984|ref|NP_004478.3| gi|148596984|ref|NP_004478.3| "golgi autoantigen, golgin subfamily b, macrogolgin (with transmem 3 3 2.1 3259 376019 5 HsNaOH-NE_NT_lymphocytes_Ti_106.011025.01102 3 4.5805 0.325 3877.31 3876.2 1 22.794117 1 R.LPLQQHETASQTSFPDVYNEGTQAVTEENIASLQK.R 441 2 *
2634 ENSG00000173230:ENSMUSG00000034243:ENSRNOG00000030314 GOLGB1 gi|148596984|ref|NP_004478.3| gi|148596984|ref|NP_004478.3| "golgi autoantigen, golgin subfamily b, macrogolgin (with transmem 3 3 2.1 3259 376019 5 HsNaOH-NE_NT_lymphocytes_Ti_108.013386.01338 2 3.182 0.3202 2450.97 2451.8 1 36.842106 1 K.NLQQQYLQINQEITELHPLK.A 2899 2 *
2635 ENSG00000135763:ENSMUSG00000031976:ENSRNOG00000026853 KIAA0133 gi|7661932|ref|NP_055592.1| gi|7661932|ref|NP_055592.1| hypothetical protein LOC9816 [Homo sapiens] 2 4 2.2 1524 170569 7.3 HsSD-NE_PHA_lymphocytes_PK_112.015490.015490 2 2.6755 0.3161 2181.73 2182.6 1 50 1 L.LTVPLDHLKPLEYGSVFPR.L 1351 1 *
2635 ENSG00000135763:ENSMUSG00000031976:ENSRNOG00000026853 KIAA0133 gi|7661932|ref|NP_055592.1| gi|7661932|ref|NP_055592.1| hypothetical protein LOC9816 [Homo sapiens] 2 4 2.2 1524 170569 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.011817.0118 2 3.4125 0.3757 1705.93 1707 1 73.07692 3 R.LHNVLFSILQCHPK.V 1370 2 *
2636 ENSG00000181192:ENSMUSG00000025815:ENSRNOG00000023587 DHTKD1 gi|38788380|ref|NP_061176.3| gi|38788380|ref|NP_061176.3| dehydrogenase E1 and transketolase domain containing protein 1 2 3 4.2 919 103043 6.9 HsNaOH-NE_NT_lymphocytes_Ti_108.000632.00063 2 4.3144 0.4259 2319.05 2317.7 1 54.761906 1 K.LDWATAEALALGSLLAQGFNVR.L 569 2 *
2636 ENSG00000181192:ENSMUSG00000025815:ENSRNOG00000023587 DHTKD1 gi|38788380|ref|NP_061176.3| gi|38788380|ref|NP_061176.3| dehydrogenase E1 and transketolase domain containing protein 1 2 3 4.2 919 103043 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.016470.01647 2 2.8033 0.1862 2006.39 2003.5 9 40.625 1 R.LNLLTGLLQFPPELMFR.K 227 2 *
2636 ENSG00000181192:ENSMUSG00000025815:ENSRNOG00000023587 DHTKD1 gi|38788380|ref|NP_061176.3| gi|38788380|ref|NP_061176.3| dehydrogenase E1 and transketolase domain containing protein 1 2 3 4.2 919 103043 6.9 HsSD-NE_NT_lymphocytes_Ti_108.000254.000254.2 2 2.6348 0.1534 2004.47 2003.5 2 46.875 1 R.LNLLTGLLQFPPELMFR.K 227 2 *
2637 ENSG00000167202:ENSMUSG00000037410:ENSRNOG00000014543 TBC1D2B gi|40353247|ref|NP_055894.3| gi|40353247|ref|NP_055894.3| "TBC1 domain family, member 2B [Homo sapiens] " 2 2 6.6 788 90733 6.4 HsSD-NE_PHA_lymphocytes_Ti_106.020042.020042 3 3.4655 0.1725 4421.66 4420.9 1 20.27027 1 R.EVIAQLLEDALQVESQEQPEQAFVKPHLVSEYDIYGFR.T 437 2 *
2637 ENSG00000167202:ENSMUSG00000037410:ENSRNOG00000014543 TBC1D2B gi|40353247|ref|NP_055894.3| gi|40353247|ref|NP_055894.3| "TBC1 domain family, member 2B [Homo sapiens] " 2 2 6.6 788 90733 6.4 HsSD-NE_PHA_lymphocytes_PK_105.014102.014102 1 2.8641 0.1826 1553.22 1552.9 6 53.846157 1 W.FLVVFVDSVVSDIL.F 706 0 *
2638 ENSG00000167716:ENSMUSG00000045374:ENSRNOG00000003243 WDR81 gi|116256466|ref|NP_689561.2| gi|116256466|ref|NP_689561.2| WD repeat domain 81 [Homo sapiens] 2 2 6.9 890 95676 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.011186.0111 3 4.908 0.4504 4067.69 4068.4 1 23.75 1 R.IQIPNDSRPENPGPLGPISGVGGGGLGSGSDDNALKQELPR.S 517 2 *
2638 ENSG00000167716:ENSMUSG00000045374:ENSRNOG00000003243 WDR81 gi|116256466|ref|NP_689561.2| gi|116256466|ref|NP_689561.2| WD repeat domain 81 [Homo sapiens] 2 2 6.9 890 95676 5.1 HsSD-NE_PHA_lymphocytes_PK_106.018214.018214 2 2.5958 0.2509 2255.53 2256.5 1 42.105263 1 F.SDGQQRPVDPALLDELQKVF.T 410 0 *
2639 ENSG00000146918:ENSMUSG00000042029:ENSRNOG00000004968 NCAPG2 gi|116812586|ref|NP_060230.5| gi|116812586|ref|NP_060230.5| leucine zipper protein 5 [Homo sapiens] 2 2 3.1 1143 130960 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.017716.0177 2 3.1156 0.3206 1935.31 1936.1 1 59.375 1 K.EASDPFSLNELLDELSR.K 28 2 *
2639 ENSG00000146918:ENSMUSG00000042029:ENSRNOG00000004968 NCAPG2 gi|116812586|ref|NP_060230.5| gi|116812586|ref|NP_060230.5| leucine zipper protein 5 [Homo sapiens] 2 2 3.1 1143 130960 6.9 HsSD-NE_NT_lymphocytes_Ti_110.016639.016639.2 2 2.5794 0.2052 1990.11 1990.4 1 47.22222 1 R.GVLSTLIAGPVVEISHQLR.K 1006 2 *
2640 ENSG00000168438:ENSMUSG00000038446:ENSRNOG00000000581 CDC40 gi|7706657|ref|NP_056975.1| gi|7706657|ref|NP_056975.1| cell division cycle 40 homolog [Homo sapiens] 2 2 7.1 579 65521 7.1 HsSD-NE_PHA_lymphocytes_Ti_110.009512.009512 2 2.6323 0.1421 1841.53 1841.1 8 43.333332 1 R.HLGAVNTIVFVDENRR.F 417 2 *
2640 ENSG00000168438:ENSMUSG00000038446:ENSRNOG00000000581 CDC40 gi|7706657|ref|NP_056975.1| gi|7706657|ref|NP_056975.1| cell division cycle 40 homolog [Homo sapiens] 2 2 7.1 579 65521 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.000506.0005 2 2.4907 0.0896 2930.57 2931.3 9 25 1 K.VPYCVKFNPDEDKQNLFVAGMSDKK.I 375 2 *
2641 ENSG00000007816:NA:NA WDR46 gi|9954875|ref|NP_005443.2| gi|9954875|ref|NP_005443.2| WD repeat domain 46 [Homo sapiens] 2 2 6.2 610 68041 9.7 HsNaOH-NE_NT_lymphocytes_Ti_104.011822.01182 2 2.8675 0.2144 2350.47 2350.5 2 40.476192 1 R.SELLLAEEPGFLEGEDGEDTAK.I 149 2 *
2641 ENSG00000007816:NA:NA WDR46 gi|9954875|ref|NP_005443.2| gi|9954875|ref|NP_005443.2| WD repeat domain 46 [Homo sapiens] 2 2 6.2 610 68041 9.7 HsSD-NE_NT_lymphocytes_Ti_112.012604.012604.2 2 2.5017 0.1655 2066.81 2068.3 1 46.666668 1 R.WLHIYDNQGIELHCIR.R 258 2 *
2642 ENSG00000141556:ENSMUSG00000039230:ENSRNOG00000036658 TBCD gi|41350333|ref|NP_005984.3| gi|41350333|ref|NP_005984.3| beta-tubulin cofactor D [Homo sapiens] 2 2 2.7 1192 132600 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.010027.010027 2 2.0247 0.0909 1188.65 1187.3 1 83.33333 1 R.HLHLISSHSR.Q 713 2 *
2642 ENSG00000141556:ENSMUSG00000039230:ENSRNOG00000036658 TBCD gi|41350333|ref|NP_005984.3| gi|41350333|ref|NP_005984.3| beta-tubulin cofactor D [Homo sapiens] 2 2 2.7 1192 132600 6.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007680.00768 3 3.6846 0.1866 2433.11 2433.7 1 36.904762 1 K.LAAQENRPVTDHLDEQAVQGLK.Q 635 2 *
2643 ENSG00000095564:ENSMUSG00000040565:ENSRNOG00000017938 BTAF1 gi|27477070|ref|NP_003963.1| gi|27477070|ref|NP_003963.1| "BTAF1 RNA polymerase II, B-TFIID transcription factor-associated 2 3 1.9 1849 206886 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_105.015537.0155 2 2.9316 0.1931 2708.53 2709 2 33.333336 1 K.IIQDYYCTLSPLQVQLYEDFAK.S 1516 2 *
2643 ENSG00000095564:ENSMUSG00000040565:ENSRNOG00000017938 BTAF1 gi|27477070|ref|NP_003963.1| gi|27477070|ref|NP_003963.1| "BTAF1 RNA polymerase II, B-TFIID transcription factor-associated 2 3 1.9 1849 206886 6.5 HsSD-NE_NT_lymphocytes_Ti_113.011226.011226.2 2 2.5724 0.1801 1580.05 1579.8 1 66.66667 1 R.VWPFLHHTISSVR.R 522 2 *
2643 ENSG00000095564:ENSMUSG00000040565:ENSRNOG00000017938 BTAF1 gi|27477070|ref|NP_003963.1| gi|27477070|ref|NP_003963.1| "BTAF1 RNA polymerase II, B-TFIID transcription factor-associated 2 3 1.9 1849 206886 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_113.011097.0110 2 2.7976 0.1831 1579.93 1579.8 1 70.83333 1 R.VWPFLHHTISSVR.R 522 2 *
2644 ENSG00000197442:ENSMUSG00000071369:ENSRNOG00000031700 MAP3K5 gi|5174547|ref|NP_005914.1| gi|5174547|ref|NP_005914.1| mitogen-activated protein kinase kinase kinase 5 [Homo sapiens] 2 2 2.8 1374 154536 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011087.01108 2 3.1043 0.1182 1666.87 1664.9 5 61.538464 1 K.RACANDLLVDEFLK.V 926 2 *
2644 ENSG00000197442:ENSMUSG00000071369:ENSRNOG00000031700 MAP3K5 gi|5174547|ref|NP_005914.1| gi|5174547|ref|NP_005914.1| mitogen-activated protein kinase kinase kinase 5 [Homo sapiens] 2 2 2.8 1374 154536 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.021072.0210 2 3.3354 0.2094 2743.17 2740.2 1 39.130436 1 K.GLTELMQPNFELLLGPICLPLVDR.F 233 2 *
2645 ENSG00000105732:ENSMUSG00000045252:NA ZNF574 gi|154744870|ref|NP_073589.4| gi|154744870|ref|NP_073589.4| zinc finger protein 574 [Homo sapiens] 2 2 3.8 896 98900 8.1 HsSD-NE_PHA_lymphocytes_PK_111.015015.015015 2 2.9138 0.1837 1833.87 1834 1 50 1 E.GATVPSAAATTTEVVTEVE.L 192 0 *
2645 ENSG00000105732:ENSMUSG00000045252:NA ZNF574 gi|154744870|ref|NP_073589.4| gi|154744870|ref|NP_073589.4| zinc finger protein 574 [Homo sapiens] 2 2 3.8 896 98900 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007510.0075 2 2.5642 0.1316 1762.55 1761.9 3 50 1 R.LHTGERPFACEVCGK.A 787 2 *
2646 ENSG00000114416:ENSMUSG00000027680:ENSRNOG00000011938 FXR1 gi|61835148|ref|NP_005078.2| gi|61835148|ref|NP_005078.2|;gi|61835164|ref|NP_00101345 fragile X mental retardation-related protein 1 isoform a [Homo sapie 2 2 5.2 621 69721 6.2 HsSD-NE_PHA_lymphocytes_Ti_112.015343.015343 2 2.0293 0.0907 2040.41 2039.3 6 35.294117 1 K.SGVVRVRIEGDNENKLPR.E 311 2
2646 ENSG00000114416:ENSMUSG00000027680:ENSRNOG00000011938 FXR1 gi|61835148|ref|NP_005078.2| gi|61835148|ref|NP_005078.2|;gi|61835164|ref|NP_00101345 fragile X mental retardation-related protein 1 isoform a [Homo sapie 2 2 5.2 621 69721 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.016062.0160 2 3.0394 0.1226 1697.93 1696.9 3 61.538464 1 R.GFLEFVEDFIQVPR.N 277 2
2647 ENSG00000161905:ENSMUSG00000018924:ENSRNOG00000019183 ALOX15 gi|40316937|ref|NP_001131.3| gi|40316937|ref|NP_001131.3| arachidonate 15-lipoxygenase [Homo sapiens] 2 2 5.6 662 74804 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.011085.01108 2 2.8102 0.2332 1811.53 1811 1 64.28571 1 R.SSDFQLHELQSHLLR.G 349 2 *
2647 ENSG00000161905:ENSMUSG00000018924:ENSRNOG00000019183 ALOX15 gi|40316937|ref|NP_001131.3| gi|40316937|ref|NP_001131.3| arachidonate 15-lipoxygenase [Homo sapiens] 2 2 5.6 662 74804 6.6 HsSD-NE_NT_lymphocytes_Ti_107.018584.018584.2 2 3.3741 0.3343 2347.29 2347.8 1 35.714287 1 R.TGSPPPPLFLPTDPPMAWLLAK.C 323 2 *
2648 ENSG00000100523:ENSMUSG00000037697:ENSRNOG00000009481 DDHD1 gi|45120113|ref|NP_085140.1| gi|45120113|ref|NP_085140.1| DDHD domain containing 1 [Homo sapiens] 2 2 5 872 97069 5.7 HsSD-NE_PHA_lymphocytes_Ti_106.008770.008770 2 2.9244 0.1435 1813.97 1814 1 64.28571 1 R.HRYEVVTELGPEEVR.W 155 2 *
2648 ENSG00000100523:ENSMUSG00000037697:ENSRNOG00000009481 DDHD1 gi|45120113|ref|NP_085140.1| gi|45120113|ref|NP_085140.1| DDHD domain containing 1 [Homo sapiens] 2 2 5 872 97069 5.7 HsSD-NE_PHA_lymphocytes_PK_106.020558.020558 3 3.7157 0.1686 3606.71 3606.9 1 26.785713 1 R.GQWFIDGTWQPLEEEESNLIEQEHLNCFR.G 289 2 *
2649 ENSG00000157654:ENSMUSG00000038729:ENSRNOG00000011504 PALM2-AKAP2 gi|22325356|ref|NP_671492.1| gi|22325356|ref|NP_671492.1|;gi|51873058|ref|NP_00100406 PALM2-AKAP2 protein isoform 2 [Homo sapiens] 2 2 6.5 1090 120630 5 HsSD-NE_PHA_lymphocytes_Ti_115.011397.011397 3 3.454 0.1777 4253.42 4253.8 8 16.875 1 R.LFSIKPFYRPLGSVNSDKPLTNPRPPSVGGPPEDSGASAAK.G 580 2
2649 ENSG00000157654:ENSMUSG00000038729:ENSRNOG00000011504 PALM2-AKAP2 gi|22325356|ref|NP_671492.1| gi|22325356|ref|NP_671492.1|;gi|51873058|ref|NP_00100406 PALM2-AKAP2 protein isoform 2 [Homo sapiens] 2 2 6.5 1090 120630 5 HsSD-NE_NT_lymphocytes_Ti_110.009812.009812.3 3 3.3892 0.1768 3097.07 3097.5 1 28.448275 1 K.VKPPPSPTTEGPSLQPDLAPEEAAGTQRPK.N 1004 2
2650 ENSG00000163539:ENSMUSG00000033392:ENSRNOG00000009161 CLASP2 gi|57863301|ref|NP_055912.1| gi|57863301|ref|NP_055912.1| CLIP-associating protein 2 [Homo sapiens] 3 3 3.5 1506 164886 8.2 HsSD-NE_PHA_lymphocytes_Ti_108.007253.007253 2 2.9667 0.3027 1661.81 1659.9 4 53.846157 1 K.TLEAHKDPHKEVVR.S 1360 2 *
2650 ENSG00000163539:ENSMUSG00000033392:ENSRNOG00000009161 CLASP2 gi|57863301|ref|NP_055912.1| gi|57863301|ref|NP_055912.1| CLIP-associating protein 2 [Homo sapiens] 3 3 3.5 1506 164886 8.2 HsNaOH-NE_NT_lymphocytes_Ti_112.015839.01583 2 4.2609 0.3531 2395.05 2392.7 1 52.77778 1 R.SFEFLDLLLQEWQTHSLER.H 465 2 *
2650 ENSG00000163539:ENSMUSG00000033392:ENSRNOG00000009161 CLASP2 gi|57863301|ref|NP_055912.1| gi|57863301|ref|NP_055912.1| CLIP-associating protein 2 [Homo sapiens] 3 3 3.5 1506 164886 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.013644.01364 2 4.5382 0.4033 2116.85 2114.5 1 61.11111 1 K.VLCPIIQTADYPINLAAIK.M 1394 2
2651 ENSG00000133858:ENSMUSG00000034163:ENSRNOG00000004106 CCDC131 gi|87116683|ref|NP_659419.3| gi|87116683|ref|NP_659419.3| proline/serine-rich coiled-coil 2 [Homo sapiens] 2 2 1.8 1989 226354 8.1 HsSD-NE_PHA_lymphocytes_PK_113.013587.013587 2 2.5738 0.1835 2191.91 2190.5 7 32.5 1 L.SLPPPPQVSSLPPLSQPYVEG.L 567 0 *
2651 ENSG00000133858:ENSMUSG00000034163:ENSRNOG00000004106 CCDC131 gi|87116683|ref|NP_659419.3| gi|87116683|ref|NP_659419.3| proline/serine-rich coiled-coil 2 [Homo sapiens] 2 2 1.8 1989 226354 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.012909.01290 2 3.3493 0.2411 1571.55 1568.9 1 76.92308 1 R.YLLNIPGPIDIPSR.L 1716 2 *
2652 ENSG00000197226:ENSMUSG00000036644:ENSRNOG00000003050 TBC1D9B gi|45597175|ref|NP_942568.2| gi|45597175|ref|NP_942568.2|;gi|45597177|ref|NP_055858.2| "TBC1 domain family, member 9B (with GRAM domain) isoform a [ 1 4 1.6 1250 140525 5.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016796.01679 2 3.3813 0.2743 2160.93 2160.4 1 47.368423 1 R.ALLSSSDDPPAEVDIFELLK.V 749 2
2652 ENSG00000197226:ENSMUSG00000036644:ENSRNOG00000003050 TBC1D9B gi|45597175|ref|NP_942568.2| gi|45597175|ref|NP_942568.2|;gi|45597177|ref|NP_055858.2| "TBC1 domain family, member 9B (with GRAM domain) isoform a [ 1 4 1.6 1250 140525 5.3 HsSD-NE_NT_lymphocytes_Ti_103.017914.017914.2 2 4.9042 0.3913 2162.35 2160.4 1 60.526318 3 R.ALLSSSDDPPAEVDIFELLK.V 749 2
2653 ENSG00000040933:ENSMUSG00000026113:ENSRNOG00000017660 INPP4A gi|4504705|ref|NP_001557.1| gi|4504705|ref|NP_001557.1|;gi|4755140|ref|NP_004018.1| "inositol polyphosphate-4-phosphatase, type 1 isoform b [Homo sa 2 3 3.8 954 107297 6.9 HsNaOH-NE_NT_lymphocytes_Ti_114.011394.01139 2 3.1527 0.235 2206.65 2206.5 1 50 1 R.KPNSFVAVSVTTPPQAFWTK.H 63 2
2653 ENSG00000040933:ENSMUSG00000026113:ENSRNOG00000017660 INPP4A gi|4504705|ref|NP_001557.1| gi|4504705|ref|NP_001557.1|;gi|4755140|ref|NP_004018.1| "inositol polyphosphate-4-phosphatase, type 1 isoform b [Homo sa 2 3 3.8 954 107297 6.9 HsSD-NE_NT_lymphocytes_Ti_103.015871.015871.2 2 3.0382 0.3431 1742.59 1744.1 1 56.666668 2 R.MVLPVDESLTEALGIR.S 194 2
2654 ENSG00000056097:ENSMUSG00000022201:ENSRNOG00000011627 ZFR gi|34101286|ref|NP_057191.2| gi|34101286|ref|NP_057191.2| zinc finger RNA binding protein [Homo sapiens] 1 3 1.7 1074 117012 9 HsNaOH-NE_NT_lymphocytes_Ti_108.020805.02080 2 3.0283 0.2639 2135.55 2136.5 4 38.235294 2 R.VPTWSDFPSWAMELLVEK.A 936 2 *
2654 ENSG00000056097:ENSMUSG00000022201:ENSRNOG00000011627 ZFR gi|34101286|ref|NP_057191.2| gi|34101286|ref|NP_057191.2| zinc finger RNA binding protein [Homo sapiens] 1 3 1.7 1074 117012 9 HsSD-NE_NT_lymphocytes_Ti_109.021644.021644.2 2 3.7182 0.3375 2137.87 2136.5 1 55.88235 1 R.VPTWSDFPSWAMELLVEK.A 936 2 *
2655 ENSG00000114316:ENSMUSG00000032612:NA USP4 gi|40795665|ref|NP_003354.2| gi|40795665|ref|NP_003354.2|;gi|40795667|ref|NP_955475.1| "ubiquitin specific protease, proto-oncogene isoform a [Homo sapie 2 3 5 963 108565 5.7 HsNaOH-NE_NT_lymphocytes_Ti_105.016658.01665 2 2.4427 0.2099 1920.45 1919.2 9 41.17647 1 R.VTVPLMGAVSDLCEALSR.L 507 2
2655 ENSG00000114316:ENSMUSG00000032612:NA USP4 gi|40795665|ref|NP_003354.2| gi|40795665|ref|NP_003354.2|;gi|40795667|ref|NP_955475.1| "ubiquitin specific protease, proto-oncogene isoform a [Homo sapie 2 3 5 963 108565 5.7 HsSD-NE_NT_lymphocytes_Ti_107.020336.020336.3 3 4.7872 0.3834 3480.02 3481.8 1 26.724138 1 R.FAPQFSGYQQQDSQELLAFLLDGLHEDLNR.V 382 2
2655 ENSG00000114316:ENSMUSG00000032612:NA USP4 gi|40795665|ref|NP_003354.2| gi|40795665|ref|NP_003354.2|;gi|40795667|ref|NP_955475.1| "ubiquitin specific protease, proto-oncogene isoform a [Homo sapie 2 3 5 963 108565 5.7 HsSD-NE_NT_lymphocytes_Ti_103.017520.017520.2 2 3.6638 0.3677 1921.93 1919.2 1 58.823532 1 R.VTVPLMGAVSDLCEALSR.L 507 2
2656 ENSG00000174953:ENSMUSG00000027770:ENSRNOG00000014599 DHX36 gi|18497286|ref|NP_065916.1| gi|18497286|ref|NP_065916.1| DEAH (Asp-Glu-Ala-His) box polypeptide 36 [Homo sapiens] 2 2 3.3 1008 114776 7.7 HsSD-NE_PHA_lymphocytes_PK_108.001011.00101 2 2.776 0.1946 1971.43 1972.3 1 53.125 1 L.VFLPGWDNISTLHDLLM.S 493 0 *
2656 ENSG00000174953:ENSMUSG00000027770:ENSRNOG00000014599 DHX36 gi|18497286|ref|NP_065916.1| gi|18497286|ref|NP_065916.1| DEAH (Asp-Glu-Ala-His) box polypeptide 36 [Homo sapiens] 2 2 3.3 1008 114776 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_110.010452.0104 2 3.5729 0.2956 1678.67 1676.9 1 66.66667 1 K.GQFAEHLLGAGFVSSR.N 799 2 *
2657 ENSG00000125976:ENSMUSG00000038171:ENSRNOG00000019723 RBM12 gi|23510462|ref|NP_690051.1| gi|23510462|ref|NP_690051.1| RNA binding motif protein 12 [Homo sapiens] 2 3 5.8 932 97396 8.6 HsSD-NE_PHA_lymphocytes_Ti_108.011822.011822 2 3.1235 0.313 1998.77 1996.3 1 44.11765 2 K.KLDIVEDSIYIAYGPNGK.A 452 2 *
2657 ENSG00000125976:ENSMUSG00000038171:ENSRNOG00000019723 RBM12 gi|23510462|ref|NP_690051.1| gi|23510462|ref|NP_690051.1| RNA binding motif protein 12 [Homo sapiens] 2 3 5.8 932 97396 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.021602.0216 3 3.2157 0.2052 3911.51 3909.4 1 22.142857 1 K.MDVLQFLEGIPVDENAVHVLVDNNGQGLGQALVQFK.N 558 2 *
2658 ENSG00000146834:ENSMUSG00000029726:ENSRNOG00000001387 MEPCE gi|47271406|ref|NP_062552.2| gi|47271406|ref|NP_062552.2| "bin3, bicoid-interacting 3 [Homo sapiens] " 2 2 9.9 689 74355 9.6 HsNaOH-NE_NT_lymphocytes_Ti_110.013725.01372 3 3.6156 0.2021 3675.08 3673.1 1 22.65625 1 R.IQLKPEQFSSYLTSPDVGFSSYELVATPHNTSK.G 640 2 *
2658 ENSG00000146834:ENSMUSG00000029726:ENSRNOG00000001387 MEPCE gi|47271406|ref|NP_062552.2| gi|47271406|ref|NP_062552.2| "bin3, bicoid-interacting 3 [Homo sapiens] " 2 2 9.9 689 74355 9.6 HsSD-NE_NT_lymphocytes_Ti_104.000813.000813.3 3 5.3273 0.4097 3866.9 3865.2 1 25.735294 1 R.VNSDCDSVLPSNFLLGGNIFDPLNLNSLLDEEVSR.T 173 2 *
2659 ENSG00000177409:ENSMUSG00000047735:ENSRNOG00000039799 SAMD9L gi|51339291|ref|NP_689916.2| gi|51339291|ref|NP_689916.2| sterile alpha motif domain containing 9-like [Homo sapiens] 2 2 2.3 1584 184531 8 HsNaOH-NE_NT_lymphocytes_Ti_114.011811.01181 2 2.7069 0.26 1455.25 1454.8 2 63.636364 1 R.IIHPLIALYCLK.E 987 2 *
2659 ENSG00000177409:ENSMUSG00000047735:ENSRNOG00000039799 SAMD9L gi|51339291|ref|NP_689916.2| gi|51339291|ref|NP_689916.2| sterile alpha motif domain containing 9-like [Homo sapiens] 2 2 2.3 1584 184531 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013144.0131 2 2.1868 0.0903 2846.01 2843.2 9 30.434782 1 R.YIEHYTLQPETGALNLIDPIHEFK.A 177 2 *
2660 ENSG00000124126:ENSMUSG00000039621:ENSRNOG00000006952 PREX1 gi|34452732|ref|NP_065871.2| gi|34452732|ref|NP_065871.2| PREX1 protein [Homo sapiens] 3 5 3.8 1659 186203 6.4 HsNaOH-NE_NT_lymphocytes_Ti_115.016068.01606 2 2.4381 0.1652 2228.75 2226.5 7 41.666664 1 K.CFLGNEFVAWLLEIGEISK.T 441 2 *
2660 ENSG00000124126:ENSMUSG00000039621:ENSRNOG00000006952 PREX1 gi|34452732|ref|NP_065871.2| gi|34452732|ref|NP_065871.2| PREX1 protein [Homo sapiens] 3 5 3.8 1659 186203 6.4 HsSD-NE_NT_lymphocytes_Ti_102.014291.014291.2 2 4.411 0.381 2051.45 2052.3 1 56.25 3 R.LLILPQEEDYGFDIEEK.N 626 2 *
2660 ENSG00000124126:ENSMUSG00000039621:ENSRNOG00000006952 PREX1 gi|34452732|ref|NP_065871.2| gi|34452732|ref|NP_065871.2| PREX1 protein [Homo sapiens] 3 5 3.8 1659 186203 6.4 HsSD-NE_NT_lymphocytes_Ti_115.011859.011859.2 2 4.5714 0.4698 2770.49 2772.1 1 42.307693 1 K.SFVHPKPGAAGSVGAGLIPISSELCYR.L 1548 2 *
2661 ENSG00000158987:ENSMUSG00000037533:ENSRNOG00000009995 FNIP1 gi|54633319|ref|NP_057424.2| gi|54633319|ref|NP_057424.2| PDZ domain-containing guanine nucleotide exchange factor I [Hom 2 2 3.6 1601 179450 6.4 HsNaOH-NE_NT_lymphocytes_Ti_109.006995.00699 2 2.9962 0.3152 1933.11 1934.1 1 59.375 1 R.HSIQHVPGDIEQTSQEK.G 643 2 *
2661 ENSG00000158987:ENSMUSG00000037533:ENSRNOG00000009995 FNIP1 gi|54633319|ref|NP_057424.2| gi|54633319|ref|NP_057424.2| PDZ domain-containing guanine nucleotide exchange factor I [Hom 2 2 3.6 1601 179450 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.016925.0169 3 3.0359 0.1583 4382.78 4381 1 19.375 1 R.HSLAIMPIPGTLSSSSPDLLQPTTSMLDFSNPSDIPDQVIR.V 714 2 *
2662 ENSG00000049323:ENSMUSG00000001870:ENSRNOG00000033090 LTBP1 gi|46249412|ref|NP_000618.2| gi|46249412|ref|NP_000618.2|;gi|46249414|ref|NP_996826.1| latent transforming growth factor beta binding protein 1 isoform LTB 3 4 4.4 1396 152978 5.1 HsNaOH-NE_NT_lymphocytes_Ti_114.009934.00993 3 4.229 0.1872 2606.63 2606.9 3 31.818182 1 K.TQTIHSTYSHQQVIPHVYPVAAK.T 205 2
2662 ENSG00000049323:ENSMUSG00000001870:ENSRNOG00000033090 LTBP1 gi|46249412|ref|NP_000618.2| gi|46249412|ref|NP_000618.2|;gi|46249414|ref|NP_996826.1| latent transforming growth factor beta binding protein 1 isoform LTB 3 4 4.4 1396 152978 5.1 HsSD-NE_NT_lymphocytes_Ti_111.010850.010850.2 2 2.5284 0.2415 1584.79 1585.8 1 65.38461 1 K.HPPEASVQIHQVSR.I 163 2
2662 ENSG00000049323:ENSMUSG00000001870:ENSRNOG00000033090 LTBP1 gi|46249412|ref|NP_000618.2| gi|46249412|ref|NP_000618.2|;gi|46249414|ref|NP_996826.1| latent transforming growth factor beta binding protein 1 isoform LTB 3 4 4.4 1396 152978 5.1 HsSD-NE_NT_lymphocytes_Ti_114.010415.010415.3 3 3.771 0.2697 2526.95 2526.9 1 34.782608 2 K.ALGTHVIHSTHTLPLTVTSQQGVK.V 126 2
2663 ENSG00000114480:ENSMUSG00000022707:ENSRNOG00000031531 GBE1 gi|119393897|ref|NP_000149.2| gi|119393897|ref|NP_000149.2| "glucan (1,4-alpha-), branching enzyme 1 [Homo sapiens] " 2 2 6.8 702 80474 6.3 HsSD-NE_PHA_lymphocytes_Ti_115.000791.000791 2 2.3339 0.1011 2283.71 2281.6 1 36.842106 1 K.KPRSLRIYESHVGISSHEGK.V 193 2 *
2663 ENSG00000114480:ENSMUSG00000022707:ENSRNOG00000031531 GBE1 gi|119393897|ref|NP_000149.2| gi|119393897|ref|NP_000149.2| "glucan (1,4-alpha-), branching enzyme 1 [Homo sapiens] " 2 2 6.8 702 80474 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.013006.0130 3 3.5407 0.2619 3302 3299.6 2 25 1 R.LDHSTDFFSEAFEHNGRPYSLLVYIPSR.V 663 2 *
2664 ENSG00000187091:ENSMUSG00000010660:ENSRNOG00000032238 PLCD1 gi|90265805|ref|NP_006216.2| gi|90265805|ref|NP_006216.2| "phospholipase C, delta 1 [Homo sapiens] " 1 2 2.1 756 85665 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.011438.01143 2 2.7171 0.2793 1894.49 1892.1 1 50 1 R.TPESQLFSIEDIQEVR.M 61 2 *
2664 ENSG00000187091:ENSMUSG00000010660:ENSRNOG00000032238 PLCD1 gi|90265805|ref|NP_006216.2| gi|90265805|ref|NP_006216.2| "phospholipase C, delta 1 [Homo sapiens] " 1 2 2.1 756 85665 6.7 HsSD-NE_NT_lymphocytes_Ti_104.012908.012908.2 2 2.9175 0.1814 1893.57 1892.1 1 46.666668 1 R.TPESQLFSIEDIQEVR.M 61 2 *
2665 ENSG00000080845:ENSMUSG00000061689:ENSRNOG00000020225 DLGAP4 gi|34335253|ref|NP_055717.2| gi|34335253|ref|NP_055717.2| disks large-associated protein 4 isoform a [Homo sapiens] 2 2 6.5 989 107567 7.3 HsSD-NE_PHA_lymphocytes_PK_108.014271.01427 3 4.062 0.3298 2603.57 2605.9 9 24.038462 1 P.SLEGTAGKVGGNGSKKGGMEDGKGRRA.K 156 0 *
2665 ENSG00000080845:ENSMUSG00000061689:ENSRNOG00000020225 DLGAP4 gi|34335253|ref|NP_055717.2| gi|34335253|ref|NP_055717.2| disks large-associated protein 4 isoform a [Homo sapiens] 2 2 6.5 989 107567 7.3 HsSD-NE_PHA_lymphocytes_Ti_111.001019.001019 3 3.2999 0.0855 4174.31 4172.6 5 19.444445 1 R.GLCEQNLNPDANPRPTAQDLAGFWDLLQLSIEDISMK.F 859 2
2666 ENSG00000204820:NA:NA C12orf51 gi|157885806|ref|NP_001103132.1| gi|157885806|ref|NP_001103132.1| chromosome 12 open reading frame 51 [Homo sapiens] 3 5 1.2 3996 439348 6.2 HsSD-NE_PHA_lymphocytes_PK_108.004143.004143 2 3.4757 0.2291 2237.77 2235.6 1 50 1 K.YILTPSPITYGEEQLLHFL.G 3685 1 *
2666 ENSG00000204820:NA:NA C12orf51 gi|157885806|ref|NP_001103132.1| gi|157885806|ref|NP_001103132.1| chromosome 12 open reading frame 51 [Homo sapiens] 3 5 1.2 3996 439348 6.2 HsSD-NE_NT_lymphocytes_Ti_104.000716.000716.3 3 4.004 0.2994 2908.46 2907.1 1 30.769232 1 R.ATECCGNQAAGNDALQDVLSLLNDLSR.S 1367 2 *
2666 ENSG00000204820:NA:NA C12orf51 gi|157885806|ref|NP_001103132.1| gi|157885806|ref|NP_001103132.1| chromosome 12 open reading frame 51 [Homo sapiens] 3 5 1.2 3996 439348 6.2 HsSD-NE_NT_lymphocytes_Ti_105.000926.000926.2 2 4.4658 0.3586 2908.91 2907.1 1 44.230766 3 R.ATECCGNQAAGNDALQDVLSLLNDLSR.S 1367 2 *
2667 ENSG00000108094:ENSMUSG00000024231:ENSRNOG00000015292 CUL2 gi|19482174|ref|NP_003582.2| gi|19482174|ref|NP_003582.2| cullin 2 [Homo sapiens] 2 2 4.7 745 86983 6.9 HsSD-NE_PHA_lymphocytes_Ti_103.009651.009651 2 4.1012 0.4292 1872.45 1870.2 1 60.000004 1 K.VIHGVINSFVHVEQYK.K 180 2 *
2667 ENSG00000108094:ENSMUSG00000024231:ENSRNOG00000015292 CUL2 gi|19482174|ref|NP_003582.2| gi|19482174|ref|NP_003582.2| cullin 2 [Homo sapiens] 2 2 4.7 745 86983 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_105.014555.0145 2 2.7862 0.1747 2394.15 2392.6 5 36.11111 1 K.FYQEIFESPFLTETGEYYK.Q 202 2 *
2668 ENSG00000213983:ENSMUSG00000040701:ENSRNOG00000025619 AP1G2 gi|18104996|ref|NP_536806.1| gi|18104996|ref|NP_536806.1| "adaptor-related protein complex 1, gamma 2 subunit [Homo sapie 2 2 5.5 785 87117 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.011884.01188 3 3.7451 0.2231 2319.86 2321.7 1 34.210526 1 R.KVPELSSVFLPPCAQLLHER.H 168 2 *
2668 ENSG00000213983:ENSMUSG00000040701:ENSRNOG00000025619 AP1G2 gi|18104996|ref|NP_536806.1| gi|18104996|ref|NP_536806.1| "adaptor-related protein complex 1, gamma 2 subunit [Homo sapie 2 2 5.5 785 87117 6.6 HsSD-NE_NT_lymphocytes_Ti_104.015116.015116.2 2 3.6991 0.2844 2445.47 2442.7 1 36.363636 1 R.DDAVANLTQLIGGAQELHAYSVR.R 436 2 *
2669 ENSG00000155506:ENSMUSG00000037331:ENSRNOG00000031544 LARP1 gi|39725634|ref|NP_056130.2| gi|39725634|ref|NP_056130.2|;gi|61102725|ref|NP_291029.2| la related protein isoform 1 [Homo sapiens] 2 2 2.8 1019 116465 9.1 HsSD-NE_PHA_lymphocytes_Ti_106.020332.020332 2 2.8917 0.239 1707.63 1705 3 46.666668 1 R.VQALTTDISLIFAALK.D 370 2
2669 ENSG00000155506:ENSMUSG00000037331:ENSRNOG00000031544 LARP1 gi|39725634|ref|NP_056130.2| gi|39725634|ref|NP_056130.2|;gi|61102725|ref|NP_291029.2| la related protein isoform 1 [Homo sapiens] 2 2 2.8 1019 116465 9.1 HsSD-NE_PHA_lymphocytes_PK_107.010902.010902 2 2.7948 0.1794 1608.53 1607.8 1 66.66667 1 Y.SVDQELLKDYIKR.Q 320 1
2670 ENSG00000104880:ENSMUSG00000004568:ENSRNOG00000028090 LOC100134192 gi|169213714|ref|XP_001719320.1| gi|169213714|ref|XP_001719320.1|;gi|41327769|ref|NP_0561 PREDICTED: similar to hCG22253 [Homo sapiens] 2 2 3.6 796 89396 6.7 HsNaOH-NE_NT_lymphocytes_Ti_115.010497.01049 3 4.6443 0.2286 2881.73 2882.2 1 31.25 1 R.HSPAPPPDPGFPAPSPPPADSPSEGFSLK.A 733 2
2670 ENSG00000104880:ENSMUSG00000004568:ENSRNOG00000028090 LOC100134192 gi|169213714|ref|XP_001719320.1| gi|169213714|ref|XP_001719320.1|;gi|41327769|ref|NP_0561 PREDICTED: similar to hCG22253 [Homo sapiens] 2 2 3.6 796 89396 6.7 HsSD-NE_NT_lymphocytes_Ti_110.011621.011621.2 2 2.3405 0.2034 2881.03 2882.2 8 26.785713 1 R.HSPAPPPDPGFPAPSPPPADSPSEGFSLK.A 733 2
2671 ENSG00000159842:ENSMUSG00000017631:ENSRNOG00000022216 ABR gi|38679954|ref|NP_001083.2| gi|38679954|ref|NP_001083.2|;gi|38679957|ref|NP_068781.2| active breakpoint cluster region-related protein isoform b [Homo sa 2 2 2.8 822 93707 6.4 HsNaOH-NE_NT_lymphocytes_Ti_114.012296.01229 3 3.2947 0.3084 2529.44 2527.9 1 37.5 1 K.MSLHNLATVFGPTLLRPSEVESK.A 754 2
2671 ENSG00000159842:ENSMUSG00000017631:ENSRNOG00000022216 ABR gi|38679954|ref|NP_001083.2| gi|38679954|ref|NP_001083.2|;gi|38679957|ref|NP_068781.2| active breakpoint cluster region-related protein isoform b [Homo sa 2 2 2.8 822 93707 6.4 HsSD-NE_NT_lymphocytes_Ti_112.013622.013622.2 2 4.0506 0.3351 2527.21 2527.9 1 38.636364 1 K.MSLHNLATVFGPTLLRPSEVESK.A 754 2
2672 ENSG00000133056:ENSMUSG00000026447:ENSRNOG00000029938 PIK3C2B gi|15451926|ref|NP_002637.2| gi|15451926|ref|NP_002637.2| "phosphoinositide-3-kinase, class 2, beta polypeptide [Homo sapie 3 3 4.3 1634 184825 7.2 HsSD-NE_PHA_lymphocytes_PK_107.021127.021127 2 2.5535 0.1594 2781.85 2783.2 3 28.260868 1 N.REKVVEALTAAILDLVELYCNTFN.A 582 0 *
2672 ENSG00000133056:ENSMUSG00000026447:ENSRNOG00000029938 PIK3C2B gi|15451926|ref|NP_002637.2| gi|15451926|ref|NP_002637.2| "phosphoinositide-3-kinase, class 2, beta polypeptide [Homo sapie 3 3 4.3 1634 184825 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.015484.0154 3 3.8731 0.1042 3869.33 3869.4 4 20.3125 1 R.YYCHSEVSSLPLVLASAPSWEWACLPDIYVLLK.Q 844 2 *
2672 ENSG00000133056:ENSMUSG00000026447:ENSRNOG00000029938 PIK3C2B gi|15451926|ref|NP_002637.2| gi|15451926|ref|NP_002637.2| "phosphoinositide-3-kinase, class 2, beta polypeptide [Homo sapie 3 3 4.3 1634 184825 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.011495.0114 2 2.0682 0.1106 1585.59 1585.8 1 57.692307 1 R.LLFPSSHLPSFPSR.F 1418 2 *
2673 ENSG00000064932:ENSMUSG00000035673:ENSRNOG00000013987 SBNO2 gi|154355002|ref|NP_055778.2| gi|154355002|ref|NP_055778.2|;gi|154355004|ref|NP_001093 strawberry notch homolog 2 isoform 1 [Homo sapiens] 2 2 2 1366 150274 6.5 HsSD-NE_PHA_lymphocytes_Ti_108.008217.008217 3 3.2571 0.1462 1581.47 1581.8 2 48.076923 1 K.RLESLGALTHGDRR.A 872 2
2673 ENSG00000064932:ENSMUSG00000035673:ENSRNOG00000013987 SBNO2 gi|154355002|ref|NP_055778.2| gi|154355002|ref|NP_055778.2|;gi|154355004|ref|NP_001093 strawberry notch homolog 2 isoform 1 [Homo sapiens] 2 2 2 1366 150274 6.5 HsSD-NE_NT_lymphocytes_Ti_103.008858.008858.2 2 3.253 0.1663 1389.57 1390.5 1 75 1 K.CVVIGLQSTGEAR.T 569 2
2674 ENSG00000156983:ENSMUSG00000001632:ENSRNOG00000008142 BRPF1 gi|51173720|ref|NP_001003694.1| gi|51173720|ref|NP_001003694.1|;gi|51173722|ref|NP_00462 bromodomain and PHD finger-containing protein 1 isoform 1 [Homo 2 3 3 1220 138185 7.7 HsNaOH-NE_NT_lymphocytes_Ti_112.010107.01010 2 2.6976 0.0861 1572.57 1571.8 1 64.28571 1 R.AAAPVVSVPCIPPHR.L 506 2
2674 ENSG00000156983:ENSMUSG00000001632:ENSRNOG00000008142 BRPF1 gi|51173720|ref|NP_001003694.1| gi|51173720|ref|NP_001003694.1|;gi|51173722|ref|NP_00462 bromodomain and PHD finger-containing protein 1 isoform 1 [Homo 2 3 3 1220 138185 7.7 HsSD-NE_NT_lymphocytes_Ti_104.019371.019371.2 2 5.1444 0.5065 2387.83 2388.6 1 59.523808 2 R.GAGWLSEDEDSPLDALDLVWAK.C 1077 2
2675 ENSG00000178921:ENSMUSG00000020899:ENSRNOG00000005193 PFAS gi|31657129|ref|NP_036525.1| gi|31657129|ref|NP_036525.1| phosphoribosylformylglycinamidine synthase [Homo sapiens] 2 3 1.9 1338 144734 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.018824.01882 2 3.1673 0.2587 1921.41 1920.3 1 66.66667 2 K.LMWLFGCPLLLDDVAR.E 60 2 *
2675 ENSG00000178921:ENSMUSG00000020899:ENSRNOG00000005193 PFAS gi|31657129|ref|NP_036525.1| gi|31657129|ref|NP_036525.1| phosphoribosylformylglycinamidine synthase [Homo sapiens] 2 3 1.9 1338 144734 5.8 HsSD-NE_NT_lymphocytes_Ti_112.010874.010874.2 2 2.82 0.2755 1188.77 1187.4 1 88.88889 1 R.HLAVMPHPER.A 1291 2 *
2676 ENSG00000169180:ENSMUSG00000000131:ENSRNOG00000016722 XPO6 gi|46049063|ref|NP_055986.1| gi|46049063|ref|NP_055986.1| exportin 6 [Homo sapiens] 2 2 3.6 1125 128883 6.4 HsSD-NE_PHA_lymphocytes_Ti_108.020904.020904 2 2.4323 0.2166 2539.59 2539.9 2 29.545454 1 K.LIIHQTLSVLEDIVENISGESTK.S 783 2 *
2676 ENSG00000169180:ENSMUSG00000000131:ENSRNOG00000016722 XPO6 gi|46049063|ref|NP_055986.1| gi|46049063|ref|NP_055986.1| exportin 6 [Homo sapiens] 2 2 3.6 1125 128883 6.4 HsSD-NE_PHA_lymphocytes_PK_112.014345.014345 2 2.9222 0.2059 1843.03 1841.2 2 59.375 1 L.ATTVRPVFLISIPAVQK.V 685 1 *
2677 ENSG00000204248:ENSMUSG00000024330:ENSRNOG00000000463 COL11A2 gi|111118968|ref|NP_542410.2| gi|111118968|ref|NP_542410.2|;gi|111118970|ref|NP_542411 "collagen, type XI, alpha 2 isoform 3 preproprotein [Homo sapiens] " 2 2 2.9 1629 159879 8.5 HsSD-NE_PHA_lymphocytes_Ti_111.014741.014741 2 2.1247 0.1319 1622.07 1620.7 1 47.058823 1 K.GNEGPSGPPGPAGSPGER.G 896 2
2677 ENSG00000204248:ENSMUSG00000024330:ENSRNOG00000000463 COL11A2 gi|111118968|ref|NP_542410.2| gi|111118968|ref|NP_542410.2|;gi|111118970|ref|NP_542411 "collagen, type XI, alpha 2 isoform 3 preproprotein [Homo sapiens] " 2 2 2.9 1629 159879 8.5 HsNaOH-NE_NT_lymphocytes_Ti_105.020093.02009 2 2.3429 0.193 2834.37 2836.1 3 26.785713 1 K.GDIGVKGDRGEVGVPGSRGEDGPEGPKGR.T 641 2
2678 ENSG00000177103:ENSMUSG00000032087:NA DSCAML1 gi|21359935|ref|NP_065744.2| gi|21359935|ref|NP_065744.2| Down syndrome cell adhesion molecule like 1 [Homo sapiens] 1 3 0.8 2113 230632 8.3 HsSD-NE_PHA_lymphocytes_Ti_105.018092.018092 2 2.907 0.0968 1824.65 1825 1 46.875 2 R.YAIATKDNGDEVVSTLK.L 897 2 *
2678 ENSG00000177103:ENSMUSG00000032087:NA DSCAML1 gi|21359935|ref|NP_065744.2| gi|21359935|ref|NP_065744.2| Down syndrome cell adhesion molecule like 1 [Homo sapiens] 1 3 0.8 2113 230632 8.3 HsSD-NE_NT_lymphocytes_Ti_110.018114.018114.2 2 2.627 0.1007 1825.99 1825 7 43.75 1 R.YAIATKDNGDEVVSTLK.L 897 2 *
2679 ENSG00000061987:ENSMUSG00000034602:ENSRNOG00000004185 MON2 gi|114326552|ref|NP_055841.2| gi|114326552|ref|NP_055841.2| MON2 homolog [Homo sapiens] 2 2 2.5 1717 190357 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008081.0080 2 2.9495 0.2006 1976.61 1976.2 6 50 1 R.HRDIIEQPVLVQGNSNR.R 187 2 *
2679 ENSG00000061987:ENSMUSG00000034602:ENSRNOG00000004185 MON2 gi|114326552|ref|NP_055841.2| gi|114326552|ref|NP_055841.2| MON2 homolog [Homo sapiens] 2 2 2.5 1717 190357 6.1 HsSD-NE_NT_lymphocytes_Ti_104.000658.000658.2 2 3.7431 0.3929 2686.11 2686.1 1 40 1 R.AVEGPSTVLTTAVMTDLPVISNILSR.L 727 2 *
2680 ENSG00000107290:ENSMUSG00000043535:ENSRNOG00000013491 SETX gi|113722133|ref|NP_055861.3| gi|113722133|ref|NP_055861.3| senataxin [Homo sapiens] 2 2 1.2 2677 302879 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.019564.01956 2 2.7098 0.1373 2306.85 2305.6 1 44.11765 1 K.VDRDDYYDLQEVLLCLFK.V 181 2 *
2680 ENSG00000107290:ENSMUSG00000043535:ENSRNOG00000013491 SETX gi|113722133|ref|NP_055861.3| gi|113722133|ref|NP_055861.3| senataxin [Homo sapiens] 2 2 1.2 2677 302879 7.2 HsSD-NE_PHA_lymphocytes_PK_103.003675.003675 1 1.9283 0.1725 1585.03 1582.8 7 46.153847 1 G.DPTARHIEMAALKE.G 1469 0 *
2681 ENSG00000125107:ENSMUSG00000036550:ENSRNOG00000012271 CNOT1 gi|42716275|ref|NP_057368.3| gi|42716275|ref|NP_057368.3|;gi|46275837|ref|NP_996882.1| "CCR4-NOT transcription complex, subunit 1 isoform a [Homo sapi 2 3 2.1 2376 266937 7.1 HsSD-NE_PHA_lymphocytes_Ti_111.014742.014742 3 5.1082 0.3924 4073.69 4074.5 1 22.794117 2 K.HAEGQLSFIQHSLINPEIFCFADYPCHTVATDILK.A 401 2
2681 ENSG00000125107:ENSMUSG00000036550:ENSRNOG00000012271 CNOT1 gi|42716275|ref|NP_057368.3| gi|42716275|ref|NP_057368.3|;gi|46275837|ref|NP_996882.1| "CCR4-NOT transcription complex, subunit 1 isoform a [Homo sapi 2 3 2.1 2376 266937 7.1 HsSD-NE_NT_lymphocytes_Ti_112.011755.011755.2 2 2.2344 0.1571 1539.71 1537.8 5 50 1 K.SLKPAPHLFAQLSK.V 104 2
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2682 ENSG00000168071:ENSMUSG00000047810:ENSRNOG00000024931 CCDC88B gi|88196790|ref|NP_115627.5| gi|88196790|ref|NP_115627.5| coiled-coil domain containing 88 [Homo sapiens] 2 2 3 1476 164764 5.1 HsSD-NE_PHA_lymphocytes_PK_114.016182.016182 2 2.5201 0.1664 2684.03 2686.9 3 29.166666 1 R.LREAVEAAGQELESASQEREALVEA.L 793 1 *
2682 ENSG00000168071:ENSMUSG00000047810:ENSRNOG00000024931 CCDC88B gi|88196790|ref|NP_115627.5| gi|88196790|ref|NP_115627.5| coiled-coil domain containing 88 [Homo sapiens] 2 2 3 1476 164764 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.013745.0137 2 3.0619 0.1421 2086.75 2085.3 1 52.77778 1 K.AELLLDSQAEVQGLEAEIR.R 278 2 *
2683 ENSG00000151503:ENSMUSG00000035024:ENSRNOG00000008932 NCAPD3 gi|45356151|ref|NP_056076.1| gi|45356151|ref|NP_056076.1| "non-SMC condensin II complex, subunit D3 [Homo sapiens] " 2 2 2 1498 168890 7.5 HsSD-NE_PHA_lymphocytes_PK_111.012593.012593 2 3.0347 0.2766 1744.09 1742 1 50 1 N.SPTFSVIESHPGTLLR.N 490 1 *
2683 ENSG00000151503:ENSMUSG00000035024:ENSRNOG00000008932 NCAPD3 gi|45356151|ref|NP_056076.1| gi|45356151|ref|NP_056076.1| "non-SMC condensin II complex, subunit D3 [Homo sapiens] " 2 2 2 1498 168890 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.021033.0210 2 2.8241 0.1655 1629.97 1628 1 69.230774 1 R.NFIENIIPIIISLK.T 1196 2 *
2684 ENSG00000160299:ENSMUSG00000001151:ENSRNOG00000001276 PCNT gi|81295809|ref|NP_006022.3| gi|81295809|ref|NP_006022.3| pericentrin [Homo sapiens] 1 4 1.1 3336 378039 5.6 HsSD-NE_PHA_lymphocytes_Ti_106.010816.010816 3 5.4751 0.3617 4084.85 4086.5 1 26.35135 2 R.DESHQILALSEGLAPPSGEPHPPRKEDEIQDISLHGGK.T 2401 2 *
2684 ENSG00000160299:ENSMUSG00000001151:ENSRNOG00000001276 PCNT gi|81295809|ref|NP_006022.3| gi|81295809|ref|NP_006022.3| pericentrin [Homo sapiens] 1 4 1.1 3336 378039 5.6 HsSD-NE_NT_lymphocytes_Ti_109.011860.011860.3 3 4.0295 0.1751 4085.9 4086.5 1 19.594595 2 R.DESHQILALSEGLAPPSGEPHPPRKEDEIQDISLHGGK.T 2401 2 *
2685 ENSG00000007202:ENSMUSG00000010277:ENSRNOG00000011887 KIAA0100 gi|57242774|ref|NP_055495.2| gi|57242774|ref|NP_055495.2| hypothetical protein LOC9703 [Homo sapiens] 2 2 1.8 2235 253698 7.1 HsNaOH-NE_NT_lymphocytes_Ti_109.014252.01425 2 2.3099 0.197 2702.01 2701.9 3 33.333336 1 R.HGGSLQAYCPELAAGFDGNSIFNFK.E 762 2 *
2685 ENSG00000007202:ENSMUSG00000010277:ENSRNOG00000011887 KIAA0100 gi|57242774|ref|NP_055495.2| gi|57242774|ref|NP_055495.2| hypothetical protein LOC9703 [Homo sapiens] 2 2 1.8 2235 253698 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.011087.0110 3 3.0564 0.1226 2057 2057.4 1 43.333332 1 K.LLQFLYHRDEDQLPLR.S 305 2 *
2686 ENSG00000104517:ENSMUSG00000037487:ENSRNOG00000006816 LOC730429 gi|113420453|ref|XP_001125699.1| gi|113420453|ref|XP_001125699.1|;gi|15147337|ref|NP_0569 "PREDICTED: similar to E3 ubiquitin protein ligase, HECT domain 3 3 2.9 2796 309192 6.1 HsSD-NE_NT_lymphocytes_Ti_102.016426.016426.2 2 3.332 0.0988 2962.63 2960.2 1 30.645163 1 R.SGTISTSAAAAAAALEASNASSYLTSASSLAR.A 1753 2
2686 ENSG00000104517:ENSMUSG00000037487:ENSRNOG00000006816 LOC730429 gi|113420453|ref|XP_001125699.1| gi|113420453|ref|XP_001125699.1|;gi|15147337|ref|NP_0569 "PREDICTED: similar to E3 ubiquitin protein ligase, HECT domain 3 3 2.9 2796 309192 6.1 HsSD-NE_NT_lymphocytes_Ti_103.017894.017894.2 2 2.8886 0.1364 2425.87 2425.8 2 34.090908 1 R.VFMEDVGAEPGSILTELGGFEVK.E 2197 2
2686 ENSG00000104517:ENSMUSG00000037487:ENSRNOG00000006816 LOC730429 gi|113420453|ref|XP_001125699.1| gi|113420453|ref|XP_001125699.1|;gi|15147337|ref|NP_0569 "PREDICTED: similar to E3 ubiquitin protein ligase, HECT domain 3 3 2.9 2796 309192 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.009615.0096 3 4.7442 0.418 2613.53 2613.8 3 30.000002 1 R.YGSALASAGDPGHPNHPLHASQNSAR.R 1853 2
2687 ENSG00000198554:ENSMUSG00000037572:ENSRNOG00000011167 WDHD1 gi|56550086|ref|NP_001008397.1| gi|56550086|ref|NP_001008397.1|;gi|5901892|ref|NP_009017 WD repeat and HMG-box DNA binding protein 1 isoform 2 [Homo s 2 2 3.3 1006 112704 5.7 HsSD-NE_PHA_lymphocytes_Ti_101.010344.010344 2 2.963 0.1912 1482.73 1483.7 1 61.538464 1 R.GHDAPVLSLSFDPK.D 11 2
2687 ENSG00000198554:ENSMUSG00000037572:ENSRNOG00000011167 WDHD1 gi|56550086|ref|NP_001008397.1| gi|56550086|ref|NP_001008397.1|;gi|5901892|ref|NP_009017 WD repeat and HMG-box DNA binding protein 1 isoform 2 [Homo s 2 2 3.3 1006 112704 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.013379.0133 2 3.0167 0.1392 2010.63 2008.2 7 38.88889 1 R.GTGFDGDQCLGVQLLELGK.K 467 2
2688 ENSG00000169851:NA:NA PCDH7 gi|14589931|ref|NP_002580.2| gi|14589931|ref|NP_002580.2|;gi|14589933|ref|NP_115832.1| protocadherin 7 isoform a precursor [Homo sapiens] 2 2 4.1 1069 116071 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007064.00706 2 2.8997 0.1044 1500.47 1501.6 2 56.666668 1 R.RLDASEGGGGTNPGGR.S 225 2
2688 ENSG00000169851:NA:NA PCDH7 gi|14589931|ref|NP_002580.2| gi|14589931|ref|NP_002580.2|;gi|14589933|ref|NP_115832.1| protocadherin 7 isoform a precursor [Homo sapiens] 2 2 4.1 1069 116071 5.2 HsSD-NE_NT_lymphocytes_Ti_103.002529.002529.2 2 2.5857 0.1016 2531.75 2533.6 1 33.92857 1 R.RAGAADSAPYPGGGGNGASGGGSGGSKRR.L 197 2
2689 ENSG00000064607:ENSMUSG00000036054:ENSRNOG00000020269 SFRS14 gi|62859987|ref|NP_001017392.1| gi|62859987|ref|NP_001017392.1| "splicing factor, arginine/serine-rich 14 [Homo sapiens] " 1 2 2.6 1082 120237 7.3 HsNaOH-NE_NT_lymphocytes_Ti_105.016804.01680 2 2.7615 0.2272 2977.59 2977.3 9 27.777779 1 K.ILEAVGLQDIAPSPAAFPNFEDSTLFGR.E 498 2 *
2689 ENSG00000064607:ENSMUSG00000036054:ENSRNOG00000020269 SFRS14 gi|62859987|ref|NP_001017392.1| gi|62859987|ref|NP_001017392.1| "splicing factor, arginine/serine-rich 14 [Homo sapiens] " 1 2 2.6 1082 120237 7.3 HsSD-NE_NT_lymphocytes_Ti_104.018178.018178.2 2 5.0744 0.3865 2978.61 2977.3 1 37.037037 1 K.ILEAVGLQDIAPSPAAFPNFEDSTLFGR.E 498 2 *
2690 ENSG00000204469:ENSMUSG00000024393:ENSRNOG00000000852 BAT2 gi|149158690|ref|NP_542417.2| gi|149158690|ref|NP_542417.2| HLA-B associated transcript-2 [Homo sapiens] 2 2 1.3 2157 228861 9.5 HsSD-NE_PHA_lymphocytes_Ti_105.009152.009152 2 3.4201 0.1637 1987.95 1990.2 1 61.538464 1 R.RREEEERRMQEERR.A 470 2 *
2690 ENSG00000204469:ENSMUSG00000024393:ENSRNOG00000000852 BAT2 gi|149158690|ref|NP_542417.2| gi|149158690|ref|NP_542417.2| HLA-B associated transcript-2 [Homo sapiens] 2 2 1.3 2157 228861 9.5 HsNaOH-NE_NT_lymphocytes_Ti_112.008609.00860 2 2.634 0.1854 1272.09 1272.4 5 57.692307 1 R.GGGTGGPNHPPAPR.G 1067 2 *
2691 ENSG00000156304:ENSMUSG00000022983:ENSRNOG00000002104 SFRS15 gi|40789229|ref|NP_065757.1| gi|40789229|ref|NP_065757.1| "splicing factor, arginine/serine-rich 15 [Homo sapiens] " 2 2 4.2 1147 125869 9.6 HsNaOH-NE_NT_lymphocytes_Ti_111.001626.00162 2 2.6028 0.145 2090.41 2088.3 8 31.818182 1 R.PGGMPGLGGPGPGPGGPEDRDGR.Q 918 2 *
2691 ENSG00000156304:ENSMUSG00000022983:ENSRNOG00000002104 SFRS15 gi|40789229|ref|NP_065757.1| gi|40789229|ref|NP_065757.1| "splicing factor, arginine/serine-rich 15 [Homo sapiens] " 2 2 4.2 1147 125869 9.6 HsSD-NE_NT_lymphocytes_Ti_105.017682.017682.2 2 3.2614 0.1029 2787.99 2787.2 1 35.416664 1 R.TTQQDVASLLEEFGPIESINMIPPR.G 519 2 *
2692 ENSG00000173120:ENSMUSG00000054611:ENSRNOG00000019145 FBXL11 gi|16306580|ref|NP_036440.1| gi|16306580|ref|NP_036440.1| F-box and leucine-rich repeat protein 11 [Homo sapiens] 2 2 5.2 1162 132793 7.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007299.00729 3 5.1603 0.3341 3696.86 3695.5 1 24.242424 1 R.TPQRGDEEGLGGEEEEEEEEEEEDDSAEEGGAAR.L 844 2 *
2692 ENSG00000173120:ENSMUSG00000054611:ENSRNOG00000019145 FBXL11 gi|16306580|ref|NP_036440.1| gi|16306580|ref|NP_036440.1| F-box and leucine-rich repeat protein 11 [Homo sapiens] 2 2 5.2 1162 132793 7.6 HsSD-NE_NT_lymphocytes_Ti_110.013205.013205.3 3 3.0439 0.2248 3009.23 3010.4 1 27.884615 1 R.SCDEPLTPPPHSPTSMLQLIHDPVSPR.G 707 2 *
2693 ENSG00000150347:ENSMUSG00000019947:ENSRNOG00000000635 ARID5B gi|74136549|ref|NP_115575.1| gi|74136549|ref|NP_115575.1| AT rich interactive domain 5B (MRF1-like) [Homo sapiens] 1 2 1.3 1188 132375 8.7 HsSD-NE_PHA_lymphocytes_Ti_109.008162.008162 2 3.3705 0.3121 1863.81 1865.2 1 66.66667 1 R.FIKGEEDKPLPPIKPR.K 408 2 *
2693 ENSG00000150347:ENSMUSG00000019947:ENSRNOG00000000635 ARID5B gi|74136549|ref|NP_115575.1| gi|74136549|ref|NP_115575.1| AT rich interactive domain 5B (MRF1-like) [Homo sapiens] 1 2 1.3 1188 132375 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.009792.0097 2 3.3666 0.3376 1866.55 1865.2 1 53.333336 1 R.FIKGEEDKPLPPIKPR.K 408 2 *
2694 ENSG00000136531:ENSMUSG00000075318:ENSRNOG00000005018 SCN2A gi|93141212|ref|NP_001035232.1| gi|93141212|ref|NP_001035232.1|;gi|93141214|ref|NP_00103 "sodium channel, voltage-gated, type II, alpha isoform 1 [Homo sap 2 2 1.5 2005 227973 5.7 HsSD-NE_PHA_lymphocytes_PK_109.020922.020922 2 2.8386 0.1512 1713.75 1710.9 1 61.538464 1 E.KYVVDESDYMSFIN.N 1084 0
2694 ENSG00000136531:ENSMUSG00000075318:ENSRNOG00000005018 SCN2A gi|93141212|ref|NP_001035232.1| gi|93141212|ref|NP_001035232.1|;gi|93141214|ref|NP_00103 "sodium channel, voltage-gated, type II, alpha isoform 1 [Homo sap 2 2 1.5 2005 227973 5.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.002228.0022 2 2.1883 0.1123 1953.39 1953.2 3 43.333332 1 K.FEKDKSEKEDKGKDIR.E 1986 2
2695 ENSG00000198837:ENSMUSG00000042404:ENSRNOG00000022373 DENND4B gi|148922920|ref|NP_055671.2| gi|148922920|ref|NP_055671.2| DENN/MADD domain containing 4B [Homo sapiens] 2 2 1.9 1496 163846 7.2 HsNaOH-NE_NT_lymphocytes_Ti_112.009825.00982 2 3.6033 0.354 1411.29 1408.6 1 77.27273 1 R.VQALHTAYHVLR.Q 790 2 *
2695 ENSG00000198837:ENSMUSG00000042404:ENSRNOG00000022373 DENND4B gi|148922920|ref|NP_055671.2| gi|148922920|ref|NP_055671.2| DENN/MADD domain containing 4B [Homo sapiens] 2 2 1.9 1496 163846 7.2 HsSD-NE_NT_lymphocytes_Ti_111.014281.014281.2 2 3.1294 0.2071 1817.69 1818.1 8 50 1 R.RVESGAWAYLSPLVLR.K 1258 2 *
2696 ENSG00000172869:ENSMUSG00000037416:ENSRNOG00000024671 DMXL1 gi|148528998|ref|NP_005500.4| gi|148528998|ref|NP_005500.4| Dmx-like 1 [Homo sapiens] 2 2 1.6 3027 337839 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.015005.0150 2 2.5499 0.3548 2840.65 2840.3 1 32.608696 1 K.FIPPELSIWDYFIAKPFLPSSQSR.A 2424 2 *
2696 ENSG00000172869:ENSMUSG00000037416:ENSRNOG00000024671 DMXL1 gi|148528998|ref|NP_005500.4| gi|148528998|ref|NP_005500.4| Dmx-like 1 [Homo sapiens] 2 2 1.6 3027 337839 6.3 HsSD-NE_NT_lymphocytes_Ti_111.014096.014096.3 3 3.3864 0.1561 2771.63 2771.2 1 29.166666 1 K.TFYPFAGHDLAELPVSSPLCHAVLK.T 2504 2 *
2697 ENSG00000148396:ENSMUSG00000026924:ENSRNOG00000019122 SEC16A gi|124378039|ref|NP_055681.1| gi|124378039|ref|NP_055681.1| SEC16 homolog A [Homo sapiens] 2 3 1.9 2357 251891 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.019230.01923 2 3.1939 0.3015 2366.17 2365.7 1 50 2 R.FANSLPINDPLQTVYQLMSGR.M 1665 2 *
2697 ENSG00000148396:ENSMUSG00000026924:ENSRNOG00000019122 SEC16A gi|124378039|ref|NP_055681.1| gi|124378039|ref|NP_055681.1| SEC16 homolog A [Homo sapiens] 2 3 1.9 2357 251891 5.8 HsSD-NE_NT_lymphocytes_Ti_102.015261.015261.2 2 2.6091 0.2463 2736.23 2738 2 30.434782 1 R.TEAYEYAQSLGAETCPLPSFQVFK.F 1783 2 *
2698 ENSG00000142197:ENSMUSG00000022946:ENSRNOG00000026431 DOPEY2 gi|45827701|ref|NP_005119.2| gi|45827701|ref|NP_005119.2| pad-1-like [Homo sapiens] 2 2 1.2 2298 258227 6.3 HsSD-NE_PHA_lymphocytes_PK_109.018627.018627 2 3.5396 0.2695 1108.35 1108.4 1 93.75 1 N.LFLEVIRAF.Y 384 0 *
2698 ENSG00000142197:ENSMUSG00000022946:ENSRNOG00000026431 DOPEY2 gi|45827701|ref|NP_005119.2| gi|45827701|ref|NP_005119.2| pad-1-like [Homo sapiens] 2 2 1.2 2298 258227 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_108.017577.0175 2 3.6828 0.3934 1928.49 1926.3 1 50 1 R.LPVPALQENFSSLLGVLK.E 1773 2 *
2699 ENSG00000198399:ENSMUSG00000020640:NA ITSN2 gi|22325381|ref|NP_062541.2| gi|22325381|ref|NP_062541.2|;gi|22325383|ref|NP_671494.1| intersectin 2 isoform 3 [Homo sapiens] 1 2 1.4 1669 190364 8.2 HsNaOH-NE_NT_lymphocytes_Ti_110.000556.00055 2 3.8655 0.3444 2646.45 2645.1 1 39.130436 1 R.NFFLQSGLPAPVLAEIWALSDLNK.D 46 2
2699 ENSG00000198399:ENSMUSG00000020640:NA ITSN2 gi|22325381|ref|NP_062541.2| gi|22325381|ref|NP_062541.2|;gi|22325383|ref|NP_671494.1| intersectin 2 isoform 3 [Homo sapiens] 1 2 1.4 1669 190364 8.2 HsSD-NE_NT_lymphocytes_Ti_110.001420.001420.2 2 3.9864 0.3223 2647.59 2645.1 1 43.47826 1 R.NFFLQSGLPAPVLAEIWALSDLNK.D 46 2
2700 ENSG00000197535:ENSMUSG00000034593:ENSRNOG00000022968 MYO5A gi|115511014|ref|NP_000250.2| gi|115511014|ref|NP_000250.2| "myosin VA (heavy polypeptide 12, myoxin) [Homo sapiens] " 2 2 2.2 1855 215403 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.019932.01993 2 2.213 0.0927 2590.85 2591.9 4 28.57143 1 R.SKAKEEERPQIRGAELEYESLK.R 1186 2 *
2700 ENSG00000197535:ENSMUSG00000034593:ENSRNOG00000022968 MYO5A gi|115511014|ref|NP_000250.2| gi|115511014|ref|NP_000250.2| "myosin VA (heavy polypeptide 12, myoxin) [Homo sapiens] " 2 2 2.2 1855 215403 8.5 HsSD-NE_NT_lymphocytes_Ti_111.013969.013969.2 2 2.6519 0.1964 2211.63 2211.5 1 41.666664 1 R.NSLHLLMETLNATTPHYVR.C 641 2 *
2701 ENSG00000065526:ENSMUSG00000040761:ENSRNOG00000033556 SPEN gi|14790190|ref|NP_055816.2| gi|14790190|ref|NP_055816.2| "spen homolog, transcriptional regulator [Homo sapiens] " 2 2 1.3 3664 402251 7.6 HsSD-NE_NT_lymphocytes_Ti_114.010888.010888.3 3 3.1061 0.1076 3355.58 3355.7 2 23.387096 1 R.ASTPQPAPAGVPALASQHPPEEEVHYHLPVAR.A 3137 2 *
2701 ENSG00000065526:ENSMUSG00000040761:ENSRNOG00000033556 SPEN gi|14790190|ref|NP_055816.2| gi|14790190|ref|NP_055816.2| "spen homolog, transcriptional regulator [Homo sapiens] " 2 2 1.3 3664 402251 7.6 HsNaOH-NE_PHA_lymphocytes_Ti_112.009807.0098 2 2.5405 0.1098 1702.85 1702 1 53.571426 1 R.IMVHPHVTAVSEQPR.A 3197 2 *
2702 ENSG00000165323:NA:NA FAT3 gi|148886692|ref|NP_001008781.2| gi|148886692|ref|NP_001008781.2| protocadherin Fat 3; FAT tumor suppressor homolog 3 [Homo sapi 2 2 0.7 4557 501983 4.9 HsNaOH-NE_NT_lymphocytes_Ti_110.006569.00656 2 2.5343 0.0926 1394.75 1394.6 1 70.83333 1 R.ENVAAGTKVIHVR.A 2507 2 *
2702 ENSG00000165323:NA:NA FAT3 gi|148886692|ref|NP_001008781.2| gi|148886692|ref|NP_001008781.2| protocadherin Fat 3; FAT tumor suppressor homolog 3 [Homo sapi 2 2 0.7 4557 501983 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.015408.0154 2 2.3838 0.0805 2251.47 2249.5 1 41.666664 1 K.DRFLIDSNGQVITTERLDR.E 2542 2 *
2703 ENSG00000168477:ENSMUSG00000033327:ENSRNOG00000033581 TNXB gi|67782336|ref|NP_061978.5| gi|67782336|ref|NP_061978.5| tenascin XB isoform 1 [Homo sapiens] 2 2 1.4 4289 464330 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_106.002109.0021 3 3.2629 0.1111 2906.75 2904.1 1 24.074074 1 K.DAQGQPQAVPVAGDENEVTVPGLDPDRK.Y 1384 2 *
2703 ENSG00000168477:ENSMUSG00000033327:ENSRNOG00000033581 TNXB gi|67782336|ref|NP_061978.5| gi|67782336|ref|NP_061978.5| tenascin XB isoform 1 [Homo sapiens] 2 2 1.4 4289 464330 5.3 HsSD-NE_NT_lymphocytes_Ti_113.014354.014354.3 3 3.3307 0.1163 3499.01 3496.9 1 24.21875 1 R.GLRGPNLTSPASITFTTGLEAPRDLEAKEVTPR.T 3960 2
2704 ENSG00000005339:ENSMUSG00000022521:ENSRNOG00000005330 CREBBP gi|119943102|ref|NP_001073315.1| gi|119943102|ref|NP_001073315.1|;gi|119943104|ref|NP_004 CREB binding protein isoform b [Homo sapiens] 2 2 1.6 2404 260990 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.019181.01918 3 3.4948 0.1991 2191.76 2189.5 9 37.5 1 K.KNNKKTNKNKSSISRANKK.K 1550 2
2704 ENSG00000005339:ENSMUSG00000022521:ENSRNOG00000005330 CREBBP gi|119943102|ref|NP_001073315.1| gi|119943102|ref|NP_001073315.1|;gi|119943104|ref|NP_004 CREB binding protein isoform b [Homo sapiens] 2 2 1.6 2404 260990 8.5 HsSD-NE_NT_lymphocytes_Ti_103.018845.018845.2 2 3.0644 0.3627 2312.95 2313.6 1 41.666664 1 K.ELPYFEGDFWPNVLEESIK.E 1498 2
2705 ENSG00000143669:ENSMUSG00000019726:ENSRNOG00000012662 LYST gi|54292123|ref|NP_000072.2| gi|54292123|ref|NP_000072.2| lysosomal trafficking regulator [Homo sapiens] 2 3 0.9 3801 429141 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.019886.01988 2 3.2425 0.2712 2029.67 2027.4 1 40 2 K.ELIPEFFYLPEFLVNR.E 3292 2 *
2705 ENSG00000143669:ENSMUSG00000019726:ENSRNOG00000012662 LYST gi|54292123|ref|NP_000072.2| gi|54292123|ref|NP_000072.2| lysosomal trafficking regulator [Homo sapiens] 2 3 0.9 3801 429141 6.6 HsSD-NE_NT_lymphocytes_Ti_112.020324.020324.2 2 2.4337 0.1589 2201.35 2203.2 6 34.210526 1 K.QLGAEPRSEDDSPGDESCPR.R 2206 2 *
2706 ENSG00000127914:ENSMUSG00000040407:ENSRNOG00000026319 AKAP9 gi|22538387|ref|NP_005742.4| gi|22538387|ref|NP_005742.4|;gi|22538391|ref|NP_671700.1| A-kinase anchor protein 9 isoform 2 [Homo sapiens] 2 2 0.8 3907 452990 5 HsNaOH-NE_NT_lymphocytes_Ti_106.010649.01064 2 2.6242 0.1498 1456.53 1454.7 3 68.181816 1 R.NLQLNLLLEQQK.Q 3256 2
2706 ENSG00000127914:ENSMUSG00000040407:ENSRNOG00000026319 AKAP9 gi|22538387|ref|NP_005742.4| gi|22538387|ref|NP_005742.4|;gi|22538391|ref|NP_671700.1| A-kinase anchor protein 9 isoform 2 [Homo sapiens] 2 2 0.8 3907 452990 5 HsSD-NE_NT_lymphocytes_Ti_102.016836.016836.2 2 3.8566 0.2914 2275.63 2276.5 1 40 1 R.TELTALGTTDAVGLLNCLEQR.I 3047 2
2707 ENSG00000183172:ENSMUSG00000022452:ENSRNOG00000008461 C22orf32 gi|21314769|ref|NP_201575.2| gi|21314769|ref|NP_201575.2| hypothetical protein LOC91689 [Homo sapiens] 1 8 15 107 11342 6.1 HsNaOH-NE_NT_lymphocytes_PK_106.010905.0109 2 3.5957 0.3218 1919.89 1918.9 1 60.000004 8 L.LEEHDIFVPEDDDDDD.- 92 1 *
2708 ENSG00000176340:ENSMUSG00000035885:ENSRNOG00000014656 COX8A gi|4758044|ref|NP_004065.1| gi|4758044|ref|NP_004065.1| cytochrome c oxidase subunit 8A [Homo sapiens] 1 2 43.5 69 7579 10.3 HsSD-NE_NT_lymphocytes_PK_112.017294.017294. 3 3.817 0.2563 3437.3 3440 1 23.275862 2 G.IMELAVGLTSCFVTFLLPAGWILSHLETYR.R 37 1 *
2709 ENSG00000127922:NA:NA SHFM1 gi|5453640|ref|NP_006295.1| gi|5453640|ref|NP_006295.1| candidate for split hand/foot malformation type 1 [Homo sapiens] 2 13 50 70 8278 4 HsSD-NE_PHA_lymphocytes_PK_107.003330.003330 3 5.1887 0.2669 4088.6 4090.3 2 20.588236 12 K.KQPVDLGLLEEDDEFEEFPAEDWAGLDEDEDAHVW.E 5 1 *
2709 ENSG00000127922:NA:NA SHFM1 gi|5453640|ref|NP_006295.1| gi|5453640|ref|NP_006295.1| candidate for split hand/foot malformation type 1 [Homo sapiens] 2 13 50 70 8278 4 HsSD-NE_PHA_lymphocytes_PK_105.019188.019188 2 3.5003 0.4237 3125.29 3126.1 1 38 1 L.EEDDEFEEFPAEDWAGLDEDEDAHVW.E 14 0 *
2710 ENSG00000132485:ENSMUSG00000028180:ENSRNOG00000009990 ZRANB2 gi|42741682|ref|NP_005446.2| gi|42741682|ref|NP_005446.2|;gi|42741684|ref|NP_976225.1| zinc finger protein 265 isoform 2 [Homo sapiens] 3 12 5 320 36318 9.8 HsNaOH-NE_NT_lymphocytes_PK_105.008393.0083 2 3.5635 0.2911 1611.49 1609.6 2 65.38461 1 K.LDEDEDEDDADLSK.Y 169 2
2710 ENSG00000132485:ENSMUSG00000028180:ENSRNOG00000009990 ZRANB2 gi|42741682|ref|NP_005446.2| gi|42741682|ref|NP_005446.2|;gi|42741684|ref|NP_976225.1| zinc finger protein 265 isoform 2 [Homo sapiens] 3 12 5 320 36318 9.8 HsNaOH-NE_NT_lymphocytes_PK_105.009512.0095 2 4.6158 0.5017 1771.99 1772.7 1 82.14286 1 K.LDEDEDEDDADLSKY.N 169 1
2710 ENSG00000132485:ENSMUSG00000028180:ENSRNOG00000009990 ZRANB2 gi|42741682|ref|NP_005446.2| gi|42741682|ref|NP_005446.2|;gi|42741684|ref|NP_976225.1| zinc finger protein 265 isoform 2 [Homo sapiens] 3 12 5 320 36318 9.8 HsNaOH-NE_NT_lymphocytes_PK_107.010404.0104 2 4.6183 0.4359 1899.99 1900.9 1 76.666664 10 Y.KLDEDEDEDDADLSKY.N 168 0
2711 ENSG00000182899:ENSMUSG00000062279:ENSRNOG00000030217 RPL35A gi|16117791|ref|NP_000987.2| gi|16117791|ref|NP_000987.2| ribosomal protein L35a [Homo sapiens] 1 4 8.2 110 12538 11.1 HsNaOH-NE_NT_lymphocytes_PK_106.010058.0100 1 2.7212 0.235 1102.43 1102.2 1 68.75 4 R.DETEFYLGK.R 37 2 *
2712 ENSG00000145287:ENSMUSG00000029322:ENSRNOG00000002217 PLAC8 gi|7706158|ref|NP_057703.1| gi|7706158|ref|NP_057703.1| placenta-specific 8 [Homo sapiens] 3 4 18.3 115 12507 7.6 HsNaOH-NE_NT_lymphocytes_PK_103.019196.0191 2 3.3539 0.2394 1672.37 1670.9 1 55.88235 1 Q.APVVVVTQPGVGPGPAPQ.N 5 0 *
2712 ENSG00000145287:ENSMUSG00000029322:ENSRNOG00000002217 PLAC8 gi|7706158|ref|NP_057703.1| gi|7706158|ref|NP_057703.1| placenta-specific 8 [Homo sapiens] 3 4 18.3 115 12507 7.6 HsNaOH-NE_NT_lymphocytes_PK_103.017674.0176 2 3.1856 0.1959 1799.69 1799.1 1 47.22222 2 A.QAPVVVVTQPGVGPGPAPQ.N 4 0 *
2712 ENSG00000145287:ENSMUSG00000029322:ENSRNOG00000002217 PLAC8 gi|7706158|ref|NP_057703.1| gi|7706158|ref|NP_057703.1| placenta-specific 8 [Homo sapiens] 3 4 18.3 115 12507 7.6 HsNaOH-NE_NT_lymphocytes_PK_103.017558.0175 2 2.5832 0.232 2001.39 2000.3 1 40 1 A.QAPVVVVTQPGVGPGPAPQNS.N 4 0 *
2713 ENSG00000184076:NA:NA UCRC gi|41281885|ref|NP_037519.2| gi|41281885|ref|NP_037519.2| ubiquinol-cytochrome c reductase complex 7.2kDa protein isoform 1 2 20.6 63 7308 9.5 HsNaOH-NE_NT_lymphocytes_PK_115.011685.0116 2 3.6151 0.2651 1405.33 1403.5 1 70.83333 2 Q.GADAIYDHINEGK.L 39 1 *
2714 ENSG00000204983:ENSMUSG00000036938:ENSRNOG00000031327 LOC100134294 gi|169217813|ref|XP_001713833.1| gi|169217813|ref|XP_001713833.1| PREDICTED: hypothetical protein [Homo sapiens] 3 8 11.7 247 26539 6.5 HsNaOH-NE_NT_lymphocytes_PK_109.007820.0078 1 2.1771 0.2838 1035.45 1036.1 1 66.66667 2 S.LNSGSHFCGG.S 41 0
2714 ENSG00000204983:ENSMUSG00000036938:ENSRNOG00000031327 LOC100134294 gi|169217813|ref|XP_001713833.1| gi|169217813|ref|XP_001713833.1| PREDICTED: hypothetical protein [Homo sapiens] 3 8 11.7 247 26539 6.5 HsNaOH-NE_NT_lymphocytes_PK_105.008141.0081 2 5.0063 0.3997 1937.27 1937 1 63.88889 4 F.LEGGKDSCQGDSGGPVVCN.G 189 0
2714 ENSG00000204983:ENSMUSG00000036938:ENSRNOG00000031327 LOC100134294 gi|169217813|ref|XP_001713833.1| gi|169217813|ref|XP_001713833.1| PREDICTED: hypothetical protein [Homo sapiens] 3 8 11.7 247 26539 6.5 HsNaOH-NE_NT_lymphocytes_PK_105.008265.0082 2 3.7385 0.439 1821.93 1822.9 1 67.64706 2 F.LEGGKDSCQGDSGGPVVC.N 189 0
2715 ENSG00000130748:ENSMUSG00000019158:ENSRNOG00000015304 TMEM160 gi|8923477|ref|NP_060324.1| gi|8923477|ref|NP_060324.1| transmembrane protein 160 [Homo sapiens] 2 5 16 188 19657 8 HsNaOH-NE_NT_lymphocytes_PK_114.012615.0126 2 3.9135 0.4431 1738.47 1739.9 1 53.125 3 R.AGASPPPVSELDRADAW.L 45 1 *
2715 ENSG00000130748:ENSMUSG00000019158:ENSRNOG00000015304 TMEM160 gi|8923477|ref|NP_060324.1| gi|8923477|ref|NP_060324.1| transmembrane protein 160 [Homo sapiens] 2 5 16 188 19657 8 HsNaOH-NE_NT_lymphocytes_PK_105.007790.0077 2 3.3444 0.327 1322.31 1322.4 1 79.16667 2 S.AEGPDEAGRPPPE.- 176 1 *
2716 ENSG00000213918:ENSMUSG00000005980:ENSRNOG00000006873 DNASE1 gi|21361254|ref|NP_005214.2| gi|21361254|ref|NP_005214.2| deoxyribonuclease I precursor [Homo sapiens] 1 2 5 282 31434 4.9 HsNaOH-NE_PHA_lymphocytes_PK_111.010922.010 2 3.4759 0.3855 1632.61 1633.8 1 73.07692 2 A.PDTYHYVVSEPLGR.N 82 1 *
2717 ENSG00000105374:ENSMUSG00000004612:ENSRNOG00000017749 NKG7 gi|5031949|ref|NP_005592.1| gi|5031949|ref|NP_005592.1| natural killer cell group 7 sequence [Homo sapiens] 1 4 8.5 165 17665 6.4 HsNaOH-NE_NT_lymphocytes_PK_115.011636.0116 2 3.1495 0.3225 1471.85 1472.6 1 57.692307 4 L.GAHCGGPRPGYETL.- 152 1 *
2718 ENSG00000167754:ENSMUSG00000074155:ENSRNOG00000018831 KLK5 gi|117306176|ref|NP_001070960.1| gi|117306176|ref|NP_001070960.1| kallikrein-related peptidase 5 preproprotein [Homo sapiens] 2 7 7.5 293 32020 8.3 HsNaOH-NE_NT_lymphocytes_PK_115.012111.0121 2 3.5417 0.2264 2153.63 2154.2 1 65 4 F.CAGDKAGRDSCQGDSGGPVVC.N 231 0 *
2718 ENSG00000167754:ENSMUSG00000074155:ENSRNOG00000018831 KLK5 gi|117306176|ref|NP_001070960.1| gi|117306176|ref|NP_001070960.1| kallikrein-related peptidase 5 preproprotein [Homo sapiens] 2 7 7.5 293 32020 8.3 HsNaOH-NE_NT_lymphocytes_PK_115.012030.0120 2 3.6837 0.3361 2268.25 2268.3 2 40.476192 3 F.CAGDKAGRDSCQGDSGGPVVCN.G 231 0 *
2719 ENSG00000149516:ENSMUSG00000024681:ENSRNOG00000036625 MS4A3 gi|73486649|ref|NP_006129.4| gi|73486649|ref|NP_006129.4|;gi|73486653|ref|NP_00102697 "membrane-spanning 4-domains, subfamily A, member 3 isoform a 1 4 8.4 214 22933 5.3 HsNaOH-NE_NT_lymphocytes_PK_106.008427.0084 2 3.8819 0.4086 1742.11 1741.8 1 50 4 A.SAHGTPGSEAGPEELNTS.V 15 0
2720 ENSG00000002834:ENSMUSG00000038366:ENSRNOG00000004132 LASP1 gi|5453710|ref|NP_006139.1| gi|5453710|ref|NP_006139.1| LIM and SH3 protein 1 [Homo sapiens] 1 2 4.6 261 29717 7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.1819.18 2 3.4955 0.1466 1443.92 1444.6 5 68.181816 2 R.LKQQSELQSQVR.Y 74 2 *
2721 ENSG00000131174:ENSMUSG00000031231:ENSRNOG00000028451 COX7B gi|4502991|ref|NP_001857.1| gi|4502991|ref|NP_001857.1| cytochrome c oxidase subunit VIIb precursor [Homo sapiens] 3 7 16.2 80 9160 10.3 HsSD-NE_PHA_lymphocytes_PK_107.013504.013504 2 3.979 0.3232 1328.47 1327.5 1 81.818184 2 Q.VGIEWNLSPVGR.V 60 1 *
2721 ENSG00000131174:ENSMUSG00000031231:ENSRNOG00000028451 COX7B gi|4502991|ref|NP_001857.1| gi|4502991|ref|NP_001857.1| cytochrome c oxidase subunit VIIb precursor [Homo sapiens] 3 7 16.2 80 9160 10.3 HsSD-NE_PHA_lymphocytes_PK_107.013516.013516 1 2.7953 0.2012 1327.61 1327.5 4 54.545456 1 Q.VGIEWNLSPVGR.V 60 1 *
2721 ENSG00000131174:ENSMUSG00000031231:ENSRNOG00000028451 COX7B gi|4502991|ref|NP_001857.1| gi|4502991|ref|NP_001857.1| cytochrome c oxidase subunit VIIb precursor [Homo sapiens] 3 7 16.2 80 9160 10.3 HsSD-NE_PHA_lymphocytes_PK_107.013492.013492 2 3.5596 0.3206 1457.15 1455.7 1 87.5 4 T.QVGIEWNLSPVGR.V 59 1 *
2722 gi|169163403|ref|XP_001720196.1| LOC100132060 gi|169163403|ref|XP_001720196.1| gi|169163403|ref|XP_001720196.1|;gi|56549129|ref|NP_9409 PREDICTED: hypothetical protein [Homo sapiens] 2 3 21.2 170 17494 4.1 HsNaOH-NE_NT_lymphocytes_PK_114.011049.0110 2 3.1874 0.321 1703.89 1704.8 1 55.88235 1 T.GAPAPSRPCAPEPAASPA.G 52 0
2722 gi|169163403|ref|XP_001720196.1| LOC100132060 gi|169163403|ref|XP_001720196.1| gi|169163403|ref|XP_001720196.1|;gi|56549129|ref|NP_9409 PREDICTED: hypothetical protein [Homo sapiens] 2 3 21.2 170 17494 4.1 HsNaOH-NE_NT_lymphocytes_PK_110.008643.0086 2 3.4626 0.3405 1785.31 1786 1 52.941177 2 A.SPEPARAPPEPAPPAEAT.G 34 0
2723 ENSG00000175768:ENSMUSG00000078713:NA TOMM5 gi|49169828|ref|NP_001001790.1| gi|49169828|ref|NP_001001790.1| hypothetical protein LOC401505 [Homo sapiens] 1 7 19.6 51 6035 9.7 HsNaOH-NE_NT_lymphocytes_Ti_114.013496.01349 2 3.9812 0.2727 1222.97 1222.5 2 94.44444 7 R.NFLIYVALLR.V 30 2 *
2724 ENSG00000089063:ENSMUSG00000027341:ENSRNOG00000021263 C20orf30 gi|58331124|ref|NP_001009925.1| gi|109468861|ref|XP_001063827.1|;gi|58331120|ref|NP_0010 hypothetical protein LOC29058 isoform 2 [Homo sapiens] 1 12 11.7 120 13188 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010226.0102 2 4.5956 0.4068 1602.29 1602.7 1 76.92308 12 R.LSSTDDGYIDLQFK.K 22 2
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NP_115649.1| gi|14150017|ref|NP_115649.1| transmembrane protein 126A [Homo sapiens] 5 17 50.3 195 21527 9.3 HsNaOH-NE_NT_lymphocytes_Ti_105.012422.01242 2 3.6382 0.4343 2508.05 2507.7 1 55 2 R.CFVSFPLNTGDLDCETCTITR.S 85 2 *
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NP_115649.1| gi|14150017|ref|NP_115649.1| transmembrane protein 126A [Homo sapiens] 5 17 50.3 195 21527 9.3 HsNaOH-NE_NT_lymphocytes_Ti_115.016155.01615 2 5.2231 0.4782 2484.47 2482 1 60.000004 6 K.MLFPILLQTMFSAYLGSEQYK.L 159 2 *
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NP_115649.1| gi|14150017|ref|NP_115649.1| transmembrane protein 126A [Homo sapiens] 5 17 50.3 195 21527 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.013509.01350 2 3.5222 0.2617 1121.73 1122.3 1 87.5 4 K.GNILSYWIR.T 142 2 *
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NP_115649.1| gi|14150017|ref|NP_115649.1| transmembrane protein 126A [Homo sapiens] 5 17 50.3 195 21527 9.3 HsNaOH-NE_NT_lymphocytes_Ti_111.015884.01588 2 3.4812 0.3313 2626.53 2627.1 1 38.46154 2 R.SGLTGLVIGGLYPVFLAIPVNGGLAAR.Y 106 2 *
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NP_115649.1| gi|14150017|ref|NP_115649.1| transmembrane protein 126A [Homo sapiens] 5 17 50.3 195 21527 9.3 HsNaOH-NE_NT_lymphocytes_Ti_107.016748.01674 2 4.0394 0.331 2122.61 2122.5 1 52.63158 3 R.IAAGLPMAGIPFLTTDLTYR.C 65 2 *
2726 ENSG00000173436:ENSMUSG00000050608:ENSRNOG00000029172 C1orf151 gi|73912720|ref|NP_001027535.1| gi|109477578|ref|XP_001071412.1|;gi|73912720|ref|NP_0010 chromosome 1 open reading frame 151 protein [Homo sapiens] 3 6 17.9 78 8808 8.5 HsSD-NE_PHA_lymphocytes_PK_109.010556.010556 2 3.9744 0.3163 1729.61 1730.8 1 76.92308 2 Y.SNCQHDFQAPYLLH.G 56 0
2726 ENSG00000173436:ENSMUSG00000050608:ENSRNOG00000029172 C1orf151 gi|73912720|ref|NP_001027535.1| gi|109477578|ref|XP_001071412.1|;gi|73912720|ref|NP_0010 chromosome 1 open reading frame 151 protein [Homo sapiens] 3 6 17.9 78 8808 8.5 HsSD-NE_PHA_lymphocytes_PK_111.012048.012048 1 2.6686 0.2134 1530.43 1529.7 1 54.545456 3 N.CQHDFQAPYLLH.G 58 0
2726 ENSG00000173436:ENSMUSG00000050608:ENSRNOG00000029172 C1orf151 gi|73912720|ref|NP_001027535.1| gi|109477578|ref|XP_001071412.1|;gi|73912720|ref|NP_0010 chromosome 1 open reading frame 151 protein [Homo sapiens] 3 6 17.9 78 8808 8.5 HsSD-NE_PHA_lymphocytes_PK_110.010906.010906 2 2.6473 0.2177 1368.53 1369.5 6 75 1 C.QHDFQAPYLLH.G 59 0
2727 ENSG00000102898:ENSMUSG00000008450:ENSRNOG00000018945 NUTF2 gi|5031985|ref|NP_005787.1| gi|5031985|ref|NP_005787.1| nuclear transport factor 2 [Homo sapiens] 3 13 32.3 127 14478 5.4 HsSD-NE_NT_lymphocytes_Ti_104.012273.012273.2 2 3.9691 0.3831 1757.57 1756.9 1 76.92308 2 K.NINDAWVCTNDMFR.L 107 2 *
2727 ENSG00000102898:ENSMUSG00000008450:ENSRNOG00000018945 NUTF2 gi|5031985|ref|NP_005787.1| gi|5031985|ref|NP_005787.1| nuclear transport factor 2 [Homo sapiens] 3 13 32.3 127 14478 5.4 HsSD-NE_NT_lymphocytes_Ti_111.014083.014083.2 2 4.1197 0.4156 3005.99 3005.4 1 34.615387 3 K.IQHSITAQDHQPTPDSCIISMVVGQLK.A 64 2 *
2727 ENSG00000102898:ENSMUSG00000008450:ENSRNOG00000018945 NUTF2 gi|5031985|ref|NP_005787.1| gi|5031985|ref|NP_005787.1| nuclear transport factor 2 [Homo sapiens] 3 13 32.3 127 14478 5.4 HsSD-NE_NT_lymphocytes_Ti_108.013526.013526.3 3 5.3339 0.3789 3005.84 3005.4 1 36.53846 8 K.IQHSITAQDHQPTPDSCIISMVVGQLK.A 64 2 *
2728 ENSG00000076351:ENSMUSG00000020829:ENSRNOG00000010291 SLC46A1 gi|31543204|ref|NP_542400.2| gi|31543204|ref|NP_542400.2| proton-coupled folate transporter [Homo sapiens] 1 2 4.8 459 49771 8.8 HsSD-NE_NT_lymphocytes_PK_105.011422.011422. 2 3.9776 0.2151 2170.89 2170.5 8 42.857143 2 N.VGGFLVGLFSSTLLGAWSDSVG.R 91 0 *
2729 ENSG00000173674:ENSMUSG00000067194:NA EIF1AY gi|33356163|ref|NP_004672.2| gi|33356163|ref|NP_004672.2|;gi|4503499|ref|NP_001403.1| "eukaryotic translation initiation factor 1A, Y chromosome [Homo sa 1 13 9.7 144 16442 5.2 HsSD-NE_PHA_lymphocytes_Ti_105.002592.002592 2 3.4248 0.2063 1602.23 1599.9 1 73.07692 13 K.VWINTSDIILVGLR.D 69 2
2730 ENSG00000129455:ENSMUSG00000064023:ENSRNOG00000018580 KLK9 gi|29366812|ref|NP_036447.1| gi|29366812|ref|NP_036447.1| kallikrein-related peptidase 9 [Homo sapiens] 2 2 3.2 250 27513 7.4 HsNaOH-NE_NT_lymphocytes_PK_107.010539.0105 1 2.6699 0.1865 990.62 990.16 8 78.57143 1 H.NDDIMLIR.L 109 1 *
2730 ENSG00000129455:ENSMUSG00000064023:ENSRNOG00000018580 KLK9 gi|29366812|ref|NP_036447.1| gi|29366812|ref|NP_036447.1| kallikrein-related peptidase 9 [Homo sapiens] 2 2 3.2 250 27513 7.4 HsNaOH-NE_NT_lymphocytes_PK_106.010686.0106 2 3.2785 0.1732 992.07 990.16 7 92.85714 1 H.NDDIMLIR.L 109 1 *
2731 ENSG00000110025:ENSMUSG00000024787:ENSRNOG00000021007 ARL2 gi|148612885|ref|NP_001658.2| gi|148612885|ref|NP_001658.2| ADP-ribosylation factor-like 2 [Homo sapiens] 4 7 13 184 20878 6.4 HsSD-NE_PHA_lymphocytes_PK_107.001522.001522 2 4.2242 0.3475 1830.39 1828.1 1 60.000004 4 E.NLLPGIDWLLDDISSR.I 164 1 *
2731 ENSG00000110025:ENSMUSG00000024787:ENSRNOG00000021007 ARL2 gi|148612885|ref|NP_001658.2| gi|148612885|ref|NP_001658.2| ADP-ribosylation factor-like 2 [Homo sapiens] 4 7 13 184 20878 6.4 HsSD-NE_PHA_lymphocytes_PK_106.002156.002156 3 3.6957 0.2581 2591.06 2589.8 6 30.434782 1 Q.GCSAVTGENLLPGIDWLLDDISSR.I 156 1 *
2731 ENSG00000110025:ENSMUSG00000024787:ENSRNOG00000021007 ARL2 gi|148612885|ref|NP_001658.2| gi|148612885|ref|NP_001658.2| ADP-ribosylation factor-like 2 [Homo sapiens] 4 7 13 184 20878 6.4 HsSD-NE_PHA_lymphocytes_PK_106.002090.002090 2 3.9503 0.3156 2371.91 2372.6 1 47.61905 1 C.SAVTGENLLPGIDWLLDDISSR.I 158 1 *
2731 ENSG00000110025:ENSMUSG00000024787:ENSRNOG00000021007 ARL2 gi|148612885|ref|NP_001658.2| gi|148612885|ref|NP_001658.2| ADP-ribosylation factor-like 2 [Homo sapiens] 4 7 13 184 20878 6.4 HsSD-NE_PHA_lymphocytes_PK_106.002038.002038 2 4.0325 0.2989 2217.27 2214.5 1 47.368423 1 A.VTGENLLPGIDWLLDDISSR.I 160 1 *
2732 ENSG00000163209:ENSMUSG00000045539:NA SPRR3 gi|148229144|ref|NP_001091058.1| gi|148229144|ref|NP_001091058.1| small proline-rich protein 3 [Homo sapiens] 2 10 18.9 169 18154 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006802.00680 2 3.3336 0.3603 1757.59 1756.9 1 56.666668 8 K.VPEPGCTKVPEPGCTK.V 61 2
2732 ENSG00000163209:ENSMUSG00000045539:NA SPRR3 gi|148229144|ref|NP_001091058.1| gi|148229144|ref|NP_001091058.1| small proline-rich protein 3 [Homo sapiens] 2 10 18.9 169 18154 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.010466.01046 3 3.2495 0.2359 1744.37 1744 1 46.666668 2 K.VPDQGFIKFPEPGAIK.V 117 2 *
2733 ENSG00000160075:ENSMUSG00000029038:ENSRNOG00000017829 SSU72 gi|7661832|ref|NP_054907.1| gi|7661832|ref|NP_054907.1| Ssu72 RNA polymerase II CTD phosphatase homolog [Homo sapie 2 7 10.8 194 22574 5.3 HsSD-NE_PHA_lymphocytes_PK_115.001097.001097 2 4.2447 0.319 2381.85 2379.5 1 58.333332 6 Q.HTEDMENEIDELLQEFEEK.S 164 1 *
2733 ENSG00000160075:ENSMUSG00000029038:ENSRNOG00000017829 SSU72 gi|7661832|ref|NP_054907.1| gi|7661832|ref|NP_054907.1| Ssu72 RNA polymerase II CTD phosphatase homolog [Homo sapie 2 7 10.8 194 22574 5.3 HsSD-NE_PHA_lymphocytes_PK_110.001086.001086 2 2.8709 0.2647 2622.31 2620.8 1 37.5 1 C.IQHTEDMENEIDELLQEFEEK.S 162 1 *
2734 NA:ENSMUSG00000060419:ENSRNOG00000019578 RPS16 gi|4506691|ref|NP_001011.1| gi|4506691|ref|NP_001011.1| ribosomal protein S16 [Homo sapiens] 2 5 11 146 16445 10.2 HsSD-NE_PHA_lymphocytes_PK_108.018736.018736 2 2.7685 0.1592 1201.65 1201.5 5 77.77778 1 Q.YKLLEPVLLL.G 49 0
2734 NA:ENSMUSG00000060419:ENSRNOG00000019578 RPS16 gi|4506691|ref|NP_001011.1| gi|4506691|ref|NP_001011.1| ribosomal protein S16 [Homo sapiens] 2 5 11 146 16445 10.2 HsSD-NE_PHA_lymphocytes_PK_111.019451.01945 2 4.0546 0.2472 1860.27 1858.3 1 63.333332 4 R.TLQYKLLEPVLLLGKE.R 46 1 *
2735 ENSG00000213145:ENSMUSG00000006360:ENSRNOG00000027990 CRIP1 gi|4503047|ref|NP_001302.1| gi|4503047|ref|NP_001302.1| cysteine-rich protein 1 (intestinal) [Homo sapiens] 2 6 36.4 77 8533 8.8 HsSD-NE_PHA_lymphocytes_Ti_111.011268.011268 2 4.004 0.4492 3118.91 3119.4 1 31.48148 2 K.TLTSGGHAEHEGKPYCNHPCYAAMFGPK.G 37 2 *
2735 ENSG00000213145:ENSMUSG00000006360:ENSRNOG00000027990 CRIP1 gi|4503047|ref|NP_001302.1| gi|4503047|ref|NP_001302.1| cysteine-rich protein 1 (intestinal) [Homo sapiens] 2 6 36.4 77 8533 8.8 HsSD-NE_PHA_lymphocytes_Ti_109.008697.008697 3 4.9913 0.3778 3120.65 3119.4 1 29.62963 4 K.TLTSGGHAEHEGKPYCNHPCYAAMFGPK.G 37 2 *
2736 ENSG00000106355:NA:ENSRNOG00000010871 LSM5 gi|6912488|ref|NP_036454.1| gi|6912488|ref|NP_036454.1| "LSM5 homolog, U6 small nuclear RNA associated [Homo sapiens 1 3 16.5 91 9937 4.5 HsSD-NE_PHA_lymphocytes_PK_105.013191.01319 2 4.2603 0.2933 1737.19 1734.9 1 71.42857 3 M.VLEDVTEFEITPEGR.R 50 1 *
2737 ENSG00000139644:ENSMUSG00000023010:ENSRNOG00000016911 TEGT gi|148746181|ref|NP_001092046.1| gi|148746181|ref|NP_001092046.1|;gi|148746209|ref|NP_003 testis enhanced gene transcript (BAX inhibitor 1) isoform 2 [Homo s 1 2 4.1 295 32711 8.6 HsNaOH-NE_NT_lymphocytes_PK_115.011967.0119 2 2.6368 0.2783 1531.87 1531.5 1 68.181816 2 K.AEHGDQDYIWHC.I 254 1
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_108.003108.003108 2 3.8572 0.2983 2677.89 2676.2 5 34.782608 1 M.SQAVGLPPWLQDPELMLLPEKLIS.K 140 0 *
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_110.012089.012089 2 3.5714 0.2562 2012.97 2011.2 2 52.941177 3 R.NHLNQVGHTGGLEQVEMF.L 275 1 *
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_108.000189.000189 2 2.8774 0.2152 2146.35 2147.6 1 50 2 Q.AVGLPPWLQDPELMLLPEK.L 142 1 *
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_107.016206.016206 2 2.8509 0.1986 1123.33 1123.3 5 83.33333 2 K.GKEVPFFSVL.L 250 1 *
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_106.021729.021729 2 3.6911 0.3292 2364.39 2362.8 1 45 2 M.SQAVGLPPWLQDPELMLLPEK.L 140 1 *
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|NP_612357.4| gi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [Homo sapiens] 6 11 20.2 352 40263 5.5 HsSD-NE_PHA_lymphocytes_PK_105.018722.018722 2 2.5499 0.2946 2217.55 2218.6 7 33.333336 1 E.EFITVYPTDPPKDWPVVTL.I 314 0 *
2739 ENSG00000160213:ENSMUSG00000005054:ENSRNOG00000001201 CSTB gi|4503117|ref|NP_000091.1| gi|4503117|ref|NP_000091.1| cystatin B [Homo sapiens] 2 3 12.2 98 11140 7.6 HsSD-NE_PHA_lymphocytes_PK_109.009991.00999 2 3.9172 0.4323 1424.49 1423.6 1 86.36364 2 K.VHVGDEDFVHLR.V 57 2 *
2739 ENSG00000160213:ENSMUSG00000005054:ENSRNOG00000001201 CSTB gi|4503117|ref|NP_000091.1| gi|4503117|ref|NP_000091.1| cystatin B [Homo sapiens] 2 3 12.2 98 11140 7.6 HsSD-NE_PHA_lymphocytes_PK_109.009986.009986 1 2.4488 0.2514 1422.58 1423.6 1 63.636364 1 K.VHVGDEDFVHLR.V 57 2 *
2740 ENSG00000183978:ENSMUSG00000017188:ENSRNOG00000020487 CCDC56 gi|94536771|ref|NP_001035521.1| gi|94536771|ref|NP_001035521.1| coiled-coil domain containing 56 [Homo sapiens] 2 3 12.3 106 11731 9.6 HsSD-NE_PHA_lymphocytes_PK_105.011655.011655 2 3.5867 0.2618 1622.91 1622.7 5 66.66667 2 S.QERFLDELEDEAK.A 81 1 *
2740 ENSG00000183978:ENSMUSG00000017188:ENSRNOG00000020487 CCDC56 gi|94536771|ref|NP_001035521.1| gi|94536771|ref|NP_001035521.1| coiled-coil domain containing 56 [Homo sapiens] 2 3 12.3 106 11731 9.6 HsSD-NE_PHA_lymphocytes_PK_106.010768.010768 2 2.6696 0.1518 1365.39 1365.5 5 75 1 E.RFLDELEDEAK.A 83 1 *
2741 ENSG00000106682:ENSMUSG00000040731:ENSRNOG00000001454 EIF4H gi|11559923|ref|NP_071496.1| gi|11559923|ref|NP_071496.1|;gi|14702180|ref|NP_114381.1| eukaryotic translation initiation factor 4H isoform 1 [Homo sapiens] 2 7 7.7 248 27385 7.2 HsSD-NE_PHA_lymphocytes_PK_106.020045.020045 2 5.3507 0.4327 1951.89 1949.2 1 73.52941 4 Y.VGNLPFNTVQGDIDAIFK.D 46 1
2741 ENSG00000106682:ENSMUSG00000040731:ENSRNOG00000001454 EIF4H gi|11559923|ref|NP_071496.1| gi|11559923|ref|NP_071496.1|;gi|14702180|ref|NP_114381.1| eukaryotic translation initiation factor 4H isoform 1 [Homo sapiens] 2 7 7.7 248 27385 7.2 HsSD-NE_PHA_lymphocytes_PK_106.021050.021050 2 3.5406 0.3143 2112.87 2112.4 1 52.77778 3 A.YVGNLPFNTVQGDIDAIFK.D 45 1
2742 ENSG00000167996:ENSMUSG00000024661:ENSRNOG00000038188 FTH1 gi|56682959|ref|NP_002023.2| gi|56682959|ref|NP_002023.2| "ferritin, heavy polypeptide 1 [Homo sapiens] " 2 5 20.8 183 21226 5.6 HsSD-NE_PHA_lymphocytes_PK_110.001094.001094 2 2.8619 0.241 2185.23 2185.5 1 41.666664 1 H.YLNEQVKAIKELGDHVTNL.R 138 0 *
2742 ENSG00000167996:ENSMUSG00000024661:ENSRNOG00000038188 FTH1 gi|56682959|ref|NP_002023.2| gi|56682959|ref|NP_002023.2| "ferritin, heavy polypeptide 1 [Homo sapiens] " 2 5 20.8 183 21226 5.6 HsSD-NE_PHA_lymphocytes_PK_105.011517.011517 2 4.0312 0.2199 2238.89 2236.4 1 50 4 F.LQDIKKPDCDDWESGLNAM.E 83 0 *
2743 ENSG00000204444:ENSMUSG00000024391:ENSRNOG00000000850 APOM gi|22091452|ref|NP_061974.2| gi|22091452|ref|NP_061974.2| apolipoprotein M [Homo sapiens] 2 5 11.7 188 21253 6 HsSD-NE_PHA_lymphocytes_PK_105.018892.018892 2 4.3792 0.3587 2381.41 2380.7 1 42.857143 4 A.GAAPTKEELATFDPVDNIVFNM.A 52 0 *
2743 ENSG00000204444:ENSMUSG00000024391:ENSRNOG00000000850 APOM gi|22091452|ref|NP_061974.2| gi|22091452|ref|NP_061974.2| apolipoprotein M [Homo sapiens] 2 5 11.7 188 21253 6 HsSD-NE_PHA_lymphocytes_PK_105.016311.01631 2 3.052 0.3002 2248.27 2249.5 2 35 1 A.GAAPTKEELATFDPVDNIVFN.M 52 0 *
2744 ENSG00000158526:ENSMUSG00000025264:ENSRNOG00000002556 TSR2 gi|24308388|ref|NP_477511.1| gi|24308388|ref|NP_477511.1| "TSR2, 20S rRNA accumulation, homolog [Homo sapiens] " 2 5 9.9 191 20894 4.4 HsSD-NE_PHA_lymphocytes_PK_108.003225.003225 2 3.8008 0.2611 2153.11 2150.3 1 52.77778 1 R.NADLELDEVEDFLGELLTN.E 57 1 *
2744 ENSG00000158526:ENSMUSG00000025264:ENSRNOG00000002556 TSR2 gi|24308388|ref|NP_477511.1| gi|24308388|ref|NP_477511.1| "TSR2, 20S rRNA accumulation, homolog [Homo sapiens] " 2 5 9.9 191 20894 4.4 HsSD-NE_PHA_lymphocytes_PK_107.003946.003946 2 4.6073 0.3556 1936.93 1935.1 1 71.875 4 R.NADLELDEVEDFLGELL.T 57 1 *
2745 ENSG00000100351:ENSMUSG00000042351:ENSRNOG00000018316 GRAP2 gi|4758476|ref|NP_004801.1| gi|4758476|ref|NP_004801.1| GRB2-related adaptor protein 2 [Homo sapiens] 2 20 14.2 330 37909 7 HsSD-NE_PHA_lymphocytes_Ti_112.009885.009885 2 3.4411 0.3478 1531.85 1532.7 1 80 10 R.YLQHHHFHQER.R 222 2 *
2745 ENSG00000100351:ENSMUSG00000042351:ENSRNOG00000018316 GRAP2 gi|4758476|ref|NP_004801.1| gi|4758476|ref|NP_004801.1| GRB2-related adaptor protein 2 [Homo sapiens] 2 20 14.2 330 37909 7 HsSD-NE_PHA_lymphocytes_Ti_112.010635.010635 3 6.0137 0.5027 4154.9 4156.6 1 28.57143 10 K.LSDHPPTLPLQQHQHQPQPPQYAPAPQQLQQPPQQR.Y 186 2 *
2746 ENSG00000173465:ENSMUSG00000079478:ENSRNOG00000012736 SSSCA1 gi|5453838|ref|NP_006387.1| gi|5453838|ref|NP_006387.1| Sjogren syndrome/scleroderma autoantigen 1 [Homo sapiens] 1 12 18.1 199 21474 5.2 HsSD-NE_PHA_lymphocytes_Ti_111.011372.011372 3 6.1936 0.4229 3757.55 3757.2 1 24.285715 12 R.EHQLASASELPLGSRPAPQPPVPRPEHCEGAAAGLK.A 98 2 *
2747 ENSG00000168035:NA:NA LOC100131572 gi|169161552|ref|XP_001725457.1| gi|169161552|ref|XP_001725457.1|;gi|4506711|ref|NP_00102 PREDICTED: similar to hCG1783679 [Homo sapiens] 1 5 15.5 84 9461 9.5 HsSD-NE_PHA_lymphocytes_Ti_104.007541.007541 2 3.1478 0.1794 1581.21 1578.8 2 66.66667 5 K.DLLHPSPEEEKRK.H 6 2
2748 ENSG00000099622:ENSMUSG00000045193:ENSRNOG00000015999 CIRBP gi|4502847|ref|NP_001271.1| gi|4502847|ref|NP_001271.1| cold inducible RNA binding protein [Homo sapiens] 1 10 12.2 172 18648 9.5 HsSD-NE_PHA_lymphocytes_Ti_104.016631.016631 2 4.4214 0.3348 2346.59 2346.6 1 55 10 K.LFVGGLSFDTNEQSLEQVFSK.Y 8 2 *
2749 ENSG00000146386:ENSMUSG00000078453:ENSRNOG00000040145 C6orf115 gi|24308273|ref|NP_067066.1| gi|24308273|ref|NP_067066.1| hypothetical protein LOC58527 [Homo sapiens] 1 2 14.8 81 9056 6.3 HsSD-NE_PHA_lymphocytes_PK_108.013893.013893 2 3.6767 0.3148 1373.63 1374.7 1 86.36364 2 R.KIVTYPGELLLQ.G 57 1 *
2750 ENSG00000196950:ENSMUSG00000025986:ENSRNOG00000011677 SLC39A10 gi|55741750|ref|NP_065075.1| gi|55741750|ref|NP_065075.1| "solute carrier family 39 (zinc transporter), member 10 [Homo sapie 1 2 1.6 831 94132 6.8 HsSD-NE_NT_lymphocytes_PK_101.003700.003700. 2 2.9062 0.1882 1749.09 1746.9 5 58.333332 2 L.RHHHRLHHHLDHN.N 179 0 *
2751 ENSG00000162298:ENSMUSG00000024807:ENSRNOG00000020950 SYVN1 gi|27436925|ref|NP_115807.1| gi|27436925|ref|NP_115807.1|;gi|27436927|ref|NP_757385.1| synoviolin 1 isoform a [Homo sapiens] 2 3 2.1 616 67614 6.9 HsNaOH-NE_NT_lymphocytes_PK_114.011294.0112 2 2.6104 0.3623 1266.79 1267.4 1 66.66667 1 L.ASLGPPRPATSVN.S 528 0
2751 ENSG00000162298:ENSMUSG00000024807:ENSRNOG00000020950 SYVN1 gi|27436925|ref|NP_115807.1| gi|27436925|ref|NP_115807.1|;gi|27436927|ref|NP_757385.1| synoviolin 1 isoform a [Homo sapiens] 2 3 2.1 616 67614 6.9 HsNaOH-NE_NT_lymphocytes_PK_115.011290.0112 2 3.4724 0.2977 1195.67 1196.3 1 72.72727 2 A.SLGPPRPATSVN.S 529 0
2752 ENSG00000130255:ENSMUSG00000057863:ENSRNOG00000029988 RPL36 gi|16117796|ref|NP_378669.1| gi|16117796|ref|NP_378669.1| ribosomal protein L36 [Homo sapiens] 2 4 11.4 105 12254 11.6 HsNaOH-NE_NT_lymphocytes_Ti_107.009227.00922 2 2.7574 0.197 1388.73 1389.6 1 68.181816 2 K.REELSNVLAAMR.K 87 2 *
2752 ENSG00000130255:ENSMUSG00000057863:ENSRNOG00000029988 RPL36 gi|16117796|ref|NP_378669.1| gi|16117796|ref|NP_378669.1| ribosomal protein L36 [Homo sapiens] 2 4 11.4 105 12254 11.6 HsNaOH-NE_NT_lymphocytes_Ti_104.010077.01007 2 2.8841 0.2582 1232.61 1233.4 1 80 2 R.EELSNVLAAMR.K 88 2
2753 ENSG00000139343:ENSMUSG00000072585:ENSRNOG00000001685 SNRPF gi|4507131|ref|NP_003086.1| gi|4507131|ref|NP_003086.1| small nuclear ribonucleoprotein polypeptide F [Homo sapiens] 2 2 25.6 86 9725 4.7 HsSD-NE_PHA_lymphocytes_PK_105.017181.01718 2 2.9589 0.2094 1920.23 1918.1 4 44.11765 1 A.NTEEYIDGALSGHLGEVL.I 46 0 *
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2753 ENSG00000139343:ENSMUSG00000072585:ENSRNOG00000001685 SNRPF gi|4507131|ref|NP_003086.1| gi|4507131|ref|NP_003086.1| small nuclear ribonucleoprotein polypeptide F [Homo sapiens] 2 2 25.6 86 9725 4.7 HsSD-NE_PHA_lymphocytes_PK_106.017481.01748 2 4.3135 0.398 2372.71 2371.7 1 54.761906 1 Q.LANTEEYIDGALSGHLGEVLIR.C 44 1 *
2754 ENSG00000212868:ENSMUSG00000064370:ENSRNOG00000031766 MT-CYB gi|17981865|ref|NP_536855.1| gi|17981865|ref|NP_536855.1| cytochrome b [Homo sapiens] 1 2 2.4 378 42442 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2755.275 2 3.7996 0.2276 1136.39 1136.3 1 87.5 2 R.DVNYGWIIR.Y 72 2 *
2755 ENSG00000173598:ENSMUSG00000020029:ENSRNOG00000009094 NUDT4 gi|40317632|ref|NP_061967.3| gi|40317632|ref|NP_061967.3|;gi|40317634|ref|NP_950241.1| nudix-type motif 4 isoform alpha [Homo sapiens] 1 4 9.4 180 20306 6.4 HsSD-NE_PHA_lymphocytes_PK_107.019576.019576 2 4.1894 0.3169 1978.41 1977.1 1 59.375 4 L.TVTEILEDWEDSVNIGR.K 99 1
2756 ENSG00000150459:NA:NA SAP18 gi|5032067|ref|NP_005861.1| gi|5032067|ref|NP_005861.1| "Sin3A-associated protein, 18kDa [Homo sapiens] " 3 7 20.9 153 17561 9.4 HsSD-NE_NT_lymphocytes_Ti_105.015694.015694.3 3 3.4349 0.2705 1940.42 1940.2 1 40 1 R.VTQEEIKKEPEKPIDR.E 7 2 *
2756 ENSG00000150459:NA:NA SAP18 gi|5032067|ref|NP_005861.1| gi|5032067|ref|NP_005861.1| "Sin3A-associated protein, 18kDa [Homo sapiens] " 3 7 20.9 153 17561 9.4 HsSD-NE_NT_lymphocytes_Ti_106.004108.004108.2 2 2.6377 0.1415 1834.89 1834.1 1 53.333336 4 K.FQIGDYLDIAITPPNR.A 127 2 *
2756 ENSG00000150459:NA:NA SAP18 gi|5032067|ref|NP_005861.1| gi|5032067|ref|NP_005861.1| "Sin3A-associated protein, 18kDa [Homo sapiens] " 3 7 20.9 153 17561 9.4 HsSD-NE_NT_lymphocytes_Ti_105.015675.015675.2 2 4.2833 0.1239 1939.63 1940.2 3 53.333336 2 R.VTQEEIKKEPEKPIDR.E 7 2 *
2757 ENSG00000105205:NA:NA CLC gi|20357559|ref|NP_001819.2| gi|20357559|ref|NP_001819.2| Charcot-Leyden crystal protein [Homo sapiens] 1 3 9.9 142 16453 7.4 HsSD-NE_PHA_lymphocytes_PK_105.015419.015419 2 3.5745 0.2323 1752.61 1752.9 2 61.538464 3 C.FLNEPYLQVDFHTE.M 30 0 *
2758 ENSG00000196754:NA:NA S100A2 gi|5174661|ref|NP_005969.1| gi|5174661|ref|NP_005969.1| S100 calcium binding protein A2 [Homo sapiens] 1 2 15.5 97 10986 4.8 HsSD-NE_PHA_lymphocytes_PK_105.014999.014999 2 3.6306 0.171 1715.93 1713.8 4 57.14286 2 L.MGSLDENSDQQVDFQ.E 59 0 *
2759 ENSG00000119013:ENSMUSG00000026032:ENSRNOG00000030301 NDUFB3 gi|4505361|ref|NP_002482.1| gi|4505361|ref|NP_002482.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3, 12kDa 1 2 12.2 98 11402 9.2 HsSD-NE_PHA_lymphocytes_PK_106.018387.018387 2 3.0731 0.2872 1367.19 1367.5 1 72.72727 2 K.SVSFSDVFFKGF.K 60 1 *
2760 ENSG00000163882:ENSMUSG00000021018:ENSRNOG00000001748 POLR2H gi|14589953|ref|NP_006223.2| gi|14589953|ref|NP_006223.2| "RNA polymerase II, polypeptide H [Homo sapiens] " 2 3 17.3 150 17143 4.7 HsSD-NE_PHA_lymphocytes_PK_107.011202.011202 2 2.6323 0.4155 1321.85 1323.5 7 70 1 Q.IYPVDLGDKFR.L 47 1 *
2760 ENSG00000163882:ENSMUSG00000021018:ENSRNOG00000001748 POLR2H gi|14589953|ref|NP_006223.2| gi|14589953|ref|NP_006223.2| "RNA polymerase II, polypeptide H [Homo sapiens] " 2 3 17.3 150 17143 4.7 HsSD-NE_PHA_lymphocytes_PK_106.008862.008862 2 3.0684 0.373 1651.81 1649.8 3 60.714287 2 Y.RIEGDETSTEAATRL.S 98 0 *
2761 ENSG00000160916:ENSMUSG00000038690:ENSRNOG00000027049 ATP5J2 gi|4757812|ref|NP_004880.1| gi|4757812|ref|NP_004880.1|;gi|51479129|ref|NP_001003713 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 3 25.5 94 10918 9.7 HsNaOH-NE_NT_lymphocytes_Ti_105.013354.01335 2 3.7009 0.3607 1430.81 1429.6 1 79.16667 1 R.DFSPSGIFGAFQR.G 34 2
2761 ENSG00000160916:ENSMUSG00000038690:ENSRNOG00000027049 ATP5J2 gi|4757812|ref|NP_004880.1| gi|4757812|ref|NP_004880.1|;gi|51479129|ref|NP_001003713 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 3 25.5 94 10918 9.7 HsNaOH-NE_NT_lymphocytes_Ti_107.013718.01371 1 2.9238 0.1471 1316.84 1315.6 1 65 1 K.LGELPSWILMR.D 23 2
2761 ENSG00000160916:ENSMUSG00000038690:ENSRNOG00000027049 ATP5J2 gi|4757812|ref|NP_004880.1| gi|4757812|ref|NP_004880.1|;gi|51479129|ref|NP_001003713 "ATP synthase, H+ transporting, mitochondrial F0 complex, subuni 3 3 25.5 94 10918 9.7 HsNaOH-NE_NT_lymphocytes_Ti_106.013505.01350 2 2.5351 0.1884 1316.71 1315.6 1 75 1 K.LGELPSWILMR.D 23 2
2762 ENSG00000004779:ENSMUSG00000030869:ENSRNOG00000025242 NDUFAB1 gi|4826852|ref|NP_004994.1| gi|4826852|ref|NP_004994.1| "NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1, 3 3 23.7 156 17417 4.9 HsSD-NE_PHA_lymphocytes_PK_108.020169.020169 2 3.1079 0.277 1826.59 1827.2 7 46.666668 1 M.PPLTLEGIQDRVLYVL.K 72 0 *
2762 ENSG00000004779:ENSMUSG00000030869:ENSRNOG00000025242 NDUFAB1 gi|4826852|ref|NP_004994.1| gi|4826852|ref|NP_004994.1| "NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1, 3 3 23.7 156 17417 4.9 HsSD-NE_PHA_lymphocytes_PK_105.019721.01972 2 3.7762 0.3202 2518.63 2515.8 1 50 1 A.MEDEFGFEIPDIDAEKLMCPQ.E 122 0 *
2762 ENSG00000004779:ENSMUSG00000030869:ENSRNOG00000025242 NDUFAB1 gi|4826852|ref|NP_004994.1| gi|4826852|ref|NP_004994.1| "NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1, 3 3 23.7 156 17417 4.9 HsSD-NE_PHA_lymphocytes_PK_105.018389.018389 2 4.1423 0.3469 1869.85 1868 1 66.66667 1 M.EDEFGFEIPDIDAEKL.M 123 0 *
2763 ENSG00000082701:ENSMUSG00000022812:ENSRNOG00000002833 GSK3B gi|21361340|ref|NP_002084.2| gi|21361340|ref|NP_002084.2|;gi|49574532|ref|NP_063937.2| glycogen synthase kinase 3 beta [Homo sapiens] 4 8 5.5 433 48034 8.8 HsSD-NE_PHA_lymphocytes_PK_106.021650.021650 2 4.1489 0.3514 2350.83 2352.8 1 50 1 E.LLLGQPIFPGDSGVDQLVEIIK.V 250 1
2763 ENSG00000082701:ENSMUSG00000022812:ENSRNOG00000002833 GSK3B gi|21361340|ref|NP_002084.2| gi|21361340|ref|NP_002084.2|;gi|49574532|ref|NP_063937.2| glycogen synthase kinase 3 beta [Homo sapiens] 4 8 5.5 433 48034 8.8 HsSD-NE_PHA_lymphocytes_PK_106.000012.000012 2 4.7431 0.3696 2552.45 2553 1 54.347824 4 L.AELLLGQPIFPGDSGVDQLVEIIK.V 248 1
2763 ENSG00000082701:ENSMUSG00000022812:ENSRNOG00000002833 GSK3B gi|21361340|ref|NP_002084.2| gi|21361340|ref|NP_002084.2|;gi|49574532|ref|NP_063937.2| glycogen synthase kinase 3 beta [Homo sapiens] 4 8 5.5 433 48034 8.8 HsSD-NE_PHA_lymphocytes_PK_106.000039.000039 2 3.9976 0.4109 2480.91 2481.9 1 47.727272 2 A.ELLLGQPIFPGDSGVDQLVEIIK.V 249 1
2763 ENSG00000082701:ENSMUSG00000022812:ENSRNOG00000002833 GSK3B gi|21361340|ref|NP_002084.2| gi|21361340|ref|NP_002084.2|;gi|49574532|ref|NP_063937.2| glycogen synthase kinase 3 beta [Homo sapiens] 4 8 5.5 433 48034 8.8 HsSD-NE_PHA_lymphocytes_PK_106.000052.000052 2 2.55 0.2205 1828.45 1828.1 1 62.5 1 Q.PIFPGDSGVDQLVEIIK.V 255 1
2764 ENSG00000132286:NA:ENSRNOG00000000320 FXC1 gi|6912382|ref|NP_036324.1| gi|6912382|ref|NP_036324.1| fractured callus expressed transcript 1 [Homo sapiens] 1 4 15.5 103 11586 7.4 HsSD-NE_NT_lymphocytes_Ti_104.008150.008150.2 2 4.8216 0.4457 1762.27 1761.8 1 73.333336 4 R.ALDAEEEACLHSCAGK.L 40 2 *
2765 ENSG00000174021:ENSMUSG00000078297:ENSRNOG00000039562 GNG5 gi|4885287|ref|NP_005265.1| gi|4885287|ref|NP_005265.1| "guanine nucleotide binding protein (G protein), gamma 5 [Homo sa 1 2 39.7 68 7318 9.9 HsNaOH-NE_NT_lymphocytes_Ti_112.011366.01136 3 4.4042 0.3771 3070.82 3072.4 1 29.807693 2 K.QFCLQNAQHDPLLTGVSSSTNPFRPQK.V 37 2 *
2766 ENSG00000049245:ENSMUSG00000028955:ENSRNOG00000030055 VAMP3 gi|4759300|ref|NP_004772.1| gi|4759300|ref|NP_004772.1| vesicle-associated membrane protein 3 [Homo sapiens] 1 3 16 100 11309 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010415.0104 2 4.2759 0.4868 1917.15 1917.1 1 70 3 R.LQQTQNQVDEVVDIMR.V 15 2 *
2767 ENSG00000140990:ENSMUSG00000040048:ENSRNOG00000014568 NDUFB10 gi|4758774|ref|NP_004539.1| gi|4758774|ref|NP_004539.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10, 22kD 2 3 18 172 20777 8.5 HsSD-NE_PHA_lymphocytes_PK_108.014183.014183 3 3.5127 0.2886 1614.17 1614.9 1 42.307693 1 K.AFDLIVDRPVTLVR.E 30 2 *
2767 ENSG00000140990:ENSMUSG00000040048:ENSRNOG00000014568 NDUFB10 gi|4758774|ref|NP_004539.1| gi|4758774|ref|NP_004539.1| "NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10, 22kD 2 3 18 172 20777 8.5 HsSD-NE_PHA_lymphocytes_PK_106.012405.012405 2 3.344 0.307 2189.53 2190.4 1 46.875 2 R.RVPDITECKEEDIMCMY.E 64 1 *
2768 ENSG00000115286:ENSMUSG00000020153:ENSRNOG00000024568 NDUFS7 gi|38524585|ref|NP_077718.2| gi|38524585|ref|NP_077718.2| NADH-ubiquinone oxidoreductase Fe-S protein 7 [Homo sapiens] 1 8 12.7 213 23580 10 HsSD-NE_NT_lymphocytes_Ti_110.000698.000698.2 2 3.3816 0.3422 3013.21 3011.5 1 34.615387 8 R.IVPVDIYIPGCPPTAEALLYGILQLQR.K 173 2 *
2769 ENSG00000130813:ENSMUSG00000038884:ENSRNOG00000020580 C19orf66 gi|154350198|ref|NP_060851.2| gi|154350198|ref|NP_060851.2| hypothetical protein LOC55337 [Homo sapiens] 3 5 11.7 291 33110 7.3 HsSD-NE_PHA_lymphocytes_PK_113.002026.002026 3 5.1995 0.3876 3901.97 3902 1 27.272728 2 Q.GGLLEDLDNLILEDLKEEEEEEEEVEDEEGGPRE.- 258 1 *
2769 ENSG00000130813:ENSMUSG00000038884:ENSRNOG00000020580 C19orf66 gi|154350198|ref|NP_060851.2| gi|154350198|ref|NP_060851.2| hypothetical protein LOC55337 [Homo sapiens] 3 5 11.7 291 33110 7.3 HsSD-NE_PHA_lymphocytes_PK_105.009598.009598 2 4.7146 0.2479 2638.17 2635.6 1 50 1 L.EDLKEEEEEEEEVEDEEGGPRE.- 270 1 *
2769 ENSG00000130813:ENSMUSG00000038884:ENSRNOG00000020580 C19orf66 gi|154350198|ref|NP_060851.2| gi|154350198|ref|NP_060851.2| hypothetical protein LOC55337 [Homo sapiens] 3 5 11.7 291 33110 7.3 HsSD-NE_PHA_lymphocytes_PK_105.019026.019026 3 4.965 0.3277 3561.08 3561.6 1 28.448275 2 L.EDLDNLILEDLKEEEEEEEEVEDEEGGPRE.- 262 1 *
2770 ENSG00000111843:ENSMUSG00000021361:ENSRNOG00000015437 TMEM14C gi|7705501|ref|NP_057546.1| gi|7705501|ref|NP_057546.1| transmembrane protein 14C [Homo sapiens] 2 3 24.1 112 11565 9.9 HsNaOH-NE_NT_lymphocytes_Ti_110.007749.00774 2 2.8874 0.4021 1147.31 1144.3 1 83.33333 2 K.VGVSMFNRPH.- 103 2 *
2770 ENSG00000111843:ENSMUSG00000021361:ENSRNOG00000015437 TMEM14C gi|7705501|ref|NP_057546.1| gi|7705501|ref|NP_057546.1| transmembrane protein 14C [Homo sapiens] 2 3 24.1 112 11565 9.9 HsNaOH-NE_NT_lymphocytes_Ti_114.013906.01390 2 2.2566 0.0973 1691.35 1691.1 1 56.25 1 K.FMPAGLIAGASLLMVAK.V 86 2
2771 ENSG00000164167:ENSMUSG00000058567:ENSRNOG00000031880 LSM6 gi|5901998|ref|NP_009011.1| gi|5901998|ref|NP_009011.1| Sm protein F [Homo sapiens] 1 3 32.5 80 9128 9.6 HsSD-NE_PHA_lymphocytes_Ti_103.022368.022368 2 2.9474 0.1295 2931.11 2930.3 1 38 3 R.GVLACLDGYMNIALEQTEEYVNGQLK.N 32 2 *
2772 ENSG00000204435:ENSMUSG00000024387:ENSRNOG00000000847 CSNK2B gi|23503295|ref|NP_001311.3| gi|23503295|ref|NP_001311.3| "casein kinase 2, beta polypeptide [Homo sapiens] " 1 8 14 215 24942 5.6 HsSD-NE_PHA_lymphocytes_Ti_110.014836.014836 3 4.6016 0.2823 3678.17 3678.9 1 25.862068 8 R.GNEFFCEVDEDYIQDKFNLTGLNEQVPHYR.Q 18 2 *
2773 ENSG00000163519:ENSMUSG00000030775:ENSRNOG00000029564 TRAT1 gi|54607137|ref|NP_057472.2| gi|54607137|ref|NP_057472.2| T-cell receptor interacting molecule [Homo sapiens] 2 5 12.9 186 21211 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.007881.0078 3 6.2166 0.501 2671.37 2671.8 1 41.304348 4 R.KQNTHFSDKDGDEQLHAIDASVSK.T 126 2 *
2773 ENSG00000163519:ENSMUSG00000030775:ENSRNOG00000029564 TRAT1 gi|54607137|ref|NP_057472.2| gi|54607137|ref|NP_057472.2| T-cell receptor interacting molecule [Homo sapiens] 2 5 12.9 186 21211 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.007895.0078 2 2.4892 0.4302 2670.77 2671.8 5 41.304348 1 R.KQNTHFSDKDGDEQLHAIDASVSK.T 126 2 *
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsSD-NE_PHA_lymphocytes_PK_107.011909.011909 2 2.5655 0.1922 1122.49 1122.3 1 75 1 P.LIRNGDWTF.Q 179 0
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsSD-NE_PHA_lymphocytes_PK_113.013451.01345 2 3.5999 0.3511 1918.79 1916.1 1 66.66667 4 C.HVEHPSLQSPITVEWR.A 206 1
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010250.01025 2 4.9471 0.4058 2612.15 2611.8 1 50 4 R.GDVYTCHVEHPSLQSPITVEWR.A 200 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.008612.0086 2 4.395 0.3461 1729.97 1729.9 1 76.666664 2 R.NDQEETAGVVSTPLIR.N 166 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008321.00832 2 3.9787 0.3116 1730.03 1729.9 1 60.000004 2 R.NDQEETAGVVSTPLIR.N 166 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007718.0077 2 3.0451 0.1307 1073.11 1073.2 1 92.85714 1 R.HNYQLELR.T 113 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_NT_lymphocytes_Ti_109.010280.01028 3 5.0066 0.3524 2612.15 2611.8 1 45.238094 2 R.GDVYTCHVEHPSLQSPITVEWR.A 200 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.011645.0116 3 4.513 0.2711 2673.41 2672 1 36.363636 2 R.TEALNHHNLLVCSVTDFYPAQIK.V 138 2
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|XP_001714119.1| gi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_0017"PREDICTED: similar to major histocompatibility complex, class II, 8 20 28.7 261 29673 8.5 HsNaOH-NE_PHA_lymphocytes_Ti_110.011904.0119 2 4.5904 0.4875 2672.51 2672 1 47.727272 2 R.TEALNHHNLLVCSVTDFYPAQIK.V 138 2
2775 ENSG00000205544:ENSMUSG00000070394:ENSRNOG00000037540 C17orf61 gi|22749499|ref|NP_689979.1| gi|22749499|ref|NP_689979.1| hypothetical protein LOC254863 [Homo sapiens] 3 3 25.7 113 11742 9 HsNaOH-NE_PHA_lymphocytes_Ti_109.012358.0123 2 2.9899 0.3113 2669.51 2670 3 33.333336 1 R.LGALSGAAALGFASYGAHGAQFPDAYGK.E 11 2 *
2775 ENSG00000205544:ENSMUSG00000070394:ENSRNOG00000037540 C17orf61 gi|22749499|ref|NP_689979.1| gi|22749499|ref|NP_689979.1| hypothetical protein LOC254863 [Homo sapiens] 3 3 25.7 113 11742 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.011674.0116 3 3.1771 0.257 2825.3 2826.1 9 23.214285 1 R.RLGALSGAAALGFASYGAHGAQFPDAYGK.E 10 2 *
2775 ENSG00000205544:ENSMUSG00000070394:ENSRNOG00000037540 C17orf61 gi|22749499|ref|NP_689979.1| gi|22749499|ref|NP_689979.1| hypothetical protein LOC254863 [Homo sapiens] 3 3 25.7 113 11742 9 HsNaOH-NE_PHA_lymphocytes_Ti_110.012464.0124 3 3.7181 0.1744 2671.43 2670 2 25 1 R.LGALSGAAALGFASYGAHGAQFPDAYGK.E 11 2 *
2776 ENSG00000088986:NA:NA DYNLL1 gi|83267868|ref|NP_001032584.1| gi|83267868|ref|NP_001032584.1| dynein light chain 1 [Homo sapiens] 2 3 38.2 89 10366 7.4 HsSD-NE_NT_lymphocytes_Ti_102.011231.011231.2 2 4.3012 0.436 2515.45 2515.6 1 47.61905 2 K.NADMSEEMQQDSVECATQALEK.Y 10 2 *
2776 ENSG00000088986:NA:NA DYNLL1 gi|83267868|ref|NP_001032584.1| gi|83267868|ref|NP_001032584.1| dynein light chain 1 [Homo sapiens] 2 3 38.2 89 10366 7.4 HsSD-NE_NT_lymphocytes_Ti_111.011683.011683.1 1 1.8708 0.4528 1531.07 1531.7 1 50 1 K.KYNPTWHCIVGR.N 49 2
2777 ENSG00000153563:ENSMUSG00000053977:ENSRNOG00000007178 CD8A gi|22902134|ref|NP_001759.3| gi|22902134|ref|NP_001759.3|;gi|27886642|ref|NP_741969.1| CD8 antigen alpha polypeptide isoform 1 precursor [Homo sapiens] 3 6 21.3 235 25729 9.5 HsNaOH-NE_NT_lymphocytes_Ti_111.011682.01168 2 4.7388 0.3306 1910.01 1907.2 1 64.70589 1 R.GAAASPTFLLYLSQNKPK.A 62 2
2777 ENSG00000153563:ENSMUSG00000053977:ENSRNOG00000007178 CD8A gi|22902134|ref|NP_001759.3| gi|22902134|ref|NP_001759.3|;gi|27886642|ref|NP_741969.1| CD8 antigen alpha polypeptide isoform 1 precursor [Homo sapiens] 3 6 21.3 235 25729 9.5 HsNaOH-NE_NT_lymphocytes_Ti_108.012812.01281 2 6.4593 0.5187 2252.49 2251.5 1 75 4 K.CQVLLSNPTSGCSWLFQPR.G 43 2
2777 ENSG00000153563:ENSMUSG00000053977:ENSRNOG00000007178 CD8A gi|22902134|ref|NP_001759.3| gi|22902134|ref|NP_001759.3|;gi|27886642|ref|NP_741969.1| CD8 antigen alpha polypeptide isoform 1 precursor [Homo sapiens] 3 6 21.3 235 25729 9.5 HsNaOH-NE_NT_lymphocytes_Ti_107.014187.01418 2 2.4941 0.0963 1484.67 1484.7 2 62.5 1 R.LGDTFVLTLSDFR.R 94 2
2778 ENSG00000175606:ENSMUSG00000025940:ENSRNOG00000006608 TMEM70 gi|34147498|ref|NP_060336.3| gi|34147498|ref|NP_060336.3| transmembrane protein 70 isoform a [Homo sapiens] 2 4 7.7 260 28969 8.9 HsSD-NE_PHA_lymphocytes_PK_111.017834.017834 2 4.1319 0.3162 2273.93 2271.7 1 55.555557 3 K.SLLVNPVLFPNREDYIHLM.G 218 1 *
2778 ENSG00000175606:ENSMUSG00000025940:ENSRNOG00000006608 TMEM70 gi|34147498|ref|NP_060336.3| gi|34147498|ref|NP_060336.3| transmembrane protein 70 isoform a [Homo sapiens] 2 4 7.7 260 28969 8.9 HsSD-NE_PHA_lymphocytes_PK_111.017558.017558 2 3.0357 0.2263 2329.69 2328.7 1 42.105263 1 K.SLLVNPVLFPNREDYIHLMG.Y 218 1 *
2779 ENSG00000116704:ENSMUSG00000028521:ENSRNOG00000022967 SLC35D1 gi|14028875|ref|NP_055954.1| gi|14028875|ref|NP_055954.1| "solute carrier family 35 (UDP-glucuronic acid/UDP-N-acetylgalacto 2 9 5.9 355 39240 9 HsNaOH-NE_PHA_lymphocytes_Ti_112.016352.0163 2 3.6511 0.4316 2258.97 2258.7 1 44.736843 7 K.TFPLPLLYFGNQITGLFSTK.K 109 2 *
2779 ENSG00000116704:ENSMUSG00000028521:ENSRNOG00000022967 SLC35D1 gi|14028875|ref|NP_055954.1| gi|14028875|ref|NP_055954.1| "solute carrier family 35 (UDP-glucuronic acid/UDP-N-acetylgalacto 2 9 5.9 355 39240 9 HsNaOH-NE_PHA_lymphocytes_Ti_114.015005.0150 2 3.0391 0.1997 2387.69 2386.8 5 35 2 R.KTFPLPLLYFGNQITGLFSTK.K 108 2 *
2780 ENSG00000106636:ENSMUSG00000002741:ENSRNOG00000014785 YKT6 gi|5730120|ref|NP_006546.1| gi|5730120|ref|NP_006546.1| YKT6 v-SNARE protein [Homo sapiens] 2 5 19.7 198 22418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009341.0093 2 3.7592 0.3071 1823.07 1821 3 50 2 R.NDSLAGVVIADNEYPSR.V 72 2 *
2780 ENSG00000106636:ENSMUSG00000002741:ENSRNOG00000014785 YKT6 gi|5730120|ref|NP_006546.1| gi|5730120|ref|NP_006546.1| YKT6 v-SNARE protein [Homo sapiens] 2 5 19.7 198 22418 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_110.011699.0116 2 3.0997 0.286 2403.35 2403.7 2 40.476192 3 R.IDWPVGSPATIHYPALDGHLSR.Y 108 2 *
2781 ENSG00000164047:ENSMUSG00000038357:ENSRNOG00000020733 CAMP gi|39753970|ref|NP_004336.2| gi|39753970|ref|NP_004336.2| cathelicidin antimicrobial peptide [Homo sapiens] 3 4 13.5 170 19301 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.014763.01476 2 3.1948 0.1166 1086.21 1086.3 3 93.75 2 R.FALLGDFFR.K 132 2 *
2781 ENSG00000164047:ENSMUSG00000038357:ENSRNOG00000020733 CAMP gi|39753970|ref|NP_004336.2| gi|39753970|ref|NP_004336.2| cathelicidin antimicrobial peptide [Homo sapiens] 3 4 13.5 170 19301 9.4 HsNaOH-NE_NT_lymphocytes_Ti_106.006394.00639 2 2.1116 0.2415 1540.05 1542.6 2 58.333332 1 R.GSFDISCDKDNKR.F 119 2 *
2781 ENSG00000164047:ENSMUSG00000038357:ENSRNOG00000020733 CAMP gi|39753970|ref|NP_004336.2| gi|39753970|ref|NP_004336.2| cathelicidin antimicrobial peptide [Homo sapiens] 3 4 13.5 170 19301 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012772.01277 2 2.236 0.1624 1215.29 1214.5 3 77.77778 1 R.FALLGDFFRK.S 132 2 *
2782 ENSG00000125877:ENSMUSG00000074797:ENSRNOG00000021233 ITPA gi|15626999|ref|NP_258412.1| gi|15626999|ref|NP_258412.1| inosine triphosphatase isoform a [Homo sapiens] 2 6 19.1 194 21446 5.6 HsSD-NE_NT_lymphocytes_Ti_109.012416.012416.2 2 4.2884 0.3894 1795.77 1796.1 1 56.666668 4 K.LKPEGLHQLLAGFEDK.S 95 2
2782 ENSG00000125877:ENSMUSG00000074797:ENSRNOG00000021233 ITPA gi|15626999|ref|NP_258412.1| gi|15626999|ref|NP_258412.1| inosine triphosphatase isoform a [Homo sapiens] 2 6 19.1 194 21446 5.6 HsSD-NE_NT_lymphocytes_Ti_108.013636.013636.2 2 4.2624 0.3164 2417.35 2416.8 1 47.5 2 K.KLEEVVQILGDKFPCTLVAQK.I 19 2 *
2783 ENSG00000067955:ENSMUSG00000031885:ENSRNOG00000014647 CBFB gi|13124873|ref|NP_001746.1| gi|13124873|ref|NP_001746.1|;gi|13124881|ref|NP_074036.1| "core-binding factor, beta subunit isoform 2 [Homo sapiens] " 1 6 14.3 182 21508 6.6 HsSD-NE_PHA_lymphocytes_Ti_104.020124.020124 2 3.0285 0.1802 2887.19 2886.2 1 32 6 R.SEIAFVATGTNLSLQFFPASWQGEQR.Q 53 2
2784 ENSG00000142252:ENSMUSG00000044709:ENSRNOG00000034168 GEMIN7 gi|55953074|ref|NP_001007271.1| gi|55953074|ref|NP_001007271.1| gemin 7 [Homo sapiens] 1 4 20.6 131 14537 7.4 HsSD-NE_NT_lymphocytes_Ti_108.010700.010700.3 3 5.4557 0.3955 3191.21 3191.5 1 36.53846 4 R.RAPLRPEVPEIQECPIAQESLESQEQR.A 31 2 *
2785 ENSG00000163900:ENSMUSG00000022856:NA TMEM41A gi|18087813|ref|NP_542383.1| gi|18087813|ref|NP_542383.1| transmembrane protein 41A [Homo sapiens] 2 6 10.6 264 29665 9 HsNaOH-NE_NT_lymphocytes_Ti_105.013716.01371 2 2.9439 0.1905 1433.69 1434.6 1 72.72727 4 R.SLWFPSDLAELR.E 41 2 *
2785 ENSG00000163900:ENSMUSG00000022856:NA TMEM41A gi|18087813|ref|NP_542383.1| gi|18087813|ref|NP_542383.1| transmembrane protein 41A [Homo sapiens] 2 6 10.6 264 29665 9 HsNaOH-NE_NT_lymphocytes_Ti_112.009389.00938 2 4.5757 0.3671 1859.47 1859 1 76.666664 2 K.HLQLNETSTANHIHSR.K 246 2 *
2786 ENSG00000189227:NA:NA LOC145853 gi|169208955|ref|XP_001718711.1| gi|169208955|ref|XP_001718711.1| PREDICTED: similar to hCG2041271 [Homo sapiens] 2 5 18.8 223 24767 10.5 HsNaOH-NE_NT_lymphocytes_Ti_115.016677.01667 2 4.6038 0.4705 2191.71 2190.6 1 68.42105 4 K.VVNLGIPTLLYGLGSWLFAR.V 178 2 *
2786 ENSG00000189227:NA:NA LOC145853 gi|169208955|ref|XP_001718711.1| gi|169208955|ref|XP_001718711.1| PREDICTED: similar to hCG2041271 [Homo sapiens] 2 5 18.8 223 24767 10.5 HsNaOH-NE_NT_lymphocytes_Ti_112.011946.01194 2 3.4428 0.2952 2600.71 2600.9 1 38.095238 1 R.NDQFGLSHFNWPVQGANYHVLR.T 126 2 *
2787 ENSG00000149809:ENSMUSG00000024799:ENSRNOG00000020989 TM7SF2 gi|117414150|ref|NP_003264.2| gi|117414150|ref|NP_003264.2| transmembrane 7 superfamily member 2 [Homo sapiens] 4 10 6.9 418 46406 8.9 HsSD-NE_PHA_lymphocytes_PK_109.018864.018864 2 4.1473 0.5025 1784.41 1783 1 65.625 4 L.APGGNSGNPIYDFFLGR.E 161 1 *
2787 ENSG00000149809:ENSMUSG00000024799:ENSRNOG00000020989 TM7SF2 gi|117414150|ref|NP_003264.2| gi|117414150|ref|NP_003264.2| transmembrane 7 superfamily member 2 [Homo sapiens] 4 10 6.9 418 46406 8.9 HsSD-NE_PHA_lymphocytes_PK_107.013468.013468 2 2.6801 0.1707 1200.87 1201.4 4 77.77778 1 F.CELRPGLIGW.V 192 0
2787 ENSG00000149809:ENSMUSG00000024799:ENSRNOG00000020989 TM7SF2 gi|117414150|ref|NP_003264.2| gi|117414150|ref|NP_003264.2| transmembrane 7 superfamily member 2 [Homo sapiens] 4 10 6.9 418 46406 8.9 HsSD-NE_PHA_lymphocytes_PK_108.016521.01652 1 2.7342 0.206 1511.59 1511.7 1 68.181816 2 K.YFCELRPGLIGW.V 190 1
2787 ENSG00000149809:ENSMUSG00000024799:ENSRNOG00000020989 TM7SF2 gi|117414150|ref|NP_003264.2| gi|117414150|ref|NP_003264.2| transmembrane 7 superfamily member 2 [Homo sapiens] 4 10 6.9 418 46406 8.9 HsSD-NE_PHA_lymphocytes_PK_109.016644.016644 2 3.5215 0.2328 1510.71 1511.7 1 77.27273 3 K.YFCELRPGLIGW.V 190 1
2788 ENSG00000133112:ENSMUSG00000060126:ENSRNOG00000000896 TPT1 gi|4507669|ref|NP_003286.1| gi|4507669|ref|NP_003286.1| "tumor protein, translationally-controlled 1 [Homo sapiens] " 2 5 15.7 172 19595 4.9 HsSD-NE_NT_lymphocytes_Ti_104.011776.011776.2 2 3.6238 0.4006 1713.05 1713.9 1 69.230774 2 R.DLISHDEMFSDIYK.I 6 2 *
2788 ENSG00000133112:ENSMUSG00000060126:ENSRNOG00000000896 TPT1 gi|4507669|ref|NP_003286.1| gi|4507669|ref|NP_003286.1| "tumor protein, translationally-controlled 1 [Homo sapiens] " 2 5 15.7 172 19595 4.9 HsSD-NE_NT_lymphocytes_Ti_102.011294.011294.2 2 3.8779 0.2882 1433.97 1433.6 1 75 3 R.EIADGLCLEVEGK.M 22 2 *
2789 ENSG00000198780:ENSMUSG00000041817:ENSRNOG00000016505 FAM169A gi|153792633|ref|NP_056381.1| gi|153792633|ref|NP_056381.1| hypothetical protein LOC26049 [Homo sapiens] 1 9 2.5 670 74955 4.6 HsSD-NE_PHA_lymphocytes_PK_106.000122.000122 2 5.2692 0.4903 1958.87 1959.2 1 78.125 9 H.MLEDFVDSFTEDALGLR.Y 198 1 *
2790 ENSG00000130640:ENSMUSG00000025474:ENSRNOG00000018137 TUBGCP2 gi|5729840|ref|NP_006650.1| gi|5729840|ref|NP_006650.1| "tubulin, gamma complex associated protein 2 [Homo sapiens] " 2 12 4.4 902 102534 6.8 HsSD-NE_PHA_lymphocytes_PK_109.001238.001238 2 3.3466 0.2772 1822.61 1821.1 1 56.666668 9 A.WVYERPALIGDFLIGA.G 180 0 *
2790 ENSG00000130640:ENSMUSG00000025474:ENSRNOG00000018137 TUBGCP2 gi|5729840|ref|NP_006650.1| gi|5729840|ref|NP_006650.1| "tubulin, gamma complex associated protein 2 [Homo sapiens] " 2 12 4.4 902 102534 6.8 HsSD-NE_PHA_lymphocytes_PK_106.016946.016946 3 4.892 0.4028 2811.59 2813.2 1 34.782608 3 H.FMDLAEEELRKPVEDITPPRLEAL.L 531 0 *
2791 ENSG00000155906:ENSMUSG00000019763:ENSRNOG00000019501 RMND1 gi|157388927|ref|NP_060379.2| gi|157388927|ref|NP_060379.2| required for meiotic nuclear division 1 homolog [Homo sapiens] 3 10 11.4 449 51604 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.014066.0140 3 5.1603 0.4079 2770.19 2769.1 1 41.666664 5 K.HEIQPYEIALVHWENEELNYIK.I 254 2 *
2791 ENSG00000155906:ENSMUSG00000019763:ENSRNOG00000019501 RMND1 gi|157388927|ref|NP_060379.2| gi|157388927|ref|NP_060379.2| required for meiotic nuclear division 1 homolog [Homo sapiens] 3 10 11.4 449 51604 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010706.0107 2 4.0924 0.4358 1531.75 1532.8 1 78.57143 1 R.DAANILVMGVENSAK.E 205 2 *
2791 ENSG00000155906:ENSMUSG00000019763:ENSRNOG00000019501 RMND1 gi|157388927|ref|NP_060379.2| gi|157388927|ref|NP_060379.2| required for meiotic nuclear division 1 homolog [Homo sapiens] 3 10 11.4 449 51604 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.010712.0107 2 4.6861 0.2614 1590.77 1588.8 1 80.769226 4 K.LNSELDLDDAILEK.F 289 2 *
2792 ENSG00000142002:ENSMUSG00000001229:NA DPP9 gi|51988902|ref|NP_631898.2| gi|51988902|ref|NP_631898.2| dipeptidylpeptidase 9 [Homo sapiens] 4 11 4.7 850 96613 6.5 HsSD-NE_PHA_lymphocytes_PK_107.019148.019148 3 3.5407 0.2689 2166.59 2167.5 1 38.88889 1 Q.LVLLPPALFIPSTENEEQR.L 378 1 *
2792 ENSG00000142002:ENSMUSG00000001229:NA DPP9 gi|51988902|ref|NP_631898.2| gi|51988902|ref|NP_631898.2| dipeptidylpeptidase 9 [Homo sapiens] 4 11 4.7 850 96613 6.5 HsSD-NE_PHA_lymphocytes_PK_108.019056.019056 2 3.4266 0.4014 2165.77 2167.5 1 41.666664 6 Q.LVLLPPALFIPSTENEEQR.L 378 1 *
2792 ENSG00000142002:ENSMUSG00000001229:NA DPP9 gi|51988902|ref|NP_631898.2| gi|51988902|ref|NP_631898.2| dipeptidylpeptidase 9 [Homo sapiens] 4 11 4.7 850 96613 6.5 HsSD-NE_PHA_lymphocytes_PK_105.020324.020324 2 3.2643 0.4126 2442.75 2443.6 1 44.736843 2 N.VHDIFYPFPQSEGEDELCFL.R 423 0 *
2792 ENSG00000142002:ENSMUSG00000001229:NA DPP9 gi|51988902|ref|NP_631898.2| gi|51988902|ref|NP_631898.2| dipeptidylpeptidase 9 [Homo sapiens] 4 11 4.7 850 96613 6.5 HsSD-NE_PHA_lymphocytes_PK_106.018002.018002 3 4.7855 0.4786 2602.79 2599.8 1 41.25 2 N.VHDIFYPFPQSEGEDELCFLR.A 423 1 *
2793 ENSG00000177700:ENSMUSG00000038489:ENSRNOG00000023805 POLR2L gi|10863925|ref|NP_066951.1| gi|10863925|ref|NP_066951.1| DNA directed RNA polymerase II polypeptide L [Homo sapiens] 1 2 35.8 67 7645 7.8 HsSD-NE_PHA_lymphocytes_Ti_104.019835.019835 2 3.4529 0.3041 2643.49 2640.9 1 36.95652 2 K.WEAYLGLLQAEYTEGDALDALGLK.R 18 2 *
2794 ENSG00000187446:ENSMUSG00000014077:ENSRNOG00000008946 CHP gi|6005731|ref|NP_009167.1| gi|6005731|ref|NP_009167.1| calcium binding protein P22 [Homo sapiens] 3 4 20.5 195 22456 5.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007770.00777 3 4.5077 0.2497 1777.16 1775 2 57.14286 2 R.ASTLLRDEELEEIKK.E 5 2 *
2794 ENSG00000187446:ENSMUSG00000014077:ENSRNOG00000008946 CHP gi|6005731|ref|NP_009167.1| gi|6005731|ref|NP_009167.1| calcium binding protein P22 [Homo sapiens] 3 4 20.5 195 22456 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010156.01015 1 2.3636 0.2874 1307.88 1308.5 2 59.090908 1 R.IPELAINPLGDR.I 54 2 *
2794 ENSG00000187446:ENSMUSG00000014077:ENSRNOG00000008946 CHP gi|6005731|ref|NP_009167.1| gi|6005731|ref|NP_009167.1| calcium binding protein P22 [Homo sapiens] 3 4 20.5 195 22456 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.010022.01002 2 3.174 0.2633 1570.55 1570.7 1 70.83333 1 R.TLAHFRPIEDNEK.S 86 2 *
2795 ENSG00000196976:ENSMUSG00000015289:ENSRNOG00000037249 LAGE3 gi|24430137|ref|NP_006005.2| gi|24430137|ref|NP_006005.2| "L antigen family, member 3 [Homo sapiens] " 1 3 16.1 143 14804 8.6 HsNaOH-NE_PHA_lymphocytes_Ti_110.007035.0070 2 4.5955 0.3914 1952.65 1953.1 1 52.272724 3 R.GGVDTAAAPAGGAPPAHAPGPGR.D 25 2 *
2796 ENSG00000122958:ENSMUSG00000020078:ENSRNOG00000030683 VPS26A gi|17978519|ref|NP_004887.2| gi|17978519|ref|NP_004887.2|;gi|78482614|ref|NP_00103033 vacuolar protein sorting 26 A isoform 1 [Homo sapiens] 2 4 6.1 327 38170 6.5 HsSD-NE_PHA_lymphocytes_PK_109.000765.000765 2 3.0965 0.2567 2213.41 2210.4 2 39.473686 3 L.GGFFGPICEIDIVLNDGETR.K 5 1
2796 ENSG00000122958:ENSMUSG00000020078:ENSRNOG00000030683 VPS26A gi|17978519|ref|NP_004887.2| gi|17978519|ref|NP_004887.2|;gi|78482614|ref|NP_00103033 vacuolar protein sorting 26 A isoform 1 [Homo sapiens] 2 4 6.1 327 38170 6.5 HsSD-NE_PHA_lymphocytes_PK_106.021440.021440 2 3.4477 0.2343 2096.61 2096.3 3 44.11765 1 G.FFGPICEIDIVLNDGETR.K 7 1
2797 ENSG00000117013:ENSMUSG00000028631:ENSRNOG00000010576 KCNQ4 gi|26638653|ref|NP_004691.2| gi|26638653|ref|NP_004691.2|;gi|26638655|ref|NP_751895.1| potassium voltage-gated channel KQT-like protein 4 isoform a [Hom 1 2 1.7 695 77101 9.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1547.154 2 2.7281 0.0964 1148.51 1147.3 7 63.636364 2 R.LGLGPPPGDAPR.A 9 2
2798 ENSG00000173141:ENSMUSG00000021967:NA MRP63 gi|13128970|ref|NP_076931.1| gi|13128970|ref|NP_076931.1| mitochondrial ribosomal protein 63 [Homo sapiens] 1 2 12.7 102 12266 11.5 HsNaOH-NE_NT_lymphocytes_Ti_106.008896.00889 2 3.054 0.1721 1512.93 1514.7 1 75 2 R.FIADQLDHLNVTK.K 87 2 *
2799 ENSG00000141524:ENSMUSG00000025572:NA TMC6 gi|23943902|ref|NP_009198.3| gi|23943902|ref|NP_009198.3| EVIN1 [Homo sapiens] 1 2 2.1 805 90079 8.7 HsNaOH-NE_NT_lymphocytes_PK_112.011475.0114 2 4.3624 0.4268 1888.35 1888 1 78.125 2 T.LNQPCGSPLDGSQCTPR.V 315 1 *
2800 ENSG00000102317:ENSMUSG00000031167:ENSRNOG00000005387 RBM3 gi|5803137|ref|NP_006734.1| gi|5803137|ref|NP_006734.1| RNA binding motif protein 3 [Homo sapiens] 1 4 11.5 157 17170 8.9 HsSD-NE_NT_lymphocytes_Ti_110.013386.013386.2 2 3.9019 0.3956 1982.73 1983.3 1 61.764706 4 R.GFGFITFTNPEHASVAMR.A 48 2 *
2801 ENSG00000175582:ENSMUSG00000030704:ENSRNOG00000018176 RAB6A gi|19923231|ref|NP_002860.2| gi|19923231|ref|NP_002860.2| "RAB6A, member RAS oncogene family isoform a [Homo sapiens] 3 4 16.3 208 23549 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.011139.01113 1 2.3703 0.1856 1246.87 1246.5 1 59.090908 2 R.GSDVIIMLVGNK.T 116 2
2801 ENSG00000175582:ENSMUSG00000030704:ENSRNOG00000018176 RAB6A gi|19923231|ref|NP_002860.2| gi|19923231|ref|NP_002860.2| "RAB6A, member RAS oncogene family isoform a [Homo sapiens] 3 4 16.3 208 23549 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.013439.01343 2 2.6147 0.1462 2373.87 2372.6 8 33.333336 1 R.DSAAAVVVYDITNVNSFQQTTK.W 85 2
2801 ENSG00000175582:ENSMUSG00000030704:ENSRNOG00000018176 RAB6A gi|19923231|ref|NP_002860.2| gi|19923231|ref|NP_002860.2| "RAB6A, member RAS oncogene family isoform a [Homo sapiens] 3 4 16.3 208 23549 5.5 HsNaOH-NE_NT_lymphocytes_Ti_109.011381.01138 2 2.9889 0.2008 1249.05 1246.5 1 77.27273 1 R.GSDVIIMLVGNK.T 116 2
2802 ENSG00000166091:ENSMUSG00000040759:ENSRNOG00000016828 CMTM5 gi|19923993|ref|NP_612469.1| gi|19923993|ref|NP_612469.1|;gi|82546841|ref|NP_00103236 chemokine-like factor superfamily 5 isoform a [Homo sapiens] 1 3 12.2 156 17444 5.5 HsNaOH-NE_NT_lymphocytes_Ti_106.010305.01030 2 3.6067 0.3285 2096.85 2097.3 1 61.11111 3 R.DRHPEEGVVAELQGFAVDK.A 9 2
2803 ENSG00000197451:ENSMUSG00000020358:ENSRNOG00000003645 HNRPAB gi|55956919|ref|NP_112556.2| gi|55956919|ref|NP_112556.2|;gi|55956921|ref|NP_004490.2| heterogeneous nuclear ribonucleoprotein AB isoform a [Homo sapi 2 9 4.5 332 35968 6.9 HsSD-NE_PHA_lymphocytes_Ti_111.012441.012441 2 3.7999 0.1546 1800.79 1799.1 1 64.28571 6 R.GFVFITFKEEEPVKK.V 196 2
2803 ENSG00000197451:ENSMUSG00000020358:ENSRNOG00000003645 HNRPAB gi|55956919|ref|NP_112556.2| gi|55956919|ref|NP_112556.2|;gi|55956921|ref|NP_004490.2| heterogeneous nuclear ribonucleoprotein AB isoform a [Homo sapi 2 9 4.5 332 35968 6.9 HsSD-NE_PHA_lymphocytes_Ti_108.010520.010520 3 3.7502 0.2148 1799.66 1799.1 1 44.642857 3 R.GFVFITFKEEEPVKK.V 196 2
2804 ENSG00000128524:ENSMUSG00000004285:ENSRNOG00000025562 ATP6V1F gi|20357547|ref|NP_004222.2| gi|20357547|ref|NP_004222.2| "ATPase, H+ transporting, lysosomal 14kD, V1 subunit F [Homo sa 2 3 22.7 119 13370 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012419.012419.2 2 4.7045 0.4013 2966.73 2967.3 1 40.384613 1 R.HALDAHQQSIPAVLEIPSKEHPYDAAK.D 76 2 *
2804 ENSG00000128524:ENSMUSG00000004285:ENSRNOG00000025562 ATP6V1F gi|20357547|ref|NP_004222.2| gi|20357547|ref|NP_004222.2| "ATPase, H+ transporting, lysosomal 14kD, V1 subunit F [Homo sa 2 3 22.7 119 13370 5.5 HsSD-NE_NT_lymphocytes_Ti_111.012395.012395.3 3 6.4908 0.3412 2968.79 2967.3 1 37.5 2 R.HALDAHQQSIPAVLEIPSKEHPYDAAK.D 76 2 *
2805 ENSG00000112664:ENSMUSG00000024213:ENSRNOG00000000489 NUDT3 gi|5729804|ref|NP_006694.1| gi|5729804|ref|NP_006694.1| nudix-type motif 3 [Homo sapiens] 1 2 8.1 172 19471 6.4 HsSD-NE_PHA_lymphocytes_PK_105.013703.013703 2 2.9487 0.2652 1662.19 1661.8 1 69.230774 2 T.EVLEDWEDSVNIGR.K 102 1 *
2806 ENSG00000146066:ENSMUSG00000025868:ENSRNOG00000001071 HIGD2A gi|20270389|ref|NP_620175.1| gi|20270389|ref|NP_620175.1| "HIG1 domain family, member 2A [Homo sapiens] " 1 2 23.6 106 11529 10.2 HsNaOH-NE_NT_lymphocytes_Ti_111.014884.01488 2 3.1215 0.4139 2722.01 2722.1 1 29.166666 2 R.ENPVVPIGCLATAAALTYGLYSFHR.G 45 2 *
2807 ENSG00000134058:ENSMUSG00000069089:ENSRNOG00000018510 CDK7 gi|4502743|ref|NP_001790.1| gi|4502743|ref|NP_001790.1| cyclin-dependent kinase 7 [Homo sapiens] 2 4 3.2 346 39038 8.5 HsSD-NE_PHA_lymphocytes_PK_113.014953.014953 2 2.6382 0.3684 1266.87 1265.5 1 80 1 K.SFPGIPLHHIF.S 251 1 *
2807 ENSG00000134058:ENSMUSG00000069089:ENSRNOG00000018510 CDK7 gi|4502743|ref|NP_001790.1| gi|4502743|ref|NP_001790.1| cyclin-dependent kinase 7 [Homo sapiens] 2 4 3.2 346 39038 8.5 HsSD-NE_PHA_lymphocytes_PK_113.014867.014867 1 2.4715 0.2661 1265.7 1265.5 1 60.000004 3 K.SFPGIPLHHIF.S 251 1 *
2808 ENSG00000103363:ENSMUSG00000055839:ENSRNOG00000038276 TCEB2 gi|46276893|ref|NP_996896.1| gi|46276893|ref|NP_996896.1|;gi|6005890|ref|NP_009039.1| elongin B isoform b [Homo sapiens] 2 4 15.5 161 17911 6.1 HsSD-NE_NT_lymphocytes_Ti_109.011515.011515.3 3 5.0406 0.4438 2639.72 2637.9 1 34.375 3 K.TLGECGFTSQTARPQAPATVGLAFR.A 56 2
2808 ENSG00000103363:ENSMUSG00000055839:ENSRNOG00000038276 TCEB2 gi|46276893|ref|NP_996896.1| gi|46276893|ref|NP_996896.1|;gi|6005890|ref|NP_009039.1| elongin B isoform b [Homo sapiens] 2 4 15.5 161 17911 6.1 HsSD-NE_NT_lymphocytes_Ti_109.011510.011510.2 2 3.5898 0.2674 2639.99 2637.9 1 35.416664 1 K.TLGECGFTSQTARPQAPATVGLAFR.A 56 2
2809 ENSG00000110880:ENSMUSG00000004530:ENSRNOG00000000697 CORO1C gi|7656991|ref|NP_055140.1| gi|7656991|ref|NP_055140.1| "coronin, actin binding protein, 1C isoform 1 [Homo sapiens] " 4 9 12 474 53249 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.013066.0130 2 2.8698 0.3381 1719.49 1716.9 2 50 1 R.AIFLADGNVFTTGFSR.M 224 2 *
2809 ENSG00000110880:ENSMUSG00000004530:ENSRNOG00000000697 CORO1C gi|7656991|ref|NP_055140.1| gi|7656991|ref|NP_055140.1| "coronin, actin binding protein, 1C isoform 1 [Homo sapiens] " 4 9 12 474 53249 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.016311.0163 3 4.4415 0.2779 3275.48 3273.5 1 26.785713 2 R.KSDLFQDDLYPDTAGPEAALEAEEWFEGK.N 353 2 *
2809 ENSG00000110880:ENSMUSG00000004530:ENSRNOG00000000697 CORO1C gi|7656991|ref|NP_055140.1| gi|7656991|ref|NP_055140.1| "coronin, actin binding protein, 1C isoform 1 [Homo sapiens] " 4 9 12 474 53249 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.010130.0101 2 3.6353 0.4252 1363.01 1363.6 1 90.909096 4 K.RVGIVAWHPTAR.N 132 2 *
2809 ENSG00000110880:ENSMUSG00000004530:ENSRNOG00000000697 CORO1C gi|7656991|ref|NP_055140.1| gi|7656991|ref|NP_055140.1| "coronin, actin binding protein, 1C isoform 1 [Homo sapiens] " 4 9 12 474 53249 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.010062.0100 3 3.3018 0.1488 1364.09 1363.6 7 50 2 K.RVGIVAWHPTAR.N 132 2 *
2810 ENSG00000176261:ENSMUSG00000057572:ENSRNOG00000008226 ZBTB8OS gi|30425510|ref|NP_848642.1| gi|30425510|ref|NP_848642.1| zinc finger and BTB domain containing 8 opposite strand [Homo sa 1 2 6.1 179 20675 4.6 HsSD-NE_PHA_lymphocytes_PK_109.014809.014809 2 2.792 0.1963 1379.43 1377.7 1 80 2 D.EFFIPREVKVL.S 116 0 *
2811 ENSG00000127774:ENSMUSG00000047260:ENSRNOG00000019352 TMEM93 gi|62339424|ref|NP_001014764.1| gi|62339424|ref|NP_001014764.1| transmembrane protein 93 [Homo sapiens] 1 2 11.8 110 12017 10.1 HsNaOH-NE_NT_lymphocytes_Ti_108.008288.00828 2 3.7455 0.3468 1429.49 1429.6 1 70.83333 2 K.REGPPFISEAAVR.G 8 2 *
2812 ENSG00000130725:ENSMUSG00000005575:NA UBE2M gi|4507791|ref|NP_003960.1| gi|4507791|ref|NP_003960.1| ubiquitin-conjugating enzyme E2M [Homo sapiens] 2 2 8.2 183 20900 7.7 HsSD-NE_PHA_lymphocytes_PK_105.014058.014058 2 3.522 0.164 1691.33 1689.9 1 69.230774 1 Q.YLFLEPNPEDPLNK.E 134 1 *
2812 ENSG00000130725:ENSMUSG00000005575:NA UBE2M gi|4507791|ref|NP_003960.1| gi|4507791|ref|NP_003960.1| ubiquitin-conjugating enzyme E2M [Homo sapiens] 2 2 8.2 183 20900 7.7 HsSD-NE_PHA_lymphocytes_PK_105.014067.014067 2 2.8302 0.2504 1819.69 1818 7 53.571426 1 L.QYLFLEPNPEDPLNK.E 133 1 *
2813 ENSG00000119705:ENSMUSG00000021040:ENSRNOG00000012314 C14orf156 gi|13654278|ref|NP_112487.1| gi|13654278|ref|NP_112487.1| SRA stem-loop-interacting RNA-binding protein [Homo sapiens] 1 2 9.2 109 12349 10.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.009964.0099 2 3.1999 0.4396 1227.87 1228.4 2 77.77778 2 K.EHFAQFGHVR.R 37 2 *
2814 ENSG00000132376:ENSMUSG00000006127:ENSRNOG00000004041 SKIP gi|18765707|ref|NP_570122.1| gi|18765707|ref|NP_570122.1|;gi|18765709|ref|NP_057616.2| skeletal muscle and kidney enriched inositol phosphatase isoform 2 1 4 4.8 372 42784 6.5 HsSD-NE_PHA_lymphocytes_PK_105.019803.019803 2 5.3336 0.3855 2075.69 2074.3 1 70.588234 4 Y.SSTSDFPSSPWDWIGLYK.V 274 1
2815 ENSG00000153487:ENSMUSG00000045969:ENSRNOG00000014520 ING1 gi|38201667|ref|NP_937862.1| gi|38201667|ref|NP_937862.1| "inhibitor of growth family, member 1 isoform A [Homo sapiens] " 2 3 6.8 279 31864 7.1 HsSD-NE_PHA_lymphocytes_PK_106.001256.001256 2 4.0071 0.4582 2315.49 2317.5 1 47.22222 1 V.NYVEDYLDSIESLPFDLQR.N 14 1 *
2815 ENSG00000153487:ENSMUSG00000045969:ENSRNOG00000014520 ING1 gi|38201667|ref|NP_937862.1| gi|38201667|ref|NP_937862.1| "inhibitor of growth family, member 1 isoform A [Homo sapiens] " 2 3 6.8 279 31864 7.1 HsSD-NE_PHA_lymphocytes_PK_105.020067.020067 2 4.8187 0.3935 2204.41 2203.4 1 61.764706 2 N.YVEDYLDSIESLPFDLQR.N 15 1 *
2816 ENSG00000129559:ENSMUSG00000010376:ENSRNOG00000019895 NEDD8 gi|5453760|ref|NP_006147.1| gi|5453760|ref|NP_006147.1| "neural precursor cell expressed, developmentally down-regulated 1 2 17.3 81 9072 8.4 HsSD-NE_PHA_lymphocytes_Ti_114.013450.013450 2 3.4975 0.3109 1461.75 1461.8 1 73.07692 2 K.ILGGSVLHLVLALR.G 61 2 *
2817 ENSG00000069424:ENSMUSG00000028931:ENSRNOG00000011550 KCNAB2 gi|27436969|ref|NP_742128.1| gi|27436969|ref|NP_742128.1|;gi|4504825|ref|NP_003627.1| "potassium voltage-gated channel, shaker-related subfamily, beta m 4 8 13.9 353 39287 8.6 HsSD-NE_NT_lymphocytes_Ti_109.014793.014793.3 3 5.134 0.4179 2202.2 2202.5 1 34.210526 2 K.LSSSIIHEIDSILGNKPYSK.K 329 2
2817 ENSG00000069424:ENSMUSG00000028931:ENSRNOG00000011550 KCNAB2 gi|27436969|ref|NP_742128.1| gi|27436969|ref|NP_742128.1|;gi|4504825|ref|NP_003627.1| "potassium voltage-gated channel, shaker-related subfamily, beta m 4 8 13.9 353 39287 8.6 HsSD-NE_NT_lymphocytes_Ti_103.018490.018490.3 3 4.4584 0.2367 2970.68 2969.4 1 26.785713 1 R.NEGVSSVLLGASNADQLMENIGAIQVLPK.L 300 2
2817 ENSG00000069424:ENSMUSG00000028931:ENSRNOG00000011550 KCNAB2 gi|27436969|ref|NP_742128.1| gi|27436969|ref|NP_742128.1|;gi|4504825|ref|NP_003627.1| "potassium voltage-gated channel, shaker-related subfamily, beta m 4 8 13.9 353 39287 8.6 HsSD-NE_NT_lymphocytes_Ti_110.015054.015054.2 2 4.8541 0.313 2201.69 2202.5 1 52.63158 3 K.LSSSIIHEIDSILGNKPYSK.K 329 2
2817 ENSG00000069424:ENSMUSG00000028931:ENSRNOG00000011550 KCNAB2 gi|27436969|ref|NP_742128.1| gi|27436969|ref|NP_742128.1|;gi|4504825|ref|NP_003627.1| "potassium voltage-gated channel, shaker-related subfamily, beta m 4 8 13.9 353 39287 8.6 HsSD-NE_NT_lymphocytes_Ti_104.018428.018428.2 2 4.1271 0.4402 2969.79 2969.4 1 33.92857 2 R.NEGVSSVLLGASNADQLMENIGAIQVLPK.L 300 2
2818 ENSG00000198904:NA:NA APOBEC3D gi|22907039|ref|NP_055323.2| gi|22907039|ref|NP_055323.2| "apolipoprotein B mRNA editing enzyme, catalytic polypeptide-like 1 2 7.4 190 22826 7.6 HsSD-NE_PHA_lymphocytes_PK_105.013461.01346 2 3.9448 0.2801 1821.43 1821.9 1 73.07692 2 K.NLWEANDRNETWLC.F 23 1 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_109.013872.013872 2 3.5654 0.3049 2267.89 2267.5 2 42.5 1 Q.LASLHGPIFPDEGSQVDYLAH.F 302 0 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_108.002632.002632 2 2.8005 0.2079 2417.01 2417.8 8 34.210526 1 F.ICEIFPEKIPQLPEDLFKSL.M 987 0 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_109.012532.012532 2 2.9422 0.2746 1999.03 1996.2 2 44.11765 1 S.LHGPIFPDEGSQVDYLAH.F 305 0 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_108.002238.002238 3 4.4247 0.3544 2419.76 2417.8 3 40.789474 2 F.ICEIFPEKIPQLPEDLFKSL.M 987 0 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_107.012768.012768 2 4.467 0.459 2084.63 2083.3 1 52.77778 5 A.SLHGPIFPDEGSQVDYLAH.F 304 0 *
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|NP_071904.4| gi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 6 12 3.6 1151 130139 5 HsSD-NE_PHA_lymphocytes_PK_108.012705.012705 3 5.4018 0.4034 2082.5 2083.3 1 50 2 A.SLHGPIFPDEGSQVDYLAH.F 304 0 *
2820 ENSG00000126768:ENSMUSG00000031158:ENSRNOG00000025156 TIMM17B gi|5032181|ref|NP_005825.1| gi|5032181|ref|NP_005825.1| translocase of inner mitochondrial membrane 17 homolog B [Homo 2 3 12.8 172 18273 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.012759.0127 2 5.354 0.3823 2215.79 2215.5 1 69.047615 2 R.GKEDPWNSITSGALTGAVLAAR.S 85 2 *
2820 ENSG00000126768:ENSMUSG00000031158:ENSRNOG00000025156 TIMM17B gi|5032181|ref|NP_005825.1| gi|5032181|ref|NP_005825.1| translocase of inner mitochondrial membrane 17 homolog B [Homo 2 3 12.8 172 18273 9 HsNaOH-NE_PHA_lymphocytes_Ti_106.012773.0127 3 3.3058 0.2211 2214.11 2215.5 1 32.142857 1 R.GKEDPWNSITSGALTGAVLAAR.S 85 2 *
2821 ENSG00000099964:ENSMUSG00000059658:ENSRNOG00000021533 MIF gi|4505185|ref|NP_002406.1| gi|4505185|ref|NP_002406.1| macrophage migration inhibitory factor (glycosylation-inhibiting fact 1 2 18.3 115 12476 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_102.013749.0137 2 2.8733 0.1088 2431.45 2428.6 1 45 2 R.VYINYYDMNAANVGWNNSTFA.- 95 2 *
2822 gi|169201473|ref|XP_001719058.1| LOC100131133 gi|169201473|ref|XP_001719058.1| gi|169201473|ref|XP_001719058.1|;gi|169201825|ref|XP_0017PREDICTED: similar to hCG2041308 [Homo sapiens] 1 3 7 299 32030 6.2 HsSD-NE_PHA_lymphocytes_PK_113.011149.011149 2 4.4778 0.3344 2358.65 2359.4 1 50 3 Q.HLVAVEEDAESEDEEEESAKL.L 210 0
2823 ENSG00000146833:NA:NA TRIM4 gi|14670266|ref|NP_148977.1| gi|14670266|ref|NP_148977.1|;gi|15011941|ref|NP_149082.1| tripartite motif protein TRIM4 isoform alpha [Homo sapiens] 2 5 5 500 57401 8.1 HsSD-NE_PHA_lymphocytes_PK_113.016138.016138 2 2.5499 0.1682 2786.09 2785.2 1 35.416664 1 A.GYWPLIGFPGTPTQQEPALHRVGVY.L 425 0
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2823 ENSG00000146833:NA:NA TRIM4 gi|14670266|ref|NP_148977.1| gi|14670266|ref|NP_148977.1|;gi|15011941|ref|NP_149082.1| tripartite motif protein TRIM4 isoform alpha [Homo sapiens] 2 5 5 500 57401 8.1 HsSD-NE_PHA_lymphocytes_PK_112.014966.014966 2 3.6653 0.3712 2365.03 2366.7 1 47.5 4 A.GYWPLIGFPGTPTQQEPALHR.V 425 1
2824 ENSG00000166289:ENSMUSG00000074170:ENSRNOG00000027724 PLEKHF1 gi|153791377|ref|NP_077286.3| gi|153791377|ref|NP_077286.3| apoptosis-inducing protein D [Homo sapiens] 2 6 15.1 279 31195 8.2 HsSD-NE_NT_lymphocytes_Ti_104.011223.011223.2 2 3.687 0.3209 2001.99 2002.2 1 52.63158 4 R.IAAVESCFGASGQPLALPGR.V 15 2 *
2824 ENSG00000166289:ENSMUSG00000074170:ENSRNOG00000027724 PLEKHF1 gi|153791377|ref|NP_077286.3| gi|153791377|ref|NP_077286.3| apoptosis-inducing protein D [Homo sapiens] 2 6 15.1 279 31195 8.2 HsSD-NE_NT_lymphocytes_Ti_108.017522.017522.2 2 2.8492 0.1108 2503.73 2502.9 5 33.333336 2 R.SQHIIPLEEVTLELLPETLQAK.N 76 2 *
2825 ENSG00000100575:ENSMUSG00000021079:ENSRNOG00000008222 TIMM9 gi|6912714|ref|NP_036592.1| gi|6912714|ref|NP_036592.1| translocase of inner mitochondrial membrane 9 homolog [Homo sa 1 2 16.9 89 10378 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.006092.006092 2 4.6975 0.3861 1790.45 1791 1 82.14286 2 R.FQEYHIQQNEALAAK.A 67 2 *
2826 ENSG00000085063:ENSMUSG00000032679:NA CD59 gi|42761474|ref|NP_976074.1| gi|42761474|ref|NP_976074.1| CD59 antigen p18-20 [Homo sapiens] 2 2 18.8 128 14177 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007414.00741 2 3.2534 0.3539 1648.63 1649.8 1 72.72727 1 R.LRENELTYYCCK.K 79 2 *
2826 ENSG00000085063:ENSMUSG00000032679:NA CD59 gi|42761474|ref|NP_976074.1| gi|42761474|ref|NP_976074.1| CD59 antigen p18-20 [Homo sapiens] 2 2 18.8 128 14177 6.5 HsNaOH-NE_NT_lymphocytes_Ti_106.007046.00704 2 3.4228 0.3209 1540.61 1540.6 1 77.27273 1 K.FEHCNFNDVTTR.L 67 2 *
2827 ENSG00000172183:ENSMUSG00000039236:ENSRNOG00000018151 ISG20 gi|6857800|ref|NP_002192.2| gi|6857800|ref|NP_002192.2| interferon stimulated exonuclease [Homo sapiens] 1 4 7.7 181 20363 8.9 HsSD-NE_PHA_lymphocytes_Ti_101.008312.008312 2 3.4348 0.2819 1575.23 1575.8 1 61.538464 4 R.CSLVNVHGAVLYDK.F 28 2 *
2828 ENSG00000185885:NA:NA IFITM1 gi|150010589|ref|NP_003632.3| gi|150010589|ref|NP_003632.3| interferon induced transmembrane protein 1 (9-27) [Homo sapiens] 1 2 16.8 125 13938 7.9 HsNaOH-NE_PHA_lymphocytes_Ti_112.010749.0107 2 3.4189 0.2436 2312.41 2312.7 1 62.5 2 -.MHKEEHEVAVLGAPPSTILPR.S 1 2 *
2829 ENSG00000154999:ENSMUSG00000034211:ENSRNOG00000030847 MRPS17 gi|7705425|ref|NP_057053.1| gi|7705425|ref|NP_057053.1| mitochondrial ribosomal protein S17 [Homo sapiens] 1 2 22.3 130 14502 9.8 HsNaOH-NE_NT_lymphocytes_Ti_106.009911.00991 3 5.1101 0.282 3081.74 3081.4 1 31.25 2 K.VIDPVTGKPCAGTTYLESPLSSETTQLSK.N 91 2 *
2830 ENSG00000150456:ENSMUSG00000021951:ENSRNOG00000009849 N6AMT2 gi|28372547|ref|NP_777588.1| gi|28372547|ref|NP_777588.1| N-6 adenine-specific DNA methyltransferase 2 (putative) [Homo sa 1 2 8.4 214 24506 4.5 HsSD-NE_PHA_lymphocytes_PK_105.017672.017672 2 3.7942 0.2086 2234.51 2232.4 1 52.941177 2 Y.GEEFIFYDYNNPLDLPER.I 112 1 *
2831 ENSG00000124107:ENSMUSG00000017002:ENSRNOG00000013880 SLPI gi|4507065|ref|NP_003055.1| gi|4507065|ref|NP_003055.1| secretory leukocyte peptidase inhibitor precursor [Homo sapiens] 1 2 11.4 132 14326 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.006737.00673 2 3.3457 0.3372 1912.65 1912 1 64.28571 2 R.YKKPECQSDWQCPGK.K 46 2 *
2832 ENSG00000148362:ENSMUSG00000047617:ENSRNOG00000015294 C9orf142 gi|39930541|ref|NP_899064.1| gi|39930541|ref|NP_899064.1| hypothetical protein LOC286257 [Homo sapiens] 3 4 19.6 204 21640 5.5 HsSD-NE_NT_lymphocytes_Ti_102.007384.007384.2 2 2.6226 0.2446 1213.61 1215.3 2 72.72727 1 R.LAAAEETAVSPR.K 139 2 *
2832 ENSG00000148362:ENSMUSG00000047617:ENSRNOG00000015294 C9orf142 gi|39930541|ref|NP_899064.1| gi|39930541|ref|NP_899064.1| hypothetical protein LOC286257 [Homo sapiens] 3 4 19.6 204 21640 5.5 HsSD-NE_NT_lymphocytes_Ti_103.010043.010043.2 2 3.9078 0.4191 1277.91 1277.4 1 81.818184 1 R.FGLSAAEDITPR.F 64 2 *
2832 ENSG00000148362:ENSMUSG00000047617:ENSRNOG00000015294 C9orf142 gi|39930541|ref|NP_899064.1| gi|39930541|ref|NP_899064.1| hypothetical protein LOC286257 [Homo sapiens] 3 4 19.6 204 21640 5.5 HsSD-NE_NT_lymphocytes_Ti_103.009348.009348.2 2 5.1772 0.3226 1803.35 1803.9 1 80 2 R.AACEQQAVALTLQEDR.A 78 2 *
2833 ENSG00000116337:ENSMUSG00000027889:ENSRNOG00000019240 AMPD2 gi|21264318|ref|NP_004028.3| gi|21264318|ref|NP_004028.3|;gi|34147621|ref|NP_631895.1| adenosine monophosphate deaminase 2 (isoform L) isoform 1 [Hom 3 10 6 879 100688 6.9 HsSD-NE_PHA_lymphocytes_PK_113.011930.011930 2 3.4179 0.3252 1693.19 1693.9 1 60.714287 2 F.VLRPHCGEAGPIHHL.V 683 0
2833 ENSG00000116337:ENSMUSG00000027889:ENSRNOG00000019240 AMPD2 gi|21264318|ref|NP_004028.3| gi|21264318|ref|NP_004028.3|;gi|34147621|ref|NP_631895.1| adenosine monophosphate deaminase 2 (isoform L) isoform 1 [Hom 3 10 6 879 100688 6.9 HsSD-NE_PHA_lymphocytes_PK_105.002930.002930 2 4.6175 0.298 1610.11 1608.9 1 83.33333 6 A.NFQEMLENIFLPL.F 589 0
2833 ENSG00000116337:ENSMUSG00000027889:ENSRNOG00000019240 AMPD2 gi|21264318|ref|NP_004028.3| gi|21264318|ref|NP_004028.3|;gi|34147621|ref|NP_631895.1| adenosine monophosphate deaminase 2 (isoform L) isoform 1 [Hom 3 10 6 879 100688 6.9 HsSD-NE_PHA_lymphocytes_PK_105.017684.017684 3 3.8165 0.3176 2988.05 2989.1 1 28.125 2 R.REPDEHCSEVELPYPDLQEFVADVN.V 336 1
2834 ENSG00000115523:NA:NA GNLY gi|157502222|ref|NP_036615.2| gi|157502222|ref|NP_036615.2|;gi|7108344|ref|NP_006424.2| granulysin isoform 519 [Homo sapiens] 1 2 14.6 130 14853 9 HsNaOH-NE_PHA_lymphocytes_Ti_104.010337.0103 2 5.2383 0.4203 2089.43 2089.3 1 63.88889 2 R.VTQGLVAGETAQQICEDLR.L 103 2
2835 ENSG00000101421:ENSMUSG00000038467:ENSRNOG00000034071 CHMP4B gi|28827795|ref|NP_789782.1| gi|28827795|ref|NP_789782.1| chromatin modifying protein 4B [Homo sapiens] 1 2 13.4 224 24950 4.8 HsSD-NE_PHA_lymphocytes_PK_107.000317.000317 3 4.6825 0.2869 3499.94 3499.8 2 25.862068 2 A.ISKPVGFGEEFDEDELMAELEELEQEELDK.N 149 1 *
2836 ENSG00000164733:ENSMUSG00000021939:ENSRNOG00000010331 CTSB gi|22538437|ref|NP_680093.1| gi|22538437|ref|NP_680093.1| cathepsin B preproprotein [Homo sapiens] 3 3 12.1 339 37822 6.3 HsSD-NE_PHA_lymphocytes_PK_106.010349.010349 2 4.7503 0.3798 1824.33 1825 1 62.5 1 R.GQDHCGIESEVVAGIPR.T 315 2 *
2836 ENSG00000164733:ENSMUSG00000021939:ENSRNOG00000010331 CTSB gi|22538437|ref|NP_680093.1| gi|22538437|ref|NP_680093.1| cathepsin B preproprotein [Homo sapiens] 3 3 12.1 339 37822 6.3 HsSD-NE_PHA_lymphocytes_PK_106.009399.009399 2 2.6798 0.1795 1315.49 1313.5 3 75 1 A.VEAISDRICIH.T 114 0 *
2836 ENSG00000164733:ENSMUSG00000021939:ENSRNOG00000010331 CTSB gi|22538437|ref|NP_680093.1| gi|22538437|ref|NP_680093.1| cathepsin B preproprotein [Homo sapiens] 3 3 12.1 339 37822 6.3 HsSD-NE_PHA_lymphocytes_PK_105.014829.014829 2 4.197 0.1805 1576.75 1574.6 1 75 1 N.SWNTDWGDNGFFK.I 299 1 *
2837 ENSG00000169217:ENSMUSG00000042502:ENSRNOG00000017201 CD2BP2 gi|5174409|ref|NP_006101.1| gi|5174409|ref|NP_006101.1| CD2 antigen (cytoplasmic tail) binding protein 2 [Homo sapiens] 1 3 3.2 341 37646 4.6 HsSD-NE_PHA_lymphocytes_PK_106.021620.021620 2 2.9114 0.2322 1266.33 1266.6 1 85 3 L.LEGLLELLLPR.E 158 1 *
2838 ENSG00000153048:ENSMUSG00000008393:ENSRNOG00000030181 CARHSP1 gi|109715858|ref|NP_055131.2| gi|109715858|ref|NP_055131.2| calcium-regulated heat-stable protein 1 [Homo sapiens] 2 3 35.4 147 15892 8.2 HsSD-NE_PHA_lymphocytes_Ti_102.014170.014170 3 3.8646 0.0987 3862.94 3862.2 1 25 1 K.GHGFITPADGGPDIFLHISDVEGEYVPVEGDEVTYK.M 75 2 *
2838 ENSG00000153048:ENSMUSG00000008393:ENSRNOG00000030181 CARHSP1 gi|109715858|ref|NP_055131.2| gi|109715858|ref|NP_055131.2| calcium-regulated heat-stable protein 1 [Homo sapiens] 2 3 35.4 147 15892 8.2 HsSD-NE_PHA_lymphocytes_Ti_113.012023.012023 2 3.9893 0.4697 1679.37 1677 1 66.66667 2 K.LQAVEVVITHLAPGTK.H 121 2 *
2839 ENSG00000176055:ENSMUSG00000051098:ENSRNOG00000016252 MBLAC2 gi|42822880|ref|NP_981951.1| gi|42822880|ref|NP_981951.1| similar to metallo-beta-lactamase superfamily protein [Homo sapien 1 4 4.7 279 31341 6.9 HsNaOH-NE_NT_lymphocytes_Ti_111.009281.00928 2 3.0255 0.3585 1374.21 1374.5 1 75 4 R.VAVHHAEAEALAR.G 98 2 *
2840 ENSG00000135002:ENSMUSG00000024712:ENSRNOG00000029140 RFK gi|19923525|ref|NP_060809.2| gi|19923525|ref|NP_060809.2| riboflavin kinase [Homo sapiens] 1 3 12.3 162 18410 8 HsSD-NE_NT_lymphocytes_Ti_105.000192.000192.2 2 5.3728 0.4662 2181.01 2180.4 1 65.789474 3 K.NFDSLESLISAIQGDIEEAK.K 115 2 *
2841 ENSG00000163634:ENSMUSG00000053453:ENSRNOG00000007701 THOC7 gi|156151381|ref|NP_079351.2| gi|156151381|ref|NP_079351.2| Ngg1 interacting factor 3 like 1 binding protein 1 [Homo sapiens] 1 4 9.8 204 23743 5.7 HsSD-NE_PHA_lymphocytes_Ti_111.011184.011184 2 5.0984 0.3974 2349.99 2351.7 1 57.894737 4 K.VIQHHPDRHETLKELEALGK.E 125 2 *
2842 ENSG00000183291:ENSMUSG00000037072:ENSRNOG00000025661 15-Sep gi|42741648|ref|NP_004252.2| gi|42741648|ref|NP_004252.2| 15 kDa selenoprotein isoform 1 precursor [Homo sapiens] 1 3 9.7 165 17942 5 HsSD-NE_NT_lymphocytes_Ti_102.014620.014620.2 2 4.4315 0.3382 1758.63 1758 1 73.333336 3 K.LLDDNGNIAEELSILK.W 133 2 *
2843 ENSG00000136522:ENSMUSG00000037531:NA MRPL47 gi|29826285|ref|NP_817125.1| gi|29826285|ref|NP_817125.1|;gi|29826287|ref|NP_065142.2| mitochondrial ribosomal protein L47 isoform b [Homo sapiens] 1 2 8.6 140 16991 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.014622.0146 2 3.4251 0.362 1528.53 1525.8 1 77.27273 2 R.FFALPYVDHFLR.L 89 2
2844 ENSG00000164054:ENSMUSG00000025647:ENSRNOG00000020667 SCOTIN gi|21703710|ref|NP_057563.3| gi|21703710|ref|NP_057563.3| scotin [Homo sapiens] 2 2 11.7 240 25582 6.7 HsSD-NE_PHA_lymphocytes_PK_114.013003.013003 2 3.4208 0.4207 2584.17 2585.9 1 43.47826 1 T.VVHAPYPQPPSVPPSYPGPSYQGY.H 154 0 *
2844 ENSG00000164054:ENSMUSG00000025647:ENSRNOG00000020667 SCOTIN gi|21703710|ref|NP_057563.3| gi|21703710|ref|NP_057563.3| scotin [Homo sapiens] 2 2 11.7 240 25582 6.7 HsSD-NE_PHA_lymphocytes_PK_112.012567.012567 2 2.9353 0.2968 2977.45 2976.3 7 25.925926 1 T.TSTTVVHAPYPQPPSVPPSYPGPSYQGY.H 150 0 *
2845 ENSG00000154582:ENSMUSG00000079658:ENSRNOG00000039240 TCEB1 gi|5032161|ref|NP_005639.1| gi|5032161|ref|NP_005639.1| elongin C [Homo sapiens] 1 2 17.9 112 12473 4.8 HsSD-NE_NT_lymphocytes_Ti_104.011328.011328.2 2 5.5404 0.5306 2210.81 2212.4 1 68.42105 2 K.AMLSGPGQFAENETNEVNFR.E 44 2 *
2846 ENSG00000213593:ENSMUSG00000071035:ENSRNOG00000005308 TXNDC14 gi|7705726|ref|NP_057043.1| gi|7705726|ref|NP_057043.1| thioredoxin domain containing 14 [Homo sapiens] 1 4 4.1 296 34038 8.7 HsNaOH-NE_NT_lymphocytes_Ti_109.012417.01241 1 2.8051 0.1493 1316.48 1315.6 2 63.636364 4 K.QLPTLILFQGGK.E 216 2 *
2847 ENSG00000165512:ENSMUSG00000059878:ENSRNOG00000013379 ZNF22 gi|42714596|ref|NP_008894.2| gi|42714596|ref|NP_008894.2| zinc finger protein 22 (KOX 15) [Homo sapiens] 2 3 11.2 224 25915 10 HsNaOH-NE_NT_lymphocytes_Ti_112.009408.00940 2 3.8302 0.2551 1628.49 1628.8 1 79.16667 2 R.CFSQSSHLIQHQR.T 147 2 *
2847 ENSG00000165512:ENSMUSG00000059878:ENSRNOG00000013379 ZNF22 gi|42714596|ref|NP_008894.2| gi|42714596|ref|NP_008894.2| zinc finger protein 22 (KOX 15) [Homo sapiens] 2 3 11.2 224 25915 10 HsNaOH-NE_NT_lymphocytes_Ti_108.008726.00872 2 3.2817 0.3155 1467.43 1464.6 6 68.181816 1 K.SFFQSSNLIQHR.R 91 2 *
2848 ENSG00000137364:ENSMUSG00000021376:ENSRNOG00000016468 TPMT gi|4507653|ref|NP_000358.1| gi|4507653|ref|NP_000358.1| thiopurine S-methyltransferase [Homo sapiens] 1 2 8.6 245 28180 6.2 HsSD-NE_PHA_lymphocytes_PK_114.013181.01318 2 3.0011 0.2975 2438.75 2438.7 1 50 2 L.SYDPTKHPGPPFYVPHAEIER.L 186 1 *
2849 ENSG00000171700:ENSMUSG00000002458:ENSRNOG00000016547 RGS19 gi|86990435|ref|NP_001034556.1| gi|86990435|ref|NP_001034556.1| G protein signalling regulator 19 [Homo sapiens] 1 3 8.3 217 24636 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.017066.0170 2 2.8378 0.2412 2295.95 2293.5 1 41.17647 3 R.TEYSEENMLFWLACEELK.A 110 2 *
2850 ENSG00000136874:ENSMUSG00000061455:ENSRNOG00000005801 STX17 gi|157388937|ref|NP_060389.2| gi|157388937|ref|NP_060389.2| syntaxin 17 [Homo sapiens] 1 4 8.6 302 33404 6.6 HsNaOH-NE_NT_lymphocytes_Ti_114.015879.01587 2 3.1203 0.3759 2366.05 2364.9 1 38 4 K.LAALPVAGALIGGMVGGPIGLLAGFK.V 229 2 *
2851 ENSG00000161939:ENSMUSG00000020831:ENSRNOG00000018829 C17orf49 gi|52856421|ref|NP_777553.1| gi|52856421|ref|NP_777553.1| hypothetical protein LOC124944 [Homo sapiens] 2 3 25.6 172 17900 7.3 HsSD-NE_NT_lymphocytes_Ti_104.011368.011368.2 2 2.9255 0.1001 1370.73 1369.6 1 73.07692 2 K.VGEIFSAAGAAFTK.L 8 2 *
2851 ENSG00000161939:ENSMUSG00000020831:ENSRNOG00000018829 C17orf49 gi|52856421|ref|NP_777553.1| gi|52856421|ref|NP_777553.1| hypothetical protein LOC124944 [Homo sapiens] 2 3 25.6 172 17900 7.3 HsSD-NE_NT_lymphocytes_Ti_111.011657.011657.2 2 3.1743 0.376 2779.19 2780.2 2 31.034481 1 K.VASGVLSPPPAAPPPSSSSVPEAGGPPIKK.Q 104 2 *
2852 ENSG00000164258:ENSMUSG00000021764:ENSRNOG00000011383 NDUFS4 gi|4505369|ref|NP_002486.1| gi|4505369|ref|NP_002486.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 4, 18kDa (NADH 2 3 15.4 175 20108 10.3 HsSD-NE_NT_lymphocytes_Ti_109.020548.020548.2 2 3.4587 0.3845 3082.67 3083.5 1 34.615387 2 R.ERWENPLMGWASTADPLSNMVLTFSTK.E 105 2 *
2852 ENSG00000164258:ENSMUSG00000021764:ENSRNOG00000011383 NDUFS4 gi|4505369|ref|NP_002486.1| gi|4505369|ref|NP_002486.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 4, 18kDa (NADH 2 3 15.4 175 20108 10.3 HsSD-NE_NT_lymphocytes_Ti_105.000216.000216.2 2 3.2904 0.3263 2796.93 2798.2 1 37.5 1 R.WENPLMGWASTADPLSNMVLTFSTK.E 107 2 *
2853 ENSG00000070182:ENSMUSG00000021061:ENSRNOG00000006911 SPTB gi|67782319|ref|NP_000338.3| gi|67782319|ref|NP_000338.3|;gi|67782321|ref|NP_00102002 spectrin beta isoform b [Homo sapiens] 4 7 2.3 2137 246466 5.3 HsSD-NE_PHA_lymphocytes_Ti_105.008885.008885 3 3.7169 0.1647 1256.27 1256.4 1 75 2 K.HRPDLIDFDK.L 215 2
2853 ENSG00000070182:ENSMUSG00000021061:ENSRNOG00000006911 SPTB gi|67782319|ref|NP_000338.3| gi|67782319|ref|NP_000338.3|;gi|67782321|ref|NP_00102002 spectrin beta isoform b [Homo sapiens] 4 7 2.3 2137 246466 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4491.449 2 2.7407 0.2613 2382.76 2383.7 4 32.5 1 R.QLGIIPLLDPEDVFTENPDEK.S 244 2
2853 ENSG00000070182:ENSMUSG00000021061:ENSRNOG00000006911 SPTB gi|67782319|ref|NP_000338.3| gi|67782319|ref|NP_000338.3|;gi|67782321|ref|NP_00102002 spectrin beta isoform b [Homo sapiens] 4 7 2.3 2137 246466 5.3 HsSD-NE_NT_lymphocytes_Ti_111.012325.012325.2 2 2.9135 0.1955 1496.87 1497.7 1 72.72727 1 K.HRPDLIDFDKLK.D 215 2
2853 ENSG00000070182:ENSMUSG00000021061:ENSRNOG00000006911 SPTB gi|67782319|ref|NP_000338.3| gi|67782319|ref|NP_000338.3|;gi|67782321|ref|NP_00102002 spectrin beta isoform b [Homo sapiens] 4 7 2.3 2137 246466 5.3 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2148.214 2 4.3757 0.4105 1777.74 1777 1 65.625 3 R.AQGLLSAGHPEGEQIIR.L 1647 2
2854 ENSG00000076242:ENSMUSG00000032498:ENSRNOG00000033809 MLH1 gi|4557757|ref|NP_000240.1| gi|4557757|ref|NP_000240.1| MutL protein homolog 1 [Homo sapiens] 2 6 2.4 756 84601 5.7 HsSD-NE_PHA_lymphocytes_PK_108.001594.001594 2 4.0353 0.3072 2085.97 2083.5 1 64.70589 1 L.LIDNYVPPLEGLPIFILR.L 642 1 *
2854 ENSG00000076242:ENSMUSG00000032498:ENSRNOG00000033809 MLH1 gi|4557757|ref|NP_000240.1| gi|4557757|ref|NP_000240.1| MutL protein homolog 1 [Homo sapiens] 2 6 2.4 756 84601 5.7 HsSD-NE_PHA_lymphocytes_PK_110.000002.000002 2 4.0907 0.4606 1742.41 1742.1 1 71.42857 5 D.NYVPPLEGLPIFILR.L 645 1 *
2855 ENSG00000108465:ENSMUSG00000018669:NA CDK5RAP3 gi|28872792|ref|NP_788276.1| gi|28872792|ref|NP_788276.1| CDK5 regulatory subunit associated protein 3 [Homo sapiens] 3 4 9.1 506 56921 4.8 HsSD-NE_PHA_lymphocytes_PK_106.003800.003800 2 3.2835 0.2314 1641.89 1641.9 1 79.16667 1 R.NQFLDELMELEIF.L 351 1 *
2855 ENSG00000108465:ENSMUSG00000018669:NA CDK5RAP3 gi|28872792|ref|NP_788276.1| gi|28872792|ref|NP_788276.1| CDK5 regulatory subunit associated protein 3 [Homo sapiens] 3 4 9.1 506 56921 4.8 HsSD-NE_PHA_lymphocytes_PK_106.000054.000054 3 4.574 0.3811 3654.32 3652.9 1 26.5625 2 R.TGTEPSVVERPHLEELPEQVAEDAIDWGDFGVE.A 243 1 *
2855 ENSG00000108465:ENSMUSG00000018669:NA CDK5RAP3 gi|28872792|ref|NP_788276.1| gi|28872792|ref|NP_788276.1| CDK5 regulatory subunit associated protein 3 [Homo sapiens] 3 4 9.1 506 56921 4.8 HsSD-NE_PHA_lymphocytes_PK_105.020559.020559 3 3.978 0.2923 3368.48 3367.6 1 27.586206 1 R.TGTEPSVVERPHLEELPEQVAEDAIDWGDF.G 243 1 *
2856 ENSG00000119559:ENSMUSG00000020133:ENSRNOG00000016399 C19orf25 gi|154240706|ref|NP_689695.2| gi|154240706|ref|NP_689695.2| hypothetical protein LOC148223 [Homo sapiens] 1 2 16.9 118 12878 5.1 HsSD-NE_NT_lymphocytes_Ti_110.015316.015316.3 3 4.4839 0.4202 2246.33 2244.6 1 44.736843 2 R.VLLPTRPAPPTVEQILEDVR.G 9 2 *
2857 ENSG00000148719:ENSMUSG00000020109:ENSRNOG00000030408 DNAJB12 gi|50593537|ref|NP_001002762.1| gi|50593537|ref|NP_001002762.1| "DnaJ (Hsp40) homolog, subfamily B, member 12 [Homo sapiens] " 3 5 11.2 375 41860 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.008421.0084 2 2.7751 0.2555 1434.45 1434.6 5 65.38461 1 K.AIGTAYAVLSNPEK.R 153 2 *
2857 ENSG00000148719:ENSMUSG00000020109:ENSRNOG00000030408 DNAJB12 gi|50593537|ref|NP_001002762.1| gi|50593537|ref|NP_001002762.1| "DnaJ (Hsp40) homolog, subfamily B, member 12 [Homo sapiens] " 3 5 11.2 375 41860 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007785.0077 3 5.6082 0.3856 3025.16 3026.3 1 29.62963 3 R.ALIESLNQKPQTAGDQPPPTDTTHATHR.K 45 2 *
2857 ENSG00000148719:ENSMUSG00000020109:ENSRNOG00000030408 DNAJB12 gi|50593537|ref|NP_001002762.1| gi|50593537|ref|NP_001002762.1| "DnaJ (Hsp40) homolog, subfamily B, member 12 [Homo sapiens] " 3 5 11.2 375 41860 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.007804.0078 2 2.5289 0.3941 3026.31 3026.3 1 35.185184 1 R.ALIESLNQKPQTAGDQPPPTDTTHATHR.K 45 2 *
2858 ENSG00000151876:ENSMUSG00000022184:ENSRNOG00000015622 FBXO4 gi|15834619|ref|NP_036308.1| gi|15834619|ref|NP_036308.1| F-box only protein 4 isoform 1 [Homo sapiens] 2 3 6.5 387 44136 6.2 HsSD-NE_PHA_lymphocytes_PK_106.013018.013018 1 2.4517 0.1995 1317.63 1317.5 3 55 1 L.SFLSPHDLCQL.G 72 0
2858 ENSG00000151876:ENSMUSG00000022184:ENSRNOG00000015622 FBXO4 gi|15834619|ref|NP_036308.1| gi|15834619|ref|NP_036308.1| F-box only protein 4 isoform 1 [Homo sapiens] 2 3 6.5 387 44136 6.2 HsSD-NE_PHA_lymphocytes_PK_107.000341.00034 2 3.5102 0.3037 1659.79 1659.9 1 65.38461 2 F.LNGIEWILEEVESK.R 371 1 *
2859 ENSG00000156642:ENSMUSG00000032336:ENSRNOG00000009029 NPTN gi|6912646|ref|NP_036560.1| gi|6912646|ref|NP_036560.1|;gi|9257240|ref|NP_059429.1| neuroplastin isoform b precursor [Homo sapiens] 2 5 8.8 398 44387 8 HsNaOH-NE_NT_lymphocytes_Ti_107.006519.00651 2 3.6068 0.3639 1895.77 1897.1 4 53.125 3 R.KRPDEVPDDDEPAGPMK.T 364 2
2859 ENSG00000156642:ENSMUSG00000032336:ENSRNOG00000009029 NPTN gi|6912646|ref|NP_036560.1| gi|6912646|ref|NP_036560.1|;gi|9257240|ref|NP_059429.1| neuroplastin isoform b precursor [Homo sapiens] 2 5 8.8 398 44387 8 HsNaOH-NE_NT_lymphocytes_Ti_106.007892.00789 2 4.8228 0.4203 2096.85 2097.2 1 64.70589 2 R.AEDSGEYHCVYHFVSAPK.A 210 2
2860 ENSG00000145293:ENSMUSG00000029326:ENSRNOG00000002262 ENOPH1 gi|10864017|ref|NP_067027.1| gi|10864017|ref|NP_067027.1| enolase-phosphatase 1 [Homo sapiens] 1 2 5.7 261 28933 4.8 HsSD-NE_PHA_lymphocytes_PK_106.009946.009946 2 4.7105 0.4299 1959.29 1959 1 78.57143 2 T.HWEEEECQQDVSLLR.K 46 1 *
2861 ENSG00000133119:ENSMUSG00000033970:ENSRNOG00000001088 RFC3 gi|108773789|ref|NP_853536.2| gi|108773789|ref|NP_853536.2|;gi|4506489|ref|NP_002906.1| replication factor C 3 isoform 2 [Homo sapiens] 2 5 14.4 305 34756 8.4 HsSD-NE_NT_lymphocytes_Ti_112.012848.012848.2 2 3.7021 0.2719 2357.75 2358.7 1 40.476192 1 R.NLVQCGDFPHLLVYGPSGAGKK.T 28 2
2861 ENSG00000133119:ENSMUSG00000033970:ENSRNOG00000001088 RFC3 gi|108773789|ref|NP_853536.2| gi|108773789|ref|NP_853536.2|;gi|4506489|ref|NP_002906.1| replication factor C 3 isoform 2 [Homo sapiens] 2 5 14.4 305 34756 8.4 HsSD-NE_NT_lymphocytes_Ti_104.015471.015471.2 2 4.9427 0.3707 2727.85 2729 1 57.14286 4 R.VQQYPFTADQEIPETDWEVYLR.E 235 2
2862 ENSG00000100931:NA:NA CHMP4A gi|40548422|ref|NP_054888.2| gi|40548422|ref|NP_054888.2| chromatin modifying protein 4A [Homo sapiens] 2 2 21.1 265 29804 5.1 HsSD-NE_PHA_lymphocytes_PK_114.012762.012762 3 4.3365 0.399 2882.63 2882.2 1 32.407406 1 L.NVGDKEEEPSVKLPSVPSTHLPAGPAPK.V 222 1 *
2862 ENSG00000100931:NA:NA CHMP4A gi|40548422|ref|NP_054888.2| gi|40548422|ref|NP_054888.2| chromatin modifying protein 4A [Homo sapiens] 2 2 21.1 265 29804 5.1 HsSD-NE_PHA_lymphocytes_PK_106.001474.001474 3 4.0333 0.2479 4563.65 4562.8 1 22.435898 1 M.GFGDDVDEDELLEELEELEQEELAQELLNVGDKEEEPSVK.L 194 1 *
2863 ENSG00000090661:ENSMUSG00000008206:ENSRNOG00000001072 LASS4 gi|13375717|ref|NP_078828.1| gi|13375717|ref|NP_078828.1| "LAG1 homolog, ceramide synthase 4 [Homo sapiens] " 1 5 2.5 394 46399 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.009593.0095 2 3.1713 0.1993 1223.63 1222.4 3 77.77778 5 K.HFLTEGHRPK.E 87 2 *
2864 ENSG00000115128:ENSMUSG00000037361:NA SF3B14 gi|7706326|ref|NP_057131.1| gi|7706326|ref|NP_057131.1| "splicing factor 3B, 14 kDa subunit [Homo sapiens] " 1 2 9.6 125 14585 9.4 HsSD-NE_NT_lymphocytes_Ti_104.013052.013052.2 2 3.612 0.1089 1417.37 1417.6 1 86.36364 2 K.ITAEEMYDIFGK.Y 30 2 *
2865 ENSG00000020633:ENSMUSG00000070691:ENSRNOG00000018058 RUNX3 gi|4757918|ref|NP_004341.1| gi|4757918|ref|NP_004341.1|;gi|72534652|ref|NP_001026850 runt-related transcription factor 3 isoform 2 [Homo sapiens] 2 5 7.5 415 44356 9.5 HsNaOH-NE_NT_lymphocytes_Ti_105.011025.01102 2 3.4473 0.2146 1612.71 1612.8 1 71.42857 1 R.SMVDVLADHAGELVR.T 54 2
2865 ENSG00000020633:ENSMUSG00000070691:ENSRNOG00000018058 RUNX3 gi|4757918|ref|NP_004341.1| gi|4757918|ref|NP_004341.1|;gi|72534652|ref|NP_001026850 runt-related transcription factor 3 isoform 2 [Homo sapiens] 2 5 7.5 415 44356 9.5 HsNaOH-NE_NT_lymphocytes_Ti_110.013172.01317 2 4.2038 0.3542 1917.47 1917.1 1 63.333332 4 R.TDSPNFLCSVLPSHWR.C 69 2
2866 ENSG00000011052:NA:NA NME1-NME2 gi|38045913|ref|NP_937818.1| gi|38045913|ref|NP_937818.1|;gi|4557797|ref|NP_000260.1| "non-metastatic cells 1, protein (NM23A) expressed in isoform a [H 1 3 13.6 177 19654 5.6 HsSD-NE_PHA_lymphocytes_Ti_107.019636.019636 2 2.6272 0.1372 3003.17 3001.2 5 26.086956 3 K.EIGLWFHPEELVDYTSCAQNWIYE.- 154 2
2867 ENSG00000159840:ENSMUSG00000029860:ENSRNOG00000017354 ZYX gi|58530845|ref|NP_001010972.1| gi|58530845|ref|NP_001010972.1| zyxin [Homo sapiens] 4 9 10 572 61277 6.7 HsSD-NE_NT_lymphocytes_Ti_104.021743.021743.2 2 3.8679 0.2956 2182.53 2182.4 4 39.473686 1 K.VSSIDLEIDSLSSLLDDMTK.N 141 2 *
2867 ENSG00000159840:ENSMUSG00000029860:ENSRNOG00000017354 ZYX gi|58530845|ref|NP_001010972.1| gi|58530845|ref|NP_001010972.1| zyxin [Homo sapiens] 4 9 10 572 61277 6.7 HsSD-NE_NT_lymphocytes_Ti_111.012131.012131.3 3 4.0199 0.3015 2682.62 2681.9 1 34.090908 2 R.PLEGTSFIVDQANRPHCVPDYHK.Q 476 2 *
2867 ENSG00000159840:ENSMUSG00000029860:ENSRNOG00000017354 ZYX gi|58530845|ref|NP_001010972.1| gi|58530845|ref|NP_001010972.1| zyxin [Homo sapiens] 4 9 10 572 61277 6.7 HsSD-NE_NT_lymphocytes_Ti_112.011202.011202.2 2 2.9003 0.2047 1778.37 1778.9 1 65.38461 1 K.AYHPHCFTCVVCAR.P 462 2 *
2867 ENSG00000159840:ENSMUSG00000029860:ENSRNOG00000017354 ZYX gi|58530845|ref|NP_001010972.1| gi|58530845|ref|NP_001010972.1| zyxin [Homo sapiens] 4 9 10 572 61277 6.7 HsSD-NE_NT_lymphocytes_Ti_110.010511.010511.2 2 4.7907 0.3034 2682.79 2681.9 1 47.727272 5 R.PLEGTSFIVDQANRPHCVPDYHK.Q 476 2 *
2868 ENSG00000117620:ENSMUSG00000027957:ENSRNOG00000015627 SLC35A3 gi|6912668|ref|NP_036375.1| gi|6912668|ref|NP_036375.1| solute carrier family 35 member 3A [Homo sapiens] 1 4 4.6 325 35985 9.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008800.0088 2 4.3367 0.2846 1780.89 1781.1 1 64.28571 4 R.VLHDEILNKPMETLK.L 72 2 *
2869 ENSG00000120942:ENSMUSG00000047719:ENSRNOG00000009575 UBIAD1 gi|7019551|ref|NP_037451.1| gi|7019551|ref|NP_037451.1| UbiA prenyltransferase domain containing 1 [Homo sapiens] 1 4 5.9 338 36831 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007144.00714 2 3.7622 0.1458 2311.79 2310.4 1 50 4 K.AGDRDPLGNDCPEQDRLPQR.S 21 2 *
2870 ENSG00000167196:ENSMUSG00000032309:ENSRNOG00000022702 FBXO22 gi|13443000|ref|NP_036302.1| gi|13443000|ref|NP_036302.1|;gi|22547149|ref|NP_671717.1| F-box only protein 22 isoform b [Homo sapiens] 1 2 6.2 276 30589 6.8 HsSD-NE_PHA_lymphocytes_PK_107.014920.014920 2 3.1061 0.3451 1932.89 1933.2 1 50 2 R.HQLTEVGLLDNPELRVV.L 204 1
2871 ENSG00000101019:ENSMUSG00000005882:NA UQCC gi|41327685|ref|NP_060714.3| gi|41327685|ref|NP_060714.3|;gi|41327687|ref|NP_955781.1| basic FGF-repressed Zic binding protein isoform a [Homo sapiens] 1 5 3.3 299 34600 8.9 HsSD-NE_PHA_lymphocytes_Ti_110.011247.011247 2 2.581 0.0969 1273.83 1271.5 3 72.22222 5 R.HLELLVEYVR.K 244 2
2872 ENSG00000027847:ENSMUSG00000021504:ENSRNOG00000021886 B4GALT7 gi|6005952|ref|NP_009186.1| gi|6005952|ref|NP_009186.1| "xylosylprotein beta 1,4-galactosyltransferase 7 [Homo sapiens] " 2 4 10.4 327 37406 9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008854.0088 2 2.7599 0.3784 2481.61 2482.6 6 40 1 R.ACPPEPPPEHWEEDASWGPHR.L 74 2 *
2872 ENSG00000027847:ENSMUSG00000021504:ENSRNOG00000021886 B4GALT7 gi|6005952|ref|NP_009186.1| gi|6005952|ref|NP_009186.1| "xylosylprotein beta 1,4-galactosyltransferase 7 [Homo sapiens] " 2 4 10.4 327 37406 9 HsNaOH-NE_PHA_lymphocytes_Ti_113.010568.0105 2 3.3536 0.268 1681.29 1678.9 1 66.66667 3 R.HHIYVLNQVDHFR.F 126 2 *
2873 ENSG00000108679:ENSMUSG00000033880:ENSRNOG00000003217 LOC100133842 gi|169211543|ref|XP_001726175.1| gi|169211543|ref|XP_001726175.1|;gi|5031863|ref|NP_00555 "PREDICTED: similar to lectin, galactoside-binding, soluble, 3 bind 1 4 3.6 554 61645 5.5 HsSD-NE_PHA_lymphocytes_PK_107.003513.003513 2 3.9393 0.3944 2248.27 2249.6 1 47.368423 4 L.TQAEAWPSVPTDLLQLLLPR.S 260 1
2874 ENSG00000140450:ENSMUSG00000042659:ENSRNOG00000010775 ARRDC4 gi|34419647|ref|NP_899232.1| gi|34419647|ref|NP_899232.1| arrestin domain containing 4 [Homo sapiens] 1 3 4.8 418 45449 6.2 HsSD-NE_PHA_lymphocytes_PK_106.010539.010539 2 3.2845 0.242 2062.63 2064.2 4 42.105263 3 K.GCYSSGETVAGHVLLEASEP.V 30 1 *
2875 ENSG00000160679:ENSMUSG00000001017:ENSRNOG00000012760 C1orf77 gi|28875797|ref|NP_056422.2| gi|28875797|ref|NP_056422.2| hypothetical protein LOC26097 [Homo sapiens] 1 3 5.2 248 26397 12.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009003.0090 2 2.9588 0.2898 1556.53 1555.7 1 66.66667 3 K.EQLDNQLDAYMSK.T 214 2 *
2876 ENSG00000204152:ENSMUSG00000013701:ENSRNOG00000002726 LOC653252 gi|113421523|ref|XP_933207.2| gi|113421523|ref|XP_933207.2| PREDICTED: similar to MGC151644 protein isoform 1 [Homo sapie 2 3 14 257 28048 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.010551.01055 2 5.1306 0.3317 1927.71 1925.1 2 62.5 2 R.YLVQDTDEFILPTGANK.T 52 2
2876 ENSG00000204152:ENSMUSG00000013701:ENSRNOG00000002726 LOC653252 gi|113421523|ref|XP_933207.2| gi|113421523|ref|XP_933207.2| PREDICTED: similar to MGC151644 protein isoform 1 [Homo sapie 2 3 14 257 28048 9.4 HsNaOH-NE_NT_lymphocytes_Ti_107.012610.01261 2 2.3767 0.1617 2227.99 2226.6 7 33.333336 1 K.KASYSQISQKNLDFTILLR.L 201 2 *
2877 ENSG00000196785:ENSMUSG00000033576:NA APOL6 gi|13449281|ref|NP_085144.1| gi|13449281|ref|NP_085144.1| apolipoprotein L6 [Homo sapiens] 1 4 6.7 343 38128 8.4 HsNaOH-NE_NT_lymphocytes_Ti_103.009856.00985 2 4.7261 0.4598 2619.73 2619.6 1 54.545456 4 R.DEDDAPLCEDVELQDGDLSPEEK.I 18 2 *
2878 ENSG00000159111:ENSMUSG00000001445:ENSRNOG00000009567 MRPL10 gi|22547114|ref|NP_660298.2| gi|22547114|ref|NP_660298.2|;gi|22547125|ref|NP_683685.1| mitochondrial ribosomal protein L10 precursor [Homo sapiens] 1 4 7.3 261 29283 9.6 HsSD-NE_NT_lymphocytes_Ti_104.018704.018704.2 2 4.9296 0.3955 2089.73 2088.4 1 75 4 R.TVPFLPLLGGCIDDTILSR.Q 170 2
2879 ENSG00000131368:ENSMUSG00000014551:ENSRNOG00000010912 MRPS25 gi|14028877|ref|NP_071942.1| gi|14028877|ref|NP_071942.1| mitochondrial ribosomal protein S25 [Homo sapiens] 1 2 7.5 173 20116 8.8 HsNaOH-NE_NT_lymphocytes_Ti_112.012526.01252 2 2.8946 0.1672 1675.33 1673 4 62.5 2 R.KFVFFNIPQIQYK.N 46 2 *
2880 ENSG00000172062:ENSMUSG00000021645:ENSRNOG00000018067 LOC100133835 gi|169167322|ref|XP_001713784.1| gi|169167322|ref|XP_001713784.1|;gi|169167326|ref|XP_0017PREDICTED: hypothetical protein isoform 2 [Homo sapiens] 1 2 6.7 282 30450 5.5 HsSD-NE_PHA_lymphocytes_PK_105.016523.016523 2 3.9231 0.4178 2146.21 2145.3 1 61.11111 2 Y.GNREEQNLSDLLSPICEVA.N 131 0
2881 ENSG00000117543:ENSMUSG00000033554:ENSRNOG00000013719 DPH5 gi|117190324|ref|NP_001070863.1| gi|117190324|ref|NP_001070863.1|;gi|117190326|ref|NP_001 diphthine synthase isoform b [Homo sapiens] 1 2 4.6 284 31580 5.3 HsSD-NE_PHA_lymphocytes_PK_107.010594.010594 2 3.5297 0.2864 1500.37 1499.7 1 75 2 L.TVGKEALEEFYGR.K 39 1
2882 ENSG00000136147:ENSMUSG00000044703:ENSRNOG00000038908 PHF11 gi|94681065|ref|NP_001035533.1| gi|94681065|ref|NP_001035533.1| PHD finger protein 11 isoform a [Homo sapiens] 3 5 14.5 331 37582 7.7 HsSD-NE_NT_lymphocytes_Ti_106.000812.000812.2 2 4.5584 0.3627 1735.21 1734 1 71.42857 2 K.EAGLLNYLLEEILDK.V 226 2
2882 ENSG00000136147:ENSMUSG00000044703:ENSRNOG00000038908 PHF11 gi|94681065|ref|NP_001035533.1| gi|94681065|ref|NP_001035533.1| PHD finger protein 11 isoform a [Homo sapiens] 3 5 14.5 331 37582 7.7 HsSD-NE_NT_lymphocytes_Ti_104.013968.013968.2 2 3.7363 0.2241 1913.17 1912.2 2 52.941177 1 R.PAQEALLLPTGVFQVAEK.M 22 2 *
2882 ENSG00000136147:ENSMUSG00000044703:ENSRNOG00000038908 PHF11 gi|94681065|ref|NP_001035533.1| gi|94681065|ref|NP_001035533.1| PHD finger protein 11 isoform a [Homo sapiens] 3 5 14.5 331 37582 7.7 HsSD-NE_NT_lymphocytes_Ti_107.013928.013928.2 2 4.32 0.2171 1916.05 1914.2 1 71.42857 2 R.WQQLKEEIELLQDLK.Q 293 2
2883 ENSG00000145494:ENSMUSG00000021606:ENSRNOG00000018068 NDUFS6 gi|4758792|ref|NP_004544.1| gi|4758792|ref|NP_004544.1| "NADH dehydrogenase (ubiquinone) Fe-S protein 6, 13kDa (NADH 1 2 12.1 124 13712 8.3 HsSD-NE_PHA_lymphocytes_Ti_105.007434.007434 2 3.8797 0.2928 1854.67 1854 1 71.42857 2 K.VTHTGQVYDDKDYRR.I 39 2 *
2884 ENSG00000168476:ENSMUSG00000033589:ENSRNOG00000011373 REEP4 gi|20149695|ref|NP_079508.2| gi|20149695|ref|NP_079508.2| receptor accessory protein 4 [Homo sapiens] 1 3 8.6 257 29395 9.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.008423.0084 2 4.7334 0.4672 2438.47 2439.4 1 59.523808 3 R.AGGLQDSDTEDECWSDTEAVPR.A 188 2 *
2885 ENSG00000161203:ENSMUSG00000022841:ENSRNOG00000001709 AP2M1 gi|14917109|ref|NP_004059.2| gi|14917109|ref|NP_004059.2|;gi|68799814|ref|NP_00102037 "adaptor-related protein complex 2, mu 1 subunit isoform a [Homo 1 3 4.8 435 49655 9.5 HsSD-NE_PHA_lymphocytes_PK_105.019731.01973 2 5.5849 0.4138 2354.07 2353.6 1 60.000004 3 Y.ELLDEILDFGYPQNSETGALK.T 110 1
2886 ENSG00000050426:ENSMUSG00000037353:ENSRNOG00000029855 LETMD1 gi|67089165|ref|NP_056231.3| gi|67089165|ref|NP_056231.3|;gi|67089167|ref|NP_00101983 LETM1 domain containing 1 isoform 1 [Homo sapiens] 2 4 7.5 360 41790 10.3 HsNaOH-NE_NT_lymphocytes_Ti_110.015458.01545 2 2.1204 0.1 1588.61 1586 2 57.692307 1 R.AMLLTSYLPPPLLR.H 260 2
2886 ENSG00000050426:ENSMUSG00000037353:ENSRNOG00000029855 LETMD1 gi|67089165|ref|NP_056231.3| gi|67089165|ref|NP_056231.3|;gi|67089167|ref|NP_00101983 LETM1 domain containing 1 isoform 1 [Homo sapiens] 2 4 7.5 360 41790 10.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010757.01075 2 2.8058 0.2966 1416.61 1414.7 1 79.16667 3 R.GTHPAIHDILALR.E 224 2
2887 ENSG00000171135:ENSMUSG00000051256:ENSRNOG00000009175 JAGN1 gi|31982911|ref|NP_115881.2| gi|31982911|ref|NP_115881.2| jagunal homolog 1 [Homo sapiens] 1 2 7.1 183 21155 9.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010186.01018 2 3.9366 0.3261 1586.55 1583.8 1 75 2 K.KLLDSWFTSTQEK.K 168 2 *
2888 ENSG00000103510:ENSMUSG00000030801:ENSRNOG00000019585 MYST1 gi|14149875|ref|NP_115564.1| gi|14149875|ref|NP_115564.1|;gi|154759225|ref|NP_892003.1MYST histone acetyltransferase 1 isoform 1 [Homo sapiens] 1 3 3.9 458 52378 8.3 HsSD-NE_PHA_lymphocytes_PK_110.017369.017369 2 3.552 0.4284 2274.85 2276.6 1 52.941177 3 W.YFSPFPEDYGKQPKLWLC.E 193 0
2889 ENSG00000144231:ENSMUSG00000024258:ENSRNOG00000016231 POLR2D gi|4758574|ref|NP_004796.1| gi|4758574|ref|NP_004796.1| DNA directed RNA polymerase II polypeptide D [Homo sapiens] 1 2 11.3 142 16311 4.8 HsSD-NE_NT_lymphocytes_Ti_102.016736.016736.2 2 4.8501 0.3135 1964.63 1965.1 1 73.333336 2 R.FEDEELQQILDDIQTK.R 122 2 *
2890 ENSG00000070010:ENSMUSG00000005262:NA UFD1L gi|29501813|ref|NP_005650.2| gi|29501813|ref|NP_005650.2|;gi|78214518|ref|NP_00103032 ubiquitin fusion degradation 1-like isoform A [Homo sapiens] 1 2 5.5 307 34500 6.7 HsSD-NE_PHA_lymphocytes_PK_105.018537.018537 2 3.8196 0.3712 2127.25 2127.4 1 59.375 2 L.EFVADEGICYLPHWMMQ.N 84 0
2891 ENSG00000153933:ENSMUSG00000000276:ENSRNOG00000002338 DGKE gi|4503313|ref|NP_003638.1| gi|4503313|ref|NP_003638.1| diacylglycerol kinase epsilon [Homo sapiens] 4 6 10.1 567 63927 7.7 HsNaOH-NE_NT_lymphocytes_Ti_109.013752.01375 2 2.9755 0.2803 1414.47 1412.7 1 72.72727 1 K.QWTPLIILANSR.S 216 2 *
2891 ENSG00000153933:ENSMUSG00000000276:ENSRNOG00000002338 DGKE gi|4503313|ref|NP_003638.1| gi|4503313|ref|NP_003638.1| diacylglycerol kinase epsilon [Homo sapiens] 4 6 10.1 567 63927 7.7 HsNaOH-NE_NT_lymphocytes_Ti_105.012891.01289 2 2.739 0.2133 1486.43 1486.8 1 62.5 1 R.ILLNPVQVFDVTK.T 242 2 *
2891 ENSG00000153933:ENSMUSG00000000276:ENSRNOG00000002338 DGKE gi|4503313|ref|NP_003638.1| gi|4503313|ref|NP_003638.1| diacylglycerol kinase epsilon [Homo sapiens] 4 6 10.1 567 63927 7.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016458.01645 2 3.359 0.2451 2210.03 2207.5 3 42.5 1 R.VLVCGGDGTVGWVLDAVDDMK.I 274 2 *
2891 ENSG00000153933:ENSMUSG00000000276:ENSRNOG00000002338 DGKE gi|4503313|ref|NP_003638.1| gi|4503313|ref|NP_003638.1| diacylglycerol kinase epsilon [Homo sapiens] 4 6 10.1 567 63927 7.7 HsNaOH-NE_NT_lymphocytes_Ti_113.010470.01047 2 2.306 0.1573 1375.69 1375.6 7 70 3 K.VLDAMPHHWIR.G 119 2 *
2892 ENSG00000141560:ENSMUSG00000039253:ENSRNOG00000036660 FN3KRP gi|20149680|ref|NP_078895.2| gi|20149680|ref|NP_078895.2| fructosamine-3-kinase-related protein [Homo sapiens] 1 2 3.9 309 34412 7.3 HsSD-NE_PHA_lymphocytes_PK_107.011815.011815 1 2.3567 0.3502 1251.97 1252.4 1 54.545456 2 A.LLHGDLWGGNVA.E 213 0 *
2893 ENSG00000112167:ENSMUSG00000045107:ENSRNOG00000006341 C6orf64 gi|8922867|ref|NP_060792.1| gi|8922867|ref|NP_060792.1| hypothetical protein LOC55776 [Homo sapiens] 1 2 13.1 183 20163 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.012491.0124 2 3.7553 0.3674 2642.97 2642.8 1 45.652176 2 K.SAYSVFNPGCEAIQGTLTAEQLER.E 150 2 *
2894 ENSG00000070423:ENSMUSG00000035890:ENSRNOG00000009028 RNF126 gi|37622894|ref|NP_919442.1| gi|37622894|ref|NP_919442.1| ring finger protein 126 [Homo sapiens] 1 2 3.9 311 33862 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012177.012177 1 2.1848 0.1934 1294.65 1293.5 5 54.545456 2 R.HEGVPTLEGIIQ.Q 140 1 *
2895 ENSG00000172081:ENSMUSG00000003348:ENSRNOG00000018971 MOBKL2A gi|18677731|ref|NP_570719.1| gi|18677731|ref|NP_570719.1| MOB-LAK [Homo sapiens] 3 3 28.6 217 25464 8.6 HsSD-NE_NT_lymphocytes_Ti_111.016563.016563.2 2 2.6144 0.2437 2852.11 2852.2 1 35.416664 1 R.LAVQLPPGEDLNDWVAVHVVDFFNR.V 47 2 *
2895 ENSG00000172081:ENSMUSG00000003348:ENSRNOG00000018971 MOBKL2A gi|18677731|ref|NP_570719.1| gi|18677731|ref|NP_570719.1| MOB-LAK [Homo sapiens] 3 3 28.6 217 25464 8.6 HsSD-NE_NT_lymphocytes_Ti_103.009172.009172.2 2 2.4281 0.1488 1229.31 1229.4 1 72.72727 1 K.AQASLNAGLDLR.L 35 2 *
2895 ENSG00000172081:ENSMUSG00000003348:ENSRNOG00000018971 MOBKL2A gi|18677731|ref|NP_570719.1| gi|18677731|ref|NP_570719.1| MOB-LAK [Homo sapiens] 3 3 28.6 217 25464 8.6 HsSD-NE_NT_lymphocytes_Ti_103.011251.011251.2 2 3.4766 0.2394 2674.37 2671.9 1 37.5 1 R.VNLIYGTISDGCTEQSCPVMSGGPK.Y 72 2 *
2896 ENSG00000109854:ENSMUSG00000039745:ENSRNOG00000022189 HTATIP2 gi|148728166|ref|NP_001091990.1| gi|148728166|ref|NP_001091990.1|;gi|148728172|ref|NP_001 "HIV-1 Tat interactive protein 2, 30kDa isoform a [Homo sapiens] " 2 3 16.7 276 30131 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.014116.0141 3 3.1327 0.1815 3792.68 3794 2 20.3125 1 K.NVNQEVVDFEKLDDYASAFQGHDVGFCCLGTTR.G 98 2
2896 ENSG00000109854:ENSMUSG00000039745:ENSRNOG00000022189 HTATIP2 gi|148728166|ref|NP_001091990.1| gi|148728166|ref|NP_001091990.1|;gi|148728172|ref|NP_001 "HIV-1 Tat interactive protein 2, 30kDa isoform a [Homo sapiens] " 2 3 16.7 276 30131 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_109.010202.0102 2 2.1544 0.1536 1583.13 1582.8 1 58.333332 2 R.YSVFRPGVLLCDR.Q 196 2
2897 ENSG00000166899:NA:NA FABP5L7 gi|169202850|ref|XP_001718427.1| gi|169202850|ref|XP_001718427.1|;gi|169206157|ref|XP_0017PREDICTED: hypothetical protein [Homo sapiens] 1 2 10.4 135 15164 7 HsSD-NE_PHA_lymphocytes_Ti_101.010894.010894 2 3.5946 0.2667 1696.33 1695.9 1 73.07692 2 K.LVVECVMNNVTCTR.I 116 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NP_004235.3| gi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo sapiens] 5 12 6.7 1156 125437 5.9 HsNaOH-NE_NT_lymphocytes_Ti_113.009636.00963 2 5.2223 0.5136 1954.01 1955 1 85.71429 3 R.IWQCHSHGWGQQNCR.H 795 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NP_004235.3| gi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo sapiens] 5 12 6.7 1156 125437 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007284.00728 2 3.4479 0.455 2549.67 2550.5 1 54.761906 1 K.HYCNHNEDAGVTCSDGSDLELR.L 353 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NP_004235.3| gi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo sapiens] 5 12 6.7 1156 125437 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.005676.00567 2 3.7521 0.3131 1714.15 1713.7 1 71.42857 6 K.HNCDHAEDAGVICSK.G 246 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NP_004235.3| gi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo sapiens] 5 12 6.7 1156 125437 5.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012424.01242 2 2.5565 0.2504 3040.41 3040.3 2 34 1 K.TLGAWGSLCNSHWDIEDAHVLCQQLK.C 600 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NP_004235.3| gi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo sapiens] 5 12 6.7 1156 125437 5.9 HsNaOH-NE_NT_lymphocytes_Ti_114.009527.00952 3 4.3404 0.3865 1952.87 1955 1 57.14286 1 R.IWQCHSHGWGQQNCR.H 795 2
2899 ENSG00000136485:ENSMUSG00000049354:ENSRNOG00000008205 WDR68 gi|108936958|ref|NP_005819.3| gi|108936958|ref|NP_005819.3| WD-repeat protein [Homo sapiens] 2 5 5.6 342 38926 5.5 HsSD-NE_PHA_lymphocytes_Ti_110.008722.008722 2 4.5507 0.4857 2336.33 2336.6 1 58.333332 1 R.HLEHSTIIYEDPQHHPLLR.L 208 2 *
2899 ENSG00000136485:ENSMUSG00000049354:ENSRNOG00000008205 WDR68 gi|108936958|ref|NP_005819.3| gi|108936958|ref|NP_005819.3| WD-repeat protein [Homo sapiens] 2 5 5.6 342 38926 5.5 HsSD-NE_PHA_lymphocytes_Ti_109.008792.008792 3 4.8915 0.4081 2337.41 2336.6 1 43.055553 4 R.HLEHSTIIYEDPQHHPLLR.L 208 2 *
2900 ENSG00000126254:ENSMUSG00000036733:ENSRNOG00000024278 RBM42 gi|21359951|ref|NP_077297.2| gi|21359951|ref|NP_077297.2| RNA binding motif protein 42 [Homo sapiens] 2 7 5.2 480 50414 9.6 HsSD-NE_PHA_lymphocytes_Ti_112.012123.012123 3 5.7446 0.499 2720.99 2720.2 1 37.5 6 R.PRPPRPEPPPGLMALEVPEPLGEDK.K 324 2 *
2900 ENSG00000126254:ENSMUSG00000036733:ENSRNOG00000024278 RBM42 gi|21359951|ref|NP_077297.2| gi|21359951|ref|NP_077297.2| RNA binding motif protein 42 [Homo sapiens] 2 7 5.2 480 50414 9.6 HsSD-NE_PHA_lymphocytes_Ti_114.012023.012023 2 2.5002 0.243 2719.53 2720.2 4 29.166666 1 R.PRPPRPEPPPGLMALEVPEPLGEDK.K 324 2 *
2901 ENSG00000105369:ENSMUSG00000003379:ENSRNOG00000020125 CD79A gi|11038672|ref|NP_067612.1| gi|11038672|ref|NP_067612.1|;gi|4502685|ref|NP_001774.1| CD79A antigen isoform 2 precursor [Homo sapiens] 1 2 11.7 188 20786 4.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.011589.0115 2 5.4349 0.3966 2334.95 2332.6 1 61.904762 2 R.GLQGTYQDVGSLNIGDVQLEKP.- 167 2
2902 ENSG00000023697:ENSMUSG00000030225:ENSRNOG00000007570 DERA gi|116063554|ref|NP_057038.2| gi|116063554|ref|NP_057038.2| deoxyribose-phosphate aldolase-like [Homo sapiens] 1 2 5.3 318 35231 8.9 HsSD-NE_PHA_lymphocytes_PK_108.015371.01537 2 4.6299 0.4065 2102.47 2102.4 1 68.75 2 S.LVKEELGDEWLKPELFR.I 271 1 *
2903 ENSG00000179295:ENSMUSG00000043733:ENSRNOG00000030124 PTPN11 gi|33356177|ref|NP_002825.3| gi|33356177|ref|NP_002825.3| "protein tyrosine phosphatase, non-receptor type 11 [Homo sapien 4 8 14.2 593 68011 7.3 HsSD-NE_NT_lymphocytes_Ti_104.014352.014352.2 2 3.9854 0.389 3159.69 3158.5 1 37.037037 1 R.VVLHDGDPNEPVSDYINANIIMPEFETK.C 290 2 *
2903 ENSG00000179295:ENSMUSG00000043733:ENSRNOG00000030124 PTPN11 gi|33356177|ref|NP_002825.3| gi|33356177|ref|NP_002825.3| "protein tyrosine phosphatase, non-receptor type 11 [Homo sapien 4 8 14.2 593 68011 7.3 HsSD-NE_NT_lymphocytes_Ti_110.014501.014501.2 2 4.0618 0.3354 2113.09 2111.4 1 61.764706 4 R.WFHPNITGVEAENLLLTR.G 6 2 *
2903 ENSG00000179295:ENSMUSG00000043733:ENSRNOG00000030124 PTPN11 gi|33356177|ref|NP_002825.3| gi|33356177|ref|NP_002825.3| "protein tyrosine phosphatase, non-receptor type 11 [Homo sapien 4 8 14.2 593 68011 7.3 HsSD-NE_NT_lymphocytes_Ti_109.010399.010399.2 2 3.6442 0.2329 2082.87 2084.3 7 47.368423 2 K.QESIMDAGPVVVHCSAGIGR.T 446 2 *
2903 ENSG00000179295:ENSMUSG00000043733:ENSRNOG00000030124 PTPN11 gi|33356177|ref|NP_002825.3| gi|33356177|ref|NP_002825.3| "protein tyrosine phosphatase, non-receptor type 11 [Homo sapien 4 8 14.2 593 68011 7.3 HsSD-NE_NT_lymphocytes_Ti_104.013250.013250.2 2 3.4162 0.2321 2173.59 2174.3 1 47.058823 1 K.SYIATQGCLQNTVNDFWR.M 326 2 *
2904 ENSG00000157916:ENSMUSG00000029048:ENSRNOG00000014270 RER1 gi|116812591|ref|NP_008964.3| gi|116812591|ref|NP_008964.3| RER1 retention in endoplasmic reticulum 1 [Homo sapiens] 1 2 5.6 196 22958 9.5 HsNaOH-NE_NT_lymphocytes_Ti_106.009574.00957 1 2.6916 0.2523 1351.65 1351.5 1 60.000004 2 R.LGQIYQSWLDK.S 25 2 *
2905 ENSG00000198246:ENSMUSG00000020100:ENSRNOG00000000568 SLC29A3 gi|148596922|ref|NP_060814.4| gi|148596922|ref|NP_060814.4| "solute carrier family 29 (nucleoside transporters), member 3 [Hom 4 6 13.3 475 51815 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.011693.0116 3 4.9453 0.4156 3409.31 3408.8 1 28.333334 2 R.YYMRPVLAAHVFSGEEELPQDSLSAPSVASR.F 259 2 *
2905 ENSG00000198246:ENSMUSG00000020100:ENSRNOG00000000568 SLC29A3 gi|148596922|ref|NP_060814.4| gi|148596922|ref|NP_060814.4| "solute carrier family 29 (nucleoside transporters), member 3 [Hom 4 6 13.3 475 51815 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010509.0105 2 3.1135 0.2798 1636.91 1635 1 73.07692 2 R.FIDSHTPPLRPILK.K 290 2 *
2905 ENSG00000198246:ENSMUSG00000020100:ENSRNOG00000000568 SLC29A3 gi|148596922|ref|NP_060814.4| gi|148596922|ref|NP_060814.4| "solute carrier family 29 (nucleoside transporters), member 3 [Hom 4 6 13.3 475 51815 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.010502.0105 3 3.2086 0.1813 1635.35 1635 5 40.384613 1 R.FIDSHTPPLRPILK.K 290 2 *
2906 ENSG00000185127:ENSMUSG00000050088:ENSRNOG00000015597 C6orf120 gi|71143156|ref|NP_001025034.1| gi|71143156|ref|NP_001025034.1| hypothetical protein LOC387263 [Homo sapiens] 2 2 32.5 191 20772 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.012684.0126 3 4.794 0.3692 4427.36 4426.8 1 19.375 1 R.SLKGDADLYVSASSLHPSFDDYELQSATCGPDAVSIPAHFR.R 71 2 *
2906 ENSG00000185127:ENSMUSG00000050088:ENSRNOG00000015597 C6orf120 gi|71143156|ref|NP_001025034.1| gi|71143156|ref|NP_001025034.1| hypothetical protein LOC387263 [Homo sapiens] 2 2 32.5 191 20772 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_115.010656.0106 2 2.7904 0.2041 2370.11 2370.7 1 42.5 1 R.RPVGIGVYGHPSHLESEFEMK.V 112 2 *
2907 ENSG00000154889:ENSMUSG00000062526:ENSRNOG00000018648 MPPE1 gi|59889564|ref|NP_075563.3| gi|59889564|ref|NP_075563.3| metallophosphoesterase 1 precursor [Homo sapiens] 2 4 6.3 396 45141 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.017409.01740 3 3.1343 0.1071 2853.02 2851.3 4 22.916668 1 R.AFQTALWLLQPEVVFILGDIFDEGK.W 101 2 *
2907 ENSG00000154889:ENSMUSG00000062526:ENSRNOG00000018648 MPPE1 gi|59889564|ref|NP_075563.3| gi|59889564|ref|NP_075563.3| metallophosphoesterase 1 precursor [Homo sapiens] 2 4 6.3 396 45141 7.2 HsNaOH-NE_NT_lymphocytes_Ti_114.017693.01769 2 4.108 0.2824 2853.15 2851.3 1 39.583336 3 R.AFQTALWLLQPEVVFILGDIFDEGK.W 101 2 *
2908 ENSG00000033170:ENSMUSG00000021065:ENSRNOG00000008451 FUT8 gi|30410728|ref|NP_835369.1| gi|30410728|ref|NP_835369.1| fucosyltransferase 8 isoform a [Homo sapiens] 3 6 10.4 575 66516 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.009250.0092 2 4.9821 0.4725 1692.61 1689.8 1 84.61539 4 R.HADEFLLDLGHHER.S 148 2 *
2908 ENSG00000033170:ENSMUSG00000021065:ENSRNOG00000008451 FUT8 gi|30410728|ref|NP_835369.1| gi|30410728|ref|NP_835369.1| fucosyltransferase 8 isoform a [Homo sapiens] 3 6 10.4 575 66516 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013179.0131 2 3.01 0.3089 1758.09 1756 1 60.714287 1 R.VHGDPAVWWVSQFVK.Y 319 2
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2908 ENSG00000033170:ENSMUSG00000021065:ENSRNOG00000008451 FUT8 gi|30410728|ref|NP_835369.1| gi|30410728|ref|NP_835369.1| fucosyltransferase 8 isoform a [Homo sapiens] 3 6 10.4 575 66516 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.013526.0135 3 3.562 0.2934 3461.84 3464 3 24.166666 1 K.NVQVVELPIVDSLHPRPPYLPLAVPEDLADR.L 285 2
2909 ENSG00000205751:NA:NA MRPL23 gi|27436904|ref|NP_066957.2| gi|27436904|ref|NP_066957.2| mitochondrial ribosomal protein L23 [Homo sapiens] 1 2 14.4 153 17811 9.7 HsSD-NE_NT_lymphocytes_Ti_110.014741.014741.2 2 2.9548 0.2101 2562.11 2563.9 3 40.476192 2 R.TNFFIQLVRPGVAQPEDTVQFR.I 22 2 *
2910 ENSG00000189114:ENSMUSG00000057667:ENSRNOG00000017463 BLOC1S3 gi|47086495|ref|NP_997715.1| gi|47086495|ref|NP_997715.1| "biogenesis of lysosome-related organelles complex-1, subunit 3 [H 1 2 7.9 202 21256 5.1 HsNaOH-NE_NT_lymphocytes_Ti_109.007695.00769 2 2.4475 0.1898 1478.41 1478.7 1 60.000004 2 R.LAAAQAAGLAAAHSVR.L 146 2 *
2911 ENSG00000122694:ENSMUSG00000028480:ENSRNOG00000014838 C9orf19 gi|11641247|ref|NP_071738.1| gi|11641247|ref|NP_071738.1| chromosome 9 open reading frame 19 [Homo sapiens] 2 2 27.9 154 17218 9.4 HsSD-NE_NT_lymphocytes_Ti_111.013381.013381.2 2 3.2223 0.2077 2519.07 2519.8 1 47.61905 1 K.NYNFQQPGFTSGTGHFTAMVWK.N 89 2 *
2911 ENSG00000122694:ENSMUSG00000028480:ENSRNOG00000014838 C9orf19 gi|11641247|ref|NP_071738.1| gi|11641247|ref|NP_071738.1| chromosome 9 open reading frame 19 [Homo sapiens] 2 2 27.9 154 17218 9.4 HsSD-NE_NT_lymphocytes_Ti_104.014157.014157.2 2 2.812 0.0815 2371.05 2368.7 1 37.5 1 R.YFPAGNVVNEGFFEENVLPPK.K 133 2 *
2912 ENSG00000071539:ENSMUSG00000021569:ENSRNOG00000015810 TRIP13 gi|11321607|ref|NP_004228.1| gi|11321607|ref|NP_004228.1| thyroid hormone receptor interactor 13 [Homo sapiens] 1 6 6 432 48551 6.1 HsSD-NE_PHA_lymphocytes_Ti_114.016623.016623 2 2.9845 0.2228 2904.25 2903.3 6 28 6 K.IQDLIDDKDALVFVLIDEVESLTAAR.N 236 2 *
2913 ENSG00000130731:ENSMUSG00000025731:ENSRNOG00000021615 C16orf13 gi|93102387|ref|NP_115742.3| gi|93102387|ref|NP_115742.3|;gi|93102391|ref|NP_00103525 hypothetical protein LOC84326 isoform a [Homo sapiens] 1 2 4.4 204 22578 7.8 HsNaOH-NE_NT_lymphocytes_Ti_114.008955.00895 2 3.024 0.251 964.13 963.17 2 81.25 2 R.AAGHLLKPR.A 125 2
2914 ENSG00000144840:ENSMUSG00000022827:ENSRNOG00000026085 RABL3 gi|62751417|ref|NP_776186.2| gi|62751417|ref|NP_776186.2| "RAB, member of RAS oncogene family-like 3 [Homo sapiens] " 3 3 25.4 236 26423 7.1 HsSD-NE_NT_lymphocytes_Ti_102.014172.014172.2 2 3.9197 0.3029 2468.95 2467.6 1 40 1 R.TAFLAEDFNPEEINLDCTNPR.Y 164 2
2914 ENSG00000144840:ENSMUSG00000022827:ENSRNOG00000026085 RABL3 gi|62751417|ref|NP_776186.2| gi|62751417|ref|NP_776186.2| "RAB, member of RAS oncogene family-like 3 [Homo sapiens] " 3 3 25.4 236 26423 7.1 HsSD-NE_NT_lymphocytes_Ti_111.010088.010088.2 2 2.2177 0.1198 909.71 911.05 1 100 1 K.RHEVLTR.T 157 2
2914 ENSG00000144840:ENSMUSG00000022827:ENSRNOG00000026085 RABL3 gi|62751417|ref|NP_776186.2| gi|62751417|ref|NP_776186.2| "RAB, member of RAS oncogene family-like 3 [Homo sapiens] " 3 3 25.4 236 26423 7.1 HsSD-NE_NT_lymphocytes_Ti_102.018742.018742.3 3 3.4291 0.1969 3475.76 3474.9 1 25 1 R.DLVPTGVLVTNGDYDQEQFADNQIPLLVIGTK.L 117 2 *
2915 ENSG00000136897:ENSMUSG00000044018:ENSRNOG00000007328 MRPL50 gi|21265096|ref|NP_061924.1| gi|21265096|ref|NP_061924.1| mitochondrial ribosomal protein L50 [Homo sapiens] 1 2 12 158 18325 7.9 HsSD-NE_NT_lymphocytes_Ti_111.014880.014880.3 3 5.0859 0.2945 2090.15 2089.4 1 50 2 K.FNLLAHLADDLGHVVPNSR.L 98 2 *
2916 ENSG00000168569:ENSMUSG00000075043:ENSRNOG00000019266 MGC3196 gi|122937442|ref|NP_001073970.1| gi|122937442|ref|NP_001073970.1| hypothetical protein LOC79064 [Homo sapiens] 1 2 12.4 202 22049 11 HsNaOH-NE_PHA_lymphocytes_Ti_114.011687.0116 2 4.6888 0.3475 2552.93 2549.9 7 35.416664 2 R.AGGQQVTLTTHAPFGLGAHFTVPLK.Q 128 2 *
2917 ENSG00000137502:ENSMUSG00000030643:ENSRNOG00000010224 RAB30 gi|21361418|ref|NP_055303.2| gi|21361418|ref|NP_055303.2| "RAB30, member RAS oncogene family [Homo sapiens] " 1 2 8.9 203 23058 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.010682.0106 2 4.9088 0.4488 2116.21 2113.3 1 67.64706 2 R.AEEFSEAQDMYYLETSAK.E 137 2 *
2918 ENSG00000168101:ENSMUSG00000022516:ENSRNOG00000003224 NUDT16L1 gi|14150147|ref|NP_115725.1| gi|14150147|ref|NP_115725.1| syndesmos [Homo sapiens] 1 2 8.1 211 23338 8.9 HsNaOH-NE_NT_lymphocytes_Ti_108.008610.00861 2 3.1816 0.3019 1928.47 1927.1 1 50 2 R.LTEADYLSSHLTEGPHR.V 91 2 *
2919 ENSG00000198585:ENSMUSG00000032565:ENSRNOG00000012962 NUDT16 gi|24308370|ref|NP_689608.1| gi|24308370|ref|NP_689608.1| nudix-type motif 16 [Homo sapiens] 2 2 25.3 162 17830 6.7 HsSD-NE_NT_lymphocytes_Ti_102.017244.017244.2 2 3.1389 0.1537 1940.99 1938.1 1 47.22222 1 R.DGVGGLPTFLENSFIGSAR.E 117 2 *
2919 ENSG00000198585:ENSMUSG00000032565:ENSRNOG00000012962 NUDT16 gi|24308370|ref|NP_689608.1| gi|24308370|ref|NP_689608.1| nudix-type motif 16 [Homo sapiens] 2 2 25.3 162 17830 6.7 HsSD-NE_NT_lymphocytes_Ti_104.019348.019348.3 3 3.3111 0.2274 2314.79 2313.7 1 33.333336 1 R.EQLLEALQDLGLLQSGSISGLK.I 136 2 *
2920 ENSG00000090971:ENSMUSG00000035285:ENSRNOG00000038622 NAT14 gi|23943862|ref|NP_065111.1| gi|23943862|ref|NP_065111.1| N-acetyltransferase 14 [Homo sapiens] 1 2 10.7 206 21650 10.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.009330.0093 2 3.8238 0.2331 2015.75 2016.1 1 50 2 R.GSGDVCGVLALAPGTNAGDGAR.V 103 2 *
2921 ENSG00000101843:ENSMUSG00000031429:NA PSMD10 gi|28605137|ref|NP_736606.1| gi|28605137|ref|NP_736606.1|;gi|4506217|ref|NP_002805.1| proteasome 26S non-ATPase subunit 10 isform 2 [Homo sapiens] 1 2 12.6 151 16137 6 HsSD-NE_PHA_lymphocytes_Ti_110.010096.010096 2 4.054 0.3468 2039.27 2036.3 1 61.11111 2 K.NRHEIAVMLLEGGANPDAK.D 117 2
2922 ENSG00000108179:ENSMUSG00000021868:ENSRNOG00000010558 PPIF gi|5031987|ref|NP_005720.1| gi|5031987|ref|NP_005720.1| peptidylprolyl isomerase F precursor [Homo sapiens] 1 2 4.8 207 22040 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_101.009340.0093 2 2.8657 0.2327 1106.15 1106.2 1 83.33333 2 K.IVITDCGQLS.- 198 2 *
2923 ENSG00000047579:ENSMUSG00000057531:NA DTNBP1 gi|19549327|ref|NP_115498.2| gi|19549327|ref|NP_115498.2|;gi|34304368|ref|NP_898861.1| dystrobrevin binding protein 1 isoform a [Homo sapiens] 2 2 10.3 351 39493 4.7 HsSD-NE_PHA_lymphocytes_PK_103.002000.002000 2 3.0559 0.1886 1801.65 1800.1 1 53.333336 1 Q.EQLQQLPALIADLESM.T 99 0
2923 ENSG00000047579:ENSMUSG00000057531:NA DTNBP1 gi|19549327|ref|NP_115498.2| gi|19549327|ref|NP_115498.2|;gi|34304368|ref|NP_898861.1| dystrobrevin binding protein 1 isoform a [Homo sapiens] 2 2 10.3 351 39493 4.7 HsSD-NE_PHA_lymphocytes_PK_105.019451.01945 2 4.1356 0.2442 2349.47 2347.5 1 55.263157 1 L.EASFEEVENNLLHLEDLCGQ.C 122 0
2924 ENSG00000155744:ENSMUSG00000038174:ENSRNOG00000025079 FAM126B gi|28376658|ref|NP_776183.1| gi|28376658|ref|NP_776183.1| hypothetical protein LOC285172 [Homo sapiens] 2 3 3.4 530 58647 7.9 HsSD-NE_PHA_lymphocytes_PK_105.021251.02125 2 2.7022 0.1633 1735.65 1735.9 2 57.692307 2 Q.WDLGQEVLDDIIYR.A 253 1 *
2924 ENSG00000155744:ENSMUSG00000038174:ENSRNOG00000025079 FAM126B gi|28376658|ref|NP_776183.1| gi|28376658|ref|NP_776183.1| hypothetical protein LOC285172 [Homo sapiens] 2 3 3.4 530 58647 7.9 HsSD-NE_PHA_lymphocytes_PK_106.001108.001108 2 3.3015 0.1741 2199.95 2198.4 2 47.058823 1 M.YNGQWDLGQEVLDDIIYR.A 249 1 *
2925 ENSG00000118939:ENSMUSG00000035337:ENSRNOG00000009530 UCHL3 gi|5174741|ref|NP_005993.1| gi|5174741|ref|NP_005993.1| ubiquitin carboxyl-terminal esterase L3 [Homo sapiens] 1 3 10.4 230 26183 4.9 HsSD-NE_PHA_lymphocytes_Ti_105.011962.011962 3 4.0154 0.1245 2742.56 2744 1 30.434782 3 R.KPFPINHGETSDETLLEDAIEVCK.K 187 2 *
2926 ENSG00000126524:ENSMUSG00000025337:ENSRNOG00000009129 SBDS gi|28416940|ref|NP_057122.2| gi|28416940|ref|NP_057122.2| Shwachman-Bodian-Diamond syndrome protein [Homo sapiens] 2 3 14.8 250 28764 8.7 HsSD-NE_NT_lymphocytes_Ti_104.010420.010420.2 2 5.9879 0.4941 2071.31 2071.2 1 73.52941 2 K.KEDLISAFGTDDQTEICK.Q 68 2 *
2926 ENSG00000126524:ENSMUSG00000025337:ENSRNOG00000009129 SBDS gi|28416940|ref|NP_057122.2| gi|28416940|ref|NP_057122.2| Shwachman-Bodian-Diamond syndrome protein [Homo sapiens] 2 3 14.8 250 28764 8.7 HsSD-NE_NT_lymphocytes_Ti_104.012023.012023.2 2 3.3782 0.2908 2151.49 2151.3 1 44.444447 1 K.GSLEVLNLKDVEEGDEKFE.- 232 2 *
2927 ENSG00000171115:ENSMUSG00000064262:ENSRNOG00000020169 GIMAP8 gi|28416956|ref|NP_783161.1| gi|28416956|ref|NP_783161.1| "GTPase, IMAP family member 8 [Homo sapiens] " 4 6 10.2 665 74890 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.008680.00868 2 2.8083 0.0886 2006.65 2004.3 1 52.941177 1 R.KVESLVNTNGGPYHVNFK.T 188 2 *
2927 ENSG00000171115:ENSMUSG00000064262:ENSRNOG00000020169 GIMAP8 gi|28416956|ref|NP_783161.1| gi|28416956|ref|NP_783161.1| "GTPase, IMAP family member 8 [Homo sapiens] " 4 6 10.2 665 74890 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013894.01389 2 3.1381 0.2408 1764.45 1764.9 1 57.14286 1 R.KDDLGDDLLQDFIEK.N 136 2 *
2927 ENSG00000171115:ENSMUSG00000064262:ENSRNOG00000020169 GIMAP8 gi|28416956|ref|NP_783161.1| gi|28416956|ref|NP_783161.1| "GTPase, IMAP family member 8 [Homo sapiens] " 4 6 10.2 665 74890 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.012579.01257 2 4.4126 0.3976 1888.95 1888.1 1 70 2 K.TNSKDEQITQVLELLR.K 172 2 *
2927 ENSG00000171115:ENSMUSG00000064262:ENSRNOG00000020169 GIMAP8 gi|28416956|ref|NP_783161.1| gi|28416956|ref|NP_783161.1| "GTPase, IMAP family member 8 [Homo sapiens] " 4 6 10.2 665 74890 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013926.01392 2 3.6327 0.2823 2080.25 2080.3 1 52.77778 2 K.VVVIDTPDLFSSIACAEDK.Q 61 2 *
2928 ENSG00000126698:ENSMUSG00000054405:ENSRNOG00000013255 DNAJC8 gi|112293277|ref|NP_055095.2| gi|112293277|ref|NP_055095.2| "DnaJ (Hsp40) homolog, subfamily C, member 8 [Homo sapiens] " 2 3 11.9 253 29842 9.1 HsSD-NE_NT_lymphocytes_Ti_108.016114.016114.3 3 3.8609 0.1271 3481.22 3480.9 2 24.13793 1 R.LTRPGSSYFNLNPFEVLQIDPEVTDEEIKK.R 46 2 *
2928 ENSG00000126698:ENSMUSG00000054405:ENSRNOG00000013255 DNAJC8 gi|112293277|ref|NP_055095.2| gi|112293277|ref|NP_055095.2| "DnaJ (Hsp40) homolog, subfamily C, member 8 [Homo sapiens] " 2 3 11.9 253 29842 9.1 HsSD-NE_NT_lymphocytes_Ti_106.016433.016433.3 3 4.5648 0.2663 3351.08 3352.7 1 26.785713 2 R.LTRPGSSYFNLNPFEVLQIDPEVTDEEIK.K 46 2 *
2929 ENSG00000164182:ENSMUSG00000068184:ENSRNOG00000039682 NDUFA12L gi|29789409|ref|NP_777549.1| gi|29789409|ref|NP_777549.1| "NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assemb 1 2 10.7 169 19856 9 HsSD-NE_NT_lymphocytes_Ti_102.016755.016755.2 2 3.8146 0.26 2182.65 2180.3 1 47.058823 2 K.EVDYEAGDIPTEWEAWIR.R 59 2 *
2930 ENSG00000106560:NA:NA GIMAP2 gi|28416431|ref|NP_056475.1| gi|28416431|ref|NP_056475.1| "GTPase, IMAP family member 2 [Homo sapiens] " 2 3 11.3 337 38017 8.2 HsNaOH-NE_NT_lymphocytes_Ti_106.020162.02016 3 4.0142 0.2516 2815.01 2812.1 1 30.434782 1 R.AEGSNQDDQVKELMDCIEDLLMEK.N 186 2 *
2930 ENSG00000106560:NA:NA GIMAP2 gi|28416431|ref|NP_056475.1| gi|28416431|ref|NP_056475.1| "GTPase, IMAP family member 2 [Homo sapiens] " 2 3 11.3 337 38017 8.2 HsNaOH-NE_NT_lymphocytes_Ti_105.014396.01439 2 4.0708 0.3379 1697.21 1695 1 76.92308 2 R.EIVIIDTPDMFSWK.D 72 2 *
2931 ENSG00000131100:ENSMUSG00000019210:ENSRNOG00000011905 ATP6V1E1 gi|4502317|ref|NP_001687.1| gi|4502317|ref|NP_001687.1|;gi|87159816|ref|NP_001034455 vacuolar H+ ATPase E1 isoform a [Homo sapiens] 1 2 6.2 226 26145 8 HsNaOH-NE_NT_lymphocytes_Ti_105.012567.01256 2 4.0164 0.2394 1588.53 1587.8 1 76.92308 2 R.ARDDLITDLLNEAK.Q 86 2
2932 ENSG00000182307:ENSMUSG00000063236:ENSRNOG00000034107 C8orf33 gi|12751497|ref|NP_075568.1| gi|12751497|ref|NP_075568.1| hypothetical protein LOC65265 [Homo sapiens] 1 2 14.4 229 24992 10 HsNaOH-NE_NT_lymphocytes_Ti_107.000762.00076 3 3.7154 0.2877 3664.16 3664.1 1 23.4375 2 K.LAPEEVPLSAEAQAQQLAQELAWCVEQLELGLK.R 94 2 *
2933 ENSG00000100568:ENSMUSG00000021124:ENSRNOG00000011734 VTI1B gi|5454166|ref|NP_006361.1| gi|5454166|ref|NP_006361.1| vesicle transport through interaction with t-SNAREs 1B [Homo sapi 2 2 8.6 232 26688 9 HsNaOH-NE_NT_lymphocytes_Ti_104.013752.01375 3 4.0453 0.2354 2231.99 2232.4 1 39.473686 1 R.IATETDQIGSEIIEELGEQR.D 152 2 *
2933 ENSG00000100568:ENSMUSG00000021124:ENSRNOG00000011734 VTI1B gi|5454166|ref|NP_006361.1| gi|5454166|ref|NP_006361.1| vesicle transport through interaction with t-SNAREs 1B [Homo sapi 2 2 8.6 232 26688 9 HsNaOH-NE_NT_lymphocytes_Ti_105.013532.01353 2 2.9878 0.2604 2233.51 2232.4 3 39.473686 1 R.IATETDQIGSEIIEELGEQR.D 152 2 *
2934 ENSG00000105854:ENSMUSG00000032667:ENSRNOG00000009112 PON2 gi|66529294|ref|NP_000296.2| gi|66529294|ref|NP_000296.2|;gi|66529396|ref|NP_00101817 paraoxonase 2 isoform 1 [Homo sapiens] 2 3 8.8 354 39381 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.008162.00816 2 3.3609 0.2522 1675.99 1676.9 2 61.538464 2 R.EVESVDLPHCHLIK.G 33 2
2934 ENSG00000105854:ENSMUSG00000032667:ENSRNOG00000009112 PON2 gi|66529294|ref|NP_000296.2| gi|66529294|ref|NP_000296.2|;gi|66529396|ref|NP_00101817 paraoxonase 2 isoform 1 [Homo sapiens] 2 3 8.8 354 39381 5.6 HsNaOH-NE_NT_lymphocytes_Ti_115.016948.01694 2 3.0731 0.2598 1678.37 1679.1 6 46.875 1 R.LVAVGLLGIALALLGER.L 4 2
2935 ENSG00000163320:ENSMUSG00000054604:ENSRNOG00000000718 CGGBP1 gi|56550055|ref|NP_001008391.1| gi|56550055|ref|NP_001008391.1| CGG triplet repeat binding protein 1 [Homo sapiens] 1 2 8.4 167 18820 9 HsSD-NE_PHA_lymphocytes_Ti_101.009359.009359 2 4.0381 0.2598 1719.71 1719.9 1 65.38461 2 K.LFCTSCNVVLNHVR.K 41 2 *
2936 ENSG00000173540:ENSMUSG00000070284:ENSRNOG00000037229 GMPPB gi|11761619|ref|NP_037466.2| gi|11761619|ref|NP_037466.2|;gi|11761621|ref|NP_068806.1| GDP-mannose pyrophosphorylase B isoform 1 [Homo sapiens] 1 2 4.7 387 42650 6.4 HsSD-NE_PHA_lymphocytes_PK_113.013252.013252 2 3.3804 0.3306 2110.07 2108.5 1 67.64706 2 L.STPKPLVDFCNKPILLHQ.V 20 0
2937 ENSG00000083123:ENSMUSG00000032263:ENSRNOG00000009928 BCKDHB gi|34101272|ref|NP_898871.1| gi|34101272|ref|NP_898871.1| "branched chain keto acid dehydrogenase E1, beta polypeptide pre 1 2 4.6 392 43123 6.3 HsSD-NE_PHA_lymphocytes_PK_105.020728.020728 2 4.826 0.3075 2061.81 2060.3 1 70.588234 2 Q.FADYIFPAFDQIVNEAAK.Y 149 1 *
2938 ENSG00000128928:ENSMUSG00000027332:ENSRNOG00000009421 IVD gi|4504799|ref|NP_002216.1| gi|4504799|ref|NP_002216.1| isovaleryl Coenzyme A dehydrogenase [Homo sapiens] 3 5 14.7 423 46319 8.2 HsSD-NE_PHA_lymphocytes_Ti_111.016892.016892 3 4.3341 0.3326 2688.23 2685.2 3 30.208334 1 R.LVLAGGPLGLMQAVLDHTIPYLHVR.E 285 2 *
2938 ENSG00000128928:ENSMUSG00000027332:ENSRNOG00000009421 IVD gi|4504799|ref|NP_002216.1| gi|4504799|ref|NP_002216.1| isovaleryl Coenzyme A dehydrogenase [Homo sapiens] 3 5 14.7 423 46319 8.2 HsSD-NE_PHA_lymphocytes_Ti_110.001901.001901 3 3.7796 0.1882 4044.41 4042.4 3 17.36111 1 K.DCAGVILYSAECATQVALDGIQCFGGNGYINDFPMGR.F 356 2 *
2938 ENSG00000128928:ENSMUSG00000027332:ENSRNOG00000009421 IVD gi|4504799|ref|NP_002216.1| gi|4504799|ref|NP_002216.1| isovaleryl Coenzyme A dehydrogenase [Homo sapiens] 3 5 14.7 423 46319 8.2 HsSD-NE_PHA_lymphocytes_Ti_115.015577.015577 2 4.5244 0.3481 2687.07 2685.2 1 43.75 3 R.LVLAGGPLGLMQAVLDHTIPYLHVR.E 285 2 *
2939 ENSG00000205220:ENSMUSG00000031897:ENSRNOG00000019494 PSMB10 gi|4506191|ref|NP_002792.1| gi|4506191|ref|NP_002792.1| proteasome beta 10 subunit proprotein [Homo sapiens] 2 3 13.6 273 28936 7.8 HsSD-NE_NT_lymphocytes_Ti_103.008797.008797.2 2 2.6767 0.2434 1845.49 1847 3 46.875 1 K.IYCCGAGVAADAEMTTR.M 80 2 *
2939 ENSG00000205220:ENSMUSG00000031897:ENSRNOG00000019494 PSMB10 gi|4506191|ref|NP_002792.1| gi|4506191|ref|NP_002792.1| proteasome beta 10 subunit proprotein [Homo sapiens] 2 3 13.6 273 28936 7.8 HsSD-NE_NT_lymphocytes_Ti_104.014938.014938.2 2 3.8224 0.3869 2044.69 2045.3 5 42.105263 2 R.LPFTALGSGQDAALAVLEDR.F 161 2 *
2940 ENSG00000135919:ENSMUSG00000026249:ENSRNOG00000015461 SERPINE2 gi|24307907|ref|NP_006207.1| gi|24307907|ref|NP_006207.1| "plasminogen activator inhibitor type 1, member 2 [Homo sapiens] " 1 2 3.5 398 44002 9.3 HsSD-NE_PHA_lymphocytes_PK_111.000982.000982 2 3.4208 0.286 1710.09 1709 1 65.38461 2 R.SSPPWFIVDRPFLF.F 366 1 *
2941 ENSG00000120699:ENSMUSG00000027752:ENSRNOG00000013434 EXOSC8 gi|31415882|ref|NP_852480.1| gi|31415882|ref|NP_852480.1| exosome component 8 [Homo sapiens] 2 3 16.7 276 30040 5.3 HsSD-NE_NT_lymphocytes_Ti_106.019445.019445.2 2 2.5444 0.1222 2859.67 2857.1 6 26.923079 2 R.SGPPGEEAQVASQFIADVIENSQIIQK.E 95 2 *
2941 ENSG00000120699:ENSMUSG00000027752:ENSRNOG00000013434 EXOSC8 gi|31415882|ref|NP_852480.1| gi|31415882|ref|NP_852480.1| exosome component 8 [Homo sapiens] 2 3 16.7 276 30040 5.3 HsSD-NE_NT_lymphocytes_Ti_102.010505.010505.2 2 3.7406 0.1084 1837.95 1836 1 61.11111 1 R.TTTVNIGSISTADGSALVK.L 34 2 *
2942 ENSG00000152240:ENSMUSG00000041840:ENSRNOG00000017067 CCDC5 gi|19923971|ref|NP_612452.1| gi|19923971|ref|NP_612452.1| coiled-coil domain containing 5 (spindle associated) [Homo sapiens 1 3 7.2 278 31863 5.5 HsSD-NE_NT_lymphocytes_Ti_103.000153.000153.2 2 4.9717 0.442 2185.89 2183.4 1 63.15789 3 K.DTSLASFIPAVNDLTSDLFR.T 109 2 *
2943 ENSG00000133193:ENSMUSG00000041629:ENSRNOG00000002851 FAM104A gi|154350224|ref|NP_116226.2| gi|154350224|ref|NP_116226.2|;gi|154350246|ref|NP_001092 hypothetical protein LOC84923 isoform 2 [Homo sapiens] 1 2 5.4 186 19484 11.3 HsSD-NE_NT_lymphocytes_Ti_112.010390.010390.2 2 3.2587 0.3062 1261.79 1262.4 1 77.77778 2 R.EAHFHSLQHR.G 172 2
2944 ENSG00000153936:ENSMUSG00000040151:ENSRNOG00000012549 HS2ST1 gi|6912420|ref|NP_036394.1| gi|6912420|ref|NP_036394.1| heparan sulfate 2-O-sulfotransferase 1 [Homo sapiens] 2 3 9.3 356 41881 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010571.0105 2 4.0561 0.4103 1766.01 1763.9 1 63.333332 1 K.TASTSFTNIAYDLCAK.N 84 2 *
2944 ENSG00000153936:ENSMUSG00000040151:ENSRNOG00000012549 HS2ST1 gi|6912420|ref|NP_036394.1| gi|6912420|ref|NP_036394.1| heparan sulfate 2-O-sulfotransferase 1 [Homo sapiens] 2 3 9.3 356 41881 8.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007232.0072 2 5.1817 0.4517 1874.29 1872.9 1 78.125 2 K.TFDECVAEGGSDCAPEK.L 197 2 *
2945 ENSG00000124802:ENSMUSG00000001707:ENSRNOG00000016390 EEF1E1 gi|4758862|ref|NP_004271.1| gi|4758862|ref|NP_004271.1| eukaryotic translation elongation factor 1 epsilon 1 [Homo sapiens] 1 2 6.9 174 19811 8.6 HsSD-NE_PHA_lymphocytes_Ti_112.010869.010869 2 3.667 0.3742 1614.57 1614.8 1 86.36364 2 R.WFCHIQHYPGIR.Q 145 2 *
2946 ENSG00000196510:ENSMUSG00000029466:ENSRNOG00000001283 ANAPC7 gi|7705284|ref|NP_057322.1| gi|7705284|ref|NP_057322.1| anaphase-promoting complex subunit 7 [Homo sapiens] 1 6 2.7 565 63177 5.8 HsSD-NE_NT_lymphocytes_Ti_102.019606.019606.2 2 3.9306 0.3407 1713.01 1711.9 1 71.42857 6 R.DNVDLLGSLADLYFR.A 235 2 *
2947 ENSG00000099810:ENSMUSG00000062937:ENSRNOG00000006615 MTAP gi|47132622|ref|NP_002442.2| gi|47132622|ref|NP_002442.2| 5'-methylthioadenosine phosphorylase [Homo sapiens] 1 3 6.4 283 31236 7.2 HsSD-NE_NT_lymphocytes_Ti_102.013395.013395.2 2 4.8603 0.4531 1827.01 1826.1 1 61.764706 3 K.IGIIGGTGLDDPEILEGR.T 12 2 *
2948 ENSG00000163590:ENSMUSG00000027784:ENSRNOG00000028169 PPM1L gi|63003905|ref|NP_640338.2| gi|63003905|ref|NP_640338.2| protein phosphatase 1 (formerly 2C)-like [Homo sapiens] 1 3 3.6 360 41053 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.012986.0129 2 4.2166 0.3628 1381.07 1378.6 1 87.5 3 R.LGGLDVLEAEFSK.T 72 2 *
2949 ENSG00000176407:ENSMUSG00000055239:ENSRNOG00000015097 KCMF1 gi|46852178|ref|NP_064507.3| gi|46852178|ref|NP_064507.3| potassium channel modulatory factor 1 [Homo sapiens] 1 4 4.5 381 41945 5.7 HsSD-NE_NT_lymphocytes_Ti_104.021135.021135.2 2 5.1495 0.342 1829.77 1830.1 1 78.125 4 R.EAMDPIAELLSQLSGVR.R 194 2 *
2950 ENSG00000172172:ENSMUSG00000022370:ENSRNOG00000040098 MRPL13 gi|14165270|ref|NP_054797.2| gi|14165270|ref|NP_054797.2| mitochondrial ribosomal protein L13 [Homo sapiens] 1 2 14 178 20692 9.1 HsSD-NE_PHA_lymphocytes_Ti_113.010609.010609 3 5.6752 0.3746 2861.78 2862.2 1 34.375 2 R.LQGLHKPVYHALSDCGDHVVIMNTR.H 39 2 *
2951 ENSG00000115368:ENSMUSG00000025995:ENSRNOG00000003825 WDR75 gi|29789283|ref|NP_115544.1| gi|29789283|ref|NP_115544.1| WD repeat domain 75 [Homo sapiens] 3 4 2.3 830 94499 6 HsSD-NE_PHA_lymphocytes_PK_109.014686.014686 2 2.5104 0.202 1878.21 1876.2 9 40.625 1 S.SVGSDLFVFKPSEPRPL.Y 602 0 *
2951 ENSG00000115368:ENSMUSG00000025995:ENSRNOG00000003825 WDR75 gi|29789283|ref|NP_115544.1| gi|29789283|ref|NP_115544.1| WD repeat domain 75 [Homo sapiens] 3 4 2.3 830 94499 6 HsSD-NE_PHA_lymphocytes_PK_109.014488.014488 2 2.8442 0.2732 1961.83 1963.2 1 47.058823 2 Q.SSVGSDLFVFKPSEPRPL.Y 601 0 *
2951 ENSG00000115368:ENSMUSG00000025995:ENSRNOG00000003825 WDR75 gi|29789283|ref|NP_115544.1| gi|29789283|ref|NP_115544.1| WD repeat domain 75 [Homo sapiens] 3 4 2.3 830 94499 6 HsSD-NE_PHA_lymphocytes_PK_109.014415.014415 2 3.1438 0.3263 2090.43 2091.4 1 50 1 S.QSSVGSDLFVFKPSEPRPL.Y 600 0 *
2952 ENSG00000160049:ENSMUSG00000028974:ENSRNOG00000013603 DFFA gi|47132600|ref|NP_998731.1| gi|47132600|ref|NP_998731.1|;gi|4758148|ref|NP_004392.1| "DNA fragmentation factor, 45kDa, alpha polypeptide isoform 2 [Ho 1 3 12.3 268 29411 4.6 HsSD-NE_PHA_lymphocytes_Ti_107.002208.002208 3 4.1068 0.1659 3773.93 3774.2 1 21.875 3 R.QLKEDLSSIILLSEEDLQMLVDAPCSDLAQELR.Q 130 2
2953 ENSG00000141401:ENSMUSG00000024525:ENSRNOG00000018516 IMPA2 gi|7657236|ref|NP_055029.1| gi|7657236|ref|NP_055029.1| inositol(myo)-1(or 4)-monophosphatase 2 [Homo sapiens] 1 3 8 288 31321 6.6 HsSD-NE_NT_lymphocytes_Ti_111.002808.002808.2 2 3.0248 0.1736 2542.95 2541.8 2 40.909092 3 K.TSAADLVTETDHLVEDLIISELR.E 48 2 *
2954 ENSG00000158019:ENSMUSG00000052139:ENSRNOG00000004364 BRE gi|21361171|ref|NP_004890.2| gi|21361171|ref|NP_004890.2|;gi|40353759|ref|NP_954662.1| brain and reproductive organ-expressed (TNFRSF1A modulator) is 2 2 7.2 415 46974 6.1 HsSD-NE_PHA_lymphocytes_PK_108.012075.012075 1 1.8252 0.1758 1113.62 1114.3 4 61.11111 1 K.LHIPYAGETL.K 58 1
2954 ENSG00000158019:ENSMUSG00000052139:ENSRNOG00000004364 BRE gi|21361171|ref|NP_004890.2| gi|21361171|ref|NP_004890.2|;gi|40353759|ref|NP_954662.1| brain and reproductive organ-expressed (TNFRSF1A modulator) is 2 2 7.2 415 46974 6.1 HsSD-NE_PHA_lymphocytes_PK_111.016008.016008 2 3.7235 0.3971 2213.79 2214.5 1 50 1 A.LHIPAFPGGGCLIDYVPQVC.H 235 0
2955 ENSG00000056558:ENSMUSG00000026875:NA TRAF1 gi|5032193|ref|NP_005649.1| gi|5032193|ref|NP_005649.1| TNF receptor-associated factor 1 [Homo sapiens] 1 2 5 416 46164 6.1 HsSD-NE_PHA_lymphocytes_PK_110.017876.017876 2 4.1938 0.427 2384.77 2383.6 1 52.499996 2 A.SFQRPQSETNVASGCPLFFPL.S 370 0 *
2956 ENSG00000111725:ENSMUSG00000029513:ENSRNOG00000001142 PRKAB1 gi|19923359|ref|NP_006244.2| gi|19923359|ref|NP_006244.2| AMP-activated protein kinase beta 1 non-catalytic subunit [Homo s 1 3 6.7 270 30382 6.4 HsSD-NE_PHA_lymphocytes_Ti_114.013227.013227 3 5.207 0.3518 2068.46 2067.6 1 51.47059 3 R.FRAPPILPPHLLQVILNK.D 200 2 *
2957 ENSG00000176974:ENSMUSG00000020534:ENSRNOG00000005275 SHMT1 gi|22547186|ref|NP_004160.3| gi|22547186|ref|NP_004160.3|;gi|22547189|ref|NP_683718.1| serine hydroxymethyltransferase 1 (soluble) isoform 1 [Homo sapie 1 5 6.6 483 53083 7.7 HsSD-NE_NT_lymphocytes_Ti_108.015716.015716.3 3 4.703 0.3984 3532.25 3531.9 1 25 5 K.LDPQCWGVNVQPYSGSPANFAVYTALVEPHGR.I 106 2
2958 ENSG00000168530:ENSMUSG00000061816:ENSRNOG00000013262 MYL1 gi|17986273|ref|NP_524144.1| gi|17986273|ref|NP_524144.1|;gi|17986275|ref|NP_524146.1| fast skeletal myosin alkali light chain 1 isoform 1f [Homo sapiens] 1 2 5.7 194 21145 5 HsSD-NE_NT_lymphocytes_Ti_103.011304.011304.2 2 3.4655 0.1497 1203.41 1201.4 1 90 2 K.ITLSQVGDVLR.A 70 2
2959 ENSG00000103490:ENSMUSG00000030793:ENSRNOG00000019675 PYCARD gi|10835256|ref|NP_037390.2| gi|10835256|ref|NP_037390.2|;gi|22035620|ref|NP_660183.1| PYD and CARD domain containing isoform a [Homo sapiens] 1 2 8.2 195 21627 6.4 HsSD-NE_NT_lymphocytes_Ti_102.019952.019952.2 2 4.4536 0.3203 1759.65 1759 1 60.000004 2 R.DAILDALENLTAEELK.K 6 2
2960 ENSG00000128708:ENSMUSG00000027018:ENSRNOG00000001524 HAT1 gi|4504341|ref|NP_003633.1| gi|4504341|ref|NP_003633.1| histone acetyltransferase 1 isoform a [Homo sapiens] 1 2 4.5 419 49513 5.7 HsSD-NE_PHA_lymphocytes_PK_106.019689.019689 2 3.6309 0.3109 2399.73 2399.6 1 52.77778 2 R.FPEDLENDIRTFFPEYTHQ.L 40 1 *
2961 ENSG00000173535:ENSMUSG00000022074:ENSRNOG00000038483 TNFRSF10C gi|22547121|ref|NP_003832.2| gi|22547121|ref|NP_003832.2| "tumor necrosis factor receptor superfamily, member 10c precursor 1 2 5.4 259 27395 4.8 HsNaOH-NE_NT_lymphocytes_Ti_111.008853.00885 2 3.6817 0.3876 1598.93 1599.7 1 73.07692 2 R.HSFKGEECPAGSHR.S 46 2 *
2962 ENSG00000196502:ENSMUSG00000030711:ENSRNOG00000019342 SULT1A1 gi|29540539|ref|NP_803878.1| gi|29540539|ref|NP_803878.1|;gi|29550893|ref|NP_803564.1| "sulfotransferase family, cytosolic, 1A, phenol-preferring, member 1 1 3 7.1 295 34165 6.6 HsSD-NE_NT_lymphocytes_Ti_107.000321.000321.2 2 4.6157 0.4075 2344.15 2342.6 1 57.5 3 K.SGTTWVSQILDMIYQGGDLEK.C 49 2
2963 ENSG00000157870:ENSMUSG00000029059:ENSRNOG00000013468 C1orf93 gi|22748799|ref|NP_689584.1| gi|22748799|ref|NP_689584.1| hypothetical protein LOC127281 [Homo sapiens] 1 2 9.6 198 21223 6.7 HsSD-NE_NT_lymphocytes_Ti_106.015139.015139.3 3 3.8993 0.3063 2081.3 2080.4 1 37.5 2 R.WIAQDLSSLAGLLDQHGVR.L 49 2 *
2964 ENSG00000167536:ENSMUSG00000020834:ENSRNOG00000009673 DHRS13 gi|146231950|ref|NP_653284.2| gi|146231950|ref|NP_653284.2| dehydrogenase/reductase (SDR family) member 13 [Homo sapiens 1 3 7.4 377 40849 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_106.011927.0119 3 3.4252 0.1181 3061.43 3059.4 1 26.85185 3 R.ELANQLEATGVTCYAAHPGPVNSELFLR.H 210 2 *
2965 gi|169172079|ref|XP_001714989.1| LOC100134165 gi|169172079|ref|XP_001714989.1| gi|169172079|ref|XP_001714989.1| PREDICTED: hypothetical protein [Homo sapiens] 1 3 5.1 393 42353 11.5 HsNaOH-NE_NT_lymphocytes_Ti_115.014265.01426 2 2.2037 0.2049 2076.45 2074.4 6 36.842106 3 R.AAGFLRKRTASRALPASSGR.G 190 2
2966 ENSG00000100100:ENSMUSG00000034614:ENSRNOG00000018859 PIK3IP1 gi|51317358|ref|NP_443112.2| gi|51317358|ref|NP_443112.2| HGFL protein [Homo sapiens] 1 2 7.2 263 28248 5 HsNaOH-NE_NT_lymphocytes_Ti_105.013152.01315 2 4.8037 0.3321 2150.31 2149.4 1 63.88889 2 R.ITLPLSAFTNPTCEIVDEK.T 216 2 *
2967 ENSG00000121691:ENSMUSG00000027187:ENSRNOG00000008364 CAT gi|4557014|ref|NP_001743.1| gi|4557014|ref|NP_001743.1| catalase [Homo sapiens] 2 4 9.3 527 59756 7.4 HsNaOH-NE_NT_lymphocytes_Ti_114.014430.01443 3 4.9521 0.3687 4031.06 4030.5 1 24.242424 3 K.FYTEDGNWDLVGNNTPIFFIRDPILFPSFIHSQK.R 136 2 *
2967 ENSG00000121691:ENSMUSG00000027187:ENSRNOG00000008364 CAT gi|4557014|ref|NP_001743.1| gi|4557014|ref|NP_001743.1| catalase [Homo sapiens] 2 4 9.3 527 59756 7.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010912.01091 2 3.353 0.2549 1813.41 1814.1 1 57.14286 1 R.LGPNYLHIPVNCPYR.A 366 2 *
2968 ENSG00000159479:ENSMUSG00000006392:ENSRNOG00000028477 MED8 gi|155030190|ref|NP_443109.2| gi|155030190|ref|NP_443109.2|;gi|157837979|ref|NP_963836 mediator complex subunit 8 isoform 3 [Homo sapiens] 1 3 4.7 301 32819 9.1 HsSD-NE_NT_lymphocytes_Ti_110.010154.010154.2 2 3.0074 0.3529 1632.45 1631.9 1 61.538464 3 R.VPVFSHEVVPDHLR.T 97 2
2969 ENSG00000120314:ENSMUSG00000042660:ENSRNOG00000017251 WDR55 gi|38327642|ref|NP_060176.2| gi|38327642|ref|NP_060176.2| WD repeat domain 55 [Homo sapiens] 2 3 12 383 42123 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.008506.0085 2 2.6767 0.2786 2421.87 2419.6 4 36.363636 1 R.VVGSVGQHTGEPVEELALSHCGR.F 286 2 *
2969 ENSG00000120314:ENSMUSG00000042660:ENSRNOG00000017251 WDR55 gi|38327642|ref|NP_060176.2| gi|38327642|ref|NP_060176.2| WD repeat domain 55 [Homo sapiens] 2 3 12 383 42123 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.011438.0114 3 6.0938 0.3773 2476.46 2476.8 1 42.045452 2 R.IRDTPEDIVLEAPASGLAFHPAR.D 28 2 *
2970 ENSG00000130489:NA:NA SCO2 gi|153791313|ref|NP_005129.2| gi|153791313|ref|NP_005129.2| cytochrome oxidase deficient homolog 2 [Homo sapiens] 1 2 13.9 266 29810 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.018312.01831 3 4.9349 0.4939 4315.16 4315.7 1 25 2 R.VYYNAGPKDEDQDYIVDHSIAIYLLNPDGLFTDYYGR.S 207 2 *
2971 ENSG00000074416:ENSMUSG00000033174:ENSRNOG00000014508 MGLL gi|51242953|ref|NP_001003794.1| gi|51242953|ref|NP_001003794.1|;gi|6005786|ref|NP_009214 monoglyceride lipase isoform 2 [Homo sapiens] 2 3 15.2 303 33261 7 HsSD-NE_NT_lymphocytes_Ti_112.013301.013301.3 3 5.1233 0.3246 2988.68 2990.3 1 33.333336 2 R.RTPQSIPYQDLPHLVNADGQYLFCR.Y 9 2
2971 ENSG00000074416:ENSMUSG00000033174:ENSRNOG00000014508 MGLL gi|51242953|ref|NP_001003794.1| gi|51242953|ref|NP_001003794.1|;gi|6005786|ref|NP_009214 monoglyceride lipase isoform 2 [Homo sapiens] 2 3 15.2 303 33261 7 HsSD-NE_NT_lymphocytes_Ti_105.017071.017071.2 2 3.4826 0.2886 2207.87 2207.6 3 42.5 1 K.VLNLVLPNLSLGPIDSSVLSR.N 166 2
2972 ENSG00000078124:ENSMUSG00000030760:ENSRNOG00000036866 PHCA gi|19923527|ref|NP_060837.2| gi|19923527|ref|NP_060837.2| "phytoceramidase, alkaline [Homo sapiens] " 1 2 5.6 267 31566 8.6 HsNaOH-NE_NT_lymphocytes_Ti_115.016172.01617 2 2.8079 0.1875 1847.97 1848.3 1 53.571426 2 K.FLFGIWPVILFEPLR.K 251 2 *
2973 ENSG00000102837:ENSMUSG00000022026:ENSRNOG00000013280 OLFM4 gi|32313593|ref|NP_006409.3| gi|32313593|ref|NP_006409.3| olfactomedin 4 precursor [Homo sapiens] 1 5 2.9 510 57280 5.7 HsSD-NE_NT_lymphocytes_Ti_110.018815.018815.2 2 3.4796 0.2659 1811.23 1811.1 1 60.714287 5 R.LYNTLDDLLLYINAR.E 305 2 *
2974 ENSG00000100836:ENSMUSG00000022198:ENSRNOG00000015732 PABPN1 gi|4758876|ref|NP_004634.1| gi|4758876|ref|NP_004634.1| "poly(A) binding protein, nuclear 1 [Homo sapiens] " 1 3 3.6 306 32749 5.1 HsSD-NE_NT_lymphocytes_Ti_103.011593.011593.1 1 2.0896 0.24 1252.83 1252.4 2 50 3 R.TSLALDESLFR.G 228 2 *
2975 ENSG00000116096:ENSMUSG00000068303:ENSRNOG00000028235 SPR gi|4507185|ref|NP_003115.1| gi|4507185|ref|NP_003115.1| "sepiapterin reductase (7,8-dihydrobiopterin:NADP+ oxidoreductas 1 2 7.3 261 28048 8 HsNaOH-NE_PHA_lymphocytes_Ti_105.016222.0162 2 3.8222 0.3831 1896.17 1893.2 1 50 2 R.VPADLGAEAGLQQLLGALR.E 66 2 *
2976 ENSG00000133742:ENSMUSG00000027556:ENSRNOG00000010698 CA1 gi|4502517|ref|NP_001729.1| gi|4502517|ref|NP_001729.1| carbonic anhydrase I [Homo sapiens] 1 2 6.9 261 28870 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.008099.0080 2 3.7361 0.3814 1930.43 1930.2 1 50 2 K.HDTSLKPISVSYNPATAK.E 41 2 *
2977 ENSG00000122557:ENSMUSG00000008429:ENSRNOG00000029995 HERPUD2 gi|19923834|ref|NP_071768.2| gi|19923834|ref|NP_071768.2| HERPUD family member 2 [Homo sapiens] 1 3 3.4 406 45177 5.1 HsNaOH-NE_NT_lymphocytes_Ti_111.009723.00972 2 2.6143 0.2595 1586.19 1585.8 3 53.846157 3 K.THLSNVYPSKPLTK.D 39 2 *
2978 ENSG00000113734:ENSMUSG00000024191:ENSRNOG00000020753 BNIP1 gi|153946399|ref|NP_053582.2| gi|153946399|ref|NP_053582.2|;gi|153946401|ref|NP_001196 BCL2/adenovirus E1B 19kD interacting protein 1 isoform BNIP1-b 1 2 5.5 271 31113 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.010808.01080 2 4.3438 0.3431 1607.93 1606.7 1 78.57143 2 R.DCSGPLSALTELNTK.V 32 2
2979 ENSG00000162923:ENSMUSG00000038733:ENSRNOG00000003723 WDR26 gi|55743153|ref|NP_079436.3| gi|55743153|ref|NP_079436.3| WD repeat domain 26 [Homo sapiens] 1 5 3.7 514 58604 6.2 HsSD-NE_NT_lymphocytes_Ti_108.015565.015565.2 2 4.0062 0.358 2162.89 2163.5 1 50 5 R.LALLNVATQGVHLWDLQDR.V 393 2 *
2980 ENSG00000103723:ENSMUSG00000062444:ENSRNOG00000019249 AP3B2 gi|34482047|ref|NP_004635.2| gi|34482047|ref|NP_004635.2| "adaptor-related protein complex 3, beta 2 subunit [Homo sapiens] " 2 4 2.1 1082 119059 5.6 HsNaOH-NE_NT_lymphocytes_PK_112.003317.0033 1 2.0353 0.1823 999.53 1000.1 2 72.22222 1 L.LSPVSGVGRQ.E 851 0 *
2980 ENSG00000103723:ENSMUSG00000062444:ENSRNOG00000019249 AP3B2 gi|34482047|ref|NP_004635.2| gi|34482047|ref|NP_004635.2| "adaptor-related protein complex 3, beta 2 subunit [Homo sapiens] " 2 4 2.1 1082 119059 5.6 HsNaOH-NE_NT_lymphocytes_Ti_111.015237.01523 2 2.7775 0.1851 1438.49 1439 5 62.5 1 R.VPIIVPIMMLAIK.E 139 2
2980 ENSG00000103723:ENSMUSG00000062444:ENSRNOG00000019249 AP3B2 gi|34482047|ref|NP_004635.2| gi|34482047|ref|NP_004635.2| "adaptor-related protein complex 3, beta 2 subunit [Homo sapiens] " 2 4 2.1 1082 119059 5.6 HsSD-NE_NT_lymphocytes_Ti_110.019657.019657.2 2 2.9246 0.1998 1438.45 1439 3 66.66667 2 R.VPIIVPIMMLAIK.E 139 2
2981 ENSG00000198612:ENSMUSG00000034432:ENSRNOG00000019635 COPS8 gi|5729779|ref|NP_006701.1| gi|5729779|ref|NP_006701.1| COP9 signalosome subunit 8 isoform 1 [Homo sapiens] 1 2 18.7 209 23226 5.4 HsSD-NE_NT_lymphocytes_Ti_107.018677.018677.3 3 4.8491 0.4022 4354.07 4353.9 1 25 2 K.LLDQCENQELEAPGGIATPPVYGQLLALYLLHNDMNNAR.Y 16 2 *
2982 ENSG00000171425:NA:NA ZNF581 gi|7705495|ref|NP_057619.1| gi|7705495|ref|NP_057619.1| zinc finger protein 581 [Homo sapiens] 1 2 7.6 197 22010 8.8 HsSD-NE_PHA_lymphocytes_Ti_111.010240.010240 2 3.0324 0.2596 1863.93 1865 1 50 2 R.VHSGERPFQCPHCPR.R 166 2 *
2983 ENSG00000167815:ENSMUSG00000005161:ENSRNOG00000036873 PRDX2 gi|32189392|ref|NP_005800.3| gi|32189392|ref|NP_005800.3| peroxiredoxin 2 isoform a [Homo sapiens] 1 2 19.7 198 21892 6 HsSD-NE_PHA_lymphocytes_Ti_105.010940.010940 3 4.848 0.3875 4446.17 4445.8 1 23.684212 2 R.LVQAFQYTDEHGEVCPAGWKPGSDTIKPNVDDSKEYFSK.H 158 2 *
2984 ENSG00000078140:ENSMUSG00000029203:ENSRNOG00000027088 HIP2 gi|4885417|ref|NP_005330.1| gi|4885417|ref|NP_005330.1| ubiquitin-conjugating enzyme E2-25K isoform 1 [Homo sapiens] 1 2 9 200 22407 5.4 HsSD-NE_PHA_lymphocytes_Ti_101.009570.009570 2 4.8772 0.3916 1977.45 1977.2 1 64.70589 2 R.LWAHVYAGAPVSSPEYTK.K 147 2 *
2985 ENSG00000116237:ENSMUSG00000039662:ENSRNOG00000010953 ICMT gi|6912430|ref|NP_036537.1| gi|6912430|ref|NP_036537.1| isoprenylcysteine carboxyl methyltransferase [Homo sapiens] 1 2 3.5 284 31938 8 HsNaOH-NE_NT_lymphocytes_Ti_112.010898.01089 2 2.4443 0.1085 1128.43 1128.4 1 77.77778 2 K.RVPTGLPFIK.G 269 2 *
2986 ENSG00000181744:ENSMUSG00000045414:ENSRNOG00000008519 C3orf58 gi|27734895|ref|NP_775823.1| gi|27734895|ref|NP_775823.1| hypothetical protein LOC205428 [Homo sapiens] 2 3 12.3 430 49482 8.5 HsNaOH-NE_NT_lymphocytes_Ti_111.016046.01604 3 3.1714 0.0929 3778.34 3778.3 1 20.3125 1 K.DSERMQLLLTLAFNPEPLVLQSFPSDEGWPFAK.Y 199 2 *
2986 ENSG00000181744:ENSMUSG00000045414:ENSRNOG00000008519 C3orf58 gi|27734895|ref|NP_775823.1| gi|27734895|ref|NP_775823.1| hypothetical protein LOC205428 [Homo sapiens] 2 3 12.3 430 49482 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.011990.01199 2 3.3338 0.2939 2296.31 2295.5 1 50 2 R.LLTPEAVEGWSDLVHCPSQR.L 155 2 *
2987 ENSG00000022277:ENSMUSG00000027502:ENSRNOG00000005083 C20orf43 gi|7705483|ref|NP_057491.1| gi|7705483|ref|NP_057491.1| hypothetical protein LOC51507 [Homo sapiens] 2 3 13.1 306 33823 8.6 HsSD-NE_PHA_lymphocytes_Ti_104.007760.007760 3 3.3484 0.1641 2698.4 2697.8 1 35.869564 2 K.LSDNPAWEGDKGNTKGDKHDDLQR.A 93 2 *
2987 ENSG00000022277:ENSMUSG00000027502:ENSRNOG00000005083 C20orf43 gi|7705483|ref|NP_057491.1| gi|7705483|ref|NP_057491.1| hypothetical protein LOC51507 [Homo sapiens] 2 3 13.1 306 33823 8.6 HsSD-NE_PHA_lymphocytes_Ti_103.008813.008813 2 2.9902 0.3171 1969.59 1970.1 1 53.333336 1 R.SKEESAHWVTHTSYCF.- 291 2 *
2988 ENSG00000139370:ENSMUSG00000029416:ENSRNOG00000000962 SLC15A4 gi|21717816|ref|NP_663623.1| gi|21717816|ref|NP_663623.1| "solute carrier family 15, member 4 [Homo sapiens] " 2 4 4.9 577 62034 9 HsNaOH-NE_NT_lymphocytes_Ti_106.007200.00720 2 3.1331 0.3584 1146.99 1147.3 1 76.92308 3 R.AAAAAAAAGAFAGR.R 20 2 *
2988 ENSG00000139370:ENSMUSG00000029416:ENSRNOG00000000962 SLC15A4 gi|21717816|ref|NP_663623.1| gi|21717816|ref|NP_663623.1| "solute carrier family 15, member 4 [Homo sapiens] " 2 4 4.9 577 62034 9 HsNaOH-NE_NT_lymphocytes_Ti_106.014358.01435 2 3.1057 0.1243 1517.33 1516.7 1 73.07692 1 R.AACGAVLLTELLER.A 35 2 *
2989 ENSG00000066455:ENSMUSG00000021192:ENSRNOG00000007699 GOLGA5 gi|30260188|ref|NP_005104.2| gi|30260188|ref|NP_005104.2| "Golgi autoantigen, golgin subfamily a, 5 [Homo sapiens] " 1 5 1.4 731 83024 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.005600.00560 2 2.6325 0.2229 1155.35 1154.3 1 83.33333 5 R.LHEADATLKR.E 354 2 *
2990 ENSG00000107362:ENSMUSG00000047368:ENSRNOG00000012514 FAM108B1 gi|71051600|ref|NP_057098.2| gi|71051600|ref|NP_057098.2|;gi|71051602|ref|NP_00102095 "family with sequence similarity 108, member B1 isoform 1 [Homo s 2 2 14 293 32823 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.019884.01988 2 3.2776 0.1628 1619.49 1619.9 3 53.846157 1 K.NLYADIEAAWLALR.T 141 2
2990 ENSG00000107362:ENSMUSG00000047368:ENSRNOG00000012514 FAM108B1 gi|71051600|ref|NP_057098.2| gi|71051600|ref|NP_057098.2|;gi|71051602|ref|NP_00102095 "family with sequence similarity 108, member B1 isoform 1 [Homo s 2 2 14 293 32823 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011975.01197 3 3.158 0.1066 3216.59 3216.5 1 27.884615 1 R.CQRPVEPLWVEGAGHNDVELYGQYLER.L 250 2
2991 ENSG00000142208:ENSMUSG00000001729:ENSRNOG00000028629 AKT1 gi|62241015|ref|NP_001014432.1| gi|62241015|ref|NP_001014432.1| v-akt murine thymoma viral oncogene homolog 1 [Homo sapiens] 1 2 4 480 55686 6.1 HsSD-NE_PHA_lymphocytes_PK_108.010474.010474 2 3.4749 0.2917 2388.77 2389.6 1 44.444447 2 T.VIERTFHVETPEEREEWTT.A 83 0 *
2992 ENSG00000106049:ENSMUSG00000029776:ENSRNOG00000008063 HIBADH gi|23308751|ref|NP_689953.1| gi|23308751|ref|NP_689953.1| 3-hydroxyisobutyrate dehydrogenase [Homo sapiens] 1 3 10.4 336 35329 8.1 HsSD-NE_NT_lymphocytes_Ti_107.015961.015961.3 3 4.4479 0.4422 3896.33 3897.3 1 27.941175 3 K.HGYPLIIYDVFPDACKEFQDAGEQVVSSPADVAEK.A 61 2 *
2993 ENSG00000067113:ENSMUSG00000021759:ENSRNOG00000009980 PPAP2A gi|29171736|ref|NP_003702.2| gi|29171736|ref|NP_003702.2|;gi|29171738|ref|NP_795714.1| phosphatidic acid phosphatase type 2A isoform 1 [Homo sapiens] 1 2 5.3 284 32156 8 HsNaOH-NE_PHA_lymphocytes_Ti_111.011283.0112 2 3.2563 0.2599 1887.57 1886.1 1 53.571426 2 R.LRPHFLDVCDPDWSK.I 126 2
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NP_055431.1| gi|62632750|ref|NP_055431.1| "ATPase, class VI, type 11B [Homo sapiens] " 5 8 8.8 1177 134190 7 HsNaOH-NE_NT_lymphocytes_Ti_105.012896.01289 2 4.3865 0.4355 2004.49 2003.3 1 64.70589 2 R.IAKDEIFPADLVLLSSDR.L 148 2 *
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NP_055431.1| gi|62632750|ref|NP_055431.1| "ATPase, class VI, type 11B [Homo sapiens] " 5 8 8.8 1177 134190 7 HsNaOH-NE_NT_lymphocytes_Ti_110.002056.00205 3 4.6476 0.3579 3879.77 3880.4 1 23.529411 2 K.THVAVPETALLQTVANLDTLVAVIECQQPEADLYR.F 185 2 *
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NP_055431.1| gi|62632750|ref|NP_055431.1| "ATPase, class VI, type 11B [Homo sapiens] " 5 8 8.8 1177 134190 7 HsNaOH-NE_NT_lymphocytes_Ti_108.010475.01047 2 2.9001 0.1719 1359.67 1358.5 2 80 2 K.LLHILEFDSDR.R 566 2 *
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NP_055431.1| gi|62632750|ref|NP_055431.1| "ATPase, class VI, type 11B [Homo sapiens] " 5 8 8.8 1177 134190 7 HsNaOH-NE_NT_lymphocytes_Ti_106.009600.00960 2 4.1111 0.3286 2179.43 2178.4 1 58.823532 1 R.TSPENETELIKEHDLFFK.A 473 2 *
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NP_055431.1| gi|62632750|ref|NP_055431.1| "ATPase, class VI, type 11B [Homo sapiens] " 5 8 8.8 1177 134190 7 HsNaOH-NE_NT_lymphocytes_Ti_104.014685.01468 2 3.7047 0.2857 2501.67 2500.7 1 42.857143 1 K.AQVNTSDLNEELGQVEYVFTDK.T 387 2 *
2995 ENSG00000134202:ENSMUSG00000004032:ENSRNOG00000018732 GSTM3 gi|23065552|ref|NP_000840.2| gi|23065552|ref|NP_000840.2| glutathione S-transferase M3 [Homo sapiens] 1 2 6.7 225 26560 5.5 HsSD-NE_NT_lymphocytes_Ti_102.018171.018171.2 2 3.6456 0.3223 1735.39 1734 1 64.28571 2 K.LDLDFPNLPYLLDGK.N 57 2 *
2996 ENSG00000116752:ENSMUSG00000005687:ENSRNOG00000018783 BCAS2 gi|5031653|ref|NP_005863.1| gi|5031653|ref|NP_005863.1| breast carcinoma amplified sequence 2 [Homo sapiens] 1 2 5.8 225 26131 5.6 HsSD-NE_NT_lymphocytes_Ti_104.012629.012629.2 2 3.6294 0.0831 1592.35 1591.8 3 75 2 R.TIVQLENEIYQIK.Q 198 2 *
2997 ENSG00000131748:ENSMUSG00000018167:ENSRNOG00000028387 STARD3 gi|31543657|ref|NP_006795.2| gi|31543657|ref|NP_006795.2| StAR-related lipid transfer (START) domain containing 3 [Homo sa 1 3 4 445 50516 8.4 HsNaOH-NE_NT_lymphocytes_Ti_114.009208.00920 2 4.0616 0.3771 1883.45 1883.1 1 58.823532 3 R.YLSSGIATSHSAKPPTHK.Y 360 2 *
2998 ENSG00000128311:ENSMUSG00000044986:ENSRNOG00000000186 TST gi|17402865|ref|NP_003303.2| gi|17402865|ref|NP_003303.2| thiosulfate sulfurtransferase [Homo sapiens] 1 2 6.1 297 33429 7.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007310.00731 2 4.2803 0.3972 1965.37 1965.2 1 52.941177 2 K.EGHPVTSEPSRPEPAVFK.A 137 2 *
2999 ENSG00000163960:ENSMUSG00000053774:NA UBXN7 gi|149944496|ref|NP_056377.1| gi|149944496|ref|NP_056377.1| UBX domain containing 7 [Homo sapiens] 1 2 2.9 489 54862 5.2 HsSD-NE_PHA_lymphocytes_PK_109.016411.01641 2 3.1505 0.3038 1621.71 1620.9 1 65.38461 2 Y.KLGDFPYVSILDPR.T 221 1 *
3000 ENSG00000147853:ENSMUSG00000024782:ENSRNOG00000015273 AK3 gi|19923437|ref|NP_057366.2| gi|19923437|ref|NP_057366.2| adenylate kinase 3 [Homo sapiens] 1 2 6.2 227 25565 9.2 HsSD-NE_NT_lymphocytes_Ti_106.014473.014473.2 2 3.7193 0.3074 1710.53 1710.9 1 80.769226 2 K.NLTQYSWLLDGFPR.T 81 2 *
3001 ENSG00000101193:ENSMUSG00000027573:ENSRNOG00000038120 C20orf11 gi|8923557|ref|NP_060366.1| gi|8923557|ref|NP_060366.1| chromosome 20 open reading frame 11 [Homo sapiens] 1 2 9.6 228 26749 5 HsSD-NE_NT_lymphocytes_Ti_106.016564.016564.2 2 4.4315 0.4365 2445.69 2446.8 1 47.61905 2 K.GQIQEAIALINSLHPELLDTNR.Y 77 2 *
3002 ENSG00000131462:ENSMUSG00000035198:ENSRNOG00000020213 TUBG1 gi|31543831|ref|NP_001061.2| gi|31543831|ref|NP_001061.2| "tubulin, gamma 1 [Homo sapiens] " 2 3 10.4 451 51170 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014667.01466 3 3.3841 0.201 3093.98 3092.3 1 30.000002 1 R.EIVQQLIDEYHAATRPDYISWGTQEQ.- 426 2
3002 ENSG00000131462:ENSMUSG00000035198:ENSRNOG00000020213 TUBG1 gi|31543831|ref|NP_001061.2| gi|31543831|ref|NP_001061.2| "tubulin, gamma 1 [Homo sapiens] " 2 3 10.4 451 51170 6.1 HsNaOH-NE_NT_lymphocytes_Ti_111.017349.01734 2 3.7805 0.3225 2321.81 2319.7 1 42.5 2 R.YPGYMNNDLIGLIASLIPTPR.L 245 2
3003 ENSG00000053770:ENSMUSG00000036291:ENSRNOG00000014148 C14orf108 gi|21361776|ref|NP_060699.2| gi|21361776|ref|NP_060699.2| hypothetical protein LOC55745 [Homo sapiens] 1 2 2.2 490 54739 6.6 HsSD-NE_PHA_lymphocytes_PK_110.017203.017203 2 2.7555 0.2431 1312.13 1310.5 5 60.000004 2 Y.KFPFTPPLESF.N 298 0 *
3004 ENSG00000105298:ENSMUSG00000034889:ENSRNOG00000027615 C19orf29 gi|126723149|ref|NP_067054.1| gi|126723149|ref|NP_067054.1| chromosome 19 open reading frame 29 [Homo sapiens] 3 5 7.7 758 88702 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010496.01049 3 5.0972 0.4485 2526.05 2525.8 1 40.476192 2 R.LLTAHELPLDAHVLEPDEDLQR.L 563 2 *
3004 ENSG00000105298:ENSMUSG00000034889:ENSRNOG00000027615 C19orf29 gi|126723149|ref|NP_067054.1| gi|126723149|ref|NP_067054.1| chromosome 19 open reading frame 29 [Homo sapiens] 3 5 7.7 758 88702 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.010455.01045 2 2.7179 0.1538 1956.25 1956.3 1 46.875 1 K.LKQEQGVESEPLFPILK.Q 468 2 *
3004 ENSG00000105298:ENSMUSG00000034889:ENSRNOG00000027615 C19orf29 gi|126723149|ref|NP_067054.1| gi|126723149|ref|NP_067054.1| chromosome 19 open reading frame 29 [Homo sapiens] 3 5 7.7 758 88702 9.1 HsNaOH-NE_NT_lymphocytes_Ti_107.018479.01847 2 4.4197 0.3106 2152.21 2149.4 1 61.11111 2 R.AGGPNLDMGYWESLLQQLR.A 427 2 *
3005 ENSG00000123297:ENSMUSG00000040521:NA TSFM gi|21361280|ref|NP_005717.2| gi|21361280|ref|NP_005717.2| "Ts translation elongation factor, mitochondrial [Homo sapiens] " 2 3 11.8 346 37656 7.7 HsSD-NE_NT_lymphocytes_Ti_103.008881.008881.2 2 3.7553 0.2423 1498.39 1498.6 1 87.5 1 K.YGALVICETSEQK.T 255 2 *
3005 ENSG00000123297:ENSMUSG00000040521:NA TSFM gi|21361280|ref|NP_005717.2| gi|21361280|ref|NP_005717.2| "Ts translation elongation factor, mitochondrial [Homo sapiens] " 2 3 11.8 346 37656 7.7 HsSD-NE_NT_lymphocytes_Ti_110.011255.011255.3 3 6.3545 0.3233 2851.61 2851.2 1 50 2 R.RLGQHVVGMAPLSVGSLDDEPGGEAETK.M 276 2 *
3006 ENSG00000160741:ENSMUSG00000027936:ENSRNOG00000016138 CRTC2 gi|32171215|ref|NP_859066.1| gi|32171215|ref|NP_859066.1| CREB regulated transcription coactivator 2 [Homo sapiens] 2 6 7.2 693 73302 7.1 HsSD-NE_NT_lymphocytes_Ti_109.014072.014072.3 3 5.5515 0.4087 3439.85 3440.7 1 30.46875 5 R.SSHYGGSLPNVNQIGSGLAEFQSPLHSPLDSSR.S 64 2 *
3006 ENSG00000160741:ENSMUSG00000027936:ENSRNOG00000016138 CRTC2 gi|32171215|ref|NP_859066.1| gi|32171215|ref|NP_859066.1| CREB regulated transcription coactivator 2 [Homo sapiens] 2 6 7.2 693 73302 7.1 HsSD-NE_NT_lymphocytes_Ti_109.013603.013603.2 2 2.8576 0.2316 1734.01 1734.1 5 46.875 1 R.RVPLSPLSLLAGPADAR.R 429 2 *
3007 ENSG00000152749:ENSMUSG00000022131:ENSRNOG00000009766 GPR180 gi|30725877|ref|NP_851320.1| gi|30725877|ref|NP_851320.1| G protein-coupled receptor 180 precursor [Homo sapiens] 1 3 3.6 440 49395 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010863.0108 2 3.7456 0.3034 1910.83 1909.1 1 70 3 R.IGHFEFHGDHALLCVR.I 42 2 *
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3008 ENSG00000103707:ENSMUSG00000059183:ENSRNOG00000014602 MTFMT gi|21245130|ref|NP_640335.1| gi|21245130|ref|NP_640335.1| mitochondrial methionyl-tRNA formyltransferase precursor [Homo s 1 2 4.9 304 33833 9.5 HsNaOH-NE_NT_lymphocytes_Ti_115.011252.01125 2 3.5783 0.3667 1771.95 1771 1 67.85714 2 K.FPYGILNVHPSCLPR.W 53 2 *
3009 ENSG00000175489:ENSMUSG00000049988:ENSRNOG00000022565 LRRC25 gi|45593138|ref|NP_660299.2| gi|45593138|ref|NP_660299.2| leucine rich repeat containing 25 [Homo sapiens] 2 2 10.8 305 33179 5.1 HsNaOH-NE_NT_lymphocytes_Ti_114.010199.01019 2 4.1669 0.3257 2274.01 2273.6 1 42.5 1 R.ELNKPWAAQDGPKPGLGLQPR.Y 200 2 *
3009 ENSG00000175489:ENSMUSG00000049988:ENSRNOG00000022565 LRRC25 gi|45593138|ref|NP_660299.2| gi|45593138|ref|NP_660299.2| leucine rich repeat containing 25 [Homo sapiens] 2 2 10.8 305 33179 5.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011756.01175 2 3.2183 0.184 1431.47 1430.7 1 72.72727 1 R.ELPVTFFAHLQK.L 75 2 *
3010 ENSG00000173542:ENSMUSG00000006262:ENSRNOG00000010996 MOBKL1A gi|27735029|ref|NP_775739.1| gi|27735029|ref|NP_775739.1| "MOB1, Mps One Binder kinase activator-like 1A [Homo sapiens] " 2 2 15.7 216 25091 6.7 HsSD-NE_PHA_lymphocytes_Ti_101.006879.006879 2 2.5571 0.1045 1499.85 1497.6 5 63.636364 1 K.YEYHWADGTNIK.K 93 2
3010 ENSG00000173542:ENSMUSG00000006262:ENSRNOG00000010996 MOBKL1A gi|27735029|ref|NP_775739.1| gi|27735029|ref|NP_775739.1| "MOB1, Mps One Binder kinase activator-like 1A [Homo sapiens] " 2 2 15.7 216 25091 6.7 HsSD-NE_PHA_lymphocytes_Ti_106.021231.021231 2 2.9981 0.31 2721.43 2722 1 35.714287 1 K.YIDYLMTWVQDQLDDETLFPSK.I 114 2
3011 ENSG00000131238:ENSMUSG00000028657:ENSRNOG00000012616 PPT1 gi|4506031|ref|NP_000301.1| gi|4506031|ref|NP_000301.1| "palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, 1 2 5.6 306 34193 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008896.00889 2 3.5377 0.3045 2162.23 2162.4 1 46.875 2 R.LVQAEYWHDPIKEDVYR.N 180 2 *
3012 ENSG00000111731:ENSMUSG00000030279:ENSRNOG00000014382 KIAA0528 gi|29789060|ref|NP_055617.1| gi|29789060|ref|NP_055617.1| hypothetical protein LOC9847 [Homo sapiens] 4 4 5.1 1000 110447 5.7 HsSD-NE_PHA_lymphocytes_PK_111.017423.017423 2 2.5831 0.1897 1575.65 1575.8 1 70.83333 1 S.GWFPIYDTIHGIR.G 107 1 *
3012 ENSG00000111731:ENSMUSG00000030279:ENSRNOG00000014382 KIAA0528 gi|29789060|ref|NP_055617.1| gi|29789060|ref|NP_055617.1| hypothetical protein LOC9847 [Homo sapiens] 4 4 5.1 1000 110447 5.7 HsSD-NE_PHA_lymphocytes_PK_111.019827.019827 2 3.1208 0.215 1991.37 1989.2 1 56.25 1 S.GWFPIYDTIHGIRGEIN.V 107 0 *
3012 ENSG00000111731:ENSMUSG00000030279:ENSRNOG00000014382 KIAA0528 gi|29789060|ref|NP_055617.1| gi|29789060|ref|NP_055617.1| hypothetical protein LOC9847 [Homo sapiens] 4 4 5.1 1000 110447 5.7 HsSD-NE_PHA_lymphocytes_PK_108.012429.012429 2 3.2931 0.2344 1809.49 1807 1 64.28571 1 Q.ALNKNFNDLCENLLK.S 742 1 *
3012 ENSG00000111731:ENSMUSG00000030279:ENSRNOG00000014382 KIAA0528 gi|29789060|ref|NP_055617.1| gi|29789060|ref|NP_055617.1| hypothetical protein LOC9847 [Homo sapiens] 4 4 5.1 1000 110447 5.7 HsSD-NE_PHA_lymphocytes_PK_105.017956.017956 2 3.152 0.2495 2340.17 2338.5 1 41.666664 1 H.GFVEELVVNEDPEYQWIDR.I 163 1 *
3013 ENSG00000155111:ENSMUSG00000038481:ENSRNOG00000000583 CDC2L6 gi|30387611|ref|NP_055891.1| gi|30387611|ref|NP_055891.1|;gi|4502745|ref|NP_001251.1| cell division cycle 2-like 6 (CDK8-like) [Homo sapiens] 1 2 3.8 502 56802 8.5 HsSD-NE_PHA_lymphocytes_PK_109.000018.000018 2 3.1869 0.2183 2086.73 2086.5 3 41.666664 2 R.LFNSPLKPLADLDPVVVTF.W 179 1
3014 ENSG00000135828:ENSMUSG00000066800:ENSRNOG00000027017 RNASEL gi|10863929|ref|NP_066956.1| gi|10863929|ref|NP_066956.1| ribonuclease L [Homo sapiens] 2 5 4.6 741 83533 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_102.016666.0166 2 2.6535 0.1485 1888.27 1886.2 2 46.666668 1 R.GNFYQNTVGDLLKFIR.N 652 2 *
3014 ENSG00000135828:ENSMUSG00000066800:ENSRNOG00000027017 RNASEL gi|10863929|ref|NP_066956.1| gi|10863929|ref|NP_066956.1| ribonuclease L [Homo sapiens] 2 5 4.6 741 83533 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.018706.0187 2 3.2032 0.1847 2269.19 2267.5 1 55.88235 4 R.DCLSDLLGHPFFWTWESR.Y 575 2 *
3015 ENSG00000041802:ENSMUSG00000022538:ENSRNOG00000001727 LSG1 gi|14149720|ref|NP_060855.1| gi|14149720|ref|NP_060855.1| large subunit GTPase 1 homolog [Homo sapiens] 1 6 3.2 658 75226 6.3 HsSD-NE_PHA_lymphocytes_Ti_113.010033.010033 3 4.4016 0.2508 2585.06 2584.9 1 40 6 K.LLYCHPPPGRDPVTFQHQHQR.L 544 2 *
3016 ENSG00000116750:ENSMUSG00000018189:ENSRNOG00000003545 UCHL5 gi|7706753|ref|NP_057068.1| gi|7706753|ref|NP_057068.1| ubiquitin C-terminal hydrolase UCH37 [Homo sapiens] 1 3 3.6 329 37607 5.3 HsSD-NE_PHA_lymphocytes_Ti_114.012226.012226 2 2.784 0.2836 1413.63 1412.8 1 68.181816 3 K.LKPVHGLIFLFK.W 46 2 *
3017 ENSG00000066654:ENSMUSG00000030942:ENSRNOG00000014946 THUMPD1 gi|42476024|ref|NP_060206.2| gi|42476024|ref|NP_060206.2| THUMP domain containing 1 [Homo sapiens] 2 3 7.6 353 39315 7.9 HsSD-NE_NT_lymphocytes_Ti_110.010596.010596.2 2 3.3704 0.2975 1825.81 1824 1 63.333332 2 R.RFQSVESGANNVVFIR.T 116 2 *
3017 ENSG00000066654:ENSMUSG00000030942:ENSRNOG00000014946 THUMPD1 gi|42476024|ref|NP_060206.2| gi|42476024|ref|NP_060206.2| THUMP domain containing 1 [Homo sapiens] 2 3 7.6 353 39315 7.9 HsSD-NE_NT_lymphocytes_Ti_110.009691.009691.2 2 2.3033 0.0823 1399.89 1397.7 1 70 1 K.LVHHILQDMYK.T 140 2 *
3018 ENSG00000139496:ENSMUSG00000063895:ENSRNOG00000012644 NUPL1 gi|30102928|ref|NP_054808.1| gi|30102928|ref|NP_054808.1|;gi|56788377|ref|NP_00100856 nucleoporin like 1 isoform a [Homo sapiens] 2 4 5.2 599 60897 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_109.012248.0122 2 3.5982 0.2128 1795.85 1793.1 1 69.230774 2 R.ILVQQFEVQLQQYR.Q 348 2
3018 ENSG00000139496:ENSMUSG00000063895:ENSRNOG00000012644 NUPL1 gi|30102928|ref|NP_054808.1| gi|30102928|ref|NP_054808.1|;gi|56788377|ref|NP_00100856 nucleoporin like 1 isoform a [Homo sapiens] 2 4 5.2 599 60897 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.009468.0094 2 2.4066 0.1371 1935.49 1934.1 2 53.125 2 K.TPPGLQHEYAAPADYFR.I 331 2
3019 ENSG00000181873:ENSMUSG00000049287:ENSRNOG00000022725 C1orf69 gi|58197556|ref|NP_001010867.1| gi|58197556|ref|NP_001010867.1| hypothetical protein LOC200205 [Homo sapiens] 2 3 14.3 356 38155 9.8 HsSD-NE_NT_lymphocytes_Ti_104.011424.011424.2 2 3.7409 0.3215 2128.95 2129.3 1 63.15789 2 R.VWAVLPSSPEACGAASLQER.A 159 2 *
3019 ENSG00000181873:ENSMUSG00000049287:ENSRNOG00000022725 C1orf69 gi|58197556|ref|NP_001010867.1| gi|58197556|ref|NP_001010867.1| hypothetical protein LOC200205 [Homo sapiens] 2 3 14.3 356 38155 9.8 HsSD-NE_NT_lymphocytes_Ti_106.019998.019998.2 2 3.5182 0.285 2967.79 2967.4 1 30.000002 1 R.GPDAAPFLLGLLTNELPLPSPAAAGAPPAAR.A 63 2 *
3020 ENSG00000143363:ENSMUSG00000015711:ENSRNOG00000021120 PRUNE gi|24308263|ref|NP_067045.1| gi|24308263|ref|NP_067045.1| prune homolog [Homo sapiens] 1 3 3.8 453 50200 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.000030.0000 2 3.1693 0.3386 1941.31 1940.3 1 62.5 3 K.LLPLLQEALSAYFDSMK.I 351 2 *
3021 ENSG00000154328:ENSMUSG00000035121:ENSRNOG00000010696 NEIL2 gi|21450800|ref|NP_659480.1| gi|21450800|ref|NP_659480.1| nei-like 2 [Homo sapiens] 1 3 4.8 332 36826 6.8 HsSD-NE_PHA_lymphocytes_Ti_115.010618.010618 2 3.1092 0.3253 1852.33 1851.2 1 50 3 R.KFHHLVSPFVGQQVVK.T 9 2 *
3022 ENSG00000122068:ENSMUSG00000022800:ENSRNOG00000034233 FYTTD1 gi|42716295|ref|NP_115664.2| gi|42716295|ref|NP_115664.2|;gi|58374125|ref|NP_00101153 forty-two-three domain containing 1 isoform 1 [Homo sapiens] 1 2 5.3 318 35818 11.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011842.01184 2 5.2731 0.3508 1886.43 1885.1 1 62.5 2 K.VQAQLNTEQLLDDVVAK.R 199 2
3023 ENSG00000125870:ENSMUSG00000008333:ENSRNOG00000004967 SNRPB2 gi|38149981|ref|NP_937863.1| gi|38149981|ref|NP_937863.1| small nuclear ribonucleoprotein polypeptide B'' [Homo sapiens] 1 2 8.4 225 25486 9.7 HsSD-NE_PHA_lymphocytes_Ti_104.020130.020130 2 3.8736 0.3386 2108.29 2108.5 1 47.22222 2 R.SLYALFSQFGHVVDIVALK.T 26 2 *
3024 ENSG00000167106:ENSMUSG00000039157:NA FAM102A gi|42558264|ref|NP_976050.1| gi|42558264|ref|NP_976050.1|;gi|78191787|ref|NP_00103033 early estrogen-induced gene 1 protein isoform b [Homo sapiens] 1 2 12.8 242 25893 6.7 HsSD-NE_NT_lymphocytes_Ti_110.011672.011672.3 3 5.3927 0.3793 3375.62 3375.6 1 27.5 2 K.ARPTILSSGLPEEPDQNLSSPEEVFHSGHSR.N 56 2
3025 ENSG00000136504:ENSMUSG00000038909:ENSRNOG00000022664 MYST2 gi|5901962|ref|NP_008998.1| gi|5901962|ref|NP_008998.1| MYST histone acetyltransferase 2 [Homo sapiens] 2 5 6.7 611 70642 8.8 HsSD-NE_NT_lymphocytes_Ti_103.020119.020119.2 2 4.7179 0.4902 2630.51 2629 1 47.826088 3 K.EISQETAVNPVDIVSTLQALQMLK.Y 543 2 *
3025 ENSG00000136504:ENSMUSG00000038909:ENSRNOG00000022664 MYST2 gi|5901962|ref|NP_008998.1| gi|5901962|ref|NP_008998.1| MYST histone acetyltransferase 2 [Homo sapiens] 2 5 6.7 611 70642 8.8 HsSD-NE_NT_lymphocytes_Ti_103.017501.017501.2 2 3.446 0.2718 2066.99 2068.3 1 46.875 2 R.EPLLENLTSEYDLDLFR.R 295 2 *
3026 ENSG00000160404:ENSMUSG00000009563:ENSRNOG00000022514 TOR2A gi|145386578|ref|NP_001078816.1| gi|145386578|ref|NP_001078816.1| "torsin family 2, member A isoform a [Homo sapiens] " 1 2 4.7 321 35715 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011937.01193 2 4.0441 0.1763 1750.77 1750 1 64.28571 2 R.HCVLNELAQLGLEPR.D 270 2 *
3027 ENSG00000116455:ENSMUSG00000000561:ENSRNOG00000016394 WDR77 gi|13129110|ref|NP_077007.1| gi|13129110|ref|NP_077007.1| WD repeat domain 77 [Homo sapiens] 1 3 12 342 36724 5.2 HsSD-NE_PHA_lymphocytes_Ti_106.014318.014318 3 3.8952 0.318 4396.73 4394.9 2 17.5 3 R.DATWSPLNHSLLTTVGWDHQVVHHVVPTEPLPAPGPASVTE.- 302 2 *
3028 ENSG00000169094:ENSMUSG00000050721:ENSRNOG00000029242 PLEKHQ1 gi|33457316|ref|NP_079477.2| gi|33457316|ref|NP_079477.2| "pleckstrin homology domain containing, family O member 2 [Homo 2 4 4.7 490 53350 5.4 HsSD-NE_NT_lymphocytes_Ti_103.017389.017389.2 2 5.2775 0.5299 2397.41 2395.7 1 54.545456 3 K.VLGSEPAPVSAETLLSQAVEQLR.Q 430 2 *
3028 ENSG00000169094:ENSMUSG00000050721:ENSRNOG00000029242 PLEKHQ1 gi|33457316|ref|NP_079477.2| gi|33457316|ref|NP_079477.2| "pleckstrin homology domain containing, family O member 2 [Homo 2 4 4.7 490 53350 5.4 HsSD-NE_NT_lymphocytes_Ti_103.017375.017375.3 3 4.0216 0.126 2397.05 2395.7 2 30.681818 1 K.VLGSEPAPVSAETLLSQAVEQLR.Q 430 2 *
3029 ENSG00000184292:ENSMUSG00000051397:ENSRNOG00000007740 TACSTD2 gi|4505057|ref|NP_002344.1| gi|4505057|ref|NP_002344.1| tumor-associated calcium signal transducer 2 precursor [Homo sap 1 2 8 323 35723 8.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008501.00850 3 4.1067 0.392 2941.58 2942.1 7 26 2 R.TLVRPSEHALVDNDGLYDPDCDPEGR.F 88 2 *
3030 ENSG00000127452:ENSMUSG00000066892:ENSRNOG00000020368 FBXL12 gi|8923179|ref|NP_060173.1| gi|8923179|ref|NP_060173.1| F-box and leucine-rich repeat protein 12 [Homo sapiens] 1 2 6.1 326 37026 8.8 HsNaOH-NE_NT_lymphocytes_Ti_110.013349.01334 2 2.8043 0.165 2095.35 2094.4 1 44.736843 2 R.MGGYLFSGSQAPQLSPALLR.A 76 2 *
3031 ENSG00000056050:ENSMUSG00000038005:ENSRNOG00000011293 C4orf27 gi|157388914|ref|NP_060337.2| gi|157388914|ref|NP_060337.2| hypothetical protein LOC54969 [Homo sapiens] 1 3 4.3 346 39436 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.013167.013167 3 4.5776 0.2783 1826 1826.1 1 51.785713 3 K.RNLFAEIIEEHLANR.S 322 2 *
3032 ENSG00000211455:ENSMUSG00000001630:ENSRNOG00000001828 STK38L gi|24307971|ref|NP_055815.1| gi|24307971|ref|NP_055815.1| serine/threonine kinase 38 like [Homo sapiens] 1 4 5.2 464 54003 6.8 HsSD-NE_PHA_lymphocytes_Ti_106.011356.011356 3 4.7524 0.461 2752.67 2754 1 36.95652 4 R.IGNSGVEEIKGHPFFEGVDWEHIR.E 369 2 *
3033 ENSG00000075884:ENSMUSG00000049744:ENSRNOG00000031168 ARHGAP15 gi|28466979|ref|NP_060930.2| gi|28466979|ref|NP_060930.2| ARHGAP15 [Homo sapiens] 2 3 7.6 475 54616 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_107.007859.0078 3 4.756 0.3385 2589.56 2587.8 1 38.095238 2 R.SSSTELLSHYDSDIKEQKPEHR.K 210 2 *
3033 ENSG00000075884:ENSMUSG00000049744:ENSRNOG00000031168 ARHGAP15 gi|28466979|ref|NP_060930.2| gi|28466979|ref|NP_060930.2| ARHGAP15 [Homo sapiens] 2 3 7.6 475 54616 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_114.010492.0104 2 2.7702 0.1738 1595.05 1593.9 1 69.230774 1 K.GLIKDQIFGSHLHK.V 272 2 *
3034 ENSG00000205060:ENSMUSG00000018999:ENSRNOG00000008851 SLC35B4 gi|14249528|ref|NP_116215.1| gi|14249528|ref|NP_116215.1| "solute carrier family 35, member B4 [Homo sapiens] " 1 2 9.1 331 37424 9.1 HsNaOH-NE_NT_lymphocytes_Ti_115.015476.01547 3 4.6921 0.3657 3423.92 3423.9 1 22.413794 2 K.EALFYNHALPLPGFVFLASDIYDHAVLFNK.S 194 2 *
3035 ENSG00000181929:ENSMUSG00000067713:ENSRNOG00000014813 PRKAG1 gi|4506061|ref|NP_002724.1| gi|4506061|ref|NP_002724.1|;gi|47132575|ref|NP_997626.1| "AMP-activated protein kinase, noncatalytic gamma-1 subunit isofo 1 2 5.7 331 37579 6.9 HsNaOH-NE_NT_lymphocytes_Ti_106.020100.02010 2 3.6806 0.3375 1916.65 1914.2 1 47.22222 2 K.GIVSLSDILQALVLTGGEK.K 311 2
3036 ENSG00000127311:ENSMUSG00000020228:ENSRNOG00000004189 HELB gi|32455236|ref|NP_387467.2| gi|32455236|ref|NP_387467.2| helicase (DNA) B [Homo sapiens] 1 4 0.9 1087 123252 5.9 HsSD-NE_PHA_lymphocytes_PK_104.002114.002114 1 2.3717 0.1568 1096.79 1094 6 61.11111 4 P.ENSSDDALNE.S 395 0 *
3037 ENSG00000136816:ENSMUSG00000026848:ENSRNOG00000006435 TOR1B gi|14149653|ref|NP_055321.1| gi|14149653|ref|NP_055321.1| "torsin family 1, member B (torsin B) [Homo sapiens] " 1 2 4.2 336 37979 8.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011444.01144 2 3.4286 0.3919 1596.15 1596.8 1 73.07692 2 K.NFVSQIVAENLHPK.G 116 2 *
3038 ENSG00000139826:ENSMUSG00000040396:ENSRNOG00000014598 ABHD13 gi|49355781|ref|NP_116248.2| gi|49355781|ref|NP_116248.2| abhydrolase domain containing 13 [Homo sapiens] 1 2 8 337 38548 8.6 HsNaOH-NE_NT_lymphocytes_Ti_107.017786.01778 3 4.6702 0.342 3204.38 3202.5 1 28.846153 2 R.LAIFPDGTHNDTWQCQGYFTALEQFIK.E 290 2 *
3039 ENSG00000113712:ENSMUSG00000024576:ENSRNOG00000017106 CSNK1A1 gi|68303572|ref|NP_001883.4| gi|68303572|ref|NP_001883.4|;gi|68303575|ref|NP_00102027 "casein kinase 1, alpha 1 isoform 2 [Homo sapiens] " 1 2 3.6 337 38915 9.6 HsNaOH-NE_NT_lymphocytes_Ti_112.010294.01029 2 3.2148 0.3219 1263.01 1260.5 2 68.181816 2 K.ILQGGVGIPHIR.W 66 2
3040 ENSG00000177156:ENSMUSG00000025503:ENSRNOG00000018367 TALDO1 gi|5803187|ref|NP_006746.1| gi|5803187|ref|NP_006746.1| transaldolase 1 [Homo sapiens] 1 2 3.6 337 37540 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007937.00793 2 3.07 0.2462 1439.97 1440.6 1 72.72727 2 R.ILDWHVANTDKK.S 193 2 *
3041 ENSG00000134759:ENSMUSG00000024271:ENSRNOG00000015301 ELP2 gi|8922735|ref|NP_060725.1| gi|8922735|ref|NP_060725.1| elongator protein 2 [Homo sapiens] 1 3 1.9 826 92500 6 HsSD-NE_PHA_lymphocytes_PK_106.020708.020708 2 3.4169 0.3838 1883.73 1885.1 2 50 3 K.KQDTISPEFEPVFSLF.A 643 1 *
3042 ENSG00000109536:ENSMUSG00000031590:ENSRNOG00000000964 FRG1 gi|4758404|ref|NP_004468.1| gi|4758404|ref|NP_004468.1| FSHD region gene 1 [Homo sapiens] 2 2 18.6 258 29172 9 HsSD-NE_NT_lymphocytes_Ti_103.010808.010808.2 2 3.3239 0.2198 1364.99 1363.6 1 79.16667 1 K.YLGINSDGLVVGR.S 116 2 *
3042 ENSG00000109536:ENSMUSG00000031590:ENSRNOG00000000964 FRG1 gi|4758404|ref|NP_004468.1| gi|4758404|ref|NP_004468.1| FSHD region gene 1 [Homo sapiens] 2 2 18.6 258 29172 9 HsSD-NE_NT_lymphocytes_Ti_110.013406.013406.3 3 3.9598 0.2321 3737.75 3738.1 1 23.529411 1 K.GTYIHALDNGLFTLGAPHKEVDEGPSPPEQFTAVK.L 67 2 *
3043 ENSG00000119392:ENSMUSG00000019715:ENSRNOG00000012652 GLE1L gi|4557627|ref|NP_001490.1| gi|4557627|ref|NP_001490.1|;gi|51317384|ref|NP_001003722 GLE1 RNA export mediator homolog isoform 2 [Homo sapiens] 2 4 6.7 659 75407 7 HsNaOH-NE_PHA_lymphocytes_Ti_103.006761.0067 2 2.8218 0.2084 1900.15 1900.9 1 55.88235 2 R.ASSESSYPTAESQAEAER.A 296 2
3043 ENSG00000119392:ENSMUSG00000019715:ENSRNOG00000012652 GLE1L gi|4557627|ref|NP_001490.1| gi|4557627|ref|NP_001490.1|;gi|51317384|ref|NP_001003722 GLE1 RNA export mediator homolog isoform 2 [Homo sapiens] 2 4 6.7 659 75407 7 HsNaOH-NE_PHA_lymphocytes_Ti_109.006950.0069 3 4.5086 0.1865 2698.37 2699 2 32 2 K.LQEAQMQQGPEAHKEPPAPSQGPGGK.Q 348 2
3044 ENSG00000006007:ENSMUSG00000033917:NA GDE1 gi|7706617|ref|NP_057725.1| gi|7706617|ref|NP_057725.1| membrane interacting protein of RGS16 [Homo sapiens] 1 2 4.2 331 37718 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_109.008879.0088 2 3.0992 0.1479 1717.51 1715 6 61.538464 2 R.LRNDFPDEKIPTLR.E 145 2 *
3045 ENSG00000070669:ENSMUSG00000029752:ENSRNOG00000007546 ASNS gi|34452703|ref|NP_899199.1| gi|34452703|ref|NP_899199.1| asparagine synthetase [Homo sapiens] 1 2 2.5 561 64400 6.8 HsSD-NE_PHA_lymphocytes_PK_110.009859.009859 2 3.4969 0.355 1597.75 1597.8 1 57.692307 2 R.KVADHIGSEHYEVL.F 301 1 *
3046 ENSG00000161671:ENSMUSG00000008140:ENSRNOG00000019532 C19orf63 gi|45580696|ref|NP_996261.1| gi|45580696|ref|NP_996261.1|;gi|89886466|ref|NP_778233.4| hematopoietic signal peptide-containing isoform 2 [Homo sapiens] 1 2 6.5 262 27347 6.1 HsSD-NE_NT_lymphocytes_Ti_104.011604.011604.2 2 4.7842 0.4393 1905.61 1904.1 1 62.5 2 R.GSLLWNQQDGTLSLSQR.Q 72 2
3047 ENSG00000129245:ENSMUSG00000018765:ENSRNOG00000011876 FXR2 gi|4758410|ref|NP_004851.1| gi|4758410|ref|NP_004851.1| fragile X mental retardation syndrome related protein 2 [Homo sapi 2 4 6.2 673 74128 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006934.0069 3 4.0582 0.1985 3095.81 3096.2 6 24.107143 2 R.RTGGPAYGPSSDVSTASETESEKREEPNR.A 437 2 *
3047 ENSG00000129245:ENSMUSG00000018765:ENSRNOG00000011876 FXR2 gi|4758410|ref|NP_004851.1| gi|4758410|ref|NP_004851.1| fragile X mental retardation syndrome related protein 2 [Homo sapi 2 4 6.2 673 74128 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007734.0077 2 3.1791 0.3124 1527.63 1526.6 1 70.83333 2 K.EITEGDEVEVYSR.A 68 2 *
3048 ENSG00000124299:ENSMUSG00000063931:ENSRNOG00000021142 PEPD gi|149589008|ref|NP_000276.2| gi|149589008|ref|NP_000276.2| peptidase D [Homo sapiens] 3 4 15.8 493 54548 6 HsSD-NE_PHA_lymphocytes_Ti_103.015290.015290 2 3.321 0.3136 2247.81 2245.5 1 47.368423 2 R.IEEDVVVTDSGIELLTCVPR.T 451 2 *
3048 ENSG00000124299:ENSMUSG00000063931:ENSRNOG00000021142 PEPD gi|149589008|ref|NP_000276.2| gi|149589008|ref|NP_000276.2| peptidase D [Homo sapiens] 3 4 15.8 493 54548 6 HsSD-NE_PHA_lymphocytes_Ti_111.016912.016912 3 5.1204 0.4364 3331.28 3332.8 1 29.310345 1 R.HLQPGMVLTVEPGIYFIDHLLDEALADPAR.A 402 2 *
3048 ENSG00000124299:ENSMUSG00000063931:ENSRNOG00000021142 PEPD gi|149589008|ref|NP_000276.2| gi|149589008|ref|NP_000276.2| peptidase D [Homo sapiens] 3 4 15.8 493 54548 6 HsSD-NE_PHA_lymphocytes_Ti_105.020967.020967 3 3.0713 0.0988 3126.41 3124.6 4 23.148148 1 K.YAVDDVQYVDEIASVLTSQKPSVLLTLR.G 121 2
3049 ENSG00000177192:ENSMUSG00000029507:ENSRNOG00000037500 PUS1 gi|70166634|ref|NP_001002020.1| gi|70166634|ref|NP_001002020.1|;gi|70166645|ref|NP_07949 pseudouridylate synthase 1 isoform 2 [Homo sapiens] 2 3 9.3 399 44377 7.7 HsSD-NE_NT_lymphocytes_Ti_112.010615.010615.2 2 2.4898 0.2024 1172.23 1174.3 4 72.22222 1 K.INSHLPSHIR.I 142 2
3049 ENSG00000177192:ENSMUSG00000029507:ENSRNOG00000037500 PUS1 gi|70166634|ref|NP_001002020.1| gi|70166634|ref|NP_001002020.1|;gi|70166645|ref|NP_07949 pseudouridylate synthase 1 isoform 2 [Homo sapiens] 2 3 9.3 399 44377 7.7 HsSD-NE_NT_lymphocytes_Ti_111.015072.015072.2 2 2.972 0.3445 2732.49 2733.1 1 34.615387 2 R.SMAQWLSTLPIHNFSATALTAGGTGAK.V 358 2
3050 ENSG00000065559:ENSMUSG00000033352:ENSRNOG00000003834 MAP2K4 gi|4506889|ref|NP_003001.1| gi|4506889|ref|NP_003001.1| mitogen-activated protein kinase kinase 4 [Homo sapiens] 2 3 8 399 44288 8.1 HsSD-NE_NT_lymphocytes_Ti_107.017189.017189.2 2 3.1517 0.2687 1924.69 1924.1 1 60.000004 1 R.SSDCPYIVQFYGALFR.E 155 2 *
3050 ENSG00000065559:ENSMUSG00000033352:ENSRNOG00000003834 MAP2K4 gi|4506889|ref|NP_003001.1| gi|4506889|ref|NP_003001.1| mitogen-activated protein kinase kinase 4 [Homo sapiens] 2 3 8 399 44288 8.1 HsSD-NE_NT_lymphocytes_Ti_103.013570.013570.2 2 3.9744 0.2957 1725.09 1723.9 1 63.333332 2 K.LCDFGISGQLVDSIAK.T 245 2 *
3051 ENSG00000085365:ENSMUSG00000021687:ENSRNOG00000010774 SCAMP1 gi|116256358|ref|NP_004857.4| gi|116256358|ref|NP_004857.4| secretory carrier membrane protein 1 [Homo sapiens] 1 2 7.7 338 37920 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.008835.0088 3 4.9211 0.386 2907.47 2908.4 1 31 2 K.MPNVPNTQPAIMKPTEEHPAYTQIAK.E 53 2 *
3052 ENSG00000090432:ENSMUSG00000041241:ENSRNOG00000016010 C1orf166 gi|13375705|ref|NP_078820.1| gi|13375705|ref|NP_078820.1| mitochondrial ubiquitin ligase activator of NF-kB [Homo sapiens] 1 2 5.1 352 39717 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.011723.01172 2 4.1472 0.4089 2019.25 2019.3 1 67.64706 2 R.VLKPLDSVDLGLETVYEK.F 141 2 *
3053 ENSG00000134686:ENSMUSG00000028796:ENSRNOG00000006004 PHC2 gi|37595528|ref|NP_932157.1| gi|37595528|ref|NP_932157.1|;gi|37595530|ref|NP_004418.2| polyhomeotic-like 2 isoform a [Homo sapiens] 1 3 1.3 858 90713 8.7 HsSD-NE_PHA_lymphocytes_PK_106.018086.018086 2 3.3354 0.2384 1470.57 1470.6 1 85 3 K.WNVEDVYEFIR.S 794 2
3054 ENSG00000103257:ENSMUSG00000040010:ENSRNOG00000018824 SLC7A5 gi|71979932|ref|NP_003477.4| gi|71979932|ref|NP_003477.4| "solute carrier family 7 (cationic amino acid transporter, y+ system) 1 3 2.8 507 55010 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.005918.0059 2 2.9795 0.1839 1456.25 1456.6 1 69.230774 3 R.ALAAPAAEEKEEAR.E 10 2 *
3055 ENSG00000121039:ENSMUSG00000025921:ENSRNOG00000006681 RDH10 gi|25282469|ref|NP_742034.1| gi|25282469|ref|NP_742034.1| retinol dehydrogenase 10 [Homo sapiens] 1 2 8.8 341 38087 7.4 HsNaOH-NE_PHA_lymphocytes_Ti_106.012786.0127 3 3.6211 0.2696 3274.73 3272.6 1 30.172413 2 K.EVGEVSVLVNNAGVVSGHHLLECPDELIER.T 135 2 *
3056 ENSG00000115942:ENSMUSG00000026037:ENSRNOG00000012558 ORC2L gi|5453830|ref|NP_006181.1| gi|5453830|ref|NP_006181.1| "origin recognition complex, subunit 2 [Homo sapiens] " 1 2 2.4 577 65972 6.5 HsSD-NE_PHA_lymphocytes_PK_105.021512.021512 2 3.8305 0.3026 1587.45 1587.8 1 69.230774 2 K.SVLNSITEEVLDHM.G 350 1 *
3057 ENSG00000078237:ENSMUSG00000038028:ENSRNOG00000038751 C12orf5 gi|9966849|ref|NP_065108.1| gi|9966849|ref|NP_065108.1| TP53-induced glycolysis and apoptosis regulator [Homo sapiens] 1 2 4.1 270 30063 7.7 HsSD-NE_NT_lymphocytes_Ti_104.017626.017626.2 2 3.8333 0.342 1362.41 1362.6 1 85 2 R.SLFDYFLTDLK.C 204 2 *
3058 ENSG00000180957:ENSMUSG00000050017:ENSRNOG00000000665 PITPNB gi|6912594|ref|NP_036531.1| gi|6912594|ref|NP_036531.1| "phosphatidylinositol transfer protein, beta [Homo sapiens] " 1 2 8.9 271 31540 6.9 HsSD-NE_NT_lymphocytes_Ti_108.012189.012189.3 3 4.7564 0.3409 2805.05 2802.1 1 39.130436 2 K.IETWHKPDLGTLENVHGLDPNTWK.T 111 2 *
3059 ENSG00000143486:ENSMUSG00000026427:ENSRNOG00000004910 LGTN gi|56699485|ref|NP_008824.2| gi|56699485|ref|NP_008824.2| ligatin [Homo sapiens] 1 2 3.1 584 64707 7.6 HsSD-NE_PHA_lymphocytes_PK_107.000052.000052 2 3.446 0.1527 2121.21 2121.5 1 58.823532 2 W.SYPDLLPTFTTWPLVLEK.L 88 1 *
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsSD-NE_PHA_lymphocytes_Ti_103.008925.008925 2 3.2304 0.3551 1460.29 1460.7 1 69.230774 1 K.QVAASTAQLLVACK.V 2431 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007490.00749 2 3.3798 0.2548 1318.33 1317.4 2 77.27273 2 R.QEDVIATANLSR.K 2199 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_Ti_106.012734.01273 3 4.7886 0.4132 2890.46 2889.2 1 39.130436 3 K.FFYSDQNVDSRDPVQLNLLYVQAR.D 199 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.011982.01198 2 2.2292 0.2926 1161.25 1161.4 1 88.88889 3 R.TYGVSFFLVK.E 310 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008009.00800 2 3.1658 0.4359 1459.83 1460.7 1 73.07692 1 K.QVAASTAQLLVACK.V 2431 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007695.0076 2 3.9405 0.1899 1319.43 1317.4 1 81.818184 2 R.QEDVIATANLSR.K 2199 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsSD-NE_NT_lymphocytes_Ti_108.013982.013982.2 2 3.5955 0.2657 2889.99 2889.2 3 34.782608 4 K.FFYSDQNVDSRDPVQLNLLYVQAR.D 199 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1602.160 2 3.5313 0.2331 1205.49 1205.3 1 90 2 K.AVEDEATRGTR.A 2135 2 *
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2036.203 2 3.206 0.17 1031.61 1032.2 1 80 1 K.SIAAATSALVK.S 2352 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2052.205 2 3.7585 0.3464 2203.86 2204.4 1 42.5 1 K.AVAAGNSCRQEDVIATANLSR.K 2190 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsSD-NE_NT_lymphocytes_Ti_108.012927.012927.2 2 2.7358 0.2724 1161.59 1161.4 1 83.33333 1 R.TYGVSFFLVK.E 310 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsSD-NE_NT_lymphocytes_Ti_103.012386.012386.2 2 2.253 0.1552 1531.61 1529.8 1 66.66667 1 R.DPVQLNLLYVQAR.D 210 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1655.165 2 3.2797 0.1769 1016.32 1015.2 1 87.5 1 R.LREAAEGLR.V 893 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.2115.211 2 3.3297 0.3269 1460.43 1460.7 1 65.38461 1 K.QVAASTAQLLVACK.V 2431 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|NP_055874.2| gi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 11 28 4.4 2542 271611 5.6 HsSD-NE_NT_lymphocytes_Ti_103.011098.011098.2 2 3.7037 0.2647 1205.71 1205.5 1 90 4 K.VMVTNVTSLLK.T 2121 2
3061 ENSG00000146109:ENSMUSG00000036376:ENSRNOG00000036933 ABT1 gi|7019319|ref|NP_037507.1| gi|7019319|ref|NP_037507.1| activator of basal transcription 1 [Homo sapiens] 1 2 5.1 272 31079 9.9 HsSD-NE_NT_lymphocytes_Ti_112.012768.012768.2 2 3.5294 0.2803 1760.51 1760.9 1 76.92308 2 R.FTWSHLSEHLAFER.Q 151 2 *
3062 ENSG00000105281:ENSMUSG00000001918:ENSRNOG00000015948 SLC1A5 gi|5032093|ref|NP_005619.1| gi|5032093|ref|NP_005619.1| "solute carrier family 1 (neutral amino acid transporter), member 5 2 3 6.1 541 56598 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.013532.01353 2 3.1642 0.3781 1437.23 1436.7 1 79.16667 2 R.NIFPSNLVSAAFR.S 190 2 *
3062 ENSG00000105281:ENSMUSG00000001918:ENSRNOG00000015948 SLC1A5 gi|5032093|ref|NP_005619.1| gi|5032093|ref|NP_005619.1| "solute carrier family 1 (neutral amino acid transporter), member 5 2 3 6.1 541 56598 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.013617.01361 2 2.3131 0.1291 2160.41 2159.5 2 39.473686 1 K.SELPLDPLPVPTEEGNPLLK.H 503 2 *
3063 ENSG00000142082:ENSMUSG00000025486:ENSRNOG00000013828 SIRT3 gi|63054862|ref|NP_001017524.1| gi|63054862|ref|NP_001017524.1|;gi|6912660|ref|NP_036371 sirtuin 3 isoform b [Homo sapiens] 2 2 26.1 257 28567 5.8 HsSD-NE_PHA_lymphocytes_Ti_111.017296.017296 3 4.4575 0.3315 3128.87 3126.5 1 30.555555 1 R.SRDVAQLGDVVHGVESLVELLGWTEEMR.D 215 2
3063 ENSG00000142082:ENSMUSG00000025486:ENSRNOG00000013828 SIRT3 gi|63054862|ref|NP_001017524.1| gi|63054862|ref|NP_001017524.1|;gi|6912660|ref|NP_036371 sirtuin 3 isoform b [Homo sapiens] 2 2 26.1 257 28567 5.8 HsSD-NE_PHA_lymphocytes_Ti_115.015203.015203 3 4.3316 0.1992 4522.91 4523.1 4 17.763157 1 R.SPGSGLYSNLQQYDLPYPEAIFELPFFFHNPKPFFTLAK.E 17 2
3064 ENSG00000158552:ENSMUSG00000026197:ENSRNOG00000018639 ZFAND2B gi|20270357|ref|NP_620157.1| gi|20270357|ref|NP_620157.1| "zinc finger, AN1-type domain 2B [Homo sapiens] " 1 2 7 257 28023 6.9 HsSD-NE_PHA_lymphocytes_Ti_112.009307.009307 2 3.7061 0.3984 2094.39 2096.2 1 61.764706 2 K.HRHPLDHDCSGEGHPTSR.A 126 2 *
3065 ENSG00000163110:ENSMUSG00000028273:ENSRNOG00000016419 PDLIM5 gi|58533153|ref|NP_006448.2| gi|58533153|ref|NP_006448.2|;gi|58533155|ref|NP_00101151 PDZ and LIM domain 5 isoform a [Homo sapiens] 2 2 7 596 64002 8.2 HsSD-NE_PHA_lymphocytes_PK_105.018118.018118 2 2.5406 0.1984 2597.37 2597.7 4 42.5 1 R.NNVFHLEDGEPYCETDYYALF.G 514 1
3065 ENSG00000163110:ENSMUSG00000028273:ENSRNOG00000016419 PDLIM5 gi|58533153|ref|NP_006448.2| gi|58533153|ref|NP_006448.2|;gi|58533155|ref|NP_00101151 PDZ and LIM domain 5 isoform a [Homo sapiens] 2 2 7 596 64002 8.2 HsSD-NE_PHA_lymphocytes_PK_106.021510.021510 2 2.8654 0.2213 2366.31 2368.6 1 40 1 F.GTICHGCEFPIEAGDMFLEAL.G 535 0
3066 ENSG00000143575:ENSMUSG00000027944:ENSRNOG00000015207 HAX1 gi|13435356|ref|NP_006109.2| gi|13435356|ref|NP_006109.2|;gi|66363694|ref|NP_00101823 HCLS1 associated protein X-1 isoform a [Homo sapiens] 1 2 8.6 279 31621 4.9 HsSD-NE_NT_lymphocytes_Ti_108.001178.001178.3 3 3.7206 0.2948 2601.53 2599.9 1 29.347824 2 R.GDPESPRPPALDDAFSILDLFLGR.W 251 2
3067 ENSG00000174600:ENSMUSG00000042190:ENSRNOG00000000704 CMKLR1 gi|4758014|ref|NP_004063.1| gi|4758014|ref|NP_004063.1| chemokine-like receptor 1 [Homo sapiens] 1 2 4.9 371 42035 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.007206.00720 2 4.8522 0.4801 1970.49 1971.1 1 73.52941 2 R.LVNALSEDTGHSSYPSHR.S 332 2 *
3068 ENSG00000188404:ENSMUSG00000026581:ENSRNOG00000002776 SELL gi|4506875|ref|NP_000646.1| gi|4506875|ref|NP_000646.1| selectin L precursor [Homo sapiens] 1 2 4.8 372 42187 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.008511.00851 2 3.6649 0.2045 2065.95 2065.2 4 47.058823 2 K.TICESSGIWSNPSPICQK.L 301 2 *
3069 ENSG00000119714:ENSMUSG00000047415:ENSRNOG00000027863 GPR68 gi|40217829|ref|NP_003476.2| gi|40217829|ref|NP_003476.2| G protein-coupled receptor 68 [Homo sapiens] 1 2 5.3 375 42088 8 HsNaOH-NE_NT_lymphocytes_Ti_115.010007.01000 2 3.7485 0.4458 2026.31 2026.2 1 55.263157 2 K.LHPAFQTPNSPGSGGFPTGR.L 354 2 *
3070 ENSG00000204084:ENSMUSG00000028894:ENSRNOG00000007902 INPP5B gi|113722125|ref|NP_005531.2| gi|113722125|ref|NP_005531.2| "inositol polyphosphate-5-phosphatase, 75kDa precursor [Homo sa 2 3 3.3 913 103987 5.4 HsSD-NE_PHA_lymphocytes_PK_110.015577.015577 2 3.0085 0.1929 1961.71 1959.2 1 50 1 E.AFFFHDTPKEEEWFK.A 310 1 *
3070 ENSG00000204084:ENSMUSG00000028894:ENSRNOG00000007902 INPP5B gi|113722125|ref|NP_005531.2| gi|113722125|ref|NP_005531.2| "inositol polyphosphate-5-phosphatase, 75kDa precursor [Homo sa 2 3 3.3 913 103987 5.4 HsSD-NE_PHA_lymphocytes_PK_106.021279.021279 2 3.3118 0.1604 1739.55 1739 1 50 2 M.REPILDLPLETISEL.T 715 0 *
3071 ENSG00000155016:ENSMUSG00000027983:ENSRNOG00000011053 CYP2U1 gi|34098959|ref|NP_898898.1| gi|34098959|ref|NP_898898.1| "cytochrome P450, family 2, subfamily U, polypeptide 1 [Homo sap 2 3 8.1 544 61987 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.012183.0121 2 2.9421 0.1549 1784.33 1785.1 1 53.333336 2 R.FGLTLAPHPFNITISR.R 528 2 *
3071 ENSG00000155016:ENSMUSG00000027983:ENSRNOG00000011053 CYP2U1 gi|34098959|ref|NP_898898.1| gi|34098959|ref|NP_898898.1| "cytochrome P450, family 2, subfamily U, polypeptide 1 [Homo sap 2 3 8.1 544 61987 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_113.012704.0127 3 4.513 0.327 3364.4 3365.8 1 26.85185 1 K.GTLILPNLWSVHRDPAIWEKPEDFYPNR.F 439 2 *
3072 ENSG00000106392:ENSMUSG00000042460:ENSRNOG00000007804 C1GALT1 gi|9910144|ref|NP_064541.1| gi|9910144|ref|NP_064541.1| "core 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galac 1 2 3.9 363 42203 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_113.010490.0104 2 2.8304 0.1356 1730.81 1732 4 50 2 K.ETFHPFVPEHHLIK.G 264 2 *
3073 ENSG00000128294:ENSMUSG00000029344:ENSRNOG00000000664 TPST2 gi|56699465|ref|NP_001008566.1| gi|56699465|ref|NP_001008566.1| tyrosylprotein sulfotransferase 2 [Homo sapiens] 1 2 3.2 377 41912 9.1 HsNaOH-NE_NT_lymphocytes_Ti_109.011768.01176 2 3.2526 0.2713 1257.43 1257.6 1 81.818184 2 K.AMPLIFVGGVPR.S 67 2 *
3074 ENSG00000174684:ENSMUSG00000047379:ENSRNOG00000020110 B3GNT1 gi|5802984|ref|NP_006867.1| gi|109459725|ref|XP_219693.3|;gi|5802984|ref|NP_006867.1| "UDP-GlcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 1 1 2 3.9 415 47119 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008015.00801 2 3.5954 0.2899 1555.69 1553.7 1 63.333332 2 R.TALASGGVLDASGDYR.V 65 2
3075 ENSG00000130005:ENSMUSG00000020150:ENSRNOG00000024577 GAMT gi|20336212|ref|NP_620279.1| gi|20336212|ref|NP_620279.1|;gi|4503909|ref|NP_000147.1| guanidinoacetate N-methyltransferase isoform b [Homo sapiens] 1 2 14.5 269 29377 5.9 HsSD-NE_PHA_lymphocytes_Ti_106.017537.017537 3 3.5395 0.2995 4593.26 4592 2 17.763157 2 K.GLWEDVAPTLPDGHFDGILYDTYPLSEETWHTHQFNFIK.N 115 2
3076 ENSG00000162542:ENSMUSG00000041143:ENSRNOG00000017401 TMCO4 gi|42476210|ref|NP_859070.2| gi|42476210|ref|NP_859070.2| transmembrane and coiled-coil domains 4 [Homo sapiens] 1 2 2.7 634 67881 5.8 HsSD-NE_PHA_lymphocytes_PK_107.012942.012942 2 3.8631 0.3298 1925.05 1923.3 1 50 2 Q.ILLKDPILKDDPTVITQ.D 102 0 *
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsSD-NE_PHA_lymphocytes_PK_107.020105.020105 2 2.8848 0.4494 2049.41 2052.3 1 52.941177 1 F.HYTTWPDFGVPESPASFL.N 176 0
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsSD-NE_PHA_lymphocytes_PK_108.003338.003338 2 5.0278 0.5101 2315.51 2313.5 1 55.263157 17 F.HYTTWPDFGVPESPASFLNF.L 176 0
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.010876.01087 2 4.1082 0.3602 2237.35 2238.5 1 44.444447 1 K.SYYTVHLLQLENINSGETR.T 152 2
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.006218.00621 2 2.2301 0.0864 1394.61 1395.5 3 65 1 R.YRDVSPYDHSR.V 48 2
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsSD-NE_PHA_lymphocytes_PK_106.018254.018254 2 3.6828 0.4476 2169.21 2166.4 1 50 1 F.HYTTWPDFGVPESPASFLN.F 176 0
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NP_536347.1| gi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1| "protein tyrosine phosphatase, non-receptor type 2 isoform 2 [Hom 6 22 12.9 387 45168 8.1 HsSD-NE_PHA_lymphocytes_PK_106.016258.016258 2 3.9422 0.2958 1941.67 1939.1 1 56.25 1 F.HYTTWPDFGVPESPASF.L 176 0
3078 ENSG00000112996:ENSMUSG00000021731:ENSRNOG00000012136 MRPS30 gi|58331150|ref|NP_057724.2| gi|58331150|ref|NP_057724.2| mitochondrial ribosomal protein S30 [Homo sapiens] 1 3 4.6 439 50365 8 HsSD-NE_NT_lymphocytes_Ti_104.017229.017229.2 2 3.6938 0.2543 2274.95 2273.7 3 47.368423 3 K.QLAEFVPLDYSVPIEIPTIK.C 246 2 *
3079 ENSG00000163207:ENSMUSG00000049128:ENSRNOG00000009314 IVL gi|44890059|ref|NP_005538.2| gi|44890059|ref|NP_005538.2| involucrin [Homo sapiens] 2 3 5 585 68479 4.6 HsNaOH-NE_NT_lymphocytes_Ti_108.005948.00594 2 3.4322 0.2933 1559.57 1559.7 3 66.66667 2 K.HLEHPEQQDGQLK.H 509 2 *
3079 ENSG00000163207:ENSMUSG00000049128:ENSRNOG00000009314 IVL gi|44890059|ref|NP_005538.2| gi|44890059|ref|NP_005538.2| involucrin [Homo sapiens] 2 3 5 585 68479 4.6 HsNaOH-NE_NT_lymphocytes_Ti_106.007199.00719 2 4.8991 0.3696 1952.11 1952.1 1 63.333332 1 K.HLEQQEGQLKDLEQQK.G 522 2 *
3080 ENSG00000171044:ENSMUSG00000035067:ENSRNOG00000011634 XKR6 gi|89886484|ref|NP_775954.2| gi|89886484|ref|NP_775954.2| "XK, Kell blood group complex subunit-related family, member 6 iso 2 2 7.2 641 71638 7.9 HsSD-NE_PHA_lymphocytes_PK_113.003330.003330 3 3.5099 0.1739 3790.34 3789.4 4 19.69697 1 R.DPETTDSYAVPALCCVFISFVAGIAMMLLYYGVL.H 465 1 *
3080 ENSG00000171044:ENSMUSG00000035067:ENSRNOG00000011634 XKR6 gi|89886484|ref|NP_775954.2| gi|89886484|ref|NP_775954.2| "XK, Kell blood group complex subunit-related family, member 6 iso 2 2 7.2 641 71638 7.9 HsSD-NE_PHA_lymphocytes_PK_103.018562.018562 1 1.9296 0.2237 1050.53 1049 4 59.090908 1 E.EDGEPGGGGCGG.G 30 0 *
3081 ENSG00000093144:ENSMUSG00000019883:ENSRNOG00000011622 ECHDC1 gi|157694516|ref|NP_001002030.1| gi|157694516|ref|NP_001002030.1|;gi|157694520|ref|NP_001 enoyl Coenzyme A hydratase domain containing 1 isoform 1 [Homo 1 2 6 301 32997 8.2 HsSD-NE_NT_lymphocytes_Ti_102.016335.016335.2 2 3.5523 0.2408 1825.55 1826.1 1 58.823532 2 R.DLLGTVWGGPANLEAIAK.K 278 2
3082 ENSG00000114738:ENSMUSG00000032577:ENSRNOG00000014832 MAPKAPK3 gi|4758700|ref|NP_004626.1| gi|4758700|ref|NP_004626.1| mitogen-activated protein kinase-activated protein kinase 3 [Homo 1 2 4.5 382 42987 7.3 HsNaOH-NE_PHA_lymphocytes_Ti_114.011301.0113 2 3.9794 0.2965 1932.51 1931.2 1 59.375 2 R.DIGTAIQFLHSHNIAHR.D 149 2 *
3083 ENSG00000086062:ENSMUSG00000028413:ENSRNOG00000007966 B4GALT1 gi|13929462|ref|NP_001488.2| gi|13929462|ref|NP_001488.2| "UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase 1, membran 1 2 3 398 43920 8.6 HsNaOH-NE_NT_lymphocytes_Ti_112.012302.01230 2 4.1761 0.3926 1652.85 1652 1 86.36364 2 K.YWLYYLHPVLQR.Q 193 2 *
3084 ENSG00000108405:ENSMUSG00000020787:ENSRNOG00000017606 P2RX1 gi|4505545|ref|NP_002549.1| gi|4505545|ref|NP_002549.1| purinergic receptor P2X1 [Homo sapiens] 1 2 5.8 399 44980 8.5 HsNaOH-NE_NT_lymphocytes_Ti_106.014708.01470 3 3.9414 0.2714 2761.07 2760.1 1 31.818182 2 K.TCEIFGWCPVEVDDDIPRPALLR.E 158 2 *
3085 ENSG00000162517:ENSMUSG00000028779:ENSRNOG00000037669 PEF1 gi|6912582|ref|NP_036524.1| gi|6912582|ref|NP_036524.1| penta-EF-hand domain containing 1 [Homo sapiens] 1 2 5.6 284 30381 6.5 HsSD-NE_PHA_lymphocytes_Ti_103.017363.017363 2 2.8027 0.1161 1956.75 1954.2 1 50 2 R.FIQVCTQLQVLTEAFR.E 243 2 *
3086 ENSG00000174173:ENSMUSG00000044763:ENSRNOG00000039567 RG9MTD1 gi|117647226|ref|NP_060289.2| gi|117647226|ref|NP_060289.2| RNA (guanine-9-) methyltransferase domain containing 1 [Homo sa 1 2 3.2 403 47347 9.4 HsNaOH-NE_NT_lymphocytes_Ti_110.012542.01254 2 2.9697 0.2085 1667.81 1667.9 1 70.83333 2 R.NVDPFHIYFCNLK.I 237 2 *
3087 ENSG00000149313:ENSMUSG00000025894:ENSRNOG00000005795 AASDHPPT gi|20357568|ref|NP_056238.2| gi|20357568|ref|NP_056238.2| aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 1 2 5.5 309 35776 6.8 HsSD-NE_NT_lymphocytes_Ti_103.016817.016817.2 2 5.4552 0.4219 1965.81 1965.3 1 71.875 2 R.LEFDLSPLNLDIGQVYK.E 198 2 *
3088 ENSG00000178607:ENSMUSG00000020715:ENSRNOG00000012864 ERN1 gi|153946421|ref|NP_001424.3| gi|153946421|ref|NP_001424.3| endoplasmic reticulum to nucleus signalling 1 [Homo sapiens] 4 5 8.7 977 109735 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.015940.0159 2 3.4599 0.379 2009.31 2008.2 1 50 1 R.ETLGSLPDDFVCYFTSR.F 920 2 *
3088 ENSG00000178607:ENSMUSG00000020715:ENSRNOG00000012864 ERN1 gi|153946421|ref|NP_001424.3| gi|153946421|ref|NP_001424.3| endoplasmic reticulum to nucleus signalling 1 [Homo sapiens] 4 5 8.7 977 109735 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_105.013832.0138 3 4.6101 0.3186 3895.67 3895.4 1 23.529411 1 K.WTLKEDPVLQVPTHVEEPAFLPDPNDGSLYTLGSK.N 54 2 *
3088 ENSG00000178607:ENSMUSG00000020715:ENSRNOG00000012864 ERN1 gi|153946421|ref|NP_001424.3| gi|153946421|ref|NP_001424.3| endoplasmic reticulum to nucleus signalling 1 [Homo sapiens] 4 5 8.7 977 109735 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_110.010505.0105 3 3.1164 0.1822 2070.32 2068.3 3 41.17647 1 R.NYWLLIGHHETPLSASTK.M 357 2 *
3088 ENSG00000178607:ENSMUSG00000020715:ENSRNOG00000012864 ERN1 gi|153946421|ref|NP_001424.3| gi|153946421|ref|NP_001424.3| endoplasmic reticulum to nucleus signalling 1 [Homo sapiens] 4 5 8.7 977 109735 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_112.014487.0144 2 3.3063 0.3529 1823.41 1822.1 1 64.28571 2 K.KQDIWYVIDLLTGEK.Q 121 2 *
3089 ENSG00000173950:ENSMUSG00000047434:ENSRNOG00000001729 C3orf21 gi|112181295|ref|NP_689744.3| gi|112181295|ref|NP_689744.3| hypothetical protein LOC152002 [Homo sapiens] 1 2 4.8 393 43807 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.019481.0194 2 3.3892 0.15 2127.55 2125.4 5 41.666664 2 R.ELFEEFDSFLPGAIIGIAR.E 237 2 *
3090 ENSG00000198715:ENSMUSG00000001418:ENSRNOG00000019281 C1orf85 gi|24307871|ref|NP_653181.1| gi|24307871|ref|NP_653181.1| kidney predominant protein NCU-G1 [Homo sapiens] 1 2 4.9 406 43864 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.011202.01120 2 3.502 0.1929 2168.47 2166.4 5 47.368423 2 R.LLHTADTCQLEVALIGASPR.G 209 2 *
3091 ENSG00000137822:ENSMUSG00000027263:ENSRNOG00000012798 TUBGCP4 gi|38454194|ref|NP_055259.2| gi|38454194|ref|NP_055259.2| "tubulin, gamma complex associated protein 4 [Homo sapiens] " 1 2 2.9 666 76018 6.7 HsSD-NE_PHA_lymphocytes_PK_105.020241.02024 2 4.3372 0.3993 2127.91 2126.4 1 58.333332 2 R.QALLDLEQEFLGDPHLSIS.H 102 1 *
3092 ENSG00000164091:ENSMUSG00000020257:ENSRNOG00000002198 WDR82 gi|147904340|ref|NP_079498.2| gi|147904340|ref|NP_079498.2| WD repeat domain 82 [Homo sapiens] 1 2 6.4 313 35079 7.7 HsSD-NE_NT_lymphocytes_Ti_102.014038.014038.2 2 6.0091 0.5542 2084.39 2082.4 1 68.42105 2 R.VVALSMSPVDDTFISGSLDK.T 110 2 *
3093 ENSG00000104969:ENSMUSG00000004937:ENSRNOG00000019891 SGTA gi|4506921|ref|NP_003012.1| gi|4506921|ref|NP_003012.1| small glutamine-rich tetratricopeptide [Homo sapiens] 1 2 4.5 313 34063 4.9 HsSD-NE_NT_lymphocytes_Ti_114.013600.013600.2 2 3.8906 0.2397 1701.91 1702 1 73.07692 2 R.LAYAIIQFLHDQLR.H 7 2 *
3094 ENSG00000158158:ENSMUSG00000037408:ENSRNOG00000015886 CNNM4 gi|94681046|ref|NP_064569.3| gi|109485944|ref|XP_343555.3|;gi|94681046|ref|NP_064569.3cyclin M4 [Homo sapiens] 1 4 1.8 775 86607 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_115.010361.0103 2 3.6573 0.2863 1790.91 1789 1 61.538464 4 R.FYNHPVHFVFHDTK.L 444 2
3095 ENSG00000125875:ENSMUSG00000027465:ENSRNOG00000005766 TBC1D20 gi|21389447|ref|NP_653229.1| gi|21389447|ref|NP_653229.1| "TBC1 domain family, member 20 [Homo sapiens] " 1 2 2.5 403 45855 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009825.0098 2 3.1576 0.1716 1248.99 1249.4 9 77.77778 2 K.DYQQVLLDVR.R 95 2 *
3096 ENSG00000106991:ENSMUSG00000026814:NA ENG gi|4557555|ref|NP_000109.1| gi|4557555|ref|NP_000109.1| endoglin isoform 2 precursor [Homo sapiens] 1 3 5.1 625 67542 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.016901.01690 3 4.6972 0.3047 3456.53 3454.8 1 29.032257 3 R.VSPSVSEFLLQLDSCHLDLGPEGGTVELIQGR.A 479 2 *
3097 ENSG00000178199:ENSMUSG00000039981:ENSRNOG00000016041 ZC3H12D gi|148762945|ref|NP_997243.1| gi|148762945|ref|NP_997243.1| zinc finger CCCH-type containing 12D [Homo sapiens] 1 2 5 321 36205 9.2 HsSD-NE_NT_lymphocytes_Ti_104.018762.018762.2 2 4.0503 0.3509 1739.95 1740 1 63.333332 2 K.LGEGALVNDVLQELIR.T 27 2 *
3098 ENSG00000204977:ENSMUSG00000035235:ENSRNOG00000009075 TRIM13 gi|47132524|ref|NP_998755.1| gi|47132524|ref|NP_998755.1|;gi|55953112|ref|NP_00100727 ret finger protein 2 isoform 1 [Homo sapiens] 1 2 3.4 407 46988 6 HsNaOH-NE_PHA_lymphocytes_Ti_106.018932.0189 2 3.6518 0.295 1766.27 1763.9 1 65.38461 2 R.DAFESLFQSFETWR.R 140 2
3099 ENSG00000169288:ENSMUSG00000029486:ENSRNOG00000002070 MRPL1 gi|143770802|ref|NP_064621.3| gi|143770802|ref|NP_064621.3| mitochondrial ribosomal protein L1 precursor [Homo sapiens] 1 2 5.5 325 36909 8.8 HsSD-NE_NT_lymphocytes_Ti_102.009558.009558.2 2 3.9809 0.349 1779.89 1778 1 58.823532 2 K.IAEENGAAFAGGTSLIQK.I 169 2 *
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3100 ENSG00000101265:ENSMUSG00000027339:ENSRNOG00000021261 RASSF2 gi|25777677|ref|NP_739580.1| gi|25777677|ref|NP_739580.1| Ras association domain family 2 [Homo sapiens] 1 2 4.3 326 37790 8.8 HsSD-NE_NT_lymphocytes_Ti_104.010953.010953.2 2 3.9875 0.2921 1775.57 1776 1 73.07692 2 K.TYNLYYEGQNLQLR.H 29 2 *
3101 ENSG00000181804:ENSMUSG00000031129:ENSRNOG00000008554 SLC9A9 gi|27734935|ref|NP_775924.1| gi|27734935|ref|NP_775924.1| "solute carrier family 9 (sodium/hydrogen exchanger), member 9 [H 1 3 2.8 645 72565 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.007257.00725 2 4.3496 0.2927 2043.63 2043.2 1 58.823532 3 R.EISQHNINPHQGNAILEK.M 109 2 *
3102 ENSG00000126107:ENSMUSG00000046861:ENSRNOG00000018363 HECTD3 gi|157738609|ref|NP_078878.3| gi|157738609|ref|NP_078878.3| HECT domain containing 3 [Homo sapiens] 3 4 5.3 861 97113 5.6 HsNaOH-NE_NT_lymphocytes_Ti_113.013773.01377 2 2.5426 0.0872 1707.21 1705.1 1 57.14286 1 R.GKEFLVLALPGFVWK.Q 611 2 *
3102 ENSG00000126107:ENSMUSG00000046861:ENSRNOG00000018363 HECTD3 gi|157738609|ref|NP_078878.3| gi|157738609|ref|NP_078878.3| HECT domain containing 3 [Homo sapiens] 3 4 5.3 861 97113 5.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007713.00771 2 3.4576 0.3123 1844.11 1844 1 50 1 R.LGSRPQPAEAYAEAVQR.L 190 2 *
3102 ENSG00000126107:ENSMUSG00000046861:ENSRNOG00000018363 HECTD3 gi|157738609|ref|NP_078878.3| gi|157738609|ref|NP_078878.3| HECT domain containing 3 [Homo sapiens] 3 4 5.3 861 97113 5.6 HsNaOH-NE_NT_lymphocytes_Ti_115.010984.01098 2 2.68 0.2238 1437.63 1436.7 1 73.07692 2 R.AGRPLPAALAFVPR.E 32 2 *
3103 ENSG00000146285:ENSMUSG00000044770:ENSRNOG00000026110 SCML4 gi|37620212|ref|NP_932347.1| gi|37620212|ref|NP_932347.1| sex comb on midleg-like 4 [Homo sapiens] 1 2 10.5 305 32976 9 HsSD-NE_PHA_lymphocytes_Ti_108.011565.011565 3 4.1197 0.3067 3674.24 3672 1 30.645163 2 K.VQQLPEHFGPERPSAVLQQAVQACIDCAHQQK.L 86 2 *
3104 ENSG00000101457:ENSMUSG00000017299:ENSRNOG00000014933 DNTTIP1 gi|16418441|ref|NP_443183.1| gi|16418441|ref|NP_443183.1| terminal deoxynucleotidyltransferase interacting factor 1 [Homo sap 1 2 3.6 329 37013 9 HsSD-NE_NT_lymphocytes_Ti_103.009379.009379.2 2 2.6652 0.1366 1325.81 1324.5 1 72.72727 2 R.LNESTTFVLGSR.A 207 2 *
3105 ENSG00000108306:ENSMUSG00000020883:ENSRNOG00000005081 FBXL20 gi|27734755|ref|NP_116264.2| gi|27734755|ref|NP_116264.2| F-box and leucine-rich repeat protein 20 [Homo sapiens] 1 2 2.5 436 48423 7.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007962.00796 2 3.9694 0.2581 1442.07 1439.6 1 85 2 R.IELYDCQQITR.A 384 2 *
3106 ENSG00000164022:ENSMUSG00000028029:ENSRNOG00000029417 SCYE1 gi|45006986|ref|NP_004748.2| gi|45006986|ref|NP_004748.2| "small inducible cytokine subfamily E, member 1 [Homo sapiens] " 1 2 6.7 312 34353 8.4 HsSD-NE_PHA_lymphocytes_Ti_106.010391.010391 2 4.3786 0.4676 2339.57 2340.6 1 52.499996 2 R.KHPDADSLYVEEVDVGEIAPR.T 167 2 *
3107 ENSG00000110628:ENSMUSG00000000154:ENSRNOG00000020562 SLC22A18 gi|34734073|ref|NP_899056.1| gi|34734073|ref|NP_899056.1| tumor suppressing subtransferable candidate 5 [Homo sapiens] 1 2 5.2 424 44817 9.5 HsNaOH-NE_PHA_lymphocytes_Ti_104.012656.0126 2 4.2791 0.4259 2278.07 2278.6 1 47.61905 2 K.AVSTSDTGTMLGLCASVQPLLR.T 356 2 *
3108 ENSG00000070882:ENSMUSG00000029822:ENSRNOG00000010011 OSBPL3 gi|14149704|ref|NP_056365.1| gi|14149704|ref|NP_056365.1|;gi|21735580|ref|NP_663160.1| oxysterol-binding protein-like protein 3 isoform a [Homo sapiens] 2 4 3.6 887 101224 6.9 HsNaOH-NE_NT_lymphocytes_Ti_104.008420.00842 2 2.6085 0.0807 1651.09 1649.8 2 65.38461 1 R.FLEEGNLEEAEIQK.Q 816 2
3108 ENSG00000070882:ENSMUSG00000029822:ENSRNOG00000010011 OSBPL3 gi|14149704|ref|NP_056365.1| gi|14149704|ref|NP_056365.1|;gi|21735580|ref|NP_663160.1| oxysterol-binding protein-like protein 3 isoform a [Homo sapiens] 2 4 3.6 887 101224 6.9 HsNaOH-NE_NT_lymphocytes_Ti_109.009258.00925 2 3.1518 0.2383 2040.77 2039.3 1 52.941177 3 R.AGSKPFNPVLGETYECIR.E 600 2
3109 ENSG00000145191:ENSMUSG00000003235:ENSRNOG00000038160 EIF2B5 gi|83267879|ref|NP_003898.2| gi|83267879|ref|NP_003898.2| "eukaryotic translation initiation factor 2B, subunit 5 epsilon, 82kDa 1 2 1.8 721 80380 5.1 HsSD-NE_PHA_lymphocytes_PK_105.017348.017348 2 3.7997 0.3205 1506.59 1505.7 1 70.83333 2 L.AAIEDFFLEHEAL.G 647 0 *
3110 ENSG00000077458:ENSMUSG00000037808:ENSRNOG00000024863 FAM76B gi|134288896|ref|NP_653265.3| gi|134288896|ref|NP_653265.3| hypothetical protein LOC143684 [Homo sapiens] 1 2 6.8 339 38708 9.2 HsSD-NE_NT_lymphocytes_Ti_111.010194.010194.3 3 4.006 0.3665 2438.42 2438.5 1 38.636364 2 K.SLGSSHSNSSSSSLTEKDQHHPK.H 148 2 *
3111 ENSG00000160285:ENSMUSG00000033105:ENSRNOG00000001267 LSS gi|47933397|ref|NP_001001438.1| gi|47933397|ref|NP_001001438.1| lanosterol synthase [Homo sapiens] 1 2 1.8 732 83309 6.6 HsSD-NE_PHA_lymphocytes_PK_109.017432.017432 2 3.5059 0.2644 1377.79 1376.6 1 75 2 K.GGAVAIPSWGKFW.L 184 1 *
3112 ENSG00000001497:ENSMUSG00000057421:ENSRNOG00000021748 LAS1L gi|13654270|ref|NP_112483.1| gi|13654270|ref|NP_112483.1| LAS1-like [Homo sapiens] 1 2 1.6 734 83065 4.7 HsSD-NE_PHA_lymphocytes_PK_105.017894.017894 2 3.4393 0.2183 1469.43 1469.7 1 77.27273 2 Q.EVNIPDWIVDLR.H 144 1 *
3113 ENSG00000149187:ENSMUSG00000005506:ENSRNOG00000010379 CUGBP1 gi|38570081|ref|NP_941989.1| gi|38570081|ref|NP_941989.1|;gi|5729794|ref|NP_006551.1|;g"CUG triplet repeat, RNA-binding protein 1 isoform 2 [Homo sapien 1 3 3.3 483 51617 8.5 HsSD-NE_PHA_lymphocytes_Ti_104.015696.015696 2 3.0693 0.1228 1946.53 1944.2 1 50 3 R.ELFEQYGAVYEINVLR.D 34 2
3114 ENSG00000124193:ENSMUSG00000016921:ENSRNOG00000006380 SFRS6 gi|20127499|ref|NP_006266.2| gi|20127499|ref|NP_006266.2| arginine/serine-rich splicing factor 6 [Homo sapiens] 1 2 4.1 344 39587 11.4 HsSD-NE_NT_lymphocytes_Ti_105.015547.015547.2 2 2.8082 0.3436 1576.11 1575.7 1 61.538464 2 R.QAGEVTYADAHKER.T 132 2 *
3115 ENSG00000152291:NA:NA TGOLN2 gi|42518068|ref|NP_006455.2| gi|42518068|ref|NP_006455.2| trans-golgi network protein 2 [Homo sapiens] 1 2 3.9 437 45880 5.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.006638.0066 2 3.674 0.3208 1905.45 1907.1 1 65.625 2 K.DHSKPISNPSDNKELPK.A 261 2 *
3116 ENSG00000112578:ENSMUSG00000023988:NA BYSL gi|51173724|ref|NP_004044.3| gi|51173724|ref|NP_004044.3| bystin [Homo sapiens] 1 2 3 437 49601 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.014348.0143 2 4.1463 0.442 1534.47 1534.8 1 83.33333 2 R.VLDALVFHFLGFR.T 356 2 *
3117 ENSG00000095713:ENSMUSG00000042401:ENSRNOG00000015220 CRTAC1 gi|47777317|ref|NP_060528.3| gi|47777317|ref|NP_060528.3| cartilage acidic protein 1 [Homo sapiens] 1 3 2.7 661 71421 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_101.012543.0125 2 3.3637 0.1609 2016.59 2014.4 4 47.058823 3 R.TRFGAFARGAKVVLYTKK.S 452 2 *
3118 ENSG00000157181:ENSMUSG00000006010:ENSRNOG00000002473 C1orf27 gi|57527756|ref|NP_060317.3| gi|57527756|ref|NP_060317.3| hypothetical protein LOC54953 [Homo sapiens] 2 2 7 454 51103 5.9 HsNaOH-NE_NT_lymphocytes_Ti_106.008057.00805 2 3.625 0.378 2374.45 2373.5 1 50 1 K.AKLDNLDEEWATEHACQVSR.M 62 2 *
3118 ENSG00000157181:ENSMUSG00000006010:ENSRNOG00000002473 C1orf27 gi|57527756|ref|NP_060317.3| gi|57527756|ref|NP_060317.3| hypothetical protein LOC54953 [Homo sapiens] 2 2 7 454 51103 5.9 HsNaOH-NE_NT_lymphocytes_Ti_107.008687.00868 2 3.0351 0.1213 1410.73 1409.6 1 81.818184 1 R.VLTQLLLNSDHR.S 256 2 *
3119 ENSG00000136830:ENSMUSG00000026796:ENSRNOG00000015845 FAM129B gi|51093863|ref|NP_073744.2| gi|51093863|ref|NP_073744.2|;gi|79750824|ref|NP_00103061 hypothetical protein LOC64855 isoform 1 [Homo sapiens] 1 2 2.8 746 84138 6.2 HsSD-NE_PHA_lymphocytes_PK_108.019260.019260 2 3.763 0.2303 2060.83 2059.2 5 42.5 2 S.GGGGSPSPSTPESATLSEKRR.R 597 1
3120 ENSG00000178913:ENSMUSG00000051316:ENSRNOG00000020024 TAF7 gi|14717407|ref|NP_005633.2| gi|14717407|ref|NP_005633.2| TATA box-binding protein-associated factor 2F [Homo sapiens] 1 2 4.6 349 40259 5.2 HsSD-NE_NT_lymphocytes_Ti_103.017437.017437.2 2 3.7136 0.3706 1875.81 1876.1 1 53.333336 2 K.EQLSSLQEELESLLEK.- 334 2 *
3121 ENSG00000169727:ENSMUSG00000047016:NA GPS1 gi|47078238|ref|NP_997657.1| gi|47078238|ref|NP_997657.1|;gi|47078240|ref|NP_004118.3| G protein pathway suppressor 1 isoform 1 [Homo sapiens] 1 3 5.3 527 59050 6.3 HsSD-NE_NT_lymphocytes_Ti_111.019773.019773.2 2 3.7985 0.3317 2963.97 2963.4 1 35.185184 3 R.MAAAFNTTVAALEDELTQLILEGLISAR.V 425 2
3122 ENSG00000116957:ENSMUSG00000039233:ENSRNOG00000029667 TBCE gi|118442828|ref|NP_001072983.1| gi|118442828|ref|NP_001072983.1| beta-tubulin cofactor E [Homo sapiens] 1 3 3.2 527 59346 6.8 HsSD-NE_NT_lymphocytes_Ti_110.019789.019789.2 2 3.4264 0.2853 2011.43 2010.3 1 53.125 3 K.NLLSSWDEVIHIADQLR.H 163 2 *
3123 ENSG00000137275:ENSMUSG00000021408:ENSRNOG00000017787 RIPK1 gi|57242761|ref|NP_003795.2| gi|57242761|ref|NP_003795.2| receptor (TNFRSF)-interacting serine-threonine kinase 1 [Homo sa 1 3 2.5 671 75931 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_103.010804.0108 2 4.5284 0.4509 1747.89 1746.8 1 65.625 3 K.SSDFLESAELDSGGFGK.V 14 2 *
3124 ENSG00000006534:NA:NA ALDH3B1 gi|4502043|ref|NP_000685.1| gi|4502043|ref|NP_000685.1|;gi|71773324|ref|NP_001025181 aldehyde dehydrogenase 3B1 isoform a [Homo sapiens] 1 2 3.6 468 51840 7.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009730.00973 2 3.1296 0.2892 1882.75 1882.2 1 65.625 2 R.EKPLALYAFSNSSQVVK.R 359 2
3125 ENSG00000154767:ENSMUSG00000030094:ENSRNOG00000008274 XPC gi|20127460|ref|NP_004619.2| gi|20127460|ref|NP_004619.2| "xeroderma pigmentosum, complementation group C [Homo sapien 3 4 4.8 940 105953 8.9 HsNaOH-NE_NT_lymphocytes_Ti_114.012438.01243 2 3.9576 0.3847 1579.33 1576.8 1 87.5 1 K.VHLLCLLANGFYR.N 208 2 *
3125 ENSG00000154767:ENSMUSG00000030094:ENSRNOG00000008274 XPC gi|20127460|ref|NP_004619.2| gi|20127460|ref|NP_004619.2| "xeroderma pigmentosum, complementation group C [Homo sapien 3 4 4.8 940 105953 8.9 HsNaOH-NE_NT_lymphocytes_Ti_104.011052.01105 1 2.697 0.1992 1431.74 1430.6 6 54.545456 1 R.DVDTYYLSNLVK.W 248 2 *
3125 ENSG00000154767:ENSMUSG00000030094:ENSRNOG00000008274 XPC gi|20127460|ref|NP_004619.2| gi|20127460|ref|NP_004619.2| "xeroderma pigmentosum, complementation group C [Homo sapien 3 4 4.8 940 105953 8.9 HsNaOH-NE_NT_lymphocytes_Ti_110.011669.01166 2 4.9485 0.4041 2192.61 2190.5 1 60.526318 2 R.NNICSQPDLHAIGLSIIPAR.F 221 2 *
3126 ENSG00000085832:ENSMUSG00000028552:ENSRNOG00000010299 EPS15 gi|4503593|ref|NP_001972.1| gi|4503593|ref|NP_001972.1| epidermal growth factor receptor pathway substrate 15 [Homo sapi 3 5 5.9 896 98656 4.6 HsSD-NE_NT_lymphocytes_Ti_110.016451.016451.2 2 4.0814 0.3641 2013.89 2014.3 1 61.764706 3 K.TGLPSTLLAHIWSLCDTK.D 255 2 *
3126 ENSG00000085832:ENSMUSG00000028552:ENSRNOG00000010299 EPS15 gi|4503593|ref|NP_001972.1| gi|4503593|ref|NP_001972.1| epidermal growth factor receptor pathway substrate 15 [Homo sapi 3 5 5.9 896 98656 4.6 HsSD-NE_NT_lymphocytes_Ti_102.011325.011325.2 2 2.8692 0.1823 2160.17 2157.3 3 38.88889 1 K.AELTSQESQISTYEEELAK.A 431 2 *
3126 ENSG00000085832:ENSMUSG00000028552:ENSRNOG00000010299 EPS15 gi|4503593|ref|NP_001972.1| gi|4503593|ref|NP_001972.1| epidermal growth factor receptor pathway substrate 15 [Homo sapi 3 5 5.9 896 98656 4.6 HsSD-NE_NT_lymphocytes_Ti_102.009024.009024.2 2 3.6296 0.3606 1778.19 1777.9 1 70 1 R.LQQETAELEESVESGK.A 457 2 *
3127 ENSG00000175110:ENSMUSG00000032459:NA MRPS22 gi|9910244|ref|NP_064576.1| gi|9910244|ref|NP_064576.1| mitochondrial ribosomal protein S22 [Homo sapiens] 1 2 3.6 360 41280 7.9 HsSD-NE_NT_lymphocytes_Ti_108.011288.011288.2 2 3.2869 0.2988 1597.91 1598.8 1 66.66667 2 K.YVFTDISYSIPHR.E 156 2 *
3128 ENSG00000198855:ENSMUSG00000053334:ENSRNOG00000000703 FICD gi|42794620|ref|NP_009007.2| gi|42794620|ref|NP_009007.2| Huntingtin interacting protein E [Homo sapiens] 1 2 4.1 458 51778 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_115.009693.0096 3 3.3592 0.2172 2133.2 2133.4 2 40.27778 2 R.TTQVLVGHHIPPHPQDVEK.Q 311 2 *
3129 ENSG00000178904:ENSMUSG00000043671:ENSRNOG00000021573 DPY19L3 gi|46409292|ref|NP_997208.1| gi|46409292|ref|NP_997208.1| dpy-19-like 3 [Homo sapiens] 2 3 4.7 716 83098 8.7 HsNaOH-NE_NT_lymphocytes_Ti_104.016264.01626 2 3.5826 0.33 2445.65 2442.7 1 47.368423 1 R.EFYDPDTVELMNWINSNTPR.K 552 2 *
3129 ENSG00000178904:ENSMUSG00000043671:ENSRNOG00000021573 DPY19L3 gi|46409292|ref|NP_997208.1| gi|46409292|ref|NP_997208.1| dpy-19-like 3 [Homo sapiens] 2 3 4.7 716 83098 8.7 HsNaOH-NE_NT_lymphocytes_Ti_110.006801.00680 2 3.6816 0.3583 1672.33 1670.8 1 76.92308 2 R.TLTNHPHYEDSSLR.E 592 2 *
3130 ENSG00000011376:ENSMUSG00000035202:ENSRNOG00000004760 LARS2 gi|7661872|ref|NP_056155.1| gi|7661872|ref|NP_056155.1| "leucyl-tRNA synthetase 2, mitochondrial precursor [Homo sapiens 3 5 8.7 903 101976 8.2 HsSD-NE_NT_lymphocytes_Ti_114.014644.014644.3 3 5.2823 0.4431 4045.13 4045.6 1 24.305555 2 R.YWGTPIPIVHCPVCGPTPVPLEDLPVTLPNIASFTGK.G 454 2 *
3130 ENSG00000011376:ENSMUSG00000035202:ENSRNOG00000004760 LARS2 gi|7661872|ref|NP_056155.1| gi|7661872|ref|NP_056155.1| "leucyl-tRNA synthetase 2, mitochondrial precursor [Homo sapiens 3 5 8.7 903 101976 8.2 HsSD-NE_NT_lymphocytes_Ti_110.016704.016704.2 2 3.1902 0.2177 2135.37 2132.6 1 50 2 R.LYILFAAPPEKDILWDVK.T 664 2 *
3130 ENSG00000011376:ENSMUSG00000035202:ENSRNOG00000004760 LARS2 gi|7661872|ref|NP_056155.1| gi|7661872|ref|NP_056155.1| "leucyl-tRNA synthetase 2, mitochondrial precursor [Homo sapiens 3 5 8.7 903 101976 8.2 HsSD-NE_NT_lymphocytes_Ti_104.019037.019037.2 2 2.8457 0.1331 2674.05 2671.2 6 32.608696 1 K.DCLTPVMAVNMLTQQEVPVVILAK.A 340 2 *
3131 ENSG00000078070:ENSMUSG00000027709:ENSRNOG00000013293 MCCC1 gi|116805327|ref|NP_064551.3| gi|116805327|ref|NP_064551.3| methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) [Homo sapiens 2 4 4.3 725 80473 7.8 HsSD-NE_NT_lymphocytes_Ti_103.013081.013081.2 2 3.9618 0.3372 2108.77 2109.3 1 55.88235 1 K.TFQVLGNLYSEGDCTYLK.C 582 2 *
3131 ENSG00000078070:ENSMUSG00000027709:ENSRNOG00000013293 MCCC1 gi|116805327|ref|NP_064551.3| gi|116805327|ref|NP_064551.3| methylcrotonoyl-Coenzyme A carboxylase 1 (alpha) [Homo sapiens 2 4 4.3 725 80473 7.8 HsSD-NE_NT_lymphocytes_Ti_104.015662.015662.2 2 4.2642 0.2612 1416.97 1416.7 1 79.16667 3 K.ESLCQAALGLILK.E 506 2 *
3132 ENSG00000173933:ENSMUSG00000056951:NA RBM4 gi|93277122|ref|NP_002887.2| gi|93277122|ref|NP_002887.2| RNA binding motif protein 4 [Homo sapiens] 1 2 8.8 364 40314 7.1 HsSD-NE_NT_lymphocytes_Ti_111.015185.015185.2 2 6.7368 0.5139 2906.67 2907.2 1 54.83871 2 R.HLLPTSGAAATAAAAAAAAAAVTAASTSYYGR.D 275 2 *
3133 ENSG00000108798:ENSMUSG00000018381:ENSRNOG00000005575 ABI3 gi|7705981|ref|NP_057512.1| gi|7705981|ref|NP_057512.1| NESH protein [Homo sapiens] 1 2 4.4 366 38975 5.1 HsSD-NE_NT_lymphocytes_Ti_110.011536.011536.3 3 5.7258 0.3428 1812.47 1813 1 63.333332 2 R.RPLNFGCLDDIGHGIK.D 139 2 *
3134 ENSG00000179163:ENSMUSG00000028673:ENSRNOG00000009325 FUCA1 gi|119360348|ref|NP_000138.2| gi|119360348|ref|NP_000138.2| "fucosidase, alpha-L-1, tissue [Homo sapiens] " 2 2 9 466 53689 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.018668.0186 2 2.2135 0.1897 2482.85 2484 5 29.545454 1 K.GLFISLPQLPPSAVPAEFAWTIK.L 439 2 *
3134 ENSG00000179163:ENSMUSG00000028673:ENSRNOG00000009325 FUCA1 gi|119360348|ref|NP_000138.2| gi|119360348|ref|NP_000138.2| "fucosidase, alpha-L-1, tissue [Homo sapiens] " 2 2 9 466 53689 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_112.012008.0120 2 3.0469 0.1179 2314.45 2311.5 1 47.22222 1 K.HHEGFTNWPSPVSWNWNSK.D 138 2 *
3135 ENSG00000134249:ENSMUSG00000043468:ENSRNOG00000019044 ADAM30 gi|31881770|ref|NP_068566.2| gi|31881770|ref|NP_068566.2| ADAM metallopeptidase domain 30 preproprotein [Homo sapiens] 1 2 1.3 790 88940 7.6 HsSD-NE_PHA_lymphocytes_PK_109.010822.010822 1 2.3861 0.1997 1049.53 1049.2 1 61.11111 2 V.QGVVSPVSYL.L 56 0 *
3136 ENSG00000152495:ENSMUSG00000038128:ENSRNOG00000020478 CAMK4 gi|4502557|ref|NP_001735.1| gi|4502557|ref|NP_001735.1| calcium/calmodulin-dependent protein kinase IV [Homo sapiens] 1 2 3.2 473 51926 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.016187.0161 2 4.8123 0.3455 1717.61 1714.8 1 75 2 R.DALSDFFEVESELGR.G 40 2 *
3137 ENSG00000163297:ENSMUSG00000029338:ENSRNOG00000000081 ANTXR2 gi|50513243|ref|NP_477520.2| gi|50513243|ref|NP_477520.2| anthrax toxin receptor 2 [Homo sapiens] 2 2 4.3 488 53493 8.3 HsNaOH-NE_NT_lymphocytes_Ti_110.021270.02127 2 3.4836 0.251 2442.07 2439.7 1 42.5 1 K.SGSVANNWIEIYNFVQQLAER.F 52 2 *
3137 ENSG00000163297:ENSMUSG00000029338:ENSRNOG00000000081 ANTXR2 gi|50513243|ref|NP_477520.2| gi|50513243|ref|NP_477520.2| anthrax toxin receptor 2 [Homo sapiens] 2 2 4.3 488 53493 8.3 HsNaOH-NE_NT_lymphocytes_Ti_109.021329.02132 3 3.83 0.2098 2441.45 2439.7 1 35 1 K.SGSVANNWIEIYNFVQQLAER.F 52 2 *
3138 ENSG00000104064:ENSMUSG00000027361:ENSRNOG00000009365 GABPB2 gi|32483404|ref|NP_852092.1| gi|32483404|ref|NP_852092.1|;gi|8051593|ref|NP_005245.2|;g"GA binding protein transcription factor, beta subunit 2 isoform gam 1 2 5.7 348 36950 4.9 HsSD-NE_PHA_lymphocytes_Ti_107.011271.011271 2 3.6375 0.2901 2106.07 2104.5 1 47.368423 2 R.TPLHMAASEGHASIVEVLLK.H 73 2
3139 ENSG00000184470:ENSMUSG00000075704:ENSRNOG00000001890 TXNRD2 gi|22035672|ref|NP_006431.2| gi|22035672|ref|NP_006431.2| thioredoxin reductase 2 precursor [Homo sapiens] 1 3 4.4 524 56357 7.5 HsSD-NE_PHA_lymphocytes_Ti_112.011025.011025 3 4.7281 0.3279 2705.39 2706 1 37.5 3 R.HGQEHVEVYHAHYKPLEFTVAGR.D 419 2 *
3140 ENSG00000090372:ENSMUSG00000030374:ENSRNOG00000016145 STRN4 gi|89886477|ref|NP_037535.2| gi|89886477|ref|NP_037535.2|;gi|89886480|ref|NP_00103496 zinedin isoform 1 [Homo sapiens] 1 4 5.6 753 80596 5.4 HsSD-NE_NT_lymphocytes_Ti_109.015151.015151.3 3 5.392 0.4441 4506.5 4507.9 1 21.95122 4 R.IWDPSSSSPACLCTFPTASEHGVPTSVAFTSTEPAHIVASFR.S 570 2
3141 ENSG00000100599:ENSMUSG00000044456:ENSRNOG00000007062 RIN3 gi|40353729|ref|NP_079108.3| gi|40353729|ref|NP_079108.3| Ras and Rab interactor 3 [Homo sapiens] 2 4 4.4 985 107853 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008999.00899 2 2.948 0.258 1691.33 1688.9 1 61.538464 2 R.CFQLADDALPHCIK.G 931 2 *
3141 ENSG00000100599:ENSMUSG00000044456:ENSRNOG00000007062 RIN3 gi|40353729|ref|NP_079108.3| gi|40353729|ref|NP_079108.3| Ras and Rab interactor 3 [Homo sapiens] 2 4 4.4 985 107853 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.006848.00684 3 4.2066 0.2113 2962.4 2963.1 1 25 2 R.EGQSPASQAGTQHPPAQATAHSQSSPEFK.G 500 2 *
3142 ENSG00000064545:ENSMUSG00000002342:ENSRNOG00000020390 TMEM161A gi|8923394|ref|NP_060284.1| gi|8923394|ref|NP_060284.1| transmembrane protein 161A [Homo sapiens] 2 2 8.4 479 53602 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_104.016587.0165 2 2.9377 0.2247 2259.57 2260.6 5 39.473686 1 R.DAPFQLETCPLTTVDALVLR.F 79 2 *
3142 ENSG00000064545:ENSMUSG00000002342:ENSRNOG00000020390 TMEM161A gi|8923394|ref|NP_060284.1| gi|8923394|ref|NP_060284.1| transmembrane protein 161A [Homo sapiens] 2 2 8.4 479 53602 8.4 HsNaOH-NE_PHA_lymphocytes_Ti_115.017559.0175 2 2.8281 0.1742 1976.99 1974.4 1 42.105263 1 R.VGLAVVGSVLGAFLTFPGLR.L 229 2 *
3143 ENSG00000089351:ENSMUSG00000001248:ENSRNOG00000021106 GRAMD1A gi|92110010|ref|NP_065946.2| gi|92110010|ref|NP_065946.2| GRAM domain containing 1A [Homo sapiens] 2 3 4.3 724 80680 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.004781.0047 2 3.0899 0.2326 1728.55 1727.8 4 50 2 R.AHGDGPQHPDPDPCAR.A 563 2 *
3143 ENSG00000089351:ENSMUSG00000001248:ENSRNOG00000021106 GRAMD1A gi|92110010|ref|NP_065946.2| gi|92110010|ref|NP_065946.2| GRAM domain containing 1A [Homo sapiens] 2 3 4.3 724 80680 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_108.012214.0122 2 3.6278 0.4195 1892.45 1891 1 57.14286 1 K.NSWSGIEDYFHHLER.E 514 2 *
3144 ENSG00000135457:ENSMUSG00000009733:ENSRNOG00000032395 TFCP2 gi|21361278|ref|NP_005644.2| gi|21361278|ref|NP_005644.2| transcription factor CP2 [Homo sapiens] 1 2 3.4 502 57256 5.8 HsNaOH-NE_NT_lymphocytes_Ti_109.016318.01631 2 4.4087 0.2733 1880.47 1879.2 1 68.75 2 K.ILPFQYVLCAATSPAVK.L 64 2 *
3145 NA:ENSMUSG00000049562:ENSRNOG00000026114 DKFZp761E198 gi|149999371|ref|NP_612377.3| gi|149999371|ref|NP_612377.3| hypothetical protein LOC91056 [Homo sapiens] 1 2 2.2 821 87833 6 HsSD-NE_PHA_lymphocytes_PK_106.018706.018706 2 3.6494 0.2279 2132.29 2130.2 2 52.941177 2 L.GFFEELWDSCLPEGAESR.V 723 1 *
3146 ENSG00000094916:ENSMUSG00000009575:ENSRNOG00000036841 CBX5 gi|6912292|ref|NP_036249.1| gi|6912292|ref|NP_036249.1| "chromobox homolog 5 (HP1 alpha homolog, Drosophila) [Homo sa 2 3 13.1 191 22225 5.9 HsSD-NE_PHA_lymphocytes_Ti_110.011860.011860 2 3.6028 0.234 1526.03 1525.7 1 86.36364 2 K.CPQIVIAFYEER.L 160 2
3146 ENSG00000094916:ENSMUSG00000009575:ENSRNOG00000036841 CBX5 gi|6912292|ref|NP_036249.1| gi|6912292|ref|NP_036249.1| "chromobox homolog 5 (HP1 alpha homolog, Drosophila) [Homo sa 2 3 13.1 191 22225 5.9 HsSD-NE_NT_lymphocytes_Ti_104.009450.009450.3 3 4.4537 0.1096 1504.4 1504.7 2 60.416668 1 K.WKDTDEADLVLAK.E 142 2 *
3147 ENSG00000078142:ENSMUSG00000033628:ENSRNOG00000017840 PIK3C3 gi|34761064|ref|NP_002638.2| gi|34761064|ref|NP_002638.2| "phosphoinositide-3-kinase, class 3 [Homo sapiens] " 1 5 3 887 101549 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.020832.020832 2 3.4758 0.4464 3099.13 3098.5 1 34.615387 5 K.HGFMQFIQSVPVAEVLDTEGSIQNFFR.K 679 2 *
3148 ENSG00000141068:ENSMUSG00000018334:ENSRNOG00000012818 KSR1 gi|75677325|ref|NP_055053.1| gi|75677325|ref|NP_055053.1| kinase suppressor of ras [Homo sapiens] 1 3 2 762 84697 8.6 HsNaOH-NE_NT_lymphocytes_Ti_114.010515.01051 2 3.4807 0.3763 1679.83 1680 2 53.571426 3 R.ALHSFITPPTTPQLR.R 127 2 *
3149 ENSG00000103966:ENSMUSG00000027293:ENSRNOG00000007584 EHD4 gi|21264315|ref|NP_644670.1| gi|21264315|ref|NP_644670.1| EH-domain containing 4 [Homo sapiens] 3 3 6.7 541 61175 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_103.009376.0093 2 3.1452 0.2525 1485.57 1483.6 1 66.66667 1 R.EYQISAGDFPEVK.A 348 2 *
3149 ENSG00000103966:ENSMUSG00000027293:ENSRNOG00000007584 EHD4 gi|21264315|ref|NP_644670.1| gi|21264315|ref|NP_644670.1| EH-domain containing 4 [Homo sapiens] 3 3 6.7 541 61175 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.010155.0101 2 2.6782 0.0835 1071.25 1070.3 9 87.5 1 R.IILLFDAHK.L 188 2
3149 ENSG00000103966:ENSMUSG00000027293:ENSRNOG00000007584 EHD4 gi|21264315|ref|NP_644670.1| gi|21264315|ref|NP_644670.1| EH-domain containing 4 [Homo sapiens] 3 3 6.7 541 61175 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.018281.0182 2 2.255 0.085 1820.07 1820 4 50 1 R.GYDFCQVLQWFAER.V 171 2 *
3150 ENSG00000115317:ENSMUSG00000068329:ENSRNOG00000022448 HTRA2 gi|21614538|ref|NP_659540.1| gi|21614538|ref|NP_659540.1|;gi|7019477|ref|NP_037379.1| HtrA serine peptidase 2 isoform 2 [Homo sapiens] 2 2 7.8 361 38493 10.7 HsSD-NE_PHA_lymphocytes_Ti_111.018646.018646 2 3.4371 0.3309 3017.09 3015.4 1 33.333336 1 R.AGLRPGDVILAIGEQMVQNAEDVYEAVR.T 308 2
3150 ENSG00000115317:ENSMUSG00000068329:ENSRNOG00000022448 HTRA2 gi|21614538|ref|NP_659540.1| gi|21614538|ref|NP_659540.1|;gi|7019477|ref|NP_037379.1| HtrA serine peptidase 2 isoform 2 [Homo sapiens] 2 2 7.8 361 38493 10.7 HsSD-NE_PHA_lymphocytes_Ti_112.017961.017961 3 5.005 0.3957 3016.43 3015.4 2 25.925926 1 R.AGLRPGDVILAIGEQMVQNAEDVYEAVR.T 308 2
3151 ENSG00000124160:ENSMUSG00000039804:ENSRNOG00000017824 NCOA5 gi|15147335|ref|NP_066018.1| gi|15147335|ref|NP_066018.1| nuclear receptor coactivator 5 [Homo sapiens] 1 3 3.1 579 65536 9.6 HsSD-NE_NT_lymphocytes_Ti_112.014329.014329.2 2 4.9957 0.4289 1885.21 1887.1 1 73.52941 3 R.GGHPPAIQSLINLLADNR.Y 336 2 *
3152 ENSG00000108061:ENSMUSG00000024976:ENSRNOG00000015339 SHOC2 gi|41281398|ref|NP_031399.2| gi|41281398|ref|NP_031399.2| soc-2 suppressor of clear homolog [Homo sapiens] 1 3 4.6 582 64888 8.5 HsSD-NE_NT_lymphocytes_Ti_103.021048.021048.2 2 3.936 0.3229 2990.85 2989.3 1 32.692307 3 K.CSALEELNLENNNISTLPESLLSSLVK.L 306 2 *
3153 ENSG00000106348:ENSMUSG00000003500:ENSRNOG00000020032 IMPDH1 gi|156616279|ref|NP_001096075.1| gi|156616279|ref|NP_001096075.1|;gi|34328928|ref|NP_8990 inosine monophosphate dehydrogenase 1 isoform c [Homo sapien 2 3 6.5 589 63253 6.8 HsSD-NE_NT_lymphocytes_Ti_107.011711.011711.2 2 3.865 0.4222 1907.53 1908.3 1 50 1 R.FGVPIIADGGIQTVGHVVK.A 432 2
3153 ENSG00000106348:ENSMUSG00000003500:ENSRNOG00000020032 IMPDH1 gi|156616279|ref|NP_001096075.1| gi|156616279|ref|NP_001096075.1|;gi|34328928|ref|NP_8990 inosine monophosphate dehydrogenase 1 isoform c [Homo sapien 2 3 6.5 589 63253 6.8 HsSD-NE_NT_lymphocytes_Ti_109.012728.012728.2 2 4.4005 0.3369 2117.41 2116.4 1 66.66667 2 K.FVPYLIAGIQHGCQDIGAR.S 531 2
3154 ENSG00000120451:ENSMUSG00000031993:ENSRNOG00000014719 SNX19 gi|157502171|ref|NP_055573.2| gi|157502171|ref|NP_055573.2| sorting nexin 19 [Homo sapiens] 3 4 3.8 992 108632 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.007266.0072 2 3.2654 0.3733 1991.81 1993.2 4 44.444447 1 R.ATAPHPAVHSPSAEVTYTR.G 195 2 *
3154 ENSG00000120451:ENSMUSG00000031993:ENSRNOG00000014719 SNX19 gi|157502171|ref|NP_055573.2| gi|157502171|ref|NP_055573.2| sorting nexin 19 [Homo sapiens] 3 4 3.8 992 108632 5 HsNaOH-NE_PHA_lymphocytes_Ti_115.012851.0128 3 3.5841 0.3163 2085.17 2084.5 1 36.11111 2 R.GVVNLLLQGLVPKPHLETR.T 214 2 *
3154 ENSG00000120451:ENSMUSG00000031993:ENSRNOG00000014719 SNX19 gi|157502171|ref|NP_055573.2| gi|157502171|ref|NP_055573.2| sorting nexin 19 [Homo sapiens] 3 4 3.8 992 108632 5 HsNaOH-NE_PHA_lymphocytes_Ti_114.012928.0129 2 3.265 0.3456 2086.17 2084.5 1 41.666664 1 R.GVVNLLLQGLVPKPHLETR.T 214 2 *
3155 ENSG00000129465:ENSMUSG00000022221:ENSRNOG00000020465 RIPK3 gi|40254844|ref|NP_006862.2| gi|40254844|ref|NP_006862.2| receptor-interacting serine-threonine kinase 3 [Homo sapiens] 1 2 4.4 518 56887 6.5 HsNaOH-NE_NT_lymphocytes_Ti_110.009848.00984 3 4.1565 0.2358 2402.75 2403.7 2 30.681818 2 R.QNRPSLAELPQAGPETPGLEGLK.E 237 2 *
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|NP_060577.3| gi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070 RNA binding motif protein 23 isoform 2 [Homo sapiens] 2 7 9.5 423 46708 9.3 HsSD-NE_PHA_lymphocytes_PK_110.003240.003240 2 2.5824 0.2254 2125.41 2122.4 3 34.782608 1 G.AGIQLPSTAAAAAAAAAQAAALQL.N 361 0
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|NP_060577.3| gi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070 RNA binding motif protein 23 isoform 2 [Homo sapiens] 2 7 9.5 423 46708 9.3 HsSD-NE_PHA_lymphocytes_Ti_102.012822.012822 2 3.2104 0.323 1908.47 1909.2 1 50 2 R.LYVGSLHFNITEDMLR.G 249 2
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|NP_060577.3| gi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070 RNA binding motif protein 23 isoform 2 [Homo sapiens] 2 7 9.5 423 46708 9.3 HsNaOH-NE_NT_lymphocytes_Ti_109.013718.01371 2 2.8358 0.2757 1909.59 1909.2 1 60.000004 2 R.LYVGSLHFNITEDMLR.G 249 2
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|NP_060577.3| gi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070 RNA binding motif protein 23 isoform 2 [Homo sapiens] 2 7 9.5 423 46708 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.013977.0139 2 3.7205 0.4041 1912.11 1909.2 1 60.000004 1 R.LYVGSLHFNITEDMLR.G 249 2
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|NP_060577.3| gi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070 RNA binding motif protein 23 isoform 2 [Homo sapiens] 2 7 9.5 423 46708 9.3 HsSD-NE_NT_lymphocytes_Ti_111.016369.016369.2 2 2.5683 0.1663 1910.49 1909.2 2 50 1 R.LYVGSLHFNITEDMLR.G 249 2
3157 ENSG00000114904:ENSMUSG00000021918:ENSRNOG00000017997 NEK4 gi|148839316|ref|NP_003148.2| gi|148839316|ref|NP_003148.2| NIMA (never in mitosis gene a)-related kinase 4 [Homo sapiens] 1 2 2 841 94597 7.9 HsSD-NE_PHA_lymphocytes_PK_105.019932.019932 2 4.9579 0.411 2157.31 2156.3 1 71.875 2 Q.LLEQVYDLLEEEDEFDR.E 794 1 *
3158 ENSG00000102172:ENSMUSG00000071708:ENSRNOG00000029916 SMS gi|21264341|ref|NP_004586.2| gi|21264341|ref|NP_004586.2| spermine synthase [Homo sapiens] 1 2 9.3 366 41268 5 HsSD-NE_PHA_lymphocytes_Ti_107.016285.016285 3 4.2099 0.1222 3859.22 3859.3 1 25 2 R.IYPHGLVLLDLQSYDGDAQGKEEIDSILNKVEER.M 63 2 *
3159 ENSG00000198945:ENSMUSG00000039089:ENSRNOG00000011720 L3MBTL3 gi|55770870|ref|NP_115814.1| gi|55770870|ref|NP_115814.1|;gi|55770872|ref|NP_00100710 l(3)mbt-like 3 isoform a [Homo sapiens] 2 3 2.4 780 88337 6.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009918.00991 2 3.9836 0.3957 2123.41 2123.3 1 52.77778 2 R.HLGPHSAANCPYSEINLNK.D 574 2
3159 ENSG00000198945:ENSMUSG00000039089:ENSRNOG00000011720 L3MBTL3 gi|55770870|ref|NP_115814.1| gi|55770870|ref|NP_115814.1|;gi|55770872|ref|NP_00100710 l(3)mbt-like 3 isoform a [Homo sapiens] 2 3 2.4 780 88337 6.5 HsNaOH-NE_NT_lymphocytes_Ti_113.009899.00989 3 4.1966 0.2562 2125.49 2123.3 1 33.333336 1 R.HLGPHSAANCPYSEINLNK.D 574 2
3160 ENSG00000137462:ENSMUSG00000027995:ENSRNOG00000009822 TLR2 gi|19718734|ref|NP_003255.2| gi|19718734|ref|NP_003255.2| toll-like receptor 2 [Homo sapiens] 2 3 4 784 89838 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.008234.00823 2 2.9078 0.3032 1441.57 1441.7 1 70.83333 2 R.VIDPGKVETLTIR.R 303 2 *
3160 ENSG00000137462:ENSMUSG00000027995:ENSRNOG00000009822 TLR2 gi|19718734|ref|NP_003255.2| gi|19718734|ref|NP_003255.2| toll-like receptor 2 [Homo sapiens] 2 3 4 784 89838 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.012104.01210 2 2.1527 0.112 2144.87 2143.4 8 38.235294 1 K.VLIDWPANYLCDSPSHVR.G 554 2 *
3161 ENSG00000028116:ENSMUSG00000064090:ENSRNOG00000007864 VRK2 gi|71164884|ref|NP_006287.2| gi|71164884|ref|NP_006287.2| vaccinia related kinase 2 [Homo sapiens] 2 2 6.3 508 58141 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.010222.0102 2 2.477 0.106 1774.17 1774.9 1 50 1 K.NPDQVYLADYGLSYR.Y 178 2 *
3161 ENSG00000028116:ENSMUSG00000064090:ENSRNOG00000007864 VRK2 gi|71164884|ref|NP_006287.2| gi|71164884|ref|NP_006287.2| vaccinia related kinase 2 [Homo sapiens] 2 2 6.3 508 58141 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_111.012006.0120 2 3.1014 0.353 1819.79 1820.1 2 46.875 1 K.ILNPHGIPLGPLDFSTK.G 312 2 *
3162 ENSG00000111641:ENSMUSG00000038279:ENSRNOG00000018453 NOL1 gi|76150625|ref|NP_001028886.1| gi|76150625|ref|NP_001028886.1| "nucleolar protein 1, 120kDa [Homo sapiens] " 2 4 3.6 808 88973 9.2 HsSD-NE_NT_lymphocytes_Ti_102.012303.012303.2 2 4.1988 0.3747 1563.35 1561.8 1 71.42857 2 K.ELLLSAIDSVNATSK.T 489 2 *
3162 ENSG00000111641:ENSMUSG00000038279:ENSRNOG00000018453 NOL1 gi|76150625|ref|NP_001028886.1| gi|76150625|ref|NP_001028886.1| "nucleolar protein 1, 120kDa [Homo sapiens] " 2 4 3.6 808 88973 9.2 HsSD-NE_NT_lymphocytes_Ti_102.007986.007986.2 2 4.176 0.2691 1460.73 1458.6 1 73.07692 2 K.NTGVILANDANAER.L 404 2 *
3163 ENSG00000135341:ENSMUSG00000028284:ENSRNOG00000005724 MAP3K7 gi|21735562|ref|NP_663304.1| gi|21735562|ref|NP_663304.1|;gi|21735564|ref|NP_663305.1| mitogen-activated protein kinase kinase kinase 7 isoform B [Homo 1 3 2.1 606 67196 7.1 HsSD-NE_NT_lymphocytes_Ti_112.011910.011910.2 2 3.3756 0.307 1491.01 1490.7 2 66.66667 3 R.RKPFDEIGGPAFR.I 226 2
3164 ENSG00000175283:ENSMUSG00000075419:ENSRNOG00000016989 DOLK gi|7662482|ref|NP_055723.1| gi|7662482|ref|NP_055723.1| transmembrane protein 15 [Homo sapiens] 1 2 4.1 538 59268 8.6 HsNaOH-NE_NT_lymphocytes_Ti_111.000404.00040 2 2.9319 0.1627 2261.75 2261.9 1 45.238094 2 R.MSANSGLLPASMVMPLLGLVMK.E 75 2 *
3165 ENSG00000164068:ENSMUSG00000041528:ENSRNOG00000033378 RNF123 gi|37588869|ref|NP_071347.2| gi|37588869|ref|NP_071347.2| ring finger protein 123 [Homo sapiens] 2 3 2.8 1314 148514 6.7 HsSD-NE_PHA_lymphocytes_PK_107.018564.018564 2 3.0474 0.2311 2154.17 2155.5 1 42.105263 1 L.LLVDDDLLGVIGHSNFGTIR.S 106 1 *
3165 ENSG00000164068:ENSMUSG00000041528:ENSRNOG00000033378 RNF123 gi|37588869|ref|NP_071347.2| gi|37588869|ref|NP_071347.2| ring finger protein 123 [Homo sapiens] 2 3 2.8 1314 148514 6.7 HsSD-NE_PHA_lymphocytes_PK_106.014162.014162 2 3.0826 0.3437 1702.15 1699.9 1 50 2 R.LGPSTVVLDHTGGFEGL.L 89 1 *
3166 ENSG00000163933:ENSMUSG00000052395:ENSRNOG00000021805 RFT1 gi|16418361|ref|NP_443091.1| gi|16418361|ref|NP_443091.1| RFT1 homolog [Homo sapiens] 1 2 3 541 60335 8.9 HsNaOH-NE_NT_lymphocytes_Ti_113.015651.01565 2 5.0414 0.3756 1995.53 1993.4 1 76.666664 2 R.LIFQPIEESFYIFFAK.V 291 2 *
3167 ENSG00000097021:ENSMUSG00000028937:ENSRNOG00000010580 ACOT7 gi|32528282|ref|NP_863654.1| gi|32528282|ref|NP_863654.1|;gi|32528284|ref|NP_863655.1| acyl-CoA thioesterase 7 isoform hBACHb [Homo sapiens] 1 2 4.2 380 41796 8.5 HsSD-NE_PHA_lymphocytes_Ti_101.011414.011414 2 3.2869 0.1977 1747.35 1745.9 1 56.666668 2 K.TNIVTASVDAINFHDK.I 268 2
3168 ENSG00000117984:ENSMUSG00000007891:ENSRNOG00000020206 CTSD gi|4503143|ref|NP_001900.1| gi|4503143|ref|NP_001900.1| cathepsin D preproprotein [Homo sapiens] 2 2 8 412 44552 6.5 HsSD-NE_NT_lymphocytes_Ti_103.012954.012954.2 2 3.1134 0.1234 2337.77 2335.6 4 35.714287 1 K.EGCEAIVDTGTSLMVGPVDEVR.E 288 2 *
3168 ENSG00000117984:ENSMUSG00000007891:ENSRNOG00000020206 CTSD gi|4503143|ref|NP_001900.1| gi|4503143|ref|NP_001900.1| cathepsin D preproprotein [Homo sapiens] 2 2 8 412 44552 6.5 HsSD-NE_NT_lymphocytes_Ti_110.012152.012152.2 2 2.8818 0.2433 1407.23 1406.6 1 75 1 K.LLDIACWIHHK.Y 112 2 *
3169 ENSG00000136100:ENSMUSG00000031479:ENSRNOG00000012654 VPS36 gi|71051598|ref|NP_057159.2| gi|71051598|ref|NP_057159.2| vacuolar protein sorting 36 [Homo sapiens] 1 2 5.4 386 43817 7.2 HsSD-NE_PHA_lymphocytes_Ti_113.010285.010285 3 4.7707 0.2712 2281.64 2280.6 1 35 2 K.IVVHLHPAPPNKEPGPFQSSK.N 82 2 *
3170 ENSG00000125149:ENSMUSG00000031889:ENSRNOG00000014668 C16orf70 gi|21361956|ref|NP_079463.2| gi|21361956|ref|NP_079463.2| lin-10 [Homo sapiens] 1 2 4.7 422 47525 7.7 HsSD-NE_NT_lymphocytes_Ti_112.012887.012887.3 3 4.7338 0.3412 2380.28 2380.8 1 40.789474 2 K.WDNIQELLGHPVEKPVVLHR.S 351 2 *
3171 ENSG00000161638:ENSMUSG00000000555:ENSRNOG00000036832 ITGA5 gi|56237029|ref|NP_002196.2| gi|56237029|ref|NP_002196.2| integrin alpha 5 precursor [Homo sapiens] 2 5 2.6 1049 114536 5.8 HsSD-NE_NT_lymphocytes_Ti_109.012707.012707.3 3 5.2274 0.4875 3014.99 3013.4 1 31.730768 3 R.VYVYLQHPAGIEPTPTLTLTGHDEFGR.F 365 2 *
3171 ENSG00000161638:ENSMUSG00000000555:ENSRNOG00000036832 ITGA5 gi|56237029|ref|NP_002196.2| gi|56237029|ref|NP_002196.2| integrin alpha 5 precursor [Homo sapiens] 2 5 2.6 1049 114536 5.8 HsSD-NE_NT_lymphocytes_Ti_109.012777.012777.2 2 4.3195 0.3278 3013.43 3013.4 1 42.307693 2 R.VYVYLQHPAGIEPTPTLTLTGHDEFGR.F 365 2 *
3172 ENSG00000033627:ENSMUSG00000019302:ENSRNOG00000036814 ATP6V0A1 gi|19913418|ref|NP_005168.2| gi|19913418|ref|NP_005168.2| "ATPase, H+ transporting, lysosomal V0 subunit a isoform 1 [Homo 2 3 4.7 831 95756 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.014385.01438 2 3.0357 0.3194 2088.47 2086.3 8 35.294117 2 K.FTYGFQNIVDAYGIGTYR.E 370 2 *
3172 ENSG00000033627:ENSMUSG00000019302:ENSRNOG00000036814 ATP6V0A1 gi|19913418|ref|NP_005168.2| gi|19913418|ref|NP_005168.2| "ATPase, H+ transporting, lysosomal V0 subunit a isoform 1 [Homo 2 3 4.7 831 95756 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.017919.01791 2 3.4566 0.4481 2507.81 2507.8 1 42.5 1 K.CLIAEVWCPVTDLDSIQFALR.R 318 2 *
3173 ENSG00000198925:ENSMUSG00000033124:ENSRNOG00000018975 ATG9A gi|116089287|ref|NP_076990.4| gi|116089287|ref|NP_076990.4| APG9 autophagy 9-like 1 [Homo sapiens] 1 3 1.7 839 94447 6.7 HsNaOH-NE_NT_lymphocytes_Ti_113.012752.01275 2 3.0974 0.2676 1610.63 1610.9 1 69.230774 3 R.FRLPGLGEAVFFTR.G 232 2 *
3174 ENSG00000116221:ENSMUSG00000028622:ENSRNOG00000039795 MRPL37 gi|22547134|ref|NP_057575.2| gi|22547134|ref|NP_057575.2| mitochondrial ribosomal protein L37 [Homo sapiens] 2 2 8 423 48118 8.6 HsSD-NE_NT_lymphocytes_Ti_102.014600.014600.2 2 3.8382 0.3277 1968.29 1966.2 1 53.333336 1 R.ETYCPVIVDNLIQLCK.S 174 2 *
3174 ENSG00000116221:ENSMUSG00000028622:ENSRNOG00000039795 MRPL37 gi|22547134|ref|NP_057575.2| gi|22547134|ref|NP_057575.2| mitochondrial ribosomal protein L37 [Homo sapiens] 2 2 8 423 48118 8.6 HsSD-NE_NT_lymphocytes_Ti_109.010555.010555.2 2 3.4784 0.2895 1987.73 1986.4 1 64.70589 1 R.VVVEPVGPVGFKPETFRK.F 396 2 *
3175 ENSG00000136560:ENSMUSG00000064289:ENSRNOG00000008859 TANK gi|19743569|ref|NP_004171.2| gi|19743569|ref|NP_004171.2| TRAF interacting protein TANK isoform a [Homo sapiens] 1 2 5.2 425 47816 5.7 HsSD-NE_NT_lymphocytes_Ti_102.019146.019146.2 2 3.762 0.3383 2433.59 2431.7 1 47.61905 2 K.TEETLFEIQGIDPIASAIQNLK.T 283 2 *
3176 ENSG00000141376:ENSMUSG00000059439:ENSRNOG00000003419 BCAS3 gi|153218595|ref|NP_060149.3| gi|153218595|ref|NP_060149.3|;gi|153218631|ref|NP_001092 breast carcinoma amplified sequence 3 isoform 2 [Homo sapiens] 1 2 1.6 913 99681 6.6 HsSD-NE_PHA_lymphocytes_PK_110.016961.01696 2 2.8584 0.2227 1609.77 1610.9 1 57.14286 2 R.RSPLVPGIITVIDTE.T 311 1
3177 ENSG00000100385:ENSMUSG00000068227:NA IL2RB gi|4504665|ref|NP_000869.1| gi|4504665|ref|NP_000869.1| interleukin 2 receptor beta precursor [Homo sapiens] 1 2 2.9 551 61117 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_112.011216.0112 2 3.7559 0.38 1831.93 1831.2 1 63.333332 2 R.LMAPISLQVVHVETHR.C 132 2 *
3178 ENSG00000143627:ENSMUSG00000041237:ENSRNOG00000020420 PKLR gi|10835121|ref|NP_000289.1| gi|10835121|ref|NP_000289.1|;gi|32967597|ref|NP_870986.1| "pyruvate kinase, liver and RBC isoform 1 [Homo sapiens] " 4 7 7.3 574 61830 7.8 HsNaOH-NE_NT_lymphocytes_Ti_103.016064.01606 3 4.1023 0.3172 2541.29 2539.7 1 31.25 2 R.AETSDVANAVLDGADCIMLSGETAK.G 386 2
3178 ENSG00000143627:ENSMUSG00000041237:ENSRNOG00000020420 PKLR gi|10835121|ref|NP_000289.1| gi|10835121|ref|NP_000289.1|;gi|32967597|ref|NP_870986.1| "pyruvate kinase, liver and RBC isoform 1 [Homo sapiens] " 4 7 7.3 574 61830 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2243.224 1 2.616 0.1512 1141.54 1142.3 1 65 1 R.GDLGIEIPAEK.V 338 2
3178 ENSG00000143627:ENSMUSG00000041237:ENSRNOG00000020420 PKLR gi|10835121|ref|NP_000289.1| gi|10835121|ref|NP_000289.1|;gi|32967597|ref|NP_870986.1| "pyruvate kinase, liver and RBC isoform 1 [Homo sapiens] " 4 7 7.3 574 61830 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.3046.304 2 3.6189 0.192 1830.04 1829.1 2 53.125 2 R.GDLGIEIPAEKVFLAQK.M 338 2
3178 ENSG00000143627:ENSMUSG00000041237:ENSRNOG00000020420 PKLR gi|10835121|ref|NP_000289.1| gi|10835121|ref|NP_000289.1|;gi|32967597|ref|NP_870986.1| "pyruvate kinase, liver and RBC isoform 1 [Homo sapiens] " 4 7 7.3 574 61830 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2251.225 2 3.3629 0.1335 1142.38 1142.3 4 75 2 R.GDLGIEIPAEK.V 338 2
3179 ENSG00000141101:ENSMUSG00000003848:ENSRNOG00000021890 NOB1 gi|7661532|ref|NP_054781.1| gi|7661532|ref|NP_054781.1| nin one binding protein [Homo sapiens] 1 2 7.5 412 46675 7.2 HsSD-NE_PHA_lymphocytes_Ti_111.011897.011897 3 4.7389 0.4095 3509.75 3511 2 25 2 K.VSSSIQHPETPLHISGFHLPYKPKPPQETEK.G 112 2 *
3180 ENSG00000093000:ENSMUSG00000072878:ENSRNOG00000024560 NUP50 gi|24497447|ref|NP_705931.1| gi|24497447|ref|NP_705931.1|;gi|24497451|ref|NP_009103.2| nucleoporin 50kDa isoform a [Homo sapiens] 2 2 11.8 440 46863 8.3 HsSD-NE_NT_lymphocytes_Ti_104.019275.019275.2 2 2.8801 0.1494 2438.47 2437.8 7 38.095238 1 R.ADTNLGNILLNVLIPPNMPCTR.T 369 2
3180 ENSG00000093000:ENSMUSG00000072878:ENSRNOG00000024560 NUP50 gi|24497447|ref|NP_705931.1| gi|24497447|ref|NP_705931.1|;gi|24497451|ref|NP_009103.2| nucleoporin 50kDa isoform a [Homo sapiens] 2 2 11.8 440 46863 8.3 HsSD-NE_NT_lymphocytes_Ti_107.016596.016596.3 3 4.8093 0.3234 3004.16 3003.4 1 25 1 K.KVDSSVLGSLSSVPLTGFSFSPGNSSLFGK.D 248 2
3181 ENSG00000106524:ENSMUSG00000036188:ENSRNOG00000005623 ANKMY2 gi|28461129|ref|NP_064715.1| gi|28461129|ref|NP_064715.1| ankyrin repeat and MYND domain containing 2 [Homo sapiens] 1 2 4.3 441 49299 6.3 HsSD-NE_NT_lymphocytes_Ti_103.014242.014242.2 2 4.7928 0.3546 2112.77 2112.5 1 61.11111 2 K.IVMLVNENPLLTEEAALNK.C 178 2 *
3182 ENSG00000146826:ENSMUSG00000036948:ENSRNOG00000039214 C7orf43 gi|27363480|ref|NP_060745.3| gi|27363480|ref|NP_060745.3| hypothetical protein LOC55262 [Homo sapiens] 1 2 4.3 580 62597 8.9 HsNaOH-NE_NT_lymphocytes_Ti_115.013268.01326 3 5.3745 0.4085 2918.03 2919.2 1 35.416664 2 R.LPGTSGCFPCPLNALEEHNFLFQLR.G 296 2 *
3183 ENSG00000141252:ENSMUSG00000017288:ENSRNOG00000006895 VPS53 gi|21361728|ref|NP_060759.2| gi|21361728|ref|NP_060759.2| vacuolar protein sorting 53 [Homo sapiens] 2 3 7.8 670 76352 6 HsSD-NE_NT_lymphocytes_Ti_103.018700.018700.2 2 3.3288 0.2413 2580.05 2580.8 3 39.130436 2 K.AAQTELGQQILADFEEAFPSQGTK.R 177 2 *
3183 ENSG00000141252:ENSMUSG00000017288:ENSRNOG00000006895 VPS53 gi|21361728|ref|NP_060759.2| gi|21361728|ref|NP_060759.2| vacuolar protein sorting 53 [Homo sapiens] 2 3 7.8 670 76352 6 HsSD-NE_NT_lymphocytes_Ti_103.020167.020167.2 2 2.9958 0.2427 3156.51 3156.5 5 25.925926 1 R.ADFNAVEYINTLFPTEQSLANIDEVVNK.I 40 2 *
3184 ENSG00000182484:ENSMUSG00000024101:ENSRNOG00000012504 LOC376475 gi|169216741|ref|XP_377073.3| gi|169216741|ref|XP_377073.3| PREDICTED: hypothetical protein isoform 1 [Homo sapiens] 1 2 4 447 47990 5.7 HsSD-NE_NT_lymphocytes_Ti_103.010796.010796.2 2 3.7941 0.3603 1983.09 1981.2 1 55.88235 2 R.LQEYGSIFTGAQDPGLQR.R 82 2 *
3185 ENSG00000136877:ENSMUSG00000009566:ENSRNOG00000039341 FPGS gi|66932984|ref|NP_004948.4| gi|66932984|ref|NP_004948.4|;gi|66932990|ref|NP_00101808 folylpolyglutamate synthase isoform a precursor [Homo sapiens] 1 2 2.7 587 64609 7.9 HsNaOH-NE_NT_lymphocytes_Ti_111.012819.01281 2 2.8312 0.2275 1854.59 1853.1 2 46.666668 2 R.SNAALALQLAHCWLQR.Q 304 2
3186 ENSG00000108578:ENSMUSG00000020840:ENSRNOG00000003563 BLMH gi|4557367|ref|NP_000377.1| gi|4557367|ref|NP_000377.1| bleomycin hydrolase [Homo sapiens] 1 2 4.4 455 52562 6.3 HsSD-NE_NT_lymphocytes_Ti_111.011036.011036.2 2 5.1094 0.4546 2261.17 2258.5 1 55.263157 2 R.AQHVFQHAVPQEGKPITNQK.S 49 2 *
3187 ENSG00000174842:ENSMUSG00000029276:ENSRNOG00000002054 GLMN gi|16933537|ref|NP_444504.1| gi|16933537|ref|NP_444504.1| glomulin [Homo sapiens] 1 2 3.2 594 68208 5.3 HsNaOH-NE_NT_lymphocytes_Ti_115.015075.01507 2 3.2413 0.3173 2096.13 2095.4 1 41.666664 2 R.YFASEIIGFLSAIGHPFPK.M 239 2 *
3188 ENSG00000132005:ENSMUSG00000031706:ENSRNOG00000006049 RFX1 gi|52486543|ref|NP_002909.3| gi|52486543|ref|NP_002909.3| regulatory factor X1 [Homo sapiens] 2 2 4.8 979 104728 6.3 HsSD-NE_PHA_lymphocytes_PK_109.001326.001326 2 2.9215 0.1697 2146.95 2145.6 1 47.368423 1 Q.GLVEILIPDVLRPIPSALTQ.A 690 0 *
3188 ENSG00000132005:ENSMUSG00000031706:ENSRNOG00000006049 RFX1 gi|52486543|ref|NP_002909.3| gi|52486543|ref|NP_002909.3| regulatory factor X1 [Homo sapiens] 2 2 4.8 979 104728 6.3 HsSD-NE_PHA_lymphocytes_PK_102.017837.017837 2 2.9733 0.1614 1860.51 1857.8 3 36.53846 1 G.GGGGGGGGGGGGGSGSTGGGGSGAGTY.V 387 0 *
3189 ENSG00000198087:ENSMUSG00000061665:ENSRNOG00000011987 CD2AP gi|11321634|ref|NP_036252.1| gi|11321634|ref|NP_036252.1| CD2-associated protein [Homo sapiens] 1 3 2.2 639 71451 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.009423.009423 2 3.851 0.2297 1523.63 1523.9 1 65.38461 3 K.RPEKPVPPPPPIAK.I 412 2 *
3190 ENSG00000035687:ENSMUSG00000015961:ENSRNOG00000004481 ADSS gi|34577063|ref|NP_001117.2| gi|34577063|ref|NP_001117.2| adenylosuccinate synthase [Homo sapiens] 1 2 3.3 456 50097 6.6 HsSD-NE_NT_lymphocytes_Ti_109.014498.014498.2 2 3.3669 0.2754 1708.85 1706.9 1 57.14286 2 R.DGVYFLYEALHGPPK.K 233 2 *
3191 ENSG00000168685:ENSMUSG00000003882:ENSRNOG00000017413 IL7R gi|28610151|ref|NP_002176.2| gi|28610151|ref|NP_002176.2| interleukin 7 receptor precursor [Homo sapiens] 1 2 4.4 459 51579 5.4 HsSD-NE_NT_lymphocytes_Ti_102.014828.014828.2 2 4.3331 0.3694 2371.07 2369.5 1 55.263157 2 R.DEVEGFLQDTFPQQLEESEK.Q 318 2 *
3192 ENSG00000172009:ENSMUSG00000004929:ENSRNOG00000019924 THOP1 gi|4507491|ref|NP_003240.1| gi|4507491|ref|NP_003240.1| thimet oligopeptidase 1 [Homo sapiens] 2 3 7.4 689 78840 6 HsSD-NE_NT_lymphocytes_Ti_105.003100.003100.3 3 3.9284 0.1946 3298.07 3296.7 9 22.321428 1 K.NLNEDTTFLPFTLQELGGLPEDFLNSLEK.M 181 2 *
3192 ENSG00000172009:ENSMUSG00000004929:ENSRNOG00000019924 THOP1 gi|4507491|ref|NP_003240.1| gi|4507491|ref|NP_003240.1| thimet oligopeptidase 1 [Homo sapiens] 2 3 7.4 689 78840 6 HsSD-NE_NT_lymphocytes_Ti_104.020819.020819.2 2 3.224 0.2482 2718.73 2718.1 1 40.476192 2 R.DFVEAPSQMLENWVWEQEPLLR.M 499 2 *
3193 ENSG00000163631:ENSMUSG00000029368:ENSRNOG00000002911 ALB gi|4502027|ref|NP_000468.1| gi|4502027|ref|NP_000468.1| albumin precursor [Homo sapiens] 2 5 5.1 609 69367 6.3 HsNaOH-NE_NT_lymphocytes_Ti_108.007565.00756 2 3.4419 0.2656 2000.71 1998.1 1 56.666668 2 R.NECFLQHKDDNPNLPR.L 123 2 *
3193 ENSG00000163631:ENSMUSG00000029368:ENSRNOG00000002911 ALB gi|4502027|ref|NP_000468.1| gi|4502027|ref|NP_000468.1| albumin precursor [Homo sapiens] 2 5 5.1 609 69367 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_110.008570.0085 2 3.7242 0.382 1640.57 1640.9 1 64.28571 3 K.KVPQVSTPTLVEVSR.N 438 2
3194 ENSG00000153283:ENSMUSG00000022657:ENSRNOG00000023030 CD96 gi|38683840|ref|NP_937839.1| gi|38683840|ref|NP_937839.1|;gi|5032141|ref|NP_005807.1| CD96 antigen isoform 1 precursor [Homo sapiens] 1 2 2.4 585 65634 7.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.009785.0097 3 3.4807 0.1846 1626.26 1625.9 1 51.923077 2 R.LHLSPVQIFDDGRK.F 231 2
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3195 ENSG00000033800:ENSMUSG00000032405:ENSRNOG00000034272 PIAS1 gi|7706637|ref|NP_057250.1| gi|7706637|ref|NP_057250.1| "protein inhibitor of activated STAT, 1 [Homo sapiens] " 1 3 3.1 651 71836 7.3 HsSD-NE_PHA_lymphocytes_Ti_111.012101.012101 2 3.7212 0.3393 2284.63 2284.6 1 42.105263 3 K.HELELPHLTSALHPVHPDIK.L 118 2 *
3196 ENSG00000169299:ENSMUSG00000029171:ENSRNOG00000002185 PGM2 gi|63055049|ref|NP_060760.2| gi|63055049|ref|NP_060760.2| phosphoglucomutase 2 [Homo sapiens] 1 2 2.9 612 68283 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.017358.01735 2 2.8718 0.2675 2160.75 2159.4 1 44.11765 2 K.ELNELVSAIEEHFFQPQK.Y 587 2 *
3197 ENSG00000135686:ENSMUSG00000031828:ENSRNOG00000016422 C16orf44 gi|31542246|ref|NP_079007.2| gi|31542246|ref|NP_079007.2| hypothetical protein LOC79786 [Homo sapiens] 2 2 6.3 616 69896 6.2 HsNaOH-NE_NT_lymphocytes_Ti_107.018935.01893 2 2.9626 0.2957 2466.27 2466.7 2 36.842106 1 R.ECEHDLLQAALQWLTQQPER.E 205 2 *
3197 ENSG00000135686:ENSMUSG00000031828:ENSRNOG00000016422 C16orf44 gi|31542246|ref|NP_079007.2| gi|31542246|ref|NP_079007.2| hypothetical protein LOC79786 [Homo sapiens] 2 2 6.3 616 69896 6.2 HsNaOH-NE_NT_lymphocytes_Ti_110.009404.00940 2 4.5572 0.3804 1994.99 1993.2 1 66.66667 1 R.VAPLLHANSESGVAVWEGR.I 529 2 *
3198 ENSG00000154822:ENSMUSG00000038910:ENSRNOG00000013368 PLCL2 gi|24308011|ref|NP_055999.1| gi|24308011|ref|NP_055999.1| phospholipase C-like 2 [Homo sapiens] 1 2 1.2 1001 113749 6.3 HsSD-NE_PHA_lymphocytes_PK_110.014777.014777 2 3.1571 0.2274 1580.23 1578.8 1 72.72727 2 F.HELCTRPEIYFL.L 210 0 *
3199 ENSG00000175216:ENSMUSG00000040549:ENSRNOG00000016067 CKAP5 gi|57164942|ref|NP_001008938.1| gi|57164942|ref|NP_001008938.1| colonic and hepatic tumor over-expressed protein isoform a [Homo 3 4 2.3 2032 225493 7.8 HsSD-NE_PHA_lymphocytes_PK_110.014174.014174 2 2.8994 0.2509 1941.77 1941.2 2 53.571426 1 L.KWNFTTPRDEYIEQL.K 1182 0
3199 ENSG00000175216:ENSMUSG00000040549:ENSRNOG00000016067 CKAP5 gi|57164942|ref|NP_001008938.1| gi|57164942|ref|NP_001008938.1| colonic and hepatic tumor over-expressed protein isoform a [Homo 3 4 2.3 2032 225493 7.8 HsSD-NE_PHA_lymphocytes_PK_106.011154.011154 2 4.4851 0.2672 1894.43 1892.2 1 76.666664 2 M.YIEIEKGEAVQEELLK.G 116 1
3199 ENSG00000175216:ENSMUSG00000040549:ENSRNOG00000016067 CKAP5 gi|57164942|ref|NP_001008938.1| gi|57164942|ref|NP_001008938.1| colonic and hepatic tumor over-expressed protein isoform a [Homo 3 4 2.3 2032 225493 7.8 HsSD-NE_PHA_lymphocytes_PK_105.010620.010620 2 3.4849 0.3246 1876.59 1877.1 5 46.666668 1 L.TQIDEVLRQEDKAEAM.S 1562 0 *
3200 ENSG00000135655:ENSMUSG00000020124:ENSRNOG00000023202 USP15 gi|14149627|ref|NP_006304.1| gi|14149627|ref|NP_006304.1| ubiquitin specific peptidase 15 [Homo sapiens] 1 4 2.2 952 109297 5.2 HsSD-NE_NT_lymphocytes_Ti_103.018952.018952.2 2 4.8699 0.4177 2144.81 2143.5 1 57.5 4 K.IGNILDLCTALSALSGIPADK.M 470 2 *
3201 ENSG00000115977:ENSMUSG00000057230:ENSRNOG00000018317 AAK1 gi|148277037|ref|NP_055726.3| gi|148277037|ref|NP_055726.3| AP2 associated kinase 1 [Homo sapiens] 2 4 7.1 961 103885 6.5 HsSD-NE_NT_lymphocytes_Ti_115.010853.010853.3 3 4.9468 0.5027 4110.41 4111.6 1 25.625 2 R.ATVQPPPQAAGSSNQPGLLASVPQPKPQAPPSQPLPQTQAK.Q 394 2 *
3201 ENSG00000115977:ENSMUSG00000057230:ENSRNOG00000018317 AAK1 gi|148277037|ref|NP_055726.3| gi|148277037|ref|NP_055726.3| AP2 associated kinase 1 [Homo sapiens] 2 4 7.1 961 103885 6.5 HsSD-NE_NT_lymphocytes_Ti_104.016860.016860.2 2 3.6477 0.4663 3122.45 3123.4 1 38.46154 2 K.LCYFTLPFGESQVAICDGNFTIPDNSR.Y 255 2 *
3202 ENSG00000089336:ENSMUSG00000078762:ENSRNOG00000024266 KIAA0841 gi|149944680|ref|NP_056117.1| gi|149944680|ref|NP_056117.1| hypothetical protein LOC23354 [Homo sapiens] 1 2 2.5 633 71683 8.5 HsNaOH-NE_NT_lymphocytes_Ti_107.006719.00671 2 3.9244 0.4076 1777.73 1776.9 1 66.66667 2 K.ALHDQSQELQDAAGHR.Q 357 2 *
3203 ENSG00000113240:ENSMUSG00000020385:ENSRNOG00000003714 CLK4 gi|10190706|ref|NP_065717.1| gi|10190706|ref|NP_065717.1|;gi|67551261|ref|NP_004062.2| CDC-like kinase 4 [Homo sapiens] 1 2 2.9 481 57492 8.7 HsSD-NE_NT_lymphocytes_Ti_102.011634.011634.2 2 3.3199 0.1526 1501.75 1499.7 1 76.92308 2 R.YEIVDTLGEGAFGK.V 159 2
3204 ENSG00000125999:ENSMUSG00000027485:ENSRNOG00000015468 C20orf114 gi|40807482|ref|NP_149974.2| gi|40807482|ref|NP_149974.2| LPLUNC1 protein precursor [Homo sapiens] 1 2 5.4 484 52442 7.2 HsSD-NE_NT_lymphocytes_Ti_110.001008.001008.2 2 3.4531 0.2839 2754.43 2753.2 1 38 2 K.AAVAAVLSPEEFMVLLDSVLPESAHR.L 291 2 *
3205 ENSG00000113282:ENSMUSG00000006169:ENSRNOG00000005406 CLINT1 gi|7661968|ref|NP_055481.1| gi|7661968|ref|NP_055481.1| epsin 4 [Homo sapiens] 1 2 2.9 625 68259 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.019689.0196 2 2.5422 0.1237 2295.41 2295.7 1 44.11765 2 K.ATFMYEQFPELMNMLWSR.M 50 2 *
3206 ENSG00000166037:ENSMUSG00000031922:ENSRNOG00000006792 CEP57 gi|45430055|ref|NP_055494.2| gi|45430055|ref|NP_055494.2| translokin [Homo sapiens] 1 2 4.4 500 57089 9.3 HsSD-NE_NT_lymphocytes_Ti_110.010760.010760.3 3 3.2322 0.1656 2568.2 2565.8 1 33.333336 2 R.HSSSPYVVYPSDKPFLNSDLRR.S 31 2 *
3207 ENSG00000165006:ENSMUSG00000028437:ENSRNOG00000012004 UBAP1 gi|8394499|ref|NP_057609.2| gi|8394499|ref|NP_057609.2| ubiquitin associated protein 1 [Homo sapiens] 2 2 8.2 502 55084 5.1 HsSD-NE_NT_lymphocytes_Ti_102.017373.017373.2 2 4.9217 0.3588 2533.85 2532.6 1 52.499996 1 K.ADFNLADFECEEDPFDNLELK.T 152 2 *
3207 ENSG00000165006:ENSMUSG00000028437:ENSRNOG00000012004 UBAP1 gi|8394499|ref|NP_057609.2| gi|8394499|ref|NP_057609.2| ubiquitin associated protein 1 [Homo sapiens] 2 2 8.2 502 55084 5.1 HsSD-NE_NT_lymphocytes_Ti_107.017528.017528.2 2 2.7222 0.15 2379.75 2378.6 5 34.210526 1 K.GENIEQILDYLFAHGQLCEK.G 417 2 *
3208 ENSG00000155660:ENSMUSG00000025823:ENSRNOG00000006228 PDIA4 gi|4758304|ref|NP_004902.1| gi|4758304|ref|NP_004902.1| protein disulfide isomerase-associated 4 [Homo sapiens] 1 2 3.1 645 72933 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.013058.0130 2 3.9911 0.3501 2310.73 2310.4 1 50 2 K.DFPEYTFAIADEEDYAGEVK.D 444 2 *
3209 ENSG00000146376:ENSMUSG00000039031:ENSRNOG00000011245 ARHGAP18 gi|39932589|ref|NP_277050.2| gi|39932589|ref|NP_277050.2| Rho GTPase activating protein 18 [Homo sapiens] 1 2 2.7 663 74977 6.4 HsNaOH-NE_NT_lymphocytes_Ti_104.016404.01640 2 4.1544 0.3263 2064.27 2063.3 1 64.70589 2 K.DSGLFCVPLTALLEQDQR.K 318 2 *
3210 ENSG00000103047:ENSMUSG00000041949:ENSRNOG00000022524 TMCO7 gi|153791502|ref|NP_078838.1| gi|153791502|ref|NP_078838.1| transmembrane and coiled-coil domains 7 [Homo sapiens] 1 2 1.2 1094 120747 6.1 HsSD-NE_PHA_lymphocytes_PK_105.021314.021314 2 3.4554 0.2338 1551.61 1551.8 1 70.83333 2 Q.LALEELDDIMKNF.L 1067 0 *
3211 ENSG00000068394:ENSMUSG00000031148:ENSRNOG00000022939 GPKOW gi|15811782|ref|NP_056513.2| gi|15811782|ref|NP_056513.2| G patch domain and KOW motifs [Homo sapiens] 1 2 6.9 476 52229 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.009583.009583 3 5.997 0.3698 3596.96 3597 1 28.125 2 R.MPRPDEEQEKDKEDQPQGLVPGGAVVVLSGPHR.G 223 2 *
3212 ENSG00000101654:ENSMUSG00000009535:ENSRNOG00000016698 RNMT gi|4506567|ref|NP_003790.1| gi|4506567|ref|NP_003790.1| RNA (guanine-7-) methyltransferase [Homo sapiens] 1 2 3.8 476 54844 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.009956.009956 2 4.9625 0.4268 2073.99 2074.3 1 76.47059 2 R.RLEASETESFGNEIYTVK.F 327 2 *
3213 ENSG00000130935:ENSMUSG00000018433:NA NOL11 gi|21361468|ref|NP_056277.2| gi|21361468|ref|NP_056277.2| nucleolar protein 11 [Homo sapiens] 1 3 4.6 719 81124 6.1 HsSD-NE_PHA_lymphocytes_Ti_109.010848.010848 3 5.4057 0.399 3725.36 3724.9 1 27.34375 3 K.HSQDPGTHVVSHFVNWETPQGCGLGFQNSEQSR.R 347 2 *
3214 ENSG00000106683:ENSMUSG00000029674:ENSRNOG00000001470 LIMK1 gi|4505001|ref|NP_002305.1| gi|4505001|ref|NP_002305.1| LIM domain kinase 1 [Homo sapiens] 1 2 6.3 647 72585 7 HsNaOH-NE_PHA_lymphocytes_Ti_110.011212.0112 3 5.1082 0.4884 4198.19 4198.5 1 25 2 R.LLQLTLEHDPHDTLGHGLGPETSPLSSPAYTPSGEAGSSAR.Q 249 2 *
3215 ENSG00000138646:NA:NA HERC5 gi|110825982|ref|NP_057407.2| gi|110825982|ref|NP_057407.2| hect domain and RLD 5 [Homo sapiens] 1 3 1.7 1024 116852 7.6 HsNaOH-NE_NT_lymphocytes_Ti_114.011937.01193 2 4.043 0.2819 1811.95 1809.1 1 59.375 3 K.SPGAQLWLFPSAAGLHR.A 28 2 *
3216 ENSG00000103043:ENSMUSG00000010936:ENSRNOG00000017219 VAC14 gi|39780552|ref|NP_060522.3| gi|39780552|ref|NP_060522.3| Vac14 homolog [Homo sapiens] 2 3 3.6 782 87973 6.1 HsSD-NE_NT_lymphocytes_Ti_108.011879.011879.1 1 2.1957 0.136 1454.91 1453.7 5 50 1 R.KMCEVVLGEFLK.E 234 2 *
3216 ENSG00000103043:ENSMUSG00000010936:ENSRNOG00000017219 VAC14 gi|39780552|ref|NP_060522.3| gi|39780552|ref|NP_060522.3| Vac14 homolog [Homo sapiens] 2 3 3.6 782 87973 6.1 HsSD-NE_NT_lymphocytes_Ti_109.014469.014469.2 2 3.826 0.3361 1716.33 1715 1 70 2 R.GAVLPHFNVLFDGLSK.L 126 2 *
3217 ENSG00000145495:ENSMUSG00000039100:ENSRNOG00000011066 6-Mar gi|33589846|ref|NP_005876.2| gi|109464568|ref|XP_215517.4|;gi|33589846|ref|NP_005876.2membrane-associated ring finger (C3HC4) 6 [Homo sapiens] 1 3 2.2 910 102545 6.3 HsNaOH-NE_NT_lymphocytes_Ti_110.007550.00755 2 3.9324 0.3338 2260.85 2261.5 1 42.105263 3 R.SEGTPEKPLYHPCVCTGSIK.F 14 2
3218 ENSG00000072803:ENSMUSG00000020271:ENSRNOG00000004395 FBXW11 gi|48928046|ref|NP_387448.2| gi|48928046|ref|NP_387448.2|;gi|48928048|ref|NP_387449.2| F-box and WD repeat domain containing 11 isoform B [Homo sapie 1 2 4.7 529 60898 6.7 HsSD-NE_NT_lymphocytes_Ti_106.002454.002454.3 3 4.4269 0.4047 2818.58 2816.1 1 28.125 2 R.DFITALPEQGLDHIAENILSYLDAR.S 105 2
3219 ENSG00000147324:ENSMUSG00000070056:ENSRNOG00000011431 MFHAS1 gi|110825984|ref|NP_004216.2| gi|110825984|ref|NP_004216.2| malignant fibrous histiocytoma amplified sequence 1 [Homo sapien 2 3 3.8 1052 116950 7.9 HsNaOH-NE_NT_lymphocytes_Ti_115.011392.01139 3 3.3586 0.2926 2306.33 2306.6 1 36.25 2 R.LPPAVAELGHHLTELDVSHNR.L 102 2 *
3219 ENSG00000147324:ENSMUSG00000070056:ENSRNOG00000011431 MFHAS1 gi|110825984|ref|NP_004216.2| gi|110825984|ref|NP_004216.2| malignant fibrous histiocytoma amplified sequence 1 [Homo sapien 2 3 3.8 1052 116950 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.010407.01040 2 3.4486 0.2921 2092.21 2091.3 1 52.77778 1 R.VPHAVVCIVGTHADLCGER.E 527 2 *
3220 ENSG00000135392:ENSMUSG00000025354:ENSRNOG00000030239 DNAJC14 gi|119943096|ref|NP_115740.5| gi|119943096|ref|NP_115740.5| dopamine receptor interacting protein [Homo sapiens] 1 2 1.9 702 78569 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.018902.01890 2 2.256 0.171 1655.05 1655 1 70.83333 2 R.IVQWGWLELPWVK.Q 393 2 *
3221 ENSG00000100784:ENSMUSG00000021180:ENSRNOG00000004362 RPS6KA5 gi|32528295|ref|NP_004746.2| gi|32528295|ref|NP_004746.2| "ribosomal protein S6 kinase, 90kDa, polypeptide 5 isoform a [Hom 2 3 4.4 802 89865 7.1 HsSD-NE_NT_lymphocytes_Ti_112.011136.011136.2 2 3.2663 0.3453 1744.25 1744 2 56.666668 1 K.LVSAVSHMHDVGVVHR.D 528 2
3221 ENSG00000100784:ENSMUSG00000021180:ENSRNOG00000004362 RPS6KA5 gi|32528295|ref|NP_004746.2| gi|32528295|ref|NP_004746.2| "ribosomal protein S6 kinase, 90kDa, polypeptide 5 isoform a [Hom 2 3 4.4 802 89865 7.1 HsSD-NE_NT_lymphocytes_Ti_104.012899.012899.2 2 4.118 0.3606 2260.91 2261.5 1 50 2 R.DLKPENLLFTDENDNLEIK.I 544 2 *
3222 ENSG00000164951:ENSMUSG00000049225:ENSRNOG00000016180 PPM2C gi|45439339|ref|NP_060914.2| gi|45439339|ref|NP_060914.2| pyruvate dehydrogenase phosphatase precursor [Homo sapiens] 1 2 3.9 537 61054 6.7 HsSD-NE_NT_lymphocytes_Ti_111.012291.012291.2 2 4.42 0.4818 2300.13 2299.7 1 42.5 2 R.IVGEYLTGMHHQQPIAVGGYK.V 432 2 *
3223 ENSG00000124383:ENSMUSG00000030521:ENSRNOG00000016266 MPHOSPH10 gi|31317305|ref|NP_005782.1| gi|31317305|ref|NP_005782.1| M-phase phosphoprotein 10 [Homo sapiens] 1 2 2.8 681 78864 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_115.011974.0119 2 2.9536 0.1976 2164.05 2163.6 2 44.444447 2 K.LDALSNFHFIPKPPVPEIK.V 507 2 *
3224 ENSG00000070367:ENSMUSG00000061244:ENSRNOG00000013804 EXOC5 gi|5730037|ref|NP_006535.1| gi|5730037|ref|NP_006535.1| SEC10 protein [Homo sapiens] 2 2 4.1 708 81853 6.7 HsNaOH-NE_NT_lymphocytes_Ti_106.012693.01269 2 2.7666 0.2454 2141.37 2139.3 7 40.625 1 K.YHDLECQLIQEFTSAQR.R 189 2 *
3224 ENSG00000070367:ENSMUSG00000061244:ENSRNOG00000013804 EXOC5 gi|5730037|ref|NP_006535.1| gi|5730037|ref|NP_006535.1| SEC10 protein [Homo sapiens] 2 2 4.1 708 81853 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.011448.01144 2 2.5712 0.0944 1454.29 1452.7 1 72.72727 1 K.LHLIAQELPFDR.F 166 2
3225 ENSG00000196236:ENSMUSG00000022401:ENSRNOG00000019196 XPNPEP3 gi|11559925|ref|NP_071381.1| gi|11559925|ref|NP_071381.1| "X-prolyl aminopeptidase (aminopeptidase P) 3, putative [Homo sa 1 2 6.1 507 57034 6.8 HsSD-NE_PHA_lymphocytes_Ti_115.012098.012098 3 3.7435 0.1595 3462.17 3461.9 2 21.666666 2 R.YLGQPSPFTHPHLLRPGEVTPGLSQVEYALR.R 45 2 *
3226 ENSG00000155034:ENSMUSG00000066640:ENSRNOG00000033326 FBXL18 gi|157426875|ref|NP_079239.3| gi|157426875|ref|NP_079239.3| F-box and leucine-rich repeat protein 18 [Homo sapiens] 1 2 3.6 718 78919 8.3 HsNaOH-NE_NT_lymphocytes_Ti_113.014022.01402 3 4.7961 0.312 2936.96 2936.4 1 32 2 R.SFQAERPALNVVIFPLLHEGLTDVIR.D 667 2 *
3227 ENSG00000004139:ENSMUSG00000050132:ENSRNOG00000010244 SARM1 gi|154090976|ref|NP_055892.2| gi|154090976|ref|NP_055892.2| sterile alpha and TIR motif containing 1 [Homo sapiens] 1 2 2.5 724 79388 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.009530.00953 2 3.2174 0.2528 2094.03 2091.3 1 52.941177 2 R.VSEQQLLEDCGIHLGVHR.A 518 2 *
3228 ENSG00000091483:ENSMUSG00000026526:ENSRNOG00000003653 FH gi|19743875|ref|NP_000134.2| gi|19743875|ref|NP_000134.2| fumarate hydratase precursor [Homo sapiens] 1 2 4.5 510 54637 8.8 HsSD-NE_PHA_lymphocytes_Ti_101.013197.013197 2 3.9312 0.3126 2549.89 2547.8 1 50 2 R.THTQDAVPLTLGQEFSGYVQQVK.Y 234 2 *
3229 ENSG00000165661:ENSMUSG00000036327:ENSRNOG00000018574 QSOX2 gi|145580631|ref|NP_859052.3| gi|145580631|ref|NP_859052.3| quiescin Q6-like 1 [Homo sapiens] 1 2 2.1 698 77529 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.010046.0100 2 4.1476 0.3611 1561.51 1561.7 1 67.85714 2 R.AGEDAVWVLDSGSVR.G 58 2 *
3230 ENSG00000091409:ENSMUSG00000027111:ENSRNOG00000001518 ITGA6 gi|119395740|ref|NP_001073286.1| gi|119395740|ref|NP_001073286.1|;gi|119395742|ref|NP_000 "integrin alpha chain, alpha 6 isoform a precursor [Homo sapiens] " 3 3 4.5 1091 122053 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.013295.01329 2 3.2521 0.0857 1151.41 1151.4 1 93.75 1 K.LNYLDILMR.A 968 2
3230 ENSG00000091409:ENSMUSG00000027111:ENSRNOG00000001518 ITGA6 gi|119395740|ref|NP_001073286.1| gi|119395740|ref|NP_001073286.1|;gi|119395742|ref|NP_000 "integrin alpha chain, alpha 6 isoform a precursor [Homo sapiens] " 3 3 4.5 1091 122053 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.014121.01412 2 2.8696 0.1198 1883.87 1881.1 5 43.333332 1 K.DGWQDIVIGAPQYFDR.D 328 2
3230 ENSG00000091409:ENSMUSG00000027111:ENSRNOG00000001518 ITGA6 gi|119395740|ref|NP_001073286.1| gi|119395740|ref|NP_001073286.1|;gi|119395742|ref|NP_000 "integrin alpha chain, alpha 6 isoform a precursor [Homo sapiens] " 3 3 4.5 1091 122053 6.8 HsNaOH-NE_NT_lymphocytes_Ti_104.011541.01154 2 3.1633 0.2169 2522.91 2521.7 3 32.608696 1 K.NIGDINQDGYPDIAVGAPYDDLGK.V 383 2
3231 ENSG00000140848:ENSMUSG00000034361:NA CPNE2 gi|30181236|ref|NP_689940.3| gi|30181236|ref|NP_689940.3| copine II [Homo sapiens] 2 3 7.8 548 61190 6.1 HsNaOH-NE_NT_lymphocytes_Ti_114.013060.01306 3 3.4418 0.2864 3791.93 3792.1 1 25 1 K.VSHEFAINFNPTNPFCSGVDGIAQAYSACLPHIR.F 373 2 *
3231 ENSG00000140848:ENSMUSG00000034361:NA CPNE2 gi|30181236|ref|NP_689940.3| gi|30181236|ref|NP_689940.3| copine II [Homo sapiens] 2 3 7.8 548 61190 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.011253.01125 2 3.0888 0.4202 1121.33 1121.3 1 87.5 2 R.DIVQFVPFR.D 501 2
3232 ENSG00000039650:ENSMUSG00000002963:ENSRNOG00000020318 PNKP gi|31543419|ref|NP_009185.2| gi|31543419|ref|NP_009185.2| polynucleotide kinase 3'-phosphatase [Homo sapiens] 2 2 6.3 521 57076 8.5 HsSD-NE_PHA_lymphocytes_Ti_109.018984.018984 2 3.0034 0.1089 2367.63 2365.7 1 40 1 R.KQFEAPTLAEGFSAILEIPFR.L 484 2 *
3232 ENSG00000039650:ENSMUSG00000002963:ENSRNOG00000020318 PNKP gi|31543419|ref|NP_009185.2| gi|31543419|ref|NP_009185.2| polynucleotide kinase 3'-phosphatase [Homo sapiens] 2 2 6.3 521 57076 8.5 HsSD-NE_PHA_lymphocytes_Ti_105.008117.008117 2 3.5527 0.4884 1354.73 1352.5 1 81.818184 1 K.HLVSAGYVHVNR.D 385 2 *
3233 ENSG00000127804:ENSMUSG00000010554:ENSRNOG00000002764 METT10D gi|122114654|ref|NP_076991.3| gi|122114654|ref|NP_076991.3| methyltransferase 10 domain containing [Homo sapiens] 1 2 3.2 562 63621 7.9 HsSD-NE_NT_lymphocytes_Ti_110.016746.016746.3 3 5.0853 0.3812 2184.26 2183.4 1 47.058823 2 R.LNYIHWVEDLIGHQDSDK.S 83 2 *
3234 ENSG00000138399:ENSMUSG00000027086:ENSRNOG00000024335 FASTKD1 gi|31377837|ref|NP_078898.2| gi|31377837|ref|NP_078898.2| FAST kinase domains 1 [Homo sapiens] 2 3 4.5 847 97367 7.7 HsSD-NE_NT_lymphocytes_Ti_107.012847.012847.2 2 2.3697 0.1778 1992.63 1992.4 9 43.333332 1 K.FLQFNSFEFIIMAKKK.P 277 2 *
3234 ENSG00000138399:ENSMUSG00000027086:ENSRNOG00000024335 FASTKD1 gi|31377837|ref|NP_078898.2| gi|31377837|ref|NP_078898.2| FAST kinase domains 1 [Homo sapiens] 2 3 4.5 847 97367 7.7 HsSD-NE_NT_lymphocytes_Ti_103.017634.017634.2 2 3.2683 0.3289 2447.79 2448.7 1 45.238094 2 R.IEAVLPQCDLNNLSSFATSVLR.W 439 2 *
3235 ENSG00000075651:ENSMUSG00000027695:ENSRNOG00000028156 PLD1 gi|4505873|ref|NP_002653.1| gi|4505873|ref|NP_002653.1| "phospholipase D1, phophatidylcholine-specific [Homo sapiens] " 1 3 2.1 1074 124184 8.8 HsNaOH-NE_PHA_lymphocytes_Ti_110.021178.0211 2 3.1584 0.2925 2608.47 2607 1 40.909092 3 R.GFLVQFPFYFLSEESLLPSVGTK.E 1042 2 *
3236 ENSG00000015171:ENSMUSG00000021156:ENSRNOG00000014670 ZMYND11 gi|47078243|ref|NP_997644.1| gi|47078243|ref|NP_997644.1|;gi|5729746|ref|NP_006615.1| "zinc finger, MYND domain containing 11 isoform b [Homo sapiens 1 2 1.5 528 61830 8.3 HsSD-NE_PHA_lymphocytes_Ti_113.009752.009752 2 2.4756 0.2409 1065.87 1066.2 9 78.57143 2 R.FFGHHHQR.A 270 2
3237 ENSG00000124570:ENSMUSG00000047889:ENSRNOG00000022157 SERPINB6 gi|41152086|ref|NP_004559.4| gi|41152086|ref|NP_004559.4| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 4 376 42622 5.3 HsSD-NE_PHA_lymphocytes_PK_107.018893.018893 1 1.994 0.2621 1300.62 1301.5 1 66.66667 2 R.FCADHPFLFF.I 349 1
3237 ENSG00000124570:ENSMUSG00000047889:ENSRNOG00000022157 SERPINB6 gi|41152086|ref|NP_004559.4| gi|41152086|ref|NP_004559.4| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 4 376 42622 5.3 HsNaOH-NE_NT_lymphocytes_Ti_115.011924.01192 3 3.0396 0.2372 1892.72 1895.1 8 41.07143 1 R.FCADHPFLFFIQHSK.T 349 2 *
3237 ENSG00000124570:ENSMUSG00000047889:ENSRNOG00000022157 SERPINB6 gi|41152086|ref|NP_004559.4| gi|41152086|ref|NP_004559.4| "serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), mem 3 5 4 376 42622 5.3 HsSD-NE_PHA_lymphocytes_PK_106.014391.01439 2 3.0444 0.2936 1155.53 1154.3 1 93.75 2 R.FCADHPFLF.F 349 1
3238 ENSG00000149231:ENSMUSG00000079084:ENSRNOG00000005713 CCDC82 gi|19923844|ref|NP_079001.2| gi|19923844|ref|NP_079001.2| coiled-coil domain containing 82 [Homo sapiens] 1 2 2.2 544 64002 5 HsSD-NE_PHA_lymphocytes_Ti_101.006081.006081 2 2.3344 0.0882 1402.73 1403.6 1 63.636364 2 R.VENYSNVSIHLK.N 406 2 *
3239 ENSG00000168297:ENSMUSG00000033885:ENSRNOG00000008024 PXK gi|31543452|ref|NP_060241.2| gi|31543452|ref|NP_060241.2| PX domain containing serine/threonine kinase [Homo sapiens] 1 2 3.6 578 64950 9.3 HsSD-NE_NT_lymphocytes_Ti_107.015962.015962.2 2 3.3046 0.3946 2436.43 2436.9 1 40 2 R.LLQMPLFSDVLLTTSEKPQFK.I 390 2 *
3240 ENSG00000084234:ENSMUSG00000031996:NA APLP2 gi|4502147|ref|NP_001633.1| gi|4502147|ref|NP_001633.1| amyloid beta (A4) precursor-like protein 2 [Homo sapiens] 1 2 2.6 763 86956 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.019264.01926 2 3.9349 0.2013 2432.91 2430.7 1 57.894737 2 K.VPYVAQEIQEEIDELLQEQR.A 550 2 *
3241 ENSG00000156697:ENSMUSG00000079470:ENSRNOG00000005012 UTP14A gi|21361348|ref|NP_006640.2| gi|21361348|ref|NP_006640.2| "UTP14, U3 small nucleolar ribonucleoprotein, homolog A [Homo s 1 2 1.3 771 87978 7.9 HsNaOH-NE_NT_lymphocytes_Ti_112.008684.00868 2 3.0085 0.2487 1116.51 1117.3 1 88.88889 2 R.NIHAAAHQVR.V 674 2 *
3242 ENSG00000065883:ENSMUSG00000041297:ENSRNOG00000013620 CDC2L5 gi|145309300|ref|NP_112557.2| gi|145309300|ref|NP_112557.2|;gi|145309302|ref|NP_003709 cell division cycle 2-like 5 isoform 2 [Homo sapiens] 2 5 3.4 1452 158434 9.7 HsSD-NE_NT_lymphocytes_Ti_110.015295.015295.2 2 3.6799 0.2504 2084.37 2085.5 1 53.125 4 K.VITLWYRPPELLLGEER.Y 874 2
3242 ENSG00000065883:ENSMUSG00000041297:ENSRNOG00000013620 CDC2L5 gi|145309300|ref|NP_112557.2| gi|145309300|ref|NP_112557.2|;gi|145309302|ref|NP_003709 cell division cycle 2-like 5 isoform 2 [Homo sapiens] 2 5 3.4 1452 158434 9.7 HsSD-NE_NT_lymphocytes_Ti_110.003706.003706.3 3 3.028 0.1698 3716.81 3718.9 4 20.967741 1 R.RRSPSYSRHSSYERGGDVSPSPYSSSSWRRSR.S 365 2
3243 ENSG00000196843:ENSMUSG00000037447:ENSRNOG00000015382 ARID5A gi|47078224|ref|NP_997646.1| gi|47078224|ref|NP_997646.1| AT rich interactive domain 5A [Homo sapiens] 1 2 2.7 594 64074 9.2 HsSD-NE_NT_lymphocytes_Ti_112.010201.010201.2 2 4.6306 0.4427 1819.71 1819.1 1 76.666664 2 R.HLKGEDDKPLPTSKPR.K 145 2 *
3244 ENSG00000178252:ENSMUSG00000066357:ENSRNOG00000020185 WDR6 gi|11072093|ref|NP_060501.2| gi|11072093|ref|NP_060501.2| WD repeat domain 6 protein [Homo sapiens] 1 3 1.2 1121 121724 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_114.011626.0116 2 3.3507 0.4218 1667.75 1668 1 76.92308 3 R.VQNLLGHYLIHGFR.V 56 2 *
3245 ENSG00000164306:ENSMUSG00000038225:ENSRNOG00000022320 CCDC111 gi|22749373|ref|NP_689896.1| gi|22749373|ref|NP_689896.1| coiled-coil domain containing 111 [Homo sapiens] 1 2 2.1 560 64412 5.3 HsSD-NE_PHA_lymphocytes_Ti_110.010784.010784 2 3.0397 0.2706 1469.97 1468.7 1 86.36364 2 R.HLIFQLHDVAFK.D 169 2 *
3246 ENSG00000066557:ENSMUSG00000063052:ENSRNOG00000011555 LRRC40 gi|21361633|ref|NP_060238.3| gi|21361633|ref|NP_060238.3| leucine rich repeat containing 40 [Homo sapiens] 1 2 3.3 602 68250 6.4 HsSD-NE_NT_lymphocytes_Ti_102.011514.011514.2 2 3.8596 0.1149 2219.81 2218.4 1 55.263157 2 R.INVDIPEEANQNLSFGATER.W 58 2 *
3247 ENSG00000117298:ENSMUSG00000057530:ENSRNOG00000014241 ECE1 gi|4503443|ref|NP_001388.1| gi|4503443|ref|NP_001388.1| endothelin converting enzyme 1 isoform 1 [Homo sapiens] 1 2 2.3 770 87164 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.006954.0069 2 3.2057 0.1691 1948.67 1948.1 2 52.941177 2 R.TPESSHEGLITDPHSPSR.F 719 2 *
3248 ENSG00000170242:ENSMUSG00000059263:ENSRNOG00000026754 USP47 gi|71774197|ref|NP_060414.3| gi|71774197|ref|NP_060414.3| ubiquitin specific protease 47 [Homo sapiens] 2 2 1.1 1287 147222 5.1 HsSD-NE_PHA_lymphocytes_PK_105.018788.018788 2 2.9178 0.2229 1690.83 1692 1 65.38461 1 R.IDTYLDIPLVIRPY.G 233 1 *
3248 ENSG00000170242:ENSMUSG00000059263:ENSRNOG00000026754 USP47 gi|71774197|ref|NP_060414.3| gi|71774197|ref|NP_060414.3| ubiquitin specific protease 47 [Homo sapiens] 2 2 1.1 1287 147222 5.1 HsSD-NE_PHA_lymphocytes_PK_106.015590.015590 2 3.273 0.2174 1199.63 1199.5 1 88.88889 1 Y.LDIPLVIRPY.G 237 0 *
3249 ENSG00000198522:ENSMUSG00000062761:ENSRNOG00000039815 ZNF512 gi|40217790|ref|NP_115810.2| gi|40217790|ref|NP_115810.2| zinc finger protein 512 [Homo sapiens] 2 2 6.3 567 64682 9.8 HsSD-NE_PHA_lymphocytes_Ti_109.010925.010925 2 3.6331 0.2454 2359.53 2359.6 1 44.736843 1 K.YHINSVHAEDWFVVNPTTTK.S 457 2 *
3249 ENSG00000198522:ENSMUSG00000062761:ENSRNOG00000039815 ZNF512 gi|40217790|ref|NP_115810.2| gi|40217790|ref|NP_115810.2| zinc finger protein 512 [Homo sapiens] 2 2 6.3 567 64682 9.8 HsSD-NE_PHA_lymphocytes_Ti_103.011104.011104 2 3.3661 0.1942 1757.53 1757 4 50 1 K.IAVYHLQELASAELAK.E 345 2 *
3250 ENSG00000100949:ENSMUSG00000040472:ENSRNOG00000030483 RABGGTA gi|53828918|ref|NP_004572.3| gi|53828918|ref|NP_004572.3| "Rab geranylgeranyltransferase, alpha subunit [Homo sapiens] " 1 2 4.6 567 65072 5.7 HsSD-NE_PHA_lymphocytes_Ti_112.012005.012005 3 6.3988 0.4163 3073.76 3074.4 1 32 2 R.NRPSHVWLCDLPAASLNDQLPQHTFR.V 294 2 *
3251 ENSG00000021574:ENSMUSG00000024068:ENSRNOG00000027136 SPAST gi|11875211|ref|NP_055761.2| gi|11875211|ref|NP_055761.2|;gi|40806170|ref|NP_955468.1| spastin isoform 1 [Homo sapiens] 1 2 3.6 616 67197 9.6 HsSD-NE_NT_lymphocytes_Ti_104.018527.018527.2 2 2.8828 0.2055 2346.95 2345.6 1 40.476192 2 R.NVDSNLANLIMNEIVDNGTAVK.F 319 2
3252 ENSG00000167721:ENSMUSG00000038335:ENSRNOG00000002980 TSR1 gi|39780588|ref|NP_060598.3| gi|39780588|ref|NP_060598.3| "TSR1, 20S rRNA accumulation [Homo sapiens] " 1 2 1.9 804 91810 7.4 HsNaOH-NE_NT_lymphocytes_Ti_115.010013.01001 2 2.6848 0.3523 1649.53 1651.9 1 67.85714 2 K.DGPPHQVLVVPLHSR.I 79 2 *
3253 ENSG00000165819:ENSMUSG00000022160:ENSRNOG00000013111 METTL3 gi|21361827|ref|NP_062826.2| gi|21361827|ref|NP_062826.2| methyltransferase like 3 [Homo sapiens] 1 2 6 580 64474 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.013106.013106 3 6.4652 0.3264 3975.65 3977.6 1 33.088234 2 R.KIELFGRPHNVQPNWITLGNQLDGIHLLDPDVVAR.F 530 2 *
3254 ENSG00000178996:ENSMUSG00000042364:ENSRNOG00000010971 SNX18 gi|157057543|ref|NP_443102.2| gi|157057543|ref|NP_443102.2|;gi|157057545|ref|NP_001096 sorting nexin associated golgi protein 1 isoform b [Homo sapiens] 2 2 2.5 628 68895 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011963.011963.2 2 3.0289 0.1623 1805.99 1805.2 4 53.333336 1 R.LAEKFPVISVPHLPEK.Q 323 2
3254 ENSG00000178996:ENSMUSG00000042364:ENSRNOG00000010971 SNX18 gi|157057543|ref|NP_443102.2| gi|157057543|ref|NP_443102.2|;gi|157057545|ref|NP_001096 sorting nexin associated golgi protein 1 isoform b [Homo sapiens] 2 2 2.5 628 68895 5.7 HsSD-NE_NT_lymphocytes_Ti_110.011956.011956.3 3 3.2095 0.0846 1805.51 1805.2 3 41.666664 1 R.LAEKFPVISVPHLPEK.Q 323 2
3255 ENSG00000129691:ENSMUSG00000031575:ENSRNOG00000014875 ASH2L gi|157412280|ref|NP_004665.2| gi|157412280|ref|NP_004665.2|;gi|157412282|ref|NP_001098 ash2-like isoform a [Homo sapiens] 1 2 2.2 628 68723 5.7 HsSD-NE_NT_lymphocytes_Ti_114.010520.010520.2 2 2.9596 0.2875 1648.35 1646.9 1 61.538464 2 R.LPPHGYPLEHPFNK.D 325 2
3256 ENSG00000149262:ENSMUSG00000025133:ENSRNOG00000012552 INTS4 gi|50086624|ref|NP_291025.3| gi|50086624|ref|NP_291025.3| integrator complex subunit 4 [Homo sapiens] 2 3 3.8 963 108171 6.4 HsSD-NE_NT_lymphocytes_Ti_102.019930.019930.2 2 4.4661 0.4491 2352.49 2353.6 1 45 2 K.TAGFSPDCIMDDAINILQNEK.S 102 2 *
3256 ENSG00000149262:ENSMUSG00000025133:ENSRNOG00000012552 INTS4 gi|50086624|ref|NP_291025.3| gi|50086624|ref|NP_291025.3| integrator complex subunit 4 [Homo sapiens] 2 3 3.8 963 108171 6.4 HsSD-NE_NT_lymphocytes_Ti_105.017933.017933.2 2 3.4532 0.4035 1765.97 1766 1 53.333336 1 K.ATSPADALQYLLQFAR.K 46 2 *
3257 ENSG00000182511:ENSMUSG00000053158:ENSRNOG00000011683 FES gi|4503687|ref|NP_001996.1| gi|4503687|ref|NP_001996.1| V-FES feline sarcoma viral/V-FPS fujinami avian sarcoma viral onc 1 2 2.3 822 93497 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.011016.0110 2 3.0914 0.3327 2097.37 2096.4 1 47.22222 2 K.LEHLGPGEPPPVLLLQDDR.H 388 2 *
3258 ENSG00000132334:ENSMUSG00000041836:ENSRNOG00000015717 PTPRE gi|18860859|ref|NP_569119.1| gi|18860859|ref|NP_569119.1|;gi|5729993|ref|NP_006495.1| "protein tyrosine phosphatase, receptor type, E isoform 2 [Homo sa 2 2 6.9 642 74595 7.5 HsSD-NE_NT_lymphocytes_Ti_112.011358.011358.2 2 2.3629 0.2301 2042.49 2042.3 8 36.842106 1 K.TLNPVHAGPIVVHCSAGVGR.T 264 2
3258 ENSG00000132334:ENSMUSG00000041836:ENSRNOG00000015717 PTPRE gi|18860859|ref|NP_569119.1| gi|18860859|ref|NP_569119.1|;gi|5729993|ref|NP_006495.1| "protein tyrosine phosphatase, receptor type, E isoform 2 [Homo sa 2 2 6.9 642 74595 7.5 HsSD-NE_NT_lymphocytes_Ti_115.014682.014682.2 2 2.6217 0.1579 2721.51 2719.2 4 30.434782 1 R.LVSQLHFTSWPDFGVPFTPIGMLK.F 234 2
3259 ENSG00000204120:ENSMUSG00000048000:ENSRNOG00000023577 GIGYF2 gi|156766043|ref|NP_001096616.1| gi|156766043|ref|NP_001096616.1|;gi|156766045|ref|NP_001 trinucleotide repeat containing 15 isoform b [Homo sapiens] 2 3 1.5 1299 150070 5.5 HsNaOH-NE_NT_lymphocytes_Ti_114.010208.01020 2 3.842 0.2826 2158.45 2159.4 2 52.63158 2 R.VPFSPGPAPPPHMGELDQER.L 590 2
3259 ENSG00000204120:ENSMUSG00000048000:ENSRNOG00000023577 GIGYF2 gi|156766043|ref|NP_001096616.1| gi|156766043|ref|NP_001096616.1|;gi|156766045|ref|NP_001 trinucleotide repeat containing 15 isoform b [Homo sapiens] 2 3 1.5 1299 150070 5.5 HsNaOH-NE_NT_lymphocytes_Ti_115.010167.01016 3 3.6199 0.2255 2159.54 2159.4 1 35.526314 1 R.VPFSPGPAPPPHMGELDQER.L 590 2
3260 ENSG00000171492:ENSMUSG00000046079:ENSRNOG00000002121 LRRC8D gi|34222199|ref|NP_060573.2| gi|34222199|ref|NP_060573.2| "leucine rich repeat containing 8 family, member D [Homo sapiens] 1 2 2.1 858 98201 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_105.013132.0131 2 3.8657 0.315 2014.51 2012.3 1 73.52941 2 K.SGLVVEDHLFDTLPLEVK.E 826 2 *
3261 ENSG00000122515:ENSMUSG00000041164:ENSRNOG00000025923 ZMIZ2 gi|54607110|ref|NP_777589.2| gi|109499979|ref|XP_001068437.1|;gi|54607108|ref|NP_1136 "zinc finger, MIZ-type containing 2 isoform 2 [Homo sapiens]" 1 2 1.7 894 93981 7.2 HsNaOH-NE_NT_lymphocytes_Ti_115.010265.01026 2 4.5533 0.36 1778.05 1777 1 71.42857 2 R.LQHNLAVSNHVFQLR.D 412 2
3262 ENSG00000162227:ENSMUSG00000003680:ENSRNOG00000019419 TAF6L gi|5453844|ref|NP_006464.1| gi|5453844|ref|NP_006464.1| TAF6-like RNA polymerase II [Homo sapiens] 1 2 4.5 622 67814 9 HsSD-NE_PHA_lymphocytes_Ti_108.007857.007857 3 4.1125 0.2666 2818.34 2817.1 1 31.48148 2 R.FGTGQPAPTAPRPPGDKKEPAAAPDSVR.K 456 2 *
3263 ENSG00000100226:ENSMUSG00000042535:ENSRNOG00000014634 GTPBP1 gi|82546879|ref|NP_004277.2| gi|82546879|ref|NP_004277.2| GTP binding protein 1 [Homo sapiens] 2 2 4.2 669 72454 8.3 HsSD-NE_NT_lymphocytes_Ti_111.009498.009498.1 1 2.2497 0.2941 1092.42 1093.2 1 75 1 R.HKHEIESGR.T 199 2 *
3263 ENSG00000100226:ENSMUSG00000042535:ENSRNOG00000014634 GTPBP1 gi|82546879|ref|NP_004277.2| gi|82546879|ref|NP_004277.2| GTP binding protein 1 [Homo sapiens] 2 2 4.2 669 72454 8.3 HsSD-NE_NT_lymphocytes_Ti_104.015785.015785.2 2 4.3106 0.421 2191.61 2193.5 1 50 1 R.MCPIFQISNVTGENLDLLK.M 359 2 *
3264 ENSG00000167674:ENSMUSG00000002833:NA AC011498.7-2 gi|14249158|ref|NP_116020.1| gi|14249158|ref|NP_116020.1|;gi|48255931|ref|NP_00100152 hepatoma-derived growth factor-related protein 2 isoform 2 [Homo 2 2 6.4 670 74230 7.5 HsSD-NE_NT_lymphocytes_Ti_114.012799.012799.3 3 3.3561 0.2067 3505.46 3505 5 23.387096 1 R.IDDIADGAVKPPPNKYPIFFFGTHETAFLGPK.D 25 2
3264 ENSG00000167674:ENSMUSG00000002833:NA AC011498.7-2 gi|14249158|ref|NP_116020.1| gi|14249158|ref|NP_116020.1|;gi|48255931|ref|NP_00100152 hepatoma-derived growth factor-related protein 2 isoform 2 [Homo 2 2 6.4 670 74230 7.5 HsSD-NE_NT_lymphocytes_Ti_115.008952.008952.2 2 2.2691 0.1433 1261.51 1261.6 1 75 1 R.KPAEKPLPKPR.G 278 2
3265 ENSG00000164169:ENSMUSG00000037134:ENSRNOG00000012928 PRMT10 gi|40538772|ref|NP_612373.2| gi|40538772|ref|NP_612373.2| protein arginine methyltransferase 10 (putative); hypothetical prote 1 2 2.1 845 94501 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.017140.0171 2 3.127 0.2032 2043.87 2042.4 1 61.764706 2 R.TLGLNIAPFINQFQVPIR.V 720 2 *
3266 ENSG00000118898:ENSMUSG00000039457:ENSRNOG00000002930 PPL gi|45439327|ref|NP_002696.3| gi|45439327|ref|NP_002696.3| periplakin [Homo sapiens] 2 4 1.7 1756 204676 5.6 HsNaOH-NE_NT_lymphocytes_Ti_107.012933.01293 2 2.2499 0.1515 1715.61 1714 1 53.846157 1 K.YEHLLQLLDLAQEK.V 597 2 *
3266 ENSG00000118898:ENSMUSG00000039457:ENSRNOG00000002930 PPL gi|45439327|ref|NP_002696.3| gi|45439327|ref|NP_002696.3| periplakin [Homo sapiens] 2 4 1.7 1756 204676 5.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007448.00744 2 4.3982 0.4053 1730.21 1730.9 1 80 3 K.LHSEGDQLLAAEHPGR.N 273 2 *
3267 ENSG00000119778:ENSMUSG00000020631:ENSRNOG00000039610 ATAD2B gi|153792536|ref|NP_060022.1| gi|153792536|ref|NP_060022.1| "ATPase family, AAA domain containing 2B [Homo sapiens] " 1 2 1.2 1458 164913 6.8 HsSD-NE_PHA_lymphocytes_PK_108.020824.020824 2 3.1879 0.176 2102.31 2101.4 5 47.058823 2 R.TVPSIVYMPHIGDWWEAV.S 826 1 *
3268 ENSG00000119203:ENSMUSG00000054309:ENSRNOG00000024215 CPSF3 gi|7706427|ref|NP_057291.1| gi|7706427|ref|NP_057291.1| "cleavage and polyadenylation specific factor 3, 73kDa [Homo sapi 1 2 2.5 684 77486 5.6 HsSD-NE_NT_lymphocytes_Ti_104.009776.009776.2 2 4.7832 0.3208 1912.69 1913.2 2 62.5 2 K.LTGDVEELEIQEKPALK.V 533 2 *
3269 ENSG00000196642:ENSMUSG00000015087:ENSRNOG00000016795 C9orf86 gi|38201704|ref|NP_078994.2| gi|38201704|ref|NP_078994.2| Rab-like GTP-binding protein 1 [Homo sapiens] 1 2 1.6 686 74831 5.1 HsSD-NE_NT_lymphocytes_Ti_108.016531.016531.2 2 3.0658 0.3587 1423.99 1423.7 1 85 2 K.FFNIPFLQLQR.E 183 2 *
3270 ENSG00000173020:ENSMUSG00000024858:ENSRNOG00000018985 ADRBK1 gi|148539876|ref|NP_001610.2| gi|148539876|ref|NP_001610.2| beta adrenergic receptor kinase 1 [Homo sapiens] 2 2 6.1 689 79574 7.3 HsSD-NE_NT_lymphocytes_Ti_107.015607.015607.2 2 2.5921 0.2473 2490.85 2488.8 3 39.473686 1 K.KQVPPDLFQPYIEEICQNLR.G 139 2 *
3270 ENSG00000173020:ENSMUSG00000024858:ENSRNOG00000018985 ADRBK1 gi|148539876|ref|NP_001610.2| gi|148539876|ref|NP_001610.2| beta adrenergic receptor kinase 1 [Homo sapiens] 2 2 6.1 689 79574 7.3 HsSD-NE_NT_lymphocytes_Ti_107.014423.014423.3 3 3.1706 0.1656 2780.99 2781.1 1 26.190477 1 R.DFCLNHLEEARPLVEFYEEIKK.Y 70 2 *
3271 ENSG00000121057:ENSMUSG00000018428:ENSRNOG00000002373 AKAP1 gi|4502015|ref|NP_003479.1| gi|4502015|ref|NP_003479.1| A-kinase anchor protein 1 precursor [Homo sapiens] 2 2 5.3 903 97342 4.9 HsNaOH-NE_NT_lymphocytes_Ti_112.017769.01776 2 2.9118 0.1438 2506.55 2505.9 8 32.608696 1 R.AAFQIISQVISEATEQVLATTVGK.V 347 2 *
3271 ENSG00000121057:ENSMUSG00000018428:ENSRNOG00000002373 AKAP1 gi|4502015|ref|NP_003479.1| gi|4502015|ref|NP_003479.1| A-kinase anchor protein 1 precursor [Homo sapiens] 2 2 5.3 903 97342 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.007577.00757 2 2.9471 0.1819 2467.37 2465.7 1 36.95652 1 R.FIESAHTELAKDDAAPAPPVADAK.A 271 2 *
3272 ENSG00000095787:ENSMUSG00000024283:ENSRNOG00000018698 WAC gi|18379328|ref|NP_057712.2| gi|18379328|ref|NP_057712.2|;gi|18379330|ref|NP_567822.1| WW domain-containing adapter with a coiled-coil region isoform 1 [ 1 2 6.3 647 70724 9.5 HsSD-NE_PHA_lymphocytes_Ti_111.011424.011424 3 4.2882 0.3571 4359.95 4357.8 1 19.375 2 R.AETHSSSTPVQHPIKPVVHPTATPSTVPSSPFTLQSDHQPK.K 237 2
3273 ENSG00000148634:ENSMUSG00000020064:ENSRNOG00000000381 HERC4 gi|37620181|ref|NP_056416.2| gi|37620181|ref|NP_056416.2|;gi|63025188|ref|NP_071362.1| hect domain and RLD 4 isoform b [Homo sapiens] 2 3 3.4 1049 117697 6.3 HsSD-NE_NT_lymphocytes_Ti_111.000388.000388.2 2 3.0632 0.129 2600.67 2598.1 1 36.363636 1 R.QNVSSLFLPVIESVNPCLILVVR.R 684 2
3273 ENSG00000148634:ENSMUSG00000020064:ENSRNOG00000000381 HERC4 gi|37620181|ref|NP_056416.2| gi|37620181|ref|NP_056416.2|;gi|63025188|ref|NP_071362.1| hect domain and RLD 4 isoform b [Homo sapiens] 2 3 3.4 1049 117697 6.3 HsSD-NE_NT_lymphocytes_Ti_108.015135.015135.2 2 3.0055 0.168 1686.91 1688 9 58.333332 2 K.IFWEVFHELPLEK.K 963 2
3274 ENSG00000196792:ENSMUSG00000020954:ENSRNOG00000005585 STRN3 gi|142976675|ref|NP_055389.3| gi|142976675|ref|NP_055389.3|;gi|142976686|ref|NP_001077 nuclear autoantigen isoform 2 [Homo sapiens] 1 2 5.5 713 77745 5.3 HsSD-NE_NT_lymphocytes_Ti_104.018825.018825.3 3 4.7201 0.3267 4082.57 4083.3 1 25.657896 2 K.IGNEGLAADLTDDPDTEEALKEFDFLVTAEDGEGAGEAR.S 283 2
3275 ENSG00000163507:ENSMUSG00000033031:ENSRNOG00000039183 KIAA1524 gi|24308239|ref|NP_065941.1| gi|24308239|ref|NP_065941.1| p90 autoantigen [Homo sapiens] 2 2 5.9 905 102201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.019614.0196 2 2.3462 0.1721 2841.21 2840.3 1 32.692307 1 R.ILLEAAPLPDFPALVLGESIAANNAYR.Q 531 2 *
3275 ENSG00000163507:ENSMUSG00000033031:ENSRNOG00000039183 KIAA1524 gi|24308239|ref|NP_065941.1| gi|24308239|ref|NP_065941.1| p90 autoantigen [Homo sapiens] 2 2 5.9 905 102201 6.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.002823.0028 3 3.6355 0.1703 3034.52 3033.5 3 25 1 R.FVTLLLPTILDQLQFTEQNLDEALTR.K 385 2 *
3276 ENSG00000196865:ENSMUSG00000025078:ENSRNOG00000016948 NHLRC2 gi|42476013|ref|NP_940916.2| gi|42476013|ref|NP_940916.2| NHL repeat containing 2 [Homo sapiens] 2 2 6.5 726 79444 5.6 HsSD-NE_NT_lymphocytes_Ti_104.014432.014432.2 2 4.3529 0.4417 2700.89 2700.1 1 47.826088 1 K.AILFSQPLQITDTQQGCIAPVELR.Y 700 2 *
3276 ENSG00000196865:ENSMUSG00000025078:ENSRNOG00000016948 NHLRC2 gi|42476013|ref|NP_940916.2| gi|42476013|ref|NP_940916.2| NHL repeat containing 2 [Homo sapiens] 2 2 6.5 726 79444 5.6 HsSD-NE_NT_lymphocytes_Ti_103.014245.014245.2 2 2.4968 0.1516 2493.69 2491.7 4 29.545454 1 K.GEQQPISSPWDVVFGTSGSEVQR.G 330 2 *
3277 ENSG00000095383:ENSMUSG00000039813:ENSRNOG00000023348 TBC1D2 gi|62198225|ref|NP_060891.2| gi|62198225|ref|NP_060891.2| "TBC1 domain family, member 2 [Homo sapiens] " 1 2 2 917 104165 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.013672.0136 2 4.6257 0.4291 2198.05 2196.4 1 50 2 K.YDEYGFLTVPDYEVEDLK.L 560 2 *
3278 ENSG00000164308:NA:NA ERAP2 gi|11641261|ref|NP_071745.1| gi|11641261|ref|NP_071745.1| endoplasmic reticulum aminopeptidase 2 [Homo sapiens] 1 2 1.8 960 110462 6.7 HsNaOH-NE_NT_lymphocytes_Ti_108.010316.01031 2 2.6343 0.2067 1908.15 1908.2 1 53.125 2 K.VLSYPAHEQIALLVPEK.L 139 2 *
3279 ENSG00000100106:ENSMUSG00000033088:ENSRNOG00000010373 TRIOBP gi|88501738|ref|NP_001034230.1| gi|88501738|ref|NP_001034230.1| TRIO and F-actin binding protein isoform 6 [Homo sapiens] 1 3 1.3 2365 261373 8.5 HsSD-NE_PHA_lymphocytes_PK_109.003310.003310 3 4.9609 0.1888 3518.63 3516.7 2 26.666668 3 A.SSPNRTTQQDSPRTSCARRDDPRASSPNRTI.Q 637 0 *
3280 ENSG00000169905:ENSMUSG00000050565:ENSRNOG00000024849 TOR1AIP2 gi|21450775|ref|NP_659471.1| gi|21450775|ref|NP_659471.1| torsin A interacting protein 2 [Homo sapiens] 3 9 9.6 470 51263 5 HsNaOH-NE_PHA_lymphocytes_Ti_108.014385.0143 2 3.1285 0.2982 2354.29 2353.7 1 45 1 R.ISHLVLPVQPVSSIEEQGCLF.- 450 2 *
3280 ENSG00000169905:ENSMUSG00000050565:ENSRNOG00000024849 TOR1AIP2 gi|21450775|ref|NP_659471.1| gi|21450775|ref|NP_659471.1| torsin A interacting protein 2 [Homo sapiens] 3 9 9.6 470 51263 5 HsSD-NE_NT_lymphocytes_Ti_105.015643.015643.1 1 2.0495 0.0978 1254.72 1255.3 8 61.11111 1 K.YCDHENAAFK.D 381 2
3281 ENSG00000087274:ENSMUSG00000029106:ENSRNOG00000013039 ADD1 gi|29826319|ref|NP_001110.2| gi|29826319|ref|NP_001110.2|;gi|29826321|ref|NP_054908.2| adducin 1 (alpha) isoform a [Homo sapiens] 2 2 6.2 737 80955 5.8 HsSD-NE_NT_lymphocytes_Ti_102.012186.012186.2 2 4.2265 0.4571 2926.03 2926 1 38.88889 1 K.YSDVEVPASVTGYSFASDGDSGTCSPLR.H 407 2
3281 ENSG00000087274:ENSMUSG00000029106:ENSRNOG00000013039 ADD1 gi|29826319|ref|NP_001110.2| gi|29826319|ref|NP_001110.2|;gi|29826321|ref|NP_054908.2| adducin 1 (alpha) isoform a [Homo sapiens] 2 2 6.2 737 80955 5.8 HsSD-NE_NT_lymphocytes_Ti_115.014596.014596.2 2 3.0349 0.2036 2151.43 2149.5 1 44.11765 1 R.LADLFGWSQLIYNHITTR.V 155 2
3282 ENSG00000122299:ENSMUSG00000037965:ENSRNOG00000002420 ZC3H7A gi|27414497|ref|NP_054872.2| gi|27414497|ref|NP_054872.2| zinc finger CCCH-type containing 7A [Homo sapiens] 1 2 2.2 971 110538 7.3 HsNaOH-NE_NT_lymphocytes_Ti_108.010324.01032 2 3.6184 0.2544 2219.39 2216.4 1 52.499996 2 R.NDFGNFFGSAVTKPSSSVTPR.H 413 2 *
3283 ENSG00000176658:ENSMUSG00000035441:ENSRNOG00000003276 MYO1D gi|51100974|ref|NP_056009.1| gi|51100974|ref|NP_056009.1| myosin ID [Homo sapiens] 3 6 4.9 1006 116202 9.4 HsNaOH-NE_NT_lymphocytes_Ti_111.012856.01285 2 2.9373 0.3511 2131.11 2129.4 1 47.058823 1 R.SFHSFYQLLQGGSEQMLR.S 200 2 *
3283 ENSG00000176658:ENSMUSG00000035441:ENSRNOG00000003276 MYO1D gi|51100974|ref|NP_056009.1| gi|51100974|ref|NP_056009.1| myosin ID [Homo sapiens] 3 6 4.9 1006 116202 9.4 HsNaOH-NE_NT_lymphocytes_Ti_104.007526.00752 2 3.2283 0.2358 1396.15 1394.5 1 76.92308 2 R.DTCIVISGESGAGK.T 95 2
3283 ENSG00000176658:ENSMUSG00000035441:ENSRNOG00000003276 MYO1D gi|51100974|ref|NP_056009.1| gi|51100974|ref|NP_056009.1| myosin ID [Homo sapiens] 3 6 4.9 1006 116202 9.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.007464.0074 2 4.3549 0.3173 1394.33 1394.5 1 76.92308 2 K.DTCIVISGESGAGK.T 95 2
3283 ENSG00000176658:ENSMUSG00000035441:ENSRNOG00000003276 MYO1D gi|51100974|ref|NP_056009.1| gi|51100974|ref|NP_056009.1| myosin ID [Homo sapiens] 3 6 4.9 1006 116202 9.4 HsNaOH-NE_NT_lymphocytes_Ti_112.010026.01002 2 2.9804 0.3423 1933.21 1932.2 2 46.875 1 R.HLQVNVTNPVQCSLHGK.K 959 2 *
3284 ENSG00000110514:ENSMUSG00000040687:ENSRNOG00000012568 MADD gi|18860862|ref|NP_569826.1| gi|18860862|ref|NP_569826.1|;gi|18860864|ref|NP_569827.1| MAP-kinase activating death domain-containing protein isoform a [ 2 2 2.9 1588 176586 6.1 HsSD-NE_PHA_lymphocytes_PK_109.017601.01760 3 3.5429 0.3155 3239.54 3238.6 8 23.214285 1 K.FHEGQEIPLLLGRPSNDLQSTPSTEFNPL.I 448 1
3284 ENSG00000110514:ENSMUSG00000040687:ENSRNOG00000012568 MADD gi|18860862|ref|NP_569826.1| gi|18860862|ref|NP_569826.1|;gi|18860864|ref|NP_569827.1| MAP-kinase activating death domain-containing protein isoform a [ 2 2 2.9 1588 176586 6.1 HsSD-NE_PHA_lymphocytes_PK_106.018788.018788 2 2.8401 0.2566 1969.71 1969.3 2 50 1 K.RVDIEVLPQELQPALTF.A 266 1
3285 ENSG00000033030:ENSMUSG00000029427:ENSRNOG00000001243 ZCCHC8 gi|38044290|ref|NP_060082.2| gi|38044290|ref|NP_060082.2| "zinc finger, CCHC domain containing 8 [Homo sapiens] " 1 2 2.7 707 78577 4.9 HsSD-NE_PHA_lymphocytes_Ti_108.010355.010355 2 4.262 0.2085 2241.63 2242.5 1 52.77778 2 K.YHQVFSHIVSLEGQEIQVK.A 203 2 *
3286 ENSG00000005156:ENSMUSG00000020697:ENSRNOG00000021815 LIG3 gi|73747829|ref|NP_039269.2| gi|73747829|ref|NP_039269.2|;gi|73747844|ref|NP_002302.2| "ligase III, DNA, ATP-dependent isoform alpha precursor [Homo sa 1 2 1.5 1009 112907 9 HsNaOH-NE_NT_lymphocytes_Ti_109.006016.00601 2 3.578 0.4095 1734.09 1734.9 1 67.85714 2 R.VLHNAQEVEKEPGQR.R 454 2
3287 ENSG00000138758:ENSMUSG00000058013:ENSRNOG00000002182 11-Sep gi|8922712|ref|NP_060713.1| gi|8922712|ref|NP_060713.1| septin 11 [Homo sapiens] 2 2 10 429 49398 6.8 HsSD-NE_PHA_lymphocytes_Ti_103.010008.010008 3 4.8831 0.302 3192.86 3195.5 1 29.807693 1 R.CKLEEMGFKDTDPDSKPFSLQETYEAK.R 300 2
3287 ENSG00000138758:ENSMUSG00000058013:ENSRNOG00000002182 11-Sep gi|8922712|ref|NP_060713.1| gi|8922712|ref|NP_060713.1| septin 11 [Homo sapiens] 2 2 10 429 49398 6.8 HsSD-NE_PHA_lymphocytes_Ti_110.010282.010282 2 2.3047 0.0946 1830.39 1829.1 1 46.666668 1 R.IHACLYFIAPTGHSLK.S 147 2 *
3288 ENSG00000167447:ENSMUSG00000020495:ENSRNOG00000005769 C17orf71 gi|47777319|ref|NP_060619.4| gi|47777319|ref|NP_060619.4| hypothetical protein LOC55181 [Homo sapiens] 1 2 2.4 991 109684 7.7 HsNaOH-NE_PHA_lymphocytes_Ti_103.007079.0070 2 5.6604 0.4275 2057.69 2058.1 1 65.21739 2 R.TEAGAVGEAGGAEDPGAAAGGSVR.G 94 2 *
3289 ENSG00000203710:NA:NA CR1 gi|86793036|ref|NP_000564.2| gi|86793036|ref|NP_000564.2|;gi|86793109|ref|NP_000642.3| complement receptor 1 isoform F precursor [Homo sapiens] 2 4 1.4 2039 223675 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.007163.00716 2 2.2333 0.1131 1517.87 1518.7 2 62.5 2 R.VCQPPPDVLHAER.T 296 2
3289 ENSG00000203710:NA:NA CR1 gi|86793036|ref|NP_000564.2| gi|86793036|ref|NP_000564.2|;gi|86793109|ref|NP_000642.3| complement receptor 1 isoform F precursor [Homo sapiens] 2 4 1.4 2039 223675 6.9 HsNaOH-NE_NT_lymphocytes_Ti_107.015087.01508 2 2.649 0.1059 1867.65 1865.1 1 56.666668 2 R.PFSITCLDNLVWSSPK.D 531 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.006632.006632 2 2.8664 0.2798 1226.55 1224.4 1 80 2 R.AGVLAHLEEER.D 772 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_110.013120.013120 2 4.9494 0.3959 2022.65 2024.2 1 63.333332 4 L.CINYTNEKLQQLFNHT.M 475 0
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_113.000930.000930 2 2.5274 0.1882 2521.05 2523.9 5 30.000002 1 A.EEMRARLAAKKQELEEILHDL.E 907 0 *
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_Ti_102.008109.008109 2 2.4157 0.145 1537.53 1538.7 1 62.5 2 K.DKADFCIIHYAGK.V 571 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_108.019370.019370 2 4.5147 0.3543 2232.41 2233.4 1 68.75 80 L.EQEEYQREGIEWNFIDF.G 495 0
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_109.016399.016399 2 3.1374 0.4001 1955.65 1957.2 3 50 3 L.FCVVINPYKNLPIYSE.E 121 0
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3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_107.009424.009424 2 3.6356 0.3048 1454.27 1454.6 1 72.72727 2 L.AHLEEERDLKIT.D 776 0
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_Ti_101.012983.012983 2 4.2938 0.3957 2289.09 2287.6 1 52.63158 1 K.VEDMAELTCLNEASVLHNLK.D 87 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_109.015313.015313 2 2.6774 0.1659 1398.71 1397.6 2 72.72727 1 Y.SGLFCVVINPYK.Q 118 1
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.011780.01178 2 6.5973 0.459 1965.25 1963.1 1 81.25 1 K.TQLEELEDELQATEDAK.L 1546 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012029.0120 2 5.4576 0.39 1964.37 1963.1 1 75 1 K.TQLEELEDELQATEDAK.L 1546 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007710.00771 2 3.55 0.3154 1226.31 1224.4 1 85 2 R.AGVLAHLEEER.D 772 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.008542.00854 2 2.3183 0.1925 1295.53 1295.4 3 65 1 K.ADFCIIHYAGK.V 573 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsNaOH-NE_NT_lymphocytes_Ti_112.012353.01235 2 3.661 0.2339 2468.75 2468.8 1 52.77778 2 K.LQQLFNHTMFILEQEEYQR.E 483 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_106.012848.012848 2 4.6166 0.3447 1671.65 1671.9 1 66.66667 2 L.CINYTNEKLQQLF.N 475 0
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_NT_lymphocytes_Ti_105.015939.015939.2 2 3.7059 0.296 1224.33 1224.4 1 90 1 R.AGVLAHLEEER.D 772 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_103.020217.020217 2 2.9543 0.2484 1270.23 1270.4 3 72.22222 2 R.EGIEWNFIDF.G 502 1
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_106.008938.008938 1 3.0299 0.224 1454.78 1454.6 1 54.545456 2 L.AHLEEERDLKIT.D 776 0
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_105.011414.011414 2 2.9895 0.2982 1224.17 1224.3 5 81.25 1 L.LDEECWFPK.A 535 1
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_NT_lymphocytes_Ti_102.013124.013124.2 2 6.481 0.46 1964.69 1963.1 1 78.125 2 R.TQLEELEDELQATEDAK.L 1546 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_NT_lymphocytes_Ti_112.013535.013535.2 2 4.8211 0.3418 2467.81 2468.8 1 58.333332 4 K.LQQLFNHTMFILEQEEYQR.E 483 2
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NP_005955.1| gi|41406064|ref|NP_005955.1| "myosin, heavy polypeptide 10, non-muscle [Homo sapiens] " 17 123 7.8 1976 228997 5.5 HsSD-NE_PHA_lymphocytes_PK_103.015903.015903 2 3.5085 0.287 1410.05 1408.6 1 80 6 L.ALLDEECWFPK.A 533 1
3291 ENSG00000136141:ENSMUSG00000068015:ENSRNOG00000009412 LRCH1 gi|33859670|ref|NP_055931.1| gi|33859670|ref|NP_055931.1| leucine-rich repeats and calponin homology (CH) domain containin 1 2 3.3 728 80885 5.9 HsSD-NE_PHA_lymphocytes_Ti_111.011019.011019 3 3.9488 0.3158 2843.9 2844.2 1 31.52174 2 K.TADSLYLHTMERPHLHQHVEDGKK.D 296 2 *
3292 ENSG00000117859:ENSMUSG00000028559:ENSRNOG00000033593 OSBPL9 gi|20070331|ref|NP_078862.2| gi|20070331|ref|NP_078862.2|;gi|22547167|ref|NP_683703.1| oxysterol-binding protein-like protein 9 isoform e [Homo sapiens] 2 2 7.6 736 83185 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.017164.017164 3 3.7032 0.3171 4425.35 4426.9 1 20.27027 1 K.KPYNPILGEIFQCHWTLPNDTEENTELVSEGPVPWVSK.N 452 2
3292 ENSG00000117859:ENSMUSG00000028559:ENSRNOG00000033593 OSBPL9 gi|20070331|ref|NP_078862.2| gi|20070331|ref|NP_078862.2|;gi|22547167|ref|NP_683703.1| oxysterol-binding protein-like protein 9 isoform e [Homo sapiens] 2 2 7.6 736 83185 6.2 HsSD-NE_PHA_lymphocytes_Ti_102.009183.009183 2 3.1483 0.2829 2002.03 2002.3 3 44.11765 1 K.TGYSANIIFHTKPFYGGK.K 584 2
3293 ENSG00000011451:ENSMUSG00000024050:ENSRNOG00000006217 WIZ gi|151301215|ref|NP_067064.2| gi|151301215|ref|NP_067064.2| widely-interspaced zinc finger motifs [Homo sapiens] 2 2 4.9 794 85380 9.1 HsSD-NE_NT_lymphocytes_Ti_109.011313.011313.2 2 2.4218 0.1383 2340.33 2339.6 1 38.095238 1 R.EMLPGALHGELHPSEGPWGAPR.E 331 2 *
3293 ENSG00000011451:ENSMUSG00000024050:ENSRNOG00000006217 WIZ gi|151301215|ref|NP_067064.2| gi|151301215|ref|NP_067064.2| widely-interspaced zinc finger motifs [Homo sapiens] 2 2 4.9 794 85380 9.1 HsSD-NE_NT_lymphocytes_Ti_112.010268.010268.2 2 2.9778 0.3521 1671.73 1671.9 5 56.25 1 R.TQSRPGGPPNPPGPSPK.A 235 2 *
3294 ENSG00000112297:ENSMUSG00000019866:ENSRNOG00000025998 AIM1 gi|62988361|ref|NP_001615.1| gi|62988361|ref|NP_001615.1| absent in melanoma 1 [Homo sapiens] 1 2 0.9 1723 188616 5.9 HsSD-NE_PHA_lymphocytes_PK_106.018395.018395 2 3.064 0.1692 1742.65 1741 4 50 2 R.VSHIDLFTEPEGLGIL.S 1122 1 *
3295 ENSG00000067646:ENSMUSG00000049576:ENSRNOG00000005624 LOC100130829 gi|169216333|ref|XP_001713744.1| gi|169216333|ref|XP_001713744.1|;gi|71061446|ref|NP_0034 PREDICTED: hypothetical protein [Homo sapiens] 1 2 4.4 801 90505 6.1 HsSD-NE_NT_lymphocytes_Ti_103.012872.012872.3 3 4.0183 0.3881 3723.41 3723.9 1 30.147058 2 K.ADPGEDDLGGTVDIVESEPENDHGVELLDQNSSIR.V 254 2
3296 ENSG00000034063:ENSMUSG00000001228:NA UHRF1 gi|115430233|ref|NP_037414.3| gi|115430233|ref|NP_037414.3|;gi|115430235|ref|NP_001041 "ubiquitin-like, containing PHD and RING finger domains, 1 isoform 1 2 2.2 806 91100 7.4 HsSD-NE_NT_lymphocytes_Ti_104.014975.014975.2 2 3.6096 0.201 2041.77 2040.3 1 50 2 K.LGLTMQYPEGYLEALANR.E 614 2
3297 ENSG00000198824:ENSMUSG00000047710:ENSRNOG00000000112 C13orf8 gi|41281612|ref|NP_115812.1| gi|41281612|ref|NP_115812.1| hypothetical protein LOC283489 [Homo sapiens] 1 2 2.7 812 89099 8.4 HsSD-NE_NT_lymphocytes_Ti_112.012151.012151.2 2 3.9419 0.2838 2445.79 2447.8 2 45.238094 2 R.KPSPSESPEPWKPFPAVSPEPR.R 280 2 *
3298 ENSG00000003756:ENSMUSG00000032580:ENSRNOG00000018153 RBM5 gi|5032031|ref|NP_005769.1| gi|5032031|ref|NP_005769.1| RNA binding motif protein 5 [Homo sapiens] 2 2 4.8 815 92154 6.3 HsSD-NE_NT_lymphocytes_Ti_111.016628.016628.2 2 3.1116 0.3414 2866.85 2869.3 1 32.692307 1 R.NIAPHTVVDSIMTALSPYASLAVNNIR.L 237 2 *
3298 ENSG00000003756:ENSMUSG00000032580:ENSRNOG00000018153 RBM5 gi|5032031|ref|NP_005769.1| gi|5032031|ref|NP_005769.1| RNA binding motif protein 5 [Homo sapiens] 2 2 4.8 815 92154 6.3 HsSD-NE_NT_lymphocytes_Ti_103.011053.011053.2 2 3.3065 0.1271 1433.01 1430.6 2 77.27273 1 R.LSEQELEALELR.E 684 2 *
3299 ENSG00000133704:ENSMUSG00000040029:NA IPO8 gi|53759103|ref|NP_006381.2| gi|53759103|ref|NP_006381.2| importin 8 [Homo sapiens] 2 2 2.8 1037 119938 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.019378.0193 2 3.5119 0.2419 1904.03 1901.2 1 60.000004 1 R.GIDQCIPLFVQLVLER.L 753 2 *
3299 ENSG00000133704:ENSMUSG00000040029:NA IPO8 gi|53759103|ref|NP_006381.2| gi|53759103|ref|NP_006381.2| importin 8 [Homo sapiens] 2 2 2.8 1037 119938 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007392.0073 2 2.8326 0.2443 1583.33 1583.6 1 70.83333 1 K.VLQSDEYEEVEDK.T 592 2 *
3300 ENSG00000130787:ENSMUSG00000000915:ENSRNOG00000001091 HIP1R gi|48762942|ref|NP_003950.1| gi|48762942|ref|NP_003950.1| huntingtin interacting protein-1-related [Homo sapiens] 1 2 1.5 1068 119388 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.012976.01297 2 3.3198 0.3026 1766.69 1764.1 2 50 2 R.TPLQGILQLGQELKPK.S 755 2 *
3301 ENSG00000165458:ENSMUSG00000032737:ENSRNOG00000019730 INPPL1 gi|4755142|ref|NP_001558.2| gi|4755142|ref|NP_001558.2| inositol polyphosphate phosphatase-like 1 [Homo sapiens] 3 5 3.4 1258 138585 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.007038.0070 2 2.695 0.0968 1785.69 1785.1 3 47.058823 1 R.LKPEGAPEPEGVAAPPPK.N 961 2 *
3301 ENSG00000165458:ENSMUSG00000032737:ENSRNOG00000019730 INPPL1 gi|4755142|ref|NP_001558.2| gi|4755142|ref|NP_001558.2| inositol polyphosphate phosphatase-like 1 [Homo sapiens] 3 5 3.4 1258 138585 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_109.006872.0068 2 2.4343 0.2239 1391.83 1391.6 1 59.090908 1 K.VAVLVKPEHENR.I 510 2 *
3301 ENSG00000165458:ENSMUSG00000032737:ENSRNOG00000019730 INPPL1 gi|4755142|ref|NP_001558.2| gi|4755142|ref|NP_001558.2| inositol polyphosphate phosphatase-like 1 [Homo sapiens] 3 5 3.4 1258 138585 6.5 HsNaOH-NE_PHA_lymphocytes_Ti_115.013072.0130 2 3.107 0.3914 1718.09 1716.9 1 66.66667 3 R.FTHLFWFGDLNYR.L 599 2
3302 ENSG00000159459:ENSMUSG00000027272:ENSRNOG00000037207 UBR1 gi|28372497|ref|NP_777576.1| gi|28372497|ref|NP_777576.1| ubiquitin protein ligase E3 component n-recognin 1 [Homo sapiens] 1 2 0.6 1749 200209 6 HsSD-NE_PHA_lymphocytes_PK_108.010221.01022 2 3.4252 0.3112 1358.17 1356.5 1 85 2 Q.HCIIEEIARSQ.E 1725 0 *
3303 ENSG00000100504:ENSMUSG00000021069:ENSRNOG00000006388 PYGL gi|71037379|ref|NP_002854.3| gi|71037379|ref|NP_002854.3| "glycogen phosphorylase, liver [Homo sapiens] " 1 2 2 847 97149 7.2 HsSD-NE_NT_lymphocytes_Ti_112.014214.014214.2 2 3.4711 0.1866 1996.83 1997.4 1 65.625 2 R.RWLLLCNPGLAELIAEK.I 491 2 *
3304 ENSG00000151148:ENSMUSG00000029577:NA UBE3B gi|35493959|ref|NP_569733.2| gi|35493959|ref|NP_569733.2| ubiquitin protein ligase E3B [Homo sapiens] 1 2 1.8 1068 123098 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009276.0092 2 3.4604 0.2879 2069.77 2067.1 1 52.77778 2 R.CVEVSDDQDTGDTLGSVLR.G 998 2 *
3305 ENSG00000065534:ENSMUSG00000022836:ENSRNOG00000002215 MYLK gi|116008188|ref|NP_444254.3| gi|116008188|ref|NP_444254.3|;gi|116008192|ref|NP_444253 myosin light chain kinase isoform 2 [Homo sapiens] 1 2 1.2 1845 203054 6.2 HsSD-NE_PHA_lymphocytes_PK_105.021383.021383 2 4.0196 0.3445 2597.15 2596.6 1 47.61905 2 A.TWDFDDEAFDEISDDAKDFISN.L 1608 0
3306 ENSG00000147854:ENSMUSG00000024817:ENSRNOG00000011308 UHRF2 gi|23312364|ref|NP_690856.1| gi|23312364|ref|NP_690856.1| Np95-like ring finger protein [Homo sapiens] 1 2 2.4 802 89985 8.2 HsSD-NE_PHA_lymphocytes_Ti_111.010408.010408 2 3.8743 0.3575 1992.77 1993.2 1 47.22222 2 R.VQVSEAGVHRPHVGGIHGR.S 463 2 *
3307 ENSG00000143631:NA:NA FLG gi|60097902|ref|NP_002007.1| gi|60097902|ref|NP_002007.1| filaggrin [Homo sapiens] 2 7 0.7 4061 435180 9.2 HsNaOH-NE_NT_lymphocytes_Ti_111.008872.00887 2 2.8354 0.2442 1364.27 1364.5 1 65.38461 5 R.HSGIGHGQASSAVR.D 2019 2
3307 ENSG00000143631:NA:NA FLG gi|60097902|ref|NP_002007.1| gi|60097902|ref|NP_002007.1| filaggrin [Homo sapiens] 2 7 0.7 4061 435180 9.2 HsNaOH-NE_NT_lymphocytes_Ti_111.008832.00883 2 4.1148 0.3446 1682.53 1681.8 1 73.07692 2 R.KGYSPTHREEEYGK.N 162 2 *
3308 ENSG00000196547:ENSMUSG00000038886:ENSRNOG00000012055 MAN2A2 gi|51477716|ref|NP_006113.2| gi|51477716|ref|NP_006113.2| "mannosidase, alpha, class 2A, member 2 [Homo sapiens] " 1 2 1.7 1150 130538 6.8 HsNaOH-NE_PHA_lymphocytes_Ti_114.012284.0122 3 4.0899 0.3839 2225.09 2225.5 1 45.833336 2 R.SFHPLASSLPCDFHLLNLR.T 1040 2 *
3309 ENSG00000153107:ENSMUSG00000014355:ENSRNOG00000016965 ANAPC1 gi|12056971|ref|NP_073153.1| gi|12056971|ref|NP_073153.1|;gi|169164061|ref|XP_0017139 anaphase promoting complex subunit 1 [Homo sapiens] 1 2 0.9 1944 216498 6.3 HsSD-NE_PHA_lymphocytes_PK_108.018491.01849 2 3.4531 0.297 1898.39 1898.2 2 50 2 L.RDLETLPFGIALPIRDA.I 942 0
3310 ENSG00000184863:ENSMUSG00000048271:ENSRNOG00000028372 RBM33 gi|151301053|ref|NP_444271.2| gi|151301053|ref|NP_444271.2|;gi|154448888|ref|NP_001008 RNA binding motif protein 33 isoform 2 [Homo sapiens] 2 2 3.1 1170 129986 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.015848.0158 2 3.8126 0.2197 2536.89 2536.6 4 40.909092 1 R.AADEDWDSELEDDLLGEDLLSGK.K 34 2
3310 ENSG00000184863:ENSMUSG00000048271:ENSRNOG00000028372 RBM33 gi|151301053|ref|NP_444271.2| gi|151301053|ref|NP_444271.2|;gi|154448888|ref|NP_001008 RNA binding motif protein 33 isoform 2 [Homo sapiens] 2 2 3.1 1170 129986 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.010122.0101 2 2.8431 0.2243 1515.81 1515.8 2 58.333332 1 K.FKEPAHALAFQQK.F 1140 2
3311 ENSG00000159363:ENSMUSG00000036622:ENSRNOG00000008052 ATP13A2 gi|13435129|ref|NP_071372.1| gi|13435129|ref|NP_071372.1| ATPase type 13A2 [Homo sapiens] 1 2 0.8 1180 128793 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_114.010541.0105 2 2.4429 0.1474 1021.15 1021.3 2 87.5 2 R.RLPVGPLLR.A 545 2 *
3312 ENSG00000120685:NA:NA C13orf23 gi|125656155|ref|NP_079414.3| gi|125656155|ref|NP_079414.3|;gi|125858485|ref|NP_733837 hypothetical protein LOC80209 isoform 1 [Homo sapiens] 2 2 1.7 944 95698 8.9 HsSD-NE_NT_lymphocytes_Ti_104.016193.016193.2 2 4.4264 0.0917 1738.65 1735.8 1 70 1 K.KDGEECTNEGKGIAAR.I 166 2
3312 ENSG00000120685:NA:NA C13orf23 gi|125656155|ref|NP_079414.3| gi|125656155|ref|NP_079414.3|;gi|125858485|ref|NP_733837 hypothetical protein LOC80209 isoform 1 [Homo sapiens] 2 2 1.7 944 95698 8.9 HsSD-NE_NT_lymphocytes_Ti_104.007784.007784.2 2 2.8618 0.1587 1268.27 1267.3 6 75 1 K.KDGEECTNEGK.G 166 2
3313 ENSG00000083799:ENSMUSG00000036712:ENSRNOG00000014048 CYLD gi|109637776|ref|NP_001035877.1| gi|109637776|ref|NP_001035877.1|;gi|14165258|ref|NP_0560 ubiquitin carboxyl-terminal hydrolase CYLD isoform 2 [Homo sapie 1 2 1.9 953 107044 5.6 HsSD-NE_NT_lymphocytes_Ti_110.020117.020117.2 2 3.1354 0.3213 2089.23 2087.4 1 52.941177 2 K.IFPSLELNITDLLEDTPR.Q 766 2
3314 ENSG00000163554:ENSMUSG00000026532:ENSRNOG00000003537 SPTA1 gi|115298659|ref|NP_003117.2| gi|115298659|ref|NP_003117.2| "spectrin, alpha, erythrocytic 1 [Homo sapiens] " 3 4 2.1 2419 280013 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.010900.0109 2 3.8958 0.2335 2601.99 2601.7 4 38.636364 2 R.DTEDEEAWIQETEPSATSTYLGK.D 801 2 *
3314 ENSG00000163554:ENSMUSG00000026532:ENSRNOG00000003537 SPTA1 gi|115298659|ref|NP_003117.2| gi|115298659|ref|NP_003117.2| "spectrin, alpha, erythrocytic 1 [Homo sapiens] " 3 4 2.1 2419 280013 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.014315.0143 2 2.6033 0.178 1509.73 1507.8 3 63.636364 1 K.LLDLLHLQLICR.D 789 2 *
3314 ENSG00000163554:ENSMUSG00000026532:ENSRNOG00000003537 SPTA1 gi|115298659|ref|NP_003117.2| gi|115298659|ref|NP_003117.2| "spectrin, alpha, erythrocytic 1 [Homo sapiens] " 3 4 2.1 2419 280013 5 HsNaOH-NE_PHA_lymphocytes_Ti_109.019089.0190 2 2.6185 0.1036 1821.51 1819.1 2 50 1 R.LSEVASLWEELLEATK.Q 662 2 *
3315 ENSG00000143515:ENSMUSG00000060671:ENSRNOG00000020822 ATP8B2 gi|40316837|ref|NP_065185.1| gi|40316837|ref|NP_065185.1| "ATPase, class I, type 8B, member 2 isoform a [Homo sapiens] " 1 2 2 1223 138719 6.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.011835.0118 2 2.7472 0.1241 2882.87 2881.1 2 31.25 2 R.LHHSTQELLNTTMDHLNEYAGEGLR.T 603 2 *
3316 ENSG00000197150:ENSMUSG00000028973:ENSRNOG00000008557 ABCB8 gi|156105685|ref|NP_009119.2| gi|156105685|ref|NP_009119.2| "ATP-binding cassette, sub-family B, member 8 [Homo sapiens] " 2 7 4.3 718 78081 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_109.007376.0073 2 2.6488 0.186 910.23 909.12 1 92.85714 6 R.TVLVIAHR.L 645 2
3316 ENSG00000197150:ENSMUSG00000028973:ENSRNOG00000008557 ABCB8 gi|156105685|ref|NP_009119.2| gi|156105685|ref|NP_009119.2| "ATP-binding cassette, sub-family B, member 8 [Homo sapiens] " 2 7 4.3 718 78081 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.017748.0177 2 3.8104 0.342 2536.77 2536.9 1 40.909092 1 R.GQVVGFISQEPVLFGTTIMENIR.F 531 2 *
3317 ENSG00000173889:ENSMUSG00000037652:ENSRNOG00000009491 PHC3 gi|148612879|ref|NP_079223.3| gi|148612879|ref|NP_079223.3| polyhomeotic like 3 [Homo sapiens] 1 2 2.8 995 107480 6.5 HsSD-NE_NT_lymphocytes_Ti_104.014904.014904.2 2 3.6111 0.1975 2922.47 2920.3 3 31.48148 2 R.GEDLTSEHPLLEQVELPAVASVSASVIK.S 637 2 *
3318 ENSG00000111670:ENSMUSG00000035311:ENSRNOG00000005228 GNPTAB gi|38202211|ref|NP_077288.2| gi|38202211|ref|NP_077288.2| N-acetylglucosamine-1-phosphate transferase [Homo sapiens] 1 2 1.4 1256 143621 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.016541.0165 2 4.3176 0.3969 2107.21 2104.4 1 59.375 2 R.DFYESMFPIPSQFELPR.E 1170 2 *
3319 ENSG00000157483:ENSMUSG00000032220:ENSRNOG00000011886 MYO1E gi|55956916|ref|NP_004989.2| gi|55956916|ref|NP_004989.2| myosin IE [Homo sapiens] 3 5 4 1108 127062 8.9 HsSD-NE_PHA_lymphocytes_Ti_103.008430.008430 2 2.6118 0.2048 1601.85 1599.8 4 58.333332 1 K.HQVEYLGLKENIR.V 605 2
3319 ENSG00000157483:ENSMUSG00000032220:ENSRNOG00000011886 MYO1E gi|55956916|ref|NP_004989.2| gi|55956916|ref|NP_004989.2| myosin IE [Homo sapiens] 3 5 4 1108 127062 8.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.015095.0150 2 4.4611 0.3507 1844.69 1844.1 1 62.5 1 K.DIILQSNPLLEAFGNAK.T 144 2
3319 ENSG00000157483:ENSMUSG00000032220:ENSRNOG00000011886 MYO1E gi|55956916|ref|NP_004989.2| gi|55956916|ref|NP_004989.2| myosin IE [Homo sapiens] 3 5 4 1108 127062 8.9 HsSD-NE_PHA_lymphocytes_PK_106.015316.015316 2 3.9784 0.4191 1724.69 1724.9 1 69.230774 1 L.HEQEYDSLLESVFK.T 837 1 *
3319 ENSG00000157483:ENSMUSG00000032220:ENSRNOG00000011886 MYO1E gi|55956916|ref|NP_004989.2| gi|55956916|ref|NP_004989.2| myosin IE [Homo sapiens] 3 5 4 1108 127062 8.9 HsSD-NE_NT_lymphocytes_Ti_102.016504.016504.2 2 4.1995 0.4205 1844.17 1844.1 1 50 2 K.DIILQSNPLLEAFGNAK.T 144 2
3320 ENSG00000090920:ENSMUSG00000047730:ENSRNOG00000019129 FCGBP gi|154146262|ref|NP_003881.2| gi|154146262|ref|NP_003881.2| Fc fragment of IgG binding protein [Homo sapiens] 2 2 0.7 5405 572021 5.3 HsNaOH-NE_NT_lymphocytes_PK_102.001178.0011 1 1.8563 0.1508 945.4 948.11 1 71.42857 1 P.AFRVLVEN.E 902 0 *
3320 ENSG00000090920:ENSMUSG00000047730:ENSRNOG00000019129 FCGBP gi|154146262|ref|NP_003881.2| gi|154146262|ref|NP_003881.2| Fc fragment of IgG binding protein [Homo sapiens] 2 2 0.7 5405 572021 5.3 HsSD-NE_PHA_lymphocytes_PK_106.021599.021599 2 2.6853 0.1881 2894.31 2894.3 5 27.777779 1 L.EKNAAGDLQRLLVTVAGQVVSLAQGQQV.T 4900 0
3321 ENSG00000152465:ENSMUSG00000026643:ENSRNOG00000026248 NMT2 gi|4758816|ref|NP_004799.1| gi|4758816|ref|NP_004799.1| N-myristoyltransferase 2 [Homo sapiens] 3 4 10 498 56980 7.6 HsSD-NE_PHA_lymphocytes_Ti_115.012521.012521 2 3.0986 0.1907 2443.51 2443.8 1 40 1 K.LTDFLSFYTLPSTVMHHPAHK.S 396 2 *
3321 ENSG00000152465:ENSMUSG00000026643:ENSRNOG00000026248 NMT2 gi|4758816|ref|NP_004799.1| gi|4758816|ref|NP_004799.1| N-myristoyltransferase 2 [Homo sapiens] 3 4 10 498 56980 7.6 HsSD-NE_PHA_lymphocytes_PK_104.016101.01610 2 3.1871 0.258 1921.39 1922 1 57.14286 1 L.LNENYVEDDDNMFRF.D 178 0
3321 ENSG00000152465:ENSMUSG00000026643:ENSRNOG00000026248 NMT2 gi|4758816|ref|NP_004799.1| gi|4758816|ref|NP_004799.1| N-myristoyltransferase 2 [Homo sapiens] 3 4 10 498 56980 7.6 HsSD-NE_NT_lymphocytes_Ti_103.016721.016721.2 2 4.6578 0.384 1613.39 1613.8 1 80.769226 2 K.GFDVFNALDLMENK.T 448 2
3322 ENSG00000171634:NA:NA BPTF gi|38788260|ref|NP_004450.3| gi|38788260|ref|NP_004450.3|;gi|38788274|ref|NP_872579.2| bromodomain PHD finger transcription factor isoform 2 [Homo sapi 1 6 0.6 2903 322217 6.4 HsSD-NE_PHA_lymphocytes_Ti_115.009225.009225 3 4.969 0.3123 1808.39 1808.1 1 51.47059 6 R.RKPPPPPPAPPSTSAPGR.G 75 2
3323 ENSG00000187790:ENSMUSG00000055884:ENSRNOG00000023098 FANCM gi|74959747|ref|NP_065988.1| gi|74959747|ref|NP_065988.1| "Fanconi anemia, complementation group M [Homo sapiens] " 1 4 0.8 2048 232190 6.1 HsSD-NE_PHA_lymphocytes_Ti_109.020441.020441 2 3.2988 0.1724 1864.71 1863.1 2 50 4 K.SSIFSYRDGMRQSSLK.K 660 2 *
3324 ENSG00000120586:ENSMUSG00000026712:ENSRNOG00000018251 MRC1 gi|4505245|ref|NP_002429.1| gi|4505245|ref|NP_002429.1|;gi|57546917|ref|NP_001009567 mannose receptor C type 1 precursor [Homo sapiens] 2 2 2.1 1456 166011 6.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007386.00738 2 2.1528 0.1123 1348.63 1348.5 2 75 1 R.FTHWNSDMPGR.K 586 2
3324 ENSG00000120586:ENSMUSG00000026712:ENSRNOG00000018251 MRC1 gi|4505245|ref|NP_002429.1| gi|4505245|ref|NP_002429.1|;gi|57546917|ref|NP_001009567 mannose receptor C type 1 precursor [Homo sapiens] 2 2 2.1 1456 166011 6.5 HsNaOH-NE_NT_lymphocytes_Ti_103.009250.00925 2 2.5288 0.0995 1989.91 1989.2 6 44.444447 1 R.SDPSLTNPPATIQTDGFVK.Y 1083 2
3325 ENSG00000108582:ENSMUSG00000020841:ENSRNOG00000003873 CPD gi|22202611|ref|NP_001295.2| gi|22202611|ref|NP_001295.2| carboxypeptidase D precursor [Homo sapiens] 1 2 0.9 1380 152931 6 HsNaOH-NE_PHA_lymphocytes_Ti_108.018492.0184 2 2.9629 0.3036 1522.31 1521.8 1 72.72727 2 R.ELLLNLIEYLCK.N 572 2 *
3326 ENSG00000197323:ENSMUSG00000033014:ENSRNOG00000018946 TRIM33 gi|74027249|ref|NP_056990.3| gi|74027249|ref|NP_056990.3|;gi|74027251|ref|NP_148980.2| tripartite motif-containing 33 protein isoform alpha [Homo sapiens] 1 2 2 1127 122533 6.7 HsSD-NE_NT_lymphocytes_Ti_112.011022.011022.2 2 5.1798 0.3883 2545.63 2542.8 1 54.545456 2 R.KKEDVSESVGASGQRPVFCPVHK.Q 258 2
3327 ENSG00000172716:ENSMUSG00000035208:ENSRNOG00000021412 SLFN11 gi|157388965|ref|NP_689483.3| gi|157388965|ref|NP_689483.3| schlafen family member 11 [Homo sapiens] 2 3 3.3 901 102836 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.008537.00853 1 2.8135 0.32 1241.76 1241.4 1 68.181816 2 R.ELFVHGLPGSGK.T 594 2
3327 ENSG00000172716:ENSMUSG00000035208:ENSRNOG00000021412 SLFN11 gi|157388965|ref|NP_689483.3| gi|157388965|ref|NP_689483.3| schlafen family member 11 [Homo sapiens] 2 3 3.3 901 102836 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.011735.01173 3 3.1126 0.1762 2241.89 2240.4 1 33.82353 1 R.ENFEHIQHIVIDEAQNFR.T 657 2 *
3328 ENSG00000144550:ENSMUSG00000030270:ENSRNOG00000023077 CPNE9 gi|88703066|ref|NP_705899.2| gi|88703066|ref|NP_705899.2| copine-like protein [Homo sapiens] 2 3 7.6 553 61864 5.3 HsSD-NE_PHA_lymphocytes_Ti_107.011213.011213 3 3.9275 0.1551 3598.34 3598.1 9 18.75 1 -.MSLGGASERSVPATKIEITVSCRNLLDLDTFSK.S 1 2 *
3328 ENSG00000144550:ENSMUSG00000030270:ENSRNOG00000023077 CPNE9 gi|88703066|ref|NP_705899.2| gi|88703066|ref|NP_705899.2| copine-like protein [Homo sapiens] 2 3 7.6 553 61864 5.3 HsNaOH-NE_NT_lymphocytes_Ti_105.011253.01125 2 3.0888 0.4202 1121.33 1121.3 1 87.5 2 R.DIVQFVPFR.D 489 2
3329 ENSG00000113318:ENSMUSG00000014850:ENSRNOG00000013673 MSH3 gi|68303635|ref|NP_002430.2| gi|68303635|ref|NP_002430.2| mutS homolog 3 [Homo sapiens] 1 2 1.4 1137 127440 8.1 HsSD-NE_PHA_lymphocytes_Ti_107.010589.010589 2 4.1782 0.373 1784.91 1783 1 63.333332 2 K.AVHHLATVDCIFSLAK.V 824 2 *
3330 ENSG00000171467:ENSMUSG00000015597:ENSRNOG00000018741 ZNF318 gi|120587019|ref|NP_055160.2| gi|120587019|ref|NP_055160.2| zinc finger protein 318 [Homo sapiens] 1 4 1.2 2279 251110 7.2 HsSD-NE_PHA_lymphocytes_Ti_115.010450.010450 3 3.7252 0.266 3111.71 3112.4 1 26.85185 4 R.EAHHSNTHSPEVSHPHPPSPVDPYLLTK.N 680 2 *
3331 ENSG00000126001:ENSMUSG00000038241:ENSRNOG00000019340 CEP250 gi|21735548|ref|NP_009117.2| gi|21735548|ref|NP_009117.2|;gi|80861458|ref|NP_00103059 centrosomal protein 2 isoform 1 [Homo sapiens] 2 3 1.5 2442 281134 5 HsNaOH-NE_NT_lymphocytes_Ti_105.010305.01030 2 3.1256 0.2166 1980.55 1979.2 1 50 1 K.ENLTAQVEHLQAAVVEAR.A 1351 2
3331 ENSG00000126001:ENSMUSG00000038241:ENSRNOG00000019340 CEP250 gi|21735548|ref|NP_009117.2| gi|21735548|ref|NP_009117.2|;gi|80861458|ref|NP_00103059 centrosomal protein 2 isoform 1 [Homo sapiens] 2 3 1.5 2442 281134 5 HsNaOH-NE_NT_lymphocytes_Ti_114.011697.01169 3 4.6836 0.3467 1907.24 1906.2 1 43.055553 2 K.RGPLLTALSAEAVASALHK.L 1229 2
3332 ENSG00000188994:ENSMUSG00000039967:ENSRNOG00000031031 ZNF292 gi|150170718|ref|NP_055836.1| gi|150170718|ref|NP_055836.1| zinc finger protein 292 [Homo sapiens] 1 2 0.5 2723 304815 7.4 HsSD-NE_PHA_lymphocytes_PK_106.021120.021120 2 3.4073 0.2124 1782.81 1783 1 70.83333 2 K.TQWPFDPEFWDWK.T 438 2 *
3333 ENSG00000197299:ENSMUSG00000030528:ENSRNOG00000011213 BLM gi|4557365|ref|NP_000048.1| gi|4557365|ref|NP_000048.1| Bloom syndrome protein [Homo sapiens] 2 2 1.9 1417 159000 7.5 HsSD-NE_PHA_lymphocytes_PK_111.012093.012093 2 3.0465 0.1937 1398.99 1396.6 7 63.636364 1 M.GIDKPDVRFVIH.A 952 0
3333 ENSG00000197299:ENSMUSG00000030528:ENSRNOG00000011213 BLM gi|4557365|ref|NP_000048.1| gi|4557365|ref|NP_000048.1| Bloom syndrome protein [Homo sapiens] 2 2 1.9 1417 159000 7.5 HsSD-NE_PHA_lymphocytes_PK_101.014207.014207 2 2.5496 0.2405 1726.39 1727.7 2 50 1 F.DDDDYDTDFVPPSPE.E 292 0 *
3334 ENSG00000213079:ENSMUSG00000046201:ENSRNOG00000016919 RBM16 gi|62460633|ref|NP_055707.3| gi|62460633|ref|NP_055707.3| RNA-binding motif protein 16 [Homo sapiens] 1 2 2.8 1271 140519 8.3 HsSD-NE_NT_lymphocytes_Ti_112.014276.014276.3 3 5.4243 0.45 4028.72 4026.4 1 24.264706 2 K.EIPASQLSHVSESVNNSIFHQIAEQLQQQNLEHLR.Q 282 2 *
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NP_036437.1| gi|27477041|ref|NP_036437.1| "adaptor-related protein complex 2, alpha 2 subunit [Homo sapiens 5 6 9.5 939 103960 7 HsSD-NE_PHA_lymphocytes_PK_108.011889.011889 1 2.6015 0.3307 1254.74 1255.4 1 70 2 F.LLGHDIDFGHM.E 67 0
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NP_036437.1| gi|27477041|ref|NP_036437.1| "adaptor-related protein complex 2, alpha 2 subunit [Homo sapiens 5 6 9.5 939 103960 7 HsNaOH-NE_NT_lymphocytes_Ti_110.008554.00855 2 3.0093 0.1815 1472.63 1472.6 1 72.72727 1 R.ACNQLGQFLQHR.E 329 2
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NP_036437.1| gi|27477041|ref|NP_036437.1| "adaptor-related protein complex 2, alpha 2 subunit [Homo sapiens 5 6 9.5 939 103960 7 HsSD-NE_NT_lymphocytes_Ti_106.014736.014736.2 2 2.9193 0.1345 1850.63 1849.1 7 47.058823 1 K.VGGYILGEFGNLIAGDPR.S 498 2
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NP_036437.1| gi|27477041|ref|NP_036437.1| "adaptor-related protein complex 2, alpha 2 subunit [Homo sapiens 5 6 9.5 939 103960 7 HsSD-NE_PHA_lymphocytes_PK_106.020774.020774 2 3.4868 0.2781 2393.63 2394.7 1 39.473686 1 A.STDLQDYTYYFVPAPWLSVK.L 241 1
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NP_036437.1| gi|27477041|ref|NP_036437.1| "adaptor-related protein complex 2, alpha 2 subunit [Homo sapiens 5 6 9.5 939 103960 7 HsSD-NE_NT_lymphocytes_Ti_110.017999.017999.2 2 3.1655 0.2861 2882.61 2881.3 6 29.62963 1 K.IIGFGSALLEEVDPNPANFVGAGIIHTK.T 870 2 *
3336 ENSG00000083223:ENSMUSG00000035248:ENSRNOG00000016629 ZCCHC6 gi|58331272|ref|NP_078893.2| gi|58331272|ref|NP_078893.2| "zinc finger, CCHC domain containing 6 [Homo sapiens] " 1 2 1.1 1495 171228 6.8 HsSD-NE_NT_lymphocytes_Ti_111.020946.020946.2 2 4.5164 0.1798 2136.99 2134.3 1 62.5 2 R.DQEDALNQRYPENKEKR.S 1371 2 *
3337 ENSG00000065618:ENSMUSG00000025064:ENSRNOG00000012110 COL17A1 gi|119829187|ref|NP_000485.3| gi|119829187|ref|NP_000485.3| alpha 1 type XVII collagen [Homo sapiens] 1 2 1 1497 150419 8.8 HsSD-NE_NT_lymphocytes_Ti_114.019556.019556.2 2 2.6847 0.2552 1700.79 1698.8 2 53.571426 2 R.KEFASSSTRGRSQTR.E 124 2 *
3338 ENSG00000090615:ENSMUSG00000029502:ENSRNOG00000037437 GOLGA3 gi|30089940|ref|NP_005886.2| gi|30089940|ref|NP_005886.2| "Golgi autoantigen, golgin subfamily a, 3 [Homo sapiens] " 1 2 1.1 1498 167354 5.4 HsSD-NE_NT_lymphocytes_Ti_102.014334.014334.2 2 3.4183 0.3244 1802.03 1801 1 56.25 2 R.LEGQLEALSLEASQALK.E 417 2 *
3339 ENSG00000186566:ENSMUSG00000034621:ENSRNOG00000021044 GPATCH8 gi|50962882|ref|NP_001002909.1| gi|50962882|ref|NP_001002909.1| G patch domain containing 8 [Homo sapiens] 1 2 1.1 1502 164197 8.7 HsSD-NE_NT_lymphocytes_Ti_103.018424.018424.2 2 3.8496 0.3181 1980.63 1979.2 1 59.375 2 K.DESTALQWPSELLIFTK.A 544 2 *
3340 ENSG00000173473:ENSMUSG00000032481:ENSRNOG00000020804 SMARCC1 gi|21237802|ref|NP_003065.2| gi|21237802|ref|NP_003065.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 3 4 5 1105 122721 5.8 HsSD-NE_NT_lymphocytes_Ti_110.020983.020983.2 2 2.7537 0.257 2901.75 2899.2 3 31.818182 1 R.EWTEQETLLLLEALEMYKDDWNK.V 622 2
3340 ENSG00000173473:ENSMUSG00000032481:ENSRNOG00000020804 SMARCC1 gi|21237802|ref|NP_003065.2| gi|21237802|ref|NP_003065.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 3 4 5 1105 122721 5.8 HsSD-NE_NT_lymphocytes_Ti_109.011347.011347.2 2 2.4888 0.1383 1689.61 1689.9 1 58.333332 2 K.LRHFEELETIMDR.E 911 2
3340 ENSG00000173473:ENSMUSG00000032481:ENSRNOG00000020804 SMARCC1 gi|21237802|ref|NP_003065.2| gi|21237802|ref|NP_003065.2| SWI/SNF-related matrix-associated actin-dependent regulator of ch 3 4 5 1105 122721 5.8 HsSD-NE_NT_lymphocytes_Ti_114.016602.016602.2 2 3.1138 0.3193 2079.45 2078.4 1 52.77778 1 K.TLAGLVVQLLQFQEDAFGK.H 76 2 *
3341 ENSG00000167258:ENSMUSG00000003119:ENSRNOG00000006000 CRKRS gi|157817023|ref|NP_057591.2| gi|157817023|ref|NP_057591.2|;gi|157817073|ref|NP_055898 "Cdc2-related kinase, arginine/serine-rich isoform 1 [Homo sapiens 2 6 3 1490 164154 9.4 HsSD-NE_PHA_lymphocytes_Ti_114.015494.015494 3 4.0486 0.2472 3115.97 3116.6 1 27.884615 2 R.LREEFSFIPSAALDLLDHMLTLDPSKR.C 982 2
3341 ENSG00000167258:ENSMUSG00000003119:ENSRNOG00000006000 CRKRS gi|157817023|ref|NP_057591.2| gi|157817023|ref|NP_057591.2|;gi|157817073|ref|NP_055898 "Cdc2-related kinase, arginine/serine-rich isoform 1 [Homo sapiens 2 6 3 1490 164154 9.4 HsSD-NE_NT_lymphocytes_Ti_110.015295.015295.2 2 3.6799 0.2504 2084.37 2085.5 1 53.125 4 K.VITLWYRPPELLLGEER.Y 896 2
3342 ENSG00000103194:ENSMUSG00000031826:ENSRNOG00000016509 USP10 gi|119220605|ref|NP_005144.2| gi|119220605|ref|NP_005144.2| ubiquitin specific protease 10 [Homo sapiens] 2 2 3.8 798 87134 5.3 HsSD-NE_NT_lymphocytes_Ti_111.013481.013481.2 2 3.9228 0.3403 2270.77 2271.7 1 52.63158 1 K.IAELLENVTLIHKPVSLQPR.G 396 2 *
3342 ENSG00000103194:ENSMUSG00000031826:ENSRNOG00000016509 USP10 gi|119220605|ref|NP_005144.2| gi|119220605|ref|NP_005144.2| ubiquitin specific protease 10 [Homo sapiens] 2 2 3.8 798 87134 5.3 HsNaOH-NE_PHA_lymphocytes_Ti_113.011418.0114 2 2.4356 0.0919 1129.89 1129.5 1 88.88889 1 K.LPPVLVLHLK.R 678 2 *
3343 ENSG00000183495:ENSMUSG00000029505:ENSRNOG00000037483 EP400 gi|56549696|ref|NP_056224.2| gi|56549696|ref|NP_056224.2| E1A binding protein p400 [Homo sapiens] 1 3 1 3122 339693 9.2 HsNaOH-NE_NT_lymphocytes_Ti_115.009250.00925 3 6.0126 0.4759 3179.78 3178.4 1 32.258064 3 R.AQTTAQASTPGQPPPQPQAPSHAAGQSALPQR.L 1519 2 *
3344 ENSG00000187908:ENSMUSG00000047517:ENSRNOG00000020560 DMBT1 gi|148539840|ref|NP_004397.2| gi|148539840|ref|NP_004397.2|;gi|148539842|ref|NP_015568 deleted in malignant brain tumors 1 isoform a precursor [Homo sap 1 2 1.2 1785 193970 5.4 HsSD-NE_NT_lymphocytes_Ti_102.010832.010832.2 2 4.9687 0.4993 2388.91 2388.4 1 52.499996 2 R.GSWGTVCDDSWDTSDANVVCR.Q 382 2
3345 ENSG00000107331:ENSMUSG00000026944:ENSRNOG00000014268 ABCA2 gi|45446740|ref|NP_001597.2| gi|45446740|ref|NP_001597.2|;gi|47078218|ref|NP_997698.1| "ATP-binding cassette, sub-family A, member 2 isoform a [Homo sa 1 2 0.9 2436 269945 6.8 HsNaOH-NE_NT_lymphocytes_Ti_109.007282.00728 2 4.1075 0.3992 2104.37 2104.3 1 57.14286 2 R.KDVLPGAEGPASGEGHAGNLAR.C 1341 2
3346 ENSG00000103335:ENSMUSG00000014444:ENSRNOG00000013913 FAM38A gi|169210119|ref|XP_001714650.1| gi|169210119|ref|XP_001714650.1|;gi|169210591|ref|XP_0017"PREDICTED: family with sequence similarity 38, member A [Homo 2 2 1.7 2561 290660 7.5 HsNaOH-NE_NT_lymphocytes_Ti_106.006767.00676 3 3.7323 0.2574 2830.85 2831.9 8 28 1 R.KGAAAIEAEDREEEEGEEEKEAPTGR.E 1924 2
3346 ENSG00000103335:ENSMUSG00000014444:ENSRNOG00000013913 FAM38A gi|169210119|ref|XP_001714650.1| gi|169210119|ref|XP_001714650.1|;gi|169210591|ref|XP_0017"PREDICTED: family with sequence similarity 38, member A [Homo 2 2 1.7 2561 290660 7.5 HsNaOH-NE_NT_lymphocytes_Ti_113.010746.01074 2 2.7199 0.1552 1895.61 1893.2 2 47.058823 1 R.QHQLAPLPAQAVFASGTR.Q 995 2
3347 ENSG00000152223:ENSMUSG00000039840:ENSRNOG00000022159 KIAA1632 gi|93204865|ref|NP_066015.2| gi|93204865|ref|NP_066015.2| hypothetical protein LOC57724 [Homo sapiens] 1 2 0.7 2579 292479 6.4 HsNaOH-NE_PHA_lymphocytes_Ti_103.010908.0109 2 4.1023 0.343 1876.93 1875.1 1 65.625 2 R.ESQQVALDGELLDTMPK.Q 1555 2 *
3348 ENSG00000198734:ENSMUSG00000026579:ENSRNOG00000002815 F5 gi|105990535|ref|NP_000121.2| gi|105990535|ref|NP_000121.2| coagulation factor V precursor [Homo sapiens] 1 2 0.8 2224 251701 6 HsSD-NE_NT_lymphocytes_Ti_109.014047.014047.2 2 3.0246 0.1291 2087.51 2086.3 9 41.17647 2 K.ASKPGWWLLNTEVGENQR.A 1876 2 *
3349 ENSG00000197969:ENSMUSG00000046230:ENSRNOG00000025539 VPS13A gi|15619008|ref|NP_056001.1| gi|15619008|ref|NP_056001.1|;gi|66346672|ref|NP_00101804 vacuolar protein sorting 13A isoform B [Homo sapiens] 2 2 0.7 3095 350903 6 HsSD-NE_PHA_lymphocytes_PK_109.000371.00037 2 3.0836 0.3275 1596.91 1597.9 2 57.14286 1 L.ILGLDVLGNPFGLIR.E 2860 1
3349 ENSG00000197969:ENSMUSG00000046230:ENSRNOG00000025539 VPS13A gi|15619008|ref|NP_056001.1| gi|15619008|ref|NP_056001.1|;gi|66346672|ref|NP_00101804 vacuolar protein sorting 13A isoform B [Homo sapiens] 2 2 0.7 3095 350903 6 HsSD-NE_PHA_lymphocytes_PK_105.010066.010066 1 1.8477 0.1514 934.45 934.04 1 64.28571 1 A.EHSTVITF.L 2397 0
3350 ENSG00000131503:ENSMUSG00000024483:ENSRNOG00000030247 MASK-BP3 gi|37620163|ref|NP_065741.3| gi|37620163|ref|NP_065741.3|;gi|38683807|ref|NP_115593.3| ANKHD1-EIF4EBP3 protein [Homo sapiens] 1 2 0.8 2617 277173 5.9 HsSD-NE_NT_lymphocytes_Ti_102.015246.015246.2 2 4.2225 0.3401 2184.55 2183.5 1 57.5 2 R.NVSDYTPLSLAASGGYVNIIK.I 1152 2
3351 ENSG00000118058:ENSMUSG00000002028:ENSRNOG00000015133 MLL gi|56550039|ref|NP_005924.2| gi|56550039|ref|NP_005924.2| "myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, D 1 2 0.5 3969 431768 9.1 HsSD-NE_NT_lymphocytes_Ti_112.010625.010625.2 2 5.1782 0.4659 2127.75 2128.3 1 72.22222 2 R.FHKPEEANEPPLNPHGSAR.A 3747 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.006527.006527 2 2.1845 0.1395 1769.41 1766.8 2 47.368423 1 R.FSSCGGGGGSFGAGGGFGSR.S 46 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_Ti_103.008400.008400 2 3.1294 0.2947 1182.91 1180.3 1 94.44444 4 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_Ti_102.007763.007763 2 4.9886 0.4107 2565.37 2566.7 1 50 5 R.MSGECAPNVSVSVSTSHTTISGGGSR.G 493 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_Ti_101.014606.014606 2 2.9826 0.1776 1996.93 1995.2 1 56.666668 1 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007755.00775 2 5.2151 0.3955 2568.41 2566.7 1 48 17 R.MSGECAPNVSVSVSTSHTTISGGGSR.G 493 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.012844.0128 2 3.7525 0.2607 1945.11 1943.1 1 53.125 1 K.LNDLEDALQQAKEDLAR.L 444 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.008726.0087 2 2.6086 0.1559 1036.27 1034.1 4 87.5 2 R.TLLEGEESR.M 484 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_109.008220.0082 2 4.632 0.4924 1936.17 1936.9 1 54.545456 2 H.TTISGGGSRGGGGGGYGSGGSSY.G 510 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.009477.00947 1 3.2054 0.2325 1478.64 1476.6 1 59.090908 3 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.006002.00600 2 3.1165 0.1042 1309.21 1309.4 6 83.33333 2 R.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006075.00607 1 1.8023 0.3279 1308.62 1309.4 1 66.66667 1 R.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010181.0101 1 2.6031 0.1322 1478.67 1476.6 3 59.090908 2 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007786.00778 3 4.0221 0.1121 2565.65 2566.7 1 29 1 R.MSGECAPNVSVSVSTSHTTISGGGSR.G 493 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010226.01022 2 4.3397 0.2381 1478.41 1476.6 1 90.909096 44 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_107.008126.0081 2 4.7207 0.3109 2384.37 2385.3 1 38.333332 2 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.007425.0074 2 2.8146 0.1792 1551.07 1550.8 2 70.83333 2 K.RTNAENEFVTIKK.D 277 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.017732.01773 3 6.7172 0.4909 4530.47 4530 1 29.605263 9 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 305 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.015374.01537 2 4.6162 0.465 1998.01 1995.2 1 73.333336 10 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006149.00614 3 3.2197 0.2164 1307.99 1309.4 2 63.88889 1 K.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.016359.0163 2 3.6568 0.2245 1112.21 1111.2 1 60.714287 3 F.GGGGFGGGGIGGGGF.G 105 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_104.004731.0047 1 1.9517 0.1741 983.54 982.09 7 55.555557 3 Y.GPVCPPGGIQ.E 144 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_109.008100.0081 2 5.2251 0.5143 1835.33 1835.8 1 66.66667 2 T.TISGGGSRGGGGGGYGSGGSSY.G 511 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008433.00843 2 3.9063 0.164 1527.65 1524.8 1 81.818184 2 R.LLRDYQELMNTK.L 461 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.010263.01026 2 2.1795 0.0953 1386.35 1384.5 4 63.636364 1 K.SLNNQFASFIDK.V 186 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.006446.0064 1 1.8863 0.3692 1308.56 1309.4 1 61.11111 1 K.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008992.0089 1 3.0535 0.3012 1358.59 1358.5 1 68.181816 1 K.LNDLEDALQQAK.E 444 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006438.0064 2 5.6153 0.2895 2384.63 2385.3 1 48.333332 1 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007592.00759 2 4.286 0.3293 1181.41 1180.3 1 94.44444 2 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.008937.0089 2 4.8179 0.3126 1358.31 1358.5 1 90.909096 2 K.LNDLEDALQQAK.E 444 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.006608.0066 2 2.8173 0.2299 1124.31 1126.2 1 77.77778 2 K.AEAESLYQSK.Y 367 2
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3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.018303.0183 2 4.4459 0.223 1487.11 1486.5 1 63.15789 5 F.GGGGFGGGGFGGGGIGGGGF.G 100 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.015310.0153 1 1.8661 0.1623 998.45 997.06 6 54.166668 1 F.GGGGIGGGGFGGF.G 110 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013064.01306 2 4.814 0.3141 2184.73 2185.4 1 75 2 K.NKLNDLEDALQQAKEDLAR.L 442 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.014600.0146 2 4.5361 0.4866 1994.11 1995.2 1 76.666664 7 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008484.00848 2 4.3618 0.3453 2504.09 2502.7 1 45.238094 1 K.SKAEAESLYQSKYEELQITAGR.H 365 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.008354.0083 2 3.1728 0.2235 1154.25 1153.2 2 83.33333 1 K.AQYEDIAQKS.K 356 1 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.006458.0064 2 3.0899 0.1028 1311.43 1309.4 8 77.77778 2 R.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006068.00606 2 4.2164 0.3236 1341.23 1341.5 1 81.818184 4 K.SKAEAESLYQSK.Y 365 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.009159.00915 3 4.2105 0.176 1601.24 1600.8 8 50 1 K.NKLNDLEDALQQAK.E 442 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.018767.0187 2 3.6813 0.3291 1372.11 1372.4 1 67.64706 1 F.GGGGFGGGGIGGGGFGGF.G 105 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_104.004935.0049 2 3.087 0.1639 982.99 982.09 4 88.88889 2 Y.GPVCPPGGIQ.E 144 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.010328.01032 2 5.2684 0.403 2458.23 2458.7 1 52.380955 6 K.KQISNLQQSISDAEQRGENALK.D 417 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 270 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_110.008362.0083 2 3.6492 0.1863 2074.07 2074.1 1 67.391304 1 S.HTTISGGGSRGGGGGGYGSGGSSY.G 509 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007506.00750 2 3.0656 0.0823 1144.21 1142.3 1 87.5 1 R.DYQELMNTK.L 464 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_104.015458.0154 2 3.9416 0.1673 1747.25 1747.8 1 52.272724 2 F.GGGGFGGGGFGGGGIGGGGFGGF.G 100 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_104.014705.0147 2 3.855 0.1705 1860.95 1861.9 1 43.75 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGF.G 95 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006664.00666 1 2.562 0.2193 1035.64 1034.1 2 68.75 1 R.TLLEGEESR.M 484 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_108.007137.0071 3 7.1876 0.2252 3312.59 3314.2 1 23.684212 2 R.GSYGSGGSSYGSGGGSYGSGGGGGGHGSYGSGSSSGGYR.G 550 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.007154.00715 3 4.3244 0.1829 1550.48 1550.8 1 54.166668 3 K.RTNAENEFVTIKK.D 277 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.007160.00716 2 3.8009 0.291 1549.79 1550.8 1 75 2 K.RTNAENEFVTIKK.D 277 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.007847.00784 2 5.028 0.4665 1845.13 1846 1 90 7 K.KQISNLQQSISDAEQR.G 417 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.003437.0034 2 3.1364 0.1431 1180.49 1180.3 1 94.44444 4 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.013106.01310 3 5.7187 0.3559 2183.87 2185.4 1 47.22222 4 K.NKLNDLEDALQQAKEDLAR.L 442 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.014702.0147 3 5.2298 0.2078 1998.2 1995.2 1 55 7 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.012357.01235 2 4.6378 0.4288 1941.75 1943.1 1 71.875 2 K.LNDLEDALQQAKEDLAR.L 444 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_106.010503.01050 2 3.8596 0.3779 2330.13 2330.5 1 47.5 4 K.QISNLQQSISDAEQRGENALK.D 418 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_108.007863.00786 3 6.6022 0.1959 3313.31 3314.2 1 24.342104 11 R.GSYGSGGSSYGSGGGSYGSGGGGGGHGSYGSGSSSGGYR.G 550 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_110.009788.0097 2 3.6914 0.2574 1267.25 1266.4 1 90 8 R.TNAENEFVTIK.K 278 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.008976.0089 2 4.1796 0.5161 1768.25 1766.8 1 55.263157 11 R.FSSCGGGGGSFGAGGGFGSR.S 46 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.016971.0169 2 2.964 0.2645 1521.97 1520.7 1 66.66667 2 K.LDNLQQEIDFLTA.L 305 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_109.005858.00585 2 2.7422 0.1283 1202.69 1202.4 4 77.77778 5 R.LRSEIDNVKK.Q 408 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_115.011576.0115 2 3.5156 0.3186 1394.37 1394.6 1 81.818184 4 R.TNAENEFVTIKK.D 278 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006388.00638 1 2.0711 0.3021 999.2 1000.1 2 68.75 1 K.DVDGAYMTK.V 290 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_106.008482.0084 1 2.6171 0.2531 1035.68 1034.1 1 62.5 1 R.TLLEGEESR.M 484 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.018152.0181 2 3.0348 0.305 2081.81 2083.2 1 36.95652 1 F.GGGGFGGGGYGGGYGPVCPPGGIQ.E 130 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006350.00635 2 3.8245 0.288 1127.17 1126.2 1 83.33333 2 K.AEAESLYQSK.Y 367 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.007608.00760 3 3.0469 0.167 1845.59 1846 5 35 1 K.KQISNLQQSISDAEQR.G 417 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.006264.00626 1 2.2018 0.0826 1065.51 1066.2 8 68.75 1 K.AQYEDIAQK.S 356 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_111.013031.01303 2 3.1811 0.2449 2154.35 2151.4 2 46.875 1 R.THNLEPYFESFINNLRR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.008552.00855 2 4.8155 0.3524 1358.35 1358.5 1 90.909096 1 K.LNDLEDALQQAK.E 444 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.006177.00617 2 6.0933 0.2909 2383.77 2385.3 1 50 4 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_111.010545.0105 2 3.2541 0.2206 1666.31 1666.7 2 52.77778 1 S.TSHTTISGGGSRGGGGGGY.G 507 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.010040.0100 2 4.3716 0.2397 1477.67 1476.6 1 90.909096 10 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007712.0077 1 2.8953 0.1679 1180.66 1180.3 2 72.22222 2 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007814.00781 2 3.0502 0.3294 1266.41 1266.4 1 85 1 R.TNAENEFVTIK.K 278 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_107.008175.00817 2 5.3595 0.5295 1766.35 1766.8 1 71.05263 56 R.FSSCGGGGGSFGAGGGFGSR.S 46 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.014979.01497 3 5.879 0.3547 1993.13 1995.2 1 56.666668 9 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_105.007666.00766 2 3.387 0.1553 1477.71 1476.7 1 81.818184 1 R.FLEQQNQVLQTK.W 200 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.007708.0077 1 2.9725 0.2351 1142.41 1142.3 1 75 4 R.DYQELMNTK.L 464 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_104.007647.0076 2 4.0618 0.142 1474.95 1476.7 1 90.909096 1 R.FLEQQNQVLQTK.W 200 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_103.018200.0182 2 2.7475 0.3869 1316.09 1316.4 1 65.38461 1 Y.GGGYGPVCPPGGIQ.E 140 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_Ti_110.011771.01177 2 3.726 0.2974 1642.67 1639.9 1 73.07692 3 K.SLNNQFASFIDKVR.F 186 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_105.007598.0075 1 2.5188 0.1837 954.6 954.02 1 78.57143 2 Q.YEDIAQKS.K 358 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_113.012203.0122 2 4.2067 0.2803 1358.31 1358.5 1 86.36364 8 K.LNDLEDALQQAK.E 444 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007816.0078 2 4.5554 0.3846 2566.35 2566.7 1 54.000004 3 R.MSGECAPNVSVSVSTSHTTISGGGSR.G 493 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_PK_109.007904.0079 2 4.6813 0.454 1734.29 1734.7 1 60.000004 2 T.ISGGGSRGGGGGGYGSGGSSY.G 512 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.006330.0063 2 3.8728 0.2819 1344.27 1341.5 5 72.72727 2 K.SKAEAESLYQSK.Y 365 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007836.0078 2 3.3954 0.2714 1844.73 1846 3 60.000004 1 K.KQISNLQQSISDAEQR.G 417 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008516.008516.1 1 2.6953 0.1699 1179.67 1180.3 9 66.66667 3 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008594.008594.2 2 3.3657 0.2956 1178.23 1180.3 1 94.44444 5 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_105.015701.015701.1 1 2.6195 0.3142 1308.68 1309.4 1 72.22222 2 K.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_103.010996.010996.2 2 4.7831 0.2039 1478.75 1476.6 1 90.909096 12 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_103.011167.011167.1 1 2.965 0.1125 1385.53 1384.5 2 63.636364 1 K.SLNNQFASFIDK.V 186 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_108.014947.014947.3 3 5.4541 0.3386 1995.02 1995.2 1 51.666664 8 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_104.007384.007384.2 2 3.5275 0.3146 1340.53 1341.5 1 77.27273 2 K.SKAEAESLYQSK.Y 365 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_104.008858.008858.2 2 6.0076 0.5219 1767.53 1766.8 1 68.42105 52 R.FSSCGGGGGSFGAGGGFGSR.S 46 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_104.009270.009270.2 2 3.5912 0.363 1660.83 1658.8 1 62.5 2 R.SGGGFSSGSAGIINYQR.R 13 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_103.010948.010948.1 1 3.5958 0.1162 1477.9 1476.6 1 72.72727 7 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2574.257 2 4.2753 0.1647 1476.36 1476.6 1 86.36364 2 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4966.496 2 5.4857 0.3894 2351.27 2350.6 1 57.5 11 R.SLDLDSIIAEVKAQYEDIAQK.S 344 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_112.017887.017887.3 3 5.1818 0.4101 4532.39 4530 1 25.657896 1 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 305 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_PK_105.008048.008048. 2 3.2255 0.2843 1182.31 1180.3 1 94.44444 2 K.YEELQITAGR.H 377 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2572.257 1 2.4238 0.2661 1476.45 1476.6 1 59.090908 2 K.WELLQQVDTSTR.T 212 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4059.405 3 5.2412 0.3141 1994.58 1995.2 1 46.666668 3 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1954.195 2 3.4392 0.2837 1394.34 1394.6 1 77.27273 1 R.TNAENEFVTIKK.D 278 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_106.013504.013504.2 2 3.1193 0.2446 1995.43 1995.2 1 53.333336 3 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3169.31 2 2.6757 0.101 2151.45 2151.4 3 43.75 1 R.THNLEPYFESFINNLRR.G 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1468.146 2 3.5553 0.3265 1751.87 1752.8 1 52.380955 2 R.GSGGGSSGGSIGGRGSSSGGVK.S 603 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1446.144 2 3.2562 0.2621 1332.29 1332.5 1 75 2 R.RVDQLKSDQSR.L 241 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_104.017826.017826 3 4.0259 0.1607 3188.78 3189.3 1 20.238096 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGFGGFGSGGGGFGGGGFGGG.G 95 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3154.315 2 3.1455 0.2697 1640.13 1639.9 1 61.538464 6 K.SLNNQFASFIDKVR.F 186 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_111.002867.0028 3 6.2712 0.4758 4531.58 4530 1 27.631578 4 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 305 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3258.325 3 6.3418 0.1116 2933.46 2934.3 1 41.304348 9 R.FLEQQNQVLQTKWELLQQVDTSTR.T 200 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3475.347 2 4.8232 0.4873 1994.59 1995.2 1 66.66667 14 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_103.018086.018086 3 4.7796 0.1853 2456.51 2457.5 1 32.258064 1 F.GGGYGGGGFGGGGFGGGGFGGGGIGGGGFGGF.G 91 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_104.002430.002430 2 3.5494 0.1647 1863.83 1861.9 1 37.5 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGF.G 95 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2922.29 2 3.9096 0.3708 1639.43 1639.9 1 69.230774 2 K.SLNNQFASFIDKVR.F 186 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_104.003099.003099 2 4.2685 0.1901 1748.23 1747.8 1 56.81818 9 F.GGGGFGGGGFGGGGIGGGGFGGF.G 100 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_103.019714.019714 2 5.3893 0.192 2125.91 2123.2 1 55.555557 2 Y.GGGGFGGGGFGGGGFGGGGIGGGGFGGF.G 95 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2924.29 3 3.4485 0.187 2153.45 2151.4 3 34.375 1 R.THNLEPYFESFINNLRR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1665.16 2 5.5775 0.3646 2386.76 2385.3 1 38.333332 2 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_103.015214.015214 1 3.1965 0.1616 1372.55 1372.4 1 52.941177 3 F.GGGGFGGGGIGGGGFGGF.G 105 0
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3798.37 3 4.7647 0.2806 1994.43 1995.2 1 46.666668 2 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4994.499 3 5.7389 0.303 2350.98 2350.6 1 48.75 2 R.SLDLDSIIAEVKAQYEDIAQK.S 344 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2086.208 2 5.0154 0.4495 1766.93 1766.8 1 57.894737 4 R.FSSCGGGGGSFGAGGGFGSR.S 46 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.4511.45 2 4.6301 0.3545 2350.62 2350.6 1 50 2 R.SLDLDSIIAEVKAQYEDIAQK.S 344 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_105.011574.011574 1 2.5548 0.2155 1402.76 1401.5 2 54.545456 1 K.NKLNDLEDALQQ.A 442 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_111.014316.014316.2 2 3.1028 0.2306 2149.25 2151.4 1 50 2 R.THNLEPYFESFINNLRR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_103.017190.017190 3 3.6308 0.369 2546 2544.6 6 25 1 R.GSGFGGGYGGGGFGGGGFGGGGFGGGGIGGGGF.G 87 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_104.017340.017340 2 2.7198 0.165 2544.89 2544.6 1 28.125 1 G.GSGFGGGYGGGGFGGGGFGGGGFGGGGIGGGGF.G 87 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3768.37 2 4.1853 0.4067 1994.6 1995.2 1 63.333332 5 R.THNLEPYFESFINNLR.R 224 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1762.176 2 5.9193 0.2164 2385.66 2385.3 1 43.333332 3 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_102.013974.013974 2 5.25 0.5116 2603.05 2602.7 1 45 8 F.GSGGGGFGGGGFGGGGYGGGYGPVCPPGGIQ.E 123 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_102.002622.002622 2 3.3632 0.28 1634.53 1633.8 1 69.230774 1 K.LDNLQQEIDFLTAL.Y 305 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_103.014099.014099 3 4.42 0.4508 2600.96 2602.7 1 30.833334 2 F.GSGGGGFGGGGFGGGGYGGGYGPVCPPGGIQ.E 123 0 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_105.012948.012948 1 2.2159 0.2558 1384.71 1384.5 1 70 1 R.THNLEPYFESF.I 224 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1775.177 2 3.212 0.1904 1309.71 1309.4 4 77.77778 2 R.NKYEDEINKR.T 268 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_102.008470.008470.1 1 2.5117 0.2647 1141.44 1142.3 1 75 1 R.DYQELMNTK.L 464 2
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_102.006976.006976.1 1 2.5911 0.1495 1065.49 1066.2 8 68.75 1 K.AQYEDIAQK.S 356 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1839.183 3 5.5526 0.254 3313.65 3314.2 1 23.026316 1 R.GSYGSGGSSYGSGGGSYGSGGGGGGHGSYGSGSSSGGYR.G 550 2 *
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_PHA_lymphocytes_PK_102.015536.015536 2 3.2157 0.2255 1828.03 1827.9 3 40.909092 1 G.GSGFGGGYGGGGFGGGGFGGGGF.G 87 1
3352 gi|119395750|ref|NP_006112.3| gi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 85 591 73.3 644 66039 8.1 HsSD-NE_NT_lymphocytes_Ti_102.007065.007065.2 2 5.9059 0.3032 2384.45 2385.3 1 45 1 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 519 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_PHA_lymphocytes_Ti_101.015255.015255 3 5.2231 0.4221 4095.95 4094.6 1 21.511627 1 R.FGGFGGPGGVGGLGGPGGFGPGGYPGGIHEVSVNQSLLQPLNVK.V 123 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_PHA_lymphocytes_PK_113.013511.01351 2 3.4331 0.2789 2264.51 2264.5 1 38.46154 1 F.GGPGGVGGLGGPGGFGPGGYPGGIHEV.S 127 0
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_110.016521.01652 3 4.8658 0.3369 2006.18 2004.3 1 40.625 4 R.PINLEPIFQGYIDSLKR.Y 222 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011967.0119 2 2.7254 0.1868 1267.15 1264.5 1 75 4 K.LALDVEIATYR.K 471 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_104.007617.00761 2 4.5524 0.3533 1330.37 1330.4 1 86.36364 2 K.NVQDAIADAEQR.G 419 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_104.007736.00773 2 3.7079 0.2318 1194.41 1194.3 1 94.44444 4 K.YEELQVTVGR.H 375 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.010917.0109 2 4.3607 0.1527 2402.13 2400.4 1 48.27586 4 R.GGGFGGGSSFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_104.012932.01293 2 4.5586 0.2045 1460.95 1461.7 1 81.818184 9 K.VDLLNQEIEFLK.V 303 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007840.0078 2 2.6675 0.1099 1195.01 1194.3 1 88.88889 1 K.YEELQVTVGR.H 375 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_104.008894.00889 2 4.9771 0.2221 1371.93 1372.5 1 90.909096 2 K.LNDLEEALQQAK.E 442 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_101.011559.01155 2 3.8032 0.0898 1747.27 1746.8 1 67.85714 1 K.QCKNVQDAIADAEQR.G 416 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_109.011032.01103 1 2.7181 0.2717 1266.46 1264.5 8 65 1 K.LALDVEIATYR.K 471 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013620.0136 1 3.1 0.2574 1331.65 1330.5 1 72.72727 1 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_105.007666.00766 2 3.387 0.1553 1477.71 1476.7 1 81.818184 1 R.FLEQQNQVLQTK.W 198 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008360.0083 2 2.9163 0.2076 1139.87 1140.3 1 87.5 1 R.DYQELMNVK.L 462 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_105.005646.00564 2 2.6383 0.2346 1744.45 1742.7 1 36.363636 1 R.GGSGGGGSISGGGYGSGGGSGGR.Y 550 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_109.010521.01052 2 6.0781 0.1921 2399.45 2400.4 1 58.62069 15 R.GGGFGGGSSFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_PK_111.010677.0106 2 4.825 0.4003 2120.57 2121.1 1 44 2 S.GGGYGSGGGSGGRYGSGGGSKGGSIS.G 560 0
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_105.009246.00924 2 2.4351 0.1565 2257.79 2257.4 3 41.666664 1 R.TSQNSELNNMQDLVEDYKK.K 248 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_105.006592.00659 2 3.4531 0.4199 1256.21 1255.3 2 65.38461 3 R.GFSSGSAVVSGGSR.R 21 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007647.0076 2 4.0618 0.142 1474.95 1476.7 1 90.909096 1 R.FLEQQNQVLQTK.W 198 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_111.015164.01516 3 6.2275 0.4748 3303.11 3304.8 1 40.74074 4 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 210 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_PK_106.008673.0086 1 2.4224 0.1974 1042.48 1042.2 7 68.75 1 L.NVKVDPEIQ.N 164 0
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013706.0137 2 3.1343 0.294 1842.41 1840 1 50 3 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_109.010653.01065 3 5.6735 0.0804 2398.37 2400.4 1 49.13793 2 R.GGGFGGGSSFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_115.013878.01387 3 4.2212 0.369 3459.5 3461 1 28.57143 2 K.WELLQQMNVGTRPINLEPIFQGYIDSLKR.Y 210 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_107.006075.00607 2 4.7019 0.2627 1391.91 1392.5 1 86.36364 5 R.SKEEAEALYHSK.Y 363 2
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3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_104.013228.01322 2 4.4266 0.3356 1329.89 1330.5 1 90.909096 11 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 268 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_108.013911.01391 1 3.4517 0.2767 1331.67 1330.5 1 72.72727 7 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_111.009699.00969 2 5.1697 0.4944 1323.63 1321.4 1 90 8 R.HGGGGGGFGGGGFGSR.S 46 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_106.012993.01299 3 4.053 0.1868 3052.61 3050.4 1 26.923079 1 K.VLYDAEISQIHQSVTDTNVILSMDNSR.N 315 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_109.001676.00167 2 5.0836 0.5392 1840.49 1840 1 50 16 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010436.0104 3 3.8693 0.3085 2310.77 2308.5 9 33.75 2 K.NVQDAIADAEQRGEHALKDAR.N 419 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007821.0078 2 4.1211 0.3189 1330.21 1330.4 1 86.36364 2 K.NVQDAIADAEQR.G 419 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009500.00950 2 5.0412 0.2744 1614.45 1614.8 1 84.61539 6 R.NKLNDLEEALQQAK.E 440 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009536.00953 3 5.2634 0.1993 1615.07 1614.8 7 50 2 R.NKLNDLEEALQQAK.E 440 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_Ti_108.003288.00328 2 3.3045 0.2771 1264.63 1264.5 1 80 4 K.LALDVEIATYR.K 471 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_PK_110.009500.0095 2 3.0208 0.1782 1332.37 1330.4 1 77.27273 1 K.NVQDAIADAEQR.G 419 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_104.012202.012202.2 2 2.2729 0.1835 1841.23 1840 1 42.857143 1 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_113.014613.0146 3 6.1056 0.4537 3304.94 3304.8 1 31.48148 3 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 210 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_115.014696.014696.3 3 4.5343 0.4247 3459.11 3461 1 30.357143 2 K.WELLQQMNVGTRPINLEPIFQGYIDSLKR.Y 210 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2647.264 2 6.0554 0.0901 2400.6 2400.4 1 53.448277 3 R.GGGFGGGSSFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_103.009126.009126.2 2 3.1505 0.2258 1194.63 1194.3 1 94.44444 5 K.YEELQVTVGR.H 375 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_102.014894.014894.2 2 4.6778 0.344 1329.99 1330.5 1 90.909096 5 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_112.015472.015472.3 3 5.3132 0.4455 3307.37 3304.8 1 32.407406 1 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 210 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1639.16 2 2.5623 0.1222 1742.1 1741.7 8 44.736843 1 R.GSSSGGGYSSGSSSYGSGGR.Q 525 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_PK_105.014038.014038. 2 3.402 0.1718 1461.63 1461.7 1 77.27273 2 K.VDLLNQEIEFLK.V 303 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5283.528 2 5.1165 0.3959 2419.75 2419.7 1 55 4 R.NLDLDSIIAEVKAQYEEIAQR.S 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_108.011765.011765.2 2 2.5212 0.2056 2400.01 2400.4 1 36.206894 1 R.GGGFGGGSSFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3590.359 2 4.6051 0.2758 1330.71 1330.5 1 86.36364 2 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_102.014909.014909.1 1 3.2985 0.2391 1332.01 1330.5 4 63.636364 5 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1660.166 2 3.757 0.4558 2258.66 2258.2 1 40.74074 1 R.QSGSRGGSGGGGSISGGGYGSGGGSGGR.Y 545 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_PK_109.010571.010571. 2 2.8999 0.2325 1840.71 1840 1 50 2 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_107.014859.014859.2 2 3.1094 0.1281 1264.31 1264.5 1 70 8 K.LALDVEIATYR.K 471 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1611.161 2 4.9879 0.5482 1742.14 1742.7 1 52.272724 2 R.GGSGGGGSISGGGYGSGGGSGGR.Y 550 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_PHA_lymphocytes_PK_106.017157.017157 2 3.0244 0.1838 1547.83 1548.8 6 62.5 1 Q.SKVDLLNQEIEFL.K 301 0
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_105.015615.015615.1 1 2.4158 0.0856 1195.76 1195.3 1 75 1 K.KYEDEINKR.T 267 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2178.217 2 3.5523 0.1166 1083.43 1083.3 1 93.75 2 K.FASFIDKVR.F 189 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009886.0098 2 4.5814 0.4493 1323.37 1321.4 1 80 4 R.HGGGGGGFGGGGFGSR.S 46 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3587.358 1 2.9658 0.1959 1329.85 1330.5 5 59.090908 2 R.NLDLDSIIAEVK.A 342 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009880.0098 1 2.0764 0.4346 1320.72 1321.4 1 50 1 R.HGGGGGGFGGGGFGSR.S 46 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsSD-NE_NT_lymphocytes_Ti_102.006480.006480.2 2 4.3278 0.4518 1742.25 1742.7 1 52.272724 2 R.GGSGGGGSISGGGYGSGGGSGGR.Y 550 2
3353 gi|47132620|ref|NP_000414.2| gi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 38 202 64.6 639 65433 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3508.350 2 4.3439 0.2088 1461.31 1461.7 1 81.818184 2 K.VDLLNQEIEFLK.V 303 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.006608.006608 2 2.9874 0.285 1067.69 1068.3 5 87.5 3 K.ESTLHLVLR.L 64 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_Ti_101.007515.007515 1 2.0407 0.1211 1068.79 1068.3 2 62.5 3 K.ESTLHLVLR.L 64 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_PK_110.010313.010313 2 3.1577 0.2997 1069.65 1068.3 2 87.5 2 K.ESTLHLVLR.L 64 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_Ti_108.008816.008816 2 2.0528 0.2099 1347.21 1347.6 4 63.636364 1 R.LIFAGKQLEDGR.T 43 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_Ti_112.009010.009010 2 3.4195 0.1998 1525.69 1524.7 1 70.83333 6 K.IQDKEGIPPDQQR.L 30 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007994.00799 2 2.971 0.2903 1068.57 1068.3 1 93.75 2 K.ESTLHLVLR.L 64 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_PK_106.008865.0088 2 3.4841 0.2683 1362.47 1360.5 3 72.72727 4 L.EVEPSDTIENVK.A 16 1
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.008235.0082 2 3.3234 0.2412 1068.45 1068.3 2 93.75 5 K.ESTLHLVLR.L 64 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010064.0100 2 4.5675 0.2302 1791.63 1789 1 66.66667 9 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.004907.0049 2 2.7769 0.1977 1523.01 1524.7 1 66.66667 2 K.IQDKEGIPPDQQR.L 30 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_PK_113.012386.0123 2 4.4864 0.2411 1789.15 1789 1 80 8 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008996.00899 2 4.8623 0.2345 1790.61 1789 1 80 2 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_NT_lymphocytes_Ti_109.011427.011427.3 3 3.8224 0.3448 2133.8 2131.4 1 42.647057 1 R.TLSDYNIQKESTLHLVLR.L 55 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_PK_105.011562.011562 2 4.6527 0.225 1790.49 1789 1 70 2 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.2122.212 2 3.8602 0.3318 1347.36 1347.6 1 81.818184 2 R.LIFAGKQLEDGR.T 43 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2427.242 2 3.86 0.2973 1788.8 1789 1 63.333332 1 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_PHA_lymphocytes_PK_105.010168.010168 2 3.7048 0.1995 1802.63 1801 1 63.333332 1 L.EVEPSDTIENVKAKIQ.D 16 0
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1298.129 2 3.3893 0.2227 1524.64 1524.7 1 83.33333 2 K.IQDKEGIPPDQQR.L 30 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1263.12 2 3.2525 0.3194 1524.48 1524.7 9 62.5 2 K.IQDKEGIPPDQQR.L 30 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_NT_lymphocytes_Ti_102.011366.011366.2 2 4.1762 0.2308 1789.97 1789 1 63.333332 2 K.TITLEVEPSDTIENVK.A 12 2
3354 Contaminant_UBIQUITIN08 Contaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi no description 8 64 80.3 76 8565 7.2 HsSD-NE_NT_lymphocytes_Ti_105.015300.015300.2 2 4.0811 0.2628 1526.03 1524.7 1 83.33333 4 K.IQDKEGIPPDQQR.L 30 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.010740.010740 2 2.6616 0.1016 2084.69 2084.2 1 50 1 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.018202.018202 3 4.4092 0.2577 2749.28 2748.1 1 34.090908 2 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.017643.017643 2 3.7418 0.4184 3053.11 3054.4 1 44.230766 2 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.019706.019706 2 6.0006 0.4969 2746.99 2748.1 1 59.090908 14 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_PK_109.001959.001959 2 4.2874 0.3962 2747.35 2748.1 1 45.454548 2 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_107.020129.020129 2 3.0944 0.2223 2099.55 2097.4 1 50 2 K.ADLEMQIESLTEELAYLK.K 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_111.015952.015952 3 3.8217 0.1132 4119.29 4120.5 1 20 3 K.QSLEASLAETEGRYCVQLSQIQAQISALEEQLQQIR.A 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_109.019154.019154 3 3.3414 0.1547 3057.38 3054.4 5 25 1 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.012117.012117 2 3.5343 0.3646 1999.69 1998.2 1 62.5 2 K.ELTTEIDNNIEQISSYK.S 346 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.015623.015623 2 5.2592 0.3331 2369.45 2368.7 1 57.5 8 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.006153.006153 2 3.1821 0.1171 1236.41 1235.4 1 88.88889 2 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.004317.0043 2 2.9354 0.3323 1118.17 1119.1 6 77.77778 2 K.HGNSHQGEPR.D 185 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.008958.0089 2 3.5547 0.2072 1382.61 1382.5 2 72.72727 4 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.005166.00516 2 3.4536 0.2764 1431.61 1429.6 1 80 11 K.KNHEEEMKDLR.N 285 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.008534.0085 2 2.9704 0.1569 995.99 994.09 1 92.85714 2 K.YENEVALR.Q 238 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007820.00782 2 3.7755 0.241 1435.71 1435.6 1 85 6 K.IRLENEIQTYR.S 440 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.008480.0084 2 3.4446 0.2298 1121.69 1122.2 1 87.5 1 K.YENEVALRQ.S 238 1
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.017648.01764 2 5.2875 0.3378 3055.59 3054.4 1 44.230766 4 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.007212.00721 2 3.126 0.2079 1237.67 1235.4 1 94.44444 1 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_106.007755.0077 1 1.8671 0.1625 1098.54 1099.2 1 68.75 1 S.LAETEGRYC.V 393 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_104.014666.0146 2 4.051 0.1971 1865.05 1862.9 1 43.47826 1 F.GGGGFGGGGFGGGFGGGFGGDGGL.L 118 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 152 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.008429.0084 2 2.7706 0.2965 1265.53 1263.3 8 61.538464 1 R.SLLEGEGSSGGGGR.G 451 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.014585.0145 2 5.239 0.3102 2371.05 2368.7 1 57.5 14 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.019394.0193 2 5.3616 0.3839 2099.85 2097.4 1 73.52941 5 K.ADLEMQIESLTEELAYLK.K 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_114.014417.01441 3 3.188 0.0858 4121.3 4120.5 3 17.142859 1 K.QSLEASLAETEGRYCVQLSQIQAQISALEEQLQQIR.A 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_105.008841.0088 1 2.423 0.2413 1243.54 1244.3 7 61.11111 1 L.EEQLQQIRAE.T 415 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.008092.0080 2 6.6131 0.4186 2310.11 2309.2 1 46.551723 2 F.GGGYGGGSSGGGSSGGGYGGGHGGSSGGGY.G 470 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_110.010394.0103 2 3.191 0.1771 1033.25 1032.2 1 87.5 2 R.VLDELTLTK.A 258 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008434.0084 2 3.0808 0.207 1434.63 1435.6 1 75 2 K.IRLENEIQTYR.S 440 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.014756.01475 2 6.5803 0.4753 2874.93 2874.2 1 53.846157 10 R.NVSTGDVNVEMNAAPGVDLTQLLNNMR.S 296 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006771.00677 2 3.0807 0.1761 994.13 994.09 2 92.85714 2 K.YENEVALR.Q 238 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.006735.00673 1 2.1368 0.1869 993.67 994.09 8 71.42857 1 K.YENEVALR.Q 238 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.009050.0090 2 2.6468 0.3095 1707.85 1708.8 3 44.444447 1 K.GSLGGGFSSGGFSGGSFSR.G 41 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.009998.0099 2 6.1662 0.3314 2345.43 2344.4 1 50 3 R.GSSGGGCFGGSSGGYGGLGGFGGGSFR.G 60 2 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.014210.01421 3 7.5725 0.2062 2371.25 2368.7 2 46.25 11 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.018364.0183 2 3.406 0.3604 3054.79 3054.4 3 34.615387 1 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.006062.00606 2 2.802 0.2445 1300.97 1301.4 4 77.77778 2 K.NHEEEMKDLR.N 286 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_110.010064.0100 2 3.1874 0.1656 1556.15 1553.7 1 75 1 T.EIDNNIEQISSYK.S 350 1
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007202.00720 2 3.7685 0.3302 1382.43 1382.5 1 77.27273 2 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_114.011799.0117 2 3.6174 0.332 1825.35 1824.9 1 55.263157 5 Y.RSLLEGEGSSGGGGRGGGSF.G 450 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.014240.01424 2 6.4103 0.3445 2370.67 2368.7 1 62.5 94 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.006506.0065 2 3.3993 0.2099 1430.17 1429.6 1 80 5 K.KNHEEEMKDLR.N 285 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.007514.0075 2 3.3089 0.245 1235.31 1235.4 3 88.88889 5 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.012652.0126 2 5.5125 0.304 2085.25 2084.2 1 62.5 2 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.011658.0116 2 3.5914 0.2475 1852.39 1852 1 60.714287 3 Q.YEQLAEQNRKDAEAW.F 325 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.011644.0116 2 3.4692 0.3686 1381.85 1380.4 1 71.42857 2 L.GGFGGGSFRGSYGSS.S 78 0 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.018440.01844 3 6.1767 0.2953 3055.34 3054.4 2 31.730768 5 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.008648.0086 2 3.1406 0.1883 1109.69 1110.2 1 81.25 1 K.DAEAWFNEK.S 335 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.010310.0103 2 4.5149 0.3005 2083.67 2084.2 1 68.75 2 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.010784.01078 2 5.8406 0.4823 2213.29 2213.4 1 75 12 K.SKELTTEIDNNIEQISSYK.S 344 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.019274.01927 3 6.2709 0.3525 2749.52 2748.1 1 43.18182 4 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.019634.01963 2 5.2039 0.4275 2099.09 2097.4 1 76.47059 35 K.ADLEMQIESLTEELAYLK.K 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.015182.01518 2 6.8185 0.396 2750.95 2748.1 1 61.363636 28 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.015848.0158 2 6.7407 0.4263 2875.77 2874.2 1 50 7 R.NVSTGDVNVEMNAAPGVDLTQLLNNMR.S 296 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009710.00971 2 6.2963 0.3937 2342.67 2344.4 1 61.538464 12 R.GSSGGGCFGGSSGGYGGLGGFGGGSFR.G 60 2 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007331.00733 1 2.4743 0.1318 1237.09 1235.4 1 66.66667 3 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009422.00942 2 5.7773 0.3637 2082.59 2084.2 1 71.875 8 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.001737.00173 2 4.7927 0.237 1800.23 1798.1 1 73.333336 81 R.NVQALEIELQSQLALK.Q 371 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.017288.01728 3 3.2442 0.2382 2225.21 2225.6 7 31.944445 1 K.ADLEMQIESLTEELAYLKK.N 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.019095.0190 2 3.9378 0.2027 1800.85 1798.1 3 53.333336 26 R.NVQALEIELQSQLALK.Q 371 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009261.00926 2 5.1707 0.4097 2000.13 1998.2 1 68.75 12 K.ELTTEIDNNIEQISSYK.S 346 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008072.00807 2 4.3471 0.4155 1391.53 1391.5 1 87.5 3 K.QSLEASLAETEGR.Y 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.009477.00947 3 3.6544 0.1762 2086.7 2084.2 2 39.0625 1 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.009878.00987 3 4.5339 0.3465 2343.83 2344.4 1 29.807693 2 R.GSSGGGCFGGSSGGYGGLGGFGGGSFR.G 60 2 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.004455.00445 1 2.2258 0.2075 1118.76 1119.1 1 72.22222 2 K.HGNSHQGEPR.D 185 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006927.0069 2 2.4343 0.171 1369.01 1366.4 3 70 1 R.SQYEQLAEQNR.K 323 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_111.004496.00449 2 3.3591 0.446 1119.37 1119.1 1 94.44444 3 K.HGNSHQGEPR.D 185 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_PK_109.008607.0086 1 2.0983 0.2746 896.43 896.98 1 55.555557 1 S.SSKGSLGGGF.S 38 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.008841.00884 2 5.6377 0.5245 1708.27 1708.8 1 69.44444 5 K.GSLGGGFSSGGFSGGSFSR.G 41 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_107.4727.47 2 5.1256 0.4314 2747.19 2748.1 1 52.272724 1 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 157 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2003.200 2 3.0541 0.2015 1235.25 1235.4 1 83.33333 2 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_107.015672.015672.2 2 5.6696 0.3816 2367.85 2368.7 1 60.000004 69 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_108.020283.020283.3 3 3.2891 0.2474 4118.75 4120.5 3 16.428572 6 K.QSLEASLAETEGRYCVQLSQIQAQISALEEQLQQIR.A 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1998.199 1 2.4792 0.2014 1234.63 1235.4 3 61.11111 2 R.LKYENEVALR.Q 236 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_PK_106.014712.014712 2 3.2978 0.1681 2604.67 2603.8 5 35.714287 1 W.FNEKSKELTTEIDNNIEQISSY.K 340 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2574.257 2 4.8207 0.2755 2343.38 2344.4 1 44.230766 4 R.GSSGGGCFGGSSGGYGGLGGFGGGSFR.G 60 2 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5126.512 2 6.5748 0.4126 2747.93 2748.1 1 59.090908 15 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.5146.514 3 5.6258 0.257 2748.37 2748.1 1 38.636364 7 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_107.018864.018864.2 2 4.9054 0.3775 3054.25 3054.4 1 42.307693 8 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_103.010325.010325.2 2 5.142 0.4503 1710.83 1708.8 1 66.66667 9 K.GSLGGGFSSGGFSGGSFSR.G 41 2
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3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_108.015789.015789.3 3 5.8386 0.3258 2369.69 2368.7 3 42.5 3 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 157 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_103.011238.011238.2 2 3.9031 0.2606 2086.79 2084.2 1 56.25 2 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3768.376 2 4.604 0.2839 2368.88 2368.7 1 57.5 6 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_109.020659.020659.2 2 6.5671 0.3882 2748.71 2748.1 1 59.090908 44 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_103.016820.016820.3 3 4.1096 0.3489 2873.39 2874.2 1 28.846153 1 R.NVSTGDVNVEMNAAPGVDLTQLLNNMR.S 296 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_107.018881.018881.3 3 6.1176 0.2781 3053.9 3054.4 1 35.576923 4 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_103.007140.007140.2 2 4.0066 0.3775 1550.77 1550.6 1 55.263157 1 R.SGGGGGGGGCGGGGGVSSLR.I 16 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2392.239 2 4.0345 0.4133 1709.94 1708.8 1 47.22222 1 K.GSLGGGFSSGGFSGGSFSR.G 41 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_104.2299.22 2 3.7865 0.346 1382.21 1382.5 1 72.72727 1 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_PK_103.015663.015663 2 2.9118 0.208 1494.05 1493.5 1 52.77778 1 F.GGGSFGGGGFGGGGFGGGF.G 113 0
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.019418.0194 2 6.8016 0.3894 2750.99 2748.1 1 61.363636 16 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2100.210 2 4.5716 0.245 1435.06 1435.6 1 85 4 K.IRLENEIQTYR.S 440 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_103.016830.016830.2 2 5.9826 0.5285 2872.83 2874.2 1 48.076923 36 R.NVSTGDVNVEMNAAPGVDLTQLLNNMR.S 296 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2140.214 2 3.7687 0.3491 1391.06 1391.5 1 79.16667 1 K.QSLEASLAETEGR.Y 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008972.008972.2 2 3.7944 0.3835 1390.83 1391.5 1 87.5 2 K.QSLEASLAETEGR.Y 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2000.200 2 3.9558 0.3214 1382.29 1382.5 1 77.27273 3 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4775.477 2 5.0564 0.4377 3053.08 3054.4 1 40.384613 2 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.012568.012568.2 2 5.6813 0.3769 2000.75 1998.2 1 75 2 K.ELTTEIDNNIEQISSYK.S 346 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_101.007649.007649.2 2 2.424 0.1255 1364.89 1366.4 9 60.000004 1 R.SQYEQLAEQNR.K 323 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2003.200 1 3.0301 0.2317 1381.46 1382.5 2 59.090908 1 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_110.014578.0145 3 6.3134 0.2942 2369.69 2368.7 2 43.75 7 K.NQILNLTTDNANILLQIDNAR.L 208 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_110.020944.020944.3 3 6.4408 0.2984 2750.69 2748.1 1 44.31818 4 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_110.018227.018227.3 3 3.0454 0.2291 2225.6 2225.6 9 33.333336 1 K.ADLEMQIESLTEELAYLKK.N 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1876.187 2 3.6718 0.3401 1262.52 1263.3 1 73.07692 1 R.SLLEGEGSSGGGGR.G 451 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.2590.259 2 5.0704 0.3121 2083.93 2084.2 1 68.75 3 R.AETECQNTEYQQLLDIK.I 423 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008085.008085.1 1 3.1511 0.1148 1381.63 1382.5 1 68.181816 1 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1655.165 2 4.3029 0.4468 1550.3 1550.6 1 57.894737 1 R.SGGGGGGGGCGGGGGVSSLR.I 16 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.007521.007521.1 1 1.8169 0.1565 993.29 994.09 1 71.42857 1 K.YENEVALR.Q 238 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015703.015703.1 1 3.2586 0.2327 1301.63 1301.4 1 77.77778 2 K.NHEEEMKDLR.N 286 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_107.003315.003315.2 2 4.7007 0.3121 1799.21 1798.1 1 60.000004 63 R.NVQALEIELQSQLALK.Q 371 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_111.015560.015560.2 2 4.3731 0.3818 2228.13 2225.6 1 47.22222 5 K.ADLEMQIESLTEELAYLKK.N 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.009448.009448.2 2 2.714 0.1036 1112.05 1110.2 2 81.25 1 K.DAEAWFNEK.S 335 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_107.002624.002624.2 2 3.8849 0.3438 2100.19 2097.4 1 58.823532 15 K.ADLEMQIESLTEELAYLK.K 267 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_105.016057.016057.2 2 3.1164 0.3141 2213.37 2213.4 1 44.444447 1 K.SKELTTEIDNNIEQISSYK.S 344 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_115.014547.0145 3 6.4112 0.447 2749.43 2748.1 1 42.045452 5 R.YCVQLSQIQAQISALEEQLQQIR.A 400 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008096.008096.2 2 3.6699 0.1494 1385.45 1382.5 1 81.818184 1 R.ALEESNYELEGK.I 166 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_105.015718.015718.2 2 3.1027 0.1923 1494.49 1494.6 9 63.636364 2 R.SQYEQLAEQNRK.D 323 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_PHA_lymphocytes_PK_104.015015.015015 2 3.3744 0.3305 1997.49 1998.2 2 46.875 2 K.ELTTEIDNNIEQISSYK.S 346 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsSD-NE_NT_lymphocytes_Ti_104.011276.011276.2 2 5.8943 0.4155 2343.01 2344.4 1 55.76923 11 R.GSSGGGCFGGSSGGYGGLGGFGGGSFR.G 60 2 *
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_113.014718.0147 3 3.2033 0.1674 4120.64 4120.5 1 17.857143 4 K.QSLEASLAETEGRYCVQLSQIQAQISALEEQLQQIR.A 387 2
3355 gi|40354192|ref|NP_000412.2| gi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 54 901 70.5 584 58827 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.4774.477 3 5.0974 0.0968 3054.84 3054.4 2 29.807693 5 K.TIDDLKNQILNLTTDNANILLQIDNAR.L 202 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.010959.010959 2 5.9194 0.3806 1840.91 1839.1 1 86.666664 47 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_108.009580.009580 2 4.0134 0.2927 2153.93 2154.4 1 55.88235 1 A.ALEKSLEDTKNRYCGQLQ.M 393 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.011303.011303 2 3.0319 0.1353 1966.25 1967.2 5 46.875 1 R.HGVQELEIELQSQLSKK.A 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.012074.012074 3 4.1008 0.1679 1838.3 1839.1 3 45 1 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_104.013062.013062 2 4.986 0.3405 2094.69 2096.3 1 68.75 21 R.QEIECQNQEYSLLLSIK.M 428 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_102.019287.019287 2 3.9622 0.2985 2741.77 2739 1 45.454548 5 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_103.009161.009161 3 5.2367 0.268 2897.93 2897.1 1 37.5 4 K.NHKEEMSQLTGQNSGDVNVEINVAPGK.D 291 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_108.011280.011280 2 2.7138 0.1845 2709.09 2706.8 4 25.80645 2 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.003912.003912 3 8.2261 0.4793 3225.86 3225.1 1 25.641027 3 R.GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK.S 580 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_108.009106.009106 2 2.8183 0.2895 1911.53 1913.1 2 50 1 A.ALEKSLEDTKNRYCGQ.L 393 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_Ti_101.011052.011052 2 3.9325 0.3479 2510.51 2511.6 1 50 2 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011870.01187 2 6.5368 0.3705 1841.79 1839.1 1 86.666664 97 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.012026.0120 2 4.2224 0.3898 1563.11 1562.6 1 80.769226 2 Y.HNLLEGGQEDFESS.G 455 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.001677.00167 3 4.537 0.1905 2895.92 2897.1 1 33.653847 3 K.NHKEEMSQLTGQNSGDVNVEINVAPGK.D 291 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011966.01196 2 5.6432 0.2498 2097.39 2096.3 1 75 70 R.QEIECQNQEYSLLLSIK.M 428 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.006220.0062 2 3.4732 0.3084 1236.25 1233.3 1 60.000004 2 R.SGGGGGGGLGSGGSIR.S 14 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.015669.0156 2 4.1887 0.4225 2904.77 2904.2 1 41.666664 3 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010304.01030 3 3.2403 0.2421 1854.77 1853.1 1 44.642857 1 K.TLNDMRQEYEQLIAK.N 322 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007982.00798 2 2.9211 0.2358 1308.49 1308.5 1 77.77778 4 R.IKFEMEQNLR.Q 241 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.010256.01025 2 5.4992 0.5439 2707.39 2706.8 1 43.548386 31 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009658.0096 2 3.2506 0.1109 2519.51 2517.7 2 36.95652 1 K.EEMSQLTGQNSGDVNVEINVAPGK.D 294 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_112.010982.0109 2 4.9541 0.3463 1475.65 1476.5 1 70.588234 3 L.SRSGGGGGGGLGSGGSIR.S 12 1 *
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.009764.00976 3 4.243 0.2219 2511.41 2511.6 1 32.954548 2 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_107.011318.0113 2 6.4918 0.3469 1841.09 1839.1 1 83.33333 36 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.005998.00599 2 3.8616 0.285 1234.61 1233.3 2 66.66667 1 R.SGGGGGGGLGSGGSIR.S 14 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.013466.01346 3 5.7994 0.4038 3267.14 3266.4 1 31.25 8 K.DIENQYETQITQIEHEVSSSGQEVQSSAK.E 340 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.011374.01137 3 4.9729 0.2647 1838.15 1839.1 4 46.666668 8 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.008018.00801 2 2.8856 0.2198 1061.15 1061.2 2 93.75 1 K.TLLDIDNTR.M 225 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.006620.00662 3 8.2604 0.5316 3224.9 3225.1 1 28.846153 2 R.GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK.S 580 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_115.013023.0130 2 3.4019 0.2547 1286.83 1287.5 2 85 3 T.IDDLKDQIVDL.T 208 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.010452.0104 2 5.2823 0.5612 2706.39 2706.8 1 41.935482 6 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.011110.0111 3 5.3326 0.2058 1838.87 1839.1 3 51.666664 2 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_110.016702.01670 2 3.718 0.2358 2906.23 2904.2 1 37.5 2 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_106.012150.0121 2 4.5623 0.2834 2098.57 2096.3 1 62.5 14 R.QEIECQNQEYSLLLSIK.M 428 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_105.015740.0157 3 5.7955 0.4572 2902.91 2904.2 1 38.541664 5 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.013602.01360 2 4.802 0.4385 2299.21 2300.6 1 69.44444 2 K.SDLEMQYETLQEELMALKK.N 272 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_115.012068.0120 1 2.9207 0.4368 1562.76 1562.6 1 61.538464 2 Y.HNLLEGGQEDFESS.G 455 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.019443.01944 3 3.8482 0.2659 2740.49 2739 6 26.136362 1 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.015666.01566 3 5.1685 0.5424 2901.53 2904.2 1 41.666664 4 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_114.013385.0133 2 3.6814 0.2138 1388.61 1388.6 3 77.27273 3 N.TIDDLKDQIVDL.T 207 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.015902.01590 2 5.3865 0.4107 2170.93 2172.5 1 73.52941 5 K.SDLEMQYETLQEELMALK.K 272 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_113.013970.0139 2 3.6491 0.3354 1665.13 1665.8 1 69.230774 5 Y.YNTIDDLKDQIVDL.T 205 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.009539.0095 2 4.7489 0.3475 2511.87 2511.6 1 56.81818 4 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_108.008510.0085 2 2.7046 0.1825 1472.25 1471.5 9 59.090908 1 K.SLEDTKNRYCGQ.L 397 1
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.006455.0064 2 2.5852 0.0857 1068.33 1066.2 5 81.25 1 K.STMQELNSR.L 155 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.008292.00829 1 3.0063 0.2075 1309.94 1308.5 3 72.22222 2 R.IKFEMEQNLR.Q 241 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.009219.00921 2 4.2355 0.3039 2512.05 2511.6 1 52.272724 5 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.009171.0091 2 2.8551 0.1698 1391.59 1391.5 1 75 1 Q.ITDVRQEIECQ.N 423 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_112.014864.01486 2 6.0831 0.4442 2741.79 2739 1 54.545456 12 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.010094.01009 2 5.3611 0.4471 2378.41 2378.6 1 60.000004 2 R.LASYLDKVQALEEANNDLENK.I 164 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.008501.0085 1 2.9631 0.2338 1308.75 1308.5 2 66.66667 1 R.IKFEMEQNLR.Q 241 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011327.01132 2 4.1557 0.2319 2537.97 2536.7 1 60.000004 2 K.VQALEEANNDLENKIQDWYDK.K 171 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.008720.00872 2 2.8812 0.3787 2896.77 2897.1 2 36.53846 1 K.NHKEEMSQLTGQNSGDVNVEINVAPGK.D 291 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_108.019280.0192 3 5.6179 0.4297 2739.8 2739 1 43.18182 6 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4818.481 3 4.1874 0.3317 3946.07 3946.3 1 24.242424 3 K.NYSPYYNTIDDLKDQIVDLTVGNNKTLLDIDNTR.M 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2456.245 2 4.8116 0.2418 2511.2 2511.6 1 54.545456 2 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_101.009074.009074.2 2 4.9482 0.3158 1587.67 1587.7 1 84.61539 4 K.VQALEEANNDLENK.I 171 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.4228.422 2 2.8162 0.2247 2904.76 2904.2 1 37.5 1 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_114.014679.0146 2 4.8627 0.3896 2741.09 2739 1 50 3 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_107.004190.004190.3 3 4.7117 0.2234 2897.45 2897.1 1 29.807693 2 K.NHKEEMSQLTGQNSGDVNVEINVAPGK.D 291 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1610.161 1 2.3795 0.237 1235.53 1236.2 1 58.333332 1 R.FSSSSGYGGGSSR.V 47 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_109.012111.012111.2 2 5.0773 0.3737 1966.47 1967.2 1 59.375 2 R.HGVQELEIELQSQLSKK.A 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2182.218 2 4.5392 0.3656 2092.38 2093.1 1 48 2 R.GSRGGSGGSYGGGGSGGGYGGGSGSR.G 488 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1603.160 2 3.1985 0.3293 1238.63 1236.2 1 58.333332 1 R.FSSSSGYGGGSSR.V 47 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_107.011724.011724.2 2 6.6857 0.3773 1841.15 1839.1 1 86.666664 131 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_104.011648.011648.2 2 5.5462 0.5163 2709.49 2706.8 1 37.096775 44 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2647.264 2 5.3256 0.5317 2706.73 2706.8 1 33.870968 4 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_105.016985.016985 2 4.5445 0.3287 2278.33 2279.5 1 44.736843 3 Y.YNTIDDLKDQIVDLTVGNNK.T 205 1
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_104.016709.016709.2 2 5.1605 0.3966 2171.21 2172.5 1 67.64706 3 K.SDLEMQYETLQEELMALK.K 272 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2942.294 2 6.0912 0.3581 1840.09 1839.1 1 83.33333 10 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_105.013413.013413 2 3.6031 0.3207 2024.69 2025.1 1 63.333332 2 T.DVRQEIECQNQEYSLL.L 425 0
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_108.017023.017023.3 3 5.7032 0.4428 2903.6 2904.2 1 34.375 9 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_109.020355.020355.2 2 5.9859 0.4034 2737.69 2739 1 54.545456 13 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.3056.30 2 2.7919 0.3036 1838.99 1839.1 1 46.666668 1 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1502.150 2 5.1275 0.3327 1792.52 1792.7 1 36.363636 2 R.GGSGGSYGGGGSGGGYGGGSGSR.G 491 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_106.008471.00847 3 7.9111 0.593 3224.6 3225.1 1 28.20513 1 R.GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK.S 580 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1698.169 1 2.507 0.2184 1232.48 1233.3 3 50 1 R.SGGGGGGGLGSGGSIR.S 14 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_PHA_lymphocytes_PK_105.018554.018554 2 3.9749 0.3767 2289.57 2290.5 1 50 2 K.NYSPYYNTIDDLKDQIVDL.T 200 1
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.2405.24 2 4.0038 0.4279 2706.93 2706.8 1 35.48387 2 R.GGGGSFGYSYGGGSGGGFSASSLGGGFGGGSR.G 64 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_108.012439.012439.3 3 5.0681 0.1568 1840.37 1839.1 6 46.666668 2 R.HGVQELEIELQSQLSK.K 375 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_104.010676.010676.2 2 4.5089 0.4801 2510.05 2511.6 1 54.545456 2 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_110.015604.015604.3 3 5.7052 0.4258 4120.94 4121.6 1 27.857143 2 R.LASYLDKVQALEEANNDLENKIQDWYDKKGPAAIQK.N 164 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_104.010766.010766.3 3 5.6003 0.2553 2512.19 2511.6 1 40.909092 2 K.EIETYHNLLEGGQEDFESSGAGK.I 450 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.1670.167 2 4.2767 0.4298 1232.65 1233.3 1 76.666664 2 R.SGGGGGGGLGSGGSIR.S 14 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_102.006288.006288.2 2 3.8588 0.2442 1792.21 1792.7 1 45.454548 2 R.GGSGGSYGGGGSGGGYGGGSGSR.G 491 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_104.012656.012656.2 2 4.4409 0.3426 2095.69 2096.3 1 65.625 20 R.QEIECQNQEYSLLLSIK.M 428 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1647.16 2 5.6455 0.3511 1791.83 1792.7 1 47.727272 3 R.GGSGGSYGGGGSGGGYGGGSGSR.G 491 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_112.015560.015560.3 3 4.5896 0.3549 2741.99 2739 1 38.636364 1 R.YCGQLQMIQEQISNLEAQITDVR.Q 405 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_108.004364.004364.3 3 3.5137 0.1979 3353.57 3354.7 3 24.166666 1 K.NHKEEMSQLTGQNSGDVNVEINVAPGKDLTK.T 291 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.4000.400 3 5.1231 0.269 3993.31 3993.2 1 23.529411 5 K.DIENQYETQITQIEHEVSSSGQEVQSSAKEVTQLR.H 340 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3515.351 3 5.3031 0.4477 3265.24 3266.4 1 27.67857 3 K.DIENQYETQITQIEHEVSSSGQEVQSSAK.E 340 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_106.015945.015945.2 2 4.4749 0.4954 2902.75 2904.2 1 45.833336 22 K.NYSPYYNTIDDLKDQIVDLTVGNNK.T 200 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1854.185 3 6.1522 0.5187 3224.24 3225.1 1 27.564102 1 R.GGSGGSHGGGSGFGGESGGSYGGGEEASGSGGGYGGGSGK.S 580 2
3356 gi|55956899|ref|NP_000217.2| gi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 50 775 66.5 623 62064 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008996.008996.2 2 2.8025 0.1789 1062.31 1061.2 2 93.75 2 K.TLLDIDNTR.M 225 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_PHA_lymphocytes_PK_113.013511.01351 2 3.4331 0.2789 2264.51 2264.5 1 38.46154 1 F.GGPGGVGGLGGPGGFGPGGYPGGIHEV.S 133 0
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_PHA_lymphocytes_Ti_101.015255.015255 3 5.2231 0.4221 4095.95 4094.6 1 21.511627 1 R.FGGFGGPGGVGGLGGPGGFGPGGYPGGIHEVSVNQSLLQPLNVK.V 129 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_108.013911.01391 1 3.4517 0.2767 1331.67 1330.5 1 72.72727 7 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007840.0078 2 2.6675 0.1099 1195.01 1194.3 1 88.88889 1 K.YEELQVTVGR.H 381 2
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3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_PK_111.010677.0106 2 4.825 0.4003 2120.57 2121.1 1 44 2 S.GGGYGSGGGSGGRYGSGGGSKGGSIS.G 566 0
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_109.011032.01103 1 2.7181 0.2717 1266.46 1264.5 8 65 1 K.LALDVEIATYR.K 477 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011967.0119 2 2.7254 0.1868 1267.15 1264.5 1 75 4 K.LALDVEIATYR.K 477 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_104.008894.00889 2 4.9771 0.2221 1371.93 1372.5 1 90.909096 2 K.LNDLEEALQQAK.E 448 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_105.006592.00659 2 3.4531 0.4199 1256.21 1255.3 2 65.38461 3 R.GFSSGSAVVSGGSR.R 21 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_110.011769.01176 2 3.7676 0.4777 2832.61 2832.9 1 42.857143 2 R.GGGFGGGSGFGGGSGFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.007821.0078 2 4.1211 0.3189 1330.21 1330.4 1 86.36364 2 K.NVQDAIADAEQR.G 425 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 274 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_115.013878.01387 3 4.2212 0.369 3459.5 3461 1 28.57143 2 K.WELLQQMNVGTRPINLEPIFQGYIDSLKR.Y 216 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_109.001676.00167 2 5.0836 0.5392 1840.49 1840 1 50 16 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.007647.0076 2 4.0618 0.142 1474.95 1476.7 1 90.909096 1 R.FLEQQNQVLQTK.W 204 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_108.003288.00328 2 3.3045 0.2771 1264.63 1264.5 1 80 4 K.LALDVEIATYR.K 477 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_103.008360.0083 2 2.9163 0.2076 1139.87 1140.3 1 87.5 1 R.DYQELMNVK.L 468 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_110.016521.01652 3 4.8658 0.3369 2006.18 2004.3 1 40.625 4 R.PINLEPIFQGYIDSLKR.Y 228 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_PK_106.008673.0086 1 2.4224 0.1974 1042.48 1042.2 7 68.75 1 L.NVKVDPEIQ.N 170 0
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_111.015164.01516 3 6.2275 0.4748 3303.11 3304.8 1 40.74074 4 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 216 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009536.00953 3 5.2634 0.1993 1615.07 1614.8 7 50 2 R.NKLNDLEEALQQAK.E 446 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_105.007666.00766 2 3.387 0.1553 1477.71 1476.7 1 81.818184 1 R.FLEQQNQVLQTK.W 204 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_107.006075.00607 2 4.7019 0.2627 1391.91 1392.5 1 86.36364 5 R.SKEEAEALYHSK.Y 369 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_111.009699.00969 2 5.1697 0.4944 1323.63 1321.4 1 90 8 R.HGGGGGGFGGGGFGSR.S 46 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_104.013228.01322 2 4.4266 0.3356 1329.89 1330.5 1 90.909096 11 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.013706.0137 2 3.1343 0.294 1842.41 1840 1 50 3 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_104.007736.00773 2 3.7079 0.2318 1194.41 1194.3 1 94.44444 4 K.YEELQVTVGR.H 381 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_PK_110.009500.0095 2 3.0208 0.1782 1332.37 1330.4 1 77.27273 1 K.NVQDAIADAEQR.G 425 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.010436.0104 3 3.8693 0.3085 2310.77 2308.5 9 33.75 2 K.NVQDAIADAEQRGEHALKDAR.N 425 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_104.012932.01293 2 4.5586 0.2045 1460.95 1461.7 1 81.818184 9 K.VDLLNQEIEFLK.V 309 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_106.012993.01299 3 4.053 0.1868 3052.61 3050.4 1 26.923079 1 K.VLYDAEISQIHQSVTDTNVILSMDNSR.N 321 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_106.009500.00950 2 5.0412 0.2744 1614.45 1614.8 1 84.61539 6 R.NKLNDLEEALQQAK.E 446 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_104.007617.00761 2 4.5524 0.3533 1330.37 1330.4 1 86.36364 2 K.NVQDAIADAEQR.G 425 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013620.0136 1 3.1 0.2574 1331.65 1330.5 1 72.72727 1 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_101.011559.01155 2 3.8032 0.0898 1747.27 1746.8 1 67.85714 1 K.QCKNVQDAIADAEQR.G 422 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_109.011868.0118 2 3.9406 0.2218 2832.87 2832.9 1 32.857143 1 R.GGGFGGGSGFGGGSGFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_105.005646.00564 2 2.6383 0.2346 1744.45 1742.7 1 36.363636 1 R.GGSGGGGSISGGGYGSGGGSGGR.Y 556 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_Ti_105.009246.00924 2 2.4351 0.1565 2257.79 2257.4 3 41.666664 1 R.TSQNSELNNMQDLVEDYKK.K 254 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3508.350 2 4.3439 0.2088 1461.31 1461.7 1 81.818184 2 K.VDLLNQEIEFLK.V 309 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_PK_109.010571.010571. 2 2.8999 0.2325 1840.71 1840 1 50 2 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_102.006480.006480.2 2 4.3278 0.4518 1742.25 1742.7 1 52.272724 2 R.GGSGGGGSISGGGYGSGGGSGGR.Y 556 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_107.014859.014859.2 2 3.1094 0.1281 1264.31 1264.5 1 70 8 K.LALDVEIATYR.K 477 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5283.528 2 5.1165 0.3959 2419.75 2419.7 1 55 4 R.NLDLDSIIAEVKAQYEEIAQR.S 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_105.015615.015615.1 1 2.4158 0.0856 1195.76 1195.3 1 75 1 K.KYEDEINKR.T 273 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1660.166 2 3.757 0.4558 2258.66 2258.2 1 40.74074 1 R.QSGSRGGSGGGGSISGGGYGSGGGSGGR.Y 551 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1611.161 2 4.9879 0.5482 1742.14 1742.7 1 52.272724 2 R.GGSGGGGSISGGGYGSGGGSGGR.Y 556 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_104.012202.012202.2 2 2.2729 0.1835 1841.23 1840 1 42.857143 1 K.SISISVAGGGGGFGAAGGFGGR.G 71 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3587.358 1 2.9658 0.1959 1329.85 1330.5 5 59.090908 2 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_115.014696.014696.3 3 4.5343 0.4247 3459.11 3461 1 30.357143 2 K.WELLQQMNVGTRPINLEPIFQGYIDSLKR.Y 216 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_113.014613.0146 3 6.1056 0.4537 3304.94 3304.8 1 31.48148 3 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 216 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_PHA_lymphocytes_PK_106.017157.017157 2 3.0244 0.1838 1547.83 1548.8 6 62.5 1 Q.SKVDLLNQEIEFL.K 307 0
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3039.303 2 4.7725 0.4379 2833.5 2832.9 1 34.285717 3 R.GGGFGGGSGFGGGSGFGGGSGFSGGGFGGGGFGGGR.F 93 2 *
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3590.359 2 4.6051 0.2758 1330.71 1330.5 1 86.36364 2 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_PK_105.014038.014038. 2 3.402 0.1718 1461.63 1461.7 1 77.27273 2 K.VDLLNQEIEFLK.V 309 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_102.014909.014909.1 1 3.2985 0.2391 1332.01 1330.5 4 63.636364 5 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_102.014894.014894.2 2 4.6778 0.344 1329.99 1330.5 1 90.909096 5 R.NLDLDSIIAEVK.A 348 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_103.009126.009126.2 2 3.1505 0.2258 1194.63 1194.3 1 94.44444 5 K.YEELQVTVGR.H 381 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsSD-NE_NT_lymphocytes_Ti_112.015472.015472.3 3 5.3132 0.4455 3307.37 3304.8 1 32.407406 1 K.WELLQQMNVGTRPINLEPIFQGYIDSLK.R 216 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009886.0098 2 4.5814 0.4493 1323.37 1321.4 1 80 4 R.HGGGGGGFGGGGFGSR.S 46 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_Ti_111.009880.0098 1 2.0764 0.4346 1320.72 1321.4 1 50 1 R.HGGGGGGFGGGGFGSR.S 46 2
3357 Contaminant_KERATIN22 Contaminant_KERATIN22 no description 36 181 63.6 645 65865 8 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.1639.16 2 2.5623 0.1222 1742.1 1741.7 8 44.736843 1 R.GSSSGGGYSSGSSSYGSGGR.Q 531 2
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsSD-NE_PHA_lymphocytes_Ti_107.007766.007766 3 3.5128 0.2857 2075.99 2077.3 6 33.333336 1 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_110.007274.00727 2 4.7306 0.4502 1922.51 1921.1 1 64.70589 8 R.DQNFAGATAIHHPNVAEK.R 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_102.016803.01680 3 4.3665 0.1714 2607.2 2605.8 1 33 2 R.LSDWLDAAGTGAQFIDGLDSTGTPPV.- 244 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_102.016874.01687 2 6.911 0.4271 2608.03 2605.8 1 56 2 R.LSDWLDAAGTGAQFIDGLDSTGTPPV.- 244 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006680.00668 2 4.8434 0.4613 1870.53 1871 1 69.44444 3 R.VLGQLHGGPSSCSATGADR.S 205 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009660.00966 3 5.1007 0.3769 2076.71 2077.3 1 44.444447 4 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_PK_114.011434.0114 2 4.8513 0.4875 1905.47 1906.1 1 63.88889 4 S.GGVTEPGSSGSPIYSPEKR.V 186 1 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_PK_115.011444.0114 2 4.6696 0.3553 1992.65 1993.1 1 57.894737 3 A.SGGVTEPGSSGSPIYSPEKR.V 185 1 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.007389.0073 2 4.9962 0.3705 1921.35 1921.1 1 64.70589 4 R.DQNFAGATAIHHPNVAEK.R 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_104.006959.0069 2 6.3229 0.3538 2261.67 2262.4 1 60.416668 4 R.APGSSSSGANGDGSLAQSQTGAVVR.A 82 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_112.009502.00950 2 3.8608 0.4131 2074.89 2077.3 1 63.88889 5 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.009284.00928 2 5.3972 0.4306 2026.61 2027.2 1 55.263157 6 K.RVLGQLHGGPSSCSATGADR.S 204 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_107.019856.01985 3 7.527 0.56 3315.05 3315.6 1 33.62069 10 R.ATNAASDFTLLELNTAANPAYNLFWAGWDR.R 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_111.009704.00970 2 5.5223 0.4489 2076.79 2077.3 1 63.88889 1 R.DQNFAGATAIHHPNVAEKR.I 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_PK_112.011601.0116 2 4.4831 0.4593 1749.21 1749.9 1 64.70589 4 S.GGVTEPGSSGSPIYSPEK.R 186 1 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_105.006772.00677 2 6.423 0.42 2260.79 2262.4 1 62.5 6 R.APGSSSSGANGDGSLAQSQTGAVVR.A 82 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_PK_110.009080.0090 2 4.6546 0.4629 1836.29 1837 1 63.88889 9 A.SGGVTEPGSSGSPIYSPEK.R 185 1 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_Ti_114.014328.01432 3 4.8845 0.1663 3474.71 3471.8 1 25.833332 1 R.ATNAASDFTLLELNTAANPAYNLFWAGWDRR.D 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_107.019811.0198 3 7.5903 0.4617 3317.69 3315.6 1 33.62069 2 R.ATNAASDFTLLELNTAANPAYNLFWAGWDR.R 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_112.2279.227 2 4.3462 0.4175 2076.69 2077.3 1 52.77778 2 R.DQNFAGATAIHHPNVAEKR.I 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2689.26 2 3.9642 0.3916 2076.51 2077.3 1 47.22222 1 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.1928.192 2 3.5847 0.1257 2261.98 2262.4 2 39.583336 3 R.APGSSSSGANGDGSLAQSQTGAVVR.A 82 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2598.25 2 4.3153 0.441 2076.93 2077.3 1 50 2 R.DQNFAGATAIHHPNVAEKR.I 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.2581.25 2 3.6602 0.3093 1870.09 1871 1 47.22222 1 R.VLGQLHGGPSSCSATGADR.S 205 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2693.26 3 4.3391 0.2617 2076.52 2077.3 1 36.11111 1 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsSD-NE_NT_lymphocytes_Ti_102.007739.007739.2 2 5.7996 0.342 2261.43 2262.4 1 60.416668 2 R.APGSSSSGANGDGSLAQSQTGAVVR.A 82 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.4618.46 3 4.5032 0.3262 3471.26 3471.8 1 28.333334 7 R.ATNAASDFTLLELNTAANPAYNLFWAGWDRR.D 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsSD-NE_NT_lymphocytes_Ti_107.020543.020543.3 3 5.5874 0.388 3316.49 3315.6 1 35.344826 2 R.ATNAASDFTLLELNTAANPAYNLFWAGWDR.R 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1875.18 2 4.4805 0.3405 1428.07 1428.5 1 88.46153 2 R.VFTSWTGGGTSATR.L 230 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2106.210 2 4.8056 0.375 1427.72 1428.5 1 84.61539 3 R.VFTSWTGGGTSATR.L 230 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2002.20 2 4.8218 0.4188 1921.29 1921.1 1 55.88235 2 R.DQNFAGATAIHHPNVAEK.R 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009861.0098 2 3.3037 0.2618 2077.47 2077.3 1 47.22222 1 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009844.0098 3 5.2289 0.371 2079.5 2077.3 1 50 1 R.RDQNFAGATAIHHPNVAEK.R 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_114.009596.0095 3 4.5775 0.3298 2233.88 2233.5 1 43.421055 2 R.RDQNFAGATAIHHPNVAEKR.I 137 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_113.009614.0096 3 4.2565 0.1405 2029.52 2027.2 1 36.842106 2 K.RVLGQLHGGPSSCSATGADR.S 204 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2364.236 2 3.4892 0.317 1870.4 1871 1 47.22222 1 R.VLGQLHGGPSSCSATGADR.S 205 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2400.240 2 3.9733 0.3737 1923.57 1921.1 1 47.058823 1 R.DQNFAGATAIHHPNVAEK.R 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2424.242 2 3.2496 0.2856 2611.53 2612.7 2 29.166666 2 R.VLGQLHGGPSSCSATGADRSDYYGR.V 205 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2425.242 3 3.2976 0.2714 2612.28 2612.7 3 28.125 1 R.VLGQLHGGPSSCSATGADRSDYYGR.V 205 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.3414.341 3 5.4378 0.2762 3471.86 3471.8 1 26.666668 14 R.ATNAASDFTLLELNTAANPAYNLFWAGWDRR.D 107 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_111.009884.0098 2 5.0285 0.4095 2077.05 2077.3 1 63.88889 1 R.DQNFAGATAIHHPNVAEKR.I 138 2 *
3358 Contaminant_gi|7463016|pir||S77957 Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50) - Lysobacter enzymogenes 20 142 59.5 269 27961 6.7 HsNaOH-NE_PHA_lymphocytes_Ti_112.009638.0096 2 5.4304 0.4505 2027.31 2027.2 1 60.526318 4 K.RVLGQLHGGPSSCSATGADR.S 204 2 *
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 120 0
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.011841.01184 2 4.2475 0.2583 2058.07 2055.3 1 61.11111 9 K.ILTATVDNANVLLQIDNAR.L 175 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007643.00764 2 5.5634 0.4725 2309.59 2310.4 1 64.28571 2 R.LLEGEDAHLSSSQFSSGSQSSR.D 417 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007509.00750 1 2.9937 0.1719 1303.68 1302.4 1 63.636364 5 R.ALEEANADLEVK.I 134 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.008229.00822 2 3.1628 0.1965 1186.15 1186.4 1 88.88889 2 R.RVLDELTLAR.T 222 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.006387.00638 2 3.1616 0.1701 1372.07 1371.5 2 85 2 K.KNHEEEMNALR.G 250 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_PK_114.013434.0134 2 3.4512 0.2547 1173.45 1173.3 1 87.5 2 K.DAEEWFFTK.T 300 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_105.007314.00731 2 2.2191 0.1471 1268.53 1267.4 1 83.33333 1 R.TKYETELNLR.M 201 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007832.0078 2 3.522 0.2062 1302.91 1302.4 1 77.27273 2 R.ALEEANADLEVK.I 134 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.007749.00774 2 3.4908 0.2778 1380.53 1380.5 1 80 2 K.TRLEQEIATYR.R 405 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_109.000688.0006 2 4.6745 0.4142 2742.45 2740.1 1 54.545456 3 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.007511.0075 2 2.5572 0.2812 1223.19 1221.3 4 60.000004 1 K.ASLENSLEETK.G 352 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_103.009868.0098 2 3.8928 0.2751 2089.45 2087.3 1 50 1 R.GQVGGDVNVEMDAAPGVDLSR.I 261 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_109.001268.00126 3 5.755 0.2828 2742.77 2740.1 1 39.772728 2 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.011817.0118 2 3.6395 0.3471 2055.47 2055.3 1 63.88889 1 K.ILTATVDNANVLLQIDNAR.L 175 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_108.000586.00058 2 5.9321 0.4384 2742.99 2740.1 1 61.363636 8 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_107.015932.01593 3 3.7033 0.2224 2126.51 2124.5 1 36.764706 1 R.ADLEMQIESLKEELAYLK.K 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_106.015624.01562 2 4.3718 0.2269 2124.69 2124.5 1 67.64706 5 R.ADLEMQIESLKEELAYLK.K 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 407 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_110.002240.002240.3 3 5.6555 0.3493 2741.69 2740.1 1 38.636364 2 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 125 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_106.015177.015177.3 3 3.4673 0.1686 2125.37 2124.5 1 42.647057 1 R.ADLEMQIESLKEELAYLK.K 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_104.012911.012911.2 2 4.7436 0.2544 2056.53 2055.3 1 69.44444 12 K.ILTATVDNANVLLQIDNAR.L 175 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_103.007700.007700.2 2 4.0583 0.405 1109.45 1107.2 1 90 1 R.ISSVLAGGSCR.A 30 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.2020.202 2 2.9158 0.235 1267.37 1267.4 1 77.77778 1 R.TKYETELNLR.M 201 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_102.008600.008600.2 2 3.7781 0.1897 1302.29 1302.4 1 81.818184 7 R.ALEEANADLEVK.I 134 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_104.008750.008750.2 2 5.2789 0.4828 2309.75 2310.4 1 61.904762 3 R.LLEGEDAHLSSSQFSSGSQSSR.D 417 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_108.014721.014721.3 3 3.4636 0.2794 2251.91 2252.6 1 37.5 3 R.ADLEMQIESLKEELAYLKK.N 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_106.015198.015198.2 2 4.3665 0.3145 2124.05 2124.5 1 64.70589 4 R.ADLEMQIESLKEELAYLK.K 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 125 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2034.203 1 2.8754 0.1104 1302.52 1302.4 3 59.090908 1 R.ALEEANADLEVK.I 134 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_102.011884.011884.2 2 4.1613 0.2677 2087.97 2087.3 1 55 8 R.GQVGGDVNVEMDAAPGVDLSR.I 261 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_103.009655.009655.2 2 2.4894 0.1236 1206.97 1205.4 4 80 2 R.MSVEADINGLR.R 211 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_PHA_lymphocytes_Ti_111.016632.0166 3 3.7427 0.1983 2741 2740.1 5 28.40909 1 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2255.225 2 3.6998 0.2715 1186.46 1186.4 1 88.88889 2 R.RVLDELTLAR.A 222 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_108.014746.014746.2 2 2.7915 0.2545 2249.93 2252.6 5 41.666664 1 R.ADLEMQIESLKEELAYLKK.N 232 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_102.010136.010136.1 1 2.2546 0.134 1301.72 1302.4 7 54.545456 2 R.ALEEANADLEVK.I 134 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsSD-NE_NT_lymphocytes_Ti_111.002397.002397.2 2 5.8871 0.4381 2743.09 2740.1 1 63.636364 13 R.YCMQLAQIQEMIGSVEEQLAQLR.C 365 2
3359 Contaminant_KERATIN05 Contaminant_KERATIN05 no description 23 121 45.2 471 51531 5.2 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2096.209 2 3.7933 0.2753 1380.44 1380.5 1 80 1 K.TRLEQEIATYR.S 405 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_PHA_lymphocytes_Ti_104.000351.000351 2 3.0177 0.2991 2636.13 2634 1 34.090908 1 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_108.000011.00001 2 6.336 0.5398 2633.81 2634 1 65.909096 9 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
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3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_105.015166.01516 2 3.8004 0.2697 2151.71 2151.5 1 67.64706 2 R.ADLEMQIENLKEELAYLK.K 202 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_109.001311.00131 3 4.0528 0.2082 4022 4019.4 1 24.285715 1 K.ASLEGNLAETENRYCVQLSQIQGLIGSVEEQLAQLR.C 322 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_108.006387.00638 2 3.1616 0.1701 1372.07 1371.5 2 85 2 K.KNHEEEMNALR.G 220 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 377 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_107.007749.00774 2 3.4908 0.2778 1380.53 1380.5 1 80 2 K.TRLEQEIATYR.R 375 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 90 0
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_106.008229.00822 2 3.1628 0.1965 1186.15 1186.4 1 88.88889 2 R.RVLDELTLAR.T 192 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_Ti_109.000765.00076 3 5.5717 0.3426 2636.54 2634 1 44.31818 5 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.000104.0001 3 3.4539 0.0871 2632.94 2634 1 32.954548 1 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.000123.0001 2 5.6988 0.5546 2635.75 2634 1 61.363636 5 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2096.209 2 3.7933 0.2753 1380.44 1380.5 1 80 1 K.TRLEQEIATYR.S 375 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_NT_lymphocytes_Ti_106.000322.000322.3 3 3.7904 0.098 4020.59 4019.4 1 20.714287 2 K.ASLEGNLAETENRYCVQLSQIQGLIGSVEEQLAQLR.C 322 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_NT_lymphocytes_Ti_109.001546.001546.3 3 3.9077 0.2338 2633.57 2634 1 32.954548 1 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 95 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 95 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_NT_lymphocytes_Ti_105.016647.016647.2 2 3.4917 0.3191 2150.67 2151.5 1 50 1 R.ADLEMQIENLKEELAYLK.K 202 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2255.225 2 3.6998 0.2715 1186.46 1186.4 1 88.88889 2 R.RVLDELTLAR.A 192 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_NT_lymphocytes_Ti_112.016712.016712.2 2 5.4095 0.53 2633.23 2634 1 61.363636 2 R.YCVQLSQIQGLIGSVEEQLAQLR.C 335 2
3360 gi|4557701|ref|NP_000413.1| gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 12 48 23.1 432 48106 5 HsSD-NE_PHA_lymphocytes_PK_106.017650.017650 1 2.6789 0.2141 1513.99 1513.7 7 46.153847 2 Q.GLIGSVEEQLAQLR.C 344 1
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_PHA_lymphocytes_Ti_113.011725.011725 3 4.8839 0.2723 2823.71 2824.2 1 39.583336 7 K.FQHLHGRPPQPWDPVDAETVVGLAR.D 300 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_PHA_lymphocytes_Ti_115.011554.011554 2 2.2833 0.1437 2823.11 2824.2 8 35.416664 1 K.FQHLHGRPPQPWDPVDAETVVGLAR.D 300 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_PHA_lymphocytes_Ti_107.022313.022313 3 4.5856 0.3497 4633.31 4631.1 1 20.238096 1 R.GLVGQLFCDFGEDFTVQDPTEAEPLTAAIQHISQGSPGILTLR.K 153 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_108.021844.0218 3 5.1227 0.4626 4632.14 4631.1 1 20.833332 1 R.GLVGQLFCDFGEDFTVQDPTEAEPLTAAIQHISQGSPGILTLR.K 153 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsNaOH-NE_NT_lymphocytes_PK_111.012878.0128 2 3.6035 0.2722 1869.71 1870 1 66.66667 3 R.TEEEPLEEPLDEALVR.T 332 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsNaOH-NE_PHA_lymphocytes_Ti_104.009168.0091 2 3.099 0.1624 1444.45 1443.6 7 66.66667 1 R.AEASQELLAQLNR.A 88 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.1742.174 2 2.8346 0.2912 1697.52 1697.9 1 62.5 1 R.SQDVGRPKAEVAAAAAR.G 484 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_NT_lymphocytes_Ti_102.010971.010971.2 2 4.7965 0.4566 1441.81 1441.7 1 89.28571 2 R.VLVSGLQGLGAEVAK.N 35 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_NT_lymphocytes_Ti_102.011482.011482.2 2 2.6878 0.1472 1421.49 1420.6 2 65.38461 1 R.VDGVAAALDSFQAR.R 531 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsSD-NE_NT_lymphocytes_Ti_108.000617.000617.3 3 5.0885 0.4506 4633.85 4631.1 1 19.642857 1 R.GLVGQLFCDFGEDFTVQDPTEAEPLTAAIQHISQGSPGILTLR.K 153 2
3361 Contaminant_UBIQUITIN03 Contaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 9 21 15.5 1011 111720 5.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2352.235 2 2.6766 0.3008 1707.74 1707.9 1 61.538464 2 R.YFPSTAEHTLQWAR.H 602 2
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_PK_105.008265.0082 2 3.7385 0.439 1821.93 1822.9 1 67.64706 2 F.LEGGKDSCQGDSGGPVVC.N 172 0
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_PK_114.011826.0118 2 3.232 0.1573 2116.27 2114.2 1 45 2 C.AGYLEGGKDSCQGDSGGPVVC.S 169 0 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2749.274 2 4.9578 0.4394 2274.68 2274.6 1 65.789474 4 K.SIVHPSYNSNTLNNDIMLIK.L 76 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2690.26 3 3.8528 0.2161 2274.42 2274.6 1 38.157894 1 K.SIVHPSYNSNTLNNDIMLIK.L 76 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_111.2229.222 2 2.5246 0.0987 1047.21 1047.2 1 83.33333 2 K.LKSAASLNSR.V 96 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2007.20 1 1.993 0.2354 1153.59 1154.3 8 55 1 K.SSGTSYPDVLK.C 132 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_105.2008.20 2 2.9871 0.2715 1154.18 1154.3 1 70 2 K.SSGTSYPDVLK.C 132 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2652.26 2 4.2425 0.4418 2272.84 2274.6 1 55.263157 3 K.SIVHPSYNSNTLNNDIMLIK.L 76 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3224.322 2 5.4936 0.4053 2162.9 2164.3 1 50 64 R.LGEDNINVVEGNEQFISASK.S 56 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2054.205 1 1.8648 0.1957 1153.54 1154.3 1 65 1 K.SSGTSYPDVLK.C 132 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2055.205 2 3.1452 0.2891 1154.08 1154.3 1 75 2 K.SSGTSYPDVLK.C 132 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsSD-NE_NT_lymphocytes_Ti_102.010862.010862.2 2 5.0642 0.4479 2162.93 2164.3 1 57.894737 2 R.LGEDNINVVEGNEQFISASK.S 56 2 *
3362 Contaminant_TRYPSIN Contaminant_TRYPSIN no description 8 98 35.8 229 23993 7.9 HsNaOH-NE_PHA_lymphocytes_CNBrTi_112.2953.29 2 5.0989 0.3793 2163.58 2164.3 1 57.894737 12 R.LGEDNINVVEGNEQFISASK.S 56 2 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_PHA_lymphocytes_PK_109.017468.017468 2 3.9061 0.405 2492.73 2493.8 1 45.454548 4 C.RYIADTANKGDLSNIPFGTVNLL.A 250 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_PHA_lymphocytes_PK_108.013230.013230 2 3.955 0.3819 2471.05 2471.7 1 43.18182 2 A.SACRYIADTANKGDLSNIPFGTV.N 247 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_PHA_lymphocytes_PK_108.012381.01238 2 3.6555 0.3755 2583.97 2585.8 1 45.652176 2 A.SACRYIADTANKGDLSNIPFGTVN.L 247 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_111.011096.0110 2 3.4335 0.2793 1330.55 1329.4 1 72.72727 1 T.GIEASHPEFEGR.A 41 1 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_106.008006.0080 2 3.2873 0.3641 1604.41 1605.7 1 56.666668 1 A.VAAGNNNADARNYSPA.S 157 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_111.010515.0105 1 1.9962 0.3376 1208.52 1209.3 1 60.000004 1 T.HCAGTVGSRTY.G 72 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_PHA_lymphocytes_PK_111.011637.011 2 3.1146 0.3052 1989.89 1987.2 1 44.736843 2 -.AAQTNAPWGLARISSTSPGT.S 1 1 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_114.011753.0117 2 3.9714 0.4242 1956.37 1957.1 1 58.823532 3 Y.VIDTGIEASHPEFEGRAQ.M 37 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_PHA_lymphocytes_PK_112.011897.011 2 3.5905 0.2777 2294.57 2294.5 1 50 1 N.APWGLARISSTSPGTSTYYYD.E 6 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_111.011081.0110 2 4.0718 0.4651 1526.89 1528.6 1 73.07692 1 T.GIEASHPEFEGRAQ.M 41 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_106.007775.0077 2 3.0872 0.3329 1366.61 1364.4 1 70.83333 1 A.GNNNADARNYSPA.S 160 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_109.008898.0088 2 3.4147 0.2464 1745.39 1744.8 2 53.333336 1 I.DTGIEASHPEFEGRAQ.M 39 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsNaOH-NE_NT_lymphocytes_PK_112.012513.0125 2 3.7405 0.3319 1764.25 1763.9 1 68.75 4 A.DTANKGDLSNIPFGTVN.L 254 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_NT_lymphocytes_PK_108.010871.010871. 2 2.7572 0.1824 1644.57 1644.8 1 53.333336 1 -.AAQTNAPWGLARISST.S 1 1 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_PHA_lymphocytes_PK_106.010931.01093 2 3.6558 0.2971 1476.57 1476.6 4 65.38461 2 A.NKGDLSNIPFGTVN.L 257 0 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_NT_lymphocytes_PK_110.010780.010780. 2 3.3117 0.323 1986.85 1987.2 1 50 1 -.AAQTNAPWGLARISSTSPGT.S 1 1 *
3363 Contaminant_gi|14278658|pdb|1IC6|A Contaminant_gi|14278658|pdb|1IC6|A "Chain A, Structure Of A Serine Protease Proteinase K From Tritira 16 30 43.4 279 28935 7.7 HsSD-NE_PHA_lymphocytes_PK_106.000228.000228 2 3.2638 0.2262 2440.39 2439.7 1 43.47826 2 L.DIFGPGTDILSTWIGGSTRSISGT.S 200 0 *
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_105.006075.00607 1 1.8023 0.3279 1308.62 1309.4 1 66.66667 1 R.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_PK_111.012098.0120 2 2.5993 0.1547 1008.27 1008.1 7 92.85714 1 L.TDEINFLR.A 292 1
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_105.006149.00614 3 3.2197 0.2164 1307.99 1309.4 2 63.88889 1 K.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_108.008360.00836 2 5.0188 0.2547 1786.85 1787.9 1 80 7 K.KQCANLQAAIADAEQR.G 400 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_101.013702.01370 1 2.0469 0.1278 1184.14 1182.3 1 66.66667 1 R.GMQDLVEDFK.N 241 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_110.007719.00771 2 3.907 0.3257 1755.79 1755.9 1 47.058823 2 K.RISIGGGSCAISGGYGSR.A 69 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_PK_115.013732.0137 2 3.4829 0.2996 1407.75 1408.6 1 77.27273 10 K.ADTLTDEINFLR.A 288 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_109.011032.01103 1 2.7181 0.2717 1266.46 1264.5 8 65 1 K.LALDVEIATYR.K 456 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_106.013059.01305 2 3.4566 0.2831 3042.03 3040.3 1 34.615387 1 R.ALYDAELSQMQTHISDTSVVLSMDNNR.N 300 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_105.008075.00807 1 2.8563 0.2701 1358.68 1358.5 4 59.090908 1 K.NKLEGLEDALQK.A 425 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013620.0136 1 3.1 0.2574 1331.65 1330.5 1 72.72727 1 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_PHA_lymphocytes_Ti_107.006458.0064 2 3.0899 0.1028 1311.43 1309.4 8 77.77778 2 R.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_104.013228.01322 2 4.4266 0.3356 1329.89 1330.5 1 90.909096 11 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_107.006002.00600 2 3.1165 0.1042 1309.21 1309.4 6 83.33333 2 R.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_106.007485.00748 2 5.4062 0.4354 1450.27 1448.6 1 81.25 2 R.AIGGGLSSVGGGSSTIK.Y 534 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_PK_104.002296.0022 2 2.8532 0.3742 1340.13 1340.5 4 65.38461 1 F.GGPGFPVCPPGGIQ.E 123 0
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006446.0064 1 1.8863 0.3692 1308.56 1309.4 1 61.11111 1 K.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_106.014840.01484 2 4.2205 0.271 1894.81 1892.1 1 78.57143 7 R.QNLEPLFEQYINNLR.R 208 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 253 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_105.007354.00735 2 3.0852 0.1606 1351.45 1351.5 9 72.72727 1 R.TAAENEFVTLKK.D 261 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_108.003288.00328 2 3.3045 0.2771 1264.63 1264.5 1 80 4 K.LALDVEIATYR.K 456 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_106.007038.00703 2 2.8912 0.176 1172.75 1173.3 3 83.33333 2 R.RQLDSIVGER.G 223 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_104.009899.00989 2 3.7856 0.3819 1181.95 1182.3 1 83.33333 2 R.GMQDLVEDFK.N 241 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011967.0119 2 2.7254 0.1868 1267.15 1264.5 1 75 4 K.LALDVEIATYR.K 456 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_108.013911.01391 1 3.4517 0.2767 1331.67 1330.5 1 72.72727 7 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_104.011402.01140 1 2.6789 0.1884 1410.5 1408.6 2 50 3 K.ADTLTDEINFLR.A 288 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_104.011390.01139 2 3.7156 0.3292 1407.61 1408.6 1 86.36364 2 K.ADTLTDEINFLR.A 288 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_Ti_105.008096.00809 2 4.0435 0.2303 1360.73 1358.5 1 86.36364 4 K.NKLEGLEDALQK.A 425 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.008006.008006.2 2 3.5975 0.3492 1168.75 1166.3 1 94.44444 3 K.YEELQVTAGR.H 360 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.014894.014894.2 2 4.6778 0.344 1329.99 1330.5 1 90.909096 5 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.008441.008441.1 1 3.3441 0.4736 1448.78 1448.6 1 56.25 2 R.AIGGGLSSVGGGSSTIK.Y 534 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1775.177 2 3.212 0.1904 1309.71 1309.4 4 77.77778 2 R.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_107.014859.014859.2 2 3.1094 0.1281 1264.31 1264.5 1 70 8 K.LALDVEIATYR.K 456 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_105.015701.015701.1 1 2.6195 0.3142 1308.68 1309.4 1 72.22222 2 K.NKYEDEINKR.T 251 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_105.016557.016557.2 2 3.9606 0.2826 1892.89 1892.1 1 75 2 R.QNLEPLFEQYINNLR.R 208 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3590.359 2 4.6051 0.2758 1330.71 1330.5 1 86.36364 2 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2178.217 2 3.5523 0.1166 1083.43 1083.3 1 93.75 2 K.FASFIDKVR.F 174 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.008019.008019.1 1 2.5651 0.1348 1165.63 1166.3 2 66.66667 1 K.YEELQVTAGR.H 360 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.014909.014909.1 1 3.2985 0.2391 1332.01 1330.5 4 63.636364 5 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3587.358 1 2.9658 0.1959 1329.85 1330.5 5 59.090908 2 R.NLDLDSIIAEVK.A 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3028.302 2 3.7788 0.257 1408.28 1408.6 1 77.27273 2 K.ADTLTDEINFLR.A 288 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_101.007898.007898.2 2 2.0503 0.1004 1014.81 1013.1 1 72.22222 1 R.SGFSSVSVSR.S 31 2 *
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.5283.528 2 5.1165 0.3959 2419.75 2419.7 1 55 4 R.NLDLDSIIAEVKAQYEEIAQR.S 327 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_110.014774.014774.2 2 3.006 0.2134 3040.07 3040.3 3 30.769232 1 R.ALYDAELSQMQTHISDTSVVLSMDNNR.N 300 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_102.012836.012836.1 1 2.2448 0.2151 1408.67 1408.6 1 54.545456 1 K.ADTLTDEINFLR.A 288 2
3364 gi|5031839|ref|NP_005545.1| gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 30 133 41.5 564 60045 8 HsSD-NE_NT_lymphocytes_Ti_103.008555.008555.2 2 5.3565 0.4568 1450.61 1448.6 1 75 3 R.AIGGGLSSVGGGSSTIK.Y 534 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_104.007509.00750 1 2.9937 0.1719 1303.68 1302.4 1 63.636364 5 R.ALEEANADLEVK.I 137 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007511.0075 2 2.5572 0.2812 1223.19 1221.3 4 60.000004 1 K.ASLENSLEETK.G 355 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_111.010298.01029 2 2.6054 0.0943 1760.57 1759 5 53.846157 1 R.QRPSEIKDYSPYFK.T 156 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 410 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_110.007176.00717 1 2.2376 0.1654 1260.76 1260.4 1 66.66667 1 R.TKYEHELALR.Q 204 2 *
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_108.016526.01652 2 2.7254 0.2284 2153.47 2152.5 1 47.058823 1 R.TDLEMQIEGLKEELAYLR.K 235 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_105.010401.01040 3 3.4563 0.2507 2065.73 2065.4 1 38.88889 1 K.IIAATIENAQPILQIDNAR.L 178 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_110.007180.00718 2 3.5418 0.2397 1262.41 1260.4 1 83.33333 2 R.TKYEHELALR.Q 204 2 *
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_106.015778.01577 3 4.8837 0.3848 2153.57 2152.5 1 45.588234 2 R.TDLEMQIEGLKEELAYLR.K 235 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_110.011246.01124 2 3.685 0.2829 2144.49 2142.4 1 56.25 2 R.CEMEQQSQEYQILLDVK.T 391 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 123 0
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_108.000033.00003 3 6.1155 0.4015 2665.4 2666 1 44.31818 4 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_108.000028.00002 2 6.0829 0.4839 2666.99 2666 1 59.090908 7 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_107.007749.00774 2 3.4908 0.2778 1380.53 1380.5 1 80 2 K.TRLEQEIATYR.R 408 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.009394.0093 2 4.6948 0.2639 2091.23 2089.2 1 50 1 R.GQTGGDVNVEMDAAPGVDLSR.I 264 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_104.009179.00917 1 2.538 0.0808 1278.35 1277.5 8 60.000004 1 R.TDLEMQIEGLK.E 235 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_105.007192.00719 2 5.4444 0.5184 2350.67 2351.4 1 61.904762 3 R.LLEGEDAHLSSQQASGQSYSSR.E 420 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007832.0078 2 3.522 0.2062 1302.91 1302.4 1 77.27273 2 R.ALEEANADLEVK.I 137 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_Ti_106.008229.00822 2 3.1628 0.1965 1186.15 1186.4 1 88.88889 2 R.RVLDELTLAR.T 225 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_102.008600.008600.2 2 3.7781 0.1897 1302.29 1302.4 1 81.818184 7 R.ALEEANADLEVK.I 137 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_PHA_lymphocytes_Ti_110.000154.0001 3 3.4688 0.2703 2665.52 2666 1 31.818182 1 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_PHA_lymphocytes_PK_106.017650.017650 1 2.6789 0.2141 1513.99 1513.7 7 46.153847 2 Q.GLIGSVEEQLAQLR.C 377 1
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2034.203 1 2.8754 0.1104 1302.52 1302.4 3 59.090908 1 R.ALEEANADLEVK.I 137 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_102.010046.010046.2 2 4.8396 0.1156 2089.73 2089.2 1 47.5 4 R.GQTGGDVNVEMDAAPGVDLSR.I 264 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_111.017603.017603.2 2 5.4374 0.5106 2665.43 2666 1 54.545456 8 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_102.010136.010136.1 1 2.2546 0.134 1301.72 1302.4 7 54.545456 2 R.ALEEANADLEVK.I 137 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_109.018812.018812.2 2 3.0464 0.1851 1818.89 1817.2 1 56.666668 2 R.VLQGLEIELQSQLSMK.A 339 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_107.014369.014369.3 3 3.3747 0.3341 2280.14 2280.6 3 37.5 1 R.TDLEMQIEGLKEELAYLRK.N 235 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_108.001422.001422.3 3 5.5131 0.386 2665.28 2666 1 40.909092 2 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2096.209 2 3.7933 0.2753 1380.44 1380.5 1 80 1 K.TRLEQEIATYR.S 408 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_PHA_lymphocytes_Ti_111.000227.0002 2 4.9241 0.4951 2666.15 2666 1 54.545456 3 R.YCMQLSQIQGLIGSVEEQLAQLR.C 368 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_104.008602.008602.2 2 3.963 0.3695 2120.15 2121.3 1 61.11111 1 K.TEELNKEVASNSELVQSSR.S 312 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_108.016646.016646.2 2 4.2352 0.4121 2153.27 2152.5 1 61.764706 5 R.TDLEMQIEGLKEELAYLR.K 235 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 128 2
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3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_104.008249.008249.2 2 6.4244 0.4546 2349.73 2351.4 1 66.66667 3 R.LLEGEDAHLSSQQASGQSYSSR.E 420 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 128 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_103.007700.007700.2 2 4.0583 0.405 1109.45 1107.2 1 90 1 R.ISSVLAGGSCR.A 31 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsSD-NE_NT_lymphocytes_Ti_103.012078.012078.3 3 5.2749 0.3653 2066.45 2065.4 1 48.61111 1 K.IIAATIENAQPILQIDNAR.L 178 2
3365 gi|24430192|ref|NP_005548.2| gi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 26 92 52.6 473 51268 5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2255.225 2 3.6998 0.2715 1186.46 1186.4 1 88.88889 2 R.RVLDELTLAR.A 225 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.007832.0078 2 3.522 0.2062 1302.91 1302.4 1 77.27273 2 R.ALEEANADLEVK.I 124 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007509.00750 1 2.9937 0.1719 1303.68 1302.4 1 63.636364 5 R.ALEEANADLEVK.I 124 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 398 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_107.007749.00774 2 3.4908 0.2778 1380.53 1380.5 1 80 2 K.TRLEQEIATYR.R 396 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_104.006453.00645 2 4.5413 0.3885 2004.71 2004.1 1 50 5 R.STSVTTTSSASVTTTSNASGR.R 430 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 110 0
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_114.016539.01653 3 4.1173 0.2562 2603.39 2603 3 31.818182 2 R.YALQLQQIQGLISSIEAQLSELR.S 356 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_Ti_113.016818.01681 2 6.4551 0.4123 2604.01 2603 1 63.636364 7 R.YALQLQQIQGLISSIEAQLSELR.S 356 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2034.203 1 2.8754 0.1104 1302.52 1302.4 3 59.090908 1 R.ALEEANADLEVK.I 124 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_111.017349.0173 2 4.2031 0.2298 2604.55 2603 1 50 1 R.YALQLQQIQGLISSIEAQLSELR.S 356 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_103.008671.008671.2 2 5.8722 0.5507 2146.71 2148.2 1 72.72727 3 R.LQSSSASYGGGFGGGSCQLGGGR.G 5 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_102.010136.010136.1 1 2.2546 0.134 1301.72 1302.4 7 54.545456 2 R.ALEEANADLEVK.I 124 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_PK_112.001250.001250. 1 1.8782 0.154 1572.54 1574.6 5 36.842106 1 G.GYGGGLGGGYGGGLGGGFGG.G 64 0
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_102.008600.008600.2 2 3.7781 0.1897 1302.29 1302.4 1 81.818184 7 R.ALEEANADLEVK.I 124 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_115.017562.017562.2 2 6.3352 0.413 2604.75 2603 1 61.363636 7 R.YALQLQQIQGLISSIEAQLSELR.S 356 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_107.018085.018085.2 2 3.1699 0.1786 1818.89 1819.1 8 43.333332 1 R.TLQGLEIELQSQLSMK.A 327 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2096.209 2 3.7933 0.2753 1380.44 1380.5 1 80 1 K.TRLEQEIATYR.S 396 2
3366 Contaminant_KERATIN04 Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 11 58 29.3 458 49644 4.9 HsSD-NE_NT_lymphocytes_Ti_112.017581.017581.3 3 6.3873 0.4127 2603.36 2603 1 47.727272 7 R.YALQLQQIQGLISSIEAQLSELR.S 356 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009944.00994 2 3.5741 0.126 1238.71 1239.4 1 83.33333 1 R.NMQDLVEDFK.N 246 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.006446.0064 1 1.8863 0.3692 1308.56 1309.4 1 61.11111 1 K.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_PK_104.002296.0022 2 2.8532 0.3742 1340.13 1340.5 4 65.38461 1 F.GGPGFPVCPPGGIQ.E 128 0
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 258 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.009963.00996 1 2.5821 0.168 1238.63 1239.4 2 72.22222 1 R.NMQDLVEDFK.N 246 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.006149.00614 3 3.2197 0.2164 1307.99 1309.4 2 63.88889 1 K.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_109.011032.01103 1 2.7181 0.2717 1266.46 1264.5 8 65 1 K.LALDVEIATYR.K 461 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.011967.0119 2 2.7254 0.1868 1267.15 1264.5 1 75 4 K.LALDVEIATYR.K 461 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.003288.00328 2 3.3045 0.2771 1264.63 1264.5 1 80 4 K.LALDVEIATYR.K 461 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.007821.00782 2 4.5558 0.4 1830.19 1831 1 80 1 K.KQCANLQNAIADAEQR.G 405 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_PK_104.002273.0022 2 2.7293 0.2381 1660.41 1658.8 3 44.11765 1 F.GGGFGGPGFPVCPPGGIQ.E 124 0
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_105.006075.00607 1 1.8023 0.3279 1308.62 1309.4 1 66.66667 1 R.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.011421.01142 3 3.4877 0.1997 2314.31 2314.5 1 31.25 2 K.QCANLQNAIADAEQRGELALK.D 406 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.005097.00509 2 2.3027 0.1637 1359.63 1359.5 2 65 2 R.NTKHEISEMNR.M 381 2 *
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_PK_106.008208.0082 2 3.0275 0.192 1096.41 1094.2 1 87.5 1 K.AQYEEIANR.S 344 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013228.01322 2 4.4266 0.3356 1329.89 1330.5 1 90.909096 11 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_110.006345.00634 2 2.5545 0.082 1188.47 1186.4 8 72.22222 1 R.LRAEIDNVKK.Q 396 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_107.006002.00600 2 3.1165 0.1042 1309.21 1309.4 6 83.33333 2 R.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_108.013911.01391 1 3.4517 0.2767 1331.67 1330.5 1 72.72727 7 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.014840.01484 2 4.2205 0.271 1894.81 1892.1 1 78.57143 7 R.QNLEPLFEQYINNLR.R 213 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_106.007038.00703 2 2.8912 0.176 1172.75 1173.3 3 83.33333 2 R.RQLDSIVGER.G 228 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.006458.0064 2 3.0899 0.1028 1311.43 1309.4 8 77.77778 2 R.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_PHA_lymphocytes_Ti_104.013620.0136 1 3.1 0.2574 1331.65 1330.5 1 72.72727 1 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_Ti_104.008357.00835 2 3.123 0.2863 1698.73 1696.9 1 60.714287 1 K.DVDAAYMNKVELEAK.V 278 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3587.358 1 2.9658 0.1959 1329.85 1330.5 5 59.090908 2 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_102.014909.014909.1 1 3.2985 0.2391 1332.01 1330.5 4 63.636364 5 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.3590.359 2 4.6051 0.2758 1330.71 1330.5 1 86.36364 2 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1775.177 2 3.212 0.1904 1309.71 1309.4 4 77.77778 2 R.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_104.009658.009658.2 2 3.075 0.1798 1695.95 1696.9 1 60.714287 2 K.DVDAAYMNKVELEAK.V 278 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_105.015519.015519.1 1 2.0838 0.1777 1015.6 1016.1 1 71.42857 1 K.HEISEMNR.M 384 2 *
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_107.014859.014859.2 2 3.1094 0.1281 1264.31 1264.5 1 70 8 K.LALDVEIATYR.K 461 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_102.006956.006956.2 2 3.2409 0.3588 1195.31 1195.3 1 88.88889 2 K.YEELQQTAGR.H 365 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_105.015701.015701.1 1 2.6195 0.3142 1308.68 1309.4 1 72.22222 2 K.NKYEDEINKR.T 256 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_103.008620.008620.2 2 3.1278 0.2977 1111.91 1112.2 1 80 2 R.ISISTSGGSFR.N 74 2 *
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_102.013253.013253.2 2 4.6108 0.4114 1426.39 1426.7 1 90.909096 2 K.VDALMDEINFMK.M 293 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_105.016557.016557.2 2 3.9606 0.2826 1892.89 1892.1 1 75 2 R.QNLEPLFEQYINNLR.R 213 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_102.013239.013239.1 1 2.6728 0.2591 1426.68 1426.7 1 54.545456 1 K.VDALMDEINFMK.M 293 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_103.008592.008592.2 2 3.5013 0.4033 1440.29 1440.6 1 50 1 R.GLGVGFGSGGGSSSSVK.F 560 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.5288.528 2 3.2656 0.2812 2405.32 2405.7 1 32.5 1 R.NLDLDSIIAEVKAQYEEIANR.S 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_102.014894.014894.2 2 4.6778 0.344 1329.99 1330.5 1 90.909096 5 R.NLDLDSIIAEVK.A 332 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsSD-NE_NT_lymphocytes_Ti_104.008674.008674.2 2 3.6613 0.352 1411.57 1411.5 1 71.42857 2 R.VSLAGACGVGGYGSR.S 49 2
3367 gi|119395754|ref|NP_000415.2| gi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 30 103 38.3 590 62378 7.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.2178.217 2 3.5523 0.1166 1083.43 1083.3 1 93.75 2 K.FASFIDKVR.F 179 2
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsSD-NE_PHA_lymphocytes_Ti_113.011246.011246 3 4.1147 0.2053 3772.82 3773.1 9 18.75 1 R.SQSCGPQPSWGASCPELRPHVEPRPLPSFCPPR.R 354 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_Ti_114.010409.01040 2 3.2806 0.3011 2889.57 2889 1 46 2 R.SPSPCWGPNPVPYPGDLGCHESSPHR.L 497 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010334.01033 2 2.5874 0.105 930.15 930.14 1 100 2 R.RLQLFPR.S 261 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_Ti_112.010036.01003 3 3.9241 0.3206 2722.28 2720.9 1 35.869564 2 R.SQSCGPQPSWGASCPELRPHVEPR.P 354 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.007602.00760 2 4.5364 0.5049 2504.65 2504.6 1 50 1 R.FSTQCQYQGSYSSCGPQFQSR.A 178 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_PK_115.011434.0114 2 3.0834 0.1798 1498.89 1499.6 1 72.72727 2 R.RLDQCPESPLQR.C 387 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_Ti_115.010988.01098 3 4.4927 0.3063 3115.55 3116.4 4 27.000002 2 R.RFEPCSSSYLPLRPSEGFPNYCTPPR.R 274 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsNaOH-NE_NT_lymphocytes_PK_109.009256.0092 2 3.7244 0.335 1962.31 1963 1 52.77778 2 Y.NQGQESGAGCGPGDVFPER.R 536 1 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsSD-NE_NT_lymphocytes_Ti_112.012029.012029.2 2 3.2765 0.2856 2890.07 2889 1 36 3 R.SPSPCWGPNPVPYPGDLGCHESSPHR.L 497 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsSD-NE_NT_lymphocytes_Ti_112.012564.012564.3 3 4.3482 0.3686 3113.54 3116.4 3 28 1 R.RFEPCSSSYLPLRPSEGFPNYCTPPR.R 274 2 *
3368 gi|68563515|ref|NP_001020402.1| gi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [Homo sapiens] 8 20 24.9 579 64136 8.3 HsSD-NE_NT_lymphocytes_Ti_111.011700.011700.3 3 3.8251 0.362 2723.18 2720.9 1 32.608696 2 R.SQSCGPQPSWGASCPELRPHVEPR.P 354 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsSD-NE_PHA_lymphocytes_Ti_114.012030.012030 2 4.4153 0.3671 2047.27 2046.3 1 73.333336 4 R.RHPYFYAPELLYYANK.Y 168 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsSD-NE_PHA_lymphocytes_Ti_111.012196.012196 2 2.0539 0.1527 1440.61 1440.7 6 54.545456 1 R.RHPEYAVSVLLR.L 360 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_104.010785.01078 2 3.0174 0.3434 2459.01 2459.7 1 40.476192 1 K.DAIPENLPPLTADFAEDKDVCK.N 319 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_107.009075.00907 1 3.767 0.33 1421.97 1420.6 1 68.181816 3 K.SLHTLFGDELCK.V 89 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_105.010349.0103 2 3.004 0.3252 1480.43 1480.7 1 66.66667 1 K.LGEYGFQNALIVR.Y 421 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.009340.0093 2 2.4075 0.2186 1420.11 1420.6 1 63.636364 1 K.SLHTLFGDELCK.V 89 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_109.014850.01485 2 2.9434 0.3646 1571.03 1568.7 1 66.66667 2 K.DAFLGSFLYEYSR.R 347 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_109.009101.0091 2 2.9087 0.1565 1882.77 1882.1 2 50 2 R.RPCFSALTPDETYVPK.A 508 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_106.007446.00744 2 4.7928 0.3929 1902.61 1903 1 76.666664 2 R.NECFLSHKDDSPDLPK.L 123 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_105.014102.01410 2 3.4461 0.1815 1725.91 1726 1 73.07692 1 R.MPCTEDYLSLILNR.L 469 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009456.00945 2 3.4561 0.3227 1423.47 1420.6 1 77.27273 1 K.SLHTLFGDELCK.V 89 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_NT_lymphocytes_Ti_115.011511.01151 2 2.6695 0.2883 2045.05 2046.3 1 56.666668 3 R.RHPYFYAPELLYYANK.Y 168 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsSD-NE_NT_lymphocytes_Ti_112.012202.012202.2 2 2.7018 0.1261 1442.89 1440.7 4 63.636364 1 R.RHPEYAVSVLLR.L 360 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_110.008570.0085 2 3.7242 0.382 1640.57 1640.9 1 64.28571 3 K.KVPQVSTPTLVEVSR.N 437 2
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsSD-NE_NT_lymphocytes_Ti_114.011932.011932.2 2 4.9603 0.4089 2045.87 2046.3 1 80 1 R.RHPYFYAPELLYYANK.Y 168 2 *
3369 Contaminant_INT-STD1 Contaminant_INT-STD1 BSA 11 29 24.5 607 69271 6.1 HsNaOH-NE_PHA_lymphocytes_Ti_113.011744.0117 2 4.5089 0.4694 2044.63 2046.3 1 80 2 R.RHPYFYAPELLYYANK.Y 168 2 *
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsSD-NE_PHA_lymphocytes_PK_107.011286.011286 2 3.0179 0.3108 2175.43 2176.4 1 44.444447 2 Y.IETLRREAECVEADSGRLA.S 164 0
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_108.020550.0205 2 3.0115 0.1029 2204.67 2204.5 3 41.666664 3 R.KSDLEANVEALIQEIDFLR.R 227 2
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008163.00816 2 6.2042 0.4186 2045.63 2045.2 1 71.05263 4 K.LEAAVAQSEQQGEAALSDAR.C 351 2
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.008162.00816 3 4.5679 0.2523 2046.86 2045.2 1 44.736843 2 K.LEAAVAQSEQQGEAALSDAR.C 351 2
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.012338.0123 2 3.5369 0.1778 1421.41 1421.6 1 81.818184 1 R.DLNMDCIVAEIK.A 273 2
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.020996.02099 2 5.1158 0.35 2207.07 2204.5 1 63.88889 5 R.KSDLEANVEALIQEIDFLR.R 227 2
3370 gi|15431323|ref|NP_002273.2| gi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 6 20 17.2 493 54168 5.5 HsNaOH-NE_NT_lymphocytes_Ti_108.010101.01010 2 3.3712 0.411 1956.87 1958.2 1 56.25 3 R.LASELNHVQEVLEGYKK.K 181 2
3371 Contaminant_gi|117615|sp|P00766|CTContaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: Chymotrypsin A chain A; Chymotry 2 8 11.8 245 25666 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_102.015821.0158 2 2.6882 0.21 1629.59 1628.9 7 50 1 R.VTALVNWVQQTLAAN.- 231 2 *
3371 Contaminant_gi|117615|sp|P00766|CTContaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: Chymotrypsin A chain A; Chymotry 2 8 11.8 245 25666 8.2 HsNaOH-NE_NT_lymphocytes_Ti_103.015759.01575 2 2.6714 0.2849 1628.01 1628.9 5 53.571426 1 R.VTALVNWVQQTLAAN.- 231 2 *
3371 Contaminant_gi|117615|sp|P00766|CTContaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: Chymotrypsin A chain A; Chymotry 2 8 11.8 245 25666 8.2 HsNaOH-NE_PHA_lymphocytes_Ti_104.010720.0107 2 3.9722 0.1978 1625.75 1622.9 1 80.769226 2 K.YNSLTINNDITLLK.L 94 2 *
3371 Contaminant_gi|117615|sp|P00766|CTContaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: Chymotrypsin A chain A; Chymotry 2 8 11.8 245 25666 8.2 HsSD-NE_NT_lymphocytes_Ti_102.011915.011915.2 2 3.82 0.1856 1622.15 1622.9 1 76.92308 2 K.YNSLTINNDITLLK.L 94 2 *
3371 Contaminant_gi|117615|sp|P00766|CTContaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: Chymotrypsin A chain A; Chymotry 2 8 11.8 245 25666 8.2 HsSD-NE_NT_lymphocytes_Ti_102.018002.018002.2 2 4.3721 0.3079 1630.97 1628.9 1 67.85714 2 R.VTALVNWVQQTLAAN.- 231 2 *
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_Ti_103.008400.008400 2 3.1294 0.2947 1182.91 1180.3 1 94.44444 4 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_Ti_101.014606.014606 2 2.9826 0.1776 1996.93 1995.2 1 56.666668 1 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_107.008038.0080 2 3.2307 0.2676 2110.13 2111 1 30.000002 2 R.GSYGSGGGSYGSGGSSYGSGGGGGGH.G 549 1 *
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.007425.0074 2 2.8146 0.1792 1551.07 1550.8 2 70.83333 2 K.RTNAENEFVTIKK.D 276 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.007847.00784 2 5.028 0.4665 1845.13 1846 1 90 7 K.KQISNLQQSISDAEQR.G 416 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_108.008050.0080 2 5.0889 0.2465 2156.55 2157.1 1 44.230766 2 Y.GSGGGSYGSGGGGGGGRGSYGSGGGSY.G 532 0 *
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_109.007904.0079 2 4.6813 0.454 1734.29 1734.7 1 60.000004 2 T.ISGGGSRGGGGGGYGSGGSSY.G 511 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.017732.01773 3 6.7172 0.4909 4530.47 4530 1 29.605263 9 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 304 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010328.01032 2 5.2684 0.403 2458.23 2458.7 1 52.380955 6 K.KQISNLQQSISDAEQRGENALK.D 416 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.009477.00947 1 3.2054 0.2325 1478.64 1476.6 1 59.090908 3 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_109.014702.0147 3 5.2298 0.2078 1998.2 1995.2 1 55 7 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.006002.00600 2 3.1165 0.1042 1309.21 1309.4 6 83.33333 2 R.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.010226.01022 2 4.3397 0.2381 1478.41 1476.6 1 90.909096 44 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006350.00635 2 3.8245 0.288 1127.17 1126.2 1 83.33333 2 K.AEAESLYQSK.Y 366 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.008552.00855 2 4.8155 0.3524 1358.35 1358.5 1 90.909096 1 K.LNDLEDALQQAK.E 443 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_106.008482.0084 1 2.6171 0.2531 1035.68 1034.1 1 62.5 1 R.TLLEGEESR.M 483 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_107.008126.0081 2 4.7207 0.3109 2384.37 2385.3 1 38.333332 2 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.007666.00766 2 3.387 0.1553 1477.71 1476.7 1 81.818184 1 R.FLEQQNQVLQTK.W 199 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008433.00843 2 3.9063 0.164 1527.65 1524.8 1 81.818184 2 R.LLRDYQELMNTK.L 460 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008937.0089 2 4.8179 0.3126 1358.31 1358.5 1 90.909096 2 K.LNDLEDALQQAK.E 443 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.005858.00585 2 2.7422 0.1283 1202.69 1202.4 4 77.77778 5 R.LRSEIDNVKK.Q 407 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_103.016971.0169 2 2.964 0.2645 1521.97 1520.7 1 66.66667 2 K.LDNLQQEIDFLTA.L 304 1
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.007608.00760 3 3.0469 0.167 1845.59 1846 5 35 1 K.KQISNLQQSISDAEQR.G 416 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.008992.0089 1 3.0535 0.3012 1358.59 1358.5 1 68.181816 1 K.LNDLEDALQQAK.E 443 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.011771.01177 2 3.726 0.2974 1642.67 1639.9 1 73.07692 3 K.SLNNQFASFIDKVR.F 185 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_103.018303.0183 2 4.4459 0.223 1487.11 1486.5 1 63.15789 5 F.GGGGFGGGGFGGGGIGGGGF.G 98 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_103.018767.0187 2 3.6813 0.3291 1372.11 1372.4 1 67.64706 1 F.GGGGFGGGGIGGGGFGGF.G 103 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.015374.01537 2 4.6162 0.465 1998.01 1995.2 1 73.333336 10 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.014979.01497 3 5.879 0.3547 1993.13 1995.2 1 56.666668 9 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006330.0063 2 3.8728 0.2819 1344.27 1341.5 5 72.72727 2 K.SKAEAESLYQSK.Y 364 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_105.006438.0064 2 5.6153 0.2895 2384.63 2385.3 1 48.333332 1 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_107.008484.00848 2 4.3618 0.3453 2504.09 2502.7 1 45.238094 1 K.SKAEAESLYQSKYEELQITAGR.H 364 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_104.014705.0147 2 3.855 0.1705 1860.95 1861.9 1 43.75 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGF.G 93 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_104.015458.0154 2 3.9416 0.1673 1747.25 1747.8 1 52.272724 2 F.GGGGFGGGGFGGGGIGGGGFGGF.G 98 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_115.011576.0115 2 3.5156 0.3186 1394.37 1394.6 1 81.818184 4 R.TNAENEFVTIKK.D 277 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_103.015310.0153 1 1.8661 0.1623 998.45 997.06 6 54.166668 1 F.GGGGIGGGGFGGF.G 108 0
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3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.003437.0034 2 3.1364 0.1431 1180.49 1180.3 1 94.44444 4 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_103.016359.0163 2 3.6568 0.2245 1112.21 1111.2 1 60.714287 3 F.GGGGFGGGGIGGGGF.G 103 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_107.006458.0064 2 3.0899 0.1028 1311.43 1309.4 8 77.77778 2 R.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_113.012203.0122 2 4.2067 0.2803 1358.31 1358.5 1 86.36364 8 K.LNDLEDALQQAK.E 443 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_105.008726.0087 2 2.6086 0.1559 1036.27 1034.1 4 87.5 2 R.TLLEGEESR.M 483 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.006068.00606 2 4.2164 0.3236 1341.23 1341.5 1 81.818184 4 K.SKAEAESLYQSK.Y 364 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010040.0100 2 4.3716 0.2397 1477.67 1476.6 1 90.909096 10 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.007836.0078 2 3.3954 0.2714 1844.73 1846 3 60.000004 1 K.KQISNLQQSISDAEQR.G 416 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.007708.0077 1 2.9725 0.2351 1142.41 1142.3 1 75 4 R.DYQELMNTK.L 463 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007592.00759 2 4.286 0.3293 1181.41 1180.3 1 94.44444 2 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_108.014600.0146 2 4.5361 0.4866 1994.11 1995.2 1 76.666664 7 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.006112.00611 1 2.0779 0.1613 1067.58 1067.1 1 71.42857 2 K.YEDEINKR.T 269 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_PK_110.009788.0097 2 3.6914 0.2574 1267.25 1266.4 1 90 8 R.TNAENEFVTIK.K 277 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_106.006446.0064 1 1.8863 0.3692 1308.56 1309.4 1 61.11111 1 K.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006388.00638 1 2.0711 0.3021 999.2 1000.1 2 68.75 1 K.DVDGAYMTK.V 289 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.006664.00666 1 2.562 0.2193 1035.64 1034.1 2 68.75 1 R.TLLEGEESR.M 483 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007506.00750 2 3.0656 0.0823 1144.21 1142.3 1 87.5 1 R.DYQELMNTK.L 463 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_109.007154.00715 3 4.3244 0.1829 1550.48 1550.8 1 54.166668 3 K.RTNAENEFVTIKK.D 276 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_110.007160.00716 2 3.8009 0.291 1549.79 1550.8 1 75 2 K.RTNAENEFVTIKK.D 276 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.010181.0101 1 2.6031 0.1322 1478.67 1476.6 3 59.090908 2 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_103.006608.0066 2 2.8173 0.2299 1124.31 1126.2 1 77.77778 2 K.AEAESLYQSK.Y 366 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_111.013031.01303 2 3.1811 0.2449 2154.35 2151.4 2 46.875 1 R.THNLEPYFESFINNLRR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007647.0076 2 4.0618 0.142 1474.95 1476.7 1 90.909096 1 R.FLEQQNQVLQTK.W 199 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_104.007712.0077 1 2.8953 0.1679 1180.66 1180.3 2 72.22222 2 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006177.00617 2 6.0933 0.2909 2383.77 2385.3 1 50 4 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.009159.00915 3 4.2105 0.176 1601.24 1600.8 8 50 1 K.NKLNDLEDALQQAK.E 441 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_106.010503.01050 2 3.8596 0.3779 2330.13 2330.5 1 47.5 4 K.QISNLQQSISDAEQRGENALK.D 417 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_108.010263.01026 2 2.1795 0.0953 1386.35 1384.5 4 63.636364 1 K.SLNNQFASFIDK.V 185 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006075.00607 1 1.8023 0.3279 1308.62 1309.4 1 66.66667 1 R.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_104.007814.00781 2 3.0502 0.3294 1266.41 1266.4 1 85 1 R.TNAENEFVTIK.K 277 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_Ti_105.006149.00614 3 3.2197 0.2164 1307.99 1309.4 2 63.88889 1 K.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_105.011574.011574 1 2.5548 0.2155 1402.76 1401.5 2 54.545456 1 K.NKLNDLEDALQQ.A 441 1
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2572.257 1 2.4238 0.2661 1476.45 1476.6 1 59.090908 2 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_105.012948.012948 1 2.2159 0.2558 1384.71 1384.5 1 70 1 R.THNLEPYFESF.I 223 1
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2574.257 2 4.2753 0.1647 1476.36 1476.6 1 86.36364 2 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3768.37 2 4.1853 0.4067 1994.6 1995.2 1 63.333332 5 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1762.176 2 5.9193 0.2164 2385.66 2385.3 1 43.333332 3 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_103.010948.010948.1 1 3.5958 0.1162 1477.9 1476.6 1 72.72727 7 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_Ti_111.002867.0028 3 6.2712 0.4758 4531.58 4530 1 27.631578 4 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 304 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.3475.347 2 4.8232 0.4873 1994.59 1995.2 1 66.66667 14 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_110.4059.405 3 5.2412 0.3141 1994.58 1995.2 1 46.666668 3 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_112.017887.017887.3 3 5.1818 0.4101 4532.39 4530 1 25.657896 1 K.LDNLQQEIDFLTALYQAELSQMQTQISETNVILSMDNNR.S 304 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_109.2922.29 2 3.9096 0.3708 1639.43 1639.9 1 69.230774 2 K.SLNNQFASFIDKVR.F 185 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_106.1665.16 2 5.5775 0.3646 2386.76 2385.3 1 38.333332 2 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_103.011167.011167.1 1 2.965 0.1125 1385.53 1384.5 2 63.636364 1 K.SLNNQFASFIDK.V 185 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.2924.29 3 3.4485 0.187 2153.45 2151.4 3 34.375 1 R.THNLEPYFESFINNLRR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_103.010996.010996.2 2 4.7831 0.2039 1478.75 1476.6 1 90.909096 12 K.WELLQQVDTSTR.T 211 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_110.3798.37 3 4.7647 0.2806 1994.43 1995.2 1 46.666668 2 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_111.014316.014316.2 2 3.1028 0.2306 2149.25 2151.4 1 50 2 R.THNLEPYFESFINNLRR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_106.013504.013504.2 2 3.1193 0.2446 1995.43 1995.2 1 53.333336 3 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_PHA_lymphocytes_CNBrTi_111.3169.31 2 2.6757 0.101 2151.45 2151.4 3 43.75 1 R.THNLEPYFESFINNLRR.G 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_PK_105.008048.008048. 2 3.2255 0.2843 1182.31 1180.3 1 94.44444 2 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_102.007065.007065.2 2 5.9059 0.3032 2384.45 2385.3 1 45 1 R.GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR.G 518 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_102.008594.008594.2 2 3.3657 0.2956 1178.23 1180.3 1 94.44444 5 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_102.008516.008516.1 1 2.6953 0.1699 1179.67 1180.3 9 66.66667 3 K.YEELQITAGR.H 376 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_102.008470.008470.1 1 2.5117 0.2647 1141.44 1142.3 1 75 1 R.DYQELMNTK.L 463 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_105.015701.015701.1 1 2.6195 0.3142 1308.68 1309.4 1 72.22222 2 K.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_103.017190.017190 3 3.6308 0.369 2546 2544.6 6 25 1 R.GSGFGGGYGGGGFGGGGFGGGGFGGGGIGGGGF.G 85 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_108.014947.014947.3 3 5.4541 0.3386 1995.02 1995.2 1 51.666664 8 R.THNLEPYFESFINNLR.R 223 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.1775.177 2 3.212 0.1904 1309.71 1309.4 4 77.77778 2 R.NKYEDEINKR.T 267 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3258.325 3 6.3418 0.1116 2933.46 2934.3 1 41.304348 9 R.FLEQQNQVLQTKWELLQQVDTSTR.T 199 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_103.019714.019714 2 5.3893 0.192 2125.91 2123.2 1 55.555557 2 Y.GGGGFGGGGFGGGGFGGGGIGGGGFGGF.G 93 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_102.002622.002622 2 3.3632 0.28 1634.53 1633.8 1 69.230774 1 K.LDNLQQEIDFLTAL.Y 304 1
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_NT_lymphocytes_Ti_104.007384.007384.2 2 3.5275 0.3146 1340.53 1341.5 1 77.27273 2 K.SKAEAESLYQSK.Y 364 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_104.002430.002430 2 3.5494 0.1647 1863.83 1861.9 1 37.5 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGF.G 93 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_103.018086.018086 3 4.7796 0.1853 2456.51 2457.5 1 32.258064 1 F.GGGYGGGGFGGGGFGGGGFGGGGIGGGGFGGF.G 89 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_107.3154.315 2 3.1455 0.2697 1640.13 1639.9 1 61.538464 6 K.SLNNQFASFIDKVR.F 185 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_103.015214.015214 1 3.1965 0.1616 1372.55 1372.4 1 52.941177 3 F.GGGGFGGGGIGGGGFGGF.G 103 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_104.003099.003099 2 4.2685 0.1901 1748.23 1747.8 1 56.81818 9 F.GGGGFGGGGFGGGGIGGGGFGGF.G 98 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_104.017340.017340 2 2.7198 0.165 2544.89 2544.6 1 28.125 1 G.GSGFGGGYGGGGFGGGGFGGGGFGGGGIGGGGF.G 85 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_104.017826.017826 3 4.0259 0.1607 3188.78 3189.3 1 20.238096 1 Y.GGGGFGGGGFGGGGFGGGGIGGGGFGGFGSGGGGFGGGGFGGG.G 93 0
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsNaOH-NE_NT_lymphocytes_CNBrTi_106.1954.195 2 3.4392 0.2837 1394.34 1394.6 1 77.27273 1 R.TNAENEFVTIKK.D 277 2
3372 Contaminant_KERATIN13 Contaminant_KERATIN13 no description 62 373 51 643 65494 6.6 HsSD-NE_PHA_lymphocytes_PK_102.015536.015536 2 3.2157 0.2255 1828.03 1827.9 3 40.909092 1 G.GSGFGGGYGGGGFGGGGFGGGGF.G 85 0
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_NT_lymphocytes_Ti_106.020126.02012 2 4.5516 0.5293 2594.57 2594.9 1 47.727272 2 R.YSSQLSQVQSLITNVESQLAEIR.S 307 2
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.010490.0104 2 3.4289 0.1958 1885.87 1883 1 71.42857 1 R.EVEQWFTTQTEELNK.Q 242 2 *
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_NT_lymphocytes_Ti_108.009818.00981 2 4.526 0.3719 1852.75 1850.1 1 60.000004 2 R.TVNALEIELQAQHNLR.D 278 2
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_107.010340.0103 2 3.5945 0.3173 1852.61 1850.1 1 50 5 R.TVNALEIELQAQHNLR.Y 278 2
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_106.007491.0074 2 2.325 0.1132 1424.59 1425.6 3 75 1 R.ARLECEINTYR.S 347 2
3373 gi|14917115|ref|NP_002268.2| gi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 5 15 19.2 416 47237 4.9 HsNaOH-NE_PHA_lymphocytes_Ti_103.009141.0091 2 4.0391 0.3787 1629.25 1626.8 1 71.42857 4 R.LNVEVDAAPTVDLNR.V 209 2 *
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.013576.01357 2 4.6451 0.3304 2410.09 2407.7 1 50 1 R.LASYLDKVRALEEANTELENK.I 136 2 *
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 131 0
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_Ti_104.006962.00696 2 3.2684 0.0999 1169.29 1166.3 3 93.75 1 R.LELEIETYR.R 422 2 *
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 136 2
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_104.3092.309 2 2.6637 0.1197 2406.86 2407.7 1 40 1 R.LASYLDKVRALEEANTELENK.I 136 2 *
3374 gi|4557699|ref|NP_000214.1| gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 5 7 7.1 494 53511 4.8 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 136 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008229.00822 2 3.1628 0.1965 1186.15 1186.4 1 88.88889 2 R.RVLDELTLAR.T 188 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 373 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 86 0
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009179.00917 1 2.538 0.0808 1278.35 1277.5 8 60.000004 1 R.TDLEMQIEGLK.E 198 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_112.015273.01527 3 3.947 0.2917 2408.24 2408.8 1 34.090908 2 R.FGAQLAHIQALISGIEAQLGDVR.A 331 2 *
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009655.009655.2 2 2.4894 0.1236 1206.97 1205.4 4 80 2 R.MSVEADINGLR.R 177 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_102.012663.012663.2 2 4.4252 0.4489 2809.25 2810 1 37.931034 1 R.FVSSSSSGAYGGGYGGVLTASDGLLAGNEK.L 52 2 *
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 91 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 91 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_107.018085.018085.2 2 3.1699 0.1786 1818.89 1819.1 8 43.333332 1 R.TLQGLEIELQSQLSMK.A 302 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_114.015304.015304.3 3 5.4543 0.3078 2410.85 2408.8 1 40.909092 4 R.FGAQLAHIQALISGIEAQLGDVR.A 331 2 *
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_102.009521.009521.2 2 2.8901 0.2606 2016.15 2015.2 6 37.5 1 R.GQVGGQVSVEVDSAPGTDLAK.I 227 2
3375 gi|24234699|ref|NP_002267.2| gi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 11 23 36.2 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2255.225 2 3.6998 0.2715 1186.46 1186.4 1 88.88889 2 R.RVLDELTLAR.A 188 2
3376 Contaminant_FCG3_HUMAN Contaminant_FCG3_HUMAN;gi|50726979|ref|NP_000560.5| owl|P08637| LOW AFFINITY IMMUNOGLOBULIN GAMMA FC RE 2 2 9.8 254 29089 8.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.009592.0095 3 3.3217 0.1058 1570.37 1569.8 1 59.090908 1 R.WVFKEEDPIHLR.C 116 2
3376 Contaminant_FCG3_HUMAN Contaminant_FCG3_HUMAN;gi|50726979|ref|NP_000560.5| owl|P08637| LOW AFFINITY IMMUNOGLOBULIN GAMMA FC RE 2 2 9.8 254 29089 8.1 HsSD-NE_NT_lymphocytes_Ti_112.011354.011354.2 2 2.7965 0.2055 1697.45 1696.9 1 54.166668 1 R.KYFHHNSDFYIPK.A 149 2
3377 gi|89357932|ref|NP_775487.2| gi|89357932|ref|NP_775487.2| keratin 5b [Homo sapiens] 4 6 14.6 520 56866 6 HsNaOH-NE_NT_lymphocytes_Ti_110.014363.01436 2 3.7206 0.31 1445.01 1443.6 1 86.36364 2 R.YLDFSSIITEVR.A 275 2 *
3377 gi|89357932|ref|NP_775487.2| gi|89357932|ref|NP_775487.2| keratin 5b [Homo sapiens] 4 6 14.6 520 56866 6 HsNaOH-NE_PHA_lymphocytes_Ti_109.018618.0186 3 3.3132 0.1352 4709.99 4707.3 1 18.452381 1 R.FGEWSGGPGLSLCPPGGIQEVTINQNLLTPLKIEIDPQFQVVR.T 66 2 *
3378 gi|10337581|ref|NP_002270.1| gi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapiens] 4 11 17.6 404 46214 4.8 HsNaOH-NE_NT_lymphocytes_Ti_108.009818.00981 2 4.526 0.3719 1852.75 1850.1 1 60.000004 2 R.TVNALEIELQAQHNLR.D 278 2
3378 gi|10337581|ref|NP_002270.1| gi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapiens] 4 11 17.6 404 46214 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_107.010340.0103 2 3.5945 0.3173 1852.61 1850.1 1 50 5 R.TVNALEIELQAQHNLR.Y 278 2
3378 gi|10337581|ref|NP_002270.1| gi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapiens] 4 11 17.6 404 46214 4.8 HsNaOH-NE_NT_lymphocytes_Ti_106.020126.02012 2 4.5516 0.5293 2594.57 2594.9 1 47.727272 2 R.YSSQLSQVQSLITNVESQLAEIR.S 307 2
3378 gi|10337581|ref|NP_002270.1| gi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapiens] 4 11 17.6 404 46214 4.8 HsNaOH-NE_PHA_lymphocytes_Ti_106.007491.0074 2 2.325 0.1132 1424.59 1425.6 3 75 1 R.ARLECEINTYR.S 347 2
3378 gi|10337581|ref|NP_002270.1| gi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapiens] 4 11 17.6 404 46214 4.8 HsSD-NE_NT_lymphocytes_Ti_102.014750.014750.2 2 3.764 0.393 2282.89 2281.5 1 52.499996 1 R.LNVEVDAAPAVDLNQVLNETR.N 209 2 *
3379 gi|109255249|ref|NP_002263.2| gi|109255249|ref|NP_002263.2| keratin 4 [Homo sapiens] 3 5 10.1 594 63911 8.3 HsNaOH-NE_NT_lymphocytes_Ti_104.013850.01385 2 4.2902 0.1228 1358.31 1358.5 1 86.36364 2 R.NLDLDSIIAEVR.A 375 2
3379 gi|109255249|ref|NP_002263.2| gi|109255249|ref|NP_002263.2| keratin 4 [Homo sapiens] 3 5 10.1 594 63911 8.3 HsNaOH-NE_NT_lymphocytes_Ti_106.006419.00641 2 3.1357 0.2298 1339.57 1339.5 2 68.181816 1 R.SKAEAEALYQTK.V 396 2
3379 gi|109255249|ref|NP_002263.2| gi|109255249|ref|NP_002263.2| keratin 4 [Homo sapiens] 3 5 10.1 594 63911 8.3 HsSD-NE_NT_lymphocytes_Ti_107.016095.016095.3 3 3.3277 0.265 3813.98 3813.3 1 19.285715 2 K.GGPGFPVCPAGGIQEVTINQSLLTPLHVEIDPEIQK.V 171 2 *
3380 Contaminant_FCEG_CAVPO Contaminant_FCEG_CAVPO;Contaminant_FCEG_RAT;gi|47 owl|Q07249| HIGH AFFINITY IMMUNOGLOBULIN EPSILON REC 1 4 17.4 86 9742 7.2 HsNaOH-NE_NT_lymphocytes_Ti_107.006760.00676 2 2.9549 0.1291 1845.91 1843 1 67.85714 3 R.NQETYETLKHEKPPQ.- 72 2
3381 Contaminant_FCGB_HUMAN Contaminant_FCGB_HUMAN;Contaminant_FCGC_HUMAN;gowl|P31994| LOW AFFINITY IMMUNOGLOBULIN GAMMA FC RE 2 5 9 310 34028 6.2 HsNaOH-NE_NT_lymphocytes_Ti_113.011086.01108 3 5.7659 0.441 3207.65 3208.4 1 35.185184 4 R.GTHSPESDSIQWFHNGNLIPTHTQPSYR.F 73 2
3382 Contaminant_FCGA_HUMAN Contaminant_FCGA_HUMAN;gi|50511936|ref|NP_067674.2| owl|P12318| LOW AFFINITY IMMUNOGLOBULIN GAMMA FC RE 2 3 14.8 317 34990 6.8 HsNaOH-NE_NT_lymphocytes_Ti_106.015689.01568 2 2.8217 0.2226 2530.71 2527.8 3 40.476192 2 K.LEPPWINVLQEDSVTLTCQGAR.S 45 2
3382 Contaminant_FCGA_HUMAN Contaminant_FCGA_HUMAN;gi|50511936|ref|NP_067674.2| owl|P12318| LOW AFFINITY IMMUNOGLOBULIN GAMMA FC RE 2 3 14.8 317 34990 6.8 HsNaOH-NE_NT_lymphocytes_Ti_108.011195.01119 2 3.2571 0.2093 2914.51 2913.1 1 41.666664 1 R.SPESDSIQWFHNGNLIPTHTQPSYR.F 67 2
3383 gi|14917119|ref|NP_066293.2| gi|14917119|ref|NP_066293.2| keratin 34 [Homo sapiens] 4 11 16.3 436 49424 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_107.010340.0103 2 3.5945 0.3173 1852.61 1850.1 1 50 5 R.TVNALEIELQAQHNLR.Y 320 2
3383 gi|14917119|ref|NP_066293.2| gi|14917119|ref|NP_066293.2| keratin 34 [Homo sapiens] 4 11 16.3 436 49424 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_106.007491.0074 2 2.325 0.1132 1424.59 1425.6 3 75 1 R.ARLECEINTYR.S 389 2
3383 gi|14917119|ref|NP_066293.2| gi|14917119|ref|NP_066293.2| keratin 34 [Homo sapiens] 4 11 16.3 436 49424 5.1 HsNaOH-NE_PHA_lymphocytes_Ti_103.012758.0127 2 3.5832 0.3302 2341.11 2341.6 1 45 1 R.LNVEVDTAPTVDLNQVLNETR.S 251 2 *
3383 gi|14917119|ref|NP_066293.2| gi|14917119|ref|NP_066293.2| keratin 34 [Homo sapiens] 4 11 16.3 436 49424 5.1 HsNaOH-NE_NT_lymphocytes_Ti_108.009818.00981 2 4.526 0.3719 1852.75 1850.1 1 60.000004 2 R.TVNALEIELQAQHNLR.D 320 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_PK_107.008171.0081 1 2.1129 0.1881 903.46 902.98 9 57.14286 1 Q.NLNDRLAS.Y 86 0
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.009179.00917 1 2.538 0.0808 1278.35 1277.5 8 60.000004 1 R.TDLEMQIEGLK.E 198 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 373 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_Ti_106.008229.00822 2 3.1628 0.1965 1186.15 1186.4 1 88.88889 2 R.RVLDELTLAR.T 188 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_102.009521.009521.2 2 2.8901 0.2606 2016.15 2015.2 6 37.5 1 R.GQVGGQVSVEVDSAPGTDLAK.I 227 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_102.012561.012561.2 2 2.6402 0.1296 2794.11 2796 4 29.310345 1 R.FVSSSSSGGYGGGYGGVLTASDGLLAGNEK.L 52 2 *
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_103.009655.009655.2 2 2.4894 0.1236 1206.97 1205.4 4 80 2 R.MSVEADINGLR.R 177 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsSD-NE_NT_lymphocytes_Ti_107.018085.018085.2 2 3.1699 0.1786 1818.89 1819.1 8 43.333332 1 R.TLQGLEIELQSQLSMK.A 302 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 91 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 91 2
3384 Contaminant_KERATIN10 Contaminant_KERATIN10 no description 10 17 30.5 400 44106 5.1 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2255.225 2 3.6998 0.2715 1186.46 1186.4 1 88.88889 2 R.RVLDELTLAR.A 188 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsSD-NE_PHA_lymphocytes_Ti_108.013052.013052 2 2.4199 0.1175 2094.11 2092.4 1 44.444447 1 K.TKELNKKVASSSELVQSSR.S 312 2 *
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_Ti_107.007749.00774 2 3.4908 0.2778 1380.53 1380.5 1 80 2 K.TRLEQEIATYR.R 408 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007509.00750 1 2.9937 0.1719 1303.68 1302.4 1 63.636364 5 R.ALEEANADLEVK.I 137 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_Ti_105.010401.01040 3 3.4563 0.2507 2065.73 2065.4 1 38.88889 1 K.IIAATIENAQPILQIDNAR.L 178 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007832.0078 2 3.522 0.2062 1302.91 1302.4 1 77.27273 2 R.ALEEANADLEVK.I 137 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_PHA_lymphocytes_Ti_103.007511.0075 2 2.5572 0.2812 1223.19 1221.3 4 60.000004 1 K.ASLENSLEETK.G 355 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_Ti_104.007028.00702 2 3.6582 0.2138 1125.49 1123.3 1 93.75 3 R.LEQEIATYR.R 410 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsSD-NE_NT_lymphocytes_Ti_103.012078.012078.3 3 5.2749 0.3653 2066.45 2065.4 1 48.61111 1 K.IIAATIENAQPILQIDNAR.L 178 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2096.209 2 3.7933 0.2753 1380.44 1380.5 1 80 1 K.TRLEQEIATYR.S 408 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsSD-NE_NT_lymphocytes_Ti_102.008600.008600.2 2 3.7781 0.1897 1302.29 1302.4 1 81.818184 7 R.ALEEANADLEVK.I 137 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsSD-NE_NT_lymphocytes_Ti_102.010136.010136.1 1 2.2546 0.134 1301.72 1302.4 7 54.545456 2 R.ALEEANADLEVK.I 137 2
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3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_105.2034.203 1 2.8754 0.1104 1302.52 1302.4 3 59.090908 1 R.ALEEANADLEVK.I 137 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_108.2004.200 2 2.578 0.1262 1065.2 1065.3 1 93.75 2 R.LASYLDKVR.A 128 2
3385 Contaminant_KERATIN07 Contaminant_KERATIN07 no description 10 34 19.2 473 50915 5.5 HsNaOH-NE_NT_lymphocytes_CNBrTi_109.1986.198 1 2.2061 0.1377 1064.5 1065.3 9 68.75 1 R.LASYLDKVR.A 128 2

SHUFFLED SHUFFLED_gi|118600985|ref|NP_003421.2| FALSE POSITIVE 2 2 2.1 1191 137217 9.3 HsSD-NE_PHA_lymphocytes_Ti_106.008567.008567 2 2.3428 0.1188 1605.15 1607.8 6 54.166668 1 K.ERLTHFGTFNTRK.H 595 2 *
SHUFFLED SHUFFLED_gi|122937341|ref|NP_001073943.1 FALSE POSITIVE 2 2 4.6 922 100170 9 HsSD-NE_PHA_lymphocytes_PK_107.016535.016535 2 2.637 0.1628 2180.47 2177.5 5 36.842106 1 E.PVRESFQVKSSTLTKGTIPT.S 39 0 *
SHUFFLED SHUFFLED_gi|110349717|ref|NP_597681.2| FALSE POSITIVE 3 3 0.2 27118 3013987 6.7 HsSD-NE_PHA_lymphocytes_PK_113.013183.013183 1 1.9235 0.1672 1081.14 1078.3 7 61.11111 1 S.EQPVPPLKLG.S 19929 0 *
SHUFFLED SHUFFLED_gi|169201831|ref|XP_001717115.1 FALSE POSITIVE 1 48 10.5 228 24824 9.3 HsSD-NE_PHA_lymphocytes_Ti_102.016791.016791 2 4.227 0.1807 2555.25 2553.9 1 41.304348 24 R.INGRYPGKPEAGFNRSSALGSMSR.K 138 2 *
SHUFFLED SHUFFLED_gi|110349713|ref|NP_597676.2| FALSE POSITIVE 3 3 0.1 27051 3006775 6.8 HsSD-NE_PHA_lymphocytes_Ti_101.006118.006118 2 2.3361 0.1283 1391.23 1389.6 6 62.5 1 K.KSVIEANAGRSEK.K 14196 2 *
SHUFFLED SHUFFLED_gi|21493024|ref|NP_653080.1| FALSE POSITIVE 2 2 3.1 1684 181688 4.4 HsSD-NE_PHA_lymphocytes_PK_109.001546.001546 3 3.7225 0.2245 3776.18 3774.1 1 19.285715 1 E.CAKSPHATATTSTTVSEDQVEVAVKFAHQATMGVDP.E 119 0 *
SHUFFLED SHUFFLED_gi|110349717|ref|NP_597681.2| FALSE POSITIVE 3 3 0.2 27118 3013987 6.7 HsSD-NE_PHA_lymphocytes_PK_114.019289.019289 2 2.5539 0.1822 2605.09 2603 3 33.333336 1 R.GWDMINRVKASKAIGGGVDLPCLSG.L 23529 1 *
SHUFFLED SHUFFLED_gi|34101286|ref|NP_057191.2| FALSE POSITIVE 1 2 0.8 1074 117012 9 HsSD-NE_PHA_lymphocytes_Ti_101.008752.008752 2 2.1262 0.1092 1044.23 1043.3 3 75 2 R.KLIKGIQSR.G 818 2 *
SHUFFLED SHUFFLED_gi|27369497|ref|NP_004258.2| FALSE POSITIVE 2 2 10.2 530 57857 10 HsSD-NE_PHA_lymphocytes_PK_110.012620.012620 2 2.638 0.1878 2206.13 2204.6 4 38.88889 1 A.MAKVRRKLAVSWAVPHPQE.D 384 0 *
SHUFFLED SHUFFLED_gi|41322923|ref|NP_958786.1| FALSE POSITIVE 1 3 0.6 4547 516204 5.8 HsSD-NE_PHA_lymphocytes_Ti_103.015189.015189 3 3.6266 0.1401 3241.97 3239.7 2 25.925926 2 R.MFLTDQLIFDESNDEAKGILQQKDAVLR.T 2223 2 *
SHUFFLED SHUFFLED_gi|54607108|ref|NP_113637.3| FALSE POSITIVE 2 2 5.5 920 96537 7.1 HsSD-NE_PHA_lymphocytes_PK_109.013671.01367 2 3.2947 0.1857 1916.49 1914.1 1 50 1 P.KRAGGVPSPPANNTPPAPGQ.P 623 0 *
SHUFFLED SHUFFLED_gi|5453992|ref|NP_006255.1| FALSE POSITIVE 2 2 1.9 2466 274930 6.4 HsSD-NE_PHA_lymphocytes_Ti_102.013007.013007 2 2.4007 0.0962 1486.57 1486.8 5 66.66667 1 K.VCAKKQARVAVKK.V 1003 2 *
SHUFFLED SHUFFLED_gi|7705284|ref|NP_057322.1| FALSE POSITIVE 2 2 5.7 565 63177 5.8 HsSD-NE_PHA_lymphocytes_Ti_108.014142.014142 2 2.3079 0.1665 2043.07 2040.3 3 41.17647 1 K.HVAEMSSADGIMSRYKEK.A 233 2 *
SHUFFLED SHUFFLED_gi|169177000|ref|XP_001726994.1 FALSE POSITIVE 2 2 0.8 3783 405576 5.7 HsSD-NE_PHA_lymphocytes_PK_108.016768.016768 2 2.5884 0.1832 1829.83 1830.9 3 44.11765 1 Q.ERGGLSGQFVQHDANTGG.V 2900 0 *
SHUFFLED SHUFFLED_gi|89363047|ref|NP_004929.2| FALSE POSITIVE 2 2 3.9 1430 160045 6.8 HsSD-NE_PHA_lymphocytes_Ti_105.002789.002789 2 2.4906 0.1753 3085.87 3088.4 1 27.777779 1 K.LVPQGHLWIPSEKGNDSGDEINQVNIVK.L 1122 2 *
SHUFFLED SHUFFLED_gi|53759122|ref|NP_000029.2| FALSE POSITIVE 2 2 1.5 2843 311646 7.8 HsSD-NE_PHA_lymphocytes_Ti_111.017949.017949 2 2.3904 0.1284 2049.05 2048.3 8 38.235294 1 R.FLVSKIEGQNSSPDQEIR.S 1265 2 *
SHUFFLED SHUFFLED_gi|118498345|ref|NP_008816.3| FALSE POSITIVE 3 3 2.4 3703 404422 6.2 HsSD-NE_PHA_lymphocytes_Ti_107.007341.007341 3 3.0442 0.0942 2979.41 2981.1 4 27.000002 1 K.DGDEQSHSYTSQKPAKPPDPYYQANR.G 532 2 *
SHUFFLED SHUFFLED_gi|40254889|ref|NP_061957.2| FALSE POSITIVE 1 2 3.2 372 42581 7.2 HsSD-NE_PHA_lymphocytes_PK_107.015520.015520 2 2.7512 0.1648 1463.69 1463.6 2 63.636364 2 P.EHEFMDIQDSVL.W 39 0 *
SHUFFLED SHUFFLED_gi|169205732|ref|XP_001714963.1 FALSE POSITIVE 2 2 1.8 1297 133451 11.8 HsSD-NE_PHA_lymphocytes_Ti_107.007828.007828 2 2.2717 0.1689 1639.13 1639.9 4 46.666668 1 K.TGQRGGLLARGLGARR.R 991 2
SHUFFLED SHUFFLED_gi|169177000|ref|XP_001726994.1 FALSE POSITIVE 2 2 0.8 3783 405576 5.7 HsSD-NE_PHA_lymphocytes_PK_114.019807.019807 2 2.6768 0.2363 2847.97 2850.1 2 28 1 N.DHRALYHLGATNGQERGGLSGQFVQH.D 2886 0 *
SHUFFLED SHUFFLED_gi|117553586|ref|NP_079216.4| FALSE POSITIVE 1 2 0.7 1870 215307 8 HsSD-NE_PHA_lymphocytes_Ti_104.015206.015206 2 2.6205 0.1102 1531.09 1529.9 5 62.5 2 R.FIIEIKQQLLGVK.Q 1707 2 *
SHUFFLED SHUFFLED_gi|18105054|ref|NP_055785.2| FALSE POSITIVE 1 2 2.5 792 91205 5.1 HsSD-NE_PHA_lymphocytes_PK_112.019732.019732 2 2.9298 0.2349 2105.29 2103.4 3 42.105263 2 A.GKRAFVSKPVGDDALDKELG.M 511 0 *
SHUFFLED SHUFFLED_gi|21245108|ref|NP_631960.1| FALSE POSITIVE 1 3 9.7 185 20814 9.8 HsSD-NE_PHA_lymphocytes_Ti_108.014260.014260 2 2.9906 0.0827 1971.21 1971.2 5 50 3 R.GNLSQEQIMNPVGNLAER.N 94 2 *
SHUFFLED SHUFFLED_gi|5729862|ref|NP_006518.1| FALSE POSITIVE 1 3 11.5 270 31286 7.5 HsSD-NE_PHA_lymphocytes_PK_108.019364.019364 3 3.7912 0.1564 3348.65 3348.7 1 23.333334 3 S.PLAPDAKPASSDLKDADEFDRDSMIVASRTK.T 207 1 *
SHUFFLED SHUFFLED_gi|23097308|ref|NP_149062.1| FALSE POSITIVE 2 2 0.5 8749 1005202 5.5 HsSD-NE_PHA_lymphocytes_PK_113.015771.01577 2 3.0932 0.1541 2981.73 2983.3 7 31.25 1 S.SFIEVHEGKLLEKFGLEEGDLCFRE.E 2222 0 *
SHUFFLED SHUFFLED_gi|21686999|ref|NP_660286.1| FALSE POSITIVE 2 2 7.4 524 60120 9.2 HsSD-NE_PHA_lymphocytes_PK_112.002247.002247 2 2.5942 0.2091 2749.31 2750.3 8 30.434782 1 K.LNLYLSLSVLGSIPAWKLLHLLRE.R 75 1 *
SHUFFLED SHUFFLED_gi|118572606|ref|NP_114141.2| FALSE POSITIVE 2 2 0.6 5635 613397 6.5 HsSD-NE_PHA_lymphocytes_PK_108.018527.018527 2 2.7431 0.1566 1566.41 1565.6 3 57.692307 1 N.NTNVLGSNRSPNYE.S 3181 0 *
SHUFFLED SHUFFLED_gi|54607108|ref|NP_113637.3| FALSE POSITIVE 2 2 5.5 920 96537 7.1 HsSD-NE_PHA_lymphocytes_PK_115.016328.016328 3 3.6522 0.2315 3314.9 3315.7 9 20.833332 1 E.IFCADTTQLPAKNSGKTSYVGAEPKELFGSP.S 427 0 *
SHUFFLED SHUFFLED_gi|153791492|ref|NP_001093131.1 FALSE POSITIVE 1 2 1.9 914 105473 5.6 HsSD-NE_PHA_lymphocytes_Ti_105.021467.021467 2 2.3334 0.0892 2139.37 2138.4 1 43.75 2 R.EICAPYAHFKLKFEVER.R 237 2 *
SHUFFLED SHUFFLED_gi|7706457|ref|NP_057332.1| FALSE POSITIVE 2 2 2.9 1901 210511 5.4 HsSD-NE_PHA_lymphocytes_Ti_102.019550.019550 2 2.0677 0.1139 2858.87 2858.2 4 26 1 K.TFCSVTHNGFAFGTCEIIPESAVALK.L 1667 2 *
SHUFFLED SHUFFLED_gi|148839466|ref|NP_001019831.2 FALSE POSITIVE 2 2 2.2 2986 340261 6.1 HsSD-NE_PHA_lymphocytes_Ti_102.017417.017417 3 3.318 0.0866 3336.38 3334.8 1 25 1 K.QFWLKKQMSAEDVYTIYNHDMKSITQK.T 1378 2 *
SHUFFLED SHUFFLED_gi|169160618|ref|XP_001716617.1 FALSE POSITIVE 2 2 5.2 694 75815 10.4 HsNaOH-NE_NT_lymphocytes_PK_114.003232.0032 1 1.9903 0.1946 768.32 766.92 1 62.5 1 P.AALGIPGPA.T 77 0 *
SHUFFLED SHUFFLED_gi|118600985|ref|NP_003421.2| FALSE POSITIVE 2 2 2.1 1191 137217 9.3 HsNaOH-NE_PHA_lymphocytes_PK_102.001606.001 1 1.8108 0.1736 1498.5 1495.8 3 50 1 G.RHKYHTKPAKKT.S 491 0 *
SHUFFLED SHUFFLED_gi|23199998|ref|NP_683759.1| FALSE POSITIVE 2 2 8.6 466 50411 9 HsNaOH-NE_PHA_lymphocytes_PK_112.014802.014 2 2.6358 0.2345 2601.55 2598.9 8 29.166666 1 P.NEPADIKASLAAKQGFSSHGHGIVY.G 88 0 *
SHUFFLED SHUFFLED_gi|148839466|ref|NP_001019831.2 FALSE POSITIVE 2 2 2.2 2986 340261 6.1 HsNaOH-NE_PHA_lymphocytes_PK_112.018995.018 3 3.6656 0.2061 4041.53 4039.5 7 18.243242 1 S.SLGSTLEVLGSYHTDSGLEKLGNVSLMCTALKDADLEL.T 430 0 *
SHUFFLED SHUFFLED_gi|169160618|ref|XP_001716617.1 FALSE POSITIVE 2 2 5.2 694 75815 10.4 HsNaOH-NE_NT_lymphocytes_Ti_114.016582.01658 2 2.3989 0.1232 3174.95 3172.7 8 26.923079 1 R.FLRDDWPASRLKMSTAAHFRGWIALPK.G 387 2 *
SHUFFLED SHUFFLED_gi|40353736|ref|NP_954660.1| FALSE POSITIVE 2 2 6.1 653 72400 6.3 HsNaOH-NE_NT_lymphocytes_Ti_104.016671.01667 2 2.2174 0.1001 1583.75 1580.8 4 53.846157 1 K.TPSIANSCFSLRVK.S 294 2 *
SHUFFLED SHUFFLED_gi|21493024|ref|NP_653080.1| FALSE POSITIVE 2 2 3.1 1684 181688 4.4 HsNaOH-NE_NT_lymphocytes_PK_105.004251.0042 2 2.65 0.1753 1632.55 1631.8 1 60.000004 1 A.ESSTPGKKGDSLPEAK.D 1301 1 *
SHUFFLED SHUFFLED_gi|10835109|ref|NP_066576.1| FALSE POSITIVE 1 2 1 1198 133619 5.8 HsNaOH-NE_PHA_lymphocytes_Ti_108.007955.0079 2 2.5212 0.1089 1371.81 1369.5 2 63.636364 2 R.DKHIQSAQANTR.S 411 2 *
SHUFFLED SHUFFLED_gi|33188459|ref|NP_004324.2| FALSE POSITIVE 1 2 1.7 766 84437 7.5 HsNaOH-NE_PHA_lymphocytes_Ti_106.009724.0097 2 2.4541 0.1194 1521.49 1520.8 6 62.5 1 R.LHEPQGITVEIRK.H 190 2 *
SHUFFLED SHUFFLED_gi|150378539|ref|NP_149015.2| FALSE POSITIVE 1 2 0.3 5142 560709 6.5 HsNaOH-NE_NT_lymphocytes_PK_113.014306.0143 2 2.9087 0.2372 1513.61 1514.8 1 70.83333 2 L.WTLILSDKQAPLE.D 3146 0 *
SHUFFLED SHUFFLED_gi|118498345|ref|NP_008816.3| FALSE POSITIVE 3 3 2.4 3703 404422 6.2 HsNaOH-NE_NT_lymphocytes_Ti_113.016256.01625 3 3.1104 0.0968 4340.12 4337.8 1 15.789473 1 R.PELESLSCPSPSYSGVHIDCPWVHTGADQGVVSRNKKLK.M 1430 2 *
SHUFFLED SHUFFLED_gi|109689718|ref|NP_001035937.1 FALSE POSITIVE 1 3 4.3 398 45097 8.6 HsNaOH-NE_PHA_lymphocytes_PK_111.001094.001 2 2.9242 0.1603 2042.87 2042.4 9 40.625 1 G.KVCRGRFVFHSIYSATI.V 156 0 *
SHUFFLED SHUFFLED_gi|51948366|ref|NP_060681.2| FALSE POSITIVE 2 2 4.9 678 72959 7.5 HsNaOH-NE_PHA_lymphocytes_PK_111.002152.002 2 3.0137 0.1969 2610.79 2608.8 9 29.166666 1 S.MPLHPGQPEPGYKNQSPGTNGTQGD.N 638 0 *
SHUFFLED SHUFFLED_gi|7706457|ref|NP_057332.1| FALSE POSITIVE 2 2 2.9 1901 210511 5.4 HsNaOH-NE_PHA_lymphocytes_PK_111.002858.002 3 3.6366 0.2022 3136.46 3134.4 5 21.551723 1 S.NFGAQIATKDNESNAVSDLEEKGPQALAKS.K 1822 0 *
SHUFFLED SHUFFLED_gi|21686999|ref|NP_660286.1| FALSE POSITIVE 2 2 7.4 524 60120 9.2 HsNaOH-NE_NT_lymphocytes_Ti_102.015761.01576 2 2.7479 0.0802 1879.99 1877.3 7 46.666668 1 R.ERLEPQLIIIMAPKPK.V 98 2 *
SHUFFLED SHUFFLED_gi|40353736|ref|NP_954660.1| FALSE POSITIVE 2 2 6.1 653 72400 6.3 HsNaOH-NE_PHA_lymphocytes_Ti_104.008963.0089 2 2.2315 0.085 2946.15 2948.1 1 30.000002 1 R.TPSAQPTNCDNRMSVTDAEQEAPDRR.N 601 2 *
SHUFFLED SHUFFLED_gi|41322923|ref|NP_958786.1| FALSE POSITIVE 1 3 0.6 4547 516204 5.8 HsNaOH-NE_NT_lymphocytes_Ti_107.014446.01444 3 3.2999 0.0869 3240.35 3239.7 3 25 1 R.MFLTDQLIFDESNDEAKGILQQKDAVLR.T 2223 2 *
SHUFFLED SHUFFLED_gi|23199998|ref|NP_683759.1| FALSE POSITIVE 2 2 8.6 466 50411 9 HsNaOH-NE_NT_lymphocytes_Ti_102.013076.01307 2 2.7264 0.0887 1576.31 1573.7 1 64.28571 1 -.SSAELATGQRLVNAR.S 1 2 *
SHUFFLED SHUFFLED_gi|169201831|ref|XP_001717115.1 FALSE POSITIVE 1 48 10.5 228 24824 9.3 HsNaOH-NE_NT_lymphocytes_Ti_108.016428.01642 2 3.4471 0.1268 2556.37 2553.9 3 41.304348 4 R.INGRYPGKPEAGFNRSSALGSMSR.K 138 2 *
SHUFFLED SHUFFLED_gi|47933379|ref|NP_003818.2| FALSE POSITIVE 2 2 13.6 295 33233 5.4 HsNaOH-NE_PHA_lymphocytes_Ti_108.015107.0151 2 2.2304 0.0806 2632.39 2632.1 1 35.714287 1 K.QEYLKCNIKIRGLDTKSMYAAK.I 73 2 *
SHUFFLED SHUFFLED_gi|46593000|ref|NP_997555.1| FALSE POSITIVE 2 2 3.2 625 71878 5.4 HsNaOH-NE_NT_lymphocytes_Ti_102.017403.01740 2 2.5562 0.123 1458.01 1458.7 1 70.83333 1 K.QEVSAGLDELLKR.Y 376 2 *
SHUFFLED SHUFFLED_gi|18375525|ref|NP_542418.1| FALSE POSITIVE 1 2 3.6 443 51008 8.8 HsNaOH-NE_NT_lymphocytes_Ti_107.020082.02008 2 2.2747 0.1075 1864.77 1863.1 5 40 1 R.GAQQHAEEVVHLKEMR.C 364 2 *
SHUFFLED SHUFFLED_gi|110349713|ref|NP_597676.2| FALSE POSITIVE 3 3 0.1 27051 3006775 6.8 HsNaOH-NE_NT_lymphocytes_Ti_110.008272.00827 2 2.8019 0.087 1424.87 1422.6 7 75 1 K.FWLDELLETQK.K 20254 2 *
SHUFFLED SHUFFLED_gi|62865621|ref|NP_001017388.1| FALSE POSITIVE 2 2 5.5 811 94564 6.8 HsSD-NE_NT_lymphocytes_Ti_115.017555.017555.2 2 2.843 0.1571 1897.39 1897.1 1 56.666668 1 R.FKNNNFKQGNSNKNNK.D 104 2 *
SHUFFLED SHUFFLED_gi|18375525|ref|NP_542418.1| FALSE POSITIVE 1 2 3.6 443 51008 8.8 HsSD-NE_NT_lymphocytes_Ti_110.021396.021396.2 2 2.453 0.0967 1864.75 1863.1 3 46.666668 1 R.GAQQHAEEVVHLKEMR.C 364 2 *
SHUFFLED SHUFFLED_gi|169201831|ref|XP_001717115.1 FALSE POSITIVE 1 48 10.5 228 24824 9.3 HsSD-NE_NT_lymphocytes_Ti_109.003368.003368.2 2 4.044 0.1092 2555.31 2553.9 8 39.130436 18 R.INGRYPGKPEAGFNRSSALGSMSR.K 138 2 *
SHUFFLED SHUFFLED_gi|169172238|ref|XP_001716959.1 FALSE POSITIVE 1 2 2.4 454 46573 4.8 HsSD-NE_NT_lymphocytes_PK_104.007154.007154. 2 3.1007 0.2907 1088.57 1089.3 1 80 2 P.LLDVSVLSGVS.S 177 0 *
SHUFFLED SHUFFLED_gi|27777636|ref|NP_003191.1| FALSE POSITIVE 1 3 2.1 654 67600 6.5 HsSD-NE_NT_lymphocytes_Ti_104.021254.021254.2 2 3.0658 0.1062 1657.05 1654.8 2 61.538464 3 R.QYIAFPSESNNVER.G 580 2 *
SHUFFLED SHUFFLED_gi|118572606|ref|NP_114141.2| FALSE POSITIVE 2 2 0.6 5635 613397 6.5 HsSD-NE_NT_lymphocytes_PK_102.019156.019156. 2 2.5317 0.1982 1712.03 1710.9 8 40.625 1 V.KSQVNGPQGSTIPGQLV.I 3786 0 *
SHUFFLED SHUFFLED_gi|33188459|ref|NP_004324.2| FALSE POSITIVE 1 2 1.7 766 84437 7.5 HsSD-NE_NT_lymphocytes_Ti_111.014192.014192.2 2 2.7569 0.1093 1523.63 1520.8 9 58.333332 1 R.LHEPQGITVEIRK.H 190 2 *
SHUFFLED SHUFFLED_gi|51948366|ref|NP_060681.2| FALSE POSITIVE 2 2 4.9 678 72959 7.5 HsSD-NE_NT_lymphocytes_PK_101.009428.009428. 1 1.9914 0.1669 835.7 836.93 5 71.42857 1 K.HAPEGGRL.D 367 1 *
SHUFFLED SHUFFLED_gi|169171874|ref|XP_001719500.1 FALSE POSITIVE 1 3 20.5 127 14721 5.4 HsSD-NE_NT_lymphocytes_PK_111.020674.020674. 2 4.7087 0.231 2965.37 2964.6 1 40 3 E.MKGQDLELIEAKFIMVTLKTLLKNGE.V 11 0 *
SHUFFLED SHUFFLED_gi|61743954|ref|NP_001611.1| FALSE POSITIVE 2 2 0.6 5890 629113 6.1 HsSD-NE_NT_lymphocytes_PK_101.001928.001928. 1 1.8844 0.1657 1422.43 1422.6 3 50 1 E.GGITVFDMKEPNN.P 1899 0 *
SHUFFLED SHUFFLED_gi|26051235|ref|NP_060700.2| FALSE POSITIVE 2 2 2.3 1156 128979 5.1 HsSD-NE_PHA_lymphocytes_PK_101.000966.000966 1 2.014 0.2009 1452.6 1449.6 1 53.846157 1 A.LADDLDGTIAFGLQ.S 1009 0 *
SHUFFLED SHUFFLED_gi|42558250|ref|NP_005889.3| FALSE POSITIVE 2 2 5.1 709 78366 5.2 HsSD-NE_PHA_lymphocytes_PK_101.015959.015959 2 2.6872 0.1652 1600.19 1601.8 3 53.846157 1 S.DKKPAIEISDKPPY.Q 30 0 *
SHUFFLED SHUFFLED_gi|53829374|ref|NP_003619.2| FALSE POSITIVE 2 2 3.5 1192 131868 8.9 HsSD-NE_NT_lymphocytes_Ti_104.002108.002108.2 2 2.2632 0.0946 1884.29 1883.3 8 43.75 1 R.VKVLSSRKLAVDVALRK.N 22 2 *
SHUFFLED SHUFFLED_gi|117968621|ref|NP_542407.2| FALSE POSITIVE 1 2 4.2 425 47421 4.7 HsSD-NE_PHA_lymphocytes_PK_105.019698.019698 2 4.109 0.1937 2061.65 2061.2 1 70.588234 2 E.MEIDAEGRVNRETTDLNP.K 29 0 *
SHUFFLED SHUFFLED_gi|40354192|ref|NP_000412.2| FALSE POSITIVE 1 14 2.1 584 58827 5.2 HsSD-NE_PHA_lymphocytes_PK_105.000512.000512 1 2.7 0.1543 1153.8 1151.2 4 54.545456 14 G.EGGSGGLMISNE.S 537 0 *
SHUFFLED SHUFFLED_gi|110349713|ref|NP_597676.2| FALSE POSITIVE 3 3 0.1 27051 3006775 6.8 HsSD-NE_NT_lymphocytes_PK_102.014680.014680. 2 2.6471 0.2064 1497.93 1495.8 9 54.166668 1 E.KTGPVVRFQHTKP.N 13769 0 *
SHUFFLED SHUFFLED_gi|47933379|ref|NP_003818.2| FALSE POSITIVE 2 2 13.6 295 33233 5.4 HsSD-NE_NT_lymphocytes_Ti_110.000422.000422.2 2 2.6045 0.1319 1943.45 1942.2 6 41.17647 1 K.ILRSAAMAGNSMACCLSK.L 244 2 *
SHUFFLED SHUFFLED_gi|169205732|ref|XP_001714963.1 FALSE POSITIVE 2 2 1.8 1297 133451 11.8 HsSD-NE_NT_lymphocytes_Ti_105.015351.015351.2 2 2.5139 0.1206 858.95 858.97 9 83.33333 1 R.RAVLDER.E 735 2
SHUFFLED SHUFFLED_gi|27369497|ref|NP_004258.2| FALSE POSITIVE 2 2 10.2 530 57857 10 HsSD-NE_NT_lymphocytes_PK_106.019476.019476. 3 3.5234 0.1667 3785.96 3783.4 2 19.117647 1 S.AQPAEYVGPGLAASRRKSFLRVKAGTRSPVGRERL.P 141 0 *
SHUFFLED SHUFFLED_gi|5453992|ref|NP_006255.1| FALSE POSITIVE 2 2 1.9 2466 274930 6.4 HsSD-NE_PHA_lymphocytes_PK_106.019848.019848 3 3.9909 0.2141 3860.63 3863.4 8 19.69697 1 R.KSLLQFIGHRSVQTRPEDFLRKYKNGEVARGSSG.V 685 1 *
SHUFFLED SHUFFLED_gi|53829374|ref|NP_003619.2| FALSE POSITIVE 2 2 3.5 1192 131868 8.9 HsSD-NE_NT_lymphocytes_PK_107.019809.019809. 2 2.5089 0.1767 2770.61 2773.1 1 29.166666 1 D.AARIDYPNSLVLGDIRDTNPSLHYA.Y 233 0 *
SHUFFLED SHUFFLED_gi|61743954|ref|NP_001611.1| FALSE POSITIVE 2 2 0.6 5890 629113 6.1 HsSD-NE_NT_lymphocytes_Ti_113.014447.014447.2 2 2.0916 0.1236 2535.69 2538 1 33.333336 1 K.LESDFGMGHDIVRPKMPVKHDK.V 5544 2 *
SHUFFLED SHUFFLED_gi|109689718|ref|NP_001035937.1 FALSE POSITIVE 1 3 4.3 398 45097 8.6 HsSD-NE_NT_lymphocytes_PK_106.000868.000868. 2 2.8348 0.2238 2043.71 2042.4 7 40.625 2 G.KVCRGRFVFHSIYSATI.V 156 0 *
SHUFFLED SHUFFLED_gi|46593000|ref|NP_997555.1| FALSE POSITIVE 2 2 3.2 625 71878 5.4 HsSD-NE_NT_lymphocytes_PK_112.000110.000110. 2 3.2249 0.1881 2022.17 2019.3 1 47.058823 1 E.VSAGLDELLKRYPSARNE.L 378 0 *
SHUFFLED SHUFFLED_gi|53759122|ref|NP_000029.2| FALSE POSITIVE 2 2 1.5 2843 311646 7.8 HsSD-NE_NT_lymphocytes_Ti_112.015817.015817.3 3 3.1208 0.129 2506.28 2503.8 7 23.913044 1 K.AIVSDEEQTSVGNGKLGTSLELVR.V 1625 2 *
SHUFFLED SHUFFLED_gi|26051235|ref|NP_060700.2| FALSE POSITIVE 2 2 2.3 1156 128979 5.1 HsSD-NE_NT_lymphocytes_PK_104.011627.011627. 2 3.0978 0.159 1315.11 1315.5 3 62.5 1 E.LDQILTQGAIGVS.G 166 0 *
SHUFFLED SHUFFLED_gi|62865621|ref|NP_001017388.1| FALSE POSITIVE 2 2 5.5 811 94564 6.8 HsSD-NE_NT_lymphocytes_PK_109.013889.013889. 3 4.5308 0.1693 3246.74 3249.5 1 25 1 S.NTGELVRSSAKRDISEVPAKTHSNCFACL.M 229 0 *
SHUFFLED SHUFFLED_gi|169201831|ref|XP_001717115.1 FALSE POSITIVE 1 48 10.5 228 24824 9.3 HsNaOH-NE_PHA_lymphocytes_Ti_115.000606.0006 2 3.1166 0.1017 2555.29 2553.9 1 43.47826 2 R.INGRYPGKPEAGFNRSSALGSMSR.K 138 2 *
SHUFFLED SHUFFLED_gi|23097308|ref|NP_149062.1| FALSE POSITIVE 2 2 0.5 8749 1005202 5.5 HsSD-NE_NT_lymphocytes_Ti_106.000681.000681.2 2 2.5633 0.1269 2005.49 2004.4 5 46.875 1 R.KSLLGEMLRMGQSRLQR.L 3888 2 *
SHUFFLED SHUFFLED_gi|122937341|ref|NP_001073943.1 FALSE POSITIVE 2 2 4.6 922 100170 9 HsSD-NE_NT_lymphocytes_PK_111.016262.016262. 2 2.74 0.2303 2182.99 2185.5 5 30.952381 1 K.GKAQASYSMGKSPKPYIEGGGA.Q 248 1 *
SHUFFLED SHUFFLED_gi|118498345|ref|NP_008816.3| FALSE POSITIVE 3 3 2.4 3703 404422 6.2 HsSD-NE_NT_lymphocytes_PK_105.008087.008087. 3 3.603 0.2722 2956.94 2955.1 7 22.222223 1 L.PNEVERPFTSSPAPSAAYSLSDSKDGDE.Q 508 0 *
SHUFFLED SHUFFLED_gi|89363047|ref|NP_004929.2| FALSE POSITIVE 2 2 3.9 1430 160045 6.8 HsSD-NE_NT_lymphocytes_PK_111.019280.019280. 2 3.1885 0.1672 2994.51 2994.4 6 27.777779 1 R.YITSAHKNDVLSLAHNAHPAAPLLKVDP.I 451 1 *
SHUFFLED SHUFFLED_gi|110349717|ref|NP_597681.2| FALSE POSITIVE 3 3 0.2 27118 3013987 6.7 HsSD-NE_NT_lymphocytes_PK_108.012456.012456. 2 2.5524 0.1805 1970.21 1968.1 2 46.875 1 P.KRPVEHEKTTCQGGSPR.L 6481 1 *
SHUFFLED SHUFFLED_gi|169162052|ref|XP_943287.3| FALSE POSITIVE 1 2 0.4 4091 468512 7 HsSD-NE_PHA_lymphocytes_PK_107.002289.002289 2 3.538 0.2103 2068.53 2068.5 1 50 2 L.VPVKLDVMSVLKFRCYI.I 355 0 *
SHUFFLED SHUFFLED_GR72_TOBAC FALSE POSITIVE 1 2 5.5 292 32260 4.6 HsSD-NE_NT_lymphocytes_Ti_104.014404.014404.2 2 3.3787 0.1394 1764.35 1761.9 5 53.333336 2 K.TVGTNEKEGQTAIERK.I 69 2 *
SHUFFLED SHUFFLED_gi|7705284|ref|NP_057322.1| FALSE POSITIVE 2 2 5.7 565 63177 5.8 HsSD-NE_PHA_lymphocytes_PK_104.001671.00167 1 2.2038 0.1658 1362.89 1363.5 3 50 1 L.ENHPDAVPAAVGSV.S 175 0 *
SHUFFLED SHUFFLED_gi|42558250|ref|NP_005889.3| FALSE POSITIVE 2 2 5.1 709 78366 5.2 HsSD-NE_PHA_lymphocytes_PK_104.015378.015378 2 3.5394 0.1911 2499.11 2500.9 1 42.857143 1 Q.RLGEFPVTQRNMRVNPVGKDSV.Q 407 0 *
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Table S2B. Detailed peptide and spectral counts for proteins detected by MudPIT analysis of Nuclear Envelopes (NEs) isolated from Human Peripheral Blood Mononuclear Cells (PBMCs)
Proteins are ranked by their frequency of detection in NEs and decreasing averaged dNSAFs values.
For each run (See details in Table S1A), the following parameters are specified for each protein:

columns ending with _P: peptide counts
_S: total spectral counts

_sS: spectral counts for peptides shared between protein isoforms
_uDP: peptide counts for peptides uniquely matching the protein
_uS: spectral counts for peptides uniquely matching the protein
_dS: spectral counts distributed according to the spectral count contribution of peptides unique to each isoform
_SC: sequence coverage

_dNSAF: Normalized Spectral Abundance Factors, calculated based on distributed spectral counts and protein length.
The number of times a protein is detected across multiple analyses is listed in the "Detected # Out of" columns.
dNSAF are averaged across mulitple resting (NT) and PHA-treated runs ("dNSAF AVG" columns).
(Note that dNSAF values from 2 proteinase K digested samples with low spectral counts and protein identifications (HsSD-NE_NT_lymphocytes_PK_1 and HsNaOH-NE_PHA_lymphocytes_PK_1) were excluded from the average and standard deviation calculations)
Columns ending with PredHel and TMHMM_Topology list the number and position of transmembrane helices predicted for each protein by TMHMM.
The columns starting with "SIGNALP" are the output from SIGNALP HMM predictions on each protein for type of signal peptide sequences, their position (_POS) and probability (_SPROB).
Additional annotations are reported in the "NCBI_Region_Note" and "GO_" columns.
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1 ENSG00000075624:ENSMUSG00000029580:ENSRNOG00000034254 ACTB gi|4501885|ref|NP_gi|4501885|ref|NP_001092.1|;gi|4501887|ref|NP_001605.1| beta actin [Homo sapiens] 375 41737 5.5 0 o Q 20 0 11 36 19 0 17 36 33.87 0.01557 21 489 370 0 119 483.4 69.6 0.03007 13 39 37 0 2 39 28 0.01954 18 1036 703 0 333 1032 65.87 0.04863 26 297 220 0 77 287.8 37.07 0.31249 5 0.028452 0.01478 11 20 10 0 10 19.5 36 0.02308 19 484 375 0 109 481.2 69.6 0.02879 19 98 59 0 39 97.86 35.47 0.18246 14 1411 991 0 420 1404 52.8 0.06112 117 436 369 0 67 420.6 81.07 0.04306 5 0.039013 0.016966 Actin; An ubiquitous protein involved in the formation actin filament; cytoskeleton; TIP60 histone ATP binding; nucleotide binding; protein 269 4346
2 ENSG00000198327:ENSMUSG00000060639:ENSRNOG00000030142 HIST2H4B gi|77539758|ref|NPgi|77539758|ref|NP_001029249.1| histone cluster 2, H4b [Homo sap 103 11367 11.4 0 o Q 0 0 8 29 0 8 29 29 44.66 0.04566 12 89 0 12 89 89 64.08 0.02015 9 21 0 9 21 21 42.72 0.0383 11 91 0 11 91 91 53.4 0.01561 4 10 0 4 10 10 43.69 0.03953 5 0.029931 0.014356 6 13 0 6 13 13 39.81 0.05602 15 101 0 15 101 101 65.05 0.022 7 13 0 7 13 13 55.34 0.08825 17 117 0 17 117 117 66.99 0.01854 9 33 0 9 33 33 24.27 0.0123 5 0.027215 0.01962 Histone H4, one of the four histones, along with H2A, 98 517
3 ENSG00000223609:NA:NA HBB gi|4504349|ref|NP_gi|4504349|ref|NP_000509.1| beta globin [Homo sapiens] 147 15998 7.3 0 o Q 27 0 5 56 20 3 36 56 50.34 0.06178 8 56 29 4 27 51.73 71.43 0.00821 3 9 8 1 1 9 28.57 0.0115 8 100 11 5 89 99.09 69.39 0.01191 3 4 3 1 1 4 31.97 0.01108 5 0.023349 0.025673 2 5 1 1 4 5 18.37 0.0151 12 91 42 6 49 89.17 83.67 0.01361 1 3 0 0 3 3 8.16 0.01427 9 96 21 5 75 95.72 76.87 0.01063 19 101 87 6 14 101 55.1 0.02638 5 0.016427 0.006887 Globins are heme proteins, which bind and transport hemoglobin complex [pmid 1540659] [pmid heme binding; hemoglobin binding 70 521
4 ENSG00000196230:ENSMUSG00000001525:ENSRNOG00000000821 TUBB gi|29788785|ref|NPgi|29788785|ref|NP_821133.1| tubulin, beta [Homo sapiens] 444 49671 4.9 0 o Q 19 0 5 21 13 2 8 18.4 24.77 0.00672 15 111 94 4 17 105.5 56.53 0.00554 2 2 2 0 0 0.667 9.01 0.00028 18 335 274 4 61 325.4 63.29 0.01295 3 8 6 1 2 8 13.06 0.00734 5 0.006372 0.0052 4 15 11 1 4 15 21.17 0.015 15 134 106 3 28 131.8 57.88 0.00666 2 3 1 0 2 2.333 9.46 0.00367 12 400 309 2 91 400 52.25 0.0147 29 218 136 6 82 201.9 50.23 0.01746 5 0.013454 0.004695 The tubulin superfamily includes five distinct families, cytoplasm; microtubule; protein complex GTP binding; GTPase activity; MHC 105 1247
5 ENSG00000212874:ENSMUSG00000064354:ENSRNOG00000030371 MT-CO2 gi|17981856|ref|NPgi|17981856|ref|NP_536846.1| cytochrome c oxidase subunit II [H 227 25565 4.8 2 i26-48o63-85i A 48 0.001 2 5 0 2 5 5 7.49 0.00357 4 17 0 4 17 17 30.4 0.00175 6 14 0 6 14 14 15.42 0.01159 4 13 0 4 13 13 34.8 0.00101 2 3 0 2 3 3 9.69 0.00538 5 0.004479 0.004859 1 2 0 1 2 2 4.41 0.00391 6 34 0 6 34 34 40.53 0.00336 4 10 0 4 10 10 22.91 0.0308 2 7 0 2 7 7 25.99 0.0005 8 24 0 8 24 24 19.38 0.00406 5 0.002958 0.001664 Cytochrome C oxidase subunit II, transmembrane 39 129
6 ENSG00000110955:ENSMUSG00000025393:ENSRNOG00000002840 ATP5B gi|32189394|ref|NPgi|32189394|ref|NP_001677.2| ATP synthase, H+ transporting, m 529 56560 5.4 0 o S 43 0.797 4 10 0 4 10 10 10.59 0.00307 9 46 0 9 46 46 26.28 0.00203 1 2 0 1 2 2 2.84 0.00071 18 267 0 18 267 267 54.82 0.00892 6 27 0 6 27 27 18.15 0.02078 5 0.00368 0.003621 2 3 0 2 3 3 6.62 0.00252 10 81 0 10 81 81 31 0.00344 5 7 0 5 7 7 14.93 0.00925 13 248 0 13 248 248 42.91 0.00765 10 26 0 10 26 26 27.41 0.00189 5 0.003873 0.002598 F1 ATP synthase beta subunit, nucleotide-binding mitochondrion; proton-transporting ATP ATP binding; hydrogen-exporting 78 717
7 ENSG00000121053:ENSMUSG00000052234:ENSRNOG00000008707 EPX gi|4503595|ref|NP_gi|4503595|ref|NP_000493.1| eosinophil peroxidase [Homo sap 715 81040 10.3 0 o S 18 1 9 31 4 7 27 30.27 18.46 0.00687 28 197 7 25 190 196.8 43.22 0.00642 3 14 2 2 12 14 3.92 0.00368 16 168 6 15 162 167.6 34.13 0.00414 4 16 0 4 16 16 6.85 0.00911 5 0.005277 0.0016 7 18 2 6 16 17.88 12.45 0.0111 14 91 2 13 89 90.87 30.77 0.00285 1 2 0 1 2 2 1.68 0.00196 8 69 1 7 68 69 20.84 0.00157 4 6 0 4 6 6 4.76 0.00032 5 0.003962 0.00487 Animal haem peroxidase; pfam03098 calcium ion binding; iron ion binding; 94 612
8 ENSG00000215021:ENSMUSG00000004264:ENSRNOG00000012999 PHB2 gi|6005854|ref|NP_gi|6005854|ref|NP_009204.1| prohibitin 2 [Homo sapiens] 299 33296 9.8 0 o S 34 0.583 6 20 0 6 20 20 27.76 0.01085 5 38 0 5 38 38 26.09 0.00296 1 2 0 1 2 2 2.68 0.00126 8 47 0 8 47 47 34.11 0.00278 1 1 0 1 1 1 6.02 0.00136 5 0.004461 0.004325 4 10 0 4 10 10 21.4 0.01485 7 46 0 7 46 46 35.12 0.00345 1 2 0 1 2 2 4.35 0.00468 4 26 0 4 26 26 23.08 0.00142 1 3 0 1 3 3 4.35 0.00039 5 0.005025 0.006669 Band_7_prohibitin. A subgroup of the band 7 domain membrane; mitochondrial inner membrane; estrogen receptor binding [pmid 38 195
9 ENSG00000167552:ENSMUSG00000072235:ENSRNOG00000004559 TUBA1A gi|17986283|ref|NPgi|17986283|ref|NP_006000.2| tubulin, alpha 1a [Homo sapiens] 451 50136 5.1 0 o Q 20 0.005 4 25 25 0 0 5.933 21.29 0.00213 16 74 68 1 6 46.5 69.4 0.0024 5 17 10 0 7 10.33 17.52 0.0043 12 263 263 0 0 10.67 45.68 0.00042 4 21 21 0 0 4.933 20.18 0.00445 5 0.002315 0.001592 6 27 27 0 0 3.333 27.27 0.00328 18 88 86 1 2 40.53 70.51 0.00202 2 6 2 0 4 4.5 11.97 0.00698 13 341 323 1 18 204.2 55.43 0.00739 27 125 124 1 1 59.67 53.44 0.00508 5 0.004442 0.002333 The tubulin superfamily includes five distinct families, microtubule; protein complex GTP binding; GTPase activity; 107 987

10 ENSG00000139641:ENSMUSG00000025366:ENSRNOG00000003909 FAM62A gi|14149680|ref|NPgi|14149680|ref|NP_056107.1| family with sequence similarity 62 1104 122856 5.8 2 o68-90i241-263oQ 0 0 7 37 0 7 37 37 10.33 0.00543 30 177 0 30 177 177 43.84 0.00374 15 36 0 15 36 36 13.68 0.00613 13 52 0 13 52 52 21.38 0.00083 1 1 0 1 1 1 1.18 0.00037 5 0.004033 0.002358 4 16 0 4 16 16 6.07 0.00643 21 132 0 21 132 132 32.43 0.00268 2 6 0 2 6 6 3.44 0.0038 8 23 0 8 23 23 16.3 0.00034 19 52 0 19 52 52 12.86 0.00181 5 0.002816 0.002598 Protein kinase C conserved region 2 (CalB); Ca2+- integral to membrane; membrane 120 532
11 ENSG00000102879:ENSMUSG00000030707:ENSRNOG00000019430 CORO1A gi|5902134|ref|NP_gi|5902134|ref|NP_009005.1| coronin, actin binding protein, 1A 461 51026 6.7 0 o Q 17 0 3 5 0 3 5 5 16.27 0.00176 10 53 0 10 53 53 36.66 0.00268 2 3 0 2 3 3 5.42 0.00122 13 65 0 13 65 65 39.91 0.00249 1 1 0 1 1 1 2.82 0.00088 5 0.002038 0.000674 2 2 0 2 2 2 6.07 0.00193 11 62 0 11 62 62 39.91 0.00302 1 1 0 1 1 1 4.12 0.00152 9 177 0 9 177 177 37.09 0.00627 25 56 0 25 56 56 29.28 0.00466 5 0.003968 0.001901 WD40 domain, found in a number of eukaryotic actin cytoskeleton [pmid 9778037]; actin binding; structural molecule activity 77 425
12 ENSG00000204523:NA:NA HLA-B gi|17986001|ref|NPgi|17986001|ref|NP_005505.2| major histocompatibility complex, 362 40460 5.9 1 o308-330i S 25 1 3 4 4 0 0 0.333 17.13 0.00015 10 105 88 5 17 53.58 39.23 0.00345 9 23 22 1 1 17 25.69 0.00882 5 39 33 1 6 21.02 26.52 0.00103 1 1 0 0 1 1 3.87 0.00112 5 0.003363 0.003899 1 1 0 0 1 1 2.49 0.00123 11 125 110 5 15 53.18 41.71 0.0033 1 1 0 0 1 1 3.87 0.00193 4 11 7 1 4 6.889 23.48 0.00031 3 4 3 0 1 1.75 8.84 0.00019 5 0.001255 0.001438 Immunoglobulin domain constant region subfamily; integral to membrane; integral to plasma MHC class I receptor activity [pmid 48 314
13 ENSG00000153187:ENSMUSG00000039630:ENSRNOG00000033790 HNRNPU gi|74136883|ref|NPgi|74136883|ref|NP_114032.2| heterogeneous nuclear ribonucleo 825 90585 6 0 o Q 0 0 2 4 0 2 4 4 4 0.00079 13 49 0 13 49 49 26.79 0.00139 2 13 0 2 13 13 4 0.00296 14 106 0 14 106 106 31.64 0.00227 1 3 0 1 3 3 1.82 0.00148 5 0.00185 0.000959 1 1 0 1 1 1 1.82 0.00054 11 29 0 11 29 29 23.76 0.00079 1 1 0 1 1 1 2.18 0.00085 17 244 0 17 244 244 32.61 0.00483 22 86 6 22 80 80 20.61 0.00372 5 0.002469 0.002136 SPRY domain. SPRY Domain is named from SPla heterogeneous nuclear ribonucleoprotein ATP binding; DNA binding [pmid 84 536
14 ENSG00000089597:ENSMUSG00000071650:ENSRNOG00000019724 GANAB gi|38202257|ref|NPgi|38202257|ref|NP_938148.1| alpha glucosidase II alpha subuni 944 106874 6.1 1 i13-32o S 33 0.996 3 7 0 3 7 7 5.83 0.0012 23 63 0 23 63 63 43.01 0.00156 5 11 0 5 11 11 4.56 0.00219 11 27 0 11 27 27 23.09 0.00051 1 6 0 1 6 6 1.48 0.00259 5 0.001363 0.000703 1 1 0 1 1 1 2.44 0.00047 23 78 1 23 77 77 40.25 0.00183 1 1 0 1 1 1 0.95 0.00074 9 33 0 9 33 33 19.49 0.00057 8 35 0 8 35 35 11.33 0.00142 5 0.001073 0.000661 Glycosyl hydrolases family 31. Glycosyl hydrolases endoplasmic reticulum hydrolase activity; hydrolase activity, 85 262
15 ENSG00000081237:ENSMUSG00000026395:ENSRNOG00000000655 PTPRC gi|18641347|ref|NPgi|18641347|ref|NP_002829.2|;gi|18641362|ref|NP_563578.1|;gi|18641364|ref|NP_563579.1| protein tyrosine phosphatase, rec 1304 147254 6.2 2 o578-600i839-86S 24 0.988 5 13 0 0 13 13 5.83 0.00162 39 147 0 0 147 147 37.96 0.00263 6 18 0 0 18 18 4.52 0.00259 10 32 0 0 32 32 12.42 0.00043 2 4 0 0 4 4 1.92 0.00125 5 0.001818 0.001036 1 1 0 0 1 1 1.38 0.00034 28 103 0 0 103 103 29.37 0.00177 1 2 0 0 2 2 1.07 0.00107 10 20 0 0 20 20 12.42 0.00025 4 8 0 0 8 8 3.68 0.00024 5 0.00065 0.00075 Fibronectin type 3 domain; One of three types of focal adhesion; integral to plasma hydrolase activity; protein kinase binding 106 348
16 ENSG00000112992:ENSMUSG00000025453:ENSRNOG00000026842 NNT gi|122939155|ref|Ngi|122939155|ref|NP_036475.3| nicotinamide nucleotide transhydr 1086 113895 8.1 12 o476-498i505-52S 24 0.535 7 13 0 7 13 13 9.02 0.00194 15 57 0 15 57 57 22.56 0.00122 1 1 0 1 1 1 1.2 0.00017 9 29 0 9 29 29 14.36 0.00047 1 2 0 1 2 2 1.29 0.00075 5 0.000953 0.000794 2 4 0 2 4 4 2.03 0.00163 13 67 0 13 67 67 19.34 0.00138 2 5 0 2 5 5 1.84 0.00322 2 6 0 2 6 6 3.13 9E-05 3 10 0 3 10 10 5.16 0.00035 5 0.000866 0.000758 55 194
17 ENSG00000206172:ENSMUSG00000069917:ENSRNOG00000031154 HBA2 gi|4504347|ref|NP_gi|4504347|ref|NP_000549.1| alpha 1 globin [Homo sapiens] 142 15258 8.7 0 o Q 23 0 3 11 0 3 11 11 25.35 0.01256 5 16 0 5 16 16 51.41 0.00263 X X X X X X X 0 5 33 0 5 33 33 51.41 0.00411 2 13 0 2 13 13 19.01 0.03727 4 0.004824 0.005431 3 6 0 3 6 6 28.17 0.01876 7 66 0 7 66 66 61.27 0.01043 5 9 0 5 9 9 26.06 0.04432 6 140 0 6 140 140 77.46 0.01609 11 32 0 11 32 32 40.85 0.00865 5 0.013481 0.004736 Globins are heme proteins, which bind and transport hemoglobin complex heme binding; iron ion binding; metal 47 326
18 ENSG00000186652:ENSMUSG00000027073:ENSRNOG00000008394 PRG2 gi|46276889|ref|NPgi|46276889|ref|NP_002719.3| proteoglycan 2 preproprotein [Hom 222 25206 6.8 0 o S 17 1 2 6 0 2 6 6 12.16 0.00438 9 310 0 9 310 310 38.74 0.03257 2 9 0 2 9 9 9.01 0.00762 6 143 0 6 143 143 34.68 0.01138 8 35 0 8 35 35 21.17 0.06419 5 0.013987 0.012714 X X X X X X X 0 6 124 0 6 124 124 34.68 0.01253 2 3 0 2 3 3 13.06 0.00945 3 16 0 3 16 16 20.27 0.00118 6 20 0 6 20 20 19.37 0.00346 4 0.004291 0.005678 CLECT_EMBP_like: C-type lectin-like domain (CTLD) cytoplasm; extracellular region [pmid heparin binding; sugar binding [pmid 44 666
19 ENSG00000111640:NA:NA GAPDH gi|7669492|ref|NP_gi|7669492|ref|NP_002037.2| glyceraldehyde-3-phosphate dehy 335 36053 8.5 0 o Q 22 0 3 5 0 3 5 5 13.73 0.00242 8 53 0 8 53 53 44.48 0.00369 2 16 0 2 16 16 6.57 0.00897 10 410 0 10 410 410 61.79 0.02162 2 2 0 2 2 2 4.18 0.00243 5 0.009176 0.008767 1 1 0 1 1 1 4.48 0.00132 11 47 0 11 47 47 59.4 0.00315 X X X X X X X 0 13 795 0 13 795 795 63.88 0.03873 20 44 0 20 44 44 34.33 0.00504 4 0.012061 0.017844 Glyceraldehyde 3-phosphate dehydrogenase, C- cytoplasm glyceraldehyde-3-phosphate 70 1373
20 ENSG00000127824:ENSMUSG00000026202:ENSRNOG00000003597 TUBA4A gi|17921989|ref|NPgi|17921989|ref|NP_005991.1| tubulin, alpha 4a [Homo sapiens] 448 49924 5.1 0 o Q 20 0.006 5 28 28 0 0 6.35 24.11 0.0023 13 85 75 2 10 68.5 53.35 0.00357 4 10 10 0 0 0 12.05 0 13 349 334 2 15 349 44.64 0.01376 5 24 24 0 0 5.35 23.21 0.00486 4 0.004906 0.006085 6 27 25 1 2 27 28.35 0.02675 17 103 100 2 3 64.8 53.35 0.00325 2 6 2 0 4 4.5 12.05 0.00702 9 398 380 2 18 258.2 37.95 0.00941 26 116 114 1 2 83.33 50.45 0.00714 5 0.011636 0.010393 The tubulin superfamily includes five distinct families, microtubule; protein complex GTP binding; GTPase activity; 100 1146
21 ENSG00000100242:ENSMUSG00000042524:ENSRNOG00000015177 UNC84B gi|31742498|ref|NPgi|31742498|ref|NP_056189.1| unc-84 homolog B [Homo sapiens 717 80311 6.7 1 i213-235o Q 33 0 13 36 5 11 31 36 29.43 0.00814 30 361 46 23 315 360.9 63.6 0.01174 6 19 1 5 18 19 8.93 0.00498 16 141 18 13 123 141 44.77 0.00347 1 2 0 1 2 2 2.65 0.00114 5 0.007083 0.003663 11 17 4 8 13 17 30.13 0.01052 34 499 77 27 422 499 65.69 0.01561 X X X X X X X 0 10 138 2 8 136 138 32.91 0.00314 5 9 6 1 3 9 11.99 0.00048 4 0.00744 0.006909 Sad1 / UNC-like C-terminal. The C. elegans UNC-84 integral to membrane; membrane; nuclear microtubule binding [pmid 10375507] 126 1222
22 ENSG00000122566:ENSMUSG00000004980:ENSRNOG00000021254 HNRNPA2B1 gi|14043072|ref|NPgi|14043072|ref|NP_112533.1|;gi|4504447|ref|NP_002128.1|heterogeneous nuclear ribonucleo 353 37430 8.9 0 o Q 0 0 1 2 0 0 2 2 5.67 0.00092 5 13 0 0 13 13 15.3 0.00086 3 13 0 0 13 13 12.46 0.00692 10 179 0 0 179 179 47.03 0.00896 1 3 0 0 3 3 4.53 0.00346 5 0.004413 0.004154 1 2 0 0 2 2 4.82 0.00251 10 27 0 0 27 27 37.96 0.00172 X X X X X X X 0 15 513 0 0 513 513 33.71 0.02372 9 17 1 0 16 16.94 23.23 0.00184 4 0.007448 0.010852 RNA recognition motif. (a.k.a. RRM, RBD, or RNP heterogeneous nuclear ribonucleoprotein nucleotide binding; protein binding [pmid 55 769
23 ENSG00000026025:ENSMUSG00000026728:ENSRNOG00000018087 VIM gi|62414289|ref|NPgi|62414289|ref|NP_003371.2| vimentin [Homo sapiens] 466 53652 5.1 0 o Q 30 0.015 8 16 0 8 16 16 23.82 0.00557 7 25 0 7 25 25 23.61 0.00125 2 5 0 2 5 5 4.72 0.00202 18 406 0 18 406 406 50.64 0.01539 4 7 0 4 7 7 9.44 0.00612 5 0.006056 0.0065 2 4 0 2 4 4 6.01 0.00381 7 26 0 7 26 26 17.17 0.00125 X X X X X X X 0 10 228 0 10 228 228 27.47 0.00798 5 7 0 5 7 7 13.95 0.00058 4 0.003406 0.003355 Intermediate filament head (DNA binding) region. This cytoplasm [pmid 9150946]; cytoskeleton protein binding [pmid 11827972] [pmid 63 724
24 ENSG00000120802:ENSMUSG00000019961:ENSRNOG00000008797 TMPO gi|73760405|ref|NPgi|73760405|ref|NP_001027454.1| thymopoietin isoform beta [Homo 454 50670 9.4 1 o411-430i Q 0 0 5 14 8 1 6 14 18.28 0.005 16 121 90 6 31 113.3 46.48 0.00582 6 18 16 0 2 10 16.74 0.00414 6 25 23 1 2 15 23.79 0.00058 X X X X X X X 0 4 0.003885 0.002305 3 9 2 1 7 9 13.66 0.0088 16 112 64 6 48 98.4 49.34 0.00486 2 5 3 1 2 5 7.49 0.0077 4 10 4 2 6 8.667 11.89 0.00031 4 7 0 4 7 7 3.96 0.00059 5 0.003641 0.00402 LEM domain. The LEM domain is 50 residues long chromosome; integral to membrane; DNA binding; lamin binding [pmid 62 321
25 ENSG00000117242:ENSMUSG00000028757:ENSRNOG00000015079 DDOST gi|20070197|ref|NPgi|20070197|ref|NP_005207.2| dolichyl-diphosphooligosaccharide 456 50702 6.4 2 i21-43o425-447i S 43 0.993 1 1 0 1 1 1 1.75 0.00036 12 90 0 12 90 90 49.12 0.0046 10 30 0 10 30 30 10.09 0.01236 7 14 0 7 14 14 32.02 0.00054 1 1 0 1 1 1 2.41 0.00089 5 0.004465 0.005616 X X X X X X X 0 15 154 0 15 154 154 56.58 0.00758 4 6 0 4 6 6 11.84 0.0092 3 11 0 3 11 11 17.11 0.00039 8 14 0 8 14 14 23.25 0.00118 4 0.002287 0.00356 Dolichyl-diphosphooligosaccharide-protein endoplasmic reticulum; integral to dolichyl-diphosphooligosaccharide- 61 321
26 ENSG00000118705:ENSMUSG00000027642:ENSRNOG00000007492 RPN2 gi|35493916|ref|NPgi|35493916|ref|NP_002942.2| ribophorin II precursor [Homo sap 631 69284 5.7 4 i7-29o539-561i57S 23 0.999 6 20 0 6 20 20 16.8 0.00514 22 141 0 22 141 141 68.94 0.00521 5 23 0 5 23 23 9.19 0.00685 11 50 0 11 50 50 33.44 0.0014 X X X X X X X 0 4 0.00465 0.002306 2 5 0 2 5 5 5.55 0.00352 23 238 0 23 238 238 63.55 0.00846 1 2 0 1 2 2 1.9 0.00222 5 20 0 5 20 20 14.74 0.00052 11 24 0 11 24 24 18.86 0.00146 5 0.003489 0.003544 Ribophorin II (RPN2). This family consists of several endoplasmic reticulum; integral to dolichyl-diphosphooligosaccharide- 86 523
27 ENSG00000152234:ENSMUSG00000025428:ENSRNOG00000017032 ATP5A1 gi|50345984|ref|NPgi|50345984|ref|NP_001001937.1| ATP synthase, H+ transporting, m 553 59751 9.1 0 o Q 39 0.48 3 10 0 3 10 10 9.22 0.00293 10 44 0 10 44 44 25.5 0.00186 1 2 0 1 2 2 2.89 0.00068 13 257 0 13 257 257 34 0.00821 1 4 0 1 4 4 2.89 0.00295 5 0.003419 0.003323 3 7 0 3 7 7 9.22 0.00562 9 67 0 9 67 67 21.88 0.00272 X X X X X X X 0 13 186 0 13 186 186 35.26 0.00549 9 19 0 9 19 19 13.38 0.00132 4 0.003786 0.00212 F1 ATP synthase alpha, central domain. The F- membrane fraction; mitochondrion [pmid ATP binding; hydrogen-transporting ATP 62 596
28 ENSG00000127022:ENSMUSG00000020368:ENSRNOG00000003343 CANX gi|66933005|ref|NPgi|66933005|ref|NP_001019820.1| calnexin precursor [Homo sapiens 592 67568 4.6 1 o483-505i S 21 0.999 5 14 0 5 14 14 11.15 0.00384 27 124 0 27 124 124 49.16 0.00489 9 19 0 9 19 19 15.71 0.00603 9 18 0 9 18 18 24.83 0.00054 X X X X X X X 0 4 0.003822 0.002366 1 3 0 1 3 3 2.53 0.00225 33 144 0 33 144 144 52.53 0.00546 2 3 0 2 3 3 2.53 0.00354 7 38 0 7 38 38 24.32 0.00105 10 35 0 10 35 35 16.55 0.00227 5 0.002756 0.001889 Calreticulin family; pfam00262 cytoplasm [pmid 15467828]; endoplasmic calcium ion binding [pmid 8136357]; 103 398
29 ENSG00000163902:ENSMUSG00000030062:NA RPN1 gi|4506675|ref|NP_gi|4506675|ref|NP_002941.1| ribophorin I precursor [Homo sapi 607 68569 6.4 1 o440-459i S 25 1 5 17 0 5 17 17 14.17 0.00454 16 114 0 16 114 114 39.21 0.00438 3 26 0 3 26 26 5.27 0.00805 11 35 0 11 35 35 30.15 0.00102 X X X X X X X 0 4 0.004497 0.002871 2 4 0 2 4 4 5.27 0.00293 16 97 0 16 97 97 34.76 0.00359 2 2 0 2 2 2 5.11 0.0023 7 28 0 7 28 28 21.58 0.00075 8 14 0 8 14 14 14.83 0.00089 5 0.002037 0.001433 Ribophorin I. Ribophorin I is an essential subunit of endoplasmic reticulum; integral to dolichyl-diphosphooligosaccharide- 70 337
30 ENSG00000128340:ENSMUSG00000033220:ENSRNOG00000007350 RAC2 gi|4506381|ref|NP_gi|4506381|ref|NP_002863.1| ras-related C3 botulinum toxin su 192 21429 7.6 0 o Q 16 0.02 2 4 0 2 4 4 7.81 0.00338 4 12 2 3 10 12 44.27 0.00146 6 8 8 0 0 0.75 16.15 0.00073 4 19 4 3 15 18.53 32.81 0.0017 1 2 0 1 2 2 6.77 0.00424 5 0.001819 0.001118 X X X X X X X 0 5 15 2 3 13 14.16 30.73 0.00166 1 1 0 0 1 1 7.29 0.00364 2 9 0 2 9 9 15.1 0.00077 17 44 26 9 18 44 48.44 0.0088 4 0.002804 0.004052 Rac1-like subfamily. The Rac1-like subfamily consists intracellular GTP binding; GTPase activity [pmid 42 114
31 ENSG00000100345:ENSMUSG00000022443:ENSRNOG00000004860 MYH9 gi|12667788|ref|NPgi|12667788|ref|NP_002464.1| myosin, heavy polypeptide 9, non 1960 226530 5.6 0 o Q 0 0 25 74 0 25 74 74 15.92 0.00612 27 61 6 23 55 61 20.77 0.00073 3 7 0 3 7 7 2.35 0.00067 41 319 7 38 312 319 30.87 0.00287 2 2 0 2 2 2 1.58 0.00042 5 0.002599 0.002564 12 26 0 12 26 26 8.93 0.00589 16 38 1 15 37 38 14.59 0.00043 X X X X X X X 0 25 157 5 22 152 157 19.18 0.00131 34 176 103 24 73 174.4 14.69 0.00342 4 0.002762 0.002431 Myosin motor domain, type II myosins. Myosin II myosin actin binding; ATP binding; calmodulin 185 860
32 ENSG00000143815:ENSMUSG00000004880:ENSRNOG00000003103 LBR gi|37595752|ref|NPgi|37595752|ref|NP_919424.1| lamin B receptor [Homo sapiens] 615 70703 9.4 8 i209-231o253-27Q 35 0 3 12 0 3 12 12 6.67 0.00316 11 68 0 11 68 68 20.49 0.00258 2 2 0 2 2 2 3.58 0.00061 3 12 0 3 12 12 8.62 0.00034 X X X X X X X 0 4 0.001675 0.001407 1 2 0 1 2 2 3.09 0.00144 10 91 0 10 91 91 20.16 0.00332 1 2 0 1 2 2 3.09 0.00227 5 17 0 5 17 17 9.76 0.00045 5 16 6 3 10 14.29 6.99 0.00089 5 0.001526 0.001262 Tudor domain; Domain of unknown function present integral to membrane [pmid 15698635]; DNA binding [pmid 8157662]; lamin 41 222
33 ENSG00000149781:ENSMUSG00000024965:ENSRNOG00000021161 URP2 gi|28626504|ref|NPgi|28626504|ref|NP_113659.3|;gi|41281905|ref|NP_848537.1| fermitin family homolog 3 short fo 663 75430 6.8 0 o Q 0 0 6 25 0 0 25 25 13.42 0.00611 15 45 0 0 45 45 39.52 0.00158 2 7 0 0 7 7 5.13 0.00198 8 26 0 0 26 26 22.47 0.00069 X X X X X X X 0 4 0.002594 0.002409 1 1 0 0 1 1 2.87 0.00067 9 40 0 0 40 40 22.62 0.00135 1 1 0 0 1 1 2.26 0.00105 4 8 0 0 8 8 15.84 0.0002 2 5 0 0 5 5 4.52 0.00029 5 0.000627 0.000526 Band 4.1 homologues; Also known as cytoskeleton; membrane protein binding [pmid 15231747] 48 158
34 ENSG00000044574:ENSMUSG00000026864:ENSRNOG00000018294 HSPA5 gi|16507237|ref|NPgi|16507237|ref|NP_005338.1| heat shock 70kDa protein 5 [Hom 654 72333 5.2 0 o S 19 1 3 4 1 2 3 3.5 7.8 0.00087 7 28 0 7 28 28 14.83 0.001 6 16 0 6 16 16 11.93 0.0046 6 66 0 6 66 66 15.44 0.00178 3 2 1 1 1 1.333 7.65 0.00083 5 0.002061 0.001738 1 1 0 1 1 1 2.14 0.00068 6 18 0 6 18 18 12.39 0.00062 X X X X X X X 0 7 167 1 6 166 166.5 15.6 0.00415 5 8 0 5 8 8 8.72 0.00047 4 0.00148 0.001785 Hydantoinase/oxoprolinase. This family includes the caspase complex [pmid 12665508]; cell ATP binding [pmid 12665508]; calcium 44 310
35 ENSG00000168394:ENSMUSG00000037321:ENSRNOG00000000457 TAP1 gi|9665248|ref|NP_gi|9665248|ref|NP_000584.2| transporter 1, ATP-binding casset 808 87218 8 7 i74-96o116-138i1Q 22 0.157 4 5 0 4 5 5 7.3 0.001 11 53 0 11 53 53 28.71 0.00153 2 17 0 2 17 17 2.23 0.00395 4 8 0 4 8 8 12.62 0.00017 X X X X X X X 0 4 0.001665 0.001624 2 4 0 2 4 4 3.71 0.0022 10 85 0 10 85 85 22.4 0.00236 1 2 0 1 2 2 1.98 0.00173 3 6 0 3 6 6 11.01 0.00012 12 19 2 10 17 19 21.04 0.0009 5 0.001395 0.001071 TAP, the Transporter Associated with Antigen endoplasmic reticulum; integral to ATP binding; ATPase activity; ATPase 49 199
36 ENSG00000166598:NA:NA HSP90B1 gi|4507677|ref|NP_gi|4507677|ref|NP_003290.1| tumor rejection antigen (gp96) 1 [ 803 92469 4.8 0 o S 22 1 1 3 0 1 3 3 2.37 0.00061 9 22 0 9 22 22 18.31 0.00064 2 7 0 2 7 7 3.74 0.00164 13 33 0 13 33 33 26.53 0.00073 1 5 0 1 5 5 1.37 0.00254 5 0.000902 0.000493 1 4 0 1 4 4 2.37 0.00221 7 28 2 6 26 27 17.06 0.00075 X X X X X X X 0 8 63 0 8 63 63 18.93 0.00128 7 50 0 7 50 50 11.71 0.00239 4 0.001659 0.000775 Histidine kinase-, DNA gyrase B-, and HSP90-like cytosol [pmid 9596688]; endoplasmic ATP binding; calcium ion binding [pmid 49 215
37 ENSG00000132182:ENSMUSG00000030091:ENSRNOG00000005390 NUP210 gi|27477134|ref|NPgi|27477134|ref|NP_079199.2| nucleoporin 210 [Homo sapiens] 1887 205109 6.8 2 i7-26o1809-1831S 26 1 6 10 0 6 10 10 5.3 0.00086 26 153 0 26 153 153 22.58 0.00189 6 18 0 6 18 18 3.66 0.00179 8 32 0 8 32 32 7.05 0.0003 X X X X X X X 0 4 0.001211 0.000765 4 5 0 4 5 5 2.86 0.00118 37 223 0 37 223 223 33.07 0.00265 2 6 0 2 6 6 1.59 0.00222 5 46 0 5 46 46 5.41 0.0004 29 71 0 29 71 71 14.52 0.00144 5 0.001417 0.000935 Bacterial Ig-like domain (group 2). This family consists integral to membrane; membrane; nuclear protein binding [pmid 15231747] 123 564
38 ENSG00000115275:ENSMUSG00000030036:ENSRNOG00000008648 GCS1 gi|149999606|ref|Ngi|149999606|ref|NP_006293.2| mannosyl-oligosaccharide glucos 837 91918 8.9 1 i42-64o A 65 0.051 3 5 0 3 5 5 5.38 0.00097 20 65 0 20 65 65 42.29 0.00181 1 5 0 1 5 5 1.43 0.00112 4 10 0 4 10 10 9.44 0.00021 X X X X X X X 0 4 0.001028 0.000657 2 2 0 2 2 2 4.66 0.00106 17 88 0 17 88 88 33.81 0.00236 3 5 0 3 5 5 4.9 0.00418 4 8 0 4 8 8 10.51 0.00016 2 4 0 2 4 4 3.94 0.00018 5 0.00094 0.001035 56 192
39 ENSG00000196924:ENSMUSG00000031328:ENSRNOG00000037239 FLNA gi|116063573|ref|Ngi|116063573|ref|NP_001447.2| filamin A, alpha isoform 1 [Homo 2639 280016 6 0 o Q 24 0.061 28 62 11 25 51 62 18 0.00381 27 56 10 23 46 55.63 19.21 0.00049 5 9 0 5 9 9 2.84 0.00064 36 127 13 32 114 126.8 27.93 0.00085 1 3 0 1 3 3 0.61 0.00046 5 0.001448 0.001582 6 8 1 4 7 8 3.15 0.00135 31 59 12 27 47 59 23.61 0.0005 X X X X X X X 0 20 51 1 19 50 50.98 14.89 0.00032 6 12 0 6 12 12 5 0.00017 4 0.000584 0.000525 160 387
40 ENSG00000116560:ENSMUSG00000028820:ENSRNOG00000013154 SFPQ gi|4826998|ref|NP_gi|4826998|ref|NP_005057.1| splicing factor proline/glutamine ri 707 76150 9.4 0 o Q 23 0 2 5 0 2 5 5 5.66 0.00115 5 18 0 5 18 18 11.88 0.00059 1 1 0 1 1 1 2.12 0.00027 4 13 0 4 13 13 12.02 0.00032 1 2 0 1 2 2 2.12 0.00115 5 0.000583 0.000402 2 3 0 2 3 3 5.37 0.00188 7 30 0 7 30 30 16.41 0.00095 X X X X X X X 0 6 18 0 6 18 18 16.12 0.00042 7 15 0 7 15 15 11.17 0.00081 4 0.001016 0.000621 NOPS (NUC059) domain. This domain is found at the nucleus DNA binding; nucleotide binding; protein 35 105
41 ENSG00000203812:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|106775678|ref|Ngi|106775678|ref|NP_001035807.1|;gi|24638446|ref|NP_003508.1| histone cluster 2, H2aa4 [Homo s 130 14095 10.9 0 o Q 62 0.022 1 6 0 0 6 6 14.62 0.00748 4 22 15 0 7 22 58.46 0.00395 1 2 2 0 0 0 6.92 0 5 92 89 0 3 88.35 60 0.01201 12 30 24 0 6 15.6 44.62 0.04886 4 0.005859 0.005112 1 4 0 0 4 4 14.62 0.01366 4 65 43 0 22 63.96 54.62 0.01104 8 19 7 0 12 17.94 45.38 0.0965 4 34 22 0 12 34 50.77 0.00427 1 3 3 0 0 0 13.85 0 4 0.007241 0.006241 Histone 2A; H2A is a subunit of the nucleosome. The 41 277
42 NA:ENSMUSG00000070392:NA H3F3B; HIST2H3D gi|4885385|ref|NP_gi|4885385|ref|NP_005315.1| H3 histone, family 3B [Homo sapi 136 15328 11.3 0 i Q 36 0 2 15 2 1 13 15 39.71 0.01789 3 82 2 1 80 81.72 41.18 0.01402 2 4 0 0 4 4 8.82 0.00553 1 148 0 1 148 148 23.53 0.01922 X X X X X X X 0 4 0.014162 0.006167 2 7 2 1 5 7 39.71 0.02285 2 115 1 1 114 114.9 41.18 0.01895 X X X X X X X 0 1 159 0 1 159 159 23.53 0.01908 7 18 17 0 1 9.5 48.53 0.00268 4 0.015888 0.008988 Histone H3; smart00428 20 548
43 ENSG00000185918:NA:NA DEFA3 gi|4885179|ref|NP_gi|4885179|ref|NP_005208.1| defensin, alpha 3 preproprotein [H 94 10245 6 0 o S 20 1 3 8 0 0 8 8 20.21 0.0138 1 1 0 0 1 1 9.57 0.00025 3 8 3 1 5 8 18.09 0.01599 3 15 0 0 15 15 20.21 0.00282 X X X X X X X 0 4 0.008214 0.007837 3 3 0 0 3 3 20.21 0.01417 3 9 0 0 9 9 20.21 0.00215 1 1 0 0 1 1 9.57 0.00744 X X X X X X X 0 4 8 3 1 5 7.5 22.34 0.00306 4 0.004844 0.006346 Defensin propeptide; pfam00879 extracellular region 21 53
44 ENSG00000206503:NA:NA HLA-A gi|24797067|ref|NPgi|24797067|ref|NP_002107.3| major histocompatibility complex, 365 40841 6 1 o308-330i S 25 1 6 15 9 2 6 15 32.88 0.00666 14 145 125 7 20 83.8 53.42 0.00536 10 39 37 1 2 33 27.12 0.01699 8 50 46 3 4 30.86 38.63 0.00149 X X X X X X X 0 4 0.007625 0.006616 2 8 6 1 2 8 12.33 0.00973 12 169 154 5 15 74.93 50.96 0.00461 X X X X X X X 0 5 35 30 2 5 32.11 29.32 0.00144 3 4 3 0 1 1.75 8.77 0.00018 4 0.003989 0.004255 Immunoglobulin domain constant region subfamily; integral to membrane; integral to plasma MHC class I receptor activity [pmid 60 465
45 ENSG00000156508:ENSMUSG00000037742:NA EEF1A1 gi|4503471|ref|NP_gi|4503471|ref|NP_001393.1| eukaryotic translation elongation f 462 50141 9 0 o Q 19 0.003 1 1 0 1 1 1 2.81 0.00035 9 86 0 9 86 86 33.12 0.00434 1 1 0 1 1 1 2.38 0.00041 12 207 1 12 206 206 37.45 0.00788 2 9 0 2 9 9 4.98 0.00793 5 0.003244 0.003609 X X X X X X X 0 11 79 0 11 79 79 40.04 0.00384 X X X X X X X 0 10 406 0 10 406 406 37.66 0.01434 14 39 0 14 39 39 24.24 0.00324 3 0.005355 0.006224 EF1_alpha_II: this family represents the domain II of cytoplasm GTP binding; GTPase activity [pmid 60 828
46 ENSG00000067225:ENSMUSG00000032294:ENSRNOG00000011329 PKM2 gi|33286418|ref|NPgi|33286418|ref|NP_002645.3| pyruvate kinase, muscle isoform 1 531 57937 7.8 0 o Q 24 0.089 11 28 5 9 23 28 34.65 0.00855 14 56 0 14 56 56 43.69 0.00246 X X X X X X X 0 16 238 0 16 238 238 43.5 0.00792 1 1 0 1 1 1 2.45 0.00077 4 0.004732 0.004175 2 2 0 2 2 2 5.27 0.00167 17 95 0 17 95 95 51.04 0.00401 X X X X X X X 0 18 467 0 18 467 467 47.27 0.01435 8 18 0 8 18 18 14.31 0.0013 4 0.005335 0.006131 Pyruvate kinase (PK): Large allosteric enzyme that cytoplasm [pmid 11256614]; cytosol [pmid magnesium ion binding; protein binding 87 905
47 ENSG00000113648:ENSMUSG00000015937:ENSRNOG00000011523 H2AFY gi|93141018|ref|NPgi|93141018|ref|NP_613258.2|;gi|93141020|ref|NP_001035248.1| H2A histone family, member Y iso 372 39617 9.8 0 o Q 59 0.01 1 4 0 0 4 4 4.57 0.00174 4 12 0 0 12 12 23.92 0.00075 X X X X X X X 0 6 68 0 0 68 68 39.78 0.00323 9 26 16 0 10 18 15.86 0.0197 4 0.001431 0.001395 X X X X X X X 0 6 16 0 0 16 16 31.45 0.00096 5 6 3 0 3 3.563 13.17 0.0067 6 103 0 0 103 103 29.3 0.00452 3 5 3 0 2 3 15.86 0.00031 4 0.001448 0.002086 Histone 2A; H2A is a subunit of the nucleosome. The Barr body [pmid 11331621]; chromosome; DNA binding [pmid 9714746] 40 240
48 ENSG00000148248:ENSMUSG00000014867:ENSRNOG00000005247 SURF4 gi|19557691|ref|NPgi|19557691|ref|NP_149351.1| surfeit 4 [Homo sapiens] 269 30394 7.8 5 o63-85i92-114o1Q 0 0 1 9 0 1 9 9 4.83 0.00543 3 32 0 3 32 32 14.13 0.00277 4 12 0 4 12 12 6.69 0.00838 1 7 0 1 7 7 4.83 0.00046 X X X X X X X 0 4 0.00426 0.003415 1 6 0 1 6 6 4.83 0.0099 4 37 0 4 37 37 21.19 0.00309 1 1 0 1 1 1 4.46 0.0026 X X X X X X X 0 2 3 0 2 3 3 4.46 0.00043 4 0.003354 0.004573 SURF4 family; pfam02077 endoplasmic reticulum; ER-Golgi 17 107
49 ENSG00000167085:ENSMUSG00000038845:ENSRNOG00000039258 PHB gi|4505773|ref|NP_gi|4505773|ref|NP_002625.1| prohibitin [Homo sapiens] 272 29804 5.8 0 o S 26 0.848 3 6 0 3 6 6 19.49 0.00358 8 70 0 8 70 70 49.26 0.006 3 7 0 3 7 7 11.76 0.00484 8 89 0 8 89 89 50 0.00578 X X X X X X X 0 4 0.005049 0.001104 X X X X X X X 0 10 70 0 10 70 70 56.99 0.00577 1 1 0 1 1 1 3.68 0.00257 6 50 0 6 50 50 39.34 0.003 4 9 0 4 9 9 15.44 0.00127 4 0.002511 0.002499 Band_7_prohibitin. A subgroup of the band 7 domain integral to plasma membrane [pmid protein binding [pmid 11302691]; 43 302
50 ENSG00000170876:ENSMUSG00000030095:ENSRNOG00000007519 TMEM43 gi|13236587|ref|NPgi|13236587|ref|NP_077310.1| transmembrane protein 43 [Homo 400 44876 8.1 4 o32-51i309-331oA 58 0.001 6 24 2 5 22 24 26.5 0.00973 14 55 7 11 48 55 55.75 0.00321 2 9 8 1 1 9 11.5 0.00423 7 35 1 6 34 34.97 32 0.00154 X X X X X X X 0 4 0.004677 0.003545 3 6 1 2 5 6 14 0.00666 12 106 10 9 96 106 44 0.00595 X X X X X X X 0 5 9 0 5 9 9 24.25 0.00037 6 9 6 2 3 9 16.75 0.00086 4 0.003459 0.003302 Protein of unknown function (DUF1625). Sequences Golgi apparatus [pmid 11256614]; integral 55 253
51 ENSG00000179091:ENSMUSG00000022551:ENSRNOG00000012457 CYC1 gi|21359867|ref|NPgi|21359867|ref|NP_001907.2| cytochrome c-1 [Homo sapiens] 325 35390 9 0 o S 20 0.741 3 22 0 3 22 22 16 0.01098 4 21 0 4 21 21 20 0.00151 1 1 0 1 1 1 2.77 0.00058 1 14 0 1 14 14 7.38 0.00076 X X X X X X X 0 4 0.003456 0.00503 3 11 0 3 11 11 16 0.01502 4 29 0 4 29 29 27.38 0.002 X X X X X X X 0 1 6 0 1 6 6 7.38 0.0003 1 2 0 1 2 2 4.92 0.00024 4 0.004391 0.007135 Cytochrome c1 [Energy production and conversion]; integral to membrane; membrane; electron transporter, transferring 18 106
52 NA:ENSMUSG00000047246:ENSRNOG00000027842 HIST1H2BD gi|20336752|ref|NPgi|20336752|ref|NP_619790.1|;gi|21396484|ref|NP_003514.2|;gi|4504261|ref|NP_003511.1|;gi|4504263|ref|NP_003512.1|;gi|4504269|ref|NP_003515.1|;gi|66912162|ref|NP_001019770.1| histone cluster 1, H2bd [Homo sa 126 13936 10.3 0 o Q 52 0 2 5 0 0 5 5 19.05 0.00644 1 3 0 0 3 3 11.9 0.00056 1 1 0 0 1 1 6.35 0.00149 5 74 0 0 74 74 36.51 0.01037 2 2 0 0 2 2 7.14 0.00646 5 0.004714 0.004571 X X X X X X X 0 1 6 0 0 6 6 11.9 0.00107 X X X X X X X 0 5 13 0 0 13 13 42.06 0.00168 7 15 9 0 6 13.71 39.68 0.00418 3 0.001733 0.001773 Histone H2B; smart00427 chromosome; nucleosome; nucleus DNA binding 24 119
53 ENSG00000114353:ENSMUSG00000032562:ENSRNOG00000016592 GNAI2 gi|4504041|ref|NP_gi|4504041|ref|NP_002061.1| guanine nucleotide binding protei 355 40451 5.5 0 o Q 0 0 6 9 1 4 8 9 27.61 0.00411 12 38 22 7 16 36.95 46.48 0.00243 4 15 4 3 11 14.38 13.52 0.00761 9 51 37 6 14 48.6 43.1 0.00242 X X X X X X X 0 4 0.004142 0.002447 2 4 0 2 4 4 10.99 0.005 10 33 10 8 23 32.44 43.1 0.00205 X X X X X X X 0 7 84 65 4 19 75.27 29.3 0.00346 7 15 0 7 15 15 22.82 0.00162 4 0.003033 0.001529 G-protein alpha subunit. G proteins couple receptors GTP binding; GTPase activity [pmid 57 249
54 ENSG00000115091:ENSMUSG00000026341:ENSRNOG00000003206 ACTR3 gi|5031573|ref|NP_gi|5031573|ref|NP_005712.1| ARP3 actin-related protein 3 hom 418 47371 5.9 0 o Q 23 0.013 1 1 0 1 1 1 8.85 0.00039 6 13 0 6 13 13 31.82 0.00073 1 2 0 1 2 2 3.83 0.0009 7 57 0 7 57 57 34.21 0.00241 X X X X X X X 0 4 0.001105 0.000895 2 5 0 2 5 5 13.88 0.00531 6 23 0 6 23 23 22.49 0.00123 X X X X X X X 0 7 34 0 7 34 34 36.36 0.00133 22 157 1 20 156 156.5 47.85 0.01438 4 0.005562 0.006175 Actin; An ubiquitous protein involved in the formation Arp2/3 protein complex [pmid 9230079] ATP binding; nucleotide binding; protein 52 292
55 ENSG00000169813:ENSMUSG00000042079:ENSRNOG00000014562 HNRNPF gi|148470406|ref|Ngi|148470406|ref|NP_001091676.1| heterogeneous nuclear ribonucleo 415 45672 5.6 0 o Q 24 0 X X X X X X X 0 8 33 13 5 20 25.88 37.11 0.00145 3 6 4 2 2 4.667 10.6 0.00211 10 86 9 7 77 82.34 45.3 0.0035 1 4 0 0 4 4 4.1 0.00392 4 0.001768 0.001456 1 2 0 0 2 2 4.1 0.00214 8 31 5 7 26 29.42 41.45 0.00159 X X X X X X X 0 8 251 4 7 247 249.4 42.17 0.00981 5 16 13 2 3 11.55 16.63 0.00107 4 0.003652 0.004128 44 429
56 ENSG00000084733:ENSMUSG00000020671:NA RAB10 gi|33695095|ref|NPgi|33695095|ref|NP_057215.2| ras-related GTP-binding protein R 200 22469 8.6 0 o Q 22 0.218 1 3 0 1 3 3 5.5 0.00243 7 18 0 7 18 18 40.5 0.0021 2 6 0 2 6 6 16.5 0.00564 1 5 0 1 5 5 5.5 0.00044 X X X X X X X 0 4 0.002652 0.002171 1 3 0 1 3 3 6 0.00666 3 7 0 3 7 7 15.5 0.00079 1 2 0 1 2 2 5.5 0.00699 X X X X X X X 0 1 2 0 1 2 2 10.5 0.00038 4 0.001957 0.003151 Rab8/Sec4/Ypt2. Rab8/Sec4/Ypt2 are known or membrane GTP binding; nucleotide binding 17 46
57 ENSG00000167553:ENSMUSG00000043091:ENSRNOG00000015544 TUBA1C gi|14389309|ref|NPgi|14389309|ref|NP_116093.1| tubulin alpha 6 [Homo sapiens] 449 49895 5.1 0 o Q 20 0.005 5 34 34 0 0 8.183 24.5 0.00296 13 85 85 0 0 0 54.79 0 5 17 10 0 7 10.33 17.59 0.00432 10 315 315 0 0 8.667 35.86 0.00034 6 28 28 0 0 6.683 26.5 0.00606 4 0.001905 0.002084 7 35 35 0 0 3.333 30.51 0.0033 16 115 114 1 1 26.67 61.92 0.00133 2 6 2 0 4 4.5 12.03 0.00701 12 334 333 1 1 14.53 49.22 0.00053 26 124 124 0 0 0 48.78 0 4 0.001289 0.001445 The tubulin superfamily includes five distinct families, microtubule; protein complex GTP binding; GTPase activity; 102 1093
58 NA:ENSMUSG00000069311:NA HIST1H2BL gi|4504259|ref|NP_gi|4504259|ref|NP_003510.1| histone cluster 1, H2bl [Homo sap 126 13952 10.3 0 o Q 52 0 2 5 0 0 5 5 19.05 0.00644 1 3 0 0 3 3 11.9 0.00056 1 1 0 0 1 1 6.35 0.00149 5 74 0 0 74 74 36.51 0.01037 2 2 0 0 2 2 7.14 0.00646 5 0.004714 0.004571 X X X X X X X 0 1 6 0 0 6 6 11.9 0.00107 X X X X X X X 0 5 13 0 0 13 13 42.06 0.00168 5 10 9 1 1 2.286 37.3 0.0007 3 0.000862 0.000704 Histone H2B; smart00427 chromosome; nucleosome [pmid 9439656]; DNA binding [pmid 9439656] 22 114
59 ENSG00000156575:ENSMUSG00000027072:ENSRNOG00000037908 PRG3 gi|5174531|ref|NP_gi|5174531|ref|NP_006084.1| proteoglycan 3 [Homo sapiens] 225 25447 4.9 0 o S 18 1 1 3 0 1 3 3 7.56 0.00216 5 25 0 5 25 25 36 0.00259 3 16 0 3 16 16 12.89 0.01336 3 45 0 3 45 45 21.33 0.00353 2 2 0 2 2 2 8.44 0.00362 5 0.005412 0.00533 X X X X X X X 0 5 13 0 5 13 13 36.89 0.0013 X X X X X X X 0 1 1 0 1 1 1 8.89 7.3E-05 2 6 0 2 6 6 8.89 0.00102 3 0.000598 0.000659 CLECT_EMBP_like: C-type lectin-like domain (CTLD) sugar binding 22 111
60 ENSG00000101474:ENSMUSG00000033096:ENSRNOG00000006795 C20orf3 gi|24308201|ref|NPgi|24308201|ref|NP_065392.1| chromosome 20 open reading fra 416 46480 6.2 1 i38-60o A 58 0 5 6 1 4 5 6 14.42 0.00234 8 64 3 6 61 64 28.13 0.00359 5 7 1 4 6 7 13.22 0.00316 4 13 0 4 13 13 22.36 0.00055 X X X X X X X 0 4 0.00241 0.001343 4 7 0 4 7 7 15.63 0.00747 11 94 4 9 90 93.91 40.38 0.00506 X X X X X X X 0 2 3 0 2 3 3 6.49 0.00012 4 7 0 4 7 7 12.98 0.00065 4 0.003324 0.003543 Strictosidine synthase. Strictosidine synthase (E.C. integral to membrane; membrane strictosidine synthase activity 43 201
61 ENSG00000075415:ENSMUSG00000061904:ENSRNOG00000008289 SLC25A3 gi|47132595|ref|NPgi|47132595|ref|NP_998776.1| solute carrier family 25 member 3 361 39959 9.4 2 o261-283i313-33Q 28 0.001 3 6 0 3 6 6 15.24 0.0027 6 46 0 6 46 46 22.99 0.00297 4 9 0 4 9 9 10.8 0.00468 3 40 0 3 40 40 12.74 0.00196 X X X X X X X 0 4 0.003077 0.001154 2 3 0 2 3 3 4.71 0.00369 5 68 0 5 68 68 22.16 0.00423 X X X X X X X 0 1 16 0 1 16 16 7.48 0.00072 5 13 0 5 13 13 16.9 0.00138 4 0.002505 0.001712 Mitochondrial carrier protein; pfam00153 integral to plasma membrane [pmid binding; phosphate carrier activity [pmid 29 201
62 ENSG00000198931:ENSMUSG00000006589:ENSRNOG00000014405 APRT gi|4502171|ref|NP_gi|4502171|ref|NP_000476.1| adenine phosphoribosyltransferas 180 19608 6 0 o Q 16 0 1 2 0 1 2 2 11.11 0.0018 3 8 0 3 8 8 27.22 0.00104 X X X X X X X 0 4 45 0 4 45 45 43.89 0.00442 1 2 0 1 2 2 7.22 0.00452 4 0.001814 0.001886 1 2 0 1 2 2 11.11 0.00493 4 11 0 4 11 11 28.33 0.00137 X X X X X X X 0 3 43 0 3 43 43 33.89 0.0039 1 2 0 1 2 2 7.22 0.00043 4 0.002657 0.002109 adenine phosphoribosyltransferase; PRK02304 cytoplasm [pmid 16130169] adenine phosphoribosyltransferase 18 115
63 ENSG00000135486:ENSMUSG00000046434:ENSRNOG00000036839 HNRNPA1 gi|14043070|ref|NPgi|14043070|ref|NP_112420.1|;gi|4504445|ref|NP_002127.1|heterogeneous nuclear ribonucleo 372 38747 9.1 0 o Q 33 0 1 2 0 0 2 2 4.84 0.00087 7 15 0 0 15 15 22.31 0.00094 X X X X X X X 0 9 66 0 0 66 66 31.18 0.00313 1 3 0 0 3 3 4.3 0.00328 4 0.001237 0.001335 1 2 0 0 2 2 4.84 0.00239 5 9 0 0 9 9 17.47 0.00054 X X X X X X X 0 11 214 0 0 214 214 31.45 0.00939 2 2 1 0 1 1.059 9.41 0.00011 4 0.003107 0.004303 RNA recognition motif. (a.k.a. RRM, RBD, or RNP cytoplasm [pmid 8521471]; heterogeneous nucleotide binding; protein binding [pmid 37 313
64 ENSG00000164466:ENSMUSG00000021474:ENSRNOG00000018279 SFXN1 gi|23618867|ref|NPgi|23618867|ref|NP_073591.2| sideroflexin 1 [Homo sapiens] 322 35619 9.1 3 o174-196i229-25Q 0 0 2 5 0 2 5 5 8.07 0.00252 4 10 2 3 8 9.455 27.33 0.00068 X X X X X X X 0 5 10 0 5 10 10 28.57 0.00055 1 1 0 1 1 1 4.04 0.00126 4 0.000938 0.001094 3 8 0 3 8 8 12.11 0.01103 9 29 5 8 24 29 52.17 0.00202 X X X X X X X 0 1 1 0 1 1 1 10.56 5.1E-05 6 14 0 6 14 14 19.57 0.00167 4 0.003692 0.004965 Tricarboxylate carrier; pfam03820 integral to membrane; membrane; cation transporter activity; iron ion 31 78
65 ENSG00000167658:ENSMUSG00000034994:ENSRNOG00000020266 EEF2 gi|4503483|ref|NP_gi|4503483|ref|NP_001952.1| eukaryotic translation elongation f 858 95338 6.8 0 o Q 0 0 2 7 0 2 7 7 3.73 0.00132 12 23 0 12 23 23 26.34 0.00063 X X X X X X X 0 22 244 0 22 244 244 45.1 0.00502 1 1 0 1 1 1 1.17 0.00047 4 0.001743 0.002253 1 2 0 1 2 2 2.1 0.00103 18 68 0 18 68 68 36.6 0.00178 X X X X X X X 0 16 420 0 16 420 420 35.55 0.00799 16 28 1 16 27 27 20.16 0.00121 4 0.003002 0.003339 EF2_snRNP_like_II: this subfamily represents domain GTP binding; nucleotide binding; 88 793
66 ENSG00000108528:ENSMUSG00000014606:ENSRNOG00000003815 SLC25A11 gi|21361114|ref|NPgi|21361114|ref|NP_003553.2| solute carrier family 25 (mitochon 314 34062 9.9 0 o Q 42 0.107 1 1 0 1 1 1 3.82 0.00052 4 44 0 4 44 44 16.56 0.00327 X X X X X X X 0 4 7 0 4 7 7 18.79 0.00039 1 1 0 1 1 1 5.1 0.0013 4 0.001045 0.001499 X X X X X X X 0 5 89 0 5 89 89 24.2 0.00636 1 2 0 1 2 2 6.05 0.00445 2 11 0 2 11 11 12.1 0.00057 4 16 0 4 16 16 13.06 0.00196 4 0.002222 0.002878 Mitochondrial carrier protein; pfam00153 integral to plasma membrane [pmid binding; oxoglutarate:malate antiporter 22 171
67 ENSG00000112493:ENSMUSG00000024308:NA TAPBP gi|27436893|ref|NPgi|27436893|ref|NP_003181.3| tapasin isoform 1 precursor [Hom 448 47571 7 1 o414-436i S 21 1 X X X X X X X 0 4 5 0 4 5 5 15.4 0.00026 4 9 0 4 9 9 9.82 0.00377 5 21 0 5 21 21 21.21 0.00083 1 1 0 1 1 1 3.35 0.00091 4 0.001216 0.00174 X X X X X X X 0 6 43 0 6 43 43 23.66 0.00215 2 4 0 2 4 4 5.58 0.00624 3 15 0 3 15 15 15.4 0.00055 14 45 0 14 45 45 31.47 0.00386 4 0.001639 0.001738 Immunoglobulin C1-set domain; pfam07654 endoplasmic reticulum [pmid 9238042] MHC class I protein binding [pmid 39 143
68 ENSG00000169045:ENSMUSG00000007850:ENSRNOG00000003399 HNRPH1 gi|5031753|ref|NP_gi|5031753|ref|NP_005511.1| heterogeneous nuclear ribonucleo 449 49229 6.3 0 o Q 25 0.003 X X X X X X X 0 8 24 15 3 9 16.15 32.96 0.00084 2 5 4 1 1 2.333 8.02 0.00098 11 78 26 6 52 70.59 42.98 0.00278 1 4 0 0 4 4 3.79 0.00363 4 0.001148 0.001169 1 2 0 0 2 2 3.79 0.00198 6 17 6 4 11 13.36 30.07 0.00067 X X X X X X X 0 7 193 43 5 150 188.7 30.73 0.00686 7 17 16 1 1 5.05 19.38 0.00043 4 0.002484 0.002996 RNPHF zinc finger. This domain is a putative zinc- heterogeneous nuclear ribonucleoprotein nucleotide binding; poly(U) binding 43 340
69 ENSG00000109971:ENSMUSG00000059814:ENSRNOG00000034066 HSPA8 gi|5729877|ref|NP_gi|5729877|ref|NP_006588.1| heat shock 70kDa protein 8 isofor 646 70898 5.5 0 o Q 17 0.004 6 6 3 3 3 5.5 17.03 0.00138 8 19 1 7 18 19 21.52 0.00069 1 17 0 0 17 17 1.55 0.00494 11 123 3 10 120 122.2 31.89 0.00334 2 2 1 1 1 1.333 7.12 0.00084 5 0.002588 0.001932 X X X X X X X 0 6 16 0 6 16 16 14.86 0.00056 X X X X X X X 0 13 181 1 11 180 180.5 33.44 0.00456 7 23 16 3 7 23 15.33 0.00137 3 0.001621 0.002039 Hsp70 protein. Hsp70 chaperones help to fold many cell surface [pmid 12493773]; intracellular ATP binding; ATPase activity, coupled 54 387
70 ENSG00000115415:ENSMUSG00000026104:ENSRNOG00000014079 STAT1 gi|21536301|ref|NPgi|21536301|ref|NP_644671.1|;gi|6274552|ref|NP_009330.1|signal transducer and activator of 712 83043 6.4 0 o Q 0 0 2 3 0 0 3 3 3.65 0.00068 15 51 0 0 51 51 32.3 0.00167 2 5 0 0 5 5 3.23 0.00132 8 30 0 0 30 30 20.79 0.00074 X X X X X X X 0 4 0.001104 0.000474 4 10 0 0 10 10 7.58 0.00623 8 20 0 0 20 20 16.85 0.00063 X X X X X X X 0 6 59 0 0 59 59 14.75 0.00135 17 70 0 0 70 70 20.22 0.00377 4 0.002998 0.002542 STAT protein, DNA binding domain. STAT proteins cytoplasm [pmid 10820245]; nucleus [pmid calcium ion binding; 62 248
71 ENSG00000213203:ENSMUSG00000044867:NA GIMAP1 gi|18594498|ref|NPgi|18594498|ref|NP_570115.1| GTPase, IMAP family member 1 [ 306 34369 8.9 1 o273-292i Q 0 0 4 7 0 4 7 7 17.32 0.00371 9 42 0 9 42 42 38.89 0.0032 1 4 0 1 4 4 2.94 0.00246 3 18 0 3 18 18 17.97 0.00104 X X X X X X X 0 4 0.002602 0.001162 1 2 0 1 2 2 3.27 0.0029 5 29 0 5 29 29 27.12 0.00213 X X X X X X X 0 1 1 0 1 1 1 6.86 5.3E-05 1 2 0 1 2 2 5.88 0.00025 4 0.001333 0.001402 AIG1 (avrRpt2-induced gene 1). This represents endoplasmic reticulum; integral to GTP binding 25 105
72 ENSG00000143337:ENSMUSG00000026466:ENSRNOG00000003946 TOR1AIP1 gi|39753957|ref|NPgi|39753957|ref|NP_056417.2| lamina-associated polypeptide 1B 583 66248 8.2 0 o Q 31 0 4 11 0 4 11 11 7.89 0.00306 12 52 0 12 52 52 36.36 0.00208 2 3 0 2 3 3 5.66 0.00097 6 18 1 5 17 18 19.9 0.00055 1 4 0 1 4 4 2.06 0.00279 5 0.001663 0.001134 3 6 0 3 6 6 6.69 0.00457 8 35 0 8 35 35 25.21 0.00135 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.43 0.0002 3 0.001528 0.002112 Lamina-associated polypeptide 1C (LAP1C). This integral to membrane; membrane; nucleus 38 132
73 ENSG00000137076:ENSMUSG00000028465:ENSRNOG00000016630 TLN1 gi|16753233|ref|NPgi|16753233|ref|NP_006280.2| talin 1 [Homo sapiens] 2541 269665 6 0 o Q 17 0.003 51 142 4 47 138 141.9 29.04 0.00906 30 74 9 26 65 74 22.16 0.00068 2 3 0 2 3 3 1.1 0.00022 32 120 10 28 110 120 28.49 0.00083 X X X X X X X 0 4 0.002699 0.004248 9 21 0 9 21 21 7.52 0.00367 21 46 2 20 44 46 17.36 0.00041 X X X X X X X 0 19 50 1 18 49 50 13.3 0.00032 2 5 0 2 5 5 1.22 7.6E-05 4 0.001118 0.001706 Vinculin Binding Site. Vinculin binding sites are cytoskeleton; cytosol; focal adhesion [pmid actin binding; binding; LIM domain 166 461
74 ENSG00000184584:ENSMUSG00000024349:NA TMEM173 gi|38093659|ref|NPgi|38093659|ref|NP_938023.1| transmembrane protein 173 [Hom 379 42193 7.1 0 o S 38 0.94 3 7 0 3 7 7 14.25 0.003 5 15 0 5 15 15 29.82 0.00092 1 6 0 1 6 6 4.49 0.00297 2 13 0 2 13 13 12.93 0.00061 X X X X X X X 0 4 0.001875 0.001288 1 3 0 1 3 3 5.54 0.00351 6 39 0 6 39 39 24.8 0.00231 1 1 0 1 1 1 5.54 0.00184 X X X X X X X 0 1 2 0 1 2 2 4.49 0.0002 4 0.001506 0.001697 20 86
75 ENSG00000165119:ENSMUSG00000021546:ENSRNOG00000019113 HNRPK gi|14165435|ref|NPgi|14165435|ref|NP_112552.1|;gi|14165439|ref|NP_002131.2| heterogeneous nuclear ribonucleo 463 50976 5.5 0 o Q 0 0 3 3 0 0 3 3 9.94 0.00105 11 24 0 0 24 24 31.75 0.00121 2 3 0 0 3 3 4.54 0.00122 12 73 0 0 73 73 39.31 0.00279 1 2 0 0 2 2 2.59 0.00176 5 0.001566 0.000817 X X X X X X X 0 5 16 0 0 16 16 19.44 0.00078 X X X X X X X 0 5 119 0 0 119 119 20.09 0.00419 10 15 0 0 15 15 18.14 0.00124 3 0.001553 0.001834 ROKNT (NUC014) domain. This presumed domain is nucleus; ribonucleoprotein complex DNA binding; nucleic acid binding; 49 255
76 ENSG00000102144:ENSMUSG00000062070:ENSRNOG00000023115 PGK1 gi|4505763|ref|NP_gi|4505763|ref|NP_000282.1| phosphoglycerate kinase 1 [Homo 417 44615 8.1 0 o Q 0 0 2 2 0 2 2 2 8.87 0.00078 5 13 0 5 13 13 20.38 0.00073 X X X X X X X 0 10 39 0 10 39 39 40.29 0.00165 1 2 0 1 2 2 3.12 0.00195 4 0.000789 0.000676 1 2 0 1 2 2 4.08 0.00213 8 33 0 8 33 33 35.01 0.00178 X X X X X X X 0 9 136 0 9 136 136 37.41 0.00532 1 2 0 1 2 2 4.56 0.00018 4 0.002353 0.002153 Phosphoglycerate kinase (PGK) is a monomeric ATP binding; nucleotide binding; 37 229
77 ENSG00000096384:ENSMUSG00000023944:ENSRNOG00000019834 HSP90AB1 gi|20149594|ref|NPgi|20149594|ref|NP_031381.2| heat shock 90kDa protein 1, beta 724 83264 5 0 o Q 0 0 1 3 0 1 3 3 2.07 0.00067 14 35 10 8 25 30.56 27.62 0.00098 4 10 1 2 9 10 5.39 0.00259 14 134 101 9 33 73.16 26.8 0.00178 X X X X X X X 0 4 0.001509 0.000862 1 2 0 1 2 2 2.07 0.00123 14 38 12 10 26 32.1 30.52 0.00099 X X X X X X X 0 13 263 226 9 37 99.87 29.14 0.00225 20 75 43 13 32 59.52 25 0.00316 4 0.001907 0.000996 Histidine kinase-, DNA gyrase B-, and HSP90-like cytoplasm ATP binding; nitric-oxide synthase 81 560
78 ENSG00000102119:ENSMUSG00000001964:ENSRNOG00000037241 EMD gi|4557553|ref|NP_gi|4557553|ref|NP_000108.1| emerin [Homo sapiens] 254 28994 5.5 1 i225-247o Q 0 0 2 4 0 2 4 4 10.63 0.00255 6 15 1 6 14 14 42.13 0.00129 X X X X X X X 0 2 4 0 2 4 4 11.42 0.00028 X X X X X X X 0 3 0.001029 0.001157 2 3 0 2 3 3 9.84 0.00524 5 19 0 5 19 19 23.62 0.00168 1 1 0 1 1 1 9.45 0.00275 1 1 0 1 1 1 5.91 6.4E-05 1 1 0 1 1 1 5.91 0.00015 5 0.001784 0.002422 LEM domain. The LEM domain is 50 residues long integral to membrane; membrane; nuclear protein binding [pmid 15009215] [pmid 20 48
79 ENSG00000011304:ENSMUSG00000006498:NA PTBP1 gi|14165464|ref|NPgi|14165464|ref|NP_114367.1|;gi|14165466|ref|NP_114368.1|;gi|4506243|ref|NP_002810.1| polypyrimidine tract-binding prote 550 59037 9.2 0 o Q 39 0 2 4 0 0 4 4 7.82 0.00118 8 44 0 0 44 44 26.18 0.00187 1 1 0 0 1 1 3.45 0.00034 7 29 0 0 29 29 24 0.00093 1 1 0 0 1 1 3.27 0.00074 5 0.00108 0.000631 X X X X X X X 0 6 68 0 0 68 68 21.09 0.00277 X X X X X X X 0 7 113 0 0 113 113 24.18 0.00335 5 12 0 0 12 12 6.73 0.00084 3 0.001741 0.001582 RNA recognition motif. (a.k.a. RRM, RBD, or RNP heterogeneous nuclear ribonucleoprotein nucleic acid binding; nucleotide binding; 37 272
80 ENSG00000004939:ENSMUSG00000006574:ENSRNOG00000020951 SLC4A1 gi|4507021|ref|NP_gi|4507021|ref|NP_000333.1| solute carrier family 4, anion exch 911 101792 5.2 11 o406-428i449-47Q 0 0 7 30 0 7 30 30 15.04 0.00534 9 24 0 9 24 24 19.54 0.00061 1 3 0 1 3 3 1.65 0.00062 4 10 0 4 10 10 8.89 0.00019 X X X X X X X 0 4 0.001692 0.00244 4 12 0 4 12 12 6.59 0.00585 3 16 0 3 16 16 5.82 0.00039 X X X X X X X 0 1 1 0 1 1 1 2.2 1.8E-05 2 3 0 2 3 3 4.06 0.00013 4 0.001596 0.002838 HCO3- transporter family. This family contains Band 3 cortical cytoskeleton [pmid 16669616]; anion transporter activity [pmid 31 99
81 ENSG00000147604:NA:NA RPL7 gi|15431301|ref|NPgi|15431301|ref|NP_000962.2| ribosomal protein L7 [Homo sapie 248 29226 10.7 0 o Q 0 0 2 4 0 2 4 4 13.31 0.00262 3 7 0 3 7 7 19.76 0.00066 3 4 0 3 4 4 15.32 0.00303 5 10 0 5 10 10 24.6 0.00071 X X X X X X X 0 4 0.001754 0.001246 1 1 0 1 1 1 4.44 0.00179 7 32 0 7 32 32 29.44 0.00289 X X X X X X X 0 3 5 0 3 5 5 15.73 0.00033 2 4 0 2 4 4 11.29 0.00062 4 0.001408 0.001175 The archeal/eukaryotic ribosomal protein L7 (known cytosolic large ribosomal subunit (sensu RNA binding [pmid 8441630]; structural 26 67
82 ENSG00000198563:ENSMUSG00000019432:ENSRNOG00000000841 BAT1 gi|18375623|ref|NPgi|18375623|ref|NP_542165.1| HLA-B associated transcript 1 [Ho 428 48991 5.7 0 o Q 0 0 2 3 0 0 3 3 2.57 0.00114 8 19 10 4 9 13.5 37.85 0.00074 X X X X X X X 0 8 17 9 3 8 16 37.85 0.00066 2 3 2 1 1 3 9.11 0.00285 4 0.000633 0.000471 1 1 0 0 1 1 2.57 0.00104 5 18 12 2 6 15 28.97 0.00079 X X X X X X X 0 5 47 6 2 41 46.86 29.44 0.00179 5 8 7 1 1 2.4 18.69 0.00022 4 0.000956 0.000652 Helicase superfamily c-terminal domain; associated nucleus [pmid 7601445]; spliceosome ATP binding; ATP-dependent helicase 36 116
83 ENSG00000188229:ENSMUSG00000036752:ENSRNOG00000010170 TUBB2C gi|5174735|ref|NP_gi|5174735|ref|NP_006079.1| tubulin, beta, 2 [Homo sapiens] 445 49831 4.9 0 o Q 19 0.001 4 15 13 1 2 4.6 21.35 0.00168 11 95 95 0 0 0.667 42.92 3.5E-05 2 2 2 0 0 0.667 8.99 0.00028 16 278 276 1 2 12.67 55.96 0.0005 2 6 6 0 0 0 5.84 0 4 0.000624 0.000727 3 11 11 0 0 0 11.91 0 12 109 109 0 0 2 52.81 0.0001 2 3 1 0 2 2.333 9.44 0.00367 11 315 315 0 0 3 46.07 0.00011 28 152 141 3 11 32.09 50.11 0.00277 4 0.000745 0.00135 The tubulin superfamily includes five distinct families, cytoplasm; microtubule; protein complex GTP binding; GTPase activity; MHC 91 986
84 ENSG00000160789:ENSMUSG00000028063:ENSRNOG00000019638 LMNA gi|27436946|ref|NPgi|27436946|ref|NP_733821.1| lamin A/C isoform 1 precursor [Ho 664 74140 7 0 o Q 30 0.001 2 4 0 0 4 4 4.67 0.00098 4 6 0 0 6 6 8.58 0.00021 X X X X X X X 0 7 19 17 1 2 18.02 20.33 0.00048 1 2 0 0 2 2 2.11 0.00123 4 0.000417 0.000422 5 6 0 0 6 6 9.19 0.00401 3 5 4 1 1 5 12.05 0.00017 X X X X X X X 0 8 19 16 2 3 11 27.86 0.00027 2 5 0 0 5 5 5.12 0.00029 4 0.001185 0.001885 Intermediate filament tail domain. The Prosite motif intermediate filament; nucleus protein binding [pmid 11801724]; 32 66
85 ENSG00000167004:ENSMUSG00000027248:ENSRNOG00000015018 PDIA3 gi|21361657|ref|NPgi|21361657|ref|NP_005304.3| protein disulfide isomerase-assoc 505 56782 6.4 0 o S 25 1 2 4 0 2 4 4 4.75 0.00128 8 16 0 8 16 16 22.97 0.00074 2 3 0 2 3 3 4.95 0.00112 6 25 0 6 25 25 17.03 0.00087 X X X X X X X 0 4 0.001004 0.000244 1 1 0 1 1 1 2.18 0.00088 7 14 0 7 14 14 19.01 0.00062 X X X X X X X 0 9 45 0 9 45 45 28.12 0.00145 2 7 0 2 7 7 5.54 0.00053 4 0.000872 0.000415 PDIb family, ERp57 subfamily, first redox inactive TRX- endoplasmic reticulum [pmid 16130169] cysteine-type endopeptidase activity 37 115
86 ENSG00000204525:NA:NA 1C07 gi|52630342|ref|NPgi|52630342|ref|NP_002108.4| major histocompatibility complex, 366 40649 6 1 o306-328i S 25 1 3 5 5 0 0 0.333 18.85 0.00015 9 104 99 2 5 20.57 32.24 0.00131 7 36 36 0 0 0 11.75 0 7 38 35 1 3 18.62 31.69 0.0009 1 1 0 0 1 1 3.83 0.00111 4 0.000589 0.000622 1 1 0 0 1 1 2.46 0.00121 6 116 114 1 2 9.823 31.69 0.0006 1 1 0 0 1 1 3.83 0.00191 3 5 2 1 3 3.5 18.85 0.00016 2 3 3 0 0 0 3.01 0 4 0.000493 0.000544 Immunoglobulin domain constant region subfamily; axonemal dynein complex [pmid 9373155]; MHC class I receptor activity [pmid 40 310
87 ENSG00000148841:ENSMUSG00000079254:ENSRNOG00000027312 KIAA1754 gi|29789287|ref|NPgi|29789287|ref|NP_203755.1| KIAA1754 [Homo sapiens] 547 62060 5.9 0 o S 16 0.815 X X X X X X X 0 2 12 0 2 12 12 4.57 0.00051 1 6 0 1 6 6 1.65 0.00206 2 5 0 2 5 5 3.11 0.00016 X X X X X X X 0 3 0.000683 0.000943 1 2 0 1 2 2 3.11 0.00162 4 15 0 4 15 15 12.25 0.00062 1 1 0 1 1 1 3.11 0.00128 2 9 0 2 9 9 4.94 0.00027 1 2 0 1 2 2 2.01 0.00014 5 0.000662 0.000671 14 52
88 ENSG00000168028:NA:NA RPSA gi|59859885|ref|NPgi|59859885|ref|NP_001012321.1| ribosomal protein SA [Homo sapie 295 32854 4.9 0 o Q 31 0 1 1 0 1 1 1 5.76 0.00055 4 6 0 4 6 6 24.07 0.00047 X X X X X X X 0 5 9 0 5 9 9 34.24 0.00054 X X X X X X X 0 3 0.000391 0.000263 1 1 0 1 1 1 5.76 0.0015 3 4 0 3 4 4 20.68 0.0003 1 1 0 1 1 1 5.76 0.00237 1 6 0 1 6 6 9.15 0.00033 6 10 0 6 10 10 17.29 0.0013 5 0.000861 0.000632 Ribosomal protein S2; pfam00318 cytoplasm [pmid 16130169]; cytosolic small laminin receptor activity [pmid 2970671]; 22 38
89 ENSG00000127948:ENSMUSG00000005514:ENSRNOG00000001442 POR gi|127139033|ref|Ngi|127139033|ref|NP_000932.3| cytochrome P450 reductase [Hom 680 77048 5.6 1 i23-45o Q 21 0 1 1 0 1 1 1 1.62 0.00024 8 25 0 8 25 25 21.03 0.00086 1 5 0 1 5 5 2.5 0.00138 3 5 0 3 5 5 9.71 0.00013 X X X X X X X 0 4 0.000652 0.000583 1 3 0 1 3 3 3.09 0.00196 9 33 0 9 33 33 26.03 0.00109 X X X X X X X 0 2 7 0 2 7 7 6.47 0.00017 4 12 0 4 12 12 11.32 0.00068 4 0.000973 0.000757 29 91
90 ENSG00000176619:ENSMUSG00000062075:ENSRNOG00000025742 LMNB2 gi|27436951|ref|NPgi|27436951|ref|NP_116126.2| lamin B2 [Homo sapiens] 600 67689 5.3 0 o Q 22 0.008 2 2 1 1 1 1.1 5.67 0.0003 5 7 0 5 7 7 15.83 0.00027 1 5 0 1 5 5 3.83 0.00157 11 32 1 10 31 31.26 29.83 0.00092 1 1 0 1 1 1 2 0.00068 5 0.000764 0.000613 X X X X X X X 0 5 12 0 5 12 12 12.67 0.00045 X X X X X X X 0 6 21 0 6 21 21 20 0.00057 4 7 0 4 7 7 8.83 0.00045 3 0.000367 0.000251 Intermediate filament tail domain. The Prosite motif intermediate filament; nuclear lamina; structural molecule activity 35 87
91 ENSG00000156515:ENSMUSG00000037012:NA HK1 gi|15991827|ref|NPgi|15991827|ref|NP_277031.1|;gi|15991831|ref|NP_277033.1|;gi|15991833|ref|NP_277035.1|;gi|4504391|ref|NP_000179.1|hexokinase 1 isoform HKI-R [Hom 916 102201 6.6 0 o Q 17 0.004 3 8 0 0 8 8 6.33 0.00142 13 25 0 0 25 25 23.14 0.00064 1 1 0 0 1 1 1.53 0.00021 10 40 0 0 40 40 19.54 0.00077 X X X X X X X 0 4 0.000757 0.000501 1 2 0 0 2 2 1.64 0.00097 8 15 0 0 15 15 13.32 0.00037 X X X X X X X 0 4 5 0 0 5 5 10.15 8.9E-05 1 2 0 0 2 2 0.98 8.4E-05 4 0.000377 0.000416 Hexokinase. Hexokinase (EC:2.7.1.1) contains two membrane ATP binding; hexokinase activity [pmid 41 98
92 ENSG00000135829:ENSMUSG00000042699:ENSRNOG00000002735 DHX9 gi|100913206|ref|Ngi|100913206|ref|NP_001348.2| DEAH (Asp-Glu-Ala-His) box poly 1270 140958 6.8 0 o Q 19 0 1 2 0 1 2 2 1.26 0.00026 14 32 0 14 32 32 20.63 0.00059 1 2 0 1 2 2 1.42 0.0003 10 25 0 10 25 25 13.54 0.00035 X X X X X X X 0 4 0.000372 0.000149 1 1 0 1 1 1 1.02 0.00035 10 23 0 10 23 23 12.99 0.00041 X X X X X X X 0 11 44 0 11 44 44 16.85 0.00057 17 51 0 17 51 51 13.39 0.00154 4 0.000716 0.000558 65 180
93 ENSG00000005844:ENSMUSG00000030830:ENSRNOG00000017980 ITGAL gi|4504757|ref|NP_gi|4504757|ref|NP_002200.1| integrin alpha L precursor [Homo 1170 128849 5.6 2 i5-27o1090-1112S 26 0.979 4 6 0 4 6 6 5.64 0.00083 10 31 2 10 29 29 11.37 0.00058 1 10 0 1 10 10 1.62 0.00161 3 4 0 3 4 4 4.1 6E-05 X X X X X X X 0 4 0.000769 0.000644 2 2 0 2 2 2 2.65 0.00076 9 17 0 9 17 17 14.96 0.00033 X X X X X X X 0 1 4 0 1 4 4 1.97 5.6E-05 1 2 0 1 2 2 2.65 6.6E-05 4 0.000302 0.000329 Integrins are a class of adhesion receptors that link integral to membrane; integrin complex calcium ion binding; magnesium ion 31 76
94 ENSG00000167323:ENSMUSG00000030987:ENSRNOG00000020425 STIM1 gi|21070997|ref|NPgi|21070997|ref|NP_003147.2| stromal interaction molecule 1 pre 685 77423 6.7 1 i214-232o S 23 1 3 6 0 3 6 6 6.72 0.00142 8 14 3 6 11 13.75 15.62 0.00047 1 1 0 1 1 1 1.75 0.00027 3 4 0 3 4 4 8.76 0.0001 X X X X X X X 0 4 0.000567 0.000588 2 2 0 2 2 2 4.53 0.0013 8 13 0 8 13 13 18.1 0.00043 X X X X X X X 0 1 1 0 0 1 1 2.34 2.4E-05 1 2 0 1 2 2 1.61 0.00011 4 0.000464 0.000581 Sterile alpha motif. Widespread domain in signalling endoplasmic reticulum; integral to calcium ion binding [pmid 16005298]; 27 43
95 ENSG00000121031:ENSMUSG00000022672:ENSRNOG00000025028 PRKDC gi|13654237|ref|NPgi|13654237|ref|NP_008835.5| protein kinase, DNA-activated, ca 4128 469093 7.1 0 o Q 23 0.34 1 1 0 1 1 1 0.44 3.9E-05 39 105 0 39 105 105 16.33 0.00059 5 16 0 5 16 16 1.33 0.00073 32 77 0 32 77 77 12.6 0.00033 X X X X X X X 0 4 0.000423 0.000304 1 1 0 1 1 1 0.34 0.00011 30 82 0 30 82 82 12.55 0.00045 X X X X X X X 0 25 89 0 25 89 89 11.51 0.00035 54 127 0 54 127 127 14.29 0.00118 4 0.000522 0.000462 Phosphatidylinositol kinase and protein kinases of the nucleus ATP binding; DNA binding; DNA- 187 498
96 ENSG00000142347:ENSMUSG00000024300:ENSRNOG00000008409 MYO1F gi|27544941|ref|NPgi|27544941|ref|NP_036467.2| myosin IF [Homo sapiens] 1098 124844 9.1 0 o Q 35 0 1 1 0 1 1 1 1.82 0.00015 5 9 0 5 9 9 8.29 0.00019 1 2 0 1 2 2 1.37 0.00034 7 17 2 6 15 17 13.66 0.00027 X X X X X X X 0 4 0.000239 8.65E-05 2 5 0 2 5 5 3.28 0.00202 6 13 1 5 12 13 10.47 0.00027 X X X X X X X 0 6 25 1 5 24 25 9.38 0.00037 2 3 0 2 3 3 2.46 0.0001 4 0.000691 0.000894 Src homology 3 domains; SH3 domains bind to myosin; unconventional myosin [pmid actin binding [pmid 9119401]; ATP 30 75
97 ENSG00000110090:ENSMUSG00000024900:ENSRNOG00000014254 CPT1A gi|73623028|ref|NPgi|73623028|ref|NP_001027017.1|;gi|73623030|ref|NP_001867.2| carnitine palmitoyltransferase 1A 756 86239 8.4 2 o62-84i104-126oQ 22 0.006 3 4 0 0 4 4 5.42 0.00086 4 14 0 0 14 14 11.51 0.00043 2 3 0 0 3 3 2.65 0.00075 2 5 0 0 5 5 7.41 0.00012 X X X X X X X 0 4 0.000538 0.000334 1 1 0 0 1 1 1.85 0.00059 3 12 0 0 12 12 8.86 0.00036 X X X X X X X 0 1 1 0 0 1 1 5.16 2.2E-05 4 10 0 0 10 10 7.28 0.00051 4 0.000368 0.00025 Choline/Carnitine o-acyltransferase; pfam00755 integral to membrane; membrane; acyltransferase activity; carnitine O- 20 50
98 ENSG00000214052:ENSMUSG00000052142:ENSRNOG00000006167 FLJ21438 gi|130502162|ref|Ngi|130502162|ref|NP_075055.1| hypothetical protein LOC64926 [H 1011 111898 8.8 0 o Q 60 0 1 1 0 1 1 1 1.48 0.00016 7 16 0 7 16 16 9.89 0.00037 2 5 0 2 5 5 2.47 0.00093 2 4 0 2 4 4 3.07 7E-05 X X X X X X X 0 4 0.000382 0.000386 1 1 0 1 1 1 1.48 0.00044 8 11 0 8 11 11 11.97 0.00024 X X X X X X X 0 2 2 0 2 2 2 2.67 3.2E-05 2 5 0 2 5 5 3.07 0.00019 4 0.000226 0.000168 25 45
99 ENSG00000197102:ENSMUSG00000018707:ENSRNOG00000006178 DYNC1H1 gi|33350932|ref|NPgi|33350932|ref|NP_001367.2| dynein, cytoplasmic, heavy polype 4646 532412 6.4 0 o Q 26 0 4 7 0 4 7 7 1.66 0.00024 25 48 0 25 48 48 10.53 0.00024 1 6 0 1 6 6 0.32 0.00024 23 56 0 23 56 56 8.85 0.00021 X X X X X X X 0 4 0.000235 1.49E-05 2 6 0 2 6 6 0.9 0.00057 19 41 0 19 41 41 7.55 0.0002 X X X X X X X 0 13 39 0 13 39 39 5.27 0.00014 8 12 0 8 12 12 2.56 9.9E-05 4 0.000252 0.000218 Spectrin repeats, found in several proteins involved in cytoplasmic dynein complex [pmid ATP binding; ATPase activity, coupled; 95 215

100 ENSG00000183558:ENSMUSG00000064220:ENSRNOG00000030074 HIST2H2AA4 gi|10800130|ref|NPgi|10800130|ref|NP_066409.1| histone cluster 1, H2ad [Homo sa 130 14107 10.9 0 o Q 62 0.046 1 6 0 0 6 6 14.62 0.00748 4 16 16 0 0 0.25 64.62 4.5E-05 1 2 2 0 0 0 6.92 0 5 93 93 0 0 1 65.38 0.00014 14 39 39 0 0 0 43.85 0 3 0.001916 0.003713 1 4 0 0 4 4 14.62 0.01366 4 44 44 0 0 0.25 62.31 4.3E-05 14 48 47 1 1 41.5 62.31 0.22318 4 30 30 0 0 2 55.38 0.00025 1 3 3 0 0 0 13.85 0 4 0.003488 0.006781 Histone 2A; H2A is a subunit of the nucleosome. The 49 285
101 ENSG00000108518:ENSMUSG00000018293:ENSRNOG00000019657 PFN1 gi|4826898|ref|NP_gi|4826898|ref|NP_005013.1| profilin 1 [Homo sapiens] 140 15054 8.3 0 o Q 19 0 1 3 0 1 3 3 12.86 0.00347 3 10 0 3 10 10 31.43 0.00167 X X X X X X X 0 5 95 0 5 95 95 50 0.01199 1 3 0 1 3 3 11.43 0.00872 4 0.004282 0.005329 X X X X X X X 0 5 21 0 5 21 21 50 0.00337 X X X X X X X 0 2 98 0 2 98 98 21.43 0.01142 3 27 0 3 27 27 20 0.0074 3 0.005548 0.00495 Profilin binds actin monomers, membrane actin cytoskeleton actin monomer binding 20 257
102 ENSG00000206047:NA:NA LOC728358 gi|124248516|ref|Ngi|124248516|ref|NP_001035965.1| alpha-defensin 1 [Homo sapiens] 94 10201 7 0 o S 20 1 3 8 0 0 8 8 20.21 0.0138 1 1 0 0 1 1 9.57 0.00025 1 3 3 0 0 0 8.51 0 3 15 0 0 15 15 20.21 0.00282 X X X X X X X 0 3 0.004217 0.006515 3 3 0 0 3 3 20.21 0.01417 3 9 0 0 9 9 20.21 0.00215 1 1 0 0 1 1 9.57 0.00744 X X X X X X X 0 4 4 3 1 1 1.5 22.34 0.00061 4 0.004232 0.006684 19 44
103 ENSG00000127314:ENSMUSG00000052681:ENSRNOG00000007048 RAP1B gi|58219792|ref|NPgi|58219792|ref|NP_001010942.1| RAP1B, member of RAS oncogen 184 20825 5.8 0 o Q 19 0.196 3 8 0 3 8 8 13.59 0.00705 4 22 0 4 22 22 28.8 0.00279 X X X X X X X 0 6 73 0 6 73 73 41.85 0.00701 X X X X X X X 0 3 0.004212 0.003447 3 4 0 3 4 4 14.13 0.00965 4 22 0 4 22 22 28.8 0.00268 X X X X X X X 0 5 98 0 5 98 98 47.83 0.00869 3 8 0 3 8 8 27.72 0.00167 4 0.005673 0.004078 Rap1 subgroup. The Rap1 subgroup is part of the Rap intracellular; membrane [pmid 2105724] GTP binding; nucleotide binding 28 235
104 ENSG00000167088:ENSMUSG00000002477:ENSRNOG00000013714 SNRPD1 gi|5902102|ref|NP_gi|5902102|ref|NP_008869.1| small nuclear ribonucleoprotein D 119 13282 11.6 0 o Q 17 0.002 2 6 0 2 6 6 27.73 0.00818 3 8 0 3 8 8 36.97 0.00157 X X X X X X X 0 1 12 0 1 12 12 16.81 0.00178 X X X X X X X 0 3 0.002881 0.003618 1 5 0 1 5 5 16.81 0.01865 2 24 0 2 24 24 27.73 0.00452 X X X X X X X 0 1 1 0 1 1 1 10.92 0.00014 1 6 0 1 6 6 16.81 0.00194 4 0.006312 0.00842 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; ribonucleoprotein complex protein binding [pmid 15231747] 11 62
105 ENSG00000147140:ENSMUSG00000031311:ENSRNOG00000022823 NONO gi|34932414|ref|NPgi|34932414|ref|NP_031389.3| non-POU domain containing, octa 471 54232 8.9 0 o Q 0 0 1 10 0 1 10 10 4.88 0.00344 4 24 0 4 24 24 13.59 0.00119 X X X X X X X 0 3 37 0 3 37 37 9.34 0.00139 1 2 0 1 2 2 4.88 0.00173 4 0.001505 0.00143 1 14 0 1 14 14 4.88 0.01319 4 33 0 4 33 33 13.38 0.00157 X X X X X X X 0 3 91 0 3 91 91 9.98 0.00315 X X X X X X X 0 3 0.00448 0.00595 NOPS (NUC059) domain. This domain is found at the nucleus [pmid 9360842] DNA binding; nucleotide binding; protein 17 211
106 ENSG00000111348:ENSMUSG00000030220:ENSRNOG00000005809 ARHGDIB gi|56676393|ref|NPgi|56676393|ref|NP_001166.3| Rho GDP dissociation inhibitor (G 201 22988 5.2 0 o Q 0 0 1 1 0 1 1 1 10.45 0.00081 2 6 0 2 6 6 22.89 0.0007 2 2 1 1 1 1.333 19.4 0.00125 6 55 1 6 54 54 44.78 0.00475 X X X X X X X 0 4 0.001874 0.001929 X X X X X X X 0 3 11 0 3 11 11 20.9 0.00123 X X X X X X X 0 3 56 0 3 56 56 23.38 0.00455 13 47 0 13 47 47 23.38 0.00898 3 0.003688 0.004015 RHO protein GDP dissociation inhibitor; pfam02115 cytoplasm [pmid 16130169]; cytoplasmic GTPase activator activity; Rho GDP- 30 178
107 ENSG00000196866:NA:NA HIST1H2AH gi|10800132|ref|NPgi|10800132|ref|NP_066408.1|;gi|10800144|ref|NP_066544.1|;gi|18105045|ref|NP_542163.1|;gi|28195394|ref|NP_778235.1|;gi|29553970|ref|NP_808760.1| histone cluster 1, H2ag [Homo sa 130 14091 10.9 0 o Q 62 0.06 1 6 0 0 6 6 14.62 0.00748 4 16 16 0 0 0.25 64.62 4.5E-05 1 2 2 0 0 0 6.92 0 5 93 93 0 0 1 65.38 0.00014 14 39 39 0 0 0 43.85 0 3 0.001916 0.003713 1 4 0 0 4 4 14.62 0.01366 4 44 44 0 0 0.25 62.31 4.3E-05 13 47 47 0 0 0 45.38 0 4 30 30 0 0 2 55.38 0.00025 2 5 3 0 2 3 36.15 0.00089 4 0.003709 0.006642 Histone 2A; H2A is a subunit of the nucleosome. The 49 286
108 ENSG00000005022:ENSMUSG00000067161:ENSRNOG00000027267 SLC25A5 gi|156071459|ref|Ngi|156071459|ref|NP_001143.2| solute carrier family 25, member 5 298 32852 9.7 3 o109-131i172-19Q 25 0.124 X X X X X X X 0 5 21 9 3 12 18.33 22.15 0.00143 X X X X X X X 0 2 29 4 1 25 27.94 9.4 0.00166 2 3 0 2 3 3 7.05 0.0041 3 0.000773 0.000897 X X X X X X X 0 7 56 17 3 39 50.58 27.85 0.00381 1 4 0 1 4 4 6.71 0.00939 3 13 1 2 12 12.75 12.75 0.0007 9 18 8 3 10 16.67 24.5 0.00215 4 0.001663 0.001686 29 144
109 ENSG00000174903:ENSMUSG00000024870:ENSRNOG00000020253 RAB1C gi|13569962|ref|NPgi|13569962|ref|NP_112243.1| RAB1B, member RAS oncogene 201 22171 5.7 0 o Q 21 0.002 2 2 0 2 2 2 12.44 0.00161 6 79 36 4 43 77.4 52.24 0.00898 X X X X X X X 0 2 5 3 1 2 3.2 26.37 0.00028 X X X X X X X 0 3 0.002719 0.004234 X X X X X X X 0 3 49 43 2 6 49 27.86 0.00547 1 1 0 1 1 1 6.97 0.00348 2 5 4 1 1 3 24.38 0.00024 3 6 0 0 6 6 16.92 0.00115 4 0.001715 0.002551 Rab1/Ypt1 subfamily. Rab1 is found in every Golgi apparatus [pmid 11256614]; ATP binding; GTP binding; nucleotide 19 147
110 ENSG00000108561:ENSMUSG00000018446:ENSRNOG00000006949 C1QBP gi|4502491|ref|NP_gi|4502491|ref|NP_001203.1| complement component 1, q subc 282 31362 4.8 0 o S 25 0.849 X X X X X X X 0 4 16 0 4 16 16 31.91 0.00132 1 6 0 1 6 6 7.09 0.004 8 58 0 8 58 58 60.64 0.00363 1 1 0 1 1 1 7.09 0.00144 4 0.002238 0.001905 X X X X X X X 0 4 21 0 4 21 21 31.56 0.00167 X X X X X X X 0 4 8 0 4 8 8 39.01 0.00046 11 44 0 11 44 44 23.05 0.00599 3 0.002031 0.002732 Mitochondrial glycoprotein. This mitochondrial matrix mitochondrial matrix; mitochondrion; protein binding [pmid 14667819] [pmid 33 154
111 ENSG00000198618:NA:NA PPIA gi|10863927|ref|NPgi|10863927|ref|NP_066953.1|;gi|169215435|ref|XP_001718559.1| peptidylprolyl isomerase A [Homo 165 18012 7.8 0 o Q 15 0.001 1 3 0 0 3 3 7.27 0.00295 6 11 0 0 11 11 47.27 0.00155 X X X X X X X 0 4 32 0 0 32 32 28.48 0.00343 1 2 0 0 2 2 9.7 0.00494 4 0.001982 0.001542 X X X X X X X 0 4 7 0 0 7 7 29.09 0.00095 X X X X X X X 0 6 48 0 0 48 48 47.27 0.00475 1 2 0 0 2 2 9.09 0.00047 3 0.001541 0.002173 cyclophilin_ABH_like: Cyclophilin A, B and H-like isomerase activity; peptide binding; 23 105
112 ENSG00000078668:ENSMUSG00000008892:ENSRNOG00000019277 VDAC3 gi|25188179|ref|NPgi|25188179|ref|NP_005653.3| voltage-dependent anion channel 283 30659 8.6 0 o Q 0 0 1 1 0 1 1 1 7.07 0.00057 7 32 0 7 32 32 37.1 0.00264 3 7 0 3 7 7 10.6 0.00465 6 35 0 6 35 35 37.46 0.00218 X X X X X X X 0 4 0.002511 0.001677 X X X X X X X 0 6 38 0 6 38 38 38.16 0.00301 X X X X X X X 0 4 19 0 4 19 19 27.92 0.0011 5 16 0 5 16 16 21.55 0.00217 3 0.00157 0.001308 Eukaryotic porin; pfam01459 integral to plasma membrane; membrane; voltage-gated anion channel porin 32 148
113 ENSG00000113368:ENSMUSG00000024590:ENSRNOG00000013774 LMNB1 gi|5031877|ref|NP_gi|5031877|ref|NP_005564.1| lamin B1 [Homo sapiens] 586 66408 5.2 0 o Q 28 0.003 6 10 1 5 9 9.9 16.89 0.00274 13 25 0 13 25 25 34.13 0.001 1 6 0 1 6 6 1.88 0.00192 14 86 1 13 85 85.72 31.4 0.00258 X X X X X X X 0 4 0.002061 0.000794 X X X X X X X 0 8 25 0 8 25 25 14.85 0.00096 X X X X X X X 0 11 61 0 11 61 61 32.08 0.0017 13 75 0 13 75 75 15.19 0.00491 3 0.001892 0.002131 Intermediate filament tail domain. The Prosite motif lamin filament [pmid 7557986]; nucleus structural molecule activity [pmid 66 288
114 ENSG00000100911:ENSMUSG00000079197:ENSRNOG00000022340 PSME2 gi|30410792|ref|NPgi|30410792|ref|NP_002809.2| proteasome activator subunit 2 [H 239 27402 5.7 0 o Q 17 0 3 7 0 3 7 7 18.41 0.00475 1 4 0 1 4 4 6.69 0.00039 X X X X X X X 0 2 3 0 2 3 3 15.9 0.00022 X X X X X X X 0 3 0.00134 0.002278 2 5 0 2 5 5 12.13 0.00929 2 3 0 2 3 3 12.55 0.00028 X X X X X X X 0 1 1 0 1 1 1 9.21 6.8E-05 1 1 0 1 1 1 6.28 0.00016 4 0.002449 0.004559 Proteasome activator pa28 alpha subunit. PA28 cytosol; proteasome activator complex; proteasome activator activity 12 24
115 ENSG00000069974:ENSMUSG00000032202:ENSRNOG00000007533 RAB27A gi|34485711|ref|NPgi|34485711|ref|NP_899059.1| Ras-related protein Rab-27A [Hom 221 24868 5.2 0 o Q 22 0 2 6 0 2 6 6 13.12 0.0044 5 11 1 4 10 10.67 44.8 0.00113 X X X X X X X 0 1 4 0 1 4 4 10.41 0.00032 X X X X X X X 0 3 0.001462 0.002017 1 4 0 1 4 4 5.88 0.00803 3 7 0 3 7 7 24.89 0.00071 X X X X X X X 0 1 1 0 1 1 1 5.88 7.4E-05 1 1 0 1 1 1 6.33 0.00017 4 0.002248 0.003867 Rab27a subfamily. The Rab27a subfamily consists of GTP binding; GTPase activity [pmid 14 34
116 NA:ENSMUSG00000027879:ENSRNOG00000018673 SEC22B gi|94429050|ref|NPgi|94429050|ref|NP_004883.2| SEC22 vesicle trafficking protein 215 24593 6.9 1 i191-213o Q 20 0.186 2 3 0 2 3 3 6.98 0.00226 6 31 0 6 31 31 30.7 0.00336 1 2 0 1 2 2 6.51 0.00175 2 4 0 2 4 4 14.88 0.00033 X X X X X X X 0 4 0.001926 0.00126 X X X X X X X 0 8 35 0 8 35 35 35.35 0.00365 X X X X X X X 0 2 7 0 2 7 7 14.88 0.00053 4 9 0 4 9 9 17.21 0.00161 3 0.001448 0.001615 Synaptobrevin/VAMP-like protein [Intracellular endoplasmic reticulum; endoplasmic protein binding [pmid 15272311] [pmid 25 91
117 ENSG00000161960:ENSMUSG00000059796:ENSRNOG00000030628 EIF4A1 gi|4503529|ref|NP_gi|4503529|ref|NP_001407.1| eukaryotic translation initiation fac 406 46154 5.5 0 o Q 0 0 2 4 2 1 2 4 12.56 0.0016 9 39 20 5 19 35.72 39.66 0.00205 X X X X X X X 0 5 15 11 2 4 12.8 22.41 0.00056 X X X X X X X 0 3 0.001052 0.00094 1 2 0 0 2 2 3.94 0.00219 6 16 8 2 8 13.33 28.33 0.00074 X X X X X X X 0 2 24 13 1 11 24 13.79 0.00096 7 62 38 5 24 59.08 17.49 0.00559 4 0.002368 0.002237 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 32 162
118 ENSG00000058262:ENSMUSG00000030082:ENSRNOG00000013743 SEC61A1 gi|7019415|ref|NP_gi|7019415|ref|NP_037468.1| Sec61 alpha 1 subunit [Homo sap 476 52265 8.1 10 i33-55o75-97i118A 47 0.001 2 9 1 1 8 9 9.45 0.00307 3 45 10 2 35 44.72 17.23 0.00219 X X X X X X X 0 2 11 3 1 8 11 11.34 0.00041 X X X X X X X 0 3 0.001416 0.001454 2 3 1 1 2 3 9.45 0.0028 4 85 10 3 75 84.87 19.75 0.004 X X X X X X X 0 2 3 0 2 3 3 9.24 0.0001 2 3 0 2 3 3 2.31 0.00024 4 0.001786 0.001927 Preprotein translocase subunit SecY [Intracellular endoplasmic reticulum; integral to protein translocase activity 17 159
119 ENSG00000198171:ENSMUSG00000068290:ENSRNOG00000021232 C20orf116 gi|13027602|ref|NPgi|13027602|ref|NP_076424.1| hypothetical protein LOC65992 [H 314 35611 5.1 1 i5-22o S 29 0.989 2 3 0 2 3 3 11.46 0.00155 7 15 0 7 15 15 31.53 0.00111 2 2 0 2 2 2 4.14 0.0012 2 9 0 2 9 9 10.83 0.00051 X X X X X X X 0 4 0.001092 0.000433 2 4 0 2 4 4 10.19 0.00565 3 20 0 3 20 20 15.29 0.00143 X X X X X X X 0 1 1 0 1 1 1 4.14 5.2E-05 X X X X X X X 0 3 0.001784 0.002664 19 54
120 ENSG00000080824:ENSMUSG00000021270:ENSRNOG00000007219 HSP90AA1 gi|153792590|ref|Ngi|153792590|ref|NP_001017963.2|;gi|154146191|ref|NP_005339.3| heat shock protein 90kDa alpha (c 854 98161 5.2 0 o Q 17 0 2 3 0 0 3 3 2.93 0.00057 16 30 10 0 20 24.44 28.1 0.00067 1 1 1 0 0 0 1.17 0 20 151 101 0 50 110.8 29.86 0.00229 X X X X X X X 0 3 0.000882 0.000985 1 1 0 0 1 1 1.76 0.00052 15 35 10 0 25 29.9 28.34 0.00079 X X X X X X X 0 18 322 226 0 96 259.1 30.91 0.00495 16 61 43 0 18 33.48 16.86 0.0015 4 0.001941 0.00205 89 604
121 ENSG00000136167:ENSMUSG00000021998:ENSRNOG00000010319 LCP1 gi|4504965|ref|NP_gi|4504965|ref|NP_002289.1| L-plastin [Homo sapiens] 627 70289 5.3 0 o Q 0 0 3 9 0 3 9 9 9.41 0.00233 12 24 0 12 24 24 31.42 0.00089 X X X X X X X 0 16 82 0 16 82 82 45.45 0.00231 X X X X X X X 0 3 0.001383 0.001141 2 5 0 2 5 5 6.22 0.00354 6 14 0 6 14 14 20.57 0.0005 X X X X X X X 0 2 9 0 2 9 9 5.1 0.00023 6 13 0 6 13 13 11.64 0.0008 4 0.001268 0.001532 EF-hand, calcium binding motif; A diverse superfamily cytoplasm [pmid 2378651]; cytosol [pmid actin binding [pmid 2252891]; calcium 47 156
122 ENSG00000172232:NA:NA AZU1 gi|11342670|ref|NPgi|11342670|ref|NP_001691.1| azurocidin 1 preproprotein [Homo 251 26886 9.5 0 o S 20 1 1 3 0 1 3 3 5.18 0.00194 3 14 0 3 14 14 22.31 0.0013 1 3 0 1 3 3 7.17 0.00225 2 2 0 2 2 2 17.13 0.00014 X X X X X X X 0 4 0.001406 0.000931 1 2 0 1 2 2 5.18 0.00354 2 4 0 2 4 4 15.94 0.00036 X X X X X X X 0 X X X X X X X 0 4 8 0 4 8 8 7.17 0.00122 3 0.001279 0.00159 Trypsin-like serine protease; Many of these are azurophil granule [pmid 11861296]; heparin binding [pmid 11994286]; serine- 14 36
123 ENSG00000105202:ENSMUSG00000046865:ENSRNOG00000033870 FBL gi|12056465|ref|NPgi|12056465|ref|NP_001427.2| fibrillarin [Homo sapiens] 321 33784 10.2 0 o Q 20 0 1 2 0 1 2 2 4.05 0.00101 10 28 0 10 28 28 49.22 0.00203 1 4 0 1 4 4 4.05 0.00234 4 21 0 4 21 21 25.55 0.00116 X X X X X X X 0 4 0.001635 0.000653 X X X X X X X 0 5 34 0 5 34 34 29.91 0.00238 X X X X X X X 0 4 15 0 4 15 15 25.86 0.00076 7 9 0 7 9 9 23.99 0.00108 3 0.001054 0.000991 Fibrillarin; pfam01269 nucleus; ribonucleoprotein complex methyltransferase activity; RNA binding 32 113
124 ENSG00000197785:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3A gi|42476028|ref|NPgi|42476028|ref|NP_060658.2| ATPase family, AAA domain cont 634 71357 9 0 o Q 16 0 2 9 0 2 9 9 5.52 0.0023 8 34 4 5 30 33.87 17.51 0.00125 1 3 0 0 3 3 3.63 0.00089 1 2 0 1 2 2 2.37 5.6E-05 X X X X X X X 0 4 0.001123 0.000931 3 5 1 2 4 5 8.52 0.0035 12 50 5 10 45 49.79 22.71 0.00176 X X X X X X X 0 2 10 0 2 10 10 2.37 0.00026 X X X X X X X 0 3 0.00138 0.001613 ATPase family associated with various cellular ATP binding; nucleoside-triphosphatase 29 113
125 ENSG00000135046:ENSMUSG00000024659:ENSRNOG00000017469 ANXA1 gi|4502101|ref|NP_gi|4502101|ref|NP_000691.1| annexin I [Homo sapiens] 346 38714 7 0 o Q 20 0 4 8 0 4 8 8 18.21 0.00375 8 36 0 8 36 36 28.32 0.00243 1 2 0 1 2 2 4.62 0.00109 6 11 0 6 11 11 20.81 0.00056 X X X X X X X 0 4 0.001956 0.001431 1 1 0 1 1 1 6.94 0.00128 4 14 0 4 14 14 17.92 0.00091 X X X X X X X 0 2 14 0 2 14 14 9.25 0.00066 X X X X X X X 0 3 0.000713 0.00054 Annexin. This family of annexins also includes giardin cornified envelope [pmid 10908733]; calcium ion binding [pmid 2967291]; 26 86
126 ENSG00000149084:ENSMUSG00000027195:ENSRNOG00000009630 HSD17B12 gi|7705855|ref|NP_gi|7705855|ref|NP_057226.1| hydroxysteroid (17-beta) dehydro 312 34324 9.3 3 o4-26i182-204o2S 21 0.594 3 8 0 3 8 8 14.74 0.00416 9 26 0 9 26 26 39.42 0.00194 1 3 0 1 3 3 5.45 0.00181 3 6 0 3 6 6 18.91 0.00034 X X X X X X X 0 4 0.002062 0.001575 X X X X X X X 0 5 16 0 5 16 16 27.88 0.00115 X X X X X X X 0 3 8 0 3 8 8 14.74 0.00042 5 8 0 5 8 8 20.83 0.00098 3 0.000638 0.000528 Short-chain dehydrogenases of various substrate endoplasmic reticulum; integral to estradiol 17-beta-dehydrogenase 29 75
127 ENSG00000074370:ENSMUSG00000020788:ENSRNOG00000017912 ATP2A3 gi|28373103|ref|NPgi|28373103|ref|NP_005164.2|;gi|28373105|ref|NP_777613.1|;gi|28373107|ref|NP_777614.1|;gi|28373109|ref|NP_777615.1|;gi|28373113|ref|NP_777617.1|;gi|28373115|ref|NP_777618.1| sarco/endoplasmic reticulum Ca2 999 109256 5.5 8 i60-78o88-107i26Q 23 0.038 7 15 1 0 14 14.67 11.81 0.00238 15 78 23 0 55 73.14 26.43 0.00171 3 5 4 0 1 1.444 4.1 0.00027 10 18 11 0 7 16.75 16.92 0.0003 X X X X X X X 0 4 0.001164 0.001053 3 6 0 0 6 6 3.5 0.00267 15 102 31 0 71 97.95 25.43 0.0022 X X X X X X X 0 4 18 6 0 12 17.54 7.71 0.00029 X X X X X X X 0 3 0.001288 0.001341 haloacid dehalogenase-like hydrolase. This family are integral to plasma membrane [pmid ATP binding; ATPase activity, coupled to 57 242
128 ENSG00000100243:ENSMUSG00000018042:ENSRNOG00000009592 CYB5R3 gi|4503327|ref|NP_gi|4503327|ref|NP_000389.1|;gi|6552328|ref|NP_015565.1| cytochrome b5 reductase isoform 301 34235 7.6 0 o S 33 0.681 3 6 0 0 6 6 13.29 0.00323 7 27 0 0 27 27 35.22 0.00209 1 2 0 0 2 2 4.32 0.00125 2 5 0 0 5 5 18.6 0.00029 X X X X X X X 0 4 0.001717 0.00125 X X X X X X X 0 5 23 0 0 23 23 29.9 0.00171 X X X X X X X 0 3 7 0 0 7 7 32.89 0.00038 7 11 0 0 11 11 20.93 0.0014 3 0.000874 0.000815 Oxidoreductase NAD-binding domain. Xanthine cytoplasm [pmid 9207238]; endoplasmic cytochrome-b5 reductase activity [pmid 28 81
129 ENSG00000171863:NA:ENSRNOG00000038471 RPS7 gi|4506741|ref|NP_gi|4506741|ref|NP_001002.1| ribosomal protein S7 [Homo sapie 194 22127 10.1 0 o Q 0 0 1 1 0 1 1 1 11.86 0.00084 6 13 5 5 8 12.44 42.78 0.0015 X X X X X X X 0 2 13 0 2 13 13 18.04 0.00118 1 1 0 1 1 1 6.19 0.0021 4 0.000879 0.000645 X X X X X X X 0 5 7 0 5 7 7 42.78 0.00081 X X X X X X X 0 2 4 0 2 4 4 22.16 0.00034 5 16 11 1 5 16 32.47 0.00317 3 0.001078 0.001431 Ribosomal protein S7e; pfam01251 cytosolic small ribosomal subunit (sensu protein binding [pmid 11823430]; 22 55
130 ENSG00000204267:ENSMUSG00000024339:ENSRNOG00000000455 TAP2 gi|73747915|ref|NPgi|73747915|ref|NP_000535.3| transporter 2, ATP-binding casset 703 77695 7.9 6 o20-42i55-77o97S 29 0.931 3 5 0 3 5 5 6.26 0.00115 9 29 0 9 29 29 21.48 0.00096 1 1 0 1 1 1 1.28 0.00027 4 8 0 4 8 8 12.09 0.0002 X X X X X X X 0 4 0.000646 0.000483 4 8 0 4 8 8 7.4 0.00505 8 32 6 7 26 30.33 19.49 0.00097 X X X X X X X 0 1 5 0 1 5 5 3.56 0.00012 2 2 2 0 0 0 1.71 0 3 0.001534 0.002384 TAP, the Transporter Associated with Antigen cytosol [pmid 11133832]; endoplasmic ATP binding [pmid 12047747]; ATPase 32 90
131 ENSG00000206306:NA:NA HLA-DRB4 gi|169169220|ref|Xgi|169169220|ref|XP_001723469.1|;gi|169169222|ref|XP_001723466.1|;gi|169169224|ref|XP_001723471.1| PREDICTED: major histocompati 279 31647 8.4 2 o6-28i241-263o S 30 0.995 1 2 2 0 0 0.667 16.49 0.00039 4 37 22 0 15 35.31 36.92 0.00295 3 4 4 0 0 0 12.54 0 2 6 5 0 1 6 22.58 0.00038 X X X X X X X 0 3 0.00093 0.00136 1 2 0 0 2 2 8.24 0.00318 4 31 27 0 4 25.13 36.92 0.00202 X X X X X X X 0 2 2 1 0 1 2 22.58 0.00012 2 5 5 0 0 1.333 17.56 0.00018 4 0.001376 0.001493 19 89
132 ENSG00000117592:ENSMUSG00000050114:ENSRNOG00000002896 PRDX6 gi|4758638|ref|NP_gi|4758638|ref|NP_004896.1| peroxiredoxin 6 [Homo sapiens] 224 25035 6.4 0 o Q 17 0.007 1 1 0 1 1 1 5.36 0.00072 2 11 0 2 11 11 11.61 0.00115 1 1 0 1 1 1 7.59 0.00084 3 8 0 3 8 8 20.54 0.00063 X X X X X X X 0 4 0.000835 0.000224 X X X X X X X 0 3 13 0 3 13 13 20.54 0.0013 X X X X X X X 0 3 42 0 3 42 42 23.66 0.00306 2 5 0 2 5 5 15.18 0.00086 3 0.001305 0.001289 Peroxiredoxin (PRX) family, 1-cys PRX subfamily; cytosol [pmid 9497358]; lysosome hydrolase activity; oxidoreductase 15 81
133 ENSG00000145779:ENSMUSG00000062210:ENSRNOG00000026136 TNFAIP8 gi|117676365|ref|Ngi|117676365|ref|NP_055165.2|;gi|117676370|ref|NP_001071122.1| tumor necrosis factor, alpha-induc 198 23003 7.9 0 o Q 0 0 1 2 0 0 2 2 10.1 0.00164 1 1 0 0 1 1 10.1 0.00012 1 5 0 0 5 5 7.07 0.00474 1 10 0 0 10 10 10.1 0.00089 X X X X X X X 0 4 0.001848 0.002028 X X X X X X X 0 1 6 0 0 6 6 10.1 0.00068 X X X X X X X 0 2 7 0 0 7 7 25.25 0.00058 2 2 0 0 2 2 16.16 0.00039 3 0.000411 0.0003 9 33
134 ENSG00000144959:ENSMUSG00000027698:ENSRNOG00000013313 AADACL1 gi|68051721|ref|NPgi|68051721|ref|NP_065843.3| arylacetamide deacetylase-like 1 440 49063 7.9 1 i37-59o A 48 0.037 2 5 0 2 5 5 6.36 0.00184 7 10 0 7 10 10 25.23 0.00053 1 2 0 1 2 2 2.27 0.00085 1 4 0 1 4 4 6.14 0.00016 X X X X X X X 0 4 0.000847 0.000722 2 4 0 2 4 4 6.36 0.00404 4 5 0 4 5 5 15.23 0.00025 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.09 8.7E-05 3 0.001094 0.001963 alpha/beta hydrolase fold. This catalytic domain is hydrolase activity 18 31
135 ENSG00000160255:ENSMUSG00000000290:ENSRNOG00000001224 ITGB2 gi|89191865|ref|NPgi|89191865|ref|NP_000202.2| integrin, beta 2 precursor [Homo s 769 84782 7 1 o701-723i S 23 0.999 8 10 0 8 10 10 12.61 0.00211 14 77 0 14 77 77 28.35 0.00234 1 2 0 1 2 2 1.3 0.00049 4 19 0 4 19 19 8.71 0.00044 X X X X X X X 0 4 0.001342 0.00102 2 2 0 2 2 2 3.12 0.00115 10 50 0 10 50 50 22.5 0.00146 X X X X X X X 0 2 2 0 2 2 2 4.03 4.2E-05 X X X X X X X 0 3 0.000664 0.000753 Integrin beta subunits (N-terminal portion of integral to membrane; integrin complex protein binding [pmid 12885943]; protein 41 162
136 ENSG00000130985:ENSMUSG00000069053:ENSRNOG00000019164 UBE1 gi|23510340|ref|NPgi|23510340|ref|NP_695012.1| ubiquitin-activating enzyme E1 [H 1058 117849 5.8 0 o Q 36 0.001 5 14 0 5 14 14 8.51 0.00215 10 25 0 10 25 25 18.24 0.00055 X X X X X X X 0 15 66 0 15 66 66 24.2 0.0011 X X X X X X X 0 3 0.00095 0.000916 2 3 0 2 3 3 3.12 0.00126 5 9 0 5 9 9 7.75 0.00019 X X X X X X X 0 9 34 0 9 34 34 16.64 0.00052 6 40 0 6 40 40 6.9 0.00145 4 0.000856 0.000597 Ubiquitin activating enzyme (E1), repeat 1. E1, a ATP binding; catalytic activity; ligase 52 191
137 ENSG00000166128:ENSMUSG00000036943:ENSRNOG00000018009 RAB8B gi|7706563|ref|NP_gi|7706563|ref|NP_057614.1| RAB8B, member RAS oncogene 207 23584 9.1 0 o Q 21 0.022 1 2 0 1 2 2 5.8 0.00157 1 2 0 1 2 2 6.76 0.00023 X X X X X X X 0 1 2 0 1 2 2 6.76 0.00017 X X X X X X X 0 3 0.000491 0.000724 1 2 0 1 2 2 5.8 0.00429 2 3 1 1 2 3 21.26 0.00033 X X X X X X X 0 1 1 0 1 1 1 6.76 7.9E-05 2 4 2 1 2 4 11.59 0.00074 4 0.001359 0.001972 Rab8/Sec4/Ypt2. Rab8/Sec4/Ypt2 are known or intracellular; membrane ATP binding; GTP binding; GTPase 9 16
138 ENSG00000115053:ENSMUSG00000026234:ENSRNOG00000031005 NCL gi|55956788|ref|NPgi|55956788|ref|NP_005372.2| nucleolin [Homo sapiens] 710 76615 4.7 0 o Q 0 0 X X X X X X X 0 5 11 0 5 11 11 12.25 0.00036 1 1 0 1 1 1 1.27 0.00026 6 28 0 6 28 28 14.79 0.0007 X X X X X X X 0 3 0.000331 0.000288 1 1 0 1 1 1 3.1 0.00063 7 26 0 7 26 26 14.37 0.00082 X X X X X X X 0 6 193 0 6 193 193 13.52 0.00444 3 6 0 3 6 6 7.18 0.00032 4 0.001552 0.001934 RNA recognition motif; smart00360 nucleolus [pmid 2394707]; nucleus DNA binding; nucleotide binding; RNA 29 266
139 ENSG00000072110:ENSMUSG00000015143:ENSRNOG00000004309 ACTN1 gi|4501891|ref|NP_gi|4501891|ref|NP_001093.1| actinin, alpha 1 [Homo sapiens] 892 103058 5.4 0 o Q 0 0 7 20 9 5 11 18.62 12.44 0.00338 8 14 7 4 7 11.9 12 0.00031 X X X X X X X 0 8 11 2 7 9 10.5 14.91 0.00021 X X X X X X X 0 3 0.000976 0.001611 2 5 0 0 5 5 2.69 0.00249 2 2 1 1 1 2 4.93 5E-05 X X X X X X X 0 7 10 1 6 9 9.9 17.6 0.00018 1 1 0 0 1 1 1.12 4.3E-05 4 0.000691 0.0012 Spectrin repeats, found in several proteins involved in cytoskeleton; focal adhesion [pmid actin binding; calcium ion binding; 35 63
140 ENSG00000214078:ENSMUSG00000074643:ENSRNOG00000036818 CPNE1 gi|23397708|ref|NPgi|23397708|ref|NP_690908.1| copine I [Homo sapiens] 537 59059 5.8 0 o Q 15 0.081 2 3 0 2 3 3 6.7 0.00091 2 3 0 2 3 3 4.66 0.00013 X X X X X X X 0 2 12 0 2 12 12 7.64 0.00039 X X X X X X X 0 3 0.000358 0.000401 1 4 0 1 4 4 3.72 0.00331 2 5 0 2 5 5 8.19 0.00021 X X X X X X X 0 1 1 0 1 1 1 3.91 3E-05 11 35 0 11 35 35 17.13 0.0025 4 0.001512 0.001642 VWA Copine: Copines are phospholipid-binding calcium-dependent phospholipid binding 21 63
141 ENSG00000139180:ENSMUSG00000000399:ENSRNOG00000026930 NDUFA9 gi|6681764|ref|NP_gi|6681764|ref|NP_004993.1| NADH dehydrogenase (ubiquinon 377 42510 9.8 0 o S 31 0.783 1 7 0 1 7 7 5.04 0.00301 6 11 0 6 11 11 20.69 0.00068 X X X X X X X 0 4 7 0 4 7 7 17.24 0.00033 X X X X X X X 0 3 0.001005 0.001366 1 1 0 1 1 1 5.04 0.00118 6 13 0 6 13 13 22.02 0.00077 X X X X X X X 0 2 5 0 2 5 5 8.75 0.00022 3 4 0 3 4 4 11.41 0.00041 4 0.000644 0.000424 Predicted nucleoside-diphosphate-sugar epimerases mitochondrial matrix [pmid 8486360]; coenzyme binding; NADH 23 48
142 ENSG00000101290:ENSMUSG00000058793:ENSRNOG00000021265 CDS2 gi|20143480|ref|NPgi|20143480|ref|NP_003809.1| phosphatidate cytidylyltransferase 445 51418 7.1 8 i68-90o95-117i13Q 0 0 2 6 0 2 6 6 8.09 0.00219 6 22 0 6 22 22 19.78 0.00115 2 5 0 2 5 5 7.19 0.00211 1 3 0 1 3 3 4.27 0.00012 X X X X X X X 0 4 0.001392 0.00097 1 1 0 1 1 1 3.82 0.001 5 13 0 5 13 13 19.78 0.00066 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.7 8.6E-05 3 0.000435 0.000475 Cytidylyltransferase family. The members of this integral to membrane; membrane; phosphatidate cytidylyltransferase 18 51
143 ENSG00000197111:ENSMUSG00000056851:ENSRNOG00000036852 PCBP2 gi|14141166|ref|NPgi|14141166|ref|NP_114366.1|;gi|14141168|ref|NP_005007.2| poly(rC)-binding protein 2 isoform 362 38222 6.8 0 o Q 23 0.001 2 4 0 0 4 4 8.01 0.00179 2 3 0 0 3 3 8.01 0.00019 1 1 0 0 1 1 4.42 0.00052 4 16 10 0 6 14 37.57 0.00068 1 2 0 0 2 2 3.59 0.00225 5 0.000797 0.000694 X X X X X X X 0 3 12 8 0 4 9.667 29.01 0.0006 X X X X X X X 0 3 9 9 0 0 0 22.65 0 4 11 0 0 11 11 5.52 0.00117 2 0.000441 0.00056 K homology RNA-binding domain, type I. KH binds cytoplasm; nucleus; ribonucleoprotein DNA binding; nucleic acid binding; 20 58
144 ENSG00000071127:ENSMUSG00000005103:ENSRNOG00000028498 WDR1 gi|9257257|ref|NP_gi|9257257|ref|NP_059830.1| WD repeat-containing protein 1 is 606 66194 6.7 0 o Q 21 0.001 1 1 0 1 1 1 3.14 0.00027 8 12 0 8 12 12 24.09 0.00046 2 3 0 2 3 3 2.64 0.00093 9 62 5 9 57 57 29.37 0.00166 X X X X X X X 0 4 0.00083 0.00062 X X X X X X X 0 7 13 0 7 13 13 25.41 0.00048 X X X X X X X 0 9 92 0 9 92 92 31.85 0.00248 2 3 0 2 3 3 6.6 0.00019 3 0.000787 0.001144 WD40 domain, found in a number of eukaryotic cytoskeleton actin binding; protein binding [pmid 38 186
145 ENSG00000165168:ENSMUSG00000015340:ENSRNOG00000003622 CYBB gi|6996021|ref|NP_gi|6996021|ref|NP_000388.2| cytochrome b-245, beta polypepti 570 65336 8.6 4 o10-32i98-120o1A 26 0.171 4 9 0 4 9 9 8.95 0.00256 9 23 0 9 23 23 20 0.00094 1 1 0 1 1 1 2.11 0.00033 3 15 0 3 15 15 9.12 0.00046 X X X X X X X 0 4 0.001074 0.001025 1 1 0 1 1 1 2.98 0.00078 5 24 0 5 24 24 14.21 0.00094 X X X X X X X 0 X X X X X X X 0 1 10 0 1 10 10 2.63 0.00067 3 0.000599 0.000415 Ferric reductase like transmembrane component; integral to plasma membrane [pmid FAD binding; iron ion binding; metal ion 24 83
146 ENSG00000211456:ENSMUSG00000025240:ENSRNOG00000005149 SACM1L gi|41281579|ref|NPgi|41281579|ref|NP_054735.2| suppressor of actin 1 [Homo sapie 587 66979 7.3 2 o521-543i550-56Q 0 0 4 6 0 4 6 6 7.67 0.00166 7 13 0 7 13 13 16.18 0.00052 4 5 0 4 5 5 6.47 0.0016 2 5 0 2 5 5 5.62 0.00015 X X X X X X X 0 4 0.000981 0.000763 1 2 0 1 2 2 1.7 0.00151 6 21 0 6 21 21 11.93 0.0008 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.07 0.00013 3 0.000611 0.000696 SacI homology domain. This Pfam family represents a Golgi apparatus [pmid 11256614] 25 54
147 ENSG00000141367:ENSMUSG00000047126:ENSRNOG00000004291 CLTC gi|4758012|ref|NP_gi|4758012|ref|NP_004850.1| clathrin heavy chain 1 [Homo sap 1675 191613 5.7 0 o Q 16 0 5 9 0 5 9 9 5.01 0.00087 23 52 0 23 52 52 21.31 0.00072 1 1 0 1 1 1 0.72 0.00011 26 68 0 26 68 68 25.37 0.00072 X X X X X X X 0 4 0.000606 0.000337 X X X X X X X 0 20 45 0 20 45 45 20.24 0.0006 X X X X X X X 0 20 68 0 20 68 68 23.28 0.00066 30 100 0 30 100 100 16.66 0.00229 3 0.000889 0.000982 Clathrin propeller repeat. Clathrin is the scaffold clathrin coat of coated pit; clathrin vesicle protein binding [pmid 11799118]; 125 343
148 ENSG00000197043:ENSMUSG00000018340:ENSRNOG00000010668 ANXA6 gi|71773329|ref|NPgi|71773329|ref|NP_001146.2| annexin VI isoform 1 [Homo sapie 673 75873 5.6 0 o Q 0 0 2 3 0 0 3 3 4.01 0.00072 17 45 39 2 6 45 39.52 0.00156 3 12 12 0 0 0 4.46 0 13 35 27 2 8 35 32.1 0.00092 X X X X X X X 0 3 0.0008 0.000642 1 1 0 0 1 1 2.38 0.00066 8 22 21 2 1 20 24.81 0.00067 X X X X X X X 0 3 6 0 0 6 6 5.35 0.00015 12 23 0 0 23 23 19.17 0.00131 4 0.000696 0.000478 Annexin. This family of annexins also includes giardin calcium ion binding; calcium-dependent 59 147
149 ENSG00000212860:NA:NA HSPA1A gi|4885431|ref|NP_gi|4885431|ref|NP_005337.1|;gi|5123454|ref|NP_005336.2| heat shock 70kDa protein 1B [Ho 641 70025 5.6 0 o Q 17 0.049 1 1 0 0 1 1 2.5 0.00025 3 5 5 0 0 1 11.86 3.6E-05 1 5 0 0 5 5 1.56 0.00147 11 53 11 0 42 50.77 37.13 0.0014 X X X X X X X 0 4 0.000789 0.000749 X X X X X X X 0 6 14 1 0 13 14 23.24 0.00049 X X X X X X X 0 5 61 1 0 60 61 20.12 0.00155 3 11 5 0 6 11 5.46 0.00066 3 0.000675 0.000648 Hsp70 protein. Hsp70 chaperones help to fold many cytoplasm [pmid 16130169]; endoplasmic ATP binding; nucleotide binding; 30 150
150 ENSG00000154174:ENSMUSG00000022752:ENSRNOG00000001640 TOMM70A gi|54607135|ref|NPgi|54607135|ref|NP_055635.3| translocase of outer mitochondria 608 67455 7.1 2 i7-29o39-61i S 21 0.936 1 10 0 1 10 10 2.96 0.00267 8 33 0 8 33 33 23.68 0.00127 1 2 0 1 2 2 3.95 0.00062 3 11 0 3 11 11 8.55 0.00032 X X X X X X X 0 4 0.001218 0.001044 X X X X X X X 0 6 22 0 6 22 22 17.93 0.00081 X X X X X X X 0 1 5 0 1 5 5 2.96 0.00013 1 4 0 1 4 4 2.96 0.00025 3 0.0003 0.000357 Tetratricopeptide repeat domain; typically contains 34 integral to membrane; membrane; protein binding [pmid 12526792] 21 87
151 ENSG00000174437:ENSMUSG00000029467:ENSRNOG00000001285 ATP2A2 gi|24638454|ref|NPgi|24638454|ref|NP_733765.1| ATPase, Ca++ transporting, cardi 1042 114757 5.3 8 i60-79o84-106i26Q 24 0 2 8 1 1 7 7.333 5.85 0.00114 17 42 26 10 16 26.85 24.66 0.0006 5 12 4 3 8 11.56 6.62 0.00208 7 11 10 1 1 2.25 9.79 3.8E-05 X X X X X X X 0 4 0.000966 0.000871 1 3 0 1 3 3 2.02 0.00128 14 51 39 8 12 27.05 19.39 0.00058 X X X X X X X 0 4 10 9 1 1 4.462 7.1 7E-05 X X X X X X X 0 3 0.000483 0.00059 haloacid dehalogenase-like hydrolase. This family are integral to plasma membrane [pmid ATP binding; calcium ion binding; 50 137
152 ENSG00000110047:ENSMUSG00000024772:NA EHD1 gi|30240932|ref|NPgi|30240932|ref|NP_006786.2| EH-domain containing 1 [Homo sa 534 60627 6.8 0 o Q 31 0.001 2 4 3 1 1 4 9.74 0.00121 7 14 7 3 7 11.9 20.97 0.00052 1 4 0 0 4 4 2.06 0.00141 8 21 4 5 17 20.58 19.1 0.00068 X X X X X X X 0 4 0.000956 0.000423 X X X X X X X 0 4 14 10 1 4 9.587 10.67 0.0004 X X X X X X X 0 5 25 8 4 17 25 19.29 0.00076 3 9 0 0 9 9 6.37 0.00065 3 0.000453 0.000338 Eps15 homology domain; found in proteins implicated ATP binding; calcium ion binding; GTP 30 91
153 ENSG00000147649:ENSMUSG00000022255:ENSRNOG00000006870 MTDH gi|30520310|ref|NPgi|30520310|ref|NP_848927.1| metadherin [Homo sapiens] 582 63823 9.3 1 i50-72o A 0 0 2 3 0 2 3 3 6.01 0.00084 7 14 0 7 14 14 23.88 0.00056 1 1 0 1 1 1 1.72 0.00032 1 1 0 1 1 1 4.64 3E-05 1 1 0 1 1 1 2.92 0.0007 5 0.000438 0.000343 1 2 0 1 2 2 2.75 0.00153 5 14 0 5 14 14 19.76 0.00054 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000516 0.000719 endoplasmic reticulum; integral to 18 36
154 ENSG00000117868:ENSMUSG00000021171:ENSRNOG00000032391 FAM62B gi|45387945|ref|NPgi|45387945|ref|NP_065779.1| family with sequence similarity 62 893 98902 8.7 1 i98-120o Q 43 0.008 2 3 0 2 3 3 6.49 0.00054 15 44 0 15 44 44 27.55 0.00115 4 12 0 4 12 12 4.14 0.00252 2 4 0 2 4 4 2.8 7.9E-05 X X X X X X X 0 4 0.001074 0.001061 X X X X X X X 0 13 44 0 13 44 44 28 0.00111 X X X X X X X 0 1 1 0 1 1 1 2.02 1.8E-05 2 5 0 2 5 5 3.36 0.00021 3 0.000335 0.000523 Protein kinase C conserved region 2 (CalB); Ca2+- 39 113
155 ENSG00000174444:ENSMUSG00000032399:ENSRNOG00000033834 RPL4 gi|16579885|ref|NPgi|16579885|ref|NP_000959.2| ribosomal protein L4 [Homo sapie 427 47697 11.1 0 o Q 20 0.001 2 2 0 2 2 2 6.09 0.00076 5 15 0 5 15 15 17.33 0.00082 1 3 0 1 3 3 3.28 0.00132 2 5 0 2 5 5 7.96 0.00021 X X X X X X X 0 4 0.000776 0.000455 X X X X X X X 0 8 24 0 8 24 24 23.19 0.00126 X X X X X X X 0 4 17 0 4 17 17 11.24 0.00065 1 3 0 1 3 3 2.34 0.00027 3 0.000545 0.000547 Ribosomal protein L4/L1 family. This family includes cytosolic large ribosomal subunit (sensu protein binding [pmid 14667819]; RNA 23 69
156 ENSG00000136286:ENSMUSG00000020437:ENSRNOG00000007113 MYO1G gi|54873627|ref|NPgi|54873627|ref|NP_149043.1| myosin IG [Homo sapiens] 1018 116440 8.8 0 o Q 0 0 2 4 0 2 4 4 3.54 0.00064 23 66 2 21 64 65.94 34.48 0.00151 1 1 0 1 1 1 1.28 0.00018 12 42 0 12 42 42 20.14 0.00073 X X X X X X X 0 4 0.000765 0.000551 X X X X X X X 0 18 38 4 16 34 36 26.03 0.00079 X X X X X X X 0 11 31 0 11 31 31 19.65 0.0005 10 18 0 10 18 18 10.61 0.00068 3 0.000492 0.00035 Myosin motor domain, type I myosins. Myosin I myosin ATP binding; motor activity 77 200
157 ENSG00000116459:ENSMUSG00000000563:ENSRNOG00000016000 ATP5F1 gi|21361565|ref|NPgi|21361565|ref|NP_001679.2| ATP synthase, H+ transporting, m 256 28909 9.4 0 o S 21 0.957 1 2 0 1 2 2 6.64 0.00127 2 3 0 2 3 3 9.38 0.00027 X X X X X X X 0 1 9 0 1 9 9 5.86 0.00062 X X X X X X X 0 3 0.00054 0.000547 1 1 0 1 1 1 3.13 0.00173 3 4 0 3 4 4 8.59 0.00035 X X X X X X X 0 2 5 0 2 5 5 9.77 0.00032 1 2 0 1 2 2 5.08 0.0003 4 0.000676 0.000706 Mitochondrial ATP synthase B chain precursor (ATP- membrane fraction; mitochondrial matrix hydrogen-transporting ATP synthase 11 26
158 ENSG00000204592:NA:NA HLA-E gi|62912479|ref|NPgi|62912479|ref|NP_005507.3| major histocompatibility complex, 358 40058 5.8 1 o305-327i S 22 0.999 1 1 1 0 0 0.333 7.82 0.00015 2 21 20 1 1 1.87 12.57 0.00012 5 15 15 0 0 0 11.73 0 3 9 7 2 2 3.273 15.08 0.00016 1 1 0 0 1 1 3.91 0.00114 4 0.000109 7.43E-05 X X X X X X X 0 5 26 18 3 8 13.65 24.58 0.00086 1 1 0 0 1 1 3.91 0.00195 2 4 1 1 3 3.3 15.08 0.00015 2 3 3 0 0 0 3.07 0 3 0.000251 0.000409 Immunoglobulin domain constant region subfamily; integral to membrane; membrane; MHC MHC class I receptor activity [pmid 22 81
159 ENSG00000123136:ENSMUSG00000005481:ENSRNOG00000004373 DDX39 gi|21040371|ref|NPgi|21040371|ref|NP_005795.2| DEAD (Asp-Glu-Ala-Asp) box poly 427 49130 5.7 0 o Q 0 0 2 3 0 0 3 3 2.58 0.00114 6 21 10 2 11 16.5 32.55 0.0009 X X X X X X X 0 6 10 9 1 1 2 28.34 8.3E-05 1 2 2 0 0 0 2.34 0 3 0.000531 0.000574 1 1 0 0 1 1 2.58 0.00104 4 14 12 1 2 5 25.53 0.00026 X X X X X X X 0 4 7 6 1 1 1.143 24.82 4.4E-05 7 11 7 2 4 9.6 19.91 0.00086 4 0.000552 0.000475 Helicase superfamily c-terminal domain; associated nucleus [pmid 15047853] ATP binding; ATP-dependent helicase 31 69
160 ENSG00000140105:ENSMUSG00000021266:ENSRNOG00000004359 WARS gi|47419916|ref|NPgi|47419916|ref|NP_776049.1|;gi|47419920|ref|NP_998811.1| tryptophanyl-tRNA synthetase iso 471 53165 6.2 0 o Q 21 0.026 1 2 0 0 2 2 3.4 0.00069 1 1 0 0 1 1 3.4 5E-05 X X X X X X X 0 4 17 0 0 17 17 15.71 0.00064 X X X X X X X 0 3 0.000344 0.00037 1 2 0 0 2 2 3.4 0.00188 5 10 0 0 10 10 17.2 0.00048 X X X X X X X 0 1 1 0 0 1 1 2.34 3.5E-05 5 9 0 0 9 9 9.13 0.00073 4 0.000782 0.00079 Tryptophanyl-tRNA synthetase (TrpRS) catalytic core cytoplasm [pmid 16130169]; soluble fraction ATP binding; ligase activity; nucleotide 18 42
161 ENSG00000099783:ENSMUSG00000059208:ENSRNOG00000024645 HNRPM gi|14141152|ref|NPgi|14141152|ref|NP_005959.2|;gi|157412270|ref|NP_112480.2| heterogeneous nuclear ribonucleo 730 77516 8.7 0 o Q 14 0 1 1 0 0 1 1 3.15 0.00022 6 27 0 0 27 27 15.07 0.00086 1 1 0 0 1 1 1.64 0.00026 7 34 0 0 34 34 14.93 0.00082 X X X X X X X 0 4 0.000541 0.000349 X X X X X X X 0 7 21 0 0 21 21 15.48 0.00065 X X X X X X X 0 5 51 0 0 51 51 14.25 0.00114 4 6 0 0 6 6 6.58 0.00032 3 0.000525 0.000487 N-acetylglucosamine-specific receptor 1 integral to plasma membrane [pmid nucleotide binding; RNA binding [pmid 31 141
162 ENSG00000110719:ENSMUSG00000001750:ENSRNOG00000017220 TCIRG1 gi|19924145|ref|NPgi|19924145|ref|NP_006010.2| T-cell, immune regulator 1 isoform 830 92968 7.1 8 o400-422i443-46S 23 0.983 2 3 0 2 3 3 4.94 0.00059 7 16 0 7 16 16 14.94 0.00045 1 2 0 1 2 2 1.57 0.00045 2 3 0 2 3 3 5.42 6.4E-05 X X X X X X X 0 4 0.000388 0.000225 2 3 0 2 3 3 4.58 0.0016 11 27 0 11 27 27 19.16 0.00073 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.41 9.3E-05 3 0.000607 0.00074 V-type ATPase 116kDa subunit family. This family integral to plasma membrane [pmid hydrogen ion transporter activity; 26 56
163 ENSG00000163527:ENSMUSG00000032437:ENSRNOG00000011922 STT3B gi|30578410|ref|NPgi|30578410|ref|NP_849193.1| source of immunodominant MHC- 826 93674 8.9 10 o66-85i134-156oQ 33 0.012 2 2 0 2 2 2 3.75 0.00039 6 16 0 6 16 16 11.62 0.00045 2 2 0 2 2 2 1.94 0.00045 4 10 0 4 10 10 4.72 0.00021 X X X X X X X 0 4 0.000378 0.000113 1 3 0 1 3 3 1.69 0.00161 6 17 0 6 17 17 9.56 0.00046 X X X X X X X 0 3 19 0 3 19 19 5.69 0.00038 X X X X X X X 0 3 0.000612 0.000696 Oligosaccharyl transferase STT3 subunit. This family membrane; oligosaccharyl transferase dolichyl-diphosphooligosaccharide- 24 69
164 ENSG00000108424:ENSMUSG00000001440:ENSRNOG00000009275 KPNB1 gi|19923142|ref|NPgi|19923142|ref|NP_002256.2| karyopherin beta 1 [Homo sapien 876 97170 4.8 0 o Q 46 0 1 2 0 1 2 2 1.71 0.00037 9 13 0 9 13 13 16.55 0.00035 X X X X X X X 0 11 40 0 11 40 40 22.6 0.00081 X X X X X X X 0 3 0.000381 0.00033 1 2 0 1 2 2 1.71 0.00101 4 13 0 4 13 13 7.99 0.00033 X X X X X X X 0 7 23 0 7 23 23 14.04 0.00043 9 22 0 9 22 22 13.58 0.00096 4 0.000685 0.000354 Karyopherin (importin) beta [Intracellular trafficking cytoplasm [pmid 7615630]; nuclear pore nuclear localization sequence binding 42 115
165 ENSG00000111335:ENSMUSG00000032690:NA OAS2 gi|74229017|ref|NPgi|74229017|ref|NP_002526.2|;gi|74229019|ref|NP_058197.2| 2'-5'-oligoadenylate synthetase 2 687 78787 8 0 o Q 18 0 X X X X X X X 0 6 11 0 0 11 11 20.09 0.00037 X X X X X X X 0 2 3 0 0 3 3 7.57 7.7E-05 1 2 0 0 2 2 3.35 0.00119 3 0.000113 0.000178 X X X X X X X 0 7 18 0 0 18 18 17.47 0.00059 1 1 0 0 1 1 3.35 0.00102 3 3 0 0 3 3 8.3 7.1E-05 8 16 0 0 16 16 14.12 0.00089 4 0.000388 0.000427 membrane [pmid 2440675]; microsome ATP binding; nucleotidyltransferase 28 54
166 ENSG00000115840:ENSMUSG00000027010:ENSRNOG00000022922 SLC25A12 gi|21361103|ref|NPgi|21361103|ref|NP_003696.2| solute carrier family 25 (mitochon 678 74762 8.4 0 o Q 31 0 1 1 0 1 1 1 2.65 0.00024 5 18 0 5 18 18 15.49 0.00062 X X X X X X X 0 7 29 4 6 25 29 19.76 0.00076 X X X X X X X 0 3 0.000403 0.000347 1 2 0 1 2 2 2.65 0.00131 5 14 0 5 14 14 11.8 0.00046 X X X X X X X 0 2 2 0 2 2 2 6.19 4.8E-05 4 5 0 4 5 5 7.08 0.00028 4 0.000526 0.000549 Mitochondrial carrier protein; pfam00153 integral to plasma membrane [pmid binding; calcium ion binding; 25 71
167 ENSG00000115085:ENSMUSG00000026117:ENSRNOG00000016995 ZAP70 gi|31455611|ref|NPgi|31455611|ref|NP_001070.2| zeta-chain associated protein kina 619 69872 7.7 0 o Q 21 0.211 X X X X X X X 0 8 22 0 8 22 22 23.1 0.00083 1 1 0 1 1 1 2.1 0.0003 6 16 0 6 16 16 17.45 0.00046 X X X X X X X 0 3 0.000397 0.000345 1 1 0 1 1 1 2.26 0.00072 4 17 0 4 17 17 13.25 0.00062 X X X X X X X 0 8 16 0 8 16 16 27.3 0.00042 1 4 0 1 4 4 2.75 0.00025 4 0.000501 0.000208 Serine/Threonine protein kinases, catalytic domain; cytoplasm [pmid 12359715]; integral to ATP binding [pmid 1423621]; non- 29 77
168 ENSG00000182718:ENSMUSG00000032231:NA ANXA2P3 gi|50845386|ref|NPgi|50845386|ref|NP_001002857.1|;gi|50845388|ref|NP_001002858.1| annexin A2 isoform 2 [Homo sapi 339 38604 7.8 0 o Q 19 0.001 1 1 0 0 1 1 4.13 0.00048 6 12 0 0 12 12 25.07 0.00083 1 2 0 0 2 2 5.01 0.00111 3 9 0 0 9 9 16.52 0.00047 X X X X X X X 0 4 0.00072 0.000307 X X X X X X X 0 4 10 0 0 10 10 18.88 0.00066 X X X X X X X 0 1 1 0 0 1 1 4.72 4.8E-05 2 2 0 0 2 2 10.03 0.00023 3 0.000234 0.000301 Annexin. This family of annexins also includes giardin plasma membrane [pmid 10809787]; calcium ion binding; calcium-dependent 18 37
169 ENSG00000094914:ENSMUSG00000036678:ENSRNOG00000013445 AAAS gi|12962937|ref|NPgi|12962937|ref|NP_056480.1| achalasia, adrenocortical insufficie 546 59574 7.5 0 o Q 15 0 1 2 0 1 2 2 3.48 0.00059 6 13 0 6 13 13 17.58 0.00056 X X X X X X X 0 3 3 0 3 3 3 13.55 9.7E-05 X X X X X X X 0 3 0.000312 0.000307 1 1 0 1 1 1 3.48 0.00081 6 22 0 6 22 22 20.15 0.0009 X X X X X X X 0 1 9 0 1 9 9 8.42 0.00027 3 5 0 3 5 5 5.68 0.00035 4 0.000584 0.00032 WD40 domain, found in a number of eukaryotic nuclear pore [pmid 12730363] 21 55
170 ENSG00000148180:ENSMUSG00000026879:ENSRNOG00000018991 GSN gi|38044288|ref|NPgi|38044288|ref|NP_937895.1|;gi|4504165|ref|NP_000168.1|gelsolin isoform b [Homo sapiens 731 80641 5.8 0 o Q 0 0 2 3 0 0 3 3 6.57 0.00067 3 4 0 0 4 4 9.44 0.00013 1 7 0 0 7 7 1.64 0.0018 5 13 0 0 13 13 13.54 0.00031 X X X X X X X 0 4 0.000727 0.000749 X X X X X X X 0 1 1 0 0 1 1 5.34 3.1E-05 X X X X X X X 0 2 5 0 0 5 5 4.51 0.00011 2 12 0 0 12 12 5.34 0.00063 3 0.000193 0.000295 Gelsolin homology domain; Gelsolin/severin/villin actin cytoskeleton [pmid 1321812]; cytosol actin binding; calcium ion binding [pmid 16 45
171 ENSG00000140575:ENSMUSG00000030536:ENSRNOG00000012002 IQGAP1 gi|4506787|ref|NP_gi|4506787|ref|NP_003861.1| IQ motif containing GTPase activa 1657 189251 6.5 0 o Q 19 0 2 2 0 2 2 2 2.84 0.0002 13 27 0 13 27 27 15.33 0.00038 1 2 0 1 2 2 0.84 0.00023 21 83 0 21 83 83 25.77 0.00088 X X X X X X X 0 4 0.000422 0.000319 X X X X X X X 0 10 21 0 10 21 21 12.55 0.00028 X X X X X X X 0 16 107 0 16 107 107 18.89 0.00105 6 9 0 6 9 9 5.85 0.00021 3 0.000387 0.000461 actin filament [pmid 8670801]; intracellular; calmodulin binding [pmid 8670801]; 69 251
172 ENSG00000092929:ENSMUSG00000057948:ENSRNOG00000007439 UNC13D gi|46195765|ref|NPgi|46195765|ref|NP_954712.1| unc-13 homolog D [Homo sapiens 1090 123282 6.7 0 o Q 19 0 6 11 0 6 11 11 10.28 0.00164 8 12 0 8 12 12 15.05 0.00026 1 2 0 1 2 2 1.28 0.00034 8 9 0 8 9 9 15.23 0.00015 X X X X X X X 0 4 0.000596 0.000698 2 2 0 2 2 2 4.59 0.00081 5 7 0 5 7 7 10.64 0.00014 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.29 7E-05 3 0.000257 0.000376 Domain of Unknown Function (DUF1041). This family 32 45
173 ENSG00000165280:ENSMUSG00000028452:ENSRNOG00000034242 VCP gi|6005942|ref|NP_gi|6005942|ref|NP_009057.1| valosin-containing protein [Homo 806 89322 5.3 0 o Q 0 0 1 1 0 1 1 1 2.11 0.0002 5 10 0 5 10 10 9.8 0.00029 1 2 0 1 2 2 2.36 0.00047 14 52 0 14 52 52 32.88 0.00114 X X X X X X X 0 4 0.000524 0.000425 X X X X X X X 0 3 8 0 3 8 8 9.18 0.00022 X X X X X X X 0 5 18 0 5 18 18 14.27 0.00036 7 11 0 7 11 11 10.79 0.00052 3 0.000278 0.000222 Vps4 C terminal oligomerisation domain. This domain cytosol [pmid 10855792] [pmid 15215856]; ATP binding [pmid 15215856]; ATPase 36 102
174 ENSG00000030066:ENSMUSG00000051329:ENSRNOG00000028215 NUP160 gi|54859722|ref|NPgi|54859722|ref|NP_056046.1| nucleoporin 160kDa [Homo sapie 1436 162121 5.5 0 o Q 18 0.029 X X X X X X X 0 8 29 0 8 29 29 12.4 0.00047 1 7 0 1 7 7 1.11 0.00092 5 12 0 5 12 12 8.5 0.00015 X X X X X X X 0 3 0.000384 0.000406 1 1 0 1 1 1 1.25 0.00031 10 26 0 10 26 26 14.21 0.00041 X X X X X X X 0 4 18 0 4 18 18 5.99 0.0002 12 21 0 12 21 21 8.7 0.00056 4 0.00037 0.000152 Polyphosphate kinase [Inorganic ion transport and nuclear pore [pmid 11564755] [pmid nucleocytoplasmic transporter activity 41 114
175 ENSG00000113013:ENSMUSG00000024359:ENSRNOG00000019525 HSPA9 gi|24234688|ref|NPgi|24234688|ref|NP_004125.3| heat shock 70kDa protein 9 precu 679 73681 6.2 0 o S 25 0.825 1 1 0 1 1 1 2.8 0.00024 5 8 0 5 8 8 10.6 0.00027 X X X X X X X 0 9 25 0 9 25 25 21.35 0.00065 1 1 0 1 1 1 1.91 0.0006 4 0.000291 0.000269 X X X X X X X 0 2 3 0 2 3 3 3.83 9.9E-05 X X X X X X X 0 7 44 0 7 44 44 16.35 0.00106 1 2 0 1 2 2 2.8 0.00011 3 0.000317 0.000496 molecular chaperone DnaK; PRK00290 cell surface [pmid 12493773]; cytoplasm ATP binding; nucleotide binding; 26 84
176 ENSG00000076928:ENSMUSG00000040940:ENSRNOG00000020130 ARHGEF1 gi|15011972|ref|NPgi|15011972|ref|NP_004697.2|;gi|39777606|ref|NP_945353.1| Rho guanine nucleotide exchange 912 102435 5.7 0 o Q 27 0.001 1 2 0 0 2 2 2.3 0.00036 11 17 0 0 17 17 15.46 0.00043 1 1 0 0 1 1 1.32 0.00021 6 15 0 0 15 15 8.99 0.00029 X X X X X X X 0 4 0.000322 9.71E-05 X X X X X X X 0 6 9 0 0 9 9 9.65 0.00022 X X X X X X X 0 4 10 0 0 10 10 4.61 0.00018 6 24 0 0 24 24 6.36 0.00101 3 0.000353 0.000449 Guanine nucleotide exchange factor for cytoplasm [pmid 10747909]; intracellular; GTPase activator activity; protein binding 35 78
177 ENSG00000184922:ENSMUSG00000055805:ENSRNOG00000003207 FMNL1 gi|33356148|ref|NPgi|33356148|ref|NP_005883.2| formin-like 1 [Homo sapiens] 1100 121827 5.7 0 o Q 16 0 1 2 0 1 2 2 1.18 0.00029 6 13 0 6 13 13 9.45 0.00028 1 2 0 1 2 2 1.36 0.00034 7 21 0 7 21 21 11.55 0.00034 X X X X X X X 0 4 0.000312 3.23E-05 X X X X X X X 0 8 19 0 8 19 19 13.27 0.00039 X X X X X X X 0 5 27 2 5 25 25 8.18 0.00037 6 18 0 6 18 18 8.91 0.00063 3 0.000347 0.000259 Diaphanous GTPase-binding Domain. This domain is actin binding; Rho GTPase binding 34 102
178 ENSG00000014216:ENSMUSG00000024942:ENSRNOG00000020935 CAPN1 gi|12408656|ref|NPgi|12408656|ref|NP_005177.2| calpain 1, large subunit [Homo sa 714 81890 5.7 0 o Q 17 0.012 1 2 0 1 2 2 2.66 0.00045 4 11 0 4 11 11 8.4 0.00036 1 3 0 1 3 3 2.1 0.00079 5 16 0 5 16 16 15.83 0.0004 X X X X X X X 0 4 0.0005 0.000197 X X X X X X X 0 1 1 0 1 1 1 2.52 3.1E-05 X X X X X X X 0 2 6 0 2 6 6 6.86 0.00014 1 11 0 1 11 11 2.52 0.00059 3 0.00019 0.000274 Calpains, domains IIa, IIb; calcium-dependent intracellular calcium ion binding; calpain activity 15 50
179 ENSG00000127463:ENSMUSG00000078517:ENSRNOG00000018097 KIAA0090 gi|22095331|ref|NPgi|22095331|ref|NP_055862.1| hypothetical protein LOC23065 [H 993 111759 7.7 0 o S 22 0.994 X X X X X X X 0 11 31 0 11 31 31 18.13 0.00073 1 1 0 1 1 1 1.11 0.00019 4 8 0 4 8 8 5.84 0.00014 X X X X X X X 0 3 0.000265 0.000319 1 1 0 1 1 1 2.72 0.00045 12 30 0 12 30 30 22.26 0.00068 X X X X X X X 0 2 2 0 2 2 2 4.33 3.3E-05 2 3 0 2 3 3 2.22 0.00012 4 0.000318 0.000299 Protein of unknown function (DUF1620). These integral to membrane; membrane 33 76
180 ENSG00000155561:ENSMUSG00000038759:ENSRNOG00000010852 NUP205 gi|57634534|ref|NPgi|57634534|ref|NP_055950.1| nucleoporin 205kDa [Homo sapie 2012 227918 6.2 0 o Q 16 0.005 1 3 0 1 3 3 1.04 0.00024 17 34 2 17 32 32 14.46 0.00037 X X X X X X X 0 7 14 1 7 13 13 5.47 0.00011 X X X X X X X 0 3 0.000182 0.00016 1 2 0 1 2 2 1.04 0.00044 14 32 0 14 32 32 12.52 0.00036 X X X X X X X 0 2 5 0 2 5 5 1.34 4.1E-05 20 44 0 20 44 44 11.98 0.00084 4 0.00042 0.000329 nuclear pore [pmid 9348540]; nucleus protein binding [pmid 9348540] 62 134
181 ENSG00000151726:ENSMUSG00000018796:ENSRNOG00000010633 ACSL1 gi|40807491|ref|NPgi|40807491|ref|NP_001986.2| acyl-CoA synthetase long-chain fa 698 77943 7.1 1 i21-43o A 49 0.002 2 4 0 2 4 4 5.44 0.00093 2 2 0 2 2 2 7.45 6.7E-05 X X X X X X X 0 1 1 0 1 1 1 3.72 2.5E-05 X X X X X X X 0 3 0.000255 0.00045 1 1 0 1 1 1 3.87 0.00064 3 10 0 3 10 10 10.03 0.00032 X X X X X X X 0 1 2 0 1 2 2 3.72 4.7E-05 1 1 0 1 1 1 1.72 5.5E-05 4 0.000265 0.000278 Long-chain acyl-CoA synthetases (AMP-forming) integral to membrane; membrane; ligase activity; long-chain-fatty-acid-CoA 11 21
182 ENSG00000168610:ENSMUSG00000004040:ENSRNOG00000019742 STAT3 gi|21618340|ref|NPgi|21618340|ref|NP_644805.1|;gi|47458820|ref|NP_998827.1| signal transducer and activator of 770 88068 6.3 0 o Q 0 0 1 1 0 0 1 1 1.82 0.00021 5 13 0 0 13 13 12.08 0.00039 1 1 0 0 1 1 1.43 0.00024 6 17 0 0 17 17 12.86 0.00039 X X X X X X X 0 4 0.00031 9.6E-05 X X X X X X X 0 1 10 0 0 10 10 2.73 0.00029 X X X X X X X 0 2 7 0 0 7 7 5.06 0.00015 4 6 0 0 6 6 5.71 0.0003 3 0.000185 0.000141 STAT protein, DNA binding domain. STAT proteins cytoplasm [pmid 7512451]; nucleus [pmid calcium ion binding; 20 55
183 ENSG00000173821:ENSMUSG00000070327:ENSRNOG00000003636 RNF213 gi|66571327|ref|NPgi|66571327|ref|NP_065965.3| ring finger protein 213 [Homo sap 3280 373981 6.9 0 o Q 35 0 X X X X X X X 0 32 71 0 32 71 71 17.2 0.0005 1 2 0 1 2 2 0.43 0.00011 9 17 0 9 17 17 5.73 9.2E-05 X X X X X X X 0 3 0.000178 0.000224 1 2 0 1 2 2 0.34 0.00027 28 73 0 28 73 73 16.04 0.0005 X X X X X X X 0 5 11 0 5 11 11 2.93 5.5E-05 12 17 0 12 17 17 5.09 0.0002 4 0.000256 0.000185 RING-finger (Really Interesting New Gene) domain, a metal ion binding; protein binding; zinc 88 193
184 ENSG00000180448:ENSMUSG00000035697:ENSRNOG00000013220 HMHA1 gi|47834348|ref|NPgi|47834348|ref|NP_036424.2| minor histocompatibility antigen H 1136 124614 6.1 0 o Q 22 0 2 3 0 2 3 3 4.05 0.00043 3 4 0 3 4 4 6.07 8.2E-05 1 1 0 1 1 1 1.58 0.00017 4 7 0 4 7 7 7.31 0.00011 X X X X X X X 0 4 0.000196 0.000159 1 2 0 1 2 2 2.9 0.00078 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.58 2.9E-05 1 2 0 1 2 2 2.02 6.8E-05 3 0.000219 0.000376 RhoGAP_PARG1: RhoGAP (GTPase-activator protein intracellular 13 21
185 ENSG00000134910:ENSMUSG00000032116:ENSRNOG00000031896 STT3A gi|22749415|ref|NPgi|22749415|ref|NP_689926.1| integral membrane protein 1 [Hom 705 80530 8.1 12 i20-39o83-105i11S 38 0.625 2 2 0 2 2 2 2.98 0.00046 4 9 0 4 9 9 6.95 0.0003 1 1 0 1 1 1 1.84 0.00027 1 2 0 1 2 2 3.69 5E-05 X X X X X X X 0 4 0.000269 0.000169 X X X X X X X 0 6 16 0 6 16 16 9.22 0.00051 X X X X X X X 0 2 2 0 2 2 2 5.82 4.6E-05 2 2 0 2 2 2 5.53 0.00011 3 0.000166 0.000233 Oligosaccharyl transferase STT3 subunit. This family endoplasmic reticulum; integral to dolichyl-diphosphooligosaccharide- 18 34
186 ENSG00000077150:ENSMUSG00000025225:ENSRNOG00000019311 NFKB2 gi|117320531|ref|Ngi|117320531|ref|NP_001070962.1|;gi|117320540|ref|NP_001070961.1| nuclear factor of kappa light polyp 900 96749 6.2 0 o Q 0 0 1 2 0 0 2 2 2.33 0.00036 2 4 0 0 4 4 5.33 0.0001 X X X X X X X 0 3 8 0 0 8 8 7.67 0.00016 X X X X X X X 0 3 0.000155 0.000151 1 1 0 0 1 1 2.33 0.00049 4 8 0 0 8 8 8 0.0002 X X X X X X X 0 1 1 0 0 1 1 1 1.8E-05 1 4 0 0 4 4 2.67 0.00017 4 0.00022 0.000199 13 28
187 ENSG00000137801:ENSMUSG00000040152:NA THBS1 gi|40317626|ref|NPgi|40317626|ref|NP_003237.2| thrombospondin 1 precursor [Hom 1170 129383 4.9 0 o S 19 0.994 2 2 0 2 2 2 2.48 0.00028 8 16 0 8 16 16 13.33 0.00032 1 1 0 1 1 1 1.45 0.00016 7 14 1 7 13 13 14.79 0.0002 X X X X X X X 0 4 0.000238 7.26E-05 1 1 0 1 1 1 0.94 0.00038 5 9 0 5 9 9 8.46 0.00017 X X X X X X X 0 1 1 0 1 1 1 1.97 1.4E-05 X X X X X X X 0 3 0.000141 0.000177 Thrombospondin C-terminal region. This region is extracellular region [pmid 14718574] calcium ion binding; endopeptidase 25 44
188 ENSG00000178209:ENSMUSG00000022565:ENSRNOG00000023781 PLEC1 gi|41322908|ref|NPgi|41322908|ref|NP_958781.1|;gi|41322910|ref|NP_958783.1|;gi|41322912|ref|NP_958780.1|;gi|41322914|ref|NP_958785.1|;gi|41322916|ref|NP_958782.1|;gi|41322919|ref|NP_958784.1|;gi|41322923|ref|NP_958786.1|;gi|47607492|ref|NP_000436.2|plectin 1 isoform 3 [Homo sapiens 4525 513712 5.8 0 o Q 0 0 6 7 0 0 7 7 2.01 0.00025 19 37 7 0 30 35.38 7.71 0.00018 X X X X X X X 0 30 110 63 0 47 105.1 12.75 0.00041 X X X X X X X 0 3 0.000211 0.00017 2 2 0 0 2 2 0.93 0.0002 11 36 21 0 15 36 4.88 0.00018 X X X X X X X 0 9 21 1 0 20 21 4.6 7.6E-05 4 4 0 0 4 4 1.26 3.4E-05 4 0.000121 7.87E-05 Spectrin repeats, found in several proteins involved in cytoskeleton; intermediate filament; plasma actin binding; structural constituent of 81 217
189 ENSG00000167978:ENSMUSG00000039218:ENSRNOG00000004478 SRRM2 gi|118572613|ref|Ngi|118572613|ref|NP_057417.3| splicing coactivator subunit SRm3 2752 299616 12.1 0 o Q 18 0 X X X X X X X 0 10 21 0 10 21 21 7.74 0.00018 4 7 0 4 7 7 2.18 0.00048 5 5 0 5 5 5 3.27 3.2E-05 1 1 0 1 1 1 0.62 0.00015 4 0.000172 0.000218 1 2 0 1 2 2 0.51 0.00032 7 18 0 7 18 18 5.31 0.00015 X X X X X X X 0 2 5 0 2 5 5 1.24 3E-05 X X X X X X X 0 3 0.000125 0.000146 30 59
190 ENSG00000170248:ENSMUSG00000032504:ENSRNOG00000008981 PDCD6IP gi|22027538|ref|NPgi|22027538|ref|NP_037506.2| programmed cell death 6 interacti 868 96023 6.5 0 o Q 19 0 1 1 0 1 1 1 1.84 0.00019 1 1 0 1 1 1 1.61 2.7E-05 1 2 0 1 2 2 1.5 0.00043 7 14 0 7 14 14 14.86 0.00028 X X X X X X X 0 4 0.000233 0.000171 X X X X X X X 0 1 2 0 1 2 2 3.92 5.2E-05 X X X X X X X 0 2 3 0 2 3 3 3.34 5.6E-05 1 3 0 1 3 3 1.5 0.00013 3 6.02E-05 5.47E-05 Ly49-like protein, N-terminal region. The sequences cytosol [pmid 9880530] signal transducer activity [pmid 14 26
191 ENSG00000160883:ENSMUSG00000025877:ENSRNOG00000026235 HK3 gi|4504395|ref|NP_gi|4504395|ref|NP_002106.1| hexokinase 3 [Homo sapiens] 923 98919 5.4 0 o Q 18 0 1 1 0 1 1 1 1.08 0.00018 2 6 0 2 6 6 6.18 0.00015 X X X X X X X 0 3 5 0 3 5 5 5.85 9.6E-05 X X X X X X X 0 3 0.000106 7.81E-05 1 1 0 1 1 1 1.08 0.00048 4 4 2 2 2 3.333 6.5 8.1E-05 X X X X X X X 0 1 1 0 1 1 1 4.33 1.8E-05 1 1 0 1 1 1 1.95 4.2E-05 4 0.000155 0.000219 Hexokinase. Hexokinase (EC:2.7.1.1) contains two membrane ATP binding; hexokinase activity; kinase 13 19
192 ENSG00000135636:ENSMUSG00000033788:ENSRNOG00000032788 DYSF gi|4503431|ref|NP_gi|4503431|ref|NP_003485.1| dysferlin [Homo sapiens] 2080 237293 5.6 1 o2045-2067i Q 15 0 1 2 0 1 2 2 0.87 0.00016 7 11 0 7 11 11 5.29 0.00012 1 3 0 1 3 3 0.72 0.00027 1 1 0 1 1 1 0.91 8.5E-06 X X X X X X X 0 4 0.00014 0.000108 X X X X X X X 0 4 7 0 4 7 7 4.23 7.6E-05 X X X X X X X 0 1 3 0 1 3 3 1.59 2.4E-05 1 1 0 1 1 1 0.67 1.8E-05 3 2.94E-05 3.24E-05 Protein kinase C conserved region 2 (CalB); Ca2+- integral to membrane; plasma membrane 16 28
193 ENSG00000172757:NA:NA CFL1 gi|5031635|ref|NP_gi|5031635|ref|NP_005498.1| cofilin 1 (non-muscle) [Homo sapi 166 18502 8.1 0 o Q 0 0 X X X X X X X 0 5 28 0 5 28 28 37.95 0.00393 X X X X X X X 0 12 158 3 11 155 157.9 67.47 0.0168 2 4 0 2 4 4 20.48 0.00981 3 0.005184 0.007965 X X X X X X X 0 7 29 0 7 29 29 37.95 0.00392 X X X X X X X 0 13 408 0 13 408 408 56.63 0.04011 4 46 0 4 46 46 22.29 0.01064 3 0.013667 0.018169 Actin depolymerisation factor/cofilin -like domains; cytoplasm [pmid 16130169]; cytoskeleton; actin binding; protein binding [pmid 43 673
194 ENSG00000127184:ENSMUSG00000017778:ENSRNOG00000030237 COX7C gi|4502993|ref|NP_gi|4502993|ref|NP_001858.1| cytochrome c oxidase subunit VIIc 63 7245 10.3 0 o Q 51 0.001 X X X X X X X 0 2 12 0 2 12 12 55.56 0.00444 X X X X X X X 0 1 4 0 1 4 4 26.98 0.00112 2 5 0 2 5 5 23.81 0.03231 3 0.001391 0.002102 1 1 0 1 1 1 28.57 0.00705 1 12 0 1 12 12 26.98 0.00427 X X X X X X X 0 1 1 0 1 1 1 26.98 0.00026 X X X X X X X 0 3 0.002894 0.003389 Cytochrome c oxidase subunit VIIc; cd00929 integral to membrane; membrane; cytochrome-c oxidase activity; 8 35
195 ENSG00000213585:ENSMUSG00000020402:ENSRNOG00000006375 VDAC4 gi|4507879|ref|NP_gi|4507879|ref|NP_003365.1| voltage-dependent anion channel 283 30773 8.5 0 o Q 15 0 X X X X X X X 0 10 111 0 10 111 111 55.12 0.00915 3 4 0 3 4 4 6.71 0.00266 10 134 0 10 134 134 57.95 0.00836 X X X X X X X 0 3 0.005042 0.004435 X X X X X X X 0 11 138 1 11 137 137 54.06 0.01086 X X X X X X X 0 8 106 0 8 106 106 54.06 0.00611 10 50 0 10 50 50 34.63 0.00678 3 0.005939 0.004481 Eukaryotic porin; pfam01459 integral to membrane; membrane; apoptogenic cytochrome c release 52 543
196 ENSG00000184270:ENSMUSG00000063689:ENSRNOG00000029484 HIST2H2AB gi|28195394|ref|NPgi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1|histone cluster 2, H2ab [Homo sa 130 13995 10.9 0 o A 62 0.069 X X X X X X X 0 3 5 5 0 0 1.75 53.08 0.00031 1 2 2 0 0 0 6.92 0 4 24 24 0 0 9 59.23 0.00122 15 41 39 0 2 12.7 44.62 0.03978 3 0.000384 0.000578 X X X X X X X 0 3 15 15 0 0 6.25 48.46 0.00108 13 47 47 0 0 0 45.38 0 2 9 9 0 0 2.5 43.08 0.00031 2 5 3 0 2 3 36.15 0.00089 3 0.00057 0.0005 Histone 2A; H2A is a subunit of the nucleosome. The chromosome; nucleosome; nucleus DNA binding 43 148
197 ENSG00000118680:ENSMUSG00000034868:ENSRNOG00000015733 MRLC2 gi|15809016|ref|NPgi|15809016|ref|NP_291024.1|;gi|5453740|ref|NP_006462.1|myosin regulatory light chain MRC 172 19779 4.8 0 i Q 30 0 X X X X X X X 0 4 9 0 0 9 9 38.95 0.00122 1 2 0 0 2 2 6.4 0.00218 4 150 1 0 149 149 37.79 0.0153 X X X X X X X 0 3 0.004677 0.00714 X X X X X X X 0 1 2 0 0 2 2 11.63 0.00026 X X X X X X X 0 3 194 0 0 194 194 33.72 0.01841 2 2 0 0 2 2 13.95 0.00045 3 0.004779 0.009088 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding 15 359
198 ENSG00000110108:ENSMUSG00000034659:ENSRNOG00000028017 TMEM109 gi|13129092|ref|NPgi|13129092|ref|NP_076997.1| transmembrane protein 109 [Hom 243 26210 10.5 5 o10-32i84-106o1S 34 1 3 8 0 3 8 8 9.47 0.00534 2 10 0 2 10 10 9.05 0.00096 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.94 0.00168 3 0.001575 0.00255 3 6 0 3 6 6 9.47 0.01096 3 9 0 3 9 9 9.47 0.00083 1 4 0 1 4 4 4.94 0.01151 X X X X X X X 0 X X X X X X X 0 3 0.002948 0.005356 integral to membrane; membrane 13 38
199 ENSG00000144746:ENSMUSG00000035199:ENSRNOG00000006818 ARL6IP5 gi|5453704|ref|NP_gi|5453704|ref|NP_006398.1| ADP-ribosylation-like factor 6 inte 188 21615 9.8 3 i36-58o62-84i104Q 0 0 1 2 0 1 2 2 5.85 0.00173 3 27 0 3 27 27 16.49 0.00335 2 4 0 2 4 4 12.23 0.004 2 13 0 2 13 13 10.64 0.00122 X X X X X X X 0 4 0.002573 0.001314 X X X X X X X 0 4 22 0 4 22 22 20.21 0.00263 2 3 0 2 3 3 14.36 0.01116 X X X X X X X 0 X X X X X X X 0 2 0.000656 0.001313 PRA1 family protein. This family includes the PRA1 endoplasmic reticulum; integral to protein binding 14 71
200 ENSG00000204287:ENSMUSG00000036322:ENSRNOG00000032844 HLA-DRA gi|52426774|ref|NPgi|52426774|ref|NP_061984.2| major histocompatibility complex, 254 28621 5 1 o217-239i S 26 0.996 X X X X X X X 0 7 21 3 5 18 20.7 34.25 0.0019 3 16 0 3 16 16 10.63 0.01183 3 16 0 3 16 16 20.47 0.00111 X X X X X X X 0 3 0.003712 0.005471 X X X X X X X 0 6 30 3 4 27 29.61 33.86 0.00262 X X X X X X X 0 1 1 0 1 1 1 6.69 6.4E-05 13 56 2 10 54 55.96 31.1 0.00846 3 0.002784 0.003974 Immunoglobulin domain constant region subfamily; integral to plasma membrane [pmid MHC class II receptor activity [pmid 33 140
201 ENSG00000074800:NA:NA ENO1 gi|4503571|ref|NP_gi|4503571|ref|NP_001419.1| enolase 1 [Homo sapiens] 434 47169 7.4 0 o Q 42 0 X X X X X X X 0 6 12 0 6 12 12 19.82 0.00064 X X X X X X X 0 11 138 98 8 40 135.6 50.46 0.00552 X X X X X X X 0 2 0.001541 0.00267 1 1 0 0 1 1 4.15 0.00102 7 20 14 4 6 20 33.87 0.00103 X X X X X X X 0 6 446 332 3 114 446 28.8 0.01677 3 15 0 3 15 15 9.68 0.00133 4 0.005039 0.007823 Enolase: Enolases are homodimeric enzymes that cytoplasm [pmid 11256614]; nucleus; DNA binding; lyase activity; magnesium 34 632
202 ENSG00000164040:ENSMUSG00000049940:ENSRNOG00000014051 PGRMC2 gi|5453916|ref|NP_gi|5453916|ref|NP_006311.1| progesterone receptor membrane 223 23818 4.9 1 o47-69i Q 20 0 2 4 0 2 4 4 14.8 0.00291 4 11 0 4 11 11 25.11 0.00115 1 2 0 1 2 2 5.83 0.00168 2 4 0 2 4 4 19.28 0.00032 X X X X X X X 0 4 0.001515 0.001086 3 6 0 3 6 6 15.25 0.01194 5 11 0 5 11 11 39.91 0.00111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.003262 0.00581 Cytochrome b5-like Heme/Steroid binding domain. integral to membrane [pmid 9705155]; lipid binding; receptor activity; steroid 17 38
203 ENSG00000143761:ENSMUSG00000048076:ENSRNOG00000030591 ARF1 gi|66879664|ref|NPgi|66879664|ref|NP_001019399.1| ADP-ribosylation factor 1 [Homo s 181 20697 6.8 0 o Q 30 0 1 2 0 0 2 2 11.6 0.00179 5 25 19 1 6 20.12 52.49 0.00259 X X X X X X X 0 6 54 34 1 20 54 63.54 0.00527 X X X X X X X 0 3 0.002414 0.002191 X X X X X X X 0 5 32 12 1 20 27.64 56.35 0.00343 X X X X X X X 0 6 105 36 1 69 97.56 53.04 0.0088 8 21 19 1 2 8.2 33.15 0.00174 3 0.003491 0.003804 Arf1-Arf5-like subfamily. This subfamily contains Arf1, intracellular; plasma membrane [pmid GTP binding; GTPase activity [pmid 31 239
204 ENSG00000103018:ENSMUSG00000031924:ENSRNOG00000011142 CYB5B gi|83921614|ref|NPgi|83921614|ref|NP_085056.2| cytochrome b5 outer mitochondria 150 16695 5 1 i122-144o Q 16 0.002 X X X X X X X 0 4 29 0 4 29 29 49.33 0.00451 2 9 0 2 9 9 10 0.01127 2 11 0 2 11 11 30.67 0.0013 X X X X X X X 0 3 0.004269 0.005039 X X X X X X X 0 3 16 0 3 16 16 39.33 0.00239 X X X X X X X 0 3 16 0 3 16 16 31.33 0.00174 4 9 0 4 9 9 40 0.0023 3 0.001609 0.001111 Cytochrome b5-like Heme/Steroid binding domain. integral to membrane; membrane; iron ion binding; metal ion binding; 18 90
205 ENSG00000172974:ENSMUSG00000021771:ENSRNOG00000015854 LOC729317 gi|113412878|ref|Xgi|113412878|ref|XP_001133585.1|;gi|42476281|ref|NP_003366.2| PREDICTED: similar to voltage-d 293 31479 7.6 0 o Q 20 0.008 X X X X X X X 0 11 66 0 0 66 66 52.9 0.00525 1 1 0 0 1 1 2.73 0.00064 8 80 0 0 80 80 45.73 0.00482 X X X X X X X 0 3 0.00268 0.002742 X X X X X X X 0 7 79 4 0 75 75 44.03 0.00574 X X X X X X X 0 6 14 0 0 14 14 40.61 0.00078 10 44 0 0 44 44 28.67 0.00576 3 0.003072 0.003113 Eukaryotic porin; pfam01459 43 284
206 ENSG00000171557:ENSMUSG00000033860:ENSRNOG00000025074 FGG gi|70906437|ref|NPgi|70906437|ref|NP_000500.2|;gi|70906439|ref|NP_068656.2| fibrinogen, gamma chain isoform 437 49497 6.1 1 i9-31o S 27 0.932 2 4 0 0 4 4 9.38 0.00148 9 35 0 0 35 35 35.24 0.00187 8 48 0 0 48 48 12.81 0.02064 4 6 0 0 6 6 18.99 0.00024 X X X X X X X 0 4 0.006058 0.009744 X X X X X X X 0 7 37 0 0 37 37 30.43 0.0019 X X X X X X X 0 X X X X X X X 0 4 6 0 0 6 6 14.87 0.00053 2 0.000607 0.000897 Fibrinogen-related domains (FReDs); C terminal fibrinogen complex [pmid 8470043] calcium ion binding 34 136
207 ENSG00000148175:ENSMUSG00000026880:NA STOM gi|38016911|ref|NPgi|38016911|ref|NP_004090.4| stomatin isoform a [Homo sapiens 288 31731 7.9 1 o32-54i A 46 0 4 16 0 4 16 16 21.18 0.00901 8 31 0 8 31 31 45.14 0.00251 X X X X X X X 0 4 12 0 4 12 12 24.65 0.00074 X X X X X X X 0 3 0.003064 0.004101 2 3 0 2 3 3 11.46 0.00462 7 28 0 7 28 28 38.54 0.00218 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 9.03 0.0008 3 0.001901 0.002026 Band_7_stomatin_like: A subgroup of the band 7 cytoskeleton [pmid 7592848]; integral to 28 96
208 ENSG00000092199:NA:ENSRNOG00000028224 HNRNPC gi|117190254|ref|Ngi|117190254|ref|NP_001070911.1| heterogeneous nuclear ribonucleo 293 32338 5.1 0 o Q 36 0 X X X X X X X 0 5 11 9 1 2 11 26.62 0.00088 2 4 0 0 4 4 6.83 0.00256 5 55 43 1 12 48.86 41.64 0.00295 2 3 1 1 2 3 12.97 0.00417 4 0.001596 0.001394 X X X X X X X 0 4 12 10 1 2 12 21.16 0.00092 X X X X X X X 0 5 108 56 1 52 106.9 22.87 0.00596 X X X X X X X 0 2 0.001719 0.002858 23 193
209 ENSG00000159251:ENSMUSG00000068614:ENSRNOG00000008536 ACTC1 gi|4885049|ref|NP_gi|4885049|ref|NP_005150.1| cardiac muscle alpha actin 1 prop 377 42019 5.4 0 o Q 22 0 6 19 19 0 0 0 13.53 0 11 97 89 2 8 13.61 33.95 0.00084 3 13 13 0 0 0 8.22 0 10 112 102 4 10 12.96 40.32 0.00061 13 97 91 3 6 12.5 22.81 0.0135 3 0.000362 0.000429 6 10 10 0 0 0 16.45 0 10 68 63 2 5 7.763 38.99 0.00046 3 32 32 0 0 0 4.77 0 4 177 159 2 18 24.53 17.77 0.00106 67 264 260 4 4 18.61 58.89 0.00189 3 0.000855 0.000818 Actin; An ubiquitous protein involved in the formation actin filament; cytoskeleton ATP binding; nucleotide binding; protein 133 889
210 ENSG00000131143:ENSMUSG00000031818:ENSRNOG00000017817 COX4I1 gi|4502981|ref|NP_gi|4502981|ref|NP_001852.1| cytochrome c oxidase subunit IV 169 19577 9.5 1 i103-120o Q 24 0.106 X X X X X X X 0 4 5 0 4 5 5 26.63 0.00069 2 3 0 2 3 3 12.43 0.00334 1 2 0 1 2 2 7.1 0.00021 X X X X X X X 0 3 0.001059 0.001545 1 4 0 1 4 4 6.51 0.01051 2 10 0 2 10 10 12.43 0.00133 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 18.34 0.00114 3 0.003242 0.004878 Cytochrome c oxidase subunit IV; cd00922 membrane; mitochondrion cytochrome-c oxidase activity [pmid 14 29
211 ENSG00000166913:ENSMUSG00000018326:ENSRNOG00000010945 YWHAB gi|21328448|ref|NPgi|21328448|ref|NP_647539.1| tyrosine 3-monooxygenase/trypto 246 28082 4.8 0 o Q 0 0 X X X X X X X 0 4 12 2 3 10 10.71 23.98 0.00102 X X X X X X X 0 8 50 2 7 48 48.85 39.84 0.00351 1 1 0 0 1 1 3.25 0.00166 3 0.001131 0.001655 X X X X X X X 0 4 19 0 4 19 19 19.92 0.00173 X X X X X X X 0 5 61 0 5 61 61 32.52 0.00405 15 30 6 12 24 27.79 36.18 0.00434 3 0.002529 0.002049 14-3-3 protein; pfam00244 cytoplasm [pmid 12963375]; perinuclear monooxygenase activity; protein domain 37 173
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AVG
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bNEs 
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SDV Region_Note GO_Component GO_Function Total_P Total_S

PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

212 ENSG00000075785:NA:NA RAB7A gi|34147513|ref|NPgi|34147513|ref|NP_004628.4| RAB7, member RAS oncogene fa 207 23490 6.7 0 o Q 21 0.163 2 5 0 2 5 5 11.59 0.00392 8 42 0 8 42 42 50.72 0.00473 X X X X X X X 0 4 13 0 4 13 13 27.05 0.00111 X X X X X X X 0 3 0.00244 0.002248 X X X X X X X 0 13 50 0 13 50 50 69.08 0.00542 X X X X X X X 0 3 9 0 3 9 9 28.99 0.00071 1 1 0 1 1 1 6.76 0.00019 3 0.001579 0.002578 Rab7 subfamily. Rab7 is a small Rab GTPase that late endosome [pmid 15078902]; lysosome GTP binding; GTPase activity [pmid 31 120
213 ENSG00000108774:ENSMUSG00000019173:NA RAB5C gi|41393614|ref|NPgi|41393614|ref|NP_958842.1| RAB5C, member RAS oncogene 216 23483 8.4 0 o Q 34 0.021 2 3 0 2 3 3 6.48 0.00225 6 17 0 6 17 17 40.74 0.00184 1 3 3 0 0 0 5.09 0 1 1 0 0 1 1 5.09 8.2E-05 X X X X X X X 0 3 0.001042 0.001169 2 5 0 2 5 5 12.96 0.01027 3 8 3 2 5 7.143 22.22 0.00074 X X X X X X X 0 2 6 0 2 6 6 19.91 0.00045 X X X X X X X 0 3 0.002868 0.004948 Rab5-related subfamily. This subfamily includes Rab5 GTP binding; GTPase activity [pmid 17 43
214 ENSG00000070831:ENSMUSG00000006699:ENSRNOG00000013536 CDC42 gi|89903012|ref|NPgi|89903012|ref|NP_001034891.1| cell division cycle 42 isoform 1 [H 191 21259 6.5 0 o Q 16 0.006 2 3 0 2 3 3 10.47 0.00255 4 22 0 4 22 22 27.23 0.00269 5 5 5 0 0 0.25 13.61 0.00025 3 14 0 3 14 14 21.47 0.00129 X X X X X X X 0 4 0.001694 0.00115 X X X X X X X 0 5 53 1 4 52 52.66 47.64 0.00619 X X X X X X X 0 1 5 0 1 5 5 6.81 0.00043 3 5 5 0 0 0 12.57 0 2 0.001653 0.003028 Cdc42 subfamily. Cdc42 is an essential GTPase that cytoplasm [pmid 11260256]; filopodium GTP binding; GTPase activity [pmid 23 107
215 NA:ENSMUSG00000079426:ENSRNOG00000008994 ARPC4 gi|5031595|ref|NP_gi|5031595|ref|NP_005709.1| actin related protein 2/3 complex 168 19667 8.4 0 o S 22 0.568 X X X X X X X 0 1 1 0 1 1 1 11.31 0.00014 1 1 0 1 1 1 6.55 0.00112 3 22 0 3 22 22 29.76 0.00231 X X X X X X X 0 3 0.000893 0.00107 X X X X X X X 0 2 11 0 2 11 11 16.67 0.00147 X X X X X X X 0 4 57 0 4 57 57 35.12 0.00554 6 14 0 6 14 14 20.24 0.0032 3 0.002551 0.002382 ARP2/3 complex 20 kDa subunit (ARPC4). This family Arp2/3 protein complex [pmid 9230079]; actin filament binding [pmid 11162547]; 17 106
216 ENSG00000067560:NA:NA RHOA gi|10835049|ref|NPgi|10835049|ref|NP_001655.1| ras homolog gene family, membe 193 21768 6.1 0 o Q 23 0.009 X X X X X X X 0 6 15 7 2 8 12.19 58.55 0.00147 5 15 15 0 0 5.417 26.94 0.00527 4 23 18 2 5 13.54 35.23 0.00124 X X X X X X X 0 3 0.001996 0.002278 X X X X X X X 0 4 18 12 2 6 16.29 27.46 0.00189 X X X X X X X 0 6 40 35 1 5 38.29 52.33 0.00324 4 7 7 0 0 3 27.98 0.0006 3 0.001432 0.00144 cytoskeleton; intracellular; membrane GTP binding; GTPase activity [pmid 29 118
217 ENSG00000104824:ENSMUSG00000015165:ENSRNOG00000020235 HNRNPL gi|52632383|ref|NPgi|52632383|ref|NP_001524.2| heterogeneous nuclear ribonucleo 589 64133 8.2 0 o Q 46 0.001 X X X X X X X 0 5 18 0 5 18 18 19.69 0.00071 1 1 0 1 1 1 2.04 0.00032 9 49 0 9 49 49 31.07 0.00147 X X X X X X X 0 3 0.000625 0.000634 X X X X X X X 0 7 26 0 7 26 26 22.58 0.00099 X X X X X X X 0 10 248 0 10 248 248 42.11 0.00687 9 49 0 9 49 49 21.9 0.00319 3 0.002764 0.003046 RNA recognition motif; smart00360 heterogeneous nuclear ribonucleoprotein nucleic acid binding; nucleotide binding; 41 391
218 ENSG00000213719:ENSMUSG00000007041:ENSRNOG00000029682 CLIC1 gi|14251209|ref|NPgi|14251209|ref|NP_001279.2| chloride intracellular channel 1 [H 241 26923 5.2 0 o Q 19 0 X X X X X X X 0 4 5 0 4 5 5 38.59 0.00048 1 8 0 1 8 8 9.13 0.00624 5 24 0 5 24 24 39 0.00176 X X X X X X X 0 3 0.00212 0.002843 X X X X X X X 0 3 6 0 3 6 6 34.85 0.00056 X X X X X X X 0 2 18 0 2 18 18 15.77 0.00122 7 9 2 5 7 8.556 42.32 0.00136 3 0.000785 0.00063 GST_C family, Chloride Intracellular Channel (CLIC) brush border [pmid 10793131]; cytoplasm chloride ion binding; protein binding 22 70
219 ENSG00000115875:ENSMUSG00000024097:ENSRNOG00000027360 SFRS7 gi|72534660|ref|NPgi|72534660|ref|NP_001026854.1| splicing factor, arginine/serine-rich 238 27367 11.8 0 o Q 26 0 X X X X X X X 0 2 5 3 1 2 3.5 16.39 0.00034 X X X X X X X 0 1 2 0 0 2 2 5.88 0.00015 1 1 0 0 1 1 5.88 0.00171 3 0.000123 0.000163 2 4 2 1 2 4 14.71 0.00746 6 15 4 5 11 13.32 26.47 0.00126 X X X X X X X 0 1 1 0 1 1 1 7.14 6.9E-05 X X X X X X X 0 3 0.002196 0.003556 RNA recognition motif; smart00360 nucleus [pmid 8013463] metal ion binding; nucleotide binding; 13 28
220 ENSG00000163466:ENSMUSG00000006304:ENSRNOG00000014289 ARPC2 gi|23238211|ref|NPgi|23238211|ref|NP_690601.1| actin related protein 2/3 complex 300 34333 7.3 0 o Q 17 0 X X X X X X X 0 4 8 0 4 8 8 20.67 0.00062 1 1 0 1 1 1 4 0.00063 8 48 0 8 48 48 43.33 0.00283 X X X X X X X 0 3 0.001019 0.00124 X X X X X X X 0 4 11 0 4 11 11 17 0.00082 X X X X X X X 0 9 72 0 9 72 72 50.67 0.00392 9 16 0 9 16 16 36.33 0.00205 3 0.001697 0.001702 Arp2/3 complex, 34 kD subunit p34-Arc. Arp2/3 Arp2/3 protein complex [pmid 9230079]; structural constituent of cytoskeleton 35 156
221 ENSG00000169223:ENSMUSG00000021484:ENSRNOG00000016161 LMAN2 gi|5803023|ref|NP_gi|5803023|ref|NP_006807.1| lectin, mannose-binding 2 [Homo 356 40229 7 1 o323-345i S 45 0.995 X X X X X X X 0 9 36 0 9 36 36 41.57 0.00236 4 9 0 4 9 9 12.64 0.00475 2 5 0 2 5 5 9.27 0.00025 X X X X X X X 0 3 0.001839 0.00221 X X X X X X X 0 14 45 0 14 45 45 53.09 0.00284 X X X X X X X 0 2 2 0 2 2 2 12.64 9.2E-05 2 2 0 2 2 2 8.43 0.00022 3 0.000786 0.00137 Legume-like lectin family. Lectins are structurally endoplasmic reticulum; ER-Golgi calcium ion binding; sugar binding 33 99
222 ENSG00000164924:ENSMUSG00000022285:ENSRNOG00000008195 YWHAZ gi|21735625|ref|NPgi|21735625|ref|NP_663723.1| tyrosine 3/tryptophan 5 -monooxy 245 27745 4.8 0 o Q 0 0 X X X X X X X 0 4 10 2 3 8 8.571 29.8 0.00082 X X X X X X X 0 7 32 2 6 30 30.53 42.45 0.0022 1 1 0 0 1 1 3.27 0.00166 3 0.000754 0.001038 X X X X X X X 0 4 7 0 4 7 7 26.94 0.00064 X X X X X X X 0 5 43 0 5 43 43 27.76 0.00286 9 18 6 5 12 13.89 38.78 0.00218 3 0.001421 0.001327 14-3-3 protein; pfam00244 protein domain specific binding; 30 111
223 ENSG00000025708:ENSMUSG00000022615:ENSRNOG00000032394 ECGF1 gi|4503445|ref|NP_gi|4503445|ref|NP_001944.1| endothelial cell growth factor 1 (p 482 49955 5.5 0 o Q 17 0.043 5 10 0 5 10 10 19.71 0.00336 4 6 0 4 6 6 16.39 0.00029 X X X X X X X 0 2 5 0 2 5 5 6.22 0.00018 X X X X X X X 0 3 0.00096 0.001608 3 6 0 3 6 6 12.45 0.00553 2 8 0 2 8 8 5.39 0.00037 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.68 0.00016 3 0.001514 0.002678 Glycosyl transferase family, helical bundle domain. extracellular space; soluble fraction growth factor activity; platelet-derived 18 37
224 ENSG00000144381:ENSMUSG00000025980:NA HSPD1 gi|41399285|ref|NPgi|41399285|ref|NP_955472.1| chaperonin [Homo sapiens] 573 61055 5.9 0 o Q 28 0.175 1 1 0 1 1 1 4.36 0.00028 5 8 0 5 8 8 18.67 0.00033 X X X X X X X 0 12 94 0 12 94 94 36.3 0.0029 X X X X X X X 0 3 0.000877 0.001355 X X X X X X X 0 3 11 0 3 11 11 10.3 0.00043 X X X X X X X 0 16 191 0 16 191 191 32.29 0.00544 3 5 0 3 5 5 6.81 0.00033 3 0.001551 0.002599 GroEL_like type I chaperonin. Chaperonins are cytoplasm [pmid 16130169]; mitochondrion ATP binding; chaperone binding [pmid 40 310
225 ENSG00000170144:ENSMUSG00000059005:ENSRNOG00000001556 HNRPA3 gi|34740329|ref|NPgi|34740329|ref|NP_919223.1| heterogeneous nuclear ribonucleo 378 39595 9 0 o Q 0 0 X X X X X X X 0 7 14 0 7 14 14 21.96 0.00086 1 2 0 1 2 2 3.17 0.00099 9 33 0 9 33 33 29.89 0.00154 X X X X X X X 0 3 0.00085 0.000638 X X X X X X X 0 8 15 0 8 15 15 16.67 0.00089 X X X X X X X 0 17 98 0 17 98 98 31.75 0.00423 5 10 0 5 10 10 13.49 0.00102 3 0.001534 0.001854 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus; ribonucleoprotein complex [pmid nucleotide binding; RNA binding [pmid 47 172
226 ENSG00000079246:ENSMUSG00000026187:ENSRNOG00000016105 XRCC5 gi|10863945|ref|NPgi|10863945|ref|NP_066964.1| ATP-dependent DNA helicase II [ 732 82705 5.8 0 o Q 22 0.279 X X X X X X X 0 12 32 0 12 32 32 27.05 0.00102 2 2 0 2 2 2 3.42 0.00051 17 93 0 17 93 93 40.16 0.00224 X X X X X X X 0 3 0.000944 0.000961 X X X X X X X 0 11 37 0 11 37 37 30.6 0.00113 X X X X X X X 0 11 92 0 11 92 92 26.91 0.00205 20 48 0 20 48 48 23.91 0.00252 3 0.001426 0.001111 Ku C terminal domain like. The non-homologous end DNA-dependent protein kinase complex; ATP binding; ATP-dependent DNA 73 304
227 ENSG00000149273:ENSMUSG00000030744:ENSRNOG00000007605 RPS3 gi|15718687|ref|NPgi|15718687|ref|NP_000996.2| ribosomal protein S3 [Homo sapie 243 26688 9.7 0 o Q 0 0 X X X X X X X 0 5 7 0 5 7 7 30.86 0.00067 1 2 0 1 2 2 5.35 0.00155 5 32 0 5 32 32 26.75 0.00233 X X X X X X X 0 3 0.001136 0.001015 X X X X X X X 0 5 29 0 5 29 29 31.28 0.00268 X X X X X X X 0 4 12 0 4 12 12 20.58 0.00081 4 8 0 4 8 8 16.87 0.00126 3 0.001187 0.001123 K homology RNA-binding (KH) domain of the cytosolic small ribosomal subunit (sensu RNA binding [pmid 1712897]; structural 24 90
228 ENSG00000188846:NA:NA RPL14 gi|78000183|ref|NPgi|78000183|ref|NP_001030168.1| ribosomal protein L14 [Homo sap 215 23432 10.9 0 o Q 27 0.006 X X X X X X X 0 2 9 0 2 9 9 9.3 0.00098 X X X X X X X 0 2 3 0 2 3 3 9.3 0.00025 1 2 0 1 2 2 5.58 0.00379 3 0.000306 0.000462 X X X X X X X 0 2 5 0 2 5 5 11.16 0.00052 X X X X X X X 0 1 47 0 1 47 47 5.58 0.00357 1 1 0 1 1 1 9.3 0.00018 3 0.001067 0.001681 Ribosomal protein L14. This family includes the cytosolic large ribosomal subunit (sensu protein binding [pmid 11369516]; RNA 9 67
229 ENSG00000181163:NA:NA NPM1 gi|10835063|ref|NPgi|10835063|ref|NP_002511.1|;gi|40353734|ref|NP_954654.1| nucleophosmin 1 isoform 1 [Homo 294 32575 4.8 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 12.59 7.9E-05 X X X X X X X 0 7 20 0 0 20 20 36.73 0.0012 1 2 0 0 2 2 6.8 0.00277 3 0.00032 0.000589 X X X X X X X 0 3 5 0 0 5 5 26.53 0.00038 X X X X X X X 0 4 28 6 0 22 28 27.21 0.00155 10 24 19 0 5 24 25.51 0.00313 3 0.001267 0.001409 Nucleoplasmin. Nucleoplasmins are also known as centrosome [pmid 11051553]; cytoplasm NF-kappaB binding [pmid 15087454]; 26 80
230 ENSG00000141522:NA:NA ARHGDIA gi|4757768|ref|NP_gi|4757768|ref|NP_004300.1| Rho GDP dissociation inhibitor (G 204 23207 5.1 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 15.69 0.00023 2 3 1 1 2 2.667 13.73 0.00246 2 9 0 2 9 9 27.94 0.00078 X X X X X X X 0 3 0.000866 0.001109 X X X X X X X 0 2 2 0 2 2 2 27.45 0.00022 X X X X X X X 0 2 13 0 2 13 13 29.41 0.00104 8 20 0 8 20 20 27.94 0.00376 3 0.001256 0.001731 RHO protein GDP dissociation inhibitor; pfam02115 cytoplasm; cytoskeleton [pmid 16130169] GTPase activator activity; protein binding 18 49
231 ENSG00000100612:NA:ENSRNOG00000025648 DHRS7 gi|7706318|ref|NP_gi|7706318|ref|NP_057113.1| dehydrogenase/reductase (SDR f 339 38299 8.3 1 i5-23o S 29 0.986 3 6 0 3 6 6 14.75 0.00287 6 21 0 6 21 21 22.42 0.00144 2 2 0 2 2 2 8.85 0.00111 1 4 0 1 4 4 10.03 0.00021 X X X X X X X 0 4 0.001408 0.001106 X X X X X X X 0 6 39 0 6 39 39 25.37 0.00258 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.9 0.00011 2 0.000674 0.001273 Short-chain dehydrogenase involved in D-alanine oxidoreductase activity 19 73
232 ENSG00000080371:ENSMUSG00000020132:ENSRNOG00000003923 RAB21 gi|7661922|ref|NP_gi|7661922|ref|NP_055814.1| RAB21, member RAS oncogene f 225 24348 7.9 0 o Q 20 0.354 1 2 0 1 2 2 7.56 0.00144 8 20 0 8 20 20 37.33 0.00207 1 3 0 1 3 3 5.78 0.00251 3 5 0 3 5 5 19.56 0.00039 X X X X X X X 0 4 0.001603 0.000918 X X X X X X X 0 7 20 0 7 20 20 37.78 0.00199 X X X X X X X 0 2 3 0 2 3 3 13.78 0.00022 X X X X X X X 0 2 0.000553 0.000966 Rab21 subfamily. The localization and function of endosome [pmid 11256614] GTP binding; nucleotide binding 22 53
233 ENSG00000131236:ENSMUSG00000028656:ENSRNOG00000013492 CAP1 gi|157649073|ref|Ngi|157649073|ref|NP_001099000.1| adenylyl cyclase-associated prote 475 51673 8 0 o Q 33 0 2 7 0 2 7 7 8.63 0.00239 3 4 0 3 4 4 11.16 0.0002 X X X X X X X 0 5 24 0 5 24 24 19.58 0.00089 X X X X X X X 0 3 0.00087 0.001083 X X X X X X X 0 4 7 0 4 7 7 16.21 0.00033 X X X X X X X 0 5 89 0 5 89 89 12 0.00306 3 7 0 3 7 7 7.16 0.00057 3 0.000989 0.001399 22 138
234 ENSG00000170348:ENSMUSG00000021248:ENSRNOG00000040339 TMED10 gi|98986464|ref|NPgi|98986464|ref|NP_006818.3| transmembrane emp24 domain-c 219 24976 7.5 2 o15-37i186-208oS 32 1 2 4 0 2 4 4 8.68 0.00296 4 10 0 4 10 10 16.89 0.00107 X X X X X X X 0 5 9 0 5 9 9 31.05 0.00073 X X X X X X X 0 3 0.001188 0.001263 X X X X X X X 0 5 17 0 5 17 17 25.11 0.00174 X X X X X X X 0 3 6 0 3 6 6 21 0.00045 1 2 0 1 2 2 5.94 0.00035 3 0.000635 0.000762 20 48
235 ENSG00000056345:ENSMUSG00000020689:NA ITGB3 gi|47078292|ref|NPgi|47078292|ref|NP_000203.2| integrin beta chain, beta 3 precurs 788 87058 5.2 1 o719-741i S 27 0.971 8 16 0 8 16 16 14.34 0.00329 4 10 0 4 10 10 6.85 0.0003 3 15 0 3 15 15 5.2 0.00358 2 3 0 2 3 3 6.35 6.7E-05 X X X X X X X 0 4 0.001808 0.001884 1 1 0 1 1 1 3.17 0.00056 6 25 0 6 25 25 12.44 0.00071 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000319 0.000373 Integrin beta subunits (N-terminal portion of integrin complex [pmid 1438206]; identical protein binding [pmid 24 70
236 ENSG00000101347:ENSMUSG00000027639:ENSRNOG00000006418 SAMHD1 gi|38016914|ref|NPgi|38016914|ref|NP_056289.2| SAM domain- and HD domain-co 626 72201 7.1 0 o Q 0 0 2 2 0 2 2 2 7.67 0.00052 16 40 0 16 40 40 32.91 0.00149 X X X X X X X 0 9 49 0 9 49 49 24.76 0.00138 X X X X X X X 0 3 0.000848 0.000713 X X X X X X X 0 8 29 0 8 29 29 17.09 0.00104 X X X X X X X 0 8 57 0 8 57 57 26.36 0.00149 8 18 0 8 18 18 14.38 0.0011 3 0.000907 0.000636 Sterile alpha motif.; Widespread domain in signalling intracellular [pmid 11064105]; nucleus 3',5'-cyclic-nucleotide 51 195
237 ENSG00000164587:ENSMUSG00000024608:ENSRNOG00000025122 RPS14 gi|68160922|ref|NPgi|68160922|ref|NP_001020242.1| ribosomal protein S14 [Homo sap 151 16273 10.1 0 i Q 25 0.001 X X X X X X X 0 1 2 0 1 2 2 13.91 0.00031 1 2 0 1 2 2 8.61 0.00249 X X X X X X X 0 X X X X X X X 0 2 0.000699 0.001202 1 1 0 1 1 1 8.61 0.00294 2 2 0 2 2 2 41.06 0.0003 X X X X X X X 0 2 3 0 2 3 3 41.06 0.00032 1 1 0 1 1 1 7.28 0.00025 4 0.000954 0.001324 30S ribosomal protein S11P; PRK09607 cytosolic small ribosomal subunit (sensu RNA binding [pmid 3785212]; structural 8 11
238 ENSG00000189403:NA:NA HMGB1 gi|4504425|ref|NP_gi|4504425|ref|NP_002119.1| high-mobility group box 1 [Homo s 215 24894 5.7 0 o Q 24 0 X X X X X X X 0 3 3 0 3 3 3 13.95 0.00033 1 1 0 1 1 1 14.42 0.00087 2 2 0 2 2 2 14.88 0.00016 X X X X X X X 0 3 0.000341 0.000379 X X X X X X X 0 5 16 0 5 16 16 22.79 0.00167 X X X X X X X 0 6 47 7 5 40 44.91 28.84 0.00341 1 2 0 1 2 2 6.98 0.00036 3 0.001359 0.001544 HMGB-UBF_HMG-box, class II and III members of the chromatin; condensed chromosome [pmid DNA bending activity [pmid 11246022]; 18 71
239 ENSG00000198034:ENSMUSG00000044609:ENSRNOG00000003201 RPS4X gi|4506725|ref|NP_gi|4506725|ref|NP_000998.1| ribosomal protein S4, X-linked X i 263 29598 10.2 0 o Q 58 0.011 X X X X X X X 0 3 4 3 1 1 4 18.63 0.00035 1 2 0 1 2 2 4.94 0.00143 6 15 5 3 10 14.55 24.33 0.00098 X X X X X X X 0 3 0.00069 0.000637 X X X X X X X 0 8 19 4 5 15 18.16 37.64 0.00155 X X X X X X X 0 6 38 31 2 7 38 28.9 0.00236 3 2 2 0 0 1 14.83 0.00015 3 0.001013 0.001136 RS4NT (NUC023) domain. This is the N-terminal intracellular; ribosome [pmid 15883184] rRNA binding; structural constituent of 27 80
240 ENSG00000180879:ENSMUSG00000002014:ENSRNOG00000019460 SSR4 gi|5454090|ref|NP_gi|5454090|ref|NP_006271.1| signal sequence receptor, delta [H 173 18999 6.2 0 o S 24 1 2 2 0 2 2 2 12.14 0.00187 X X X X X X X 0 1 1 0 1 1 1 6.36 0.00109 2 4 0 2 4 4 17.34 0.00041 X X X X X X X 0 3 0.000842 0.000821 1 1 0 1 1 1 6.36 0.00257 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.78 0.00019 2 3 0 2 3 3 15.03 0.00067 3 0.000855 0.001174 Translocon-associated protein, delta subunit endoplasmic reticulum; integral to calcium ion binding 9 13
241 ENSG00000103415:ENSMUSG00000004070:ENSRNOG00000003773 HMOX2 gi|8051608|ref|NP_gi|8051608|ref|NP_002125.3| heme oxygenase (decyclizing) 2 [ 316 36033 5.4 1 o296-315i Q 0 0 1 1 0 1 1 1 6.01 0.00051 6 29 0 6 29 29 37.66 0.00214 X X X X X X X 0 3 9 0 3 9 9 11.71 0.0005 X X X X X X X 0 3 0.000789 0.000932 1 1 0 1 1 1 6.01 0.0014 8 30 0 8 30 30 43.99 0.00213 X X X X X X X 0 1 1 0 1 1 1 6.01 5.2E-05 X X X X X X X 0 3 0.000897 0.001048 Heme oxygenase catalyzes the rate limiting step in endoplasmic reticulum; microsome electron carrier activity [pmid 1575508]; 20 71
242 ENSG00000143878:ENSMUSG00000054364:ENSRNOG00000021403 RHOB gi|4757764|ref|NP_gi|4757764|ref|NP_004031.1| ras homolog gene family, membe 196 22123 5.2 0 o Q 23 0.011 X X X X X X X 0 3 7 5 1 2 2.714 25.51 0.00032 4 13 13 0 0 4.417 23.98 0.00423 2 13 6 1 7 9.625 25 0.00087 X X X X X X X 0 3 0.001356 0.001952 X X X X X X X 0 1 6 0 1 6 6 12.24 0.00069 X X X X X X X 0 3 8 6 1 2 3.714 25.51 0.00031 2 2 1 1 1 2 15.31 0.00039 3 0.000347 0.000282 RhoA-like subfamily. The RhoA subfamily consists of endosome membrane [pmid 15226397]; GTP binding [pmid 1400319]; nucleotide 15 49
243 ENSG00000110958:ENSMUSG00000071072:ENSRNOG00000038403 PTGES3 gi|23308579|ref|NPgi|23308579|ref|NP_006592.3| unactive progesterone receptor, 2 160 18697 4.5 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 10.63 0.00044 1 2 0 1 2 2 9.38 0.00235 1 7 0 1 7 7 7.5 0.00077 X X X X X X X 0 3 0.00089 0.001023 X X X X X X X 0 2 3 0 2 3 3 13.75 0.00042 X X X X X X X 0 2 16 0 2 16 16 22.5 0.00163 2 3 0 2 3 3 18.75 0.00072 3 0.000693 0.000692 homolog to co-chaperone p23; p23 binds heat shock chromosome, telomeric region [pmid isomerase activity; prostaglandin-E 9 34
244 ENSG00000133574:ENSMUSG00000054435:ENSRNOG00000008369 GIMAP4 gi|8922873|ref|NP_gi|8922873|ref|NP_060796.1| GTPase, IMAP family member 4 [ 329 37534 7.8 0 o Q 19 0.001 1 2 0 1 2 2 2.74 0.00099 7 20 0 7 20 20 29.18 0.00142 X X X X X X X 0 3 8 0 3 8 8 18.24 0.00043 X X X X X X X 0 3 0.000708 0.000622 X X X X X X X 0 8 31 0 8 31 31 32.52 0.00211 X X X X X X X 0 2 8 0 2 8 8 9.73 0.0004 5 8 0 5 8 8 10.03 0.00093 3 0.000861 0.000919 AIG1 (avrRpt2-induced gene 1). This represents GTP binding; nucleotide binding 26 77
245 ENSG00000130429:ENSMUSG00000046993:ENSRNOG00000000991 ARPC1B gi|5031601|ref|NP_gi|5031601|ref|NP_005711.1|;gi|89026256|ref|XP_941344.1|actin related protein 2/3 complex 372 40950 8.4 0 o Q 16 0.003 X X X X X X X 0 3 6 0 0 6 6 16.13 0.00038 1 3 0 0 3 3 3.76 0.00152 2 13 0 0 13 13 11.02 0.00062 X X X X X X X 0 3 0.000627 0.000644 X X X X X X X 0 3 14 0 0 14 14 16.67 0.00084 X X X X X X X 0 4 14 0 0 14 14 15.86 0.00061 11 22 0 0 22 22 19.62 0.00227 3 0.000932 0.000961 WD40 domain, found in a number of eukaryotic Arp2/3 protein complex [pmid 9230079]; structural constituent of cytoskeleton 24 72
246 ENSG00000170027:ENSMUSG00000051391:ENSRNOG00000001436 YWHAG gi|21464101|ref|NPgi|21464101|ref|NP_036611.2| tyrosine 3-monooxygenase/trypto 247 28303 4.9 0 o Q 0 0 X X X X X X X 0 2 4 2 1 2 2.143 15.79 0.0002 X X X X X X X 0 3 13 2 2 11 11.19 23.48 0.0008 1 1 0 0 1 1 3.24 0.00165 3 0.000251 0.000379 X X X X X X X 0 2 7 0 2 7 7 19.43 0.00064 X X X X X X X 0 4 33 0 4 33 33 31.17 0.00218 2 5 0 2 5 5 15.38 0.00078 3 0.000898 0.000919 14-3-3 protein; pfam00244 cytoplasm actin binding; insulin-like growth factor 14 63
247 ENSG00000119396:ENSMUSG00000026878:ENSRNOG00000018901 RAB14 gi|19923483|ref|NPgi|19923483|ref|NP_057406.2| GTPase Rab14 [Homo sapiens] 215 23897 6.2 0 o Q 24 0 2 4 0 2 4 4 10.23 0.00302 6 16 0 6 16 16 35.35 0.00174 X X X X X X X 0 2 2 0 2 2 2 20.93 0.00016 X X X X X X X 0 3 0.001229 0.001426 X X X X X X X 0 4 7 0 4 7 7 32.56 0.00073 X X X X X X X 0 1 4 0 1 4 4 14.42 0.0003 1 1 0 1 1 1 7.44 0.00018 3 0.000303 0.000311 Rab14 subfamily. Rab14 GTPases are localized to cytosol; early endosome; Golgi stack; GTP binding; GTPase activity [pmid 16 34
248 ENSG00000086598:ENSMUSG00000029390:ENSRNOG00000037966 TMED2 gi|5803149|ref|NP_gi|5803149|ref|NP_006806.1| coated vesicle membrane protein 201 22761 5.2 2 o4-23i169-191o S 21 0.998 X X X X X X X 0 3 15 0 3 15 15 26.37 0.00174 1 1 0 1 1 1 8.96 0.00093 1 1 0 1 1 1 6.47 8.8E-05 X X X X X X X 0 3 0.000691 0.000817 X X X X X X X 0 3 25 0 3 25 25 16.92 0.00279 X X X X X X X 0 1 4 0 1 4 4 6.47 0.00032 1 1 0 1 1 1 6.47 0.00019 3 0.000827 0.001316 emp24/gp25L/p24 family/GOLD. Members of this ER-Golgi intermediate compartment [pmid 10 47
249 ENSG00000074582:ENSMUSG00000026172:ENSRNOG00000016754 BCS1L gi|119964730|ref|Ngi|119964730|ref|NP_001073335.1| BCS1-like [Homo sapiens] 419 47534 8.5 0 o A 33 0.097 1 3 0 1 3 3 4.53 0.00116 8 17 0 8 17 17 33.17 0.00095 X X X X X X X 0 1 2 0 1 2 2 4.53 8.4E-05 X X X X X X X 0 3 0.000548 0.000592 1 3 0 1 3 3 4.53 0.00318 6 9 0 6 9 9 23.87 0.00048 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.58 9.2E-05 3 0.000938 0.001508 18 35
250 ENSG00000184743:ENSMUSG00000024759:ENSRNOG00000021203 ATLA3 gi|45827806|ref|NPgi|45827806|ref|NP_056274.3| atlastin 3 [Homo sapiens] 541 60542 5.7 2 o444-466i468-49Q 19 0.002 X X X X X X X 0 12 59 0 12 59 59 39.93 0.00254 1 1 0 1 1 1 2.03 0.00035 6 20 0 6 20 20 21.81 0.00065 X X X X X X X 0 3 0.000886 0.001137 1 1 0 1 1 1 2.22 0.00082 12 35 0 12 35 35 39.74 0.00145 X X X X X X X 0 1 3 0 1 3 3 5.73 9E-05 X X X X X X X 0 3 0.000591 0.000681 Guanylate-binding protein (GBP), N-terminal domain. GTP binding; GTPase activity 33 119
251 ENSG00000147403:ENSMUSG00000008682:ENSRNOG00000027149 RPL10 gi|5174431|ref|NP_gi|5174431|ref|NP_006004.1| ribosomal protein L10 [Homo sap 214 24577 10.1 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 19.63 0.00044 1 1 0 1 1 1 4.21 0.00088 3 14 0 3 14 14 19.63 0.00116 X X X X X X X 0 3 0.000617 0.000507 X X X X X X X 0 1 2 0 1 2 2 4.67 0.00021 1 1 0 1 1 1 7.94 0.00327 2 2 0 2 2 2 16.82 0.00015 X X X X X X X 0 3 9.05E-05 0.000107 Ribosomal L10; pfam00826 cytosolic large ribosomal subunit (sensu structural constituent of ribosome 10 24
252 ENSG00000074695:ENSMUSG00000041891:ENSRNOG00000024470 LMAN1 gi|5031873|ref|NP_gi|5031873|ref|NP_005561.1| lectin, mannose-binding, 1 precur 510 57549 6.8 1 o476-498i S 31 1 1 2 0 1 2 2 1.37 0.00064 9 24 0 9 24 24 27.25 0.0011 3 5 0 3 5 5 5.88 0.00184 3 12 0 3 12 12 16.67 0.00042 X X X X X X X 0 4 0.000998 0.00063 X X X X X X X 0 10 39 0 10 39 39 32.55 0.00172 X X X X X X X 0 2 2 0 2 2 2 10.39 6.4E-05 X X X X X X X 0 2 0.000445 0.000848 Legume-like lectin family. Lectins are structurally endoplasmic reticulum; endoplasmic mannose binding [pmid 7876089]; sugar 28 84
253 ENSG00000134308:ENSMUSG00000076432:ENSRNOG00000006765 YWHAQ gi|5803227|ref|NP_gi|5803227|ref|NP_006817.1| tyrosine 3/tryptophan 5 -monooxy 245 27764 4.8 0 o Q 0 0 X X X X X X X 0 3 8 2 2 6 6.429 20.82 0.00061 X X X X X X X 0 5 21 2 4 19 19.34 25.71 0.00139 1 1 0 0 1 1 3.27 0.00166 3 0.000502 0.000661 X X X X X X X 0 2 2 0 2 2 2 11.84 0.00018 X X X X X X X 0 2 19 0 2 19 19 19.59 0.00127 4 8 6 1 2 2.316 23.27 0.00036 3 0.000453 0.000562 14-3-3 protein; pfam00244 protein domain specific binding; protein 17 59
254 ENSG00000166441:NA:ENSRNOG00000031273 RPL27A gi|4506625|ref|NP_gi|4506625|ref|NP_000981.1| ribosomal protein L27a [Homo sa 148 16561 11 0 i Q 24 0 X X X X X X X 0 1 2 0 1 2 2 14.86 0.00032 1 2 0 1 2 2 7.43 0.00254 1 4 0 1 4 4 14.86 0.00048 X X X X X X X 0 3 0.000833 0.001154 X X X X X X X 0 2 6 0 2 6 6 20.95 0.00091 X X X X X X X 0 1 8 0 1 8 8 6.08 0.00088 1 1 0 1 1 1 7.43 0.00026 3 0.000513 0.000455 50S ribosomal protein L15P; PRK06419 cytosolic large ribosomal subunit (sensu RNA binding [pmid 7772601]; structural 7 23
255 ENSG00000166479:ENSMUSG00000024614:ENSRNOG00000039968 TXNDC10 gi|38505222|ref|NPgi|38505222|ref|NP_061895.3| thioredoxin domain containing 10 454 51872 4.9 1 o374-396i S 25 0.993 1 1 0 1 1 1 3.3 0.00036 9 27 0 9 27 27 37 0.00139 3 5 0 3 5 5 9.69 0.00207 1 1 0 1 1 1 6.17 3.9E-05 X X X X X X X 0 4 0.000963 0.000935 X X X X X X X 0 8 27 0 8 27 27 26.43 0.00133 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.61 0.00025 2 0.000397 0.000636 PDIa family, TMX3 subfamily; composed of eukaryotic endoplasmic reticulum; integral to calcium ion binding; electron carrier 24 64
256 ENSG00000148834:ENSMUSG00000025068:ENSRNOG00000028746 GSTO1 gi|4758484|ref|NP_gi|4758484|ref|NP_004823.1| glutathione-S-transferase omega 241 27566 6.6 0 o Q 0 0 1 2 0 1 2 2 7.47 0.00135 2 4 0 2 4 4 10.79 0.00039 X X X X X X X 0 2 2 0 2 2 2 23.24 0.00015 X X X X X X X 0 3 0.00047 0.000605 X X X X X X X 0 2 6 0 2 6 6 15.35 0.00056 X X X X X X X 0 2 3 0 2 3 3 14.94 0.0002 6 15 0 6 15 15 14.94 0.00239 3 0.000788 0.001092 GST_N family, Class Omega subfamily; GSTs are cytoplasm glutathione transferase activity [pmid 15 32
257 ENSG00000115956:ENSMUSG00000020120:ENSRNOG00000005214 PLEK gi|156616273|ref|Ngi|156616273|ref|NP_002655.2| pleckstrin [Homo sapiens] 350 40125 8.3 0 o Q 0 0 X X X X X X X 0 5 18 2 5 16 16 24.86 0.00107 1 2 0 1 2 2 4.29 0.00107 3 21 0 3 21 21 13.71 0.00106 X X X X X X X 0 3 0.0008 0.000533 X X X X X X X 0 4 20 0 4 20 20 20.57 0.00128 X X X X X X X 0 1 6 0 1 6 6 7.43 0.00028 1 1 0 1 1 1 5.14 0.00011 3 0.000418 0.000587 15 68
258 ENSG00000138073:ENSMUSG00000045302:ENSRNOG00000007141 PREB gi|7019503|ref|NP_gi|7019503|ref|NP_037520.1| prolactin regulatory element bindi 417 45468 7.9 2 o316-338i391-41Q 37 0.344 1 5 0 1 5 5 6.47 0.00194 6 9 0 6 9 9 25.18 0.0005 X X X X X X X 0 2 3 0 2 3 3 8.15 0.00013 X X X X X X X 0 3 0.000644 0.000893 1 1 0 1 1 1 3.36 0.00106 6 19 0 6 19 19 27.34 0.00102 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.4 9.2E-05 3 0.000545 0.000577 WD40 domain, found in a number of eukaryotic endoplasmic reticulum; integral to DNA binding 17 38
259 ENSG00000161904:ENSMUSG00000044857:ENSRNOG00000025864 LEMD2 gi|31044432|ref|NPgi|31044432|ref|NP_851853.1| LEM domain containing 2 [Homo 503 56975 9 2 o209-231i372-39Q 27 0 2 2 0 2 2 2 9.15 0.00064 3 8 0 3 8 8 11.33 0.00037 3 4 0 3 4 4 2.58 0.00149 X X X X X X X 0 X X X X X X X 0 3 0.000627 0.000635 1 2 0 1 2 2 3.58 0.00176 5 9 0 5 9 9 12.52 0.0004 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.98 7.6E-05 3 0.000561 0.000821 in nuclear membrane-associated proteins; LEM, nuclear envelope 15 26
260 ENSG00000115310:ENSMUSG00000020458:ENSRNOG00000004621 RTN4 gi|24431933|ref|NPgi|24431933|ref|NP_722550.1| reticulon 4 isoform B [Homo sapie 373 40318 4.8 2 i206-228o308-33Q 0 0 2 3 0 2 3 3 3.49 0.0013 3 12 0 3 12 12 16.09 0.00075 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000514 0.000635 1 1 0 1 1 1 3.49 0.00119 4 10 0 4 10 10 19.84 0.0006 X X X X X X X 0 2 4 0 2 4 4 15.82 0.00018 1 1 0 1 1 1 8.85 0.0001 4 0.000517 0.000499 Reticulon. Reticulon, also know as neuroendocrine- endoplasmic reticulum [pmid 11126360]; protein binding [pmid 11126360] 13 31
261 ENSG00000171560:ENSMUSG00000059807:ENSRNOG00000024848 FGA gi|11761629|ref|NPgi|11761629|ref|NP_068657.1|;gi|4503689|ref|NP_000499.1|fibrinogen, alpha polypeptide isofo 644 69757 8.1 0 o S 20 0.999 1 2 0 0 2 2 3.11 0.0005 4 9 0 0 9 9 8.54 0.00033 3 17 0 0 17 17 5.12 0.00496 1 4 0 0 4 4 4.66 0.00011 X X X X X X X 0 4 0.001475 0.002329 X X X X X X X 0 1 1 0 0 1 1 2.33 3.5E-05 X X X X X X X 0 1 5 0 0 5 5 2.64 0.00013 X X X X X X X 0 2 4.04E-05 5.98E-05 Fibrinogen alpha chain. Fibrinogen is a protein extracellular region [pmid 14718574]; protein binding [pmid 14667819] 11 38
262 ENSG00000196396:ENSMUSG00000027540:ENSRNOG00000010574 PTPN1 gi|4506289|ref|NP_gi|4506289|ref|NP_002818.1| protein tyrosine phosphatase, non 435 49967 6.3 1 o409-431i Q 0 0 X X X X X X X 0 2 7 0 2 7 7 7.59 0.00038 1 1 0 1 1 1 3.45 0.00043 4 6 0 4 6 6 15.63 0.00024 X X X X X X X 0 3 0.000263 0.000192 X X X X X X X 0 6 17 0 6 17 17 23.68 0.00088 X X X X X X X 0 4 12 0 4 12 12 14.02 0.00045 5 22 20 1 2 22 13.79 0.00194 3 0.000817 0.000831 Protein tyrosine phosphatases (PTP) catalyze the cytoplasm; endoplasmic reticulum; soluble hydrolase activity; protein tyrosine 22 65
263 ENSG00000160211:ENSMUSG00000045120:ENSRNOG00000037830 G6PD gi|108773793|ref|Ngi|108773793|ref|NP_001035810.1|;gi|109389365|ref|NP_000393.4| glucose-6-phosphate dehydrogen 515 59257 6.8 0 o Q 26 0 1 1 0 0 1 1 2.91 0.00031 10 21 0 0 21 21 30.1 0.00095 X X X X X X X 0 8 16 0 0 16 16 28.16 0.00055 X X X X X X X 0 3 0.000454 0.000401 X X X X X X X 0 5 12 0 0 12 12 14.37 0.00052 X X X X X X X 0 2 5 0 0 5 5 7.77 0.00016 10 24 0 0 24 24 19.22 0.00179 3 0.000618 0.000811 36 79
264 ENSG00000196419:ENSMUSG00000022471:ENSRNOG00000006392 XRCC6 gi|4503841|ref|NP_gi|4503841|ref|NP_001460.1| ATP-dependent DNA helicase II, 609 69843 6.6 0 o Q 0 0 1 1 0 1 1 1 2.3 0.00027 13 23 0 13 23 23 29.89 0.00088 X X X X X X X 0 12 40 0 12 40 40 26.77 0.00116 X X X X X X X 0 3 0.000577 0.000536 X X X X X X X 0 10 22 0 10 22 22 24.14 0.00081 X X X X X X X 0 11 33 0 11 33 33 24.79 0.00088 3 4 0 3 4 4 6.24 0.00025 3 0.000487 0.00043 Ku-core domain, Ku70 subfamily; Ku70 is a subunit of DNA-dependent protein kinase complex; ATP binding; ATP-dependent DNA 50 123
265 ENSG00000130204:ENSMUSG00000002984:ENSRNOG00000018556 TOMM40 gi|5174723|ref|NP_gi|5174723|ref|NP_006105.1| mitochondrial outer membrane pr 361 37893 7.3 0 o Q 46 0.085 X X X X X X X 0 6 16 0 6 16 16 36.84 0.00103 X X X X X X X 0 2 3 0 2 3 3 13.85 0.00015 X X X X X X X 0 2 0.000295 0.000497 X X X X X X X 0 6 15 0 6 15 15 37.67 0.00093 1 1 0 1 1 1 3.32 0.00194 1 2 0 1 2 2 4.99 9E-05 2 3 0 2 3 3 3.6 0.00032 4 0.000335 0.00042 Eukaryotic porin; pfam01459 integral to membrane; membrane; voltage-gated ion-selective channel 18 40
266 ENSG00000085491:ENSMUSG00000040322:ENSRNOG00000020470 SLC25A24 gi|148491091|ref|Ngi|148491091|ref|NP_037518.3| solute carrier family 25 member 2 477 53354 6.3 0 o Q 19 0.046 X X X X X X X 0 6 21 0 6 21 21 22.64 0.00103 X X X X X X X 0 5 12 0 5 12 12 18.87 0.00044 1 1 0 1 1 1 3.35 0.00085 3 0.000368 0.000487 X X X X X X X 0 4 14 0 4 14 14 14.47 0.00066 X X X X X X X 0 2 3 0 2 3 3 9.85 0.0001 5 14 0 5 14 14 10.06 0.00113 3 0.000472 0.000524 23 65
267 ENSG00000141543:ENSMUSG00000025580:NA EIF4A3 gi|7661920|ref|NP_gi|7661920|ref|NP_055555.1| eukaryotic translation initiation fac 411 46871 6.7 0 o Q 14 0.002 1 2 2 0 0 0 3.89 0 4 17 12 3 5 7.4 22.14 0.00042 X X X X X X X 0 4 13 0 4 13 13 18.73 0.00056 X X X X X X X 0 2 0.000245 0.000288 1 2 0 0 2 2 3.89 0.00216 5 11 3 4 8 9.333 29.2 0.00051 X X X X X X X 0 2 7 0 2 7 7 9.25 0.00028 3 5 0 3 5 5 7.06 0.00047 4 0.000854 0.000877 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 20 57
268 ENSG00000100347:ENSMUSG00000022437:ENSRNOG00000011952 SAMM50 gi|31542301|ref|NPgi|31542301|ref|NP_056195.2| sorting and assembly machinery c 469 51962 6.9 0 o Q 24 0 X X X X X X X 0 6 20 0 6 20 20 23.03 0.00099 1 2 0 1 2 2 2.99 0.0008 4 6 0 4 6 6 17.48 0.00023 X X X X X X X 0 3 0.000505 0.000469 X X X X X X X 0 6 17 0 6 17 17 23.24 0.00081 X X X X X X X 0 1 5 0 1 5 5 3.2 0.00017 5 12 0 5 12 12 8.32 0.00098 3 0.000492 0.000478 Surface antigen. This entry includes the following integral to membrane; membrane; 23 62
269 ENSG00000084754:ENSMUSG00000025745:ENSRNOG00000024629 HADHA gi|20127408|ref|NPgi|20127408|ref|NP_000173.2| mitochondrial trifunctional protein 763 83000 9 0 o Q 24 0.108 X X X X X X X 0 9 14 0 9 14 14 16.25 0.00043 X X X X X X X 0 8 35 0 8 35 35 18.22 0.00081 1 1 0 1 1 1 2.75 0.00053 3 0.00031 0.00039 X X X X X X X 0 6 17 0 6 17 17 14.55 0.0005 X X X X X X X 0 8 69 0 8 69 69 19.4 0.00148 3 4 0 3 4 4 3.8 0.0002 3 0.000544 0.000654 Enoyl-CoA hydratase/isomerase family. This family fatty acid beta-oxidation multienzyme 3-hydroxyacyl-CoA dehydrogenase 35 140
270 ENSG00000132383:ENSMUSG00000000751:ENSRNOG00000003123 RPA1 gi|4506583|ref|NP_gi|4506583|ref|NP_002936.1| replication protein A1, 70kDa [Ho 616 68138 7.2 0 o Q 20 0.001 X X X X X X X 0 3 4 0 3 4 4 12.5 0.00015 3 7 0 3 7 7 4.55 0.00213 6 16 0 6 16 16 21.59 0.00046 X X X X X X X 0 3 0.000686 0.000984 X X X X X X X 0 2 5 0 2 5 5 9.25 0.00018 X X X X X X X 0 5 9 0 5 9 9 12.82 0.00024 5 12 0 5 12 12 7.95 0.00075 3 0.000292 0.00032 RPA1_DBD_C: A subfamily of OB folds DNA replication factor A complex [pmid DNA binding; metal ion binding; protein 24 53
271 ENSG00000089157:NA:ENSRNOG00000022086 RPLP0 gi|16933546|ref|NPgi|16933546|ref|NP_444505.1| ribosomal protein P0 [Homo sapie 317 34274 6 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 13.25 0.00029 1 1 0 1 1 1 4.1 0.00059 6 14 0 6 14 14 39.12 0.00078 X X X X X X X 0 3 0.000417 0.000342 X X X X X X X 0 2 3 0 2 3 3 9.15 0.00021 X X X X X X X 0 2 3 0 2 3 3 10.73 0.00015 8 14 0 8 14 14 17.03 0.0017 3 0.000516 0.000792 acidic ribosomal protein P0; PRK04019 cytosolic large ribosomal subunit (sensu protein binding [pmid 15303970]; RNA 21 39
272 ENSG00000082898:ENSMUSG00000020290:ENSRNOG00000009935 XPO1 gi|4507943|ref|NP_gi|4507943|ref|NP_003391.1| exportin 1 [Homo sapiens] 1071 123386 6.1 0 o Q 16 0.006 X X X X X X X 0 4 8 0 4 8 8 6.35 0.00017 2 7 0 2 7 7 1.4 0.00123 8 13 0 8 13 13 15.5 0.00021 X X X X X X X 0 3 0.000404 0.000557 X X X X X X X 0 4 8 0 4 8 8 7.28 0.00017 X X X X X X X 0 4 7 0 4 7 7 6.63 0.00011 13 48 0 13 48 48 13.91 0.00172 3 0.000499 0.000817 CRM1 C terminal. CRM1 (also known as Exportin1) cytoplasm [pmid 9368044]; nuclear protein binding [pmid 11545741]; protein 35 91
273 ENSG00000113194:ENSMUSG00000025873:ENSRNOG00000017607 UBXD8 gi|24797106|ref|NPgi|24797106|ref|NP_055428.1| UBX domain containing 8 [Homo 445 52624 5.6 0 o Q 0 0 X X X X X X X 0 11 28 0 11 28 28 43.15 0.00147 1 2 0 1 2 2 3.15 0.00084 2 2 0 2 2 2 9.89 7.9E-05 X X X X X X X 0 3 0.000598 0.000694 X X X X X X X 0 6 17 0 6 17 17 26.29 0.00086 X X X X X X X 0 1 1 0 1 1 1 3.82 3.7E-05 2 3 0 2 3 3 4.49 0.00026 3 0.000288 0.000396 UAS family, ETEA subfamily; composed of proteins 23 53
274 ENSG00000141959:ENSMUSG00000020277:ENSRNOG00000001214 PFKL gi|48762920|ref|NPgi|48762920|ref|NP_002617.3| liver phosphofructokinase isoform 780 85018 7.5 0 o Q 30 0.035 1 1 0 1 1 1 2.18 0.00021 6 11 0 6 11 11 14.74 0.00033 X X X X X X X 0 8 26 1 7 25 25.78 20.51 0.00058 X X X X X X X 0 3 0.00028 0.000244 X X X X X X X 0 9 13 0 9 13 13 22.82 0.00037 X X X X X X X 0 6 42 0 6 42 42 15.64 0.00088 10 23 0 10 23 23 15.13 0.00113 3 0.000596 0.000507 Phosphofructokinase, a key regulatory enzyme in 6-phosphofructokinase complex [pmid 6-phosphofructokinase activity [pmid 40 116
275 ENSG00000142657:ENSMUSG00000028961:NA PGD gi|40068518|ref|NPgi|40068518|ref|NP_002622.2| phosphogluconate dehydrogenas 483 53140 7.2 0 o Q 16 0.119 X X X X X X X 0 2 5 0 2 5 5 12.22 0.00024 1 4 0 1 4 4 2.28 0.00156 4 12 0 4 12 12 19.46 0.00044 X X X X X X X 0 3 0.000559 0.000688 X X X X X X X 0 5 13 0 5 13 13 25.05 0.0006 X X X X X X X 0 4 11 0 4 11 11 20.08 0.00037 2 4 0 2 4 4 6.21 0.00032 3 0.000323 0.000249 6-phosphogluconate dehydrogenase, C-terminal NADP binding; oxidoreductase activity; 18 49
276 ENSG00000111679:ENSMUSG00000004266:ENSRNOG00000014294 PTPN6 gi|18104989|ref|NPgi|18104989|ref|NP_002822.2|;gi|18104991|ref|NP_536858.1| protein tyrosine phosphatase, non 595 67561 7.8 0 o Q 26 0 1 2 0 0 2 2 2.02 0.00055 5 10 0 0 10 10 16.64 0.00039 X X X X X X X 0 5 25 0 0 25 25 15.8 0.00074 X X X X X X X 0 3 0.00042 0.000314 X X X X X X X 0 4 10 0 0 10 10 15.29 0.00038 X X X X X X X 0 6 22 0 0 22 22 19.66 0.0006 6 12 0 0 12 12 9.75 0.00077 3 0.000439 0.000335 Protein tyrosine phosphatases (PTP) catalyze the cytoskeleton; membrane [pmid 10506221] hydrolase activity; protein binding [pmid 27 81
277 ENSG00000143554:ENSMUSG00000027932:ENSRNOG00000015421 SLC27A3 gi|13236579|ref|NPgi|13236579|ref|NP_077306.1| solute carrier family 27 member 3 730 78644 7.5 1 i48-70o A 65 0.01 1 1 0 1 1 1 2.74 0.00022 3 5 0 3 5 5 7.67 0.00016 X X X X X X X 0 2 3 0 2 3 3 6.03 7.3E-05 X X X X X X X 0 3 0.000114 9.75E-05 3 4 0 3 4 4 7.53 0.00243 7 13 0 7 13 13 20.41 0.0004 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.74 0.00011 3 0.000734 0.001145 acyl-CoA synthase; PRK08279 integral to membrane; membrane; ligase activity; nucleotide binding 17 28
278 ENSG00000130402:ENSMUSG00000054808:ENSRNOG00000020433 ACTN4 gi|12025678|ref|NPgi|12025678|ref|NP_004915.2| actinin, alpha 4 [Homo sapiens] 911 104854 5.4 0 o Q 0 0 4 11 9 2 2 3.385 8.34 0.0006 7 10 7 2 3 5.1 11.2 0.00013 X X X X X X X 0 2 3 2 1 1 1.167 5.93 2.3E-05 X X X X X X X 0 3 0.000189 0.000282 2 5 0 0 5 5 2.63 0.00244 1 1 1 0 0 0 1.32 0 X X X X X X X 0 2 2 1 1 1 1.1 4.83 2E-05 1 1 0 0 1 1 1.1 4.2E-05 3 0.000625 0.001208 Spectrin repeats, found in several proteins involved in cytoplasm [pmid 9508771]; nucleus [pmid actin filament binding [pmid 12411747]; 19 33
279 ENSG00000182054:ENSMUSG00000030541:ENSRNOG00000013949 IDH2 gi|28178832|ref|NPgi|28178832|ref|NP_002159.2| isocitrate dehydrogenase 2 (NAD 452 50909 8.7 0 o Q 33 0.429 1 1 0 1 1 1 3.32 0.00036 7 20 0 7 20 20 18.81 0.00103 X X X X X X X 0 8 18 0 8 18 18 24.12 0.0007 X X X X X X X 0 3 0.000524 0.000444 X X X X X X X 0 5 9 0 5 9 9 16.15 0.00045 X X X X X X X 0 5 13 0 5 13 13 15.49 0.00047 1 3 0 1 3 3 2.43 0.00025 3 0.000293 0.000218 isocitrate dehydrogenase; PRK08299 mitochondrion [pmid 8707889] isocitrate dehydrogenase (NADP+) 27 64
280 ENSG00000007923:ENSMUSG00000039768:ENSRNOG00000008802 DNAJC11 gi|8922629|ref|NP_gi|8922629|ref|NP_060668.1| DnaJ (Hsp40) homolog, subfamily 559 63336 8.4 0 o Q 0 0 1 2 0 1 2 2 3.22 0.00058 2 8 0 2 8 8 9.48 0.00033 X X X X X X X 0 1 1 0 1 1 1 3.22 3.2E-05 X X X X X X X 0 3 0.000236 0.000274 1 2 0 1 2 2 3.22 0.00159 6 7 0 6 7 7 16.1 0.00028 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 3.58 0.00034 3 0.000553 0.000706 Selenoprotein S (SelS). This family consists of several heat shock protein binding 12 25
281 ENSG00000196101:NA:NA LOC100133811 gi|169217452|ref|Xgi|169217452|ref|XP_001718806.1| PREDICTED: similar to hCG1992 223 25700 6.9 0 o Q 28 0.005 1 1 1 0 0 0.25 11.66 0.00018 3 14 7 1 7 10.72 32.29 0.00112 2 3 3 0 0 0 8.97 0 1 2 0 1 2 2 11.21 0.00016 X X X X X X X 0 3 0.000365 0.00051 X X X X X X X 0 3 17 10 1 7 15.27 32.29 0.00154 X X X X X X X 0 1 4 4 0 0 1 11.66 7.3E-05 1 1 1 0 0 0.2 9.87 3.4E-05 3 0.000411 0.000751 12 42
282 ENSG00000168003:ENSMUSG00000010095:ENSRNOG00000018487 SLC3A2 gi|61744475|ref|NPgi|61744475|ref|NP_001012679.1|;gi|61744477|ref|NP_001012680.1|;gi|61744479|ref|NP_001012681.1|;gi|61744481|ref|NP_001012682.1|;gi|61744483|ref|NP_001013269.1|;gi|65506891|ref|NP_002385.3| solute carrier family 3 (activators o 661 71123 5 1 i214-236o Q 25 0.014 1 2 0 0 2 2 1.82 0.00049 9 18 0 0 18 18 17.25 0.00064 X X X X X X X 0 1 1 0 0 1 1 1.82 2.7E-05 X X X X X X X 0 3 0.000288 0.000323 1 2 0 0 2 2 1.82 0.00134 4 14 0 0 14 14 9.68 0.00048 X X X X X X X 0 1 1 0 0 1 1 3.18 2.5E-05 X X X X X X X 0 3 0.000461 0.000627 Glycosidases [Carbohydrate transport and cell surface [pmid 12493773]; integral to calcium:sodium antiporter activity [pmid 17 38
283 ENSG00000120948:ENSMUSG00000041459:ENSRNOG00000012455 TARDBP gi|6678271|ref|NP_gi|6678271|ref|NP_031401.1| TAR DNA binding protein [Homo 414 44740 6.2 0 o Q 0 0 X X X X X X X 0 3 5 0 3 5 5 15.94 0.00028 X X X X X X X 0 3 15 0 3 15 15 13.04 0.00064 X X X X X X X 0 2 0.00023 0.000304 1 1 0 1 1 1 4.35 0.00107 3 5 0 3 5 5 19.08 0.00027 X X X X X X X 0 2 11 0 2 11 11 13.04 0.00043 3 4 0 3 4 4 4.35 0.00037 4 0.000537 0.000363 RNA recognition motif; smart00360 nucleus [pmid 7745706] microtubule binding [pmid 8599929]; 15 41
284 ENSG00000170542:ENSMUSG00000038327:ENSRNOG00000022139 SERPINB9 gi|4758906|ref|NP_gi|4758906|ref|NP_004146.1| serine (or cysteine) proteinase inh 376 42404 5.9 0 o Q 21 0.016 1 2 0 1 2 2 3.19 0.00086 1 3 0 1 3 3 3.19 0.00019 X X X X X X X 0 1 7 0 1 7 7 3.19 0.00033 1 1 0 1 1 1 2.66 0.00108 4 0.000344 0.000371 X X X X X X X 0 1 3 0 1 3 3 3.19 0.00018 X X X X X X X 0 X X X X X X X 0 3 6 4 1 2 6 8.51 0.00061 2 0.000198 0.000289 Plasminogen Activator Inhibitor-2 (PAI-2). PAI-2 is a cytoplasm [pmid 16130169]; cytosol [pmid protein binding [pmid 8910377]; serine- 8 22
285 ENSG00000144028:ENSMUSG00000003660:ENSRNOG00000012157 ASCC3L1 gi|40217847|ref|NPgi|40217847|ref|NP_054733.2| activating signal cointegrator 1 co 2136 244505 6.1 0 o Q 0 0 X X X X X X X 0 13 25 0 13 25 25 9.78 0.00027 X X X X X X X 0 28 83 0 28 83 83 24.02 0.00069 1 3 0 1 3 3 0.61 0.00057 3 0.00024 0.000324 X X X X X X X 0 16 24 0 16 24 24 13.95 0.00025 X X X X X X X 0 10 30 0 10 30 30 7.3 0.00023 24 54 0 24 54 54 13.58 0.00097 3 0.000363 0.000421 Helicase superfamily c-terminal domain; associated nucleus; snRNP U5 [pmid 9539711]; ATP binding [pmid 9539711]; ATP- 92 219
286 ENSG00000163399:ENSMUSG00000033161:ENSRNOG00000030019 ATP1A1 gi|21361181|ref|NPgi|21361181|ref|NP_000692.2| Na+/K+ -ATPase alpha 1 subunit 1023 112896 5.5 10 i98-120o130-149Q 0 0 3 5 0 0 5 5 3.71 0.00079 12 23 10 7 13 22.29 18.77 0.00051 4 9 2 3 7 9 6.65 0.00165 4 8 5 2 3 8 6.74 0.00014 X X X X X X X 0 4 0.000773 0.000645 X X X X X X X 0 8 17 8 5 9 17 13.49 0.00037 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.56 3.8E-05 2 0.000103 0.000181 haloacid dehalogenase-like hydrolase. This family are membrane; membrane fraction [pmid ATP binding; ATPase activity, coupled to 32 63
287 ENSG00000169564:ENSMUSG00000051695:ENSRNOG00000017708 PCBP1 gi|5453854|ref|NP_gi|5453854|ref|NP_006187.1| poly(rC) binding protein 1 [Homo 356 37526 7.1 0 o Q 23 0.002 1 3 0 1 3 3 3.65 0.00137 2 2 0 2 2 2 10.96 0.00013 X X X X X X X 0 4 9 6 3 3 5 23.6 0.00025 X X X X X X X 0 3 0.000436 0.000628 X X X X X X X 0 2 9 7 1 2 4.333 19.94 0.00027 X X X X X X X 0 4 12 3 3 9 11.45 32.87 0.00053 2 3 0 2 3 3 5.06 0.00032 3 0.00028 0.000216 K homology RNA-binding domain, type I. KH binds cytoplasm; nucleus; ribonucleoprotein DNA binding; protein binding [pmid 15 38
288 ENSG00000185624:ENSMUSG00000025130:ENSRNOG00000036689 P4HB gi|20070125|ref|NPgi|20070125|ref|NP_000909.2| prolyl 4-hydroxylase, beta subunit 508 57116 4.9 0 o S 18 1 1 1 0 1 1 1 3.15 0.00032 7 16 0 7 16 16 24.02 0.00073 X X X X X X X 0 5 21 0 5 21 21 19.29 0.00073 X X X X X X X 0 3 0.000446 0.000355 X X X X X X X 0 4 7 0 4 7 7 14.17 0.00031 X X X X X X X 0 4 18 0 4 18 18 16.14 0.00058 1 2 0 1 2 2 2.56 0.00015 3 0.00026 0.000247 Protein Disulfide Isomerase (PDIb') family, redox cell surface [pmid 12493773]; endoplasmic electron carrier activity; isomerase 22 65
289 ENSG00000170889:ENSMUSG00000006333:NA RPS9 gi|14141193|ref|NPgi|14141193|ref|NP_001004.2| ribosomal protein S9 [Homo sapie 194 22591 10.7 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 5.15 0.00012 X X X X X X X 0 1 2 0 1 2 2 5.15 0.00018 X X X X X X X 0 2 7.56E-05 9.09E-05 1 1 0 1 1 1 5.15 0.00229 3 3 0 3 3 3 12.89 0.00035 X X X X X X X 0 1 1 0 1 1 1 6.19 8.4E-05 1 2 0 1 2 2 5.67 0.0004 4 0.000779 0.001015 Ribosomal protein S4/S9 N-terminal domain. This cytosolic small ribosomal subunit (sensu rRNA binding; structural constituent of 8 10
290 ENSG00000176438:ENSMUSG00000054150:ENSRNOG00000005287 C14orf49 gi|145580592|ref|Ngi|145580592|ref|NP_689805.3| nesprin-3 [Homo sapiens] 975 112216 6.2 1 o927-946i Q 0 0 1 2 0 1 2 2 1.33 0.00033 7 15 0 7 15 15 11.38 0.00036 1 2 0 1 2 2 1.23 0.00039 2 3 0 2 3 3 5.33 5.4E-05 X X X X X X X 0 4 0.000283 0.000154 1 2 0 1 2 2 1.33 0.00091 9 16 0 9 16 16 18.15 0.00037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00032 0.00043 21 40
291 ENSG00000124207:ENSMUSG00000002718:ENSRNOG00000007665 CSE1L gi|29029559|ref|NPgi|29029559|ref|NP_001307.2| CSE1 chromosome segregation 1 971 110417 5.8 0 o Q 0 0 X X X X X X X 0 10 21 0 10 21 21 19.26 0.0005 1 4 0 1 4 4 1.65 0.00077 9 29 0 9 29 29 16.89 0.00053 X X X X X X X 0 3 0.000451 0.000325 X X X X X X X 0 6 15 0 6 15 15 12.26 0.00035 X X X X X X X 0 2 17 0 2 17 17 4.12 0.00029 4 7 0 4 7 7 4.53 0.00028 3 0.000227 0.000155 CAS/CSE protein, C-terminus. Mammalian cellular cytoplasm [pmid 9323134]; nuclear pore; binding; importin-alpha export receptor 32 93
292 ENSG00000015479:ENSMUSG00000037236:ENSRNOG00000019875 MATR3 gi|62750354|ref|NPgi|62750354|ref|NP_954659.1| matrin 3 [Homo sapiens] 847 94623 6.3 0 o S 38 0.611 1 2 0 1 2 2 2.24 0.00038 8 22 0 8 22 22 16.29 0.00061 X X X X X X X 0 10 30 0 10 30 30 17.83 0.00063 X X X X X X X 0 3 0.000404 0.000291 X X X X X X X 0 7 22 0 7 22 22 18.54 0.00058 X X X X X X X 0 6 8 0 6 8 8 15.94 0.00015 4 7 0 4 7 7 6.26 0.00032 3 0.000264 0.000249 U1-like zinc finger; Family of C2H2-type zinc fingers, intracellular; nuclear inner membrane [pmid metal ion binding; nucleic acid binding; 36 91
293 ENSG00000127483:ENSMUSG00000028759:ENSRNOG00000014445 HP1BP3 gi|56676330|ref|NPgi|56676330|ref|NP_057371.2| HP1-BP74 [Homo sapiens] 553 61207 9.7 0 o Q 28 0.141 1 1 0 1 1 1 3.98 0.00029 3 4 0 3 4 4 9.4 0.00017 X X X X X X X 0 4 25 0 4 25 25 12.3 0.0008 X X X X X X X 0 3 0.000315 0.000344 X X X X X X X 0 3 10 0 3 10 10 11.57 0.00041 X X X X X X X 0 2 2 0 2 2 2 7.78 5.9E-05 2 12 0 2 12 12 3.07 0.00083 3 0.000324 0.000383 linker histone 1 and histone 5 domains; the basic nucleosome; nucleus DNA binding 15 54
294 ENSG00000125944:ENSMUSG00000066037:ENSRNOG00000011910 HNRNPR gi|5031755|ref|NP_gi|5031755|ref|NP_005817.1| heterogeneous nuclear ribonucleo 633 70943 8.1 0 o Q 0 0 2 3 0 2 3 3 4.11 0.00077 2 4 0 2 4 4 3.95 0.00015 X X X X X X X 0 6 31 0 6 31 31 17.69 0.00087 X X X X X X X 0 3 0.000445 0.000435 X X X X X X X 0 3 4 0 3 4 4 8.53 0.00014 X X X X X X X 0 5 20 0 5 20 20 12.48 0.00052 1 1 0 1 1 1 1.42 6.1E-05 3 0.00018 0.000231 heterogeneous nuclear ribonucleoprotein nucleotide binding; RNA binding [pmid 19 63
295 ENSG00000215301:ENSMUSG00000000787:ENSRNOG00000023383 DDX3X gi|87196351|ref|NPgi|87196351|ref|NP_001347.3| DEAD/H (Asp-Glu-Ala-Asp/His) b 662 73244 7.2 0 o Q 18 0.001 1 2 0 1 2 2 3.32 0.00049 6 18 14 2 4 18 16.92 0.00063 X X X X X X X 0 7 14 10 2 4 9.317 20.69 0.00025 X X X X X X X 0 3 0.000343 0.000279 X X X X X X X 0 7 21 18 2 3 21 21 0.00071 X X X X X X X 0 2 6 0 0 6 6 5.59 0.00015 1 1 0 0 1 1 2.57 5.8E-05 3 0.000229 0.000327 Helicase superfamily c-terminal domain; associated cytoplasm [pmid 10329544]; nucleus [pmid ATP binding; ATP-dependent RNA 24 62
296 ENSG00000172354:ENSMUSG00000029713:ENSRNOG00000001409 GNB2 gi|20357529|ref|NPgi|20357529|ref|NP_005264.2| guanine nucleotide-binding protei 340 37331 6 0 o Q 0 0 1 2 0 1 2 2 5.88 0.00095 2 3 1 1 2 2.5 15.88 0.00017 X X X X X X X 0 6 26 18 4 8 12.65 34.71 0.00066 X X X X X X X 0 3 0.000446 0.000438 X X X X X X X 0 1 2 0 1 2 2 5.29 0.00013 X X X X X X X 0 3 5 0 3 5 5 18.24 0.00024 1 1 0 0 1 1 3.24 0.00011 3 0.000121 9.83E-05 WD40 domain, found in a number of eukaryotic signal transducer activity 14 39
297 ENSG00000185432:NA:ENSRNOG00000001376 METTL7A gi|89145417|ref|NPgi|89145417|ref|NP_054752.3| methyltransferase-like protein 7A 244 28285 8.4 1 o10-32i A 30 0.276 1 1 0 0 1 1 6.15 0.00066 2 5 0 0 5 5 12.7 0.00048 X X X X X X X 0 1 2 0 0 2 2 6.15 0.00014 X X X X X X X 0 3 0.000322 0.000304 X X X X X X X 0 2 3 0 0 3 3 11.89 0.00028 X X X X X X X 0 1 1 0 0 1 1 9.43 6.7E-05 4 4 0 0 4 4 13.52 0.00063 3 0.000243 0.000283 Methyltransferase domain. Members of this family are nucleus S-adenosylmethionine-dependent 11 16
298 ENSG00000054118:ENSMUSG00000043962:ENSRNOG00000033459 THRAP3 gi|4827040|ref|NP_gi|4827040|ref|NP_005110.1| thyroid hormone receptor associa 955 108694 10.2 0 o Q 58 0 X X X X X X X 0 2 3 0 2 3 3 4.82 7.3E-05 5 7 2 3 5 7 7.23 0.00138 3 10 0 3 10 10 6.49 0.00018 X X X X X X X 0 3 0.000409 0.00065 X X X X X X X 0 3 7 0 3 7 7 6.7 0.00016 X X X X X X X 0 5 19 0 5 19 19 5.65 0.00032 1 2 0 1 2 2 1.88 8E-05 3 0.000142 0.000139 mediator complex [pmid 10198638]; ATP binding; ligand-dependent nuclear 19 48
299 ENSG00000100258:ENSMUSG00000022614:ENSRNOG00000030633 TMEM112B gi|24308356|ref|NPgi|24308356|ref|NP_149977.1| lipase maturation factor 2 [Homo 682 76915 10 6 o50-72i79-101o2A 65 0 2 4 0 2 4 4 2.93 0.00095 5 16 0 5 16 16 13.2 0.00055 X X X X X X X 0 1 1 0 1 1 1 3.37 2.6E-05 X X X X X X X 0 3 0.000381 0.000456 X X X X X X X 0 4 14 0 4 14 14 12.46 0.00046 X X X X X X X 0 1 2 0 1 2 2 3.37 4.8E-05 1 2 0 1 2 2 1.76 0.00011 3 0.000155 0.000209 Protein of unknown function (DUF1222). This family, 14 39
300 ENSG00000071537:ENSMUSG00000020964:ENSRNOG00000004464 SEL1L gi|19923669|ref|NPgi|19923669|ref|NP_005056.3| sel-1 suppressor of lin-12-like [Ho 794 88755 5.4 1 o739-761i S 22 1 1 3 0 1 3 3 2.39 0.00061 3 4 0 3 4 4 9.07 0.00012 X X X X X X X 0 1 1 0 1 1 1 2.77 2.2E-05 X X X X X X X 0 3 0.000188 0.000288 1 2 0 1 2 2 2.39 0.00112 3 8 0 3 8 8 8.44 0.00023 X X X X X X X 0 1 1 0 1 1 1 2.52 2.1E-05 X X X X X X X 0 3 0.000341 0.000528 Fibronectin Type II domain: FN2 is one of three types integral to membrane; membrane binding 10 19
301 ENSG00000143149:ENSMUSG00000026687:ENSRNOG00000004027 ALDH9A1 gi|115387104|ref|Ngi|115387104|ref|NP_000687.3| aldehyde dehydrogenase 9A1 [Ho 518 56292 6.6 0 o S 25 0.985 X X X X X X X 0 1 3 0 1 3 3 4.44 0.00014 1 2 0 1 2 2 1.93 0.00073 5 13 0 5 13 13 11.58 0.00044 X X X X X X X 0 3 0.000326 0.000325 X X X X X X X 0 1 5 0 1 5 5 4.44 0.00022 X X X X X X X 0 4 12 0 4 12 12 14.09 0.00038 2 3 0 2 3 3 4.44 0.00022 3 0.000204 0.000155 14 38
302 ENSG00000065135:ENSMUSG00000000001:ENSRNOG00000019465 GNAI3 gi|5729850|ref|NP_gi|5729850|ref|NP_006487.1| guanine nucleotide binding protei 354 40532 5.7 0 o Q 0 0 1 1 1 0 0 0 4.52 0 5 10 8 2 2 2.869 24.01 0.00019 2 5 4 0 1 1.308 7.91 0.00069 3 37 36 1 1 3.4 15.54 0.00017 X X X X X X X 0 3 0.000263 0.0003 X X X X X X X 0 2 9 7 1 2 2.56 9.6 0.00016 X X X X X X X 0 3 67 64 1 3 11.73 17.23 0.00054 2 2 1 1 1 2 14.69 0.00022 3 0.00023 0.000227 G-protein alpha subunit. G proteins couple receptors GTP binding; GTPase activity [pmid 18 131
303 ENSG00000146701:ENSMUSG00000019179:ENSRNOG00000001440 MDH2 gi|21735621|ref|NPgi|21735621|ref|NP_005909.2| mitochondrial malate dehydrogen 338 35503 8.7 0 o Q 38 0.38 1 2 0 1 2 2 6.51 0.00096 2 4 0 2 4 4 9.76 0.00028 X X X X X X X 0 2 5 0 2 5 5 10.36 0.00026 X X X X X X X 0 3 0.000374 0.00041 X X X X X X X 0 1 1 0 1 1 1 4.73 6.6E-05 X X X X X X X 0 1 1 0 1 1 1 4.73 4.8E-05 2 3 0 2 3 3 9.47 0.00034 3 0.000114 0.000154 malate dehydrogenases (MDH) glycosomal and mitochondrial matrix; mitochondrion L-lactate dehydrogenase activity; L- 9 16
304 ENSG00000010256:ENSMUSG00000025651:ENSRNOG00000032134 UQCRC1 gi|46593007|ref|NPgi|46593007|ref|NP_003356.2| ubiquinol-cytochrome c reductase 480 52646 6.4 0 o S 42 0.68 1 1 0 1 1 1 3.13 0.00034 1 2 0 1 2 2 6.04 9.7E-05 X X X X X X X 0 5 25 0 5 25 25 21.88 0.00092 X X X X X X X 0 3 0.000339 0.000413 X X X X X X X 0 1 2 0 1 2 2 6.04 9.3E-05 X X X X X X X 0 5 12 0 5 12 12 21.46 0.00041 1 1 0 1 1 1 4.17 8E-05 3 0.000145 0.00018 Peptidase M16 inactive domain. Peptidase M16 membrane; mitochondrial electron transport oxidoreductase activity; ubiquinol- 14 43
305 ENSG00000163565:ENSMUSG00000054203:ENSRNOG00000003486 IFI16 gi|112789562|ref|Ngi|112789562|ref|NP_005522.2| interferon, gamma-inducible prote 729 82096 9.3 0 o Q 0 0 X X X X X X X 0 4 7 2 3 5 6.111 9.6 0.0002 1 1 0 1 1 1 2.33 0.00026 7 17 0 7 17 17 14.81 0.00041 X X X X X X X 0 3 0.000216 0.00017 X X X X X X X 0 5 9 0 5 9 9 9.88 0.00028 X X X X X X X 0 5 18 0 5 18 18 13.72 0.0004 4 7 0 4 7 7 7.82 0.00037 3 0.000262 0.000183 26 59
306 ENSG00000174231:ENSMUSG00000020850:ENSRNOG00000003495 PRPF8 gi|91208426|ref|NPgi|91208426|ref|NP_006436.3| U5 snRNP-specific protein [Homo 2335 273599 8.8 0 o Q 27 0 X X X X X X X 0 13 22 0 13 22 22 9.64 0.00022 2 3 0 2 3 3 0.9 0.00024 15 54 0 15 54 54 11.35 0.00041 X X X X X X X 0 3 0.000217 0.000168 X X X X X X X 0 9 24 0 9 24 24 7.62 0.00023 X X X X X X X 0 3 9 0 3 9 9 3.34 6.3E-05 19 46 0 19 46 46 11.31 0.00076 3 0.000262 0.000343 JAB/MPN domain; Domain in Jun kinase activation nucleus; spliceosome complex protein binding [pmid 9774689]; RNA 61 158
307 ENSG00000009790:ENSMUSG00000037318:ENSRNOG00000005565 TRAF3IP3 gi|13435127|ref|NPgi|13435127|ref|NP_079504.1| TRAF3-interacting JNK-activating 531 61375 8.4 1 o507-524i Q 22 0 1 2 0 1 2 2 3.39 0.00061 9 17 0 9 17 17 23.35 0.00075 X X X X X X X 0 2 5 0 2 5 5 8.47 0.00017 X X X X X X X 0 3 0.000381 0.000355 X X X X X X X 0 1 3 0 1 3 3 3.77 0.00013 X X X X X X X 0 2 6 0 2 6 6 7.53 0.00018 1 1 0 1 1 1 3.39 7.2E-05 3 9.59E-05 7.86E-05 Uncharacterized protein conserved in bacteria with integral to membrane; membrane kinase activity 16 34
308 ENSG00000026508:ENSMUSG00000005087:ENSRNOG00000006094 CD44 gi|48255935|ref|NPgi|48255935|ref|NP_000601.3|;gi|48255937|ref|NP_001001389.1|;gi|48255939|ref|NP_001001390.1|;gi|48255941|ref|NP_001001391.1| CD44 antigen isoform 1 precurso 742 81538 5.3 1 o650-672i S 21 0.997 2 4 0 0 4 4 4.85 0.00087 2 10 0 0 10 10 2.7 0.00031 2 3 0 0 3 3 2.16 0.00076 1 7 0 0 7 7 1.62 0.00017 X X X X X X X 0 4 0.000529 0.000341 X X X X X X X 0 1 5 0 0 5 5 1.62 0.00015 X X X X X X X 0 1 1 0 0 1 1 1.62 2.2E-05 X X X X X X X 0 2 4.33E-05 7.27E-05 This domain is a hyaluronan (HA)-binding domain. It integral to plasma membrane [pmid collagen binding [pmid 2471973]; 9 30
309 ENSG00000125450:ENSMUSG00000020739:ENSRNOG00000003673 NUP85 gi|13376259|ref|NPgi|13376259|ref|NP_079120.1| nucleoporin 85 [Homo sapiens] 656 75019 5.6 0 o Q 19 0 X X X X X X X 0 1 3 0 1 3 3 3.2 0.00011 1 4 0 1 4 4 1.98 0.00115 2 2 0 2 2 2 5.18 5.4E-05 X X X X X X X 0 3 0.000327 0.000548 X X X X X X X 0 3 9 0 3 9 9 6.86 0.00031 X X X X X X X 0 2 4 0 2 4 4 4.57 1E-04 2 2 0 2 2 2 4.12 0.00012 3 0.000131 0.000129 Nup85 Nucleoporin. A family of nucleoporins plasma membrane [pmid 15995708] protein binding [pmid 15995708] 11 24
310 ENSG00000149428:ENSMUSG00000032115:ENSRNOG00000010944 HYOU1 gi|5453832|ref|NP_gi|5453832|ref|NP_006380.1| hypoxia up-regulated 1 precursor 999 111335 5.2 1 i13-35o S 29 0.981 1 2 0 1 2 2 2.8 0.00032 6 11 0 6 11 11 11.51 0.00026 X X X X X X X 0 6 19 0 6 19 19 12.51 0.00034 X X X X X X X 0 3 0.000229 0.000157 X X X X X X X 0 6 13 0 6 13 13 12.41 0.00029 X X X X X X X 0 5 33 0 5 33 33 12.11 0.00054 1 1 0 1 1 1 1.2 3.8E-05 3 0.000217 0.000251 Hsp70 protein. Hsp70 chaperones help to fold many endoplasmic reticulum [pmid 9020069] ATP binding; nucleotide binding 25 79
311 ENSG00000126261:ENSMUSG00000052997:ENSRNOG00000021113 SAE2 gi|4885649|ref|NP_gi|4885649|ref|NP_005490.1| SUMO-1 activating enzyme subun 640 71224 5.3 0 o Q 28 0.204 X X X X X X X 0 4 5 0 4 5 5 9.84 0.00018 1 1 0 1 1 1 3.28 0.00029 6 15 0 6 15 15 19.22 0.00041 X X X X X X X 0 3 0.000222 0.000176 X X X X X X X 0 4 5 0 4 5 5 15.31 0.00018 X X X X X X X 0 6 15 0 6 15 15 24.22 0.00038 2 3 0 2 3 3 5 0.00018 3 0.000184 0.000156 Ubiquitin activating enzyme (E1), repeat 2. E1, a ATP binding; enzyme activator activity 23 44
312 ENSG00000079785:ENSMUSG00000037149:ENSRNOG00000006652 DDX1 gi|4826686|ref|NP_gi|4826686|ref|NP_004930.1| DEAD (Asp-Glu-Ala-Asp) box poly 740 82432 7.2 0 o Q 17 0.01 1 1 0 1 1 1 2.84 0.00022 4 7 0 4 7 7 9.46 0.00022 X X X X X X X 0 3 15 0 3 15 15 8.92 0.00036 X X X X X X X 0 3 0.000199 0.000148 X X X X X X X 0 3 15 0 3 15 15 7.03 0.00045 X X X X X X X 0 4 8 0 4 8 8 13.65 0.00018 3 3 0 3 3 3 5.14 0.00016 3 0.000197 0.000189 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 18 49
313 ENSG00000155849:ENSMUSG00000041112:ENSRNOG00000018726 ELMO1 gi|18765700|ref|NPgi|18765700|ref|NP_055615.8| engulfment and cell motility 1 isof 727 83829 6.3 0 o Q 20 0 X X X X X X X 0 3 6 0 3 6 6 9.49 0.00019 X X X X X X X 0 2 4 0 2 4 4 4.13 9.7E-05 X X X X X X X 0 2 7.24E-05 9.22E-05 1 2 0 1 2 2 2.06 0.00122 1 1 0 1 1 1 2.89 3.1E-05 X X X X X X X 0 1 5 0 1 5 5 3.71 0.00011 2 2 0 2 2 2 5.91 0.00011 4 0.000367 0.00057 Phospholipase C (PLC) pleckstrin homology (PH) cytoplasm [pmid 11595183]; cytoskeleton; protein binding [pmid 12029088] [pmid 10 20
314 ENSG00000136699:ENSMUSG00000005899:ENSRNOG00000001875 SMPD4 gi|102467484|ref|Ngi|102467484|ref|NP_060221.2|;gi|8923277|ref|NP_060221.1| neutral sphingomyelinase 3 isofor 837 94585 8.3 1 o799-821i Q 58 0.05 1 2 0 0 2 2 2.99 0.00039 5 12 0 0 12 12 11.35 0.00033 X X X X X X X 0 2 5 0 0 5 5 5.14 0.00011 X X X X X X X 0 3 0.000207 0.000184 X X X X X X X 0 6 8 0 0 8 8 11.59 0.00021 X X X X X X X 0 1 2 0 0 2 2 3.7 3.9E-05 4 10 0 0 10 10 5.73 0.00046 3 0.000178 0.000209 19 39
315 ENSG00000115159:ENSMUSG00000026827:ENSRNOG00000033824 GPD2 gi|133908616|ref|Ngi|133908616|ref|NP_000399.2| glycerol-3-phosphate dehydrogen 727 80834 7.5 1 i7-29o S 24 0.858 1 2 0 1 2 2 2.06 0.00045 3 5 0 3 5 5 6.33 0.00016 X X X X X X X 0 3 6 0 3 6 6 8.25 0.00015 X X X X X X X 0 3 0.000188 0.000187 1 1 0 1 1 1 2.06 0.00061 2 3 0 2 3 3 3.58 9.3E-05 X X X X X X X 0 1 1 0 1 1 1 2.48 2.2E-05 X X X X X X X 0 3 0.000181 0.000289 11 18
316 ENSG00000100092:ENSMUSG00000022436:ENSRNOG00000009360 PDXP gi|85815829|ref|NPgi|85815829|ref|NP_061830.3| SH3-domain binding protein 1 [Ho 701 75713 6.8 0 o Q 26 0.003 1 1 0 1 1 1 2.14 0.00023 2 6 0 2 6 6 4.28 0.0002 X X X X X X X 0 4 7 0 4 7 7 12.7 0.00018 X X X X X X X 0 3 0.000152 0.000104 1 1 0 1 1 1 2.14 0.00063 4 7 2 4 5 5 10.7 0.00016 X X X X X X X 0 2 3 0 2 3 3 3.57 7E-05 X X X X X X X 0 3 0.000216 0.000286 BAR domain. The BAR domain is found in cytoplasm; intracellular GTPase activator activity; protein binding 14 25
317 ENSG00000197157:ENSMUSG00000001424:ENSRNOG00000031173 SND1 gi|77404397|ref|NPgi|77404397|ref|NP_055205.2| staphylococcal nuclease domain c 910 101997 7.2 0 o Q 38 0.119 X X X X X X X 0 4 7 0 4 7 7 8.9 0.00018 1 1 0 1 1 1 1.76 0.00021 8 15 0 8 15 15 18.02 0.00029 X X X X X X X 0 3 0.000169 0.000122 X X X X X X X 0 1 2 0 1 2 2 2.31 4.9E-05 X X X X X X X 0 8 36 0 8 36 36 19.34 0.00065 1 2 0 1 2 2 2.2 8.4E-05 3 0.000195 0.000303 Staphylococcal nuclease homologues. SNase nucleus [pmid 7651391] nuclease activity; nucleic acid binding; 23 63
318 ENSG00000092820:ENSMUSG00000052397:ENSRNOG00000018524 VIL2 gi|21614499|ref|NPgi|21614499|ref|NP_003370.2| ezrin [Homo sapiens] 586 69413 6.3 0 o Q 17 0 1 1 0 0 1 1 1.54 0.00028 3 3 1 2 2 3 11.09 0.00012 X X X X X X X 0 3 11 0 3 11 11 6.66 0.00033 X X X X X X X 0 3 0.000182 0.000151 X X X X X X X 0 2 5 0 2 5 5 4.44 0.00019 X X X X X X X 0 3 7 0 3 7 7 3.75 0.00019 1 5 0 1 5 5 2.9 0.00033 3 0.000178 0.000135 The FERM_C domain is the third structural domain actin filament [pmid 11598191]; cortical actin filament binding [pmid 10793131]; 13 32
319 ENSG00000089154:ENSMUSG00000041638:ENSRNOG00000021871 GCN1L1 gi|54607053|ref|NPgi|54607053|ref|NP_006827.1| GCN1 general control of amino-ac 2671 292708 7.4 0 o Q 21 0 X X X X X X X 0 25 46 0 25 46 46 15.57 0.0004 X X X X X X X 0 12 22 0 12 22 22 7.6 0.00015 X X X X X X X 0 2 0.000137 0.000189 1 1 0 1 1 1 0.49 0.00017 17 44 1 17 43 43 12.24 0.00036 X X X X X X X 0 3 6 0 3 6 6 1.65 3.7E-05 6 16 0 6 16 16 1.95 0.00023 4 0.000198 0.000135 HEAT repeat. The HEAT repeat family is related to binding 64 135
320 ENSG00000113569:ENSMUSG00000022142:ENSRNOG00000013411 NUP155 gi|24430149|ref|NPgi|24430149|ref|NP_705618.1|;gi|4758844|ref|NP_004289.1|nucleoporin 155kDa isoform 1 [Ho 1391 155199 6.2 0 o S 17 0.976 1 2 0 0 2 2 1.58 0.00023 8 17 0 0 17 17 10.14 0.00029 X X X X X X X 0 5 17 0 0 17 17 7.33 0.00022 X X X X X X X 0 3 0.000184 0.000126 X X X X X X X 0 7 21 0 0 21 21 8.84 0.00034 X X X X X X X 0 1 1 0 0 1 1 1.15 1.2E-05 8 12 0 0 12 12 6.25 0.00033 3 0.00017 0.00019 Non-repetitive/WGA-negative nucleoporin. This is a nuclear pore; nucleus nucleocytoplasmic transporter activity; 30 70
321 ENSG00000069248:ENSMUSG00000039509:ENSRNOG00000017919 NUP133 gi|26051235|ref|NPgi|26051235|ref|NP_060700.2| nucleoporin 133kDa [Homo sapie 1156 128979 5.1 0 o Q 57 0.129 1 1 0 1 1 1 1.38 0.00014 7 13 0 7 13 13 12.37 0.00026 X X X X X X X 0 4 10 0 4 10 10 5.97 0.00015 X X X X X X X 0 3 0.000139 0.000108 X X X X X X X 0 12 38 0 12 38 38 16.7 0.00074 X X X X X X X 0 3 5 0 3 5 5 5.97 7.1E-05 1 1 0 1 1 1 1.64 3.3E-05 3 0.00021 0.000353 Nup133 N terminal like. Nup133 is a nucleoporin that integral to membrane; nuclear pore [pmid nucleocytoplasmic transporter activity 28 68
322 ENSG00000105726:ENSMUSG00000031862:ENSRNOG00000010776 ATP13A1 gi|9966897|ref|NP_gi|9966897|ref|NP_065143.1| ATPase type 13A1 [Homo sapien 1086 121110 7.8 6 o144-163i327-34Q 0 0 X X X X X X X 0 12 24 0 12 24 24 17.03 0.00052 1 3 0 1 3 3 1.1 0.00052 1 2 0 1 2 2 2.21 3.3E-05 X X X X X X X 0 3 0.000267 0.00029 X X X X X X X 0 7 14 0 7 14 14 11.79 0.00029 X X X X X X X 0 1 1 0 1 1 1 2.39 1.5E-05 1 1 0 1 1 1 1.75 3.5E-05 3 8.49E-05 0.000137 Cation transport ATPase [Inorganic ion transport and integral to membrane; membrane ATP binding; ATPase activity; ATPase 23 45
323 ENSG00000025796:ENSMUSG00000019802:ENSRNOG00000000314 SEC63 gi|6005872|ref|NP_gi|6005872|ref|NP_009145.1| SEC63-like protein [Homo sapien 760 87997 5.3 3 i13-35o69-91i191A 30 0.001 1 2 0 1 2 2 1.97 0.00043 4 8 0 4 8 8 6.84 0.00025 1 1 0 1 1 1 1.97 0.00025 1 2 0 1 2 2 1.58 4.6E-05 X X X X X X X 0 4 0.000241 0.000155 X X X X X X X 0 7 12 0 7 12 12 11.84 0.00035 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.84 5.1E-05 2 0.000101 0.00017 DnaJ domain. DnaJ domains (J-domains) are endoplasmic reticulum [pmid 10799540]; heat shock protein binding; receptor 15 26
324 ENSG00000137752:ENSMUSG00000025888:ENSRNOG00000007372 CASP1 gi|15431328|ref|NPgi|15431328|ref|NP_150634.1|;gi|4502573|ref|NP_001214.1|caspase 1 isoform alpha precurso 404 45159 5.9 0 o Q 25 0 1 1 0 0 1 1 2.72 0.0004 1 2 0 0 2 2 5.2 0.00012 X X X X X X X 0 2 5 0 0 5 5 8.42 0.00022 X X X X X X X 0 3 0.000184 0.00017 X X X X X X X 0 3 5 0 0 5 5 14.85 0.00028 X X X X X X X 0 2 3 0 0 3 3 9.9 0.00012 1 2 0 0 2 2 2.48 0.00019 3 0.000147 0.000117 Caspase, interleukin-1 beta converting enzyme (ICE) intracellular caspase activator activity [pmid 10 18
325 ENSG00000100201:ENSMUSG00000055065:ENSRNOG00000013691 DDX17 gi|148613856|ref|Ngi|148613856|ref|NP_001091974.1|;gi|38201710|ref|NP_006377.2| DEAD box polypeptide 17 isoform 731 80458 8.4 0 o S 22 0.985 X X X X X X X 0 2 3 0 0 3 3 4.38 9.6E-05 X X X X X X X 0 4 11 1 0 10 10.43 7.25 0.00025 X X X X X X X 0 2 8.7E-05 0.000119 1 1 0 0 1 1 2.05 0.00061 2 6 1 0 5 5.625 6.29 0.00017 X X X X X X X 0 1 2 0 0 2 2 2.05 4.5E-05 4 4 1 0 3 4 10.26 0.00021 4 0.000259 0.000243 14 27
326 ENSG00000107581:ENSMUSG00000024991:ENSRNOG00000010117 EIF3A gi|4503509|ref|NP_gi|4503509|ref|NP_003741.1| eukaryotic translation initiation fac 1382 166569 6.8 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 3.04 5.1E-05 X X X X X X X 0 6 14 0 6 14 14 7.38 0.00018 X X X X X X X 0 2 5.74E-05 8.45E-05 2 3 0 2 3 3 1.66 0.00096 5 8 0 5 8 8 6.95 0.00013 X X X X X X X 0 3 8 0 3 8 8 3.62 9.4E-05 1 1 0 1 1 1 0.72 2.8E-05 4 0.000304 0.000442 motif in proteasome subunits, Int-6, Nip-1 and TRIP- eukaryotic translation initiation factor 3 translation initiation factor activity 20 37
327 ENSG00000087470:ENSMUSG00000022789:ENSRNOG00000001813 DNM1L gi|5031677|ref|NP_gi|5031677|ref|NP_005681.1|;gi|6996005|ref|NP_036192.1|;gi|6996007|ref|NP_036193.1|dynamin 1-like protein isoform 3 [ 699 78061 6.7 0 o Q 21 0 1 2 0 0 2 2 3 0.00046 2 2 0 0 2 2 5.44 6.7E-05 X X X X X X X 0 4 8 0 0 8 8 10.87 0.0002 X X X X X X X 0 3 0.000183 0.000205 X X X X X X X 0 2 2 0 0 2 2 4.86 6.4E-05 X X X X X X X 0 1 5 0 0 5 5 2 0.00012 4 6 0 0 6 6 6.87 0.00033 3 0.000128 0.000143 Dynamin, GTPase; Large GTPases that mediate endoplasmic reticulum [pmid 9570752]; GTP binding; GTPase activity [pmid 14 25
328 ENSG00000177189:ENSMUSG00000031309:ENSRNOG00000006632 RPS6KA3 gi|4759050|ref|NP_gi|4759050|ref|NP_004577.1| ribosomal protein S6 kinase, 90kD 740 83736 6.9 0 o Q 15 0 X X X X X X X 0 2 2 0 2 2 2 3.11 6.3E-05 1 2 0 1 2 2 1.89 0.00051 3 3 0 3 3 3 5.81 7.2E-05 X X X X X X X 0 3 0.000161 0.000234 X X X X X X X 0 3 4 0 3 4 4 6.62 0.00012 X X X X X X X 0 4 7 0 4 7 7 9.46 0.00015 4 6 4 1 2 4.667 7.97 0.00024 3 0.000129 0.0001 Serine/Threonine protein kinases, catalytic domain. ATP binding; magnesium ion binding; 17 24
329 ENSG00000166501:ENSMUSG00000052889:ENSRNOG00000012061 PRKCB1 gi|20127450|ref|NPgi|20127450|ref|NP_002729.2| protein kinase C, beta isoform 2 [ 673 77012 7 0 o Q 0 0 1 1 0 0 1 1 3.12 0.00024 4 7 4 2 3 7 12.04 0.00024 X X X X X X X 0 2 2 0 2 2 2 5.94 5.2E-05 X X X X X X X 0 3 0.000134 0.000126 X X X X X X X 0 3 6 1 2 5 5.714 8.47 0.00019 X X X X X X X 0 1 2 0 1 2 2 3.42 4.8E-05 3 6 1 2 5 6 7.43 0.00034 3 0.000145 0.000154 Protein kinase C conserved region 1 (C1) . Cysteine- cytoplasm [pmid 10828076]; plasma ATP binding; calcium ion binding; 14 24
330 ENSG00000165271:ENSMUSG00000028430:ENSRNOG00000010409 NOL6 gi|18644728|ref|NPgi|18644728|ref|NP_075068.2| nucleolar protein family 6 alpha is 1146 127593 7.6 0 o Q 16 0 X X X X X X X 0 3 6 0 3 6 6 5.76 0.00012 X X X X X X X 0 3 8 0 3 8 8 6.2 0.00012 X X X X X X X 0 2 6.14E-05 7.09E-05 2 2 0 2 2 2 2.53 0.00077 3 6 0 3 6 6 4.36 0.00012 X X X X X X X 0 1 2 0 1 2 2 2.88 2.8E-05 1 1 0 1 1 1 1.48 3.3E-05 4 0.000239 0.00036 Nrap protein. Members of this family are nucleolar condensed nuclear chromosome [pmid protein binding; snoRNA binding 13 25
331 ENSG00000108592:ENSMUSG00000020706:ENSRNOG00000009857 FTSJ3 gi|17017991|ref|NPgi|17017991|ref|NP_060117.2| FtsJ homolog 3 [Homo sapiens] 847 96576 8.2 0 o Q 64 0.005 X X X X X X X 0 3 4 0 3 4 4 6.02 0.00011 1 3 0 1 3 3 1.89 0.00067 1 1 0 1 1 1 2.83 2.1E-05 X X X X X X X 0 3 0.000199 0.000315 X X X X X X X 0 3 8 0 3 8 8 5.9 0.00021 X X X X X X X 0 1 2 0 1 2 2 1.77 3.9E-05 1 1 0 1 1 1 2.13 4.5E-05 3 7.39E-05 9.41E-05 Spb1 C-terminal domain. This presumed domain is integral to membrane; nucleus copper ion binding; cytochrome-c 10 19
332 ENSG00000173692:ENSMUSG00000026229:ENSRNOG00000017730 PSMD1 gi|25777600|ref|NPgi|25777600|ref|NP_002798.2| proteasome 26S non-ATPase sub 953 105836 5.4 0 o Q 18 0.004 X X X X X X X 0 1 1 0 1 1 1 2.2 2.4E-05 2 3 0 2 3 3 2.62 0.00059 3 3 0 3 3 3 5.25 5.6E-05 X X X X X X X 0 3 0.000168 0.000283 X X X X X X X 0 1 1 0 1 1 1 1.57 2.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.57 1.7E-05 5 9 0 5 9 9 5.14 0.00036 3 0.000101 0.000175 26S proteasome regulatory complex component cytosol; proteasome regulatory particle binding 13 18
333 ENSG00000112062:ENSMUSG00000053436:ENSRNOG00000000513 MAPK14 gi|20986512|ref|NPgi|20986512|ref|NP_620581.1| mitogen-activated protein kinase 360 41293 5.8 0 o Q 41 0 1 1 0 1 1 1 9.44 0.00045 1 2 0 1 2 2 4.17 0.00013 X X X X X X X 0 2 2 0 2 2 2 9.72 9.8E-05 X X X X X X X 0 3 0.00017 0.000195 X X X X X X X 0 1 1 0 1 1 1 4.17 6.2E-05 X X X X X X X 0 1 1 0 1 1 1 4.17 4.5E-05 1 2 0 1 2 2 5.56 0.00021 3 8.02E-05 9.25E-05 Serine/Threonine protein kinases, catalytic domain. cytoplasm; nucleus ATP binding; MAP kinase activity; MAP 7 9
334 ENSG00000106105:ENSMUSG00000029777:ENSRNOG00000011052 GARS gi|116805340|ref|Ngi|116805340|ref|NP_002038.2| glycyl-tRNA synthetase [Homo sa 739 83166 7 0 o S 27 0.999 1 1 0 1 1 1 1.76 0.00022 3 4 0 3 4 4 8.8 0.00013 X X X X X X X 0 5 12 0 5 12 12 15.02 0.00029 X X X X X X X 0 3 0.000158 0.000124 X X X X X X X 0 3 5 0 3 5 5 7.04 0.00015 X X X X X X X 0 2 7 0 2 7 7 6.09 0.00015 1 1 0 1 1 1 1.76 5.2E-05 3 8.96E-05 7.65E-05 15 30
335 ENSG00000131504:ENSMUSG00000024456:ENSRNOG00000019688 DIAPH1 gi|119395758|ref|Ngi|119395758|ref|NP_005210.3|;gi|119395760|ref|NP_001073280.1| diaphanous 1 isoform 1 [Homo sa 1272 141347 5.4 0 o Q 0 0 1 2 0 0 2 2 1.57 0.00025 1 5 0 0 5 5 2.12 9.2E-05 X X X X X X X 0 7 17 0 0 17 17 7.47 0.00024 X X X X X X X 0 3 0.000146 0.000121 X X X X X X X 0 2 5 0 0 5 5 3.54 8.8E-05 X X X X X X X 0 7 19 0 0 19 19 9.98 0.00024 2 2 0 0 2 2 2.91 6E-05 3 9.81E-05 0.000104 20 50
336 ENSG00000095319:ENSMUSG00000052533:ENSRNOG00000025185 NUP188 gi|62955803|ref|NPgi|62955803|ref|NP_056169.1| nucleoporin 188kDa [Homo sapie 1749 196041 6.7 0 o Q 35 0.104 1 1 0 1 1 1 1.03 9.3E-05 4 9 0 4 9 9 3.54 0.00012 X X X X X X X 0 1 2 0 1 2 2 1.03 2E-05 X X X X X X X 0 3 5.82E-05 5.73E-05 2 2 0 2 2 2 2 0.00051 7 13 0 7 13 13 6.92 0.00017 X X X X X X X 0 1 1 0 1 1 1 1.66 9.3E-06 X X X X X X X 0 3 0.000171 0.000237 integral to membrane; outer membrane porin activity 16 28
337 ENSG00000169710:ENSMUSG00000025153:NA FASN gi|41872631|ref|NPgi|41872631|ref|NP_004095.4| fatty acid synthase [Homo sapien 2511 273424 6.4 0 o Q 17 0 1 1 0 1 1 1 0.76 6.5E-05 9 15 0 9 15 15 8.36 0.00014 X X X X X X X 0 9 21 0 9 21 21 8.12 0.00015 X X X X X X X 0 3 8.79E-05 6.95E-05 X X X X X X X 0 11 24 0 11 24 24 8.76 0.00021 X X X X X X X 0 3 12 0 3 12 12 2.63 7.8E-05 10 17 0 10 17 17 5.34 0.00026 3 0.000138 0.00012 KR domain. This enzymatic domain is part of bacterial 3-hydroxypalmitoyl-[acyl-carrier protein] 43 90
338 ENSG00000075856:ENSMUSG00000018974:ENSRNOG00000000702 SART3 gi|7661952|ref|NP_gi|7661952|ref|NP_055521.1| squamous cell carcinoma antigen 963 109935 5.6 0 o Q 17 0 X X X X X X X 0 3 5 0 3 5 5 7.89 0.00012 1 1 0 1 1 1 1.45 0.0002 2 3 0 2 3 3 3.84 5.5E-05 X X X X X X X 0 3 9.28E-05 8.43E-05 X X X X X X X 0 1 1 0 1 1 1 1.45 2.3E-05 X X X X X X X 0 4 13 0 4 13 13 8.83 0.00022 4 6 0 4 6 6 4.88 0.00024 3 0.000121 0.000127 HAT (Half-A-TPR) repeats; Present in several RNA- intracellular; nucleus nucleotide binding; RNA binding 15 29
339 ENSG00000135372:ENSMUSG00000027185:ENSRNOG00000008663 NAT10 gi|13399322|ref|NPgi|13399322|ref|NP_078938.1| N-acetyltransferase 10 [Homo sap 1025 115748 8.3 0 o Q 25 0 X X X X X X X 0 3 3 0 3 3 3 4.39 6.8E-05 X X X X X X X 0 1 3 0 1 3 3 1.46 5.2E-05 X X X X X X X 0 2 3E-05 3.53E-05 1 1 0 1 1 1 1.17 0.00043 3 4 0 3 4 4 4.78 8.8E-05 X X X X X X X 0 3 7 0 3 7 7 6.44 0.00011 1 2 0 1 2 2 1.17 7.5E-05 4 0.000177 0.000172 Putative ATPase (DUF699). This putative domain is nucleus [pmid 11214970] acyltransferase activity; ATP binding; N- 12 20
340 ENSG00000038358:ENSMUSG00000036270:ENSRNOG00000024025 EDC4 gi|45827771|ref|NPgi|45827771|ref|NP_055144.3| autoantigen RCD8 [Homo sapiens 1401 151661 5.9 0 o Q 0 0 X X X X X X X 0 7 10 0 7 10 10 9.14 0.00017 X X X X X X X 0 2 3 0 2 3 3 3.21 3.8E-05 X X X X X X X 0 2 5.11E-05 7.9E-05 1 1 0 1 1 1 1.86 0.00032 1 2 0 1 2 2 1.71 3.2E-05 X X X X X X X 0 1 1 0 1 1 1 1.64 1.2E-05 4 6 0 4 6 6 4.64 0.00016 4 0.000131 0.000141 WD40 domain, found in a number of eukaryotic cytoplasm [pmid 9067524]; nucleus [pmid protein binding [pmid 15231747] 16 23
341 ENSG00000145703:ENSMUSG00000021676:ENSRNOG00000025406 IQGAP2 gi|116089337|ref|Ngi|116089337|ref|NP_006624.2| IQ motif containing GTPase activa 1575 180578 5.6 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 1.97 4.4E-05 1 2 0 1 2 2 0.95 0.00024 6 9 0 6 9 9 9.02 0.0001 X X X X X X X 0 3 9.6E-05 0.000104 X X X X X X X 0 4 5 0 4 5 5 5.02 7.1E-05 X X X X X X X 0 2 8 0 2 8 8 2.98 8.3E-05 3 6 0 3 6 6 2.73 0.00015 3 7.51E-05 5.99E-05 18 33
342 ENSG00000055163:ENSMUSG00000020340:ENSRNOG00000006557 CYFIP2 gi|116805788|ref|Ngi|116805788|ref|NP_001032409.2| cytoplasmic FMR1 interacting pro 1253 145673 7.1 0 o Q 18 0 1 1 0 0 1 1 0.96 0.00013 2 3 2 1 1 1.667 2.79 3.1E-05 X X X X X X X 0 4 4 2 2 2 4 6.62 5.6E-05 X X X X X X X 0 3 5.42E-05 5.52E-05 X X X X X X X 0 5 10 6 2 4 10 9.26 0.00018 X X X X X X X 0 2 3 1 1 2 3 3.27 3.9E-05 4 7 1 3 6 6.75 5.11 0.00021 3 0.000106 0.000102 18 28
343 ENSG00000101310:ENSMUSG00000027429:ENSRNOG00000008411 SEC23B gi|14591928|ref|NPgi|14591928|ref|NP_006354.2| Sec23 homolog B [Homo sapiens 767 86479 6.9 0 o Q 46 0 1 1 0 1 1 1 2.22 0.00021 2 2 1 1 1 1.25 5.35 3.8E-05 X X X X X X X 0 1 1 0 1 1 1 2.09 2.3E-05 X X X X X X X 0 3 6.81E-05 9.68E-05 X X X X X X X 0 2 4 2 1 2 4 6.39 0.00012 X X X X X X X 0 1 3 0 1 3 3 1.83 6.4E-05 1 1 0 0 1 1 1.3 5E-05 3 5.77E-05 4.81E-05 Sec23-like: Protein and membrane traffic in COPII vesicle coat; endoplasmic reticulum; protein binding; zinc ion binding 8 12
344 ENSG00000115306:ENSMUSG00000020315:ENSRNOG00000005434 SPTBN1 gi|112382250|ref|Ngi|112382250|ref|NP_003119.2|;gi|112382252|ref|NP_842565.2| spectrin, beta, non-erythrocytic 1 2364 274608 5.6 0 o Q 0 0 1 1 0 0 1 1 0.72 6.9E-05 5 6 0 0 6 6 4.27 5.9E-05 X X X X X X X 0 14 20 1 0 19 20 11.84 0.00015 X X X X X X X 0 3 6.93E-05 6.14E-05 X X X X X X X 0 1 2 0 0 2 2 0.72 1.9E-05 X X X X X X X 0 8 15 2 0 13 15 7.02 0.0001 2 6 0 0 6 6 1.06 9.7E-05 3 5.5E-05 5.32E-05 31 50
345 ENSG00000124486:ENSMUSG00000031010:ENSRNOG00000003261 USP9X gi|145309309|ref|Ngi|145309309|ref|NP_001034679.2|;gi|145309311|ref|NP_001034680.2| ubiquitin specific protease 9, X-lin 2570 292278 5.8 0 o Q 18 0 1 1 0 0 1 1 0.58 6.3E-05 2 3 0 0 3 3 1.28 2.7E-05 X X X X X X X 0 3 7 6 0 1 7 4.2 4.8E-05 X X X X X X X 0 3 3.46E-05 2.74E-05 X X X X X X X 0 3 7 6 0 1 7 3.11 6.1E-05 X X X X X X X 0 2 4 0 0 4 4 1.17 2.5E-05 9 18 3 0 15 18 4.09 0.00027 3 8.88E-05 0.000123 20 40
346 ENSG00000086758:ENSMUSG00000025261:ENSRNOG00000002877 HUWE1 gi|61676188|ref|NPgi|61676188|ref|NP_113584.3| HECT, UBA and WWE domain co 4374 481896 5.2 0 o Q 0 0 1 2 0 1 2 2 0.5 7.4E-05 6 8 0 6 8 8 3.29 4.3E-05 X X X X X X X 0 5 7 0 5 7 7 2.63 2.8E-05 X X X X X X X 0 3 3.63E-05 3.09E-05 1 1 0 1 1 1 0.5 0.0001 5 8 0 5 8 8 2.9 4.1E-05 X X X X X X X 0 X X X X X X X 0 5 8 0 5 8 8 2.01 7E-05 3 5.32E-05 4.32E-05 WWE domain. The WWE domain is named after cytoplasm; intracellular; nucleus binding; DNA binding; ligase activity; 23 34
347 ENSG00000153201:ENSMUSG00000003226:ENSRNOG00000000796 RANBP2 gi|150418007|ref|Ngi|150418007|ref|NP_006258.3| RAN binding protein 2 [Homo sap 3224 358201 6.2 0 o Q 21 0 X X X X X X X 0 3 3 1 2 2 2.667 2.02 1.9E-05 1 1 0 0 1 1 0.43 5.8E-05 4 5 0 4 5 5 2.61 2.7E-05 X X X X X X X 0 3 2.62E-05 2.43E-05 X X X X X X X 0 6 18 3 4 15 18 3.57 0.00013 X X X X X X X 0 6 11 4 5 7 11 3.5 5.6E-05 5 6 4 2 2 6 3.04 7.1E-05 3 6.31E-05 5.15E-05 25 44
348 ENSG00000153827:ENSMUSG00000026219:ENSRNOG00000016963 TRIP12 gi|10863903|ref|NPgi|10863903|ref|NP_004229.1| thyroid hormone receptor interact 1992 220432 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.55 1.2E-05 X X X X X X X 0 5 7 0 5 7 7 5.02 6.2E-05 X X X X X X X 0 2 1.84E-05 2.96E-05 1 1 0 1 1 1 1.15 0.00022 2 5 0 2 5 5 2.16 5.6E-05 X X X X X X X 0 2 2 0 2 2 2 1.96 1.6E-05 1 1 0 1 1 1 1.05 1.9E-05 4 7.87E-05 9.78E-05 WWE domain. The WWE domain is named after cytosol; intracellular; protein complex binding; ligase activity; thyroid hormone 12 17
349 ENSG00000129003:ENSMUSG00000035284:ENSRNOG00000030213 VPS13C gi|42544121|ref|NPgi|42544121|ref|NP_060154.3|;gi|66347828|ref|NP_065872.1|;gi|66347845|ref|NP_001018098.1|;gi|66348091|ref|NP_060550.2| vacuolar protein sorting 13C prote 3710 417279 6.6 0 o Q 17 0.001 X X X X X X X 0 4 6 0 0 6 6 1.81 3.8E-05 X X X X X X X 0 3 3 0 0 3 3 1.81 1.4E-05 1 1 0 0 1 1 0.43 0.00011 3 1.3E-05 1.78E-05 X X X X X X X 0 2 3 0 0 3 3 1.16 1.8E-05 X X X X X X X 0 1 1 0 0 1 1 0.49 4.4E-06 4 4 1 0 3 3.75 1.27 3.9E-05 3 1.53E-05 1.74E-05 Protein of unknown function (DUF1162). This family 15 18
350 ENSG00000163221:NA:NA S100A12 gi|5032059|ref|NP_gi|5032059|ref|NP_005612.1| S100 calcium-binding protein A12 92 10575 6.2 0 o Q 0 0 X X X X X X X 0 2 6 0 2 6 6 29.35 0.00152 X X X X X X X 0 2 108 0 2 108 108 29.35 0.02074 X X X X X X X 0 2 0.005564 0.01014 X X X X X X X 0 1 8 0 1 8 8 19.57 0.00195 X X X X X X X 0 2 15 0 2 15 15 29.35 0.00266 7 157 0 7 157 157 54.35 0.06551 3 0.01753 0.032006 S-100/ICaBP-like domain; S-100/intestinal calcium cytosol [pmid 7626002]; insoluble fraction calcium ion binding [pmid 7626002]; 14 294
351 ENSG00000143546:ENSMUSG00000056054:ENSRNOG00000011557 S100A8 gi|21614544|ref|NPgi|21614544|ref|NP_002955.2| S100 calcium-binding protein A8 93 10834 7 0 o Q 0 0 1 2 0 1 2 2 11.83 0.00349 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.83 0.00019 1 1 0 1 1 1 12.9 0.00438 3 0.000919 0.001714 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 25.81 0.00053 8 54 0 8 54 54 63.44 0.02229 2 0.005704 0.01106 S-100/ICaBP-like domain; S-100/intestinal calcium extracellular space calcium ion binding [pmid 2149559] 13 61
352 ENSG00000169100:NA:NA SLC25A6 gi|156071462|ref|Ngi|156071462|ref|NP_001627.2| solute carrier family 25, member A 298 32866 9.7 2 i172-194o209-23Q 25 0.049 X X X X X X X 0 5 108 104 1 4 69.44 34.56 0.00544 X X X X X X X 0 4 149 140 1 9 146.1 30.54 0.00866 X X X X X X X 0 2 0.003523 0.004276 X X X X X X X 0 9 199 183 1 16 160.5 41.28 0.01209 1 1 0 1 1 1 6.71 0.00235 4 52 48 1 4 51.25 26.17 0.00281 6 8 8 0 0 0 16.78 0 3 0.003723 0.00573 29 517
353 ENSG00000084207:ENSMUSG00000038155:ENSRNOG00000018237 GSTP1 gi|4504183|ref|NP_gi|4504183|ref|NP_000843.1| glutathione transferase [Homo sa 210 23356 5.6 0 o Q 29 0.084 X X X X X X X 0 2 2 0 2 2 2 16.19 0.00022 X X X X X X X 0 4 19 0 4 19 19 37.62 0.0016 2 11 0 2 11 11 6.19 0.02133 3 0.000455 0.000769 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 28 0 3 28 28 28.57 0.00218 16 45 0 16 45 45 35.24 0.00823 2 0.0026 0.003888 GST_N family, Class Pi subfamily; GSTs are cytosolic cytoplasm [pmid 16130169] glutathione transferase activity; 27 105
354 ENSG00000188486:ENSMUSG00000049932:ENSRNOG00000010386 H2AFX gi|4504253|ref|NP_gi|28195394|ref|NP_778235.1|;gi|4504253|ref|NP_002096.1|H2A histone family, member X [H 143 15145 10.7 0 o A 62 0.116 X X X X X X X 0 4 6 6 0 0 1.75 61.54 0.00029 1 2 2 0 0 0 6.29 0 5 26 26 0 0 9 58.74 0.00111 15 41 39 0 2 12.7 43.36 0.03616 3 0.000349 0.000526 X X X X X X X 0 4 25 25 0 0 6.25 58.04 0.00098 13 47 47 0 0 0 41.26 0 3 25 25 0 0 2.5 47.55 0.00029 1 3 3 0 0 0 12.59 0 2 0.000316 0.000463 chromosome; nucleosome; nucleus [pmid DNA binding [pmid 2587254]; protein 46 175
355 ENSG00000164032:ENSMUSG00000037894:NA H2AFZ gi|4504255|ref|NP_gi|4504255|ref|NP_002097.1|;gi|6912616|ref|NP_036544.1| H2A histone family, member Z [H 128 13553 10.6 0 o Q 65 0.029 X X X X X X X 0 2 10 0 0 10 10 33.59 0.00182 3 3 2 0 1 3 21.88 0.0044 5 35 4 0 31 34.65 53.91 0.00478 1 2 2 0 0 0 7.03 0 3 0.002752 0.002257 X X X X X X X 0 3 26 2 0 24 25.04 33.59 0.00439 X X X X X X X 0 3 48 0 0 48 48 46.88 0.00612 X X X X X X X 0 2 0.002627 0.003115 Histone 2A; H2A is a subunit of the nucleosome. The chromosome; nucleosome; nucleus DNA binding 17 124
356 ENSG00000163220:ENSMUSG00000056071:ENSRNOG00000011483 S100A9 gi|4506773|ref|NP_gi|4506773|ref|NP_002956.1| S100 calcium-binding protein A9 114 13242 6.1 0 o Q 28 0 1 5 0 1 5 5 13.16 0.00711 4 10 0 4 10 10 49.12 0.00205 X X X X X X X 0 2 8 0 2 8 8 26.32 0.00124 X X X X X X X 0 3 0.0026 0.003124 X X X X X X X 0 1 2 0 1 2 2 13.16 0.00039 X X X X X X X 0 X X X X X X X 0 9 26 0 9 26 26 51.75 0.00876 2 0.002287 0.004316 S-100/ICaBP-like domain; S-100/intestinal calcium extracellular space calcium ion binding [pmid 2149559]; 17 51
357 ENSG00000188170:NA:NA HBD gi|4504351|ref|NP_gi|4504351|ref|NP_000510.1| delta globin [Homo sapiens] 147 16055 8 0 o Q 24 0 2 20 20 0 0 0 17.69 0 7 33 29 3 4 7.664 64.63 0.00122 2 8 8 0 0 0 12.24 0 7 19 11 4 8 8.907 61.22 0.00107 2 3 3 0 0 0 18.37 0 2 0.000572 0.000663 1 1 1 0 0 0 6.8 0 7 44 42 1 2 3.64 54.42 0.00056 1 3 0 0 3 3 8.16 0.01427 5 22 21 1 1 1.276 47.62 0.00014 13 87 87 0 0 0 29.25 0 3 0.000174 0.000263 Globins are heme proteins, which bind and transport hemoglobin complex [pmid 7555018] heme binding; iron ion binding; metal 47 240
358 ENSG00000169397:ENSMUSG00000072599:ENSRNOG00000039531 RNASE3 gi|45243507|ref|NPgi|45243507|ref|NP_002926.2| ribonuclease, RNase A family, 3 ( 160 18385 10 0 o S 28 0.998 1 2 0 1 2 2 9.38 0.00203 3 13 0 3 13 13 26.88 0.0019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000981 0.001134 2 3 0 2 3 3 19.38 0.00832 2 14 0 2 14 14 16.88 0.00196 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 16.25 0.0012 3 0.002871 0.003723 Pancreatic ribonucleases (RNAse) are pyrimidine- extracellular region [pmid 10706854]; endonuclease activity; hydrolase activity; 10 37
359 ENSG00000158710:ENSMUSG00000026547:ENSRNOG00000008301 TAGLN2 gi|4507357|ref|NP_gi|4507357|ref|NP_003555.1| transgelin 2 [Homo sapiens] 199 22391 8.2 0 o Q 17 0 X X X X X X X 0 3 5 0 3 5 5 24.62 0.00059 1 5 0 1 5 5 7.04 0.00472 4 41 0 4 41 41 27.14 0.00364 X X X X X X X 0 3 0.002236 0.0023 X X X X X X X 0 5 10 0 5 10 10 42.21 0.00113 X X X X X X X 0 2 45 0 2 45 45 18.59 0.00369 X X X X X X X 0 2 0.001204 0.00174 Calponin homology domain; actin-binding domain nuclear membrane [pmid 10942595]; 15 106
360 ENSG00000065518:ENSMUSG00000022820:ENSRNOG00000034289 NDUFB4 gi|113414862|ref|Xgi|113414862|ref|XP_001125915.1| PREDICTED: similar to NADH:ub 129 15209 9.8 1 o88-105i Q 21 0 1 2 0 1 2 2 13.95 0.00251 2 3 0 2 3 3 24.03 0.00054 1 1 0 1 1 1 13.95 0.00146 X X X X X X X 0 X X X X X X X 0 3 0.001128 0.001102 1 2 0 1 2 2 13.95 0.00688 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 21.71 0.0006 2 0.001869 0.003353 NADH-ubiquinone oxidoreductase B15 subunit 7 10
361 ENSG00000132507:ENSMUSG00000078812:ENSRNOG00000022209 EIF5A gi|169211223|ref|Xgi|169211223|ref|XP_001724624.1|;gi|4503545|ref|NP_001961.1| PREDICTED: similar to eukaryotic 184 20170 7 0 o Q 0 0 X X X X X X X 0 2 3 0 0 3 3 19.02 0.00038 X X X X X X X 0 4 57 0 0 57 57 32.61 0.00547 X X X X X X X 0 2 0.001463 0.002679 X X X X X X X 0 3 8 0 0 8 8 29.35 0.00098 X X X X X X X 0 7 60 0 0 60 60 51.63 0.00532 2 3 0 0 3 3 19.02 0.00063 3 0.001731 0.002428 18 131
362 ENSG00000138071:ENSMUSG00000020152:ENSRNOG00000004959 ACTR2 gi|5031571|ref|NP_gi|5031571|ref|NP_005713.1|;gi|53692187|ref|NP_001005386.1| actin-related protein 2 isoform b [H 394 44761 6.7 0 o Q 24 0 X X X X X X X 0 1 3 0 0 3 3 9.14 0.00018 X X X X X X X 0 4 46 0 0 46 46 23.1 0.00206 X X X X X X X 0 2 0.00056 0.001005 X X X X X X X 0 3 16 0 0 16 16 17.77 0.00091 X X X X X X X 0 5 128 0 0 128 128 24.11 0.0053 14 59 1 0 58 58.2 21.57 0.00567 3 0.002971 0.002932 Actin; An ubiquitous protein involved in the formation cytoskeleton protein binding; structural molecule 27 252
363 ENSG00000198191:NA:NA PGAM1 gi|4505753|ref|NP_gi|4505753|ref|NP_002620.1| phosphoglycerate mutase 1 (brain 254 28804 7.2 0 o Q 16 0 X X X X X X X 0 9 21 0 9 21 21 46.06 0.00193 X X X X X X X 0 5 18 0 5 18 18 33.86 0.00125 X X X X X X X 0 2 0.000795 0.000959 X X X X X X X 0 8 24 0 8 24 24 44.49 0.00212 X X X X X X X 0 6 92 0 6 92 92 44.49 0.00591 4 15 0 4 15 15 22.44 0.00227 3 0.002574 0.002454 Phosphoglycerate mutase 1 [Carbohydrate transport cytosol bisphosphoglycerate mutase activity; 32 170
364 ENSG00000177105:ENSMUSG00000073982:ENSRNOG00000020393 RHOG gi|46249393|ref|NPgi|46249393|ref|NP_001656.2| ras homolog gene family, membe 191 21308 8.1 0 o Q 28 0.015 X X X X X X X 0 3 8 0 3 8 8 28.8 0.00098 6 9 3 3 6 9 28.8 0.00885 3 6 0 3 6 6 26.18 0.00055 X X X X X X X 0 3 0.002596 0.00419 X X X X X X X 0 7 15 1 6 14 14.18 49.21 0.00167 X X X X X X X 0 3 10 0 3 10 10 24.61 0.00085 2 4 4 0 0 0 6.28 0 2 0.00063 0.000799 RhoG subfamily. RhoG is a GTPase with high intracellular; membrane GTP binding; GTPase activity [pmid 24 52
365 ENSG00000140988:NA:NA RPS2 gi|15055539|ref|NPgi|15055539|ref|NP_002943.2|;gi|169204454|ref|XP_001723754.1|;gi|169204456|ref|XP_001723757.1|;gi|169205506|ref|XP_001726570.1|;gi|169205508|ref|XP_001726571.1| ribosomal protein S2 [Homo sapie 293 31324 10.2 0 o Q 21 0 X X X X X X X 0 5 12 0 0 12 12 21.5 0.00096 X X X X X X X 0 3 13 0 0 13 13 16.04 0.00078 X X X X X X X 0 2 0.000435 0.000507 X X X X X X X 0 2 2 0 0 2 2 11.26 0.00015 X X X X X X X 0 3 138 0 0 138 138 11.95 0.00769 4 24 0 0 24 24 14.33 0.00314 3 0.002746 0.003598 Ribosomal protein S5, N-terminal domain; pfam00333 cytosolic small ribosomal subunit (sensu RNA binding [pmid 2308862]; structural 17 189
366 ENSG00000147955:ENSMUSG00000036078:ENSRNOG00000014604 OPRS1 gi|5032117|ref|NP_gi|5032117|ref|NP_005857.1| opioid receptor, sigma 1 isoform 1 223 25128 6 1 i9-31o S 24 0.981 X X X X X X X 0 3 7 0 3 7 7 28.25 0.00073 1 14 0 1 14 14 8.07 0.01179 1 1 0 1 1 1 14.8 7.9E-05 X X X X X X X 0 3 0.003152 0.005772 X X X X X X X 0 1 4 0 1 4 4 5.38 0.0004 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.56 0.00017 2 0.000144 0.000191 ERG2 and Sigma1 receptor like protein. This family endoplasmic reticulum; integral to plasma C-8 sterol isomerase activity; drug 7 27
367 ENSG00000093010:ENSMUSG00000000326:ENSRNOG00000001889 COMT gi|4502969|ref|NP_gi|4502969|ref|NP_000745.1|;gi|6466450|ref|NP_009294.1| catechol-O-methyltransferase isof 271 30037 5.5 1 i7-29o S 33 0.668 2 5 0 0 5 5 13.65 0.00299 8 31 0 0 31 31 52.4 0.00267 1 1 0 0 1 1 5.9 0.00069 8 15 0 0 15 15 49.45 0.00098 X X X X X X X 0 4 0.001833 0.001165 X X X X X X X 0 12 31 0 0 31 31 62.36 0.00257 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000642 0.001283 Predicted O-methyltransferase [General function integral to membrane; membrane; catechol O-methyltransferase activity; 31 83
368 ENSG00000196126:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB1 gi|4504411|ref|NP_gi|4504411|ref|NP_002115.1| major histocompatibility complex, 266 29914 7.7 1 o228-250i S 30 0.996 2 3 3 0 0 0.917 22.18 0.00056 4 27 27 0 0 0 29.32 0 5 8 5 1 3 8 24.06 0.00565 1 5 5 0 0 0 9.4 0 X X X X X X X 0 2 0.001552 0.002745 1 2 0 0 2 2 8.65 0.00334 4 35 35 0 0 0 29.32 0 X X X X X X X 0 2 5 5 0 0 1 19.17 6.1E-05 3 6 6 0 0 1.533 22.56 0.00022 3 0.000905 0.001624 Immunoglobulin domain constant region subfamily; integral to membrane; membrane [pmid MHC class II receptor activity [pmid 22 91
369 ENSG00000087088:ENSMUSG00000003873:ENSRNOG00000023330 BAX gi|20631958|ref|NPgi|20631958|ref|NP_620116.1|;gi|20631967|ref|NP_620119.1|;gi|20631973|ref|NP_620120.1|;gi|4757838|ref|NP_004315.1|BCL2-associated X protein isoform 192 21184 5.2 1 o169-188i Q 36 0 X X X X X X X 0 1 9 0 0 9 9 6.77 0.00109 1 6 0 0 6 6 10.42 0.00587 X X X X X X X 0 X X X X X X X 0 2 0.001741 0.002801 X X X X X X X 0 3 6 0 0 6 6 23.96 0.0007 X X X X X X X 0 1 1 0 0 1 1 6.77 8.5E-05 2 6 0 0 6 6 19.79 0.0012 3 0.000496 0.000563 Apoptosis regulator proteins, Bcl-2 family; pfam00452 integral to membrane; membrane protein binding [pmid 12732850] 8 28
370 ENSG00000204642:NA:NA HLA-F gi|149158698|ref|Ngi|149158698|ref|NP_061823.2|;gi|149158702|ref|NP_001091949.1| major histocompatibility complex, 346 39062 5.6 1 o305-327i S 22 1 1 2 2 0 0 0 4.91 0 8 74 59 0 15 30.55 36.42 0.00206 3 8 6 0 2 5 15.32 0.00271 6 26 12 0 14 20.22 32.08 0.00103 X X X X X X X 0 3 0.001452 0.00119 X X X X X X X 0 9 105 84 0 21 54.28 41.33 0.00352 X X X X X X X 0 3 4 1 0 3 3.2 20.23 0.00015 X X X X X X X 0 2 0.000918 0.001736 30 219
371 NA:ENSMUSG00000057262:NA RPL15 gi|15431293|ref|NPgi|15431293|ref|NP_002939.2|;gi|169169711|ref|XP_001725140.1| ribosomal protein L15 [Homo sap 204 24146 11.6 0 o Q 28 0 X X X X X X X 0 6 14 0 0 14 14 28.92 0.0016 X X X X X X X 0 4 12 0 0 12 12 25 0.00104 X X X X X X X 0 2 0.00066 0.000796 X X X X X X X 0 6 36 0 0 36 36 26.47 0.00396 X X X X X X X 0 4 34 0 0 34 34 25 0.00272 2 2 0 0 2 2 11.76 0.00038 3 0.001764 0.001895 Ribosomal protein L15E [Translation, ribosomal intracellular; ribosome structural constituent of ribosome 22 98
372 ENSG00000134419:ENSMUSG00000008683:NA RPS15A gi|71772415|ref|NPgi|71772415|ref|NP_001025180.1| ribosomal protein S15a [Homo sa 130 14839 10.1 0 o Q 18 0 X X X X X X X 0 2 6 0 2 6 6 26.15 0.00108 X X X X X X X 0 1 3 0 1 3 3 10.77 0.00041 X X X X X X X 0 2 0.000371 0.000508 X X X X X X X 0 1 12 0 1 12 12 10.77 0.00207 X X X X X X X 0 2 34 0 2 34 34 26.15 0.00427 3 6 0 3 6 6 13.08 0.00177 3 0.002028 0.001751 30S ribosomal protein S8P; PRK04034 cytosolic small ribosomal subunit (sensu protein binding [pmid 14667819]; 9 61
373 ENSG00000103187:ENSMUSG00000031827:ENSRNOG00000016257 COTL1 gi|21624607|ref|NPgi|21624607|ref|NP_066972.1| coactosin-like 1 [Homo sapiens] 142 15945 5.7 0 o Q 24 0 X X X X X X X 0 1 7 0 1 7 7 11.27 0.00115 X X X X X X X 0 2 5 0 2 5 5 30.28 0.00062 X X X X X X X 0 2 0.000443 0.000555 X X X X X X X 0 3 10 0 3 10 10 38.73 0.00158 X X X X X X X 0 3 43 0 3 43 43 29.58 0.00494 3 4 0 3 4 4 16.9 0.00108 3 0.001901 0.002132 Actin depolymerisation factor/cofilin -like domains; cytoskeleton; intracellular actin binding [pmid 11583571]; enzyme 12 69
374 ENSG00000132341:ENSMUSG00000028287:ENSRNOG00000031013 RAN gi|5453555|ref|NP_gi|5453555|ref|NP_006316.1| ras-related nuclear protein [Homo 216 24423 7.5 0 o Q 23 0.004 X X X X X X X 0 1 3 0 1 3 3 8.33 0.00032 X X X X X X X 0 4 20 0 4 20 20 18.06 0.00164 X X X X X X X 0 2 0.00049 0.000779 X X X X X X X 0 2 13 0 2 13 13 8.8 0.00135 X X X X X X X 0 4 46 0 4 46 46 19.44 0.00348 5 14 0 5 14 14 12.5 0.00249 3 0.001828 0.001497 Ran (Ras-related nuclear proteins) /TC4 subfamily of chromatin [pmid 1961752]; cytoplasm [pmid androgen receptor binding [pmid 16 96
375 ENSG00000124614:NA:NA RPS10 gi|4506679|ref|NP_gi|4506679|ref|NP_001005.1| ribosomal protein S10 [Homo sap 165 18898 10.2 0 o Q 24 0.001 X X X X X X X 0 2 9 0 2 9 9 14.55 0.00127 X X X X X X X 0 3 13 0 3 13 13 24.24 0.00139 X X X X X X X 0 2 0.000666 0.000771 X X X X X X X 0 3 6 0 3 6 6 23.64 0.00082 X X X X X X X 0 3 36 0 3 36 36 27.88 0.00356 3 6 0 3 6 6 21.82 0.0014 3 0.001443 0.001523 Plectin/S10 domain. This presumed domain is found cytosolic small ribosomal subunit (sensu RNA binding [pmid 7772601]; structural 14 70
376 ENSG00000110917:ENSMUSG00000048578:ENSRNOG00000021725 MLEC; KIAA0152 gi|7661948|ref|NP_gi|7661948|ref|NP_055545.1| malectin precursor ; hypothetical 292 32234 5.4 1 o271-290i S 29 0.998 X X X X X X X 0 5 9 0 5 9 9 23.97 0.00072 2 10 0 2 10 10 5.82 0.00643 2 2 0 2 2 2 10.27 0.00012 X X X X X X X 0 3 0.001819 0.003093 X X X X X X X 0 10 20 0 10 20 20 31.51 0.00154 X X X X X X X 0 2 2 0 2 2 2 14.38 0.00011 X X X X X X X 0 2 0.000412 0.000752 Di-glucose binding within endoplasmic reticulum integral to membrane; membrane 21 43
377 NA:ENSMUSG00000069117:ENSRNOG00000032484 LOC100130553 gi|169168597|ref|Xgi|169168597|ref|XP_001713710.1| PREDICTED: hypothetical protein 152 17719 11 0 o Q 42 0 1 2 0 1 2 2 7.24 0.00213 2 6 0 2 6 6 11.18 0.00092 2 5 0 2 5 5 7.89 0.00618 1 1 0 1 1 1 5.92 0.00012 X X X X X X X 0 4 0.002338 0.002693 X X X X X X X 0 3 6 0 3 6 6 18.42 0.00089 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000221 0.000443 9 20
378 ENSG00000015475:ENSMUSG00000004446:ENSRNOG00000012439 BID gi|37574726|ref|NPgi|37574726|ref|NP_932070.1|;gi|4557361|ref|NP_001187.1|BH3 interacting domain death ago 241 26836 7.1 0 o Q 34 0.451 2 4 0 0 4 4 12.45 0.00269 2 3 0 0 3 3 12.45 0.00029 X X X X X X X 0 2 9 0 0 9 9 17.84 0.00066 X X X X X X X 0 3 0.00091 0.001218 1 2 0 0 2 2 6.22 0.00368 1 2 0 0 2 2 6.22 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000967 0.001813 BH3 interacting domain (BID). BID is a member of the cytoplasm; cytosol [pmid 8918887]; death receptor binding [pmid 8918887]; 8 20
379 ENSG00000035403:ENSMUSG00000021823:ENSRNOG00000010765 VCL gi|4507877|ref|NP_gi|4507877|ref|NP_003364.1|;gi|7669550|ref|NP_054706.1| vinculin isoform VCL [Homo sapie 1066 116722 6.1 0 o Q 19 0 13 41 0 0 41 41 17.45 0.00624 5 8 0 0 8 8 10.13 0.00018 X X X X X X X 0 4 6 0 0 6 6 7.41 9.9E-05 X X X X X X X 0 3 0.001628 0.003074 2 4 0 0 4 4 3 0.00167 3 10 0 0 10 10 6.57 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000469 0.000804 Vinculin family; pfam01044 actin cytoskeleton; adherens junction; cell- actin binding [pmid 7816144]; alpha- 27 69
380 ENSG00000163541:ENSMUSG00000052738:ENSRNOG00000005587 SUCLG1 gi|109452591|ref|Ngi|109452591|ref|NP_003840.2| succinate-CoA ligase, GDP-formi 346 36250 8.8 0 o S 25 0.778 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.89 0.00109 2 3 0 2 3 3 11.27 0.00015 X X X X X X X 0 2 0.00031 0.000522 X X X X X X X 0 1 1 0 1 1 1 4.62 6.5E-05 X X X X X X X 0 1 1 0 1 1 1 6.94 4.7E-05 7 67 0 7 67 67 19.08 0.00743 3 0.001886 0.003698 12 74
381 ENSG00000179218:ENSMUSG00000003814:ENSRNOG00000003029 CALR gi|4757900|ref|NP_gi|4757900|ref|NP_004334.1| calreticulin precursor [Homo sapie 417 48142 4.4 0 o S 18 1 X X X X X X X 0 7 14 0 7 14 14 32.61 0.00078 X X X X X X X 0 9 40 0 9 40 40 32.61 0.00169 X X X X X X X 0 2 0.000619 0.000806 X X X X X X X 0 6 28 0 6 28 28 27.58 0.00151 X X X X X X X 0 9 62 0 9 62 62 44.84 0.00243 5 17 0 5 17 17 13.19 0.00156 3 0.001374 0.001008 Calreticulin family; pfam00262 cytosol [pmid 11149926]; endoplasmic calcium ion binding [pmid 11149926]; 36 161
382 ENSG00000143401:ENSMUSG00000015749:ENSRNOG00000021168 ANP32E gi|13569879|ref|NPgi|13569879|ref|NP_112182.1| acidic (leucine-rich) nuclear phosp 268 30692 3.8 0 o Q 0 0 X X X X X X X 0 2 7 0 2 7 7 12.69 0.00061 X X X X X X X 0 4 22 0 4 22 22 24.63 0.00145 X X X X X X X 0 2 0.000515 0.000686 X X X X X X X 0 2 3 0 2 3 3 7.09 0.00025 X X X X X X X 0 3 31 0 3 31 31 13.43 0.00189 9 27 0 9 27 27 26.49 0.00387 3 0.001502 0.001786 cytoplasmic membrane-bound vesicle; phosphatase inhibitor activity; 20 90
383 ENSG00000136026:ENSMUSG00000046841:ENSRNOG00000008016 CKAP4 gi|19920317|ref|NPgi|19920317|ref|NP_006816.2| cytoskeleton-associated protein 4 602 66023 5.9 1 i109-131o Q 24 0 11 21 0 11 21 21 25.08 0.00566 4 9 0 4 9 9 10.3 0.00035 X X X X X X X 0 2 2 0 2 2 2 6.64 5.9E-05 X X X X X X X 0 3 0.001516 0.002765 2 2 0 2 2 2 7.31 0.00147 4 9 0 4 9 9 9.63 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000453 0.0007 Chromosome segregation ATPases [Cell division and integral to membrane [pmid 8314870]; 23 43
384 ENSG00000204632:NA:NA HLA-A29.1 gi|169168595|ref|Xgi|169168595|ref|XP_001713697.1| major histocompatibility complex, 365 40789 6.7 1 o308-330i S 25 1 3 7 7 0 0 0 15.07 0 14 124 115 5 9 71.55 50.96 0.00457 9 39 39 0 0 2 17.81 0.00103 6 50 50 0 0 3 31.78 0.00015 X X X X X X X 0 3 0.001437 0.002139 1 6 6 0 0 0 3.84 0 9 147 144 1 3 28.92 42.47 0.00178 X X X X X X X 0 2 29 29 0 0 0 8.49 0 3 4 3 0 1 1.75 8.77 0.00018 2 0.00049 0.000863 47 406
385 ENSG00000109919:ENSMUSG00000027282:ENSRNOG00000008682 MTCH2 gi|7657347|ref|NP_gi|7657347|ref|NP_055157.1| mitochondrial carrier homolog 2 [H 303 33331 8 0 o Q 19 0.468 3 3 0 3 3 3 15.18 0.00161 5 22 0 5 22 22 25.41 0.00169 X X X X X X X 0 2 3 0 2 3 3 12.21 0.00017 X X X X X X X 0 3 0.000869 0.000905 X X X X X X X 0 5 26 0 5 26 26 29.04 0.00193 X X X X X X X 0 X X X X X X X 0 2 12 0 2 12 12 5.28 0.00152 2 0.000861 0.001008 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding 17 66
386 ENSG00000101558:ENSMUSG00000024091:ENSRNOG00000014765 VAPA gi|94721252|ref|NPgi|94721252|ref|NP_919415.2| vesicle-associated membrane pro 249 27893 8.6 1 o226-248i Q 18 0 2 3 0 2 3 3 10.44 0.00195 12 30 1 10 29 29.91 52.61 0.0028 X X X X X X X 0 1 1 0 1 1 1 6.83 7.1E-05 X X X X X X X 0 3 0.001207 0.001396 X X X X X X X 0 5 24 0 5 24 24 17.67 0.00216 X X X X X X X 0 2 4 0 2 4 4 10.04 0.00026 X X X X X X X 0 2 0.000606 0.001045 MSP (Major sperm protein) domain. Major sperm integral to membrane; membrane signal transducer activity [pmid 22 62
387 ENSG00000083845:ENSMUSG00000012848:ENSRNOG00000019453 RPS5 gi|13904870|ref|NPgi|13904870|ref|NP_001000.2| ribosomal protein S5 [Homo sapie 204 22876 9.7 0 o Q 15 0 X X X X X X X 0 3 8 0 3 8 8 14.22 0.00091 X X X X X X X 0 2 17 0 2 17 17 13.73 0.00147 X X X X X X X 0 2 0.000597 0.000726 X X X X X X X 0 4 9 0 4 9 9 27.94 0.00099 X X X X X X X 0 2 39 0 2 39 39 16.67 0.00312 2 4 0 2 4 4 11.27 0.00075 3 0.001216 0.001338 30S ribosomal protein S7P; PRK04027 cytosolic small ribosomal subunit (sensu RNA binding [pmid 7772601]; structural 13 77
388 ENSG00000185236:ENSMUSG00000077450:ENSRNOG00000007648 RAB11B gi|4758986|ref|NP_gi|4758986|ref|NP_004209.1| RAB11B, member RAS oncogene 218 24574 6.2 0 o Q 24 0 X X X X X X X 0 6 30 17 1 13 28.79 34.86 0.00308 1 1 0 0 1 1 5.5 0.00086 3 12 7 1 5 12 27.98 0.00097 X X X X X X X 0 3 0.001228 0.001309 X X X X X X X 0 6 14 9 1 5 14 34.86 0.00144 X X X X X X X 0 2 12 3 1 9 12 23.39 0.0009 X X X X X X X 0 2 0.000585 0.000711 Rab11-like. Rab11a, Rab11b, and Rab25 are closely membrane GTP binding; GTPase activity [pmid 18 69
389 ENSG00000188529:NA:NA LOC642558 gi|169161109|ref|Xgi|169161109|ref|XP_001714031.1|;gi|169161980|ref|XP_001713894.1| PREDICTED: hypothetical protein 183 22222 10.3 0 o Q 24 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 21.31 0.00039 1 2 0 0 2 2 8.74 0.00445 2 9.65E-05 0.000193 X X X X X X X 0 1 4 0 0 4 4 8.74 0.00049 X X X X X X X 0 3 5 0 0 5 5 25.68 0.00045 1 3 0 0 3 3 8.74 0.00063 3 0.000391 0.000272 8 18
390 ENSG00000111229:ENSMUSG00000029465:ENSRNOG00000008673 ARPC3 gi|5031597|ref|NP_gi|5031597|ref|NP_005710.1| actin related protein 2/3 complex 178 20547 8.6 0 o Q 27 0.001 X X X X X X X 0 2 2 0 2 2 2 13.48 0.00026 X X X X X X X 0 4 23 0 4 23 23 34.27 0.00228 X X X X X X X 0 2 0.000636 0.001104 X X X X X X X 0 1 1 0 1 1 1 14.61 0.00013 X X X X X X X 0 1 2 0 1 2 2 7.3 0.00018 5 19 0 5 19 19 29.21 0.0041 3 0.001102 0.001999 P21-ARC (ARP2/3 complex 21 kDa subunit). The Arp2/3 protein complex [pmid 9230079] structural constituent of cytoskeleton 13 47
391 ENSG00000159348:ENSMUSG00000026456:ENSRNOG00000003973 CYB5R1 gi|49574502|ref|NPgi|49574502|ref|NP_057327.2| NAD(P)H:quinone oxidoreductase 305 34095 9.4 1 i7-29o S 27 0.809 X X X X X X X 0 5 12 0 5 12 12 26.89 0.00092 1 8 0 1 8 8 7.54 0.00493 1 1 0 1 1 1 5.25 5.8E-05 X X X X X X X 0 3 0.001476 0.002339 X X X X X X X 0 6 18 0 6 18 18 31.48 0.00132 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 10.49 0.00025 2 0.000394 0.000631 Oxidoreductase NAD-binding domain. Xanthine oxidoreductase activity 15 41
392 ENSG00000101294:ENSMUSG00000019188:ENSRNOG00000007738 HM13 gi|23308607|ref|NPgi|23308607|ref|NP_110416.1| minor histocompatibility antigen 1 377 41488 6.4 7 o32-54i75-97o10A 58 0.015 X X X X X X X 0 2 4 0 2 4 4 9.02 0.00025 3 3 0 3 3 3 7.96 0.0015 X X X X X X X 0 X X X X X X X 0 2 0.000436 0.000716 X X X X X X X 0 1 3 0 1 3 3 6.37 0.00018 1 3 0 1 3 3 2.92 0.00556 X X X X X X X 0 1 1 0 1 1 1 3.18 0.0001 3 7.01E-05 8.68E-05 Signal peptide peptidase. The members of this family endoplasmic reticulum; integral to D-alanyl-D-alanine endopeptidase 8 14
393 ENSG00000100448:ENSMUSG00000040314:NA CTSG gi|4503149|ref|NP_gi|4503149|ref|NP_001902.1| cathepsin G preproprotein [Homo 255 28837 11.2 0 o S 19 1 3 6 0 3 6 6 7.84 0.00382 6 14 0 6 14 14 31.76 0.00128 X X X X X X X 0 1 1 0 1 1 1 3.14 6.9E-05 X X X X X X X 0 3 0.001291 0.001783 1 1 0 1 1 1 7.06 0.00174 2 2 0 2 2 2 15.29 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000479 0.000845 Trypsin-like serine protease; Many of these are insoluble fraction cathepsin G activity [pmid 2569462]; 13 24
394 ENSG00000063177:ENSMUSG00000059070:ENSRNOG00000024007 RPL18 gi|4506607|ref|NP_gi|4506607|ref|NP_000970.1| ribosomal protein L18 [Homo sap 188 21634 11.7 0 o Q 0 0 X X X X X X X 0 2 9 0 2 9 9 13.83 0.00112 X X X X X X X 0 1 6 0 1 6 6 6.91 0.00056 X X X X X X X 0 2 0.00042 0.000535 X X X X X X X 0 2 10 0 2 10 10 13.83 0.00119 1 1 0 1 1 1 6.91 0.00372 1 6 0 1 6 6 6.91 0.00052 X X X X X X X 0 3 0.000429 0.000566 Ribosomal protein L18E [Translation, ribosomal cytosolic large ribosomal subunit (sensu RNA binding [pmid 8218404]; structural 7 32
395 ENSG00000057252:ENSMUSG00000026600:ENSRNOG00000004111 SOAT1 gi|49533617|ref|NPgi|49533617|ref|NP_003092.4| sterol O-acyltransferase (acyl-Coe 550 64735 8.9 8 i140-162o184-20Q 0 0 1 3 0 1 3 3 2.36 0.00088 4 7 0 4 7 7 13.64 0.0003 X X X X X X X 0 2 2 0 2 2 2 8.18 6.4E-05 X X X X X X X 0 3 0.000311 0.000403 2 5 0 2 5 5 2.55 0.00404 2 6 0 2 6 6 8.18 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00107 0.00198 Acyl-CoA cholesterol acyltransferase [Lipid endoplasmic reticulum [pmid 8407899]; acyltransferase activity [pmid 8407899]; 11 23
396 ENSG00000166562:ENSMUSG00000024516:ENSRNOG00000017036 SEC11C gi|15150809|ref|NPgi|15150809|ref|NP_150596.1| SEC11-like 3 [Homo sapiens] 192 21542 9.2 1 i34-56o Q 16 0.119 1 2 0 1 2 2 10.42 0.00169 1 2 0 1 2 2 10.42 0.00024 X X X X X X X 0 1 2 0 1 2 2 10.94 0.00018 X X X X X X X 0 3 0.000529 0.00078 1 1 0 1 1 1 10.42 0.00231 3 12 0 3 12 12 17.71 0.0014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000929 0.001135 Signal peptidase I [Intracellular trafficking and endoplasmic reticulum; integral to serine-type peptidase activity 7 19
397 ENSG00000214754:ENSMUSG00000034120:ENSRNOG00000000248 SFRS2 gi|47271443|ref|NPgi|47271443|ref|NP_003007.2| splicing factor, arginine/serine-rich 221 25476 11.9 0 o Q 0 0 X X X X X X X 0 3 9 0 3 9 9 16.29 0.00095 X X X X X X X 0 1 1 0 1 1 1 4.98 8E-05 X X X X X X X 0 2 0.000257 0.000463 1 2 0 1 2 2 4.98 0.00402 2 10 0 2 10 10 12.67 0.00102 X X X X X X X 0 1 9 0 1 9 9 4.98 0.00066 X X X X X X X 0 3 0.001424 0.001779 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus [pmid 15652350]; PML body [pmid nucleotide binding; protein binding [pmid 8 31
398 ENSG00000197561:ENSMUSG00000020125:ENSRNOG00000033685 ELA2 gi|4503549|ref|NP_gi|4503549|ref|NP_001963.1| elastase 2, neutrophil preproprote 267 28518 9.3 1 i7-26o S 28 0.999 X X X X X X X 0 4 17 0 4 17 17 30.71 0.00149 X X X X X X X 0 3 18 0 3 18 18 26.97 0.00119 X X X X X X X 0 2 0.000669 0.000782 1 1 0 1 1 1 3.75 0.00166 2 7 0 2 7 7 20.97 0.00059 X X X X X X X 0 X X X X X X X 0 1 7 0 1 7 7 4.12 0.00101 3 0.000814 0.0007 Trypsin-like serine protease; Many of these are cell surface [pmid 12114510]; extracellular bacterial binding [pmid 14705961]; 11 50
399 ENSG00000144867:ENSMUSG00000032553:NA SRPRB gi|14917113|ref|NPgi|14917113|ref|NP_067026.2| signal recognition particle recepto 271 29651 9 1 i37-54o A 60 0 1 2 0 1 2 2 5.17 0.0012 6 16 0 6 16 16 28.04 0.00138 X X X X X X X 0 2 5 0 2 5 5 7.75 0.00033 X X X X X X X 0 3 0.000725 0.000667 X X X X X X X 0 4 19 0 4 19 19 19.19 0.00157 X X X X X X X 0 X X X X X X X 0 2 9 0 2 9 9 10.7 0.00127 2 0.000712 0.000831 Signal recognition particle receptor, beta subunit (SR- endoplasmic reticulum; integral to GTP binding; nucleotide binding; 15 51
400 ENSG00000212875:ENSMUSG00000064351:ENSRNOG00000034234 MT-CO1 gi|17981855|ref|NPgi|17981855|ref|NP_536845.1| cytochrome c oxidase subunit I [H 513 57041 6.7 12 i20-42o57-79i100A 31 0.208 X X X X X X X 0 1 3 0 1 3 3 6.04 0.00014 5 17 0 5 17 17 7.8 0.00623 1 1 0 1 1 1 6.04 3.4E-05 X X X X X X X 0 3 0.001599 0.003085 X X X X X X X 0 1 3 0 1 3 3 6.04 0.00013 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 8.77 0.00045 2 0.000145 0.000212 Cytochrome C oxidase subunit I; cd01663 12 30
401 ENSG00000004059:ENSMUSG00000020440:ENSRNOG00000007806 ARF5 gi|4502209|ref|NP_gi|4502209|ref|NP_001653.1| ADP-ribosylation factor 5 [Homo s 180 20530 6.8 0 o Q 15 0.054 1 2 0 0 2 2 11.67 0.0018 3 10 9 1 1 1.925 41.11 0.00025 X X X X X X X 0 3 14 14 0 0 0 27.78 0 X X X X X X X 0 2 0.000513 0.000867 X X X X X X X 0 4 13 9 2 4 5.029 53.33 0.00063 X X X X X X X 0 4 24 23 1 1 1.251 32.22 0.00011 8 22 16 3 6 15.6 30 0.00333 3 0.001017 0.001564 Arf1-Arf5-like subfamily. This subfamily contains Arf1, intracellular GTP binding; GTPase activity [pmid 23 85
402 ENSG00000182754:NA:NA RPL9P7 gi|67944630|ref|NPgi|67944630|ref|NP_001020092.1| ribosomal protein L9 [Homo sapie 192 21863 10 0 o Q 0 0 X X X X X X X 0 2 7 0 2 7 7 18.75 0.00085 X X X X X X X 0 4 10 0 4 10 10 33.85 0.00092 X X X X X X X 0 2 0.000443 0.000512 X X X X X X X 0 3 12 0 3 12 12 31.25 0.0014 X X X X X X X 0 3 25 0 3 25 25 25 0.00213 3 4 0 3 4 4 13.54 0.0008 3 0.001082 0.000902 50S ribosomal protein L6P; PRK05518 intracellular; ribosome [pmid 8597601] RNA binding [pmid 8597601]; structural 15 58
403 ENSG00000114779:ENSMUSG00000042073:ENSRNOG00000012073 ABHD14B gi|14249382|ref|NPgi|14249382|ref|NP_116139.1| abhydrolase domain containing 14 210 22346 6.4 0 o Q 27 0.002 X X X X X X X 0 2 7 0 2 7 7 11.43 0.00078 X X X X X X X 0 1 4 0 1 4 4 12.38 0.00034 X X X X X X X 0 2 0.000278 0.000369 X X X X X X X 0 1 1 0 1 1 1 12.38 0.00011 X X X X X X X 0 1 4 0 1 4 4 12.38 0.00031 4 27 0 4 27 27 18.57 0.00494 3 0.001338 0.002402 Predicted hydrolases or acyltransferases (alpha/beta nucleus 9 43
404 ENSG00000100028:ENSMUSG00000020180:ENSRNOG00000017363 SNRPD3 gi|4759160|ref|NP_gi|4759160|ref|NP_004166.1| small nuclear ribonucleoprotein po 126 13916 10.3 0 o Q 16 0.015 X X X X X X X 0 1 3 0 1 3 3 16.67 0.00056 X X X X X X X 0 2 2 0 2 2 2 23.81 0.00028 X X X X X X X 0 2 0.000209 0.000266 1 1 0 1 1 1 7.94 0.00352 1 8 0 1 8 8 16.67 0.00142 X X X X X X X 0 1 5 0 1 5 5 16.67 0.00065 X X X X X X X 0 3 0.001399 0.001531 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; ribonucleoprotein complex protein binding [pmid 15231747] 6 19
405 ENSG00000104388:ENSMUSG00000047187:ENSRNOG00000005963 RAB2A gi|4506365|ref|NP_gi|4506365|ref|NP_002856.1| RAB2A, member RAS oncogene 212 23546 6.5 0 o Q 19 0.002 3 4 2 1 2 4 22.17 0.00306 5 12 9 1 3 8.4 31.13 0.00092 X X X X X X X 0 1 1 0 1 1 1 6.6 8.3E-05 X X X X X X X 0 3 0.001017 0.001424 X X X X X X X 0 5 17 15 1 2 17 33.02 0.0018 X X X X X X X 0 1 1 0 0 1 1 5.66 7.7E-05 X X X X X X X 0 2 0.000469 0.000887 Rab2 subfamily. Rab2 is localized on cis-Golgi endoplasmic reticulum GTP binding; nucleotide binding 15 35
406 ENSG00000168374:ENSMUSG00000021877:ENSRNOG00000012623 ARF4 gi|4502205|ref|NP_gi|4502205|ref|NP_001651.1| ADP-ribosylation factor 4 [Homo s 180 20511 7.2 0 o Q 15 0.021 1 2 0 0 2 2 11.67 0.0018 4 10 8 2 2 3.6 43.33 0.00047 X X X X X X X 0 3 14 14 0 0 0 27.78 0 X X X X X X X 0 2 0.000567 0.000852 X X X X X X X 0 5 16 9 2 7 8.8 46.11 0.0011 X X X X X X X 0 6 33 22 2 11 13.63 47.78 0.00124 6 18 16 1 2 5.2 27.22 0.00111 3 0.00086 0.000577 Arf1-Arf5-like subfamily. This subfamily contains Arf1, intracellular enzyme activator activity; GTP binding; 25 93
407 ENSG00000204628:ENSMUSG00000020372:ENSRNOG00000002390 GNB2L1 gi|5174447|ref|NP_gi|5174447|ref|NP_006089.1| guanine nucleotide binding protei 317 35077 7.7 0 o Q 34 0 X X X X X X X 0 4 16 0 4 16 16 27.76 0.00118 X X X X X X X 0 5 26 0 5 26 26 32.81 0.00145 X X X X X X X 0 2 0.000657 0.000766 X X X X X X X 0 7 10 0 7 10 10 37.22 0.00071 X X X X X X X 0 9 33 0 9 33 33 54.89 0.0017 2 4 0 2 4 4 5.68 0.00048 3 0.000723 0.000715 WD40 domain, found in a number of eukaryotic cytoplasm [pmid 11256614] protein kinase C binding; receptor 27 89
408 ENSG00000139921:ENSMUSG00000021072:ENSRNOG00000007318 TXNDC1 gi|151101292|ref|Ngi|151101292|ref|NP_110382.3| thioredoxin domain containing 1 [ 280 31791 5 3 o4-23i139-161o1S 27 1 1 2 0 1 2 2 6.43 0.00116 6 13 0 6 13 13 25 0.00108 2 5 0 2 5 5 11.43 0.00335 2 4 0 2 4 4 11.43 0.00025 X X X X X X X 0 4 0.001462 0.001327 X X X X X X X 0 6 10 0 6 10 10 23.21 0.0008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.0002 0.000401 17 34
409 ENSG00000185896:ENSMUSG00000031447:ENSRNOG00000019629 LAMP1 gi|112380628|ref|Ngi|112380628|ref|NP_005552.3| lysosomal-associated membrane 417 44882 8.7 2 i11-33o384-406i S 29 1 1 3 0 1 3 3 5.04 0.00117 2 10 0 2 10 10 5.04 0.00056 X X X X X X X 0 2 13 0 2 13 13 5.04 0.00055 X X X X X X X 0 3 0.000569 0.000477 1 2 0 1 2 2 3.84 0.00213 2 14 0 2 14 14 5.04 0.00075 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000721 0.001004 8 42
410 ENSG00000171564:ENSMUSG00000033831:ENSRNOG00000007092 FGB gi|70906435|ref|NPgi|70906435|ref|NP_005132.2| fibrinogen, beta chain preproprote 491 55928 8.3 0 o S 33 0.999 X X X X X X X 0 15 59 0 15 59 59 39.92 0.0028 X X X X X X X 0 4 11 0 4 11 11 14.66 0.0004 X X X X X X X 0 2 0.0008 0.001348 X X X X X X X 0 8 19 0 8 19 19 27.29 0.00087 X X X X X X X 0 3 4 0 3 4 4 15.48 0.00013 4 10 0 4 10 10 12.83 0.00078 3 0.000446 0.000443 Fibrinogen-related domains (FReDs); C terminal extracellular region [pmid 14718574]; 34 103
411 ENSG00000138385:ENSMUSG00000068882:ENSRNOG00000011606 SSB gi|10835067|ref|NPgi|10835067|ref|NP_003133.1| autoantigen La [Homo sapiens] 408 46837 7.1 0 o Q 0 0 X X X X X X X 0 4 7 0 4 7 7 15.2 0.0004 X X X X X X X 0 7 11 0 7 11 11 22.79 0.00048 X X X X X X X 0 2 0.000219 0.000255 X X X X X X X 0 6 12 0 6 12 12 22.06 0.00066 X X X X X X X 0 7 49 0 7 49 49 24.51 0.00196 6 28 0 6 28 28 12.99 0.00263 3 0.001314 0.001199 RNA binding motif. This domain is found in protein La cytoplasm; nucleus; ribonucleoprotein mRNA binding [pmid 9154801]; 30 107
412 ENSG00000150753:ENSMUSG00000022234:ENSRNOG00000011632 CCT5 gi|24307939|ref|NPgi|24307939|ref|NP_036205.1| chaperonin containing TCP1, sub 541 59671 5.6 0 o Q 16 0 X X X X X X X 0 4 12 0 4 12 12 17.19 0.00052 X X X X X X X 0 6 26 0 6 26 26 26.25 0.00085 X X X X X X X 0 2 0.000342 0.000417 X X X X X X X 0 4 9 0 4 9 9 17.19 0.00037 X X X X X X X 0 7 93 0 7 93 93 28.65 0.00281 3 12 0 3 12 12 2.59 0.00085 3 0.001008 0.001248 TCP-1 (CTT or eukaryotic type II) chaperonin family, ATP binding; nucleotide binding; 24 152
413 ENSG00000099797:ENSMUSG00000031708:ENSRNOG00000018935 GPSN2 gi|24475816|ref|NPgi|24475816|ref|NP_612510.1| glycoprotein, synaptic 2 [Homo sa 308 36034 9.4 4 i85-107o165-184Q 0 0 X X X X X X X 0 7 22 0 7 22 22 22.73 0.00167 X X X X X X X 0 3 8 0 3 8 8 13.31 0.00046 X X X X X X X 0 2 0.000531 0.000787 X X X X X X X 0 8 30 0 8 30 30 23.38 0.00219 X X X X X X X 0 1 2 0 1 2 2 3.9 0.00011 2 2 0 2 2 2 5.52 0.00025 3 0.000635 0.001038 Tsc13_N N-terminal domain of Tsc13. Tsc13 is an integral to membrane; membrane 21 64
414 ENSG00000112081:ENSMUSG00000078134:ENSRNOG00000000520 SFRS3 gi|4506901|ref|NP_gi|4506901|ref|NP_003008.1| splicing factor, arginine/serine-rich 164 19330 11.6 0 o Q 0 0 X X X X X X X 0 3 5 3 2 2 3.5 28.05 0.0005 X X X X X X X 0 1 2 0 0 2 2 8.54 0.00022 1 1 0 0 1 1 8.54 0.00248 3 0.000178 0.000236 1 2 2 0 0 0 8.54 0 5 12 4 4 8 9.684 32.32 0.00132 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.8 0.00047 2 0.000448 0.000625 RNA recognition motif; smart00360 nucleus nucleotide binding; protein binding [pmid 12 24
415 ENSG00000158864:ENSMUSG00000013593:ENSRNOG00000038372 NDUFS2 gi|4758786|ref|NP_gi|4758786|ref|NP_004541.1| NADH dehydrogenase (ubiquinon 463 52546 7.6 0 o S 16 0.899 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 7.99 0.00031 1 3 0 1 3 3 2.16 0.00264 2 7.63E-05 0.000153 X X X X X X X 0 1 4 0 1 4 4 2.59 0.00019 X X X X X X X 0 4 5 0 4 5 5 17.93 0.00018 3 14 0 3 14 14 8.64 0.00116 3 0.000383 0.000526 NADH:ubiquinone oxidoreductase 49 kD subunit 7 membrane fraction; mitochondrion 4 iron, 4 sulfur cluster binding; iron ion 11 34
416 ENSG00000155366:NA:NA RHOC gi|111494251|ref|Ngi|111494251|ref|NP_001036144.1| ras homolog gene family, membe 193 22006 6.6 0 o Q 23 0.009 X X X X X X X 0 6 11 7 2 4 6.095 58.55 0.00074 4 9 9 0 0 2.417 20.73 0.00235 4 22 18 2 4 10.83 35.23 0.00099 X X X X X X X 0 3 0.00102 0.000983 X X X X X X X 0 3 13 12 1 1 2.714 24.35 0.00032 X X X X X X X 0 5 35 35 0 0 0 39.9 0 3 6 6 0 0 3 23.32 0.0006 2 0.000228 0.000287 25 96
417 ENSG00000005961:ENSMUSG00000034664:ENSRNOG00000022071 ITGA2B gi|88758615|ref|NPgi|88758615|ref|NP_000410.2| integrin alpha 2b preproprotein [H 1039 113377 5.4 1 o997-1019i S 32 1 8 23 0 8 23 23 14.44 0.00359 10 20 0 10 20 20 16.46 0.00045 X X X X X X X 0 7 13 0 7 13 13 11.65 0.00022 X X X X X X X 0 3 0.001065 0.001693 X X X X X X X 0 7 19 0 7 19 19 12.32 0.00041 X X X X X X X 0 X X X X X X X 0 7 9 0 7 9 9 6.26 0.00033 2 0.000186 0.000217 Integrin alpha. This domain is found in integrin alpha integrin complex; membrane calcium ion binding; identical protein 39 84
418 ENSG00000124783:ENSMUSG00000021427:ENSRNOG00000014165 SSR1 gi|4507237|ref|NP_gi|4507237|ref|NP_003135.1| signal sequence receptor, alpha [ 286 32183 4.5 1 o207-229i S 21 0.982 X X X X X X X 0 3 21 0 3 21 21 24.13 0.00171 X X X X X X X 0 1 2 0 1 2 2 5.24 0.00012 X X X X X X X 0 2 0.000459 0.000838 X X X X X X X 0 2 26 0 2 26 26 14.34 0.00204 X X X X X X X 0 1 7 0 1 7 7 5.24 0.0004 1 1 0 1 1 1 4.2 0.00013 3 0.000643 0.000946 Translocon-associated protein (TRAP), alpha subunit; endoplasmic reticulum [pmid 8050590]; calcium ion binding; signal sequence 8 57
419 ENSG00000198502:ENSMUSG00000060586:ENSRNOG00000033215 HLA-DRB5 gi|18641375|ref|NPgi|18641375|ref|NP_002116.2| major histocompatibility complex, 266 30056 6.9 1 o228-250i S 30 0.991 2 3 3 0 0 0.917 22.18 0.00056 5 15 11 2 4 6.968 40.23 0.00061 3 4 4 0 0 0 11.65 0 X X X X X X X 0 X X X X X X X 0 2 0.000292 0.000338 1 2 0 0 2 2 8.65 0.00334 3 12 12 0 0 0 19.92 0 X X X X X X X 0 1 4 4 0 0 1 9.77 6.1E-05 2 2 2 0 0 0.533 17.67 7.7E-05 3 0.000869 0.001646 Immunoglobulin domain constant region subfamily; integral to membrane; integral to plasma MHC class II receptor activity [pmid 17 42
420 ENSG00000186676:ENSMUSG00000071644:ENSRNOG00000020075 EEF1G gi|4503481|ref|NP_gi|4503481|ref|NP_001395.1| eukaryotic translation elongation f 437 50119 6.7 0 o Q 34 0.062 X X X X X X X 0 5 10 0 5 10 10 19.91 0.00053 X X X X X X X 0 4 13 0 4 13 13 15.56 0.00053 X X X X X X X 0 2 0.000265 0.000306 X X X X X X X 0 5 7 0 5 7 7 24.94 0.00036 X X X X X X X 0 2 2 0 2 2 2 8.47 7.5E-05 12 33 0 12 33 33 17.85 0.0029 3 0.000833 0.001386 GST_N family, Gamma subunit of Elongation Factor eukaryotic translation elongation factor 1 protein binding [pmid 16169070]; 28 65
421 ENSG00000169567:ENSMUSG00000020267:ENSRNOG00000039925 HINT1 gi|4885413|ref|NP_gi|4885413|ref|NP_005331.1| histidine triad nucleotide binding p 126 13802 7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.32 0.00149 1 4 0 1 4 4 15.87 0.00056 X X X X X X X 0 2 0.000513 0.000704 X X X X X X X 0 1 1 0 1 1 1 15.87 0.00018 X X X X X X X 0 4 10 0 4 10 10 65.87 0.0013 1 1 0 1 1 1 10.32 0.0003 3 0.000444 0.000581 Protein Kinase C Interacting protein related (PKCI): cytoskeleton [pmid 8812426]; nucleus [pmid hydrolase activity; protein kinase C 8 17
422 ENSG00000100823:ENSMUSG00000035960:ENSRNOG00000036890 APEX1 gi|18375505|ref|NPgi|18375505|ref|NP_542380.1| APEX nuclease [Homo sapiens] 318 35554 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.35 0.00118 4 11 0 4 11 11 23.27 0.00061 X X X X X X X 0 2 0.000448 0.000568 X X X X X X X 0 2 4 0 2 4 4 17.92 0.00028 X X X X X X X 0 2 6 0 2 6 6 6.92 0.00031 4 13 0 4 13 13 11.32 0.00157 3 0.00054 0.0007 Exonuclease III [DNA replication, recombination, and endoplasmic reticulum [pmid 12524539]; 3'-5' exonuclease activity [pmid 13 36
423 ENSG00000166197:ENSMUSG00000051537:ENSRNOG00000018704 NOLC1 gi|148596949|ref|Ngi|148596949|ref|NP_004732.2| nucleolar and coiled-body phosph 699 73603 9.5 0 o Q 28 0.001 1 4 0 1 4 4 2.15 0.00093 5 18 0 5 18 18 9.73 0.0006 X X X X X X X 0 3 5 0 3 5 5 5.58 0.00013 X X X X X X X 0 3 0.000414 0.000429 2 2 0 2 2 2 2.29 0.00127 5 25 0 5 25 25 10.87 0.0008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000518 0.000628 16 54
424 ENSG00000170458:ENSMUSG00000051439:ENSRNOG00000017819 CD14 gi|91105159|ref|NPgi|91105159|ref|NP_001035110.1| CD14 antigen precursor [Homo sa 375 40076 6.2 0 o S 20 1 2 5 0 2 5 5 9.87 0.00216 2 3 0 2 3 3 8.8 0.00019 X X X X X X X 0 1 3 0 1 3 3 5.07 0.00014 X X X X X X X 0 3 0.000623 0.00103 1 1 0 1 1 1 5.07 0.00118 2 3 0 2 3 3 8.8 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000341 0.000568 extrinsic to membrane; plasma membrane GPI anchor binding; peptidoglycan 8 15
425 ENSG00000101361:ENSMUSG00000027405:ENSRNOG00000007128 NOL5A gi|32483374|ref|NPgi|32483374|ref|NP_006383.2| nucleolar protein 5A [Homo sapie 594 66050 9.2 0 o Q 19 0.067 X X X X X X X 0 8 13 0 8 13 13 22.39 0.00051 X X X X X X X 0 7 21 0 7 21 21 18.86 0.00062 X X X X X X X 0 2 0.000284 0.000331 X X X X X X X 0 6 16 0 6 16 16 11.78 0.0006 X X X X X X X 0 4 25 0 4 25 25 14.14 0.00069 11 23 0 11 23 23 12.29 0.00149 3 0.000694 0.00061 Putative snoRNA binding domain. This family consists nucleolus [pmid 9372940]; nucleus RNA binding [pmid 9372940] 36 98
426 ENSG00000186468:ENSMUSG00000063001:ENSRNOG00000016580 RPS23 gi|4506701|ref|NP_gi|4506701|ref|NP_001016.1| ribosomal protein S23 [Homo sap 143 15808 10.5 0 o Q 48 0 X X X X X X X 0 1 2 0 1 2 2 8.39 0.00033 X X X X X X X 0 1 2 0 1 2 2 8.39 0.00025 X X X X X X X 0 2 0.000143 0.000169 X X X X X X X 0 2 3 0 2 3 3 14.69 0.00047 X X X X X X X 0 2 25 0 2 25 25 27.27 0.00285 1 1 0 1 1 1 8.39 0.00027 3 0.000898 0.001318 S12-like family, 40S ribosomal protein S23 subfamily; cytosolic small ribosomal subunit (sensu structural constituent of ribosome [pmid 7 33
427 ENSG00000100316:ENSMUSG00000068262:ENSRNOG00000016896 RPL3 gi|4506649|ref|NP_gi|4506649|ref|NP_000958.1|;gi|76496472|ref|NP_001029025.1| ribosomal protein L3 isoform a [H 403 46109 10.2 0 o Q 55 0.003 X X X X X X X 0 6 11 0 0 11 11 26.55 0.00064 1 1 0 0 1 1 2.98 0.00047 6 13 0 0 13 13 21.34 0.00057 X X X X X X X 0 3 0.000418 0.000287 X X X X X X X 0 6 16 0 0 16 16 28.78 0.00089 X X X X X X X 0 5 23 0 0 23 23 21.09 0.00093 X X X X X X X 0 2 0.000456 0.000526 50S ribosomal protein L3P; PRK04231 cytosolic large ribosomal subunit (sensu RNA binding [pmid 2891103]; structural 24 64
428 ENSG00000196329:ENSMUSG00000039264:ENSRNOG00000008416 GIMAP5 gi|28416949|ref|NPgi|28416949|ref|NP_060854.2| GTPase, IMAP family member 5 [ 307 34846 7.7 1 o282-304i Q 40 0 X X X X X X X 0 6 16 0 6 16 16 20.52 0.00122 X X X X X X X 0 1 2 0 1 2 2 6.84 0.00012 X X X X X X X 0 2 0.000333 0.000591 1 1 0 1 1 1 5.86 0.00145 4 10 0 4 10 10 27.04 0.00073 X X X X X X X 0 1 2 0 1 2 2 6.51 0.00011 X X X X X X X 0 3 0.000571 0.000667 AIG1 (avrRpt2-induced gene 1). This represents integral to membrane; membrane; GTP binding; nucleotide binding 13 31
429 ENSG00000136450:ENSMUSG00000018379:NA SFRS1 gi|5902076|ref|NP_gi|5902076|ref|NP_008855.1| splicing factor, arginine/serine-rich 248 27745 10.4 0 o Q 17 0 X X X X X X X 0 1 2 0 1 2 2 5.65 0.00019 X X X X X X X 0 2 4 0 2 4 4 13.31 0.00028 1 1 0 1 1 1 5.65 0.00164 3 0.000118 0.000142 X X X X X X X 0 4 5 0 4 5 5 18.15 0.00045 X X X X X X X 0 X X X X X X X 0 1 7 0 1 7 7 9.27 0.00108 2 0.000384 0.000513 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleotide binding; protein binding [pmid 9 19
430 ENSG00000178952:ENSMUSG00000030735:ENSRNOG00000018604 TUFM gi|34147630|ref|NPgi|34147630|ref|NP_003312.3| Tu translation elongation factor, m 455 49875 7.6 0 o S 39 0.913 2 3 0 2 3 3 10.77 0.00107 6 13 0 6 13 13 21.32 0.00067 X X X X X X X 0 7 25 0 7 25 25 20.66 0.00097 X X X X X X X 0 3 0.000677 0.000483 X X X X X X X 0 3 4 0 3 4 4 11.87 0.0002 X X X X X X X 0 3 22 0 3 22 22 10.77 0.00079 X X X X X X X 0 2 0.000247 0.000373 EF-Tu subfamily. This subfamily includes orthologs of intracellular; mitochondrion [pmid 9332382] GTP binding; nucleotide binding; 21 67
431 ENSG00000212870:ENSMUSG00000064367:ENSRNOG00000029971 MT-ND5 gi|17981863|ref|NPgi|17981863|ref|NP_536853.1| NADH dehydrogenase subunit 5 [ 603 67013 9 15 i35-57o85-107i12S 22 0.789 X X X X X X X 0 5 22 0 5 22 22 15.59 0.00085 X X X X X X X 0 2 3 0 2 3 3 8.79 8.8E-05 X X X X X X X 0 2 0.000235 0.000413 X X X X X X X 0 4 12 0 4 12 12 15.59 0.00045 1 2 0 1 2 2 2.65 0.00232 X X X X X X X 0 1 1 0 1 1 1 1.82 6.4E-05 3 0.000128 0.000215 NADH-Ubiquinone/plastoquinone (complex I), various 13 40
432 ENSG00000166226:ENSMUSG00000034024:ENSRNOG00000021317 CCT2 gi|5453603|ref|NP_gi|5453603|ref|NP_006422.1| chaperonin containing TCP1, sub 535 57488 6.4 0 o Q 17 0.092 X X X X X X X 0 7 12 0 7 12 12 19.25 0.00052 X X X X X X X 0 7 18 0 7 18 18 21.87 0.00059 X X X X X X X 0 2 0.000279 0.000324 X X X X X X X 0 2 5 0 2 5 5 6.73 0.00021 X X X X X X X 0 8 70 0 8 70 70 23.74 0.00214 1 1 0 1 1 1 3.74 7.2E-05 3 0.000604 0.001024 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytosol [pmid 11532003] ATP binding; nucleotide binding; 25 106
433 ENSG00000125741:ENSMUSG00000052214:ENSRNOG00000025890 OPA3 gi|13376717|ref|NPgi|13376717|ref|NP_079412.1| OPA3 protein isoform b [Homo sa 179 19996 8.9 0 o Q 19 0.004 X X X X X X X 0 3 7 0 3 7 7 24.58 0.00091 X X X X X X X 0 1 2 0 1 2 2 20.67 0.0002 X X X X X X X 0 2 0.000277 0.000433 X X X X X X X 0 3 7 0 3 7 7 24.58 0.00088 X X X X X X X 0 2 3 0 2 3 3 24.58 0.00027 2 6 0 2 6 6 22.91 0.00129 3 0.000609 0.000582 Optic atrophy 3 protein (OPA3). This family consists of mitochondrion 11 25
434 ENSG00000095303:ENSMUSG00000047250:ENSRNOG00000007415 PTGS1 gi|18104967|ref|NPgi|18104967|ref|NP_000953.2|;gi|18104969|ref|NP_542158.1| prostaglandin-endoperoxide synth 599 68686 7.2 1 i5-24o S 25 1 1 4 0 0 4 4 3.01 0.00108 1 1 0 0 1 1 3.01 3.9E-05 1 4 0 0 4 4 3.17 0.00125 X X X X X X X 0 X X X X X X X 0 3 0.000594 0.000667 1 1 0 0 1 1 3.01 0.00074 4 11 0 0 11 11 13.19 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000288 0.000359 Calcium-binding EGF-like domain, present in a large cytoplasm; membrane; microsome; nucleus iron ion binding; metal ion binding; 8 21
435 ENSG00000108953:ENSMUSG00000020849:ENSRNOG00000005290 YWHAE gi|5803225|ref|NP_gi|5803225|ref|NP_006752.1| tyrosine 3/tryptophan 5 -monooxy 255 29174 4.7 0 o Q 0 0 X X X X X X X 0 1 2 2 0 0 0 3.92 0 X X X X X X X 0 4 6 2 3 4 4.071 20 0.00028 1 1 0 0 1 1 3.14 0.0016 2 7.05E-05 0.000141 X X X X X X X 0 1 1 0 1 1 1 9.41 8.8E-05 X X X X X X X 0 1 18 0 1 18 18 11.37 0.00115 1 1 0 1 1 1 10.2 0.00015 3 0.000348 0.00054 14-3-3 protein; pfam00244 enzyme binding [pmid 10788521]; 9 29
436 ENSG00000148303:NA:ENSRNOG00000031244 RPL7A gi|4506661|ref|NP_gi|4506661|ref|NP_000963.1| ribosomal protein L7a [Homo sap 266 29996 10.6 0 o Q 25 0.002 1 2 0 1 2 2 3.38 0.00122 4 11 0 4 11 11 18.8 0.00096 X X X X X X X 0 2 2 0 2 2 2 9.4 0.00013 X X X X X X X 0 3 0.000579 0.000604 X X X X X X X 0 3 8 0 3 8 8 16.17 0.00067 X X X X X X X 0 3 7 0 3 7 7 16.92 0.00043 X X X X X X X 0 2 0.000276 0.000334 Ribosomal protein L7Ae/L30e/S12e/Gadd45 family; intracellular; ribosome structural constituent of ribosome 13 30
437 ENSG00000178927:ENSMUSG00000039294:ENSRNOG00000036666 C17orf62 gi|154350204|ref|Ngi|154350204|ref|NP_001093878.1|;gi|154350238|ref|NP_001093877.1| hypothetical protein LOC79415 is 173 19436 6.8 0 o A 50 0.001 X X X X X X X 0 1 3 0 0 3 3 10.4 0.0004 X X X X X X X 0 2 3 0 0 3 3 18.5 0.00031 X X X X X X X 0 2 0.000178 0.000209 X X X X X X X 0 2 17 0 0 17 17 18.5 0.0022 X X X X X X X 0 1 2 0 0 2 2 8.09 0.00019 1 2 0 0 2 2 6.94 0.00044 3 0.000709 0.001013 7 27
438 ENSG00000074696:ENSMUSG00000033629:ENSRNOG00000030232 PTPLAD1 gi|117168248|ref|Ngi|117168248|ref|NP_057479.2|;gi|7705459|ref|NP_057479.1| protein tyrosine phosphatase-like 362 43160 8.9 5 o154-176i197-21Q 0 0 X X X X X X X 0 4 20 0 0 20 20 19.34 0.00129 1 1 0 0 1 1 3.31 0.00052 1 4 0 0 4 4 5.8 0.0002 X X X X X X X 0 3 0.000501 0.000567 X X X X X X X 0 4 19 0 0 19 19 18.23 0.00118 X X X X X X X 0 1 2 0 0 2 2 6.08 9E-05 X X X X X X X 0 2 0.000317 0.000575 11 46
439 ENSG00000116521:ENSMUSG00000028049:ENSRNOG00000020504 SCAMP3 gi|16445419|ref|NPgi|16445419|ref|NP_005689.2| secretory carrier membrane prote 347 38287 7.6 4 i169-191o196-21Q 0 0 1 2 0 1 2 2 3.75 0.00093 3 7 0 3 7 7 21.33 0.00047 1 1 0 1 1 1 4.61 0.00054 1 2 0 1 2 2 4.61 0.0001 X X X X X X X 0 4 0.000512 0.000341 X X X X X X X 0 4 12 0 4 12 12 17.58 0.00078 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000194 0.000388 SCAMP family; pfam04144 integral to membrane; membrane; 10 24
440 ENSG00000138069:ENSMUSG00000020149:NA RAB1A gi|4758988|ref|NP_gi|4758988|ref|NP_004152.1| RAB1A, member RAS oncogene 205 22678 6.2 0 o Q 24 0.002 X X X X X X X 0 3 38 36 1 2 3.6 29.27 0.00041 1 1 0 1 1 1 5.85 0.00092 2 6 3 1 3 4.8 23.9 0.00041 X X X X X X X 0 3 0.000435 0.000375 X X X X X X X 0 1 43 43 0 0 0 9.27 0 X X X X X X X 0 2 5 4 1 1 3 24.39 0.00024 3 6 0 0 6 6 16.59 0.00112 2 0.000341 0.000534 Rab1/Ypt1 subfamily. Rab1 is found in every cytoplasm [pmid 11256614]; endoplasmic ATP binding; GTP binding; nucleotide 12 99
441 ENSG00000108829:ENSMUSG00000020869:ENSRNOG00000003524 LRRC59 gi|40254924|ref|NPgi|40254924|ref|NP_060979.2| leucine rich repeat containing 59 307 34930 9.6 1 o244-266i Q 0 0 X X X X X X X 0 7 20 0 7 20 20 38.11 0.00152 X X X X X X X 0 2 5 0 2 5 5 6.84 0.00029 X X X X X X X 0 2 0.000452 0.000725 X X X X X X X 0 6 11 0 6 11 11 26.06 0.0008 X X X X X X X 0 1 2 0 1 2 2 4.89 0.00011 1 1 0 1 1 1 4.56 0.00013 3 0.000259 0.000368 Leucine-rich repeat (LRR) protein [Function unknown]; integral to membrane; membrane transferase activity 17 39
442 ENSG00000213619:ENSMUSG00000005510:ENSRNOG00000009155 NDUFS3 gi|4758788|ref|NP_gi|4758788|ref|NP_004542.1| NADH dehydrogenase (ubiquinon 264 30242 7.5 0 o S 26 0.988 X X X X X X X 0 1 1 0 1 1 1 5.68 8.8E-05 X X X X X X X 0 5 12 0 5 12 12 26.14 0.0008 X X X X X X X 0 2 0.000223 0.000389 X X X X X X X 0 1 3 0 1 3 3 5.68 0.00025 X X X X X X X 0 1 2 0 1 2 2 6.44 0.00012 3 14 0 3 14 14 10.61 0.00204 3 0.000604 0.00096 NADH dehydrogenase subunit C; PRK06074 membrane fraction; mitochondrion NADH dehydrogenase (ubiquinone) 11 32
443 ENSG00000073578:NA:NA SDHA gi|156416003|ref|Ngi|156416003|ref|NP_004159.2| succinate dehydrogenase comple 664 72692 7.4 0 o S 33 0.743 X X X X X X X 0 2 7 0 2 7 7 3.92 0.00025 X X X X X X X 0 11 47 0 11 47 47 32.98 0.00125 X X X X X X X 0 2 0.000374 0.000596 X X X X X X X 0 8 11 0 8 11 11 20.33 0.00037 X X X X X X X 0 7 35 0 7 35 35 21.99 0.00086 2 4 0 2 4 4 3.77 0.00023 3 0.000366 0.000364 30 104
444 ENSG00000063244:ENSMUSG00000030435:ENSRNOG00000015914 U2AF2 gi|6005926|ref|NP_gi|6005926|ref|NP_009210.1|;gi|60279268|ref|NP_001012496.1| U2 (RNU2) small nuclear RNA au 475 53501 9.1 0 o Q 0 0 X X X X X X X 0 4 7 0 0 7 7 18.53 0.00034 X X X X X X X 0 6 16 0 0 16 16 29.26 0.0006 X X X X X X X 0 2 0.000235 0.00029 X X X X X X X 0 3 7 0 0 7 7 12 0.00033 X X X X X X X 0 4 51 0 0 51 51 14.74 0.00175 2 2 0 0 2 2 9.05 0.00016 3 0.000561 0.000805 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus; spliceosome complex [pmid nucleotide binding; protein binding [pmid 19 83
445 ENSG00000122545:ENSMUSG00000001833:ENSRNOG00000006545 SEPT7 gi|148352329|ref|Ngi|148352329|ref|NP_001011553.2|;gi|148352331|ref|NP_001779.3| cell division cycle 10 isoform 2 [H 436 50581 8.6 0 o Q 18 0 X X X X X X X 0 2 8 0 0 8 8 13.53 0.00043 X X X X X X X 0 4 9 0 0 9 9 21.33 0.00036 X X X X X X X 0 2 0.000198 0.00023 X X X X X X X 0 2 7 0 0 7 7 10.78 0.00036 X X X X X X X 0 2 2 0 0 2 2 13.53 7.5E-05 10 23 0 0 23 23 16.51 0.00203 3 0.000615 0.000953 20 49
446 ENSG00000101856:ENSMUSG00000006373:ENSRNOG00000027022 PGRMC1 gi|5729875|ref|NP_gi|5729875|ref|NP_006658.1| progesterone receptor membrane 195 21671 4.7 1 o20-42i Q 49 0.022 X X X X X X X 0 1 1 0 1 1 1 15.9 0.00012 1 2 0 1 2 2 6.67 0.00193 2 3 0 2 3 3 20.51 0.00027 X X X X X X X 0 3 0.00058 0.000905 X X X X X X X 0 4 6 0 4 6 6 43.59 0.00069 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 13.33 0.0002 2 0.000222 0.000326 Cytochrome b5-like Heme/Steroid binding domain. cell surface [pmid 12493773]; endoplasmic lipid binding; receptor activity; steroid 9 13
447 ENSG00000105568:ENSMUSG00000007564:ENSRNOG00000011282 PPP2R1A gi|21361399|ref|NPgi|21361399|ref|NP_055040.2| alpha isoform of regulatory subun 589 65309 5.1 0 o Q 21 0 X X X X X X X 0 3 9 2 2 7 8.75 11.38 0.00035 X X X X X X X 0 8 28 11 5 17 27.39 25.98 0.00082 X X X X X X X 0 2 0.000292 0.000389 X X X X X X X 0 4 11 1 3 10 11 13.07 0.00042 X X X X X X X 0 3 12 7 2 5 12 11.38 0.00033 7 17 12 2 5 17 18 0.00111 3 0.000465 0.000465 cytosol [pmid 11007961]; membrane [pmid antigen binding [pmid 9847399]; 25 77
448 ENSG00000078369:ENSMUSG00000029064:ENSRNOG00000016638 GNB1 gi|11321585|ref|NPgi|11321585|ref|NP_002065.1| guanine nucleotide-binding protei 340 37377 6 0 o Q 0 0 X X X X X X X 0 2 3 1 1 2 2.5 18.82 0.00017 X X X X X X X 0 5 41 18 3 23 36.35 25.59 0.00189 X X X X X X X 0 2 0.000515 0.000919 X X X X X X X 0 1 4 0 1 4 4 5.29 0.00026 X X X X X X X 0 2 2 0 2 2 2 12.35 9.6E-05 1 1 0 0 1 1 3.24 0.00011 3 0.000118 0.000109 WD40 domain, found in a number of eukaryotic signal transducer activity 11 51
449 ENSG00000168291:ENSMUSG00000021748:ENSRNOG00000007895 PDHB gi|156564403|ref|Ngi|156564403|ref|NP_000916.2| pyruvate dehydrogenase (lipoami 359 39233 6.6 0 o Q 39 0.066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 9 0 3 9 9 18.38 0.00044 1 1 0 1 1 1 6.13 0.00113 2 0.000111 0.000221 X X X X X X X 0 1 2 0 1 2 2 7.52 0.00012 X X X X X X X 0 3 11 0 3 11 11 14.76 0.0005 3 6 0 3 6 6 8.08 0.00064 3 0.000317 0.000303 11 29
450 ENSG00000130414:ENSMUSG00000026260:ENSRNOG00000016470 NDUFA10 gi|4758768|ref|NP_gi|4758768|ref|NP_004535.1| NADH dehydrogenase (ubiquinon 355 40751 8.5 0 o S 23 0.964 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 13 0 3 13 13 20.28 0.00065 X X X X X X X 0 1 0.000162 0.000323 1 1 0 1 1 1 6.2 0.00125 2 5 0 2 5 5 15.21 0.00032 X X X X X X X 0 2 8 0 2 8 8 16.06 0.00037 1 1 0 1 1 1 2.82 0.00011 4 0.000511 0.000506 NADH:Ubiquinone oxioreductase, 42 kDa (NDUO42) membrane fraction; mitochondrion ATP binding; NADH dehydrogenase 9 28
451 ENSG00000055044:ENSMUSG00000026020:ENSRNOG00000016486 NOL5 gi|7706254|ref|NP_gi|7706254|ref|NP_057018.1| nucleolar protein NOP5/NOP58 [H 529 59578 8.9 0 o Q 23 0 X X X X X X X 0 6 12 1 6 11 11 15.5 0.00049 X X X X X X X 0 5 14 0 5 14 14 16.07 0.00047 X X X X X X X 0 2 0.000238 0.000275 X X X X X X X 0 5 5 0 5 5 5 17.77 0.00021 X X X X X X X 0 7 18 0 7 18 18 21.36 0.00056 6 17 0 6 17 17 7.18 0.00123 3 0.0005 0.00054 Putative snoRNA binding domain. This family consists nucleolus [pmid 10925205]; nucleus snoRNP binding [pmid 10679015]; 29 66
452 ENSG00000182866:ENSMUSG00000000409:ENSRNOG00000009705 LCK gi|112789548|ref|Ngi|112789548|ref|NP_001036236.1| lymphocyte-specific protein tyrosi 509 58001 5.4 0 o Q 0 0 X X X X X X X 0 11 21 2 9 19 20.9 35.76 0.00096 X X X X X X X 0 3 12 0 3 12 12 12.38 0.00042 X X X X X X X 0 2 0.000344 0.000454 X X X X X X X 0 7 18 0 7 18 18 25.15 0.00079 X X X X X X X 0 1 5 0 1 5 5 4.52 0.00016 4 5 0 4 5 5 12.57 0.00038 3 0.000333 0.000344 26 61
453 ENSG00000125505:ENSMUSG00000035596:ENSRNOG00000038794 LENG4 gi|23308572|ref|NPgi|23308572|ref|NP_077274.2| leukocyte receptor cluster (LRC) m 472 52775 9 5 o5-22i35-57o72-9A 54 0.092 X X X X X X X 0 4 8 0 4 8 8 11.65 0.0004 1 3 0 1 3 3 3.6 0.00119 1 1 0 1 1 1 2.54 3.7E-05 X X X X X X X 0 3 0.000407 0.000554 X X X X X X X 0 3 8 0 3 8 8 7.2 0.00038 X X X X X X X 0 X X X X X X X 0 3 10 0 3 10 10 11.02 0.00081 2 0.000298 0.000387 Predicted membrane protein [Function unknown]; receptor activity 12 30
454 ENSG00000169896:ENSMUSG00000030786:ENSRNOG00000019728 ITGAM gi|88501734|ref|NPgi|88501734|ref|NP_000623.2| integrin alpha M precursor [Homo 1152 127178 7.2 1 o1109-1131i S 17 0.999 10 16 0 10 16 16 13.98 0.00225 13 29 0 13 29 29 17.01 0.00059 1 1 0 1 1 1 0.87 0.00016 4 8 0 4 8 8 6.42 0.00012 X X X X X X X 0 4 0.000781 0.001003 X X X X X X X 0 9 17 0 9 17 17 11.28 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.28E-05 0.000166 Integrins are a class of adhesion receptors that link integral to membrane; integrin complex calcium ion binding; glycoprotein 37 71
455 ENSG00000182199:ENSMUSG00000025403:ENSRNOG00000008106 SHMT2 gi|19923315|ref|NPgi|19923315|ref|NP_005403.2| serine hydroxymethyltransferase 504 55993 8.5 0 o Q 32 0.147 X X X X X X X 0 4 7 0 4 7 7 18.06 0.00032 X X X X X X X 0 6 11 0 6 11 11 21.63 0.00039 X X X X X X X 0 2 0.000177 0.000206 1 1 0 1 1 1 4.17 0.00088 7 19 0 7 19 19 25.4 0.00085 X X X X X X X 0 6 15 0 6 15 15 20.44 0.00049 X X X X X X X 0 3 0.000553 0.00041 Serine hydroxymethyltransferase; pfam00464 mitochondrion [pmid 8505317] glycine hydroxymethyltransferase 24 53
456 ENSG00000146963:ENSMUSG00000029823:ENSRNOG00000006001 LUC7L2 gi|116812577|ref|Ngi|116812577|ref|NP_057103.2| LUC7-like 2 [Homo sapiens] 392 46514 10 0 o Q 22 0.001 X X X X X X X 0 5 5 1 3 4 4.571 15.31 0.00027 X X X X X X X 0 2 17 0 2 17 17 7.65 0.00077 X X X X X X X 0 2 0.00026 0.000361 X X X X X X X 0 5 27 2 3 25 26.85 15.31 0.00154 X X X X X X X 0 2 2 0 2 2 2 7.14 8.3E-05 1 1 0 1 1 1 3.83 9.8E-05 3 0.000429 0.000739 15 52
457 ENSG00000179335:ENSMUSG00000032316:ENSRNOG00000030126 CLK3 gi|153791372|ref|Ngi|153791372|ref|NP_003983.2| CDC-like kinase 3 [Homo sapiens 490 58588 9.5 0 o Q 0 0 1 2 0 1 2 2 4.08 0.00066 1 4 0 1 4 4 4.08 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000213 0.000312 1 2 0 1 2 2 4.08 0.00181 2 2 0 2 2 2 6.33 9.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.86 7.8E-05 3 0.000495 0.000878 6 11
458 ENSG00000059377:ENSMUSG00000029925:ENSRNOG00000007918 TBXAS1 gi|13699840|ref|NPgi|13699840|ref|NP_112246.1|;gi|4507383|ref|NP_001052.1|thromboxane A synthase 1 (plate 460 52444 6.5 0 o S 37 0.707 2 3 0 0 3 3 5.65 0.00106 7 11 0 0 11 11 20.22 0.00056 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000404 0.000509 X X X X X X X 0 4 8 0 0 8 8 16.96 0.00039 X X X X X X X 0 1 3 0 0 3 3 6.74 0.00011 1 4 0 0 4 4 2.83 0.00033 3 0.000208 0.000185 Cytochrome P450. Cytochrome P450s are haem- integral to membrane; membrane heme binding; iron ion binding; 15 29
459 ENSG00000197958:NA:NA RPL12 gi|4506597|ref|NP_gi|4506597|ref|NP_000967.1| ribosomal protein L12 [Homo sap 165 17819 9.4 0 o Q 28 0 X X X X X X X 0 2 2 0 2 2 2 20.61 0.00028 X X X X X X X 0 2 6 0 2 6 6 18.79 0.00064 X X X X X X X 0 2 0.000231 0.000305 X X X X X X X 0 3 5 0 3 5 5 30.3 0.00068 X X X X X X X 0 1 7 0 1 7 7 9.09 0.00069 1 2 0 1 2 2 11.52 0.00047 3 0.000459 0.000323 Ribosomal protein L11. Ribosomal protein L11 and cytosolic large ribosomal subunit (sensu RNA binding; structural constituent of 9 22
460 ENSG00000156976:ENSMUSG00000022884:ENSRNOG00000027316 EIF4A2 gi|83700235|ref|NPgi|83700235|ref|NP_001958.2| eukaryotic translation initiation fac 407 46402 5.5 0 o Q 0 0 1 2 2 0 0 0 3.93 0 5 21 20 1 1 1.88 24.08 0.00011 X X X X X X X 0 4 12 11 1 1 3.2 16.71 0.00014 X X X X X X X 0 2 6.17E-05 7.23E-05 1 2 0 0 2 2 3.93 0.00218 5 10 8 1 2 3.333 22.6 0.00018 X X X X X X X 0 1 13 13 0 0 0 4.67 0 3 40 38 1 2 4.923 14.74 0.00046 3 0.000707 0.001001 Helicase superfamily c-terminal domain; associated eukaryotic translation initiation factor 4F ATP binding; ATP-dependent helicase 20 100
461 ENSG00000150093:ENSMUSG00000025809:ENSRNOG00000010966 ITGB1 gi|19743815|ref|NPgi|19743815|ref|NP_389647.1| integrin beta 1 isoform 1B precurs 789 87446 5.5 1 o729-751i S 21 0.973 1 4 0 0 4 4 2.15 0.00082 5 15 0 0 15 15 11.28 0.00044 2 4 0 0 4 4 3.93 0.00095 1 1 0 0 1 1 2.66 2.2E-05 X X X X X X X 0 4 0.00056 0.000418 X X X X X X X 0 5 18 0 0 18 18 13.56 0.00051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000128 0.000256 Integrin beta subunits (N-terminal portion of endoplasmic reticulum [pmid 11256614]; identical protein binding [pmid 14 42
462 ENSG00000126432:ENSMUSG00000024953:ENSRNOG00000021125 PRDX5 gi|6912238|ref|NP_gi|6912238|ref|NP_036226.1| peroxiredoxin 5 precursor, isoform 214 22026 8.6 0 o S 31 0.878 1 2 0 1 2 2 13.55 0.00152 2 7 0 2 7 7 17.29 0.00076 X X X X X X X 0 2 3 0 2 3 3 20.09 0.00025 X X X X X X X 0 3 0.000632 0.00067 X X X X X X X 0 1 2 0 1 2 2 7.94 0.00021 X X X X X X X 0 2 3 0 2 3 3 14.49 0.00023 X X X X X X X 0 2 0.00011 0.000127 Peroxiredoxin (PRX) family, PRX5-like subfamily; mitochondrion [pmid 10521424]; oxidoreductase activity; peroxiredoxin 8 17
463 ENSG00000005381:ENSMUSG00000009350:ENSRNOG00000008310 MPO gi|4557759|ref|NP_gi|4557759|ref|NP_000241.1| myeloperoxidase [Homo sapiens] 745 83869 9 0 o S 49 0.977 6 10 4 4 6 6.727 10.34 0.00146 6 12 7 3 5 5.179 12.35 0.00016 1 2 2 0 0 0 1.07 0 4 17 6 3 11 11.38 10.2 0.00027 X X X X X X X 0 3 0.000474 0.000669 2 3 2 1 1 1.118 4.56 0.00067 4 8 2 3 6 6.126 11.14 0.00018 X X X X X X X 0 1 1 1 0 0 0 1.74 0 X X X X X X X 0 2 0.000213 0.000314 Animal haem peroxidase; pfam03098 lysosome [pmid 8621627]; nucleus [pmid calcium ion binding; chromatin binding 24 53
464 ENSG00000137767:ENSMUSG00000005803:ENSRNOG00000000172 SQRDL gi|10864011|ref|NPgi|10864011|ref|NP_067022.1| sulfide dehydrogenase like [Homo 450 49961 9.1 0 o S 26 0.777 X X X X X X X 0 5 11 0 5 11 11 9.78 0.00057 X X X X X X X 0 8 12 0 8 12 12 27.33 0.00047 X X X X X X X 0 2 0.00026 0.000303 X X X X X X X 0 4 4 0 4 4 4 16.44 0.0002 X X X X X X X 0 2 3 0 2 3 3 13.11 0.00011 5 15 0 5 15 15 16.89 0.00128 3 0.000397 0.000594 Uncharacterized NAD(FAD)-dependent mitochondrion oxidoreductase activity 24 45
465 ENSG00000013016:ENSMUSG00000024065:ENSRNOG00000039603 EHD3 gi|7657056|ref|NP_gi|7657056|ref|NP_055415.1| EH-domain containing 3 [Homo sa 535 60887 6.6 0 o Q 0 0 1 3 3 0 0 0 3.18 0 6 10 7 2 3 5.1 22.24 0.00022 1 4 0 0 4 4 2.06 0.0014 4 6 4 1 2 2.421 14.02 8E-05 X X X X X X X 0 3 0.000427 0.000658 X X X X X X X 0 4 13 10 1 3 7.19 15.7 0.0003 X X X X X X X 0 1 8 8 0 0 0 5.61 0 3 9 0 0 9 9 6.36 0.00065 2 0.000237 0.000307 Eps15 homology domain; found in proteins implicated nucleus [pmid 10673336] ATP binding; calcium ion binding; GTP 20 53
466 ENSG00000143621:ENSMUSG00000001016:ENSRNOG00000014154 ILF2 gi|24234747|ref|NPgi|24234747|ref|NP_004506.2| interleukin enhancer binding facto 390 43062 5.3 0 o Q 47 0.001 X X X X X X X 0 1 2 0 1 2 2 3.59 0.00012 1 1 0 1 1 1 3.59 0.00048 4 10 0 4 10 10 17.18 0.00045 X X X X X X X 0 3 0.000264 0.000241 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 13.08 8.4E-05 4 13 0 4 13 13 10.51 0.00128 2 0.000341 0.000627 domain in DSRM or ZnF_C2H2 domain containing nucleolus [pmid 11790298]; nucleus [pmid DNA binding [pmid 7519613] [pmid 12 28
467 ENSG00000156261:ENSMUSG00000025613:ENSRNOG00000001592 CCT8 gi|48762932|ref|NPgi|48762932|ref|NP_006576.2| chaperonin containing TCP1, sub 548 59621 5.6 0 o Q 19 0 X X X X X X X 0 4 7 0 4 7 7 8.21 0.0003 X X X X X X X 0 8 21 0 8 21 21 23.91 0.00068 X X X X X X X 0 2 0.000244 0.000321 X X X X X X X 0 3 7 0 3 7 7 8.58 0.00029 X X X X X X X 0 3 29 0 3 29 29 8.39 0.00086 4 6 0 4 6 6 4.74 0.00042 3 0.000393 0.00036 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytosol ATP binding; ATPase activity, coupled 22 70
468 ENSG00000099624:ENSMUSG00000003072:ENSRNOG00000014625 ATP5D gi|50345991|ref|NPgi|50345991|ref|NP_001001975.1| ATP synthase, H+ transporting, m 168 17490 5.5 0 o S 34 0.564 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00028 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00021 X X X X X X X 0 2 0.000122 0.000144 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00027 X X X X X X X 0 1 16 0 1 16 16 23.81 0.00155 2 2 0 2 2 2 10.71 0.00046 3 0.00057 0.000683 ATP synthase, Delta/Epsilon chain, long alpha-helix membrane fraction; mitochondrion; proton- hydrogen-transporting ATP synthase 6 24
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469 ENSG00000105401:ENSMUSG00000019471:ENSRNOG00000033426 CDC37 gi|5901922|ref|NP_gi|5901922|ref|NP_008996.1| cell division cycle 37 protein [Hom 378 44468 5.2 0 o Q 0 0 1 2 0 1 2 2 5.56 0.00086 1 1 0 1 1 1 5.56 6.2E-05 X X X X X X X 0 2 2 0 2 2 2 9.26 9.3E-05 X X X X X X X 0 3 0.000253 0.000405 1 1 0 1 1 1 5.56 0.00117 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.03 0.0001 2 0.000319 0.000572 Cdc37 Hsp90 binding domain. Cdc37 is a molecular cytoplasm [pmid 11256614] unfolded protein binding [pmid 8666233] 6 7
470 ENSG00000178950:ENSMUSG00000062234:ENSRNOG00000000048 GAK gi|157384971|ref|Ngi|157384971|ref|NP_005246.2| cyclin G associated kinase [Homo 1311 143190 5.7 0 o S 23 0.655 1 2 0 1 2 2 1.3 0.00025 2 2 0 2 2 2 2.29 3.6E-05 X X X X X X X 0 1 1 0 1 1 1 1.3 1.3E-05 X X X X X X X 0 3 7.41E-05 0.000116 1 5 0 1 5 5 1.3 0.00169 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.21 5E-05 X X X X X X X 0 2 0.000436 0.000838 7 14
471 ENSG00000125753:ENSMUSG00000030403:ENSRNOG00000016367 VASP gi|4507869|ref|NP_gi|4507869|ref|NP_003361.1| vasodilator-stimulated phosphopr 380 39830 8.9 0 o Q 16 0 1 1 0 1 1 1 3.42 0.00043 1 1 0 1 1 1 4.21 6.1E-05 X X X X X X X 0 1 2 0 1 2 2 3.68 9.3E-05 X X X X X X X 0 3 0.000145 0.000192 1 1 0 1 1 1 3.42 0.00117 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 3.68 0.00034 X X X X X X X 0 2 0.000378 0.000551 Enabled-VASP-type homology (EVH1) domain. The actin cytoskeleton [pmid 7828592] actin binding 5 13
472 ENSG00000101464:ENSMUSG00000038383:ENSRNOG00000025181 PIGU gi|17998700|ref|NPgi|17998700|ref|NP_536724.1| phosphatidylinositol glycan ancho 435 50052 7.7 9 o77-99i165-187oS 18 1 1 2 0 1 2 2 3.91 0.00075 1 4 0 1 4 4 4.14 0.00021 X X X X X X X 0 1 1 0 1 1 1 3.91 4.1E-05 X X X X X X X 0 3 0.00025 0.000343 1 1 0 1 1 1 3.91 0.00102 1 4 0 1 4 4 3.91 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000307 0.000486 GPI transamidase subunit PIG-U. Many eukaryotic endoplasmic reticulum; endoplasmic GPI anchor binding [pmid 12802054]; 5 12
473 ENSG00000138668:ENSMUSG00000000568:ENSRNOG00000002292 HNRPD gi|14110414|ref|NPgi|14110414|ref|NP_002129.2|;gi|14110417|ref|NP_112737.1|;gi|14110420|ref|NP_112738.1|;gi|51477708|ref|NP_001003810.1| heterogeneous nuclear ribonucleo 306 32835 8.2 0 o Q 25 0.201 X X X X X X X 0 3 8 0 0 8 8 9.15 0.00061 X X X X X X X 0 3 6 0 0 6 6 12.09 0.00035 X X X X X X X 0 2 0.000239 0.000296 X X X X X X X 0 2 2 0 0 2 2 7.19 0.00015 X X X X X X X 0 5 11 0 0 11 11 18.95 0.00059 3 5 0 0 5 5 6.54 0.00063 3 0.00034 0.000314 RNA recognition motif. (a.k.a. RRM, RBD, or RNP chromosome; chromosome, telomeric DNA binding; mRNA binding [pmid 16 32
474 ENSG00000140740:ENSMUSG00000030884:ENSRNOG00000036742 UQCRC2 gi|50592988|ref|NPgi|50592988|ref|NP_003357.2| ubiquinol-cytochrome c reductase 453 48443 8.6 0 o Q 25 0.006 X X X X X X X 0 2 3 0 2 3 3 6.4 0.00015 X X X X X X X 0 8 40 0 8 40 40 35.76 0.00156 1 1 0 1 1 1 4.19 0.0009 3 0.000429 0.000758 X X X X X X X 0 1 1 0 1 1 1 3.31 5E-05 X X X X X X X 0 2 3 0 2 3 3 13.02 0.00011 X X X X X X X 0 2 3.94E-05 5.14E-05 Peptidase M16 inactive domain. Peptidase M16 membrane; mitochondrial electron transport metalloendopeptidase activity; 14 48
475 ENSG00000113460:ENSMUSG00000022247:ENSRNOG00000018021 BXDC2 gi|55770900|ref|NPgi|55770900|ref|NP_060791.3| BRIX [Homo sapiens] 353 41401 9.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.68 6.6E-05 X X X X X X X 0 3 6 0 3 6 6 13.03 0.0003 X X X X X X X 0 2 9.16E-05 0.000143 X X X X X X X 0 1 1 0 1 1 1 6.8 6.4E-05 X X X X X X X 0 1 2 0 1 2 2 5.95 9.2E-05 6 19 0 6 19 19 5.95 0.00207 3 0.000556 0.001008 RNA-binding protein required for 60S ribosomal nucleus 12 29
476 ENSG00000185187:ENSMUSG00000025494:ENSRNOG00000015593 SIGIRR gi|11141877|ref|NPgi|11141877|ref|NP_068577.1| single Ig IL-1R-related molecule [ 410 45707 6.6 1 i118-140o Q 39 0.005 X X X X X X X 0 3 4 0 3 4 4 6.34 0.00023 1 5 0 1 5 5 4.15 0.00229 1 1 0 1 1 1 2.2 4.3E-05 1 1 0 1 1 1 6.34 0.00099 4 0.00064 0.001105 X X X X X X X 0 1 1 0 1 1 1 5.37 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.37E-05 2.74E-05 TIR domain. The Toll/interleukin-1 receptor (TIR) integral to membrane; membrane [pmid protein binding [pmid 12925853]; 7 12
477 ENSG00000072274:ENSMUSG00000022797:ENSRNOG00000001766 TFRC gi|4507457|ref|NP_gi|4507457|ref|NP_003225.1| transferrin receptor [Homo sapien 760 84901 6.6 1 i64-86o Q 27 0.002 1 1 0 1 1 1 1.84 0.00021 3 7 0 3 7 7 7.63 0.00021 X X X X X X X 0 1 2 0 1 2 2 2.5 4.6E-05 X X X X X X X 0 3 0.000119 0.000112 1 2 0 1 2 2 2.11 0.00117 4 11 0 4 11 11 8.29 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000373 0.000552 PA_TfR: Protease-associated domain containing cytoplasmic membrane-bound vesicle [pmid peptidase activity; receptor activity; 10 23
478 ENSG00000113441:ENSMUSG00000023845:ENSRNOG00000013082 LNPEP gi|61742775|ref|NPgi|61742775|ref|NP_787116.2|;gi|61742777|ref|NP_005566.2| leucyl/cystinyl aminopeptidase iso 1011 115636 5.7 1 i98-117o Q 0 0 X X X X X X X 0 9 20 0 0 20 20 14.54 0.00046 2 9 0 0 9 9 2.37 0.00167 2 3 0 0 3 3 4.35 5.2E-05 X X X X X X X 0 3 0.000547 0.000778 X X X X X X X 0 7 15 0 0 15 15 10.48 0.00033 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.09 3.8E-05 2 9.27E-05 0.000161 Peptidase family M1. Members of this family are integral to plasma membrane [pmid aminopeptidase activity [pmid 21 48
479 ENSG00000184117:ENSMUSG00000034285:ENSRNOG00000008374 NIPSNAP1 gi|4505399|ref|NP_gi|4505399|ref|NP_003625.1| nipsnap homolog 1 [Homo sapien 284 33324 9.3 0 o S 18 0.676 X X X X X X X 0 1 5 0 1 5 5 10.56 0.00041 X X X X X X X 0 3 6 0 3 6 6 24.65 0.00037 X X X X X X X 0 2 0.000196 0.000227 X X X X X X X 0 2 6 0 2 6 6 16.2 0.00047 X X X X X X X 0 2 9 0 2 9 9 16.2 0.00052 2 4 0 2 4 4 9.15 0.00054 3 0.000383 0.000257 NIPSNAP. Members of this family include many mitochondrion 10 30
480 ENSG00000168000:ENSMUSG00000071657:ENSRNOG00000019636 HNRNPUL2 gi|118601081|ref|Ngi|118601081|ref|NP_001073027.1| heterogeneous nuclear ribonucleo 747 85105 4.9 0 o Q 0 0 X X X X X X X 0 7 12 0 7 12 12 14.99 0.00037 X X X X X X X 0 8 21 0 8 21 21 19.14 0.0005 X X X X X X X 0 2 0.000218 0.000256 X X X X X X X 0 4 7 0 4 7 7 12.45 0.00021 X X X X X X X 0 6 21 0 6 21 21 14.19 0.00046 7 14 0 7 14 14 7.23 0.00072 3 0.000347 0.000311 32 75
481 ENSG00000161016:ENSMUSG00000003970:NA RPL8 gi|15431306|ref|NPgi|15431306|ref|NP_150644.1| ribosomal protein L8 [Homo sapie 257 28025 11 0 o Q 27 0 X X X X X X X 0 3 10 0 3 10 10 19.84 0.00091 X X X X X X X 0 1 2 0 1 2 2 4.28 0.00014 X X X X X X X 0 2 0.000261 0.000436 X X X X X X X 0 4 9 0 4 9 9 31.13 0.00079 X X X X X X X 0 2 3 0 2 3 3 19.46 0.00019 1 1 0 1 1 1 8.17 0.00015 3 0.000281 0.000346 Ribosomal Proteins L2, RNA binding domain; intracellular; ribosome rRNA binding; structural constituent of 11 25
482 ENSG00000096746:ENSMUSG00000020069:ENSRNOG00000026849 HNRPH3 gi|14141157|ref|NPgi|14141157|ref|NP_036339.1| heterogeneous nuclear ribonucleo 346 36926 6.9 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 8.96 0.00027 1 2 0 1 2 2 3.47 0.00109 1 1 0 1 1 1 9.25 5.1E-05 X X X X X X X 0 3 0.000352 0.000503 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 10 0 3 10 10 16.47 0.00047 2 4 1 1 3 3.6 11.27 0.0004 2 0.000218 0.000253 RNA recognition motif. (a.k.a. RRM, RBD, or RNP heterogeneous nuclear ribonucleoprotein nucleotide binding; RNA binding [pmid 9 21
483 ENSG00000143799:ENSMUSG00000026496:ENSRNOG00000003084 PARP1 gi|156523968|ref|Ngi|156523968|ref|NP_001609.2| poly (ADP-ribose) polymerase fam 1014 113084 8.9 0 o Q 0 0 X X X X X X X 0 10 18 0 10 18 18 15.09 0.00041 X X X X X X X 0 11 23 0 11 23 23 20.32 0.0004 X X X X X X X 0 2 0.000204 0.000235 X X X X X X X 0 7 15 0 7 15 15 11.54 0.00033 X X X X X X X 0 7 44 0 7 44 44 12.82 0.00071 6 9 0 6 9 9 8.28 0.00034 3 0.000345 0.000289 41 109
484 ENSG00000159322:ENSMUSG00000025236:ENSRNOG00000026178 ADPGK gi|31542509|ref|NPgi|31542509|ref|NP_112574.3| ADP-dependent glucokinase [Hom 496 53961 6.2 0 o S 49 0.927 1 2 0 1 2 2 3.23 0.00065 5 9 0 5 9 9 20.97 0.00042 X X X X X X X 0 4 13 0 4 13 13 18.15 0.00046 X X X X X X X 0 3 0.000385 0.000276 X X X X X X X 0 7 14 0 7 14 14 25.6 0.00063 X X X X X X X 0 1 2 0 1 2 2 7.06 6.6E-05 X X X X X X X 0 2 0.000175 0.000307 ADP-dependent glucokinase (ADPGK) and kinase activity; magnesium ion binding; 18 40
485 ENSG00000163931:ENSMUSG00000021957:ENSRNOG00000016064 TKT gi|4507521|ref|NP_gi|4507521|ref|NP_001055.1| transketolase [Homo sapiens] 623 67878 7.7 0 o Q 37 0 1 1 0 1 1 1 3.05 0.00026 X X X X X X X 0 X X X X X X X 0 4 11 0 4 11 11 14.93 0.00031 X X X X X X X 0 2 0.000143 0.000167 X X X X X X X 0 3 8 0 3 8 8 10.75 0.00029 X X X X X X X 0 7 28 0 7 28 28 20.06 0.00073 4 11 0 4 11 11 5.3 0.00068 3 0.000425 0.000346 Thiamine pyrophosphate (TPP) family, Transketolase calcium ion binding; transferase activity; 19 59
486 ENSG00000137106:ENSMUSG00000035637:ENSRNOG00000012794 GRHPR gi|6912396|ref|NP_gi|6912396|ref|NP_036335.1| glyoxylate reductase/hydroxypyru 328 35668 7.4 0 o Q 27 0.019 X X X X X X X 0 3 6 0 3 6 6 17.68 0.00043 X X X X X X X 0 1 2 0 1 2 2 5.79 0.00011 X X X X X X X 0 2 0.000134 0.000202 X X X X X X X 0 6 17 0 6 17 17 27.74 0.00116 X X X X X X X 0 1 2 0 1 2 2 5.79 1E-04 2 4 0 2 4 4 6.71 0.00047 3 0.000433 0.000527 D-isomer specific 2-hydroxyacid dehydrogenase, NAD cytoplasm [pmid 11256614] glycerate dehydrogenase activity [pmid 13 31
487 ENSG00000104853:ENSMUSG00000002981:ENSRNOG00000018255 CLPTM1 gi|4502897|ref|NP_gi|4502897|ref|NP_001285.1| cleft lip and palate associated tran 669 76097 6.3 5 o355-377i390-41Q 24 0.121 X X X X X X X 0 8 15 0 8 15 15 20.93 0.00052 2 4 0 2 4 4 3.89 0.00112 1 1 0 1 1 1 3.29 2.6E-05 X X X X X X X 0 3 0.000418 0.000528 X X X X X X X 0 4 15 0 4 15 15 13.15 0.0005 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.14 5.7E-05 2 0.00014 0.000243 Cleft lip and palate transmembrane protein 1 integral to plasma membrane [pmid 16 36
488 ENSG00000175220:ENSMUSG00000027247:ENSRNOG00000016610 ARHGAP1 gi|4757766|ref|NP_gi|4757766|ref|NP_004299.1| Rho GTPase activating protein 1 439 50436 6.3 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 14.35 0.00021 X X X X X X X 0 3 7 0 3 7 7 15.26 0.00028 X X X X X X X 0 2 0.000124 0.000145 X X X X X X X 0 3 6 0 3 6 6 12.98 0.00031 X X X X X X X 0 1 1 0 1 1 1 7.29 3.7E-05 8 16 0 8 16 16 19.36 0.0014 3 0.000436 0.000657 RhoGAP-p50rhoGAP: RhoGAP (GTPase-activator intracellular GTP binding [pmid 8253717]; protein 18 34
489 ENSG00000101162:ENSMUSG00000016255:NA TUBB1 gi|13562114|ref|NPgi|13562114|ref|NP_110400.1| beta tubulin 1, class VI [Homo sap 451 50327 5.2 0 o Q 19 0 1 1 0 1 1 1 2 0.00036 7 19 7 5 12 14.8 23.28 0.00077 X X X X X X X 0 4 15 4 2 11 11.59 15.08 0.00045 X X X X X X X 0 3 0.000395 0.000315 X X X X X X X 0 3 18 10 1 8 10.22 11.53 0.00051 X X X X X X X 0 X X X X X X X 0 5 12 12 0 0 1 11.09 8.5E-05 2 0.000148 0.000243 The tubulin superfamily includes five distinct families, microtubule; protein complex GTP binding; GTPase activity; 20 65
490 ENSG00000175390:ENSMUSG00000031029:ENSRNOG00000015221 EIF3F gi|4503519|ref|NP_gi|4503519|ref|NP_003745.1| eukaryotic translation initiation fac 357 37564 5.4 0 o S 58 0.721 X X X X X X X 0 1 1 0 1 1 1 5.32 6.5E-05 X X X X X X X 0 3 13 0 3 13 13 14.29 0.00064 X X X X X X X 0 2 0.000177 0.000312 1 1 0 1 1 1 5.32 0.00124 1 1 0 1 1 1 5.32 6.3E-05 X X X X X X X 0 1 2 0 1 2 2 5.32 9.1E-05 X X X X X X X 0 3 0.000349 0.000597 Mov34/MPN/PAD-1 family. Members of this family are eukaryotic translation initiation factor 3 translation initiation factor activity [pmid 7 18
491 ENSG00000163154:ENSMUSG00000013707:ENSRNOG00000021100 TNFAIP8L2 gi|157389001|ref|Ngi|157389001|ref|NP_078851.2| tumor necrosis factor, alpha-induc 184 20556 8.4 0 o Q 37 0.002 X X X X X X X 0 1 1 0 1 1 1 14.13 0.00013 X X X X X X X 0 2 7 0 2 7 7 25 0.00067 X X X X X X X 0 2 0.0002 0.00032 X X X X X X X 0 1 5 0 1 5 5 14.13 0.00061 X X X X X X X 0 2 5 0 2 5 5 25 0.00044 1 1 0 1 1 1 8.15 0.00021 3 0.000315 0.000267 7 19
492 ENSG00000109606:ENSMUSG00000029169:ENSRNOG00000003844 DHX15 gi|68509926|ref|NPgi|68509926|ref|NP_001349.2| DEAH (Asp-Glu-Ala-His) box poly 795 90933 7.5 0 o Q 0 0 X X X X X X X 0 3 8 0 3 8 8 6.29 0.00023 X X X X X X X 0 5 16 0 5 16 16 11.57 0.00036 X X X X X X X 0 2 0.000148 0.000177 X X X X X X X 0 3 4 0 3 4 4 5.79 0.00011 X X X X X X X 0 4 14 0 4 14 14 7.17 0.00029 13 24 0 13 24 24 18.49 0.00116 3 0.00039 0.000526 Helicase superfamily c-terminal domain; associated minor (U12-dependent) spliceosome ATP binding; ATP-dependent helicase 28 66
493 ENSG00000198886:ENSMUSG00000064363:ENSRNOG00000029707 MT-ND4 gi|17981862|ref|NPgi|17981862|ref|NP_536852.1| NADH dehydrogenase subunit 4 [ 459 51581 9.4 10 i23-45o100-122i1S 18 0.797 1 2 0 1 2 2 1.96 0.00071 3 12 0 3 12 12 11.98 0.00061 X X X X X X X 0 1 1 0 1 1 1 5.88 3.8E-05 X X X X X X X 0 3 0.000339 0.000371 X X X X X X X 0 3 13 0 3 13 13 11.98 0.00064 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.23 8.4E-05 2 0.00018 0.000306 NADH-Ubiquinone/plastoquinone (complex I), various 9 29
494 ENSG00000108883:ENSMUSG00000020929:ENSRNOG00000002818 EFTUD2 gi|41152056|ref|NPgi|41152056|ref|NP_004238.2| elongation factor Tu GTP binding 972 109478 5 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 4.42 9.6E-05 X X X X X X X 0 11 43 0 11 43 43 20.06 0.00078 X X X X X X X 0 2 0.000219 0.000377 X X X X X X X 0 4 5 0 4 5 5 6.89 0.00012 X X X X X X X 0 6 17 0 6 17 17 9.26 0.00029 6 18 0 6 18 18 8.44 0.00071 3 0.000278 0.000312 EF-2_domain IV_snRNP domain is a part of 116kD nucleus; spliceosome complex [pmid GTP binding; GTPase activity [pmid 29 87
495 ENSG00000004700:ENSMUSG00000030243:ENSRNOG00000012602 RECQL gi|14591904|ref|NPgi|14591904|ref|NP_002898.2| RecQ protein-like isoform 1 [Hom 649 73457 7.9 0 o Q 21 0.001 X X X X X X X 0 4 7 0 4 7 7 7.24 0.00025 X X X X X X X 0 4 11 0 4 11 11 12.63 0.0003 X X X X X X X 0 2 0.000138 0.00016 X X X X X X X 0 4 13 0 4 13 13 11.09 0.00045 X X X X X X X 0 3 6 0 3 6 6 8.47 0.00015 12 17 1 10 16 16.94 14.33 0.001 3 0.000401 0.000442 Helicase superfamily c-terminal domain; associated nucleus [pmid 7961977] ATP binding; ATP-dependent DNA 27 54
496 ENSG00000140678:ENSMUSG00000030789:ENSRNOG00000036703 ITGAX gi|34452173|ref|NPgi|34452173|ref|NP_000878.2| integrin alpha X precursor [Homo 1163 127829 6.6 1 o1109-1131i S 20 0.999 1 1 0 1 1 1 0.77 0.00014 5 8 0 5 8 8 8.25 0.00016 2 12 0 2 12 12 1.63 0.00194 2 3 0 2 3 3 3.27 4.6E-05 X X X X X X X 0 4 0.000571 0.000913 X X X X X X X 0 5 12 0 5 12 12 9.97 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.79E-05 0.000116 Integrins are a class of adhesion receptors that link integral to membrane; integrin complex calcium ion binding; magnesium ion 15 36
497 ENSG00000154451:ENSMUSG00000040264:ENSRNOG00000032240 GBP5 gi|16418425|ref|NPgi|16418425|ref|NP_443174.1| guanylate-binding protein 5 [Hom 586 66617 5.6 0 o Q 0 0 X X X X X X X 0 4 10 0 4 10 10 9.22 0.0004 X X X X X X X 0 3 5 0 3 5 5 10.58 0.00015 X X X X X X X 0 2 0.000137 0.000188 X X X X X X X 0 3 10 0 3 10 10 12.63 0.00038 X X X X X X X 0 2 7 0 2 7 7 9.22 0.00019 8 15 0 8 15 15 8.53 0.00098 3 0.00039 0.000425 Guanylate-binding protein, C-terminal domain. membrane GTP binding; GTPase activity; 20 47
498 ENSG00000120438:ENSMUSG00000068039:ENSRNOG00000031223 TCP1 gi|57863257|ref|NPgi|57863257|ref|NP_110379.2| T-complex protein 1 isoform a [Ho 556 60344 6.1 0 o Q 35 0 X X X X X X X 0 1 3 0 1 3 3 4.14 0.00013 X X X X X X X 0 7 20 0 7 20 20 19.96 0.00064 X X X X X X X 0 2 0.00019 0.000303 X X X X X X X 0 1 1 0 1 1 1 3.6 4E-05 X X X X X X X 0 2 26 0 2 26 26 7.19 0.00076 5 6 0 5 6 6 10.07 0.00041 3 0.000304 0.000358 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytosol [pmid 1630491] ATP binding; nucleotide binding; 16 56
499 ENSG00000011009:ENSMUSG00000028670:ENSRNOG00000010067 LYPLA2 gi|9966764|ref|NP_gi|9966764|ref|NP_009191.1| lysophospholipase II [Homo sapie 231 24737 7.2 0 o Q 20 0.249 X X X X X X X 0 1 4 0 1 4 4 11.26 0.0004 X X X X X X X 0 2 10 0 2 10 10 21.65 0.00076 X X X X X X X 0 2 0.000292 0.000368 X X X X X X X 0 1 3 0 1 3 3 11.26 0.00029 X X X X X X X 0 1 2 0 1 2 2 11.26 0.00014 1 1 0 1 1 1 5.19 0.00017 3 0.00015 0.000119 Phospholipase/Carboxylesterase. This family consists hydrolase activity 6 20
500 ENSG00000092841:ENSMUSG00000060680:ENSRNOG00000008521 MYL6 gi|17986258|ref|NPgi|17986258|ref|NP_066299.2|;gi|88999583|ref|NP_524147.2| myosin, light chain 6, alkali, smoo 151 16930 4.7 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 10.6 0.00031 X X X X X X X 0 2 7 0 0 7 7 19.21 0.00082 X X X X X X X 0 2 0.000282 0.000386 X X X X X X X 0 1 2 0 0 2 2 10.6 0.0003 X X X X X X X 0 1 1 0 0 1 1 9.93 0.00011 1 1 0 0 1 1 7.95 0.00025 3 0.000165 0.000136 EF-hand, calcium binding motif; A diverse superfamily unconventional myosin [pmid 2304459] calcium ion binding; motor activity [pmid 6 13
501 ENSG00000130726:ENSMUSG00000005566:ENSRNOG00000027487 TRIM28 gi|5032179|ref|NP_gi|5032179|ref|NP_005753.1| tripartite motif-containing 28 prote 835 88550 5.8 0 o S 19 0.998 X X X X X X X 0 3 5 0 3 5 5 6.47 0.00014 X X X X X X X 0 10 16 0 10 16 16 21.44 0.00034 X X X X X X X 0 2 0.00012 0.00016 X X X X X X X 0 5 15 0 5 15 15 8.98 0.0004 X X X X X X X 0 9 36 0 9 36 36 22.16 0.0007 6 11 0 6 11 11 10.06 0.00051 3 0.000403 0.000296 B-Box-type zinc finger; zinc binding domain intracellular; nucleus metal ion binding; protein binding [pmid 33 83
502 ENSG00000198363:ENSMUSG00000028207:ENSRNOG00000007445 ASPH gi|14589866|ref|NPgi|14589866|ref|NP_004309.2| aspartate beta-hydroxylase isofor 758 85863 5 1 i53-75o A 65 0.001 1 1 0 1 1 1 2.77 0.00021 4 7 0 4 7 7 9.5 0.00022 3 8 0 3 8 8 2.51 0.00198 1 1 0 1 1 1 2.64 2.3E-05 X X X X X X X 0 4 0.000609 0.00092 X X X X X X X 0 2 6 0 2 6 6 3.69 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.44E-05 8.88E-05 Tetratricopeptide repeat domain; typically contains 34 endoplasmic reticulum [pmid 10974562] binding; calcium ion binding [pmid 11 23
503 ENSG00000023892:ENSMUSG00000002257:ENSRNOG00000000502 DEF6 gi|145312241|ref|Ngi|145312241|ref|NP_071330.3| differentially expressed in FDCP 6 631 73910 6 0 o Q 24 0.007 X X X X X X X 0 1 3 0 1 3 3 3.17 0.00011 X X X X X X X 0 1 6 0 1 6 6 3.17 0.00017 X X X X X X X 0 2 6.97E-05 8.38E-05 X X X X X X X 0 1 2 0 1 2 2 3.17 7.1E-05 X X X X X X X 0 2 15 0 2 15 15 5.23 0.00039 6 24 0 6 24 24 9.67 0.00146 3 0.00048 0.000675 11 50
504 ENSG00000031698:ENSMUSG00000068739:ENSRNOG00000020255 SARS gi|16306548|ref|NPgi|16306548|ref|NP_006504.2| seryl-tRNA synthetase [Homo sap 514 58777 6.4 0 o Q 0 0 X X X X X X X 0 2 6 0 2 6 6 7.59 0.00027 X X X X X X X 0 7 20 0 7 20 20 21.98 0.00069 X X X X X X X 0 2 0.00024 0.000325 X X X X X X X 0 2 3 0 2 3 3 8.37 0.00013 X X X X X X X 0 2 5 0 2 5 5 11.09 0.00016 4 8 0 4 8 8 10.7 0.0006 3 0.000222 0.00026 Seryl-tRNA synthetase N-terminal domain. This cytoplasm; soluble fraction ATP binding; ligase activity; nucleotide 17 42
505 ENSG00000175333:NA:NA LOC645296 gi|148228985|ref|Ngi|148228985|ref|NP_001087202.1|;gi|148232686|ref|NP_001083061.1|;gi|148235821|ref|NP_001087203.1|;gi|169161116|ref|XP_001717213.1|;gi|169213152|ref|XP_001713707.1| hypothetical protein LOC645296 [ 184 21313 10.1 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 5.43 0.00025 X X X X X X X 0 2 2 0 0 2 2 18.48 0.00019 X X X X X X X 0 2 0.000111 0.000131 X X X X X X X 0 3 5 0 0 5 5 14.67 0.00061 X X X X X X X 0 1 7 0 0 7 7 8.7 0.00062 1 2 0 0 2 2 5.98 0.00042 3 0.000412 0.00029 8 18
506 ENSG00000141385:ENSMUSG00000024527:ENSRNOG00000017965 AFG3L2 gi|5802970|ref|NP_gi|5802970|ref|NP_006787.1| AFG3 ATPase family gene 3-like 797 88484 8.7 2 o146-163i252-27Q 32 0.272 X X X X X X X 0 9 20 0 9 20 20 11.79 0.00059 1 1 0 1 1 1 1.25 0.00024 3 9 0 3 9 9 5.14 0.0002 X X X X X X X 0 3 0.000255 0.000243 X X X X X X X 0 9 29 0 9 29 29 14.3 0.00082 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.26 4.8E-05 2 0.000216 0.000401 FtsH Extracellular. This domain is found in the FtsH integral to membrane; membrane; ATP binding; metal ion binding; 23 60
507 ENSG00000180096:ENSMUSG00000000486:ENSRNOG00000017804 SEPT1 gi|16604248|ref|NPgi|16604248|ref|NP_443070.1| septin 1 [Homo sapiens] 367 41971 5.8 0 o Q 38 0 X X X X X X X 0 2 5 0 2 5 5 8.45 0.00032 X X X X X X X 0 6 12 0 6 12 12 28.07 0.00058 X X X X X X X 0 2 0.000224 0.000279 X X X X X X X 0 4 7 0 4 7 7 22.62 0.00043 X X X X X X X 0 3 5 0 3 5 5 17.44 0.00022 2 3 0 2 3 3 12.53 0.00031 3 0.000241 0.000181 CDC/Septin. Septins are a conserved family of GTP- GTP binding; nucleotide binding; protein 17 32
508 ENSG00000069329:ENSMUSG00000031696:ENSRNOG00000017612 VPS35 gi|17999541|ref|NPgi|17999541|ref|NP_060676.2| vacuolar protein sorting 35 [Homo 796 91707 5.5 0 o Q 0 0 X X X X X X X 0 2 9 0 2 9 9 5.78 0.00026 X X X X X X X 0 4 10 0 4 10 10 7.91 0.00022 X X X X X X X 0 2 0.000121 0.000141 X X X X X X X 0 2 6 0 2 6 6 3.27 0.00017 X X X X X X X 0 8 25 0 8 25 25 12.31 0.00051 10 18 0 10 18 18 10.93 0.00087 3 0.000387 0.000385 Vacuolar protein sorting-associated protein 35. cytosol [pmid 11102511]; endosome [pmid protein binding [pmid 11102511] 26 68
509 ENSG00000140983:ENSMUSG00000025733:ENSRNOG00000019930 RHOT2 gi|20270303|ref|NPgi|20270303|ref|NP_620124.1| ras homolog gene family, membe 618 68118 5.9 1 o593-615i Q 31 0.012 X X X X X X X 0 10 18 1 8 17 17.71 32.85 0.00067 X X X X X X X 0 2 3 0 2 3 3 10.52 8.6E-05 X X X X X X X 0 2 0.000189 0.000322 X X X X X X X 0 8 18 0 8 18 18 29.94 0.00065 X X X X X X X 0 1 2 0 1 2 2 5.18 5.3E-05 3 7 0 3 7 7 8.9 0.00043 3 0.000285 0.000313 Miro1 subfamily. Miro (mitochondrial Rho) proteins integral to membrane; integral to calcium ion binding; GTP binding; 24 48
510 ENSG00000109072:ENSMUSG00000017344:ENSRNOG00000010031 VTN gi|88853069|ref|NPgi|88853069|ref|NP_000629.3| vitronectin precursor [Homo sapie 478 54306 5.8 0 o S 20 0.999 2 2 0 2 2 2 3.77 0.00068 1 2 0 1 2 2 3.14 9.8E-05 X X X X X X X 0 1 1 0 1 1 1 3.14 3.7E-05 X X X X X X X 0 3 0.000203 0.000319 1 1 0 1 1 1 3.14 0.00093 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.65 3.4E-05 X X X X X X X 0 2 0.000241 0.000459 Hemopexin-like repeats. Hemopexin is a heme- extracellular region [pmid 14718574]; heparin binding; protein binding 6 7
511 ENSG00000084073:ENSMUSG00000043207:ENSRNOG00000012054 ZMPSTE24 gi|18379366|ref|NPgi|18379366|ref|NP_005848.2| zinc metalloproteinase STE24 [Ho 475 54813 7.5 7 o20-37i80-102o1A 33 0.353 X X X X X X X 0 6 10 0 6 10 10 16 0.00049 X X X X X X X 0 2 7 0 2 7 7 6.74 0.00026 X X X X X X X 0 2 0.000188 0.000236 X X X X X X X 0 4 18 0 4 18 18 9.68 0.00085 X X X X X X X 0 1 1 0 1 1 1 3.37 3.4E-05 1 3 0 1 3 3 3.16 0.00024 3 0.000282 0.000394 Peptidase family M48; pfam01435 endoplasmic reticulum; integral to metal ion binding; 14 39
512 ENSG00000128245:ENSMUSG00000018965:ENSRNOG00000026119 YWHAH gi|4507951|ref|NP_gi|4507951|ref|NP_003396.1| tyrosine 3/tryptophan 5 -monooxy 246 28219 4.8 0 o Q 0 0 X X X X X X X 0 3 4 2 2 2 2.143 21.95 0.0002 X X X X X X X 0 2 3 2 1 1 1.018 15.85 7.3E-05 1 1 0 0 1 1 3.25 0.00166 3 6.91E-05 9.58E-05 X X X X X X X 0 1 1 0 1 1 1 7.72 9.1E-05 X X X X X X X 0 2 3 0 2 3 3 17.07 0.0002 X X X X X X X 0 2 7.26E-05 9.46E-05 cytoplasm actin binding; glucocorticoid receptor 9 12
513 ENSG00000132305:ENSMUSG00000052337:ENSRNOG00000009097 IMMT gi|154354966|ref|Ngi|154354966|ref|NP_001093640.1| inner membrane protein, mitocho 747 82625 6.6 0 o A 20 0.268 X X X X X X X 0 5 7 0 5 7 7 12.85 0.00022 X X X X X X X 0 10 25 0 10 25 25 21.95 0.00059 X X X X X X X 0 2 0.000202 0.000279 X X X X X X X 0 2 4 0 2 4 4 7.36 0.00012 X X X X X X X 0 8 23 0 8 23 23 18.47 0.0005 5 8 0 5 8 8 7.5 0.00041 3 0.000258 0.000237 30 67
514 ENSG00000070756:NA:NA PABPC1 gi|46367787|ref|NPgi|46367787|ref|NP_002559.2| poly(A) binding protein, cytoplasm 636 70671 9.5 0 o Q 26 0.012 1 1 0 1 1 1 2.2 0.00025 3 5 3 1 2 5 8.96 0.00018 X X X X X X X 0 3 5 5 0 0 0 8.96 0 X X X X X X X 0 2 0.00011 0.00013 2 2 0 2 2 2 4.72 0.0014 2 3 2 1 1 3 7.55 0.00011 X X X X X X X 0 1 2 2 0 0 0 2.52 0 1 1 0 1 1 1 1.73 6E-05 3 0.000391 0.000672 Poly-adenylate binding protein, unique domain. The cytoplasm [pmid 9582337] nucleotide binding; poly(A) binding 13 19
515 ENSG00000110700:ENSMUSG00000066362:ENSRNOG00000020502 RPS13 gi|4506685|ref|NP_gi|4506685|ref|NP_001008.1| ribosomal protein S13 [Homo sap 151 17222 10.5 0 o Q 22 0.002 X X X X X X X 0 2 4 0 2 4 4 18.54 0.00062 X X X X X X X 0 1 1 0 1 1 1 11.92 0.00012 X X X X X X X 0 2 0.000184 0.000295 X X X X X X X 0 1 1 0 1 1 1 8.61 0.00015 X X X X X X X 0 1 2 0 1 2 2 6.62 0.00022 2 3 0 2 3 3 9.93 0.00076 3 0.000282 0.000333 Ribosomal protein S15 (prokaryotic)_S13 (eukaryotic) cytosolic small ribosomal subunit (sensu protein binding [pmid 12054647]; 7 11
516 ENSG00000023191:ENSMUSG00000038650:ENSRNOG00000016416 RNH1 gi|42822874|ref|NPgi|42822874|ref|NP_976319.1| ribonuclease/angiogenin inhibitor 461 49974 4.8 0 o Q 36 0 X X X X X X X 0 4 5 0 4 5 5 16.92 0.00025 X X X X X X X 0 9 18 0 9 18 18 40.78 0.00069 X X X X X X X 0 2 0.000236 0.000325 X X X X X X X 0 2 3 0 2 3 3 8.89 0.00015 X X X X X X X 0 4 11 0 4 11 11 13.88 0.00039 2 3 0 2 3 3 6.94 0.00025 3 0.000196 0.000165 Leucine-rich repeats (LRRs), ribonuclease inhibitor protein binding [pmid 2742853] [pmid 21 40
517 ENSG00000057608:ENSMUSG00000021218:ENSRNOG00000018091 GDI2 gi|6598323|ref|NP_gi|6598323|ref|NP_001485.2| GDP dissociation inhibitor 2 [Hom 445 50663 6.5 0 o Q 21 0.004 1 2 0 0 2 2 4.27 0.00073 2 4 0 0 4 4 8.54 0.00021 X X X X X X X 0 4 6 1 3 5 5.833 19.1 0.00023 X X X X X X X 0 3 0.000293 0.000309 X X X X X X X 0 4 9 8 1 1 9 12.58 0.00045 X X X X X X X 0 2 6 0 0 6 6 4.49 0.00022 X X X X X X X 0 2 0.000168 0.000217 GDP dissociation inhibitor; pfam00996 cell surface [pmid 12493773]; cytoplasm GTPase activator activity; Rab GDP- 13 27
518 ENSG00000197214:NA:NA TCEA1 gi|45439355|ref|NPgi|45439355|ref|NP_958845.1|;gi|5803191|ref|NP_006747.1|transcription elongation factor A 1 280 31664 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 10 8.3E-05 X X X X X X X 0 1 3 0 0 3 3 10 0.00019 X X X X X X X 0 2 6.81E-05 8.98E-05 X X X X X X X 0 1 2 0 0 2 2 10 0.00016 X X X X X X X 0 1 25 0 0 25 25 10 0.00146 1 1 0 0 1 1 10 0.00014 3 0.000439 0.000683 N-terminal domain (domain I) of transcription nucleus DNA binding; general RNA polymerase 5 32
519 ENSG00000176390:ENSMUSG00000017561:ENSRNOG00000037151 CRLF3 gi|156142186|ref|Ngi|156142186|ref|NP_057070.3| cytokine receptor-like factor 3 [Ho 442 49766 5.1 0 o Q 23 0 X X X X X X X 0 1 2 0 1 2 2 7.69 0.00011 X X X X X X X 0 3 14 0 3 14 14 18.78 0.00056 X X X X X X X 0 2 0.000166 0.000267 X X X X X X X 0 3 8 0 3 8 8 16.52 0.00041 X X X X X X X 0 2 11 0 2 11 11 13.57 0.00041 1 4 0 1 4 4 4.3 0.00035 3 0.00029 0.000195 10 39
520 ENSG00000104518:ENSMUSG00000022575:ENSRNOG00000007728 GSDMDC1 gi|83320070|ref|NPgi|83320070|ref|NP_079012.3| gasdermin domain containing 1 [H 484 52801 5.1 0 o Q 34 0 X X X X X X X 0 1 1 0 1 1 1 3.1 4.8E-05 X X X X X X X 0 1 6 0 1 6 6 3.1 0.00022 X X X X X X X 0 2 6.68E-05 0.000104 X X X X X X X 0 2 4 0 2 4 4 7.23 0.00019 X X X X X X X 0 3 8 0 3 8 8 12.6 0.00027 3 16 0 3 16 16 4.13 0.00127 3 0.000431 0.00057 Gasdermin family. The precise function of this protein 10 35
521 ENSG00000138029:ENSMUSG00000059447:ENSRNOG00000010800 HADHB gi|4504327|ref|NP_gi|4504327|ref|NP_000174.1| mitochondrial trifunctional protein 474 51294 9.4 0 o Q 35 0.037 1 1 0 1 1 1 3.8 0.00034 4 9 0 4 9 9 15.61 0.00044 X X X X X X X 0 1 1 0 1 1 1 1.9 3.7E-05 X X X X X X X 0 3 0.000206 0.00022 X X X X X X X 0 2 4 0 2 4 4 6.12 0.00019 X X X X X X X 0 2 19 0 2 19 19 7.59 0.00065 X X X X X X X 0 2 0.000211 0.000309 Thiolase are ubiquitous enzymes that catalyze the mitochondrial envelope [pmid 1550553]; 3-hydroxyacyl-CoA dehydrogenase 10 34
522 ENSG00000099901:ENSMUSG00000005732:ENSRNOG00000023917 RANBP1 gi|4506407|ref|NP_gi|4506407|ref|NP_002873.1| RAN binding protein 1 [Homo sap 201 23310 5.3 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 16.92 0.00046 X X X X X X X 0 2 5 0 2 5 5 21.89 0.00044 X X X X X X X 0 2 0.000226 0.000261 X X X X X X X 0 1 1 0 1 1 1 11.44 0.00011 X X X X X X X 0 1 3 0 1 3 3 10.95 0.00024 1 2 0 1 2 2 6.97 0.00038 3 0.000184 0.000165 Ran-binding domain; This domain of approximately cytoplasm [pmid 16130169]; nucleus [pmid GDP-dissociation inhibitor activity [pmid 7 15
523 ENSG00000062485:ENSMUSG00000046934:ENSRNOG00000023520 CS gi|38327625|ref|NPgi|38327625|ref|NP_004068.2|;gi|38327627|ref|NP_938083.1| citrate synthase precursor, isoform 466 51712 8.3 0 o S 29 0.992 X X X X X X X 0 2 5 0 0 5 5 9.01 0.00025 X X X X X X X 0 1 2 0 0 2 2 2.58 7.6E-05 X X X X X X X 0 2 8.15E-05 0.000118 X X X X X X X 0 2 4 0 0 4 4 10.94 0.00019 X X X X X X X 0 2 12 0 0 12 12 9.44 0.00042 8 12 0 0 12 12 9.87 0.00099 3 0.0004 0.000428 type I citrate synthase; PRK09569 cytoplasm; mitochondrion [pmid 9543345] citrate (Si)-synthase activity [pmid 15 35
524 ENSG00000103653:ENSMUSG00000032312:ENSRNOG00000019374 CSK gi|4758078|ref|NP_gi|4758078|ref|NP_004374.1| c-src tyrosine kinase [Homo sapie 450 50704 7.1 0 o Q 17 0.012 1 2 0 1 2 2 2.89 0.00072 3 8 0 3 8 8 12.67 0.00041 X X X X X X X 0 3 3 0 3 3 3 13.11 0.00012 X X X X X X X 0 3 0.000313 0.000323 X X X X X X X 0 3 6 0 3 6 6 12.44 0.0003 X X X X X X X 0 3 7 0 3 7 7 9.11 0.00025 X X X X X X X 0 2 0.000138 0.000161 Src homology 3 domains; SH3 domains bind to cytoplasm [pmid 8890164]; plasma ATP binding; nucleotide binding; protein 13 26
525 ENSG00000105953:ENSMUSG00000020456:ENSRNOG00000005130 OGDH gi|51873036|ref|NPgi|51873036|ref|NP_002532.2| oxoglutarate (alpha-ketoglutarate 1023 115935 6.9 0 o Q 17 0.015 X X X X X X X 0 10 15 0 10 15 15 19.55 0.00034 X X X X X X X 0 7 18 0 7 18 18 10.36 0.00031 X X X X X X X 0 2 0.000163 0.000189 X X X X X X X 0 6 7 0 6 7 7 13.1 0.00015 X X X X X X X 0 6 8 0 6 8 8 12.32 0.00013 9 21 0 9 21 21 8.5 0.00079 3 0.000267 0.000354 Thiamine pyrophosphate (TPP) family, E1 of OGDC- mitochondrion; oxoglutarate dehydrogenase oxidoreductase activity; oxidoreductase 38 69
526 ENSG00000162909:ENSMUSG00000026509:ENSRNOG00000034015 CAPN2 gi|157389005|ref|Ngi|157389005|ref|NP_001739.2| calpain 2, large subunit [Homo sa 700 80009 5 0 o Q 15 0 X X X X X X X 0 6 10 0 6 10 10 15 0.00033 X X X X X X X 0 4 9 0 4 9 9 13.57 0.00023 X X X X X X X 0 2 0.00014 0.000167 X X X X X X X 0 1 2 0 1 2 2 3.43 6.4E-05 X X X X X X X 0 7 22 0 7 22 22 20.29 0.00051 5 11 0 5 11 11 6.86 0.0006 3 0.000295 0.000307 23 54
527 ENSG00000141127:ENSMUSG00000020528:ENSRNOG00000002724 PRPSAP2 gi|4506133|ref|NP_gi|4506133|ref|NP_002758.1| phosphoribosyl pyrophosphate sy 369 40926 7.4 0 o Q 32 0.001 X X X X X X X 0 1 1 0 1 1 1 4.61 6.3E-05 X X X X X X X 0 1 2 0 1 2 2 4.61 9.6E-05 X X X X X X X 0 2 3.97E-05 4.78E-05 1 1 0 1 1 1 4.61 0.0012 1 1 0 1 1 1 6.23 6.1E-05 X X X X X X X 0 3 11 0 3 11 11 16.53 0.00049 X X X X X X X 0 3 0.000438 0.000554 Phosphoribosylpyrophosphate synthetase [Nucleotide enzyme inhibitor activity [pmid 7 16
528 ENSG00000092010:ENSMUSG00000022216:ENSRNOG00000014510 PSME1 gi|5453990|ref|NP_gi|5453990|ref|NP_006254.1| proteasome activator subunit 1 iso 249 28723 6 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 4.82 0.00028 X X X X X X X 0 2 3 0 2 3 3 12.85 0.00021 X X X X X X X 0 2 0.000123 0.000145 X X X X X X X 0 1 1 0 1 1 1 5.62 9E-05 X X X X X X X 0 1 5 0 1 5 5 8.03 0.00033 3 5 0 3 5 5 15.66 0.00077 3 0.000297 0.000345 Proteasome activator pa28 alpha subunit. PA28 cytoplasm [pmid 16130169]; cytosol; proteasome activator activity 8 17
529 ENSG00000085662:ENSMUSG00000001642:ENSRNOG00000009513 AKR1B1 gi|4502049|ref|NP_gi|4502049|ref|NP_001619.1| aldo-keto reductase family 1, mem 316 35853 7 0 o Q 32 0.007 X X X X X X X 0 1 4 0 1 4 4 6.01 0.0003 X X X X X X X 0 1 2 0 1 2 2 11.08 0.00011 X X X X X X X 0 2 0.000102 0.000139 X X X X X X X 0 2 4 0 2 4 4 12.03 0.00028 X X X X X X X 0 2 15 0 2 15 15 12.66 0.00077 2 2 0 2 2 2 7.91 0.00024 3 0.000325 0.000325 Aldo/keto reductase family. This family includes a extracellular space [pmid 2112546] aldehyde reductase activity [pmid 8 27
530 ENSG00000103426:ENSMUSG00000039637:ENSRNOG00000004146 CORO7 gi|88702975|ref|NPgi|88702975|ref|NP_078811.2| coronin 7 [Homo sapiens] 925 100635 5.8 0 o Q 57 0.001 X X X X X X X 0 7 16 0 7 16 16 21.19 0.0004 X X X X X X X 0 9 28 0 9 28 28 22.59 0.00053 X X X X X X X 0 2 0.000235 0.000276 X X X X X X X 0 2 7 0 2 7 7 7.78 0.00017 X X X X X X X 0 5 14 0 5 14 14 16.76 0.00025 2 2 0 2 2 2 5.41 8.3E-05 3 0.000125 0.000107 WD40 domain, found in a number of eukaryotic Golgi apparatus; integral to membrane of 25 67
531 ENSG00000104325:ENSMUSG00000028223:ENSRNOG00000038203 DECR1 gi|4503301|ref|NP_gi|4503301|ref|NP_001350.1| 2,4-dienoyl CoA reductase 1 prec 335 36068 9.3 0 o Q 21 0.308 X X X X X X X 0 3 6 0 3 6 6 16.72 0.00042 X X X X X X X 0 2 5 0 2 5 5 14.93 0.00026 X X X X X X X 0 2 0.00017 0.000207 X X X X X X X 0 1 2 0 1 2 2 6.57 0.00013 X X X X X X X 0 2 13 0 2 13 13 14.03 0.00063 1 1 0 1 1 1 3.28 0.00011 3 0.00022 0.000282 3-ketoacyl-(acyl-carrier-protein) reductase; PRK05653 mitochondrion [pmid 7818482] 2,4-dienoyl-CoA reductase (NADPH) 9 27
532 ENSG00000139684:ENSMUSG00000021996:ENSRNOG00000009512 ESD gi|33413400|ref|NPgi|33413400|ref|NP_001975.1| esterase D/formylglutathione hydr 282 31463 7 0 o Q 27 0 X X X X X X X 0 2 2 0 2 2 2 15.25 0.00017 X X X X X X X 0 3 9 0 3 9 9 23.05 0.00056 X X X X X X X 0 2 0.000182 0.000266 X X X X X X X 0 1 1 0 1 1 1 7.45 8E-05 X X X X X X X 0 1 1 0 1 1 1 7.8 5.8E-05 2 5 0 2 5 5 5.67 0.00068 3 0.000205 0.000319 Putative esterase. This family contains Esterase D. cytoplasmic membrane-bound vesicle hydrolase activity; S-formylglutathione 9 18
533 ENSG00000132589:ENSMUSG00000061981:ENSRNOG00000009681 FLOT2 gi|94538362|ref|NPgi|94538362|ref|NP_004466.2| flotillin 2 [Homo sapiens] 428 47064 5.3 0 o Q 22 0.003 1 1 0 1 1 1 5.61 0.00038 7 11 0 7 11 11 22.66 0.0006 X X X X X X X 0 3 5 0 3 5 5 9.11 0.00021 X X X X X X X 0 3 0.000296 0.000255 X X X X X X X 0 3 8 0 3 8 8 9.35 0.00042 X X X X X X X 0 1 1 0 1 1 1 3.04 3.8E-05 X X X X X X X 0 2 0.000114 0.000204 Band_7_flotillin: a subgroup of the band 7 domain of cell surface [pmid 12493773]; flotillin protein binding [pmid 10212252] [pmid 15 26
534 ENSG00000205531:ENSMUSG00000059119:ENSRNOG00000020615 NAP1L4 gi|5174613|ref|NP_gi|5174613|ref|NP_005960.1| nucleosome assembly protein 1-li 375 42823 4.7 0 o Q 18 0 X X X X X X X 0 3 4 0 3 4 4 10.93 0.00025 X X X X X X X 0 4 11 1 3 10 10.59 15.47 0.0005 X X X X X X X 0 2 0.000187 0.000239 X X X X X X X 0 1 3 0 1 3 3 2.93 0.00018 X X X X X X X 0 1 3 0 1 3 3 7.2 0.00013 2 4 0 2 4 4 5.87 0.00041 3 0.00018 0.000171 Nucleosome assembly protein (NAP). NAP proteins chromatin assembly complex [pmid unfolded protein binding [pmid 9325046] 11 25
535 ENSG00000135624:ENSMUSG00000030007:ENSRNOG00000015630 CCT7 gi|5453607|ref|NP_gi|5453607|ref|NP_006420.1| chaperonin containing TCP1, sub 543 59367 7.6 0 o Q 19 0.002 X X X X X X X 0 3 5 0 3 5 5 9.21 0.00021 X X X X X X X 0 5 18 0 5 18 18 20.44 0.00059 X X X X X X X 0 2 0.0002 0.000276 X X X X X X X 0 2 2 0 2 2 2 9.02 8.3E-05 X X X X X X X 0 5 16 0 5 16 16 18.97 0.00048 1 1 0 1 1 1 3.87 7.1E-05 3 0.000159 0.000218 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytoplasm [pmid 9819444] ATP binding; nucleotide binding; 16 42
536 ENSG00000065357:ENSMUSG00000025357:ENSRNOG00000022943 DGKA gi|41872500|ref|NPgi|41872500|ref|NP_963848.1| diacylglycerol kinase, alpha 80kD 735 82630 6.7 0 o Q 17 0 X X X X X X X 0 6 12 0 6 12 12 14.56 0.00038 X X X X X X X 0 6 13 0 6 13 13 14.69 0.00031 X X X X X X X 0 2 0.000173 0.000202 X X X X X X X 0 4 12 0 4 12 12 9.25 0.00037 X X X X X X X 0 4 5 0 4 5 5 11.16 0.00011 4 6 0 4 6 6 7.07 0.00031 3 0.000198 0.000172 Protein kinase C conserved region 1 (C1) . Cysteine- calcium ion binding; diacylglycerol 24 48
537 ENSG00000014123:ENSMUSG00000040359:ENSRNOG00000007831 KIAA0776 gi|24308039|ref|NPgi|24308039|ref|NP_056138.1| hypothetical protein LOC23376 [H 794 89595 6.8 0 o Q 24 0 X X X X X X X 0 6 16 0 6 16 16 13.6 0.00047 X X X X X X X 0 4 7 0 4 7 7 10.33 0.00016 X X X X X X X 0 2 0.000156 0.000222 X X X X X X X 0 4 18 0 4 18 18 9.32 0.00051 X X X X X X X 0 4 9 0 4 9 9 10.2 0.00018 2 4 0 2 4 4 3.27 0.00019 3 0.000222 0.000211 20 54
538 ENSG00000105323:ENSMUSG00000040725:ENSRNOG00000020683 HNRPUL1 gi|21536320|ref|NPgi|21536320|ref|NP_653333.1|;gi|21536326|ref|NP_008971.2| E1B-55kDa-associated protein 5 756 84794 8.8 0 o Q 0 0 X X X X X X X 0 3 7 0 0 7 7 7.94 0.00022 X X X X X X X 0 4 10 0 0 10 10 10.85 0.00023 X X X X X X X 0 2 0.000112 0.00013 X X X X X X X 0 3 10 0 0 10 10 7.14 0.0003 X X X X X X X 0 6 23 0 0 23 23 19.05 0.0005 2 7 0 0 7 7 4.89 0.00036 3 0.000287 0.000209 SPRY domain. SPRY Domain is named from SPla nucleus; ribonucleoprotein complex DNA binding; RNA binding 18 57
539 ENSG00000185825:ENSMUSG00000002015:ENSRNOG00000019053 BCAP31 gi|32171186|ref|NPgi|32171186|ref|NP_005736.3| B-cell receptor-associated protein 246 27992 8.4 3 i7-29o44-63i102-A 30 0.053 1 1 0 1 1 1 5.69 0.00066 1 3 0 1 3 3 6.1 0.00028 X X X X X X X 0 1 3 0 1 3 3 6.1 0.00022 X X X X X X X 0 3 0.00029 0.000274 X X X X X X X 0 2 4 0 2 4 4 10.16 0.00036 X X X X X X X 0 1 1 0 1 1 1 6.5 6.6E-05 X X X X X X X 0 2 0.000108 0.000174 B-cell receptor-associated protein 31-like. Bap31 is a endoplasmic reticulum; integral to plasma receptor binding 6 12
540 ENSG00000131051:ENSMUSG00000027620:ENSRNOG00000019848 RBM39 gi|35493811|ref|NPgi|35493811|ref|NP_909122.1|;gi|4757926|ref|NP_004893.1|RNA binding motif protein 39 isofo 530 59380 10.1 0 o Q 0 0 1 2 0 0 2 2 3.21 0.00061 5 12 2 0 10 12 18.49 0.00053 X X X X X X X 0 3 4 1 0 3 4 10.94 0.00013 X X X X X X X 0 3 0.000318 0.000298 X X X X X X X 0 4 4 1 0 3 4 16.42 0.00017 X X X X X X X 0 4 6 2 0 4 6 13.96 0.00018 X X X X X X X 0 2 8.85E-05 0.000102 RNA recognition motif; smart00360 nucleoplasm [pmid 8227358]; nucleus nucleic acid binding; nucleotide binding; 17 28
541 ENSG00000115866:ENSMUSG00000026356:ENSRNOG00000003743 DARS gi|45439306|ref|NPgi|45439306|ref|NP_001340.2| aspartyl-tRNA synthetase [Homo 501 57136 6.5 0 o Q 0 0 X X X X X X X 0 6 12 0 6 12 12 17.37 0.00056 X X X X X X X 0 3 6 0 3 6 6 9.58 0.00021 X X X X X X X 0 2 0.000193 0.000264 X X X X X X X 0 3 7 0 3 7 7 7.19 0.00031 X X X X X X X 0 2 3 0 2 3 3 6.79 9.8E-05 3 3 0 3 3 3 8.78 0.00023 3 0.00016 0.000139 AspRS_cyto_N: N-terminal, anticodon recognition cytoplasm [pmid 8449960]; soluble fraction aminoacylase activity [pmid 8449960]; 17 31
542 ENSG00000129083:ENSMUSG00000030754:ENSRNOG00000012000 COPB1 gi|7705369|ref|NP_gi|7705369|ref|NP_057535.1| coatomer protein complex, subun 953 107142 6 0 o Q 19 0.001 X X X X X X X 0 6 13 0 6 13 13 9.34 0.00032 X X X X X X X 0 4 7 0 4 7 7 8.5 0.00013 X X X X X X X 0 2 0.000112 0.00015 X X X X X X X 0 5 12 0 5 12 12 8.5 0.00028 X X X X X X X 0 4 16 0 4 16 16 6.82 0.00027 6 14 0 6 14 14 5.46 0.00056 3 0.00028 0.00023 Coatamer beta C-terminal region. This family is found COPI vesicle coat; cytosol [pmid 1840503]; protein binding [pmid 10199403] 25 62
543 ENSG00000010278:ENSMUSG00000030342:ENSRNOG00000019556 CD9 gi|4502693|ref|NP_gi|4502693|ref|NP_001760.1| CD9 antigen [Homo sapiens] 228 25416 7.1 4 i13-35o60-82i89-A 31 0.156 X X X X X X X 0 1 2 0 1 2 2 10.96 0.0002 1 1 0 1 1 1 3.07 0.00082 1 1 0 1 1 1 10.96 7.7E-05 X X X X X X X 0 3 0.000277 0.000375 X X X X X X X 0 1 3 0 1 3 3 10.96 0.0003 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.14 0.00017 2 0.000116 0.000143 Tetraspanin, extracellular domain or large extracellular integral to membrane; integral to plasma protein binding [pmid 11278880] [pmid 5 8
544 ENSG00000124155:ENSMUSG00000017721:ENSRNOG00000014690 PIGT gi|23397653|ref|NPgi|23397653|ref|NP_057021.2| phosphatidylinositol glycan ancho 578 65700 8.4 1 o522-544i S 24 1 1 4 0 1 4 4 2.6 0.00112 3 4 0 3 4 4 10.03 0.00016 X X X X X X X 0 1 1 0 1 1 1 2.94 3.1E-05 X X X X X X X 0 3 0.000329 0.000534 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.94 2.8E-05 3 4 0 3 4 4 10.38 0.00027 2 7.35E-05 0.000129 Gpi16 subunit, GPI transamidase component. GPI endoplasmic reticulum; GPI-anchor GPI-anchor transamidase activity [pmid 9 14
545 ENSG00000110031:ENSMUSG00000024696:ENSRNOG00000012611 LPXN gi|4758670|ref|NP_gi|4758670|ref|NP_004802.1| leupaxin [Homo sapiens] 386 43332 6 0 o Q 17 0 X X X X X X X 0 2 6 0 2 6 6 8.29 0.00036 X X X X X X X 0 1 3 0 1 3 3 6.22 0.00014 X X X X X X X 0 2 0.000125 0.000171 X X X X X X X 0 3 4 0 3 4 4 18.13 0.00023 X X X X X X X 0 3 13 0 3 13 13 11.92 0.00055 2 2 0 2 2 2 8.55 0.0002 3 0.000245 0.000227 LIM domain. This family represents two copies of the cytoplasm metal ion binding; zinc ion binding 11 28
546 ENSG00000171490:ENSMUSG00000005846:ENSRNOG00000032439 RSL1D1 gi|118498359|ref|Ngi|118498359|ref|NP_056474.2| ribosomal L1 domain containing 1 490 54973 10.1 0 o S 24 0.558 X X X X X X X 0 2 5 0 2 5 5 5.1 0.00024 X X X X X X X 0 2 6 0 2 6 6 5.92 0.00022 X X X X X X X 0 2 0.000114 0.000131 X X X X X X X 0 3 9 0 3 9 9 11.22 0.00041 X X X X X X X 0 2 5 0 2 5 5 6.53 0.00017 4 6 0 4 6 6 11.43 0.00047 3 0.000262 0.000219 13 31
547 ENSG00000187109:ENSMUSG00000058799:ENSRNOG00000004457 NAP1L1 gi|21327708|ref|NPgi|21327708|ref|NP_631946.1| nucleosome assembly protein 1-li 391 45374 4.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.81 6E-05 X X X X X X X 0 4 8 1 3 7 7.412 18.16 0.00033 X X X X X X X 0 2 9.86E-05 0.00016 X X X X X X X 0 4 6 0 4 6 6 28.64 0.00034 X X X X X X X 0 3 14 0 3 14 14 26.34 0.00058 1 2 0 1 2 2 3.07 0.0002 3 0.000281 0.000246 Nucleosome assembly protein (NAP). NAP proteins chromatin assembly complex [pmid protein binding [pmid 11940655] 13 31
548 ENSG00000143870:ENSMUSG00000020571:NA PDIA6 gi|5031973|ref|NP_gi|5031973|ref|NP_005733.1| protein disulfide isomerase-assoc 440 48121 5.1 0 o S 20 0.999 1 1 0 1 1 1 5.68 0.00037 3 5 0 3 5 5 12.73 0.00027 X X X X X X X 0 5 10 0 5 10 10 23.18 0.0004 X X X X X X X 0 3 0.000259 0.000182 X X X X X X X 0 3 6 0 3 6 6 14.55 0.00031 X X X X X X X 0 2 4 0 2 4 4 5.68 0.00015 X X X X X X X 0 2 0.000114 0.000146 P5 family, C-terminal redox inactive TRX-like domain; endoplasmic reticulum [pmid 16130169]; electron carrier activity; isomerase 14 26
549 ENSG00000111642:ENSMUSG00000063870:ENSRNOG00000018309 CHD4 gi|51599156|ref|NPgi|51599156|ref|NP_001264.2| chromodomain helicase DNA bind 1912 218003 5.9 0 o Q 16 0.003 X X X X X X X 0 5 10 8 2 2 10 5.28 0.00012 X X X X X X X 0 6 15 0 6 15 15 5.81 0.00014 X X X X X X X 0 2 6.51E-05 7.55E-05 X X X X X X X 0 8 13 4 5 9 13 8.32 0.00015 X X X X X X X 0 8 10 3 6 7 10 7.43 8.5E-05 14 59 52 4 7 53 6.07 0.00106 3 0.000325 0.000496 Helicase superfamily c-terminal domain; associated chromatin; nucleus ATP binding; ATP-dependent DNA 41 107
550 ENSG00000181789:ENSMUSG00000030058:ENSRNOG00000010474 COPG gi|11559929|ref|NPgi|11559929|ref|NP_057212.1| coatomer protein complex, subun 874 97718 5.5 0 o Q 0 0 X X X X X X X 0 7 14 5 6 9 12 16.02 0.00032 X X X X X X X 0 6 20 4 5 16 18.91 13.16 0.00038 X X X X X X X 0 2 0.000176 0.000204 X X X X X X X 0 5 10 5 4 5 8.571 8.92 0.00022 X X X X X X X 0 3 7 2 2 5 7 7.89 0.00013 5 6 0 5 6 6 6.98 0.00026 3 0.000154 0.000116 Coatomer gamma subunit appendage domain. COPI- COPI vesicle coat; membrane binding 26 57
551 ENSG00000120805:ENSMUSG00000060904:ENSRNOG00000005763 ARL1 gi|4502227|ref|NP_gi|4502227|ref|NP_001168.1| ADP-ribosylation factor-like 1 [Ho 181 20418 5.7 0 o Q 15 0.028 X X X X X X X 0 1 2 0 1 2 2 8.84 0.00026 X X X X X X X 0 1 1 0 1 1 1 8.84 9.8E-05 X X X X X X X 0 2 8.88E-05 0.000122 X X X X X X X 0 2 5 0 2 5 5 16.57 0.00062 X X X X X X X 0 1 1 0 1 1 1 8.84 9E-05 1 2 0 1 2 2 8.84 0.00042 3 0.000284 0.000289 Arl1 subfamily. Arl1 (Arf-like 1) localizes to the Golgi Golgi apparatus [pmid 11256614]; enzyme activator activity [pmid 6 11
552 ENSG00000117593:ENSMUSG00000026709:ENSRNOG00000002813 DARS2 gi|40789249|ref|NPgi|40789249|ref|NP_060592.2| aspartyl-tRNA synthetase 2, mitoc 645 73563 8 0 o Q 16 0.015 X X X X X X X 0 2 2 0 2 2 2 5.43 7.2E-05 X X X X X X X 0 2 2 0 2 2 2 6.05 5.5E-05 X X X X X X X 0 2 3.18E-05 3.74E-05 X X X X X X X 0 2 4 0 2 4 4 7.75 0.00014 X X X X X X X 0 3 10 0 3 10 10 7.6 0.00025 5 18 0 5 18 18 6.05 0.00107 3 0.000366 0.000482 EcAspRS_like_N: N-terminal, anticodon recognition cytoplasm aspartate-tRNA ligase activity; ATP 14 36
553 ENSG00000119314:ENSMUSG00000028382:ENSRNOG00000016334 ROD1 gi|38569466|ref|NPgi|38569466|ref|NP_005147.3| ROD1 regulator of differentiation 552 59690 9 0 o Q 17 0.001 X X X X X X X 0 2 8 0 2 8 8 7.43 0.00034 X X X X X X X 0 2 10 0 2 10 10 8.51 0.00032 X X X X X X X 0 2 0.000165 0.00019 X X X X X X X 0 2 12 0 2 12 12 6.7 0.00049 X X X X X X X 0 1 1 0 1 1 1 3.62 3E-05 1 2 0 1 2 2 2.72 0.00014 3 0.000164 0.000224 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleic acid binding; nucleotide binding; 8 33
554 ENSG00000167770:ENSMUSG00000024767:ENSRNOG00000009072 OTUB1 gi|109148508|ref|Ngi|109148508|ref|NP_060140.2| otubain 1 [Homo sapiens] 271 31284 4.9 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 7.01 0.00017 X X X X X X X 0 2 7 0 2 7 7 12.55 0.00046 X X X X X X X 0 2 0.000157 0.000215 X X X X X X X 0 2 3 0 2 3 3 12.55 0.00025 X X X X X X X 0 1 5 0 1 5 5 5.54 0.0003 1 1 0 1 1 1 8.86 0.00014 3 0.000173 0.000133 7 18
555 ENSG00000126945:ENSMUSG00000045427:ENSRNOG00000011661 HNRPH2 gi|74099697|ref|NPgi|74099697|ref|NP_001027565.1| heterogeneous nuclear ribonucleo 449 49264 6.3 0 o Q 25 0.003 X X X X X X X 0 5 14 11 2 3 4.969 21.38 0.00026 1 4 4 0 0 0 2.23 0 6 25 18 3 7 9.068 27.62 0.00036 X X X X X X X 0 2 0.000154 0.000182 X X X X X X X 0 3 7 6 1 1 1.215 15.59 6.1E-05 X X X X X X X 0 5 50 43 3 7 8.808 24.5 0.00032 4 12 11 1 1 3.8 15.37 0.00032 3 0.000176 0.000171 RNPHF zinc finger. This domain is a putative zinc- heterogeneous nuclear ribonucleoprotein nucleotide binding; RNA binding [pmid 24 112
556 ENSG00000002549:ENSMUSG00000039682:ENSRNOG00000017014 LAP3 gi|41393561|ref|NPgi|41393561|ref|NP_056991.2| leucine aminopeptidase 3 [Homo 519 56166 7.9 0 o Q 19 0.032 X X X X X X X 0 1 1 0 1 1 1 4.05 4.5E-05 X X X X X X X 0 2 7 0 2 7 7 6.74 0.00024 X X X X X X X 0 2 7.08E-05 0.000114 1 1 0 1 1 1 3.08 0.00086 2 6 0 2 6 6 6.74 0.00026 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.05 7.4E-05 3 0.000297 0.000388 Cytosol aminopeptidase family, N-terminal and cytoplasm; intracellular leucyl aminopeptidase activity [pmid 7 16
557 ENSG00000117448:ENSMUSG00000028692:ENSRNOG00000016727 AKR1A1 gi|24497577|ref|NPgi|24497577|ref|NP_697021.1| aldo-keto reductase family 1, mem 325 36573 6.8 0 o Q 21 0.038 X X X X X X X 0 4 5 0 4 5 5 30.46 0.00036 X X X X X X X 0 3 6 0 3 6 6 24 0.00033 X X X X X X X 0 2 0.000171 0.000198 X X X X X X X 0 2 3 0 2 3 3 15.08 0.00021 X X X X X X X 0 2 3 0 2 3 3 19.08 0.00015 1 2 0 1 2 2 5.23 0.00024 3 0.000148 0.000105 Aldo/keto reductase family. This family includes a alcohol dehydrogenase (NADP+) 12 19
558 ENSG00000122406:ENSMUSG00000058558:ENSRNOG00000037220 RPL5 gi|14591909|ref|NPgi|14591909|ref|NP_000960.2| ribosomal protein L5 [Homo sapie 297 34363 9.7 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 10.1 0.00031 X X X X X X X 0 1 3 0 1 3 3 6.06 0.00018 X X X X X X X 0 2 0.000123 0.000153 X X X X X X X 0 1 1 0 1 1 1 6.06 7.6E-05 X X X X X X X 0 2 12 0 2 12 12 11.78 0.00066 1 1 0 1 1 1 6.06 0.00013 3 0.000216 0.0003 50S ribosomal protein L18P; PRK08569 cytosolic large ribosomal subunit (sensu 5S rRNA binding; protein binding [pmid 7 21
559 ENSG00000111530:ENSMUSG00000020114:ENSRNOG00000007834 CAND1 gi|21361794|ref|NPgi|21361794|ref|NP_060918.2| TIP120 protein [Homo sapiens] 1230 136375 5.8 0 o Q 19 0 X X X X X X X 0 3 8 0 3 8 8 4.07 0.00015 X X X X X X X 0 7 21 0 7 21 21 10.89 0.0003 X X X X X X X 0 2 0.000113 0.000144 X X X X X X X 0 3 11 0 3 11 11 5.12 0.0002 X X X X X X X 0 5 8 0 5 8 8 9.27 0.00011 9 20 1 9 19 19 11.38 0.00059 3 0.000225 0.000259 TATA-binding protein interacting (TIP20). TIP120 (also nucleus; ubiquitin ligase complex [pmid protein binding [pmid 12504026] [pmid 27 68
560 ENSG00000100412:ENSMUSG00000022477:ENSRNOG00000024128 ACO2 gi|4501867|ref|NP_gi|4501867|ref|NP_001089.1| aconitase 2 precursor [Homo sap 780 85425 7.6 0 o Q 17 0.081 X X X X X X X 0 6 10 0 6 10 10 16.28 0.0003 X X X X X X X 0 7 23 0 7 23 23 20.26 0.00052 X X X X X X X 0 2 0.000205 0.000253 X X X X X X X 0 3 6 0 3 6 6 7.56 0.00017 X X X X X X X 0 2 3 0 2 3 3 11.03 6.3E-05 1 2 0 1 2 2 3.21 9.8E-05 3 8.34E-05 7.2E-05 Mitochondrial aconitase A catalytic domain. Aconitase mitochondrion [pmid 9630632] 4 iron, 4 sulfur cluster binding; aconitate 19 44
561 ENSG00000168383:NA:ENSRNOG00000026575 HLA-DPB1 gi|24797076|ref|NPgi|24797076|ref|NP_002112.3| major histocompatibility complex, 258 29159 8.6 1 o226-245i S 30 0.999 X X X X X X X 0 2 3 0 2 3 3 11.63 0.00027 X X X X X X X 0 1 1 0 1 1 1 7.36 6.8E-05 X X X X X X X 0 2 8.49E-05 0.000128 X X X X X X X 0 2 5 0 2 5 5 12.4 0.00043 X X X X X X X 0 1 1 0 1 1 1 9.69 6.3E-05 3 4 1 1 3 3.75 12.02 0.00056 3 0.000264 0.000274 Immunoglobulin domain constant region subfamily; integral to membrane; membrane MHC class II receptor activity [pmid 9 14
562 ENSG00000182944:ENSMUSG00000009079:ENSRNOG00000038121 EWSR1 gi|4885225|ref|NP_gi|4885225|ref|NP_005234.1| Ewing sarcoma breakpoint region 656 68478 9.3 0 o Q 20 0.001 X X X X X X X 0 3 6 0 3 6 6 8.38 0.00021 1 2 0 1 2 2 1.22 0.00057 X X X X X X X 0 X X X X X X X 0 2 0.000197 0.00027 X X X X X X X 0 2 4 0 2 4 4 4.88 0.00014 X X X X X X X 0 1 1 0 1 1 1 2.74 2.5E-05 1 4 0 1 4 4 2.44 0.00023 3 9.89E-05 0.000108 Zn-finger in Ran binding protein and others; intracellular; nucleus calmodulin binding; metal ion binding; 8 17
563 ENSG00000125912:ENSMUSG00000020238:ENSRNOG00000004793 NCLN gi|51873031|ref|NPgi|51873031|ref|NP_064555.2| nicalin [Homo sapiens] 563 62974 6.9 2 i12-34o521-543i A 43 0.293 1 1 0 1 1 1 2.49 0.00029 5 7 0 5 7 7 10.83 0.00029 X X X X X X X 0 2 8 0 2 8 8 7.28 0.00025 X X X X X X X 0 3 0.000207 0.000139 X X X X X X X 0 7 11 0 7 11 11 15.1 0.00044 X X X X X X X 0 1 1 0 1 1 1 2.49 2.9E-05 X X X X X X X 0 2 0.000117 0.000215 Predicted aminopeptidases [General function endoplasmic reticulum; integral to 16 28
564 ENSG00000085719:ENSMUSG00000028228:ENSRNOG00000006298 CPNE3 gi|4503015|ref|NP_gi|4503015|ref|NP_003900.1| copine III [Homo sapiens] 537 60131 5.8 0 o Q 17 0.026 X X X X X X X 0 4 5 2 2 3 4.5 9.31 0.0002 X X X X X X X 0 4 8 0 4 8 8 17.13 0.00026 X X X X X X X 0 2 0.000115 0.000135 X X X X X X X 0 3 4 0 3 4 4 12.66 0.00017 X X X X X X X 0 1 1 0 1 1 1 3.91 3E-05 2 9 0 2 9 9 7.45 0.00064 3 0.00021 0.000298 VWA Copine: Copines are phospholipid-binding cytoplasm [pmid 11041869]; cytosol [pmid calcium-dependent phospholipid binding 14 27
565 ENSG00000189091:ENSMUSG00000033732:ENSRNOG00000017724 SF3B3 gi|54112121|ref|NPgi|54112121|ref|NP_036558.3| splicing factor 3b, subunit 3 [Hom 1217 135577 5.3 0 o Q 24 0.014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 9 21 0 9 21 21 16.43 0.0003 1 1 0 1 1 1 1.4 0.00033 2 7.62E-05 0.000152 X X X X X X X 0 2 2 0 2 2 2 4.93 3.7E-05 X X X X X X X 0 2 5 0 2 5 5 3.12 6.7E-05 9 15 0 9 15 15 11.42 0.00047 3 0.000144 0.000221 CPSF A subunit region. This family includes a region nucleus; small nuclear ribonucleoprotein nucleic acid binding; protein binding 23 44
566 ENSG00000150867:ENSMUSG00000026737:ENSRNOG00000016670 PIP5K2A gi|6857820|ref|NP_gi|6857820|ref|NP_005019.2| phosphatidylinositol-5-phosphate 406 46225 7 0 o Q 49 0.009 1 1 0 1 1 1 3.45 0.0004 1 1 0 1 1 1 3.45 5.7E-05 X X X X X X X 0 2 4 0 2 4 4 6.16 0.00017 X X X X X X X 0 3 0.000158 0.000177 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 8.13 0.0002 2 4 0 2 4 4 5.91 0.00038 2 0.000145 0.000182 Phosphatidylinositol phosphate kinases (PIPK) 1-phosphatidylinositol-4-phosphate 5- 8 15
567 ENSG00000092201:ENSMUSG00000035726:ENSRNOG00000011953 SUPT16H gi|6005757|ref|NP_gi|6005757|ref|NP_009123.1| chromatin-specific transcription el 1047 119914 5.7 0 o Q 0 0 X X X X X X X 0 4 5 0 4 5 5 6.78 0.00011 X X X X X X X 0 7 23 0 7 23 23 14.9 0.00039 X X X X X X X 0 2 0.000125 0.000183 X X X X X X X 0 1 1 0 1 1 1 2.48 2.1E-05 X X X X X X X 0 5 18 0 5 18 18 10.41 0.00028 6 12 0 6 12 12 5.25 0.00044 3 0.000185 0.000212 FACT complex subunit (SPT16/CDC68). Proteins in chromosome; nucleus metalloexopeptidase activity; positive 23 59
568 ENSG00000173171:ENSMUSG00000064068:NA MTX1 gi|38569475|ref|NPgi|38569475|ref|NP_002446.2| metaxin 1 isoform 1 [Homo sapien 466 51477 9.8 1 o421-443i Q 37 0 X X X X X X X 0 3 8 0 3 8 8 9.44 0.0004 X X X X X X X 0 1 2 0 1 2 2 3 7.6E-05 X X X X X X X 0 2 0.000119 0.000191 X X X X X X X 0 4 10 0 4 10 10 10.3 0.00048 X X X X X X X 0 1 3 0 1 3 3 4.72 0.00011 2 2 0 2 2 2 6.22 0.00016 3 0.000188 0.000207 GST_C family, Metaxin subfamily, Metaxin 1-like integral to membrane [pmid 8660965]; 11 25
569 ENSG00000122692:ENSMUSG00000028409:ENSRNOG00000007671 SMU1 gi|109948304|ref|Ngi|109948304|ref|NP_060695.2| smu-1 suppressor of mec-8 and u 513 57544 7.2 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 10.14 0.00014 X X X X X X X 0 1 5 0 1 5 5 4.68 0.00017 X X X X X X X 0 2 7.71E-05 9.03E-05 X X X X X X X 0 3 6 0 3 6 6 11.11 0.00026 X X X X X X X 0 1 4 0 1 4 4 4.68 0.00013 4 8 0 4 8 8 7.99 0.0006 3 0.000247 0.000258 12 26
570 ENSG00000137404:ENSMUSG00000059791:ENSRNOG00000000818 NRM gi|25282391|ref|NPgi|25282391|ref|NP_009174.1| nurim [Homo sapiens] 262 29379 8.6 4 i5-27o59-81i94-1S 21 0.999 X X X X X X X 0 1 1 0 1 1 1 5.34 8.9E-05 X X X X X X X 0 1 1 0 1 1 1 5.34 6.7E-05 X X X X X X X 0 2 3.91E-05 4.6E-05 X X X X X X X 0 2 9 0 2 9 9 12.98 0.00077 X X X X X X X 0 1 2 0 1 2 2 5.34 0.00012 1 2 0 1 2 2 6.87 0.00029 3 0.000297 0.000338 6 15
571 ENSG00000166508:ENSMUSG00000029730:ENSRNOG00000001349 MCM7 gi|33469968|ref|NPgi|33469968|ref|NP_005907.3| minichromosome maintenance co 719 81308 6.5 0 o Q 0 0 X X X X X X X 0 6 13 0 6 13 13 13.21 0.00042 X X X X X X X 0 4 6 0 4 6 6 8.48 0.00015 X X X X X X X 0 2 0.000142 0.000199 X X X X X X X 0 4 14 0 4 14 14 8.62 0.00044 X X X X X X X 0 2 3 0 2 3 3 4.17 6.8E-05 1 1 0 1 1 1 3.2 5.3E-05 3 0.00014 0.0002 ATPase family associated with various cellular chromatin [pmid 8798650]; nucleus ATP binding; DNA binding; DNA- 17 37
572 ENSG00000102054:ENSMUSG00000031353:ENSRNOG00000005157 RBBP7 gi|4506439|ref|NP_gi|4506439|ref|NP_002884.1| retinoblastoma binding protein 7 [ 425 47820 5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.76 5.5E-05 X X X X X X X 0 2 3 0 2 3 3 16.24 0.00012 X X X X X X X 0 2 4.49E-05 5.92E-05 X X X X X X X 0 4 5 0 4 5 5 30.35 0.00026 X X X X X X X 0 6 18 0 6 18 18 33.18 0.00069 1 2 0 1 2 2 3.53 0.00018 3 0.000284 0.000293 WD40 domain, found in a number of eukaryotic nucleus protein binding [pmid 9150135] 14 29
573 ENSG00000111667:ENSMUSG00000038429:ENSRNOG00000015409 USP5 gi|148727247|ref|Ngi|148727247|ref|NP_003472.2|;gi|148727331|ref|NP_001092006.1| ubiquitin specific peptidase 5 isofo 835 93308 5.1 0 o Q 22 0.006 X X X X X X X 0 3 6 0 0 6 6 7.78 0.00017 X X X X X X X 0 3 11 0 0 11 11 6.71 0.00023 X X X X X X X 0 2 0.0001 0.000119 X X X X X X X 0 4 17 0 0 17 17 8.62 0.00046 X X X X X X X 0 2 11 0 0 11 11 5.51 0.00021 2 3 0 0 3 3 4.91 0.00014 3 0.000202 0.000191 14 48
574 ENSG00000172340:ENSMUSG00000061838:ENSRNOG00000005686 SUCLG2 gi|157779135|ref|Ngi|157779135|ref|NP_003839.2| succinate-CoA ligase, GDP-formi 432 46511 6.4 0 o S 30 0.654 X X X X X X X 0 3 5 0 3 5 5 14.12 0.00027 X X X X X X X 0 2 6 0 2 6 6 10.42 0.00025 X X X X X X X 0 2 0.000129 0.000149 X X X X X X X 0 2 4 0 2 4 4 8.1 0.00021 X X X X X X X 0 1 4 0 1 4 4 3.47 0.00015 2 3 0 2 3 3 9.26 0.00027 3 0.000156 0.000114 10 22
575 ENSG00000147065:ENSMUSG00000031207:ENSRNOG00000030118 MSN gi|4505257|ref|NP_gi|4505257|ref|NP_002435.1| moesin [Homo sapiens] 577 67820 6.4 0 o Q 17 0 1 1 0 0 1 1 1.56 0.00028 1 1 1 0 0 0 1.91 0 X X X X X X X 0 2 11 0 2 11 11 7.45 0.00034 X X X X X X X 0 2 0.000154 0.00018 X X X X X X X 0 1 2 0 1 2 2 2.95 7.8E-05 X X X X X X X 0 1 2 0 1 2 2 3.64 5.7E-05 4 5 0 4 5 5 3.81 0.00033 3 0.000117 0.000148 The FERM_C domain is the third structural domain cytoplasm; cytoskeleton [pmid 16130169]; cytoskeletal protein binding; receptor 10 22
576 ENSG00000120063:ENSMUSG00000020611:ENSRNOG00000036745 GNA13 gi|24111250|ref|NPgi|24111250|ref|NP_006563.2| guanine nucleotide binding protei 377 44050 8 0 o S 26 0.968 1 1 0 1 1 1 2.65 0.00043 1 2 0 1 2 2 2.65 0.00012 1 1 0 1 1 1 3.18 0.0005 X X X X X X X 0 X X X X X X X 0 3 0.000263 0.000239 X X X X X X X 0 1 2 0 1 2 2 4.24 0.00012 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.51 0.0001 2 5.52E-05 6.41E-05 G-protein alpha subunit. G proteins couple receptors membrane GTP binding; GTPase activity [pmid 5 7
577 ENSG00000123983:ENSMUSG00000032883:ENSRNOG00000014718 ACSL3 gi|42794754|ref|NPgi|42794754|ref|NP_976251.1| acyl-CoA synthetase long-chain fa 720 80420 8.4 1 i21-43o A 38 0.006 1 1 0 0 1 1 2.5 0.00023 6 16 2 5 14 15.75 15 0.00051 X X X X X X X 0 1 1 0 1 1 1 2.36 2.5E-05 X X X X X X X 0 3 0.00019 0.000236 X X X X X X X 0 4 6 0 4 6 6 9.58 0.00019 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 6.11 0.00021 2 0.0001 0.000116 Long-chain acyl-CoA synthetases (AMP-forming) integral to membrane; membrane; fatty-acyl-CoA synthase activity [pmid 15 28
578 ENSG00000122218:ENSMUSG00000026553:ENSRNOG00000006247 COPA gi|148536853|ref|Ngi|148536853|ref|NP_004362.2|;gi|148536855|ref|NP_001091868.1| coatomer protein complex, subun 1224 138345 7.7 0 o Q 35 0.003 X X X X X X X 0 9 18 0 0 18 18 12.75 0.00034 X X X X X X X 0 7 14 0 0 14 14 11.52 0.0002 X X X X X X X 0 2 0.000136 0.000168 X X X X X X X 0 10 18 0 0 18 18 15.69 0.00033 X X X X X X X 0 3 11 0 0 11 11 5.15 0.00015 1 2 0 0 2 2 1.55 6.3E-05 3 0.000135 0.000143 xenin precursor 30 63
579 ENSG00000066044:ENSMUSG00000040028:ENSRNOG00000001069 ELAVL1 gi|38201714|ref|NPgi|38201714|ref|NP_001410.2| ELAV-like 1 [Homo sapiens] 326 36092 9.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 3.99 0.00014 X X X X X X X 0 1 3 0 1 3 3 4.29 0.00016 X X X X X X X 0 2 7.64E-05 8.86E-05 X X X X X X X 0 2 4 0 2 4 4 11.35 0.00028 X X X X X X X 0 3 10 0 3 10 10 11.66 0.0005 1 1 0 1 1 1 4.91 0.00012 3 0.000223 0.000216 RNA recognition motif. (a.k.a. RRM, RBD, or RNP identical protein binding [pmid 8 20
580 ENSG00000100994:ENSMUSG00000033059:ENSRNOG00000007583 PYGB gi|21361370|ref|NPgi|21361370|ref|NP_002853.2| brain glycogen phosphorylase [Ho 843 96696 6.9 0 o Q 27 0 X X X X X X X 0 3 4 0 3 4 4 5.69 0.00011 X X X X X X X 0 3 7 0 3 7 7 6.17 0.00015 X X X X X X X 0 2 6.43E-05 7.57E-05 1 1 0 1 1 1 2.02 0.00053 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.08 7.7E-05 3 8 0 3 8 8 4.74 0.00036 3 0.000242 0.000246 Carbohydrate phosphorylase. The members of this phosphorylase activity; pyridoxal 12 24
581 ENSG00000179051:ENSMUSG00000040945:ENSRNOG00000040142 RCC2 gi|29789090|ref|NPgi|29789090|ref|NP_061185.1| regulator of chromosome condens 522 56085 8.8 0 o Q 24 0.005 X X X X X X X 0 5 7 0 5 7 7 15.13 0.00031 X X X X X X X 0 1 1 0 1 1 1 3.26 3.4E-05 X X X X X X X 0 2 8.67E-05 0.000152 X X X X X X X 0 1 3 0 1 3 3 3.26 0.00013 X X X X X X X 0 5 20 0 5 20 20 16.48 0.00063 1 1 0 1 1 1 3.07 7.4E-05 3 0.000207 0.000284 Alpha-tubulin suppressor and related RCC1 domain- chromosome, pericentric region; 13 32
582 ENSG00000115419:ENSMUSG00000026103:ENSRNOG00000013595 GLS gi|156104878|ref|Ngi|156104878|ref|NP_055720.3| glutaminase [Homo sapiens] 669 73461 7.8 0 o Q 29 0.487 X X X X X X X 0 2 5 0 2 5 5 5.53 0.00017 X X X X X X X 0 5 15 0 5 15 15 15.84 0.0004 X X X X X X X 0 2 0.000143 0.000188 X X X X X X X 0 4 12 0 4 12 12 11.66 0.0004 X X X X X X X 0 1 1 0 1 1 1 3.14 2.4E-05 1 1 0 1 1 1 1.94 5.7E-05 3 0.000121 0.000189 13 34
583 ENSG00000018510:ENSMUSG00000042410:ENSRNOG00000016648 AGPS gi|4501993|ref|NP_gi|4501993|ref|NP_003650.1| alkyldihydroxyacetone phosphate 658 72912 7.3 0 o S 23 0.805 1 1 0 1 1 1 3.65 0.00025 1 2 0 1 2 2 2.58 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7.93E-05 0.000116 1 1 0 1 1 1 3.65 0.00067 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 1.98 9.9E-05 1 1 0 1 1 1 1.98 5.8E-05 3 0.000208 0.000314 FAD binding domain. This family consists of various peroxisome [pmid 9553082] alkylglycerone-phosphate synthase 5 9
584 ENSG00000183431:ENSMUSG00000028902:ENSRNOG00000007629 SF3A3 gi|5803167|ref|NP_gi|5803167|ref|NP_006793.1| splicing factor 3a, subunit 3 [Hom 501 58849 5.4 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 3.59 0.00014 X X X X X X X 0 2 3 0 2 3 3 10.38 0.00011 X X X X X X X 0 2 6.14E-05 7.22E-05 X X X X X X X 0 1 1 0 1 1 1 4.19 4.5E-05 X X X X X X X 0 6 11 0 6 11 11 31.14 0.00036 4 7 0 4 7 7 9.78 0.00054 3 0.000235 0.000257 Splicing factor 3a, subunit 3 [RNA processing and intracellular; nucleus; spliceosome complex metal ion binding; nucleic acid binding; 14 25
585 ENSG00000138363:ENSMUSG00000026192:ENSRNOG00000015511 ATIC gi|20127454|ref|NPgi|20127454|ref|NP_004035.2| 5-aminoimidazole-4-carboxamide 592 64616 6.7 0 o Q 39 0.156 1 1 0 1 1 1 3.55 0.00027 4 6 0 4 6 6 13.01 0.00024 X X X X X X X 0 4 13 0 4 13 13 12.84 0.00039 X X X X X X X 0 3 0.000225 0.000163 X X X X X X X 0 2 2 0 2 2 2 7.26 7.6E-05 X X X X X X X 0 4 7 0 4 7 7 12.16 0.00019 X X X X X X X 0 2 6.72E-05 9.11E-05 Inosine monophosphate cyclohydrolase domain. This hydrolase activity; IMP cyclohydrolase 15 29
586 ENSG00000166224:ENSMUSG00000020097:ENSRNOG00000000565 SGPL1 gi|31982936|ref|NPgi|31982936|ref|NP_003892.2| sphingosine-1-phosphate lyase 1 568 63524 9.2 0 o Q 57 0 1 1 0 1 1 1 3.52 0.00029 2 5 0 2 5 5 7.04 0.00021 X X X X X X X 0 1 1 0 1 1 1 3.52 3.1E-05 X X X X X X X 0 3 0.00013 0.000137 X X X X X X X 0 5 8 0 5 8 8 16.73 0.00032 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.17 0.0002 2 0.00013 0.000157 Pyridoxal-dependent decarboxylase conserved endoplasmic reticulum; integral to carboxy-lyase activity; lyase activity; 10 18
587 ENSG00000099942:ENSMUSG00000006134:ENSRNOG00000001868 CRKL gi|4885153|ref|NP_gi|4885153|ref|NP_005198.1| v-crk sarcoma virus CT10 oncoge 303 33777 6.7 0 o Q 25 0 X X X X X X X 0 1 1 0 1 1 1 4.95 7.7E-05 X X X X X X X 0 1 2 0 1 2 2 6.27 0.00012 X X X X X X X 0 2 4.84E-05 5.82E-05 X X X X X X X 0 1 1 0 1 1 1 5.94 7.4E-05 X X X X X X X 0 1 5 0 1 5 5 6.27 0.00027 2 5 0 2 5 5 9.57 0.00063 3 0.000244 0.000283 Variant SH3 domain. SH3 (Src homology 3) domains protein binding [pmid 9788432]; protein- 6 14
588 ENSG00000177963:ENSMUSG00000025485:ENSRNOG00000013256 RIC8A gi|27883866|ref|NPgi|27883866|ref|NP_068751.4| resistance to inhibitors of cholines 537 60372 5.3 0 o Q 0 0 1 1 0 1 1 1 3.35 0.0003 1 1 0 1 1 1 1.86 4.3E-05 X X X X X X X 0 1 2 0 1 2 2 3.35 6.6E-05 1 1 0 1 1 1 3.35 0.00076 4 0.000103 0.000136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.7 0.00014 1 3.57E-05 7.15E-05 PUL domain. The PUL (PLAP, Ufd3p and Lub1p) guanyl-nucleotide exchange factor 6 7
589 ENSG00000164111:ENSMUSG00000027712:ENSRNOG00000014453 ANXA5 gi|4502107|ref|NP_gi|4502107|ref|NP_001145.1| annexin 5 [Homo sapiens] 320 35937 5 0 o Q 22 0 X X X X X X X 0 2 2 0 2 2 2 8.75 0.00015 X X X X X X X 0 2 5 0 2 5 5 15.63 0.00028 X X X X X X X 0 2 0.000105 0.000133 X X X X X X X 0 2 3 0 2 3 3 12.81 0.00021 X X X X X X X 0 1 1 0 1 1 1 9.38 5.1E-05 2 3 0 2 3 3 7.81 0.00036 3 0.000155 0.000163 cytoplasm [pmid 16130169]; intracellular calcium ion binding; calcium-dependent 9 14
590 ENSG00000076944:ENSMUSG00000004626:ENSRNOG00000000994 STXBP2 gi|5902128|ref|NP_gi|5902128|ref|NP_008880.1| syntaxin binding protein 2 [Homo 593 66439 6.5 0 o Q 17 0.001 2 2 0 2 2 2 6.41 0.00055 3 5 0 3 5 5 9.44 0.0002 X X X X X X X 0 3 5 0 3 5 5 9.27 0.00015 X X X X X X X 0 3 0.000223 0.000232 X X X X X X X 0 2 4 0 2 4 4 6.75 0.00015 X X X X X X X 0 2 3 0 2 3 3 5.9 8.3E-05 X X X X X X X 0 2 5.85E-05 7.31E-05 Proteins involved in synaptic transmission and syntaxin-2 binding; syntaxin-3 binding 12 19
591 ENSG00000091039:ENSMUSG00000020189:ENSRNOG00000026962 OSBPL8 gi|18079218|ref|NPgi|18079218|ref|NP_065892.1|;gi|51243032|ref|NP_001003712.1| oxysterol-binding protein-like prot 889 101196 7 1 o871-888i Q 0 0 X X X X X X X 0 7 15 0 0 15 15 12.94 0.00039 X X X X X X X 0 2 3 0 0 3 3 3.82 6E-05 X X X X X X X 0 2 0.000113 0.000189 X X X X X X X 0 9 20 0 0 20 20 18.22 0.0005 X X X X X X X 0 1 1 0 0 1 1 2.59 1.8E-05 1 1 0 0 1 1 1.57 4.3E-05 3 0.000142 0.000243 Oxysterol binding protein (OSBP) Pleckstrin homology 20 40
592 ENSG00000102871:ENSMUSG00000031887:ENSRNOG00000015179 TRADD gi|13378137|ref|NPgi|13378137|ref|NP_003780.1| TNFRSF1A-associated via death 312 34247 6.3 0 o Q 24 0.002 1 1 0 1 1 1 5.77 0.00052 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.97 5.7E-05 X X X X X X X 0 2 0.000144 0.000252 X X X X X X X 0 1 1 0 1 1 1 5.77 7.2E-05 X X X X X X X 0 1 1 0 1 1 1 8.97 5.2E-05 1 2 0 1 2 2 4.49 0.00025 3 9.26E-05 0.000107 DEATH domain, found in proteins involved in cell identical protein binding [pmid 5 6
593 ENSG00000175166:ENSMUSG00000006998:ENSRNOG00000001719 PSMD2 gi|25777602|ref|NPgi|25777602|ref|NP_002799.3| proteasome 26S non-ATPase sub 908 100200 5.2 0 o Q 0 0 1 1 0 1 1 1 1.65 0.00018 1 1 0 1 1 1 1.43 2.6E-05 X X X X X X X 0 7 17 0 7 17 17 13.33 0.00033 X X X X X X X 0 3 0.000134 0.000153 X X X X X X X 0 1 1 0 1 1 1 2.42 2.5E-05 X X X X X X X 0 5 24 0 5 24 24 9.91 0.00043 X X X X X X X 0 2 0.000114 0.000212 26S proteasome regulatory complex component cytosol; proteasome regulatory particle binding; protein binding [pmid 15 44
594 ENSG00000115524:ENSMUSG00000025982:ENSRNOG00000013516 SF3B1 gi|54112117|ref|NPgi|54112117|ref|NP_036565.2| splicing factor 3b, subunit 1 isofor 1304 145830 7.1 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 3.14 5.4E-05 X X X X X X X 0 8 18 0 8 18 18 11.58 0.00024 X X X X X X X 0 2 7.44E-05 0.000116 X X X X X X X 0 2 2 0 2 2 2 2.15 3.4E-05 X X X X X X X 0 4 5 0 4 5 5 8.05 6.3E-05 10 23 0 10 23 23 7.52 0.00068 3 0.000194 0.000323 U2 snRNP spliceosome subunit [RNA processing and nucleus; spliceosome complex [pmid binding; RNA splicing factor activity, 26 51
595 ENSG00000100304:ENSMUSG00000016757:ENSRNOG00000022623 TTLL12 gi|11056036|ref|NPgi|11056036|ref|NP_055955.1| tubulin tyrosine ligase-like family, 644 74404 5.5 0 o Q 42 0.001 1 1 0 1 1 1 4.04 0.00025 5 8 0 5 8 8 16.3 0.00029 X X X X X X X 0 3 6 0 3 6 6 10.56 0.00016 X X X X X X X 0 3 0.000177 0.000129 X X X X X X X 0 3 9 0 3 9 9 9.63 0.00031 X X X X X X X 0 1 1 0 1 1 1 4.66 2.5E-05 X X X X X X X 0 2 8.47E-05 0.000153 Tubulin-tyrosine ligase family. Tubulins and ligase activity; tubulin-tyrosine ligase 13 25
596 ENSG00000100297:ENSMUSG00000005410:ENSRNOG00000014336 MCM5 gi|23510448|ref|NPgi|23510448|ref|NP_006730.2| minichromosome maintenance co 734 82286 8.4 0 o Q 22 0 X X X X X X X 0 5 8 0 5 8 8 9.13 0.00025 X X X X X X X 0 2 4 0 2 4 4 4.63 9.6E-05 X X X X X X X 0 2 8.76E-05 0.00012 X X X X X X X 0 2 3 0 2 3 3 3.68 9.2E-05 X X X X X X X 0 2 3 0 2 3 3 3.95 6.7E-05 3 10 0 3 10 10 3.95 0.00052 3 0.00017 0.000238 Magnesium chelatase, subunit ChlI. Magnesium- nucleus [pmid 8751386] ATP binding; DNA binding; DNA- 14 28
597 ENSG00000166750:ENSMUSG00000054404:ENSRNOG00000021719 SLFN5 gi|145580600|ref|Ngi|145580600|ref|NP_659412.3| schlafen family member 5 [Homo 891 101055 8.2 0 o Q 0 0 X X X X X X X 0 7 10 2 6 8 9.778 13.92 0.00026 X X X X X X X 0 3 8 0 3 8 8 6.29 0.00016 X X X X X X X 0 2 0.000104 0.000126 X X X X X X X 0 3 5 0 3 5 5 6.29 0.00013 X X X X X X X 0 4 15 0 4 15 15 6.06 0.00027 2 4 0 2 4 4 4.15 0.00017 3 0.000143 0.000114 19 42
598 ENSG00000105063:ENSMUSG00000052296:ENSRNOG00000018090 SAPS1 gi|151101459|ref|Ngi|151101459|ref|NP_055746.3| SAPS domain family, member 1 [ 881 96724 4.6 0 o Q 26 0 X X X X X X X 0 3 10 0 3 10 10 8.51 0.00026 X X X X X X X 0 4 13 0 4 13 13 12.03 0.00026 X X X X X X X 0 2 0.000131 0.000152 X X X X X X X 0 3 3 0 3 3 3 8.51 7.6E-05 X X X X X X X 0 2 6 0 2 6 6 6.92 0.00011 4 5 0 4 5 5 7.38 0.00022 3 0.000101 9.05E-05 16 37
599 ENSG00000204394:ENSMUSG00000007029:ENSRNOG00000000867 VARS gi|5454158|ref|NP_gi|5454158|ref|NP_006286.1| valyl-tRNA synthetase [Homo sap 1264 140476 7.6 0 o Q 28 0.028 X X X X X X X 0 6 14 0 6 14 14 9.57 0.00026 X X X X X X X 0 4 5 0 4 5 5 6.72 7E-05 X X X X X X X 0 2 8.21E-05 0.000122 X X X X X X X 0 8 27 0 8 27 27 14.16 0.00048 X X X X X X X 0 2 5 0 2 5 5 4.03 6.5E-05 3 5 0 3 5 5 2.37 0.00015 3 0.000174 0.000213 GST_C family, Gamma subunit of Elongation Factor intracellular aminoacyl-tRNA ligase activity; ATP 23 56
600 ENSG00000083312:ENSMUSG00000009470:ENSRNOG00000014999 TNPO1 gi|133925811|ref|Ngi|133925811|ref|NP_002261.3|;gi|23510381|ref|NP_694858.1| transportin 1 isoform 1 [Homo sap 898 102355 5 0 o Q 33 0 X X X X X X X 0 1 1 0 0 1 1 2.56 2.6E-05 X X X X X X X 0 6 11 1 0 10 10.77 15.37 0.00021 X X X X X X X 0 2 5.95E-05 0.000102 X X X X X X X 0 3 5 2 0 3 5 12.92 0.00012 X X X X X X X 0 3 4 1 0 3 3.5 8.69 6.4E-05 6 16 3 0 13 14.95 10.58 0.00064 3 0.000207 0.000293 19 37
601 ENSG00000161847:ENSMUSG00000010205:ENSRNOG00000020710 RAVER1 gi|123173757|ref|Ngi|123173757|ref|NP_597709.2| RAVER1 [Homo sapiens] 756 79579 8.9 0 o Q 21 0.007 X X X X X X X 0 3 8 0 3 8 8 10.19 0.00025 X X X X X X X 0 7 12 0 7 12 12 22.49 0.00028 X X X X X X X 0 2 0.000132 0.000153 X X X X X X X 0 4 6 0 4 6 6 13.36 0.00018 X X X X X X X 0 3 5 0 3 5 5 12.83 0.00011 2 2 0 2 2 2 7.41 0.0001 3 9.69E-05 7.33E-05 19 33
602 ENSG00000158941:ENSMUSG00000033712:ENSRNOG00000018295 KIAA1967 gi|40548408|ref|NPgi|40548408|ref|NP_954675.1| p30 DBC protein [Homo sapiens] 923 102902 5.2 0 o Q 35 0.062 X X X X X X X 0 3 9 0 3 9 9 5.53 0.00023 X X X X X X X 0 5 14 0 5 14 14 15.06 0.00027 X X X X X X X 0 2 0.000124 0.000144 X X X X X X X 0 1 1 0 1 1 1 2.17 2.4E-05 X X X X X X X 0 2 2 0 2 2 2 4.88 3.5E-05 3 9 0 3 9 9 5.63 0.00037 3 0.000108 0.000178 cytoplasm [pmid 15824730]; mitochondrial calcium ion binding 14 35
603 ENSG00000004478:ENSMUSG00000030357:ENSRNOG00000006444 FKBP4 gi|4503729|ref|NP_gi|4503729|ref|NP_002005.1| FK506-binding protein 4 [Homo sa 459 51805 5.4 0 o Q 23 0 X X X X X X X 0 1 1 0 1 1 1 5.01 5.1E-05 X X X X X X X 0 5 9 0 5 9 9 15.69 0.00035 X X X X X X X 0 2 9.93E-05 0.000166 X X X X X X X 0 1 5 0 1 5 5 3.27 0.00024 X X X X X X X 0 3 7 0 3 7 7 11.11 0.00025 1 1 0 1 1 1 3.7 8.4E-05 3 0.000144 0.000123 Tetratricopeptide repeat domain; typically contains 34 cytoplasm [pmid 2378870]; intracellular; FK506 binding [pmid 1376003]; 11 23
604 ENSG00000204463:ENSMUSG00000024392:ENSRNOG00000000851 BAT3 gi|149158692|ref|Ngi|149158692|ref|NP_004630.3|;gi|149158696|ref|NP_001092004.1| HLA-B associated transcript-3 iso 1132 119409 5.6 0 o Q 0 0 X X X X X X X 0 2 6 0 0 6 6 2.83 0.00012 1 4 0 0 4 4 1.24 0.00066 3 4 0 0 4 4 8.22 6.2E-05 X X X X X X X 0 3 0.000212 0.000305 X X X X X X X 0 5 8 0 0 8 8 10.78 0.00016 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.33 6.8E-05 2 5.66E-05 7.51E-05 12 24
605 ENSG00000168918:ENSMUSG00000026288:ENSRNOG00000017020 Q6P5A4 gi|40254823|ref|NPgi|40254823|ref|NP_005532.2|;gi|64085167|ref|NP_001017915.1| SH2 containing inositol phosphata 1188 133193 7.6 0 o Q 42 0 X X X X X X X 0 7 11 0 0 11 11 12.96 0.00022 X X X X X X X 0 4 7 0 0 7 7 8.25 0.0001 X X X X X X X 0 2 8E-05 0.000103 X X X X X X X 0 8 15 3 0 12 14.57 11.78 0.00028 X X X X X X X 0 2 9 0 0 9 9 4.8 0.00012 5 9 0 0 9 9 4.97 0.00029 3 0.000172 0.000137 Inositol polyphosphate phosphatase, catalytic domain inositol or phosphatidylinositol 26 51
606 ENSG00000090863:ENSMUSG00000003316:ENSRNOG00000018668 GLG1 gi|54633312|ref|NPgi|54633312|ref|NP_036333.2| golgi apparatus protein 1 [Homo s 1203 137222 6.9 1 o1146-1168i S 28 0.998 1 1 0 1 1 1 1.25 0.00013 11 24 0 11 24 24 15.21 0.00047 X X X X X X X 0 2 5 0 2 5 5 3.74 7.3E-05 X X X X X X X 0 3 0.000168 0.000205 X X X X X X X 0 6 17 0 6 17 17 10.22 0.00032 X X X X X X X 0 1 1 0 1 1 1 1 1.4E-05 X X X X X X X 0 2 8.27E-05 0.000156 Cysteine rich repeat. This cysteine rich repeat Golgi membrane [pmid 8985126]; integral to fibroblast growth factor binding; receptor 21 48
607 ENSG00000134516:ENSMUSG00000020143:ENSRNOG00000006932 DOCK2 gi|31377468|ref|NPgi|31377468|ref|NP_004937.1| dedicator of cytokinesis 2 [Homo 1830 211947 6.9 0 o Q 25 0.001 X X X X X X X 0 12 25 0 12 25 25 11.2 0.00032 X X X X X X X 0 7 15 0 7 15 15 7.65 0.00014 X X X X X X X 0 2 0.000116 0.000151 X X X X X X X 0 11 26 0 11 26 26 10.55 0.00032 X X X X X X X 0 6 7 0 6 7 7 7.98 6.2E-05 3 4 0 3 4 4 1.53 8.4E-05 3 0.000116 0.00014 Src homology 3 domains; SH3 domains bind to cytoskeleton; membrane protein binding [pmid 12134158]; Rac 39 77
608 ENSG00000126561:ENSMUSG00000004043:ENSRNOG00000019496 STAT5A gi|21618342|ref|NPgi|21618342|ref|NP_003143.2| signal transducer and activator of 794 90647 6.4 0 o Q 15 0 X X X X X X X 0 3 4 1 2 3 3.429 6.93 0.0001 X X X X X X X 0 3 13 0 3 13 13 7.68 0.00029 X X X X X X X 0 2 9.75E-05 0.000136 X X X X X X X 0 4 6 3 2 3 6 8.82 0.00017 X X X X X X X 0 1 1 0 0 1 1 1.89 2.1E-05 6 8 6 2 2 8 11.08 0.00039 3 0.000144 0.000178 STAT protein, DNA binding domain. STAT proteins nucleus calcium ion binding; signal transducer 17 32
609 ENSG00000102900:ENSMUSG00000032939:ENSRNOG00000018564 NUP93 gi|41281437|ref|NPgi|41281437|ref|NP_055484.2| nucleoporin 93kDa [Homo sapien 819 93557 5.8 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 1.47 2.8E-05 X X X X X X X 0 2 8 0 2 8 8 6.47 0.00017 X X X X X X X 0 2 5.03E-05 8.26E-05 X X X X X X X 0 3 5 0 3 5 5 8.55 0.00014 X X X X X X X 0 1 1 0 1 1 1 3.3 2E-05 5 15 0 5 15 15 9.4 0.0007 3 0.000215 0.000331 Nucleoporin interacting component; pfam04097 nuclear pore; nucleus 12 30
610 ENSG00000124357:ENSMUSG00000034744:ENSRNOG00000013911 NAGK gi|49574508|ref|NPgi|49574508|ref|NP_060037.2| N-Acetylglucosamine kinase [Hom 344 37376 6.2 0 o Q 16 0.001 1 1 0 1 1 1 4.94 0.00047 1 1 0 1 1 1 4.94 6.8E-05 X X X X X X X 0 2 3 0 2 3 3 8.72 0.00015 X X X X X X X 0 3 0.000173 0.000208 X X X X X X X 0 2 4 0 2 4 4 10.47 0.00026 X X X X X X X 0 1 1 0 1 1 1 11.63 4.7E-05 X X X X X X X 0 2 7.71E-05 0.000125 BadF/BadG/BcrA/BcrD ATPase family. This family ATP binding; kinase activity; N- 7 10
611 ENSG00000088930:ENSMUSG00000027433:ENSRNOG00000011785 XRN2 gi|18860916|ref|NPgi|18860916|ref|NP_036387.2| 5'-3' exoribonuclease 2 [Homo sa 950 108583 7.5 0 o Q 16 0.001 X X X X X X X 0 2 2 0 2 2 2 3.47 4.9E-05 X X X X X X X 0 4 6 0 4 6 6 10.32 0.00011 X X X X X X X 0 2 4.02E-05 5.29E-05 X X X X X X X 0 2 2 0 2 2 2 4.11 4.7E-05 X X X X X X X 0 6 8 0 6 8 8 14.11 0.00014 4 18 0 4 18 18 1.79 0.00073 3 0.000228 0.000338 XRN 5'-3' exonuclease N-terminus. This family aligns nucleus 5'-3' exoribonuclease activity [pmid 18 36
612 ENSG00000059573:ENSMUSG00000025007:ENSRNOG00000015267 ALDH18A1 gi|21361368|ref|NPgi|21361368|ref|NP_002851.2|;gi|62912457|ref|NP_001017423.1| pyrroline-5-carboxylate synthetas 795 87302 7.1 0 o Q 32 0.001 X X X X X X X 0 3 7 0 0 7 7 6.42 0.00021 X X X X X X X 0 2 3 0 0 3 3 5.03 6.7E-05 X X X X X X X 0 2 6.8E-05 9.68E-05 X X X X X X X 0 6 15 0 0 15 15 13.84 0.00042 X X X X X X X 0 4 7 0 0 7 7 9.69 0.00014 2 3 0 0 3 3 3.52 0.00014 3 0.000178 0.000177 AAK_P5CS_ProBA: Glutamate-5-kinase (G5K) cytoplasm; membrane; mitochondrion glutamate 5-kinase activity; glutamate-5- 17 35
613 NA:ENSMUSG00000046791:ENSRNOG00000010126 C14orf169 gi|106879206|ref|Ngi|106879206|ref|NP_078920.2| chromosome 14 open reading fra 641 71086 6.5 0 o Q 58 0.017 X X X X X X X 0 3 6 0 3 6 6 10.76 0.00022 X X X X X X X 0 2 4 0 2 4 4 6.55 0.00011 X X X X X X X 0 2 8.21E-05 0.000105 X X X X X X X 0 2 7 0 2 7 7 5.93 0.00024 X X X X X X X 0 1 3 0 1 3 3 2.5 7.6E-05 2 5 0 2 5 5 4.37 0.0003 3 0.000155 0.00014 10 25
614 ENSG00000182934:ENSMUSG00000032042:ENSRNOG00000010543 SRPR gi|23308697|ref|NPgi|23308697|ref|NP_003130.2| signal recognition particle recepto 638 69811 9 0 o Q 25 0.447 X X X X X X X 0 3 6 0 3 6 6 10.97 0.00022 X X X X X X X 0 3 5 0 3 5 5 12.23 0.00014 X X X X X X X 0 2 8.94E-05 0.000108 X X X X X X X 0 3 10 0 3 10 10 9.87 0.00035 X X X X X X X 0 1 4 0 1 4 4 4.39 0.0001 1 2 0 1 2 2 1.88 0.00012 3 0.000144 0.000148 The signal recognition particle (SRP) mediates the endoplasmic reticulum [pmid 2827661]; GTP binding; GTPase activity; 11 27
615 ENSG00000149136:ENSMUSG00000027067:ENSRNOG00000008825 SSRP1 gi|4507241|ref|NP_gi|4507241|ref|NP_003137.1| structure specific recognition prote 709 81075 6.9 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 3.67 6.6E-05 X X X X X X X 0 4 13 0 4 13 13 9.17 0.00032 X X X X X X X 0 2 9.74E-05 0.000154 X X X X X X X 0 3 4 0 3 4 4 5.36 0.00013 X X X X X X X 0 2 12 0 2 12 12 4.8 0.00028 1 2 0 1 2 2 1.55 0.00011 3 0.000128 0.000114 HMGB-UBF_HMG-box, class II and III members of the chromatin; chromosome; nucleus DNA binding [pmid 1372440]; protein 12 33
616 ENSG00000138095:ENSMUSG00000024120:ENSRNOG00000005877 LRPPRC gi|31621305|ref|NPgi|31621305|ref|NP_573566.2| leucine-rich PPR motif-containing 1394 157904 6.1 0 o S 37 0.99 X X X X X X X 0 9 16 0 9 16 16 11.05 0.00027 X X X X X X X 0 6 18 0 6 18 18 7.96 0.00023 X X X X X X X 0 2 0.000124 0.000144 X X X X X X X 0 5 6 0 5 6 6 5.95 9.7E-05 X X X X X X X 0 9 15 0 9 15 15 10.26 0.00018 1 2 0 1 2 2 0.86 5.5E-05 3 8.18E-05 7.4E-05 cytoplasm; mitochondrion [pmid 12832482]; binding; RNA binding [pmid 12832482]; 30 57
617 ENSG00000138768:ENSMUSG00000029407:ENSRNOG00000002301 USO1 gi|4505541|ref|NP_gi|4505541|ref|NP_003706.1| USO1 homolog, vesicle docking p 962 107907 4.9 0 o Q 21 0.019 X X X X X X X 0 2 3 0 2 3 3 2.6 7.3E-05 1 2 0 1 2 2 1.46 0.00039 1 2 0 1 2 2 2.81 3.7E-05 X X X X X X X 0 3 0.000125 0.00018 X X X X X X X 0 3 4 0 3 4 4 4.26 9.3E-05 X X X X X X X 0 X X X X X X X 0 5 7 0 5 7 7 7.48 0.00028 2 9.32E-05 0.000132 Chromosome segregation ATPases [Cell division and cytoplasm; Golgi membrane [pmid binding; protein transporter activity 12 18
618 ENSG00000117228:NA:ENSRNOG00000036885 GBP1 gi|4503939|ref|NP_gi|4503939|ref|NP_002044.1| guanylate binding protein 1, interf 592 67903 6.3 0 o Q 20 0.002 X X X X X X X 0 4 8 6 1 2 8 15.71 0.00032 X X X X X X X 0 2 6 0 0 6 6 6.76 0.00018 X X X X X X X 0 2 0.000124 0.000153 X X X X X X X 0 3 4 1 2 3 3.6 15.54 0.00014 X X X X X X X 0 2 2 2 0 0 1 11.15 2.8E-05 1 2 0 0 2 2 1.69 0.00013 3 7.34E-05 6.98E-05 Guanylate-binding protein, C-terminal domain. membrane GTP binding [pmid 1715024]; GTPase 12 22
619 ENSG00000072786:ENSMUSG00000020272:ENSRNOG00000004217 STK10 gi|126362971|ref|Ngi|126362971|ref|NP_005981.3| serine/threonine kinase 10 [Homo 968 112135 6.9 0 o Q 21 0 X X X X X X X 0 6 11 1 5 10 10.83 11.88 0.00026 X X X X X X X 0 3 12 0 3 12 12 5.17 0.00022 X X X X X X X 0 2 0.00012 0.00014 X X X X X X X 0 1 6 0 1 6 6 2.17 0.00014 X X X X X X X 0 1 1 0 1 1 1 2.58 1.7E-05 2 4 0 2 4 4 2.69 0.00016 3 7.86E-05 8.18E-05 13 34
620 ENSG00000148672:ENSMUSG00000021794:ENSRNOG00000010222 GLUDP5 gi|4885281|ref|NP_gi|4885281|ref|NP_005262.1| glutamate dehydrogenase 1 [Hom 558 61398 7.8 0 o S 25 0.883 X X X X X X X 0 1 1 0 1 1 1 2.87 4.2E-05 1 2 0 1 2 2 2.15 0.00067 3 3 0 3 3 3 8.96 9.5E-05 X X X X X X X 0 3 0.000203 0.000316 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.14 8.8E-05 1 1 0 1 1 1 3.58 6.9E-05 2 3.91E-05 4.58E-05 Glutamate dehydrogenase/leucine dehydrogenase mitochondrion [pmid 15578726] ATP binding; glutamate dehydrogenase 8 10
621 ENSG00000184967:ENSMUSG00000033294:ENSRNOG00000037478 NOC4L gi|13129068|ref|NPgi|13129068|ref|NP_076983.1| nucleolar complex associated 4 h 516 58468 7.5 0 o Q 31 0.007 X X X X X X X 0 2 3 0 2 3 3 8.33 0.00014 X X X X X X X 0 2 6 0 2 6 6 9.3 0.00021 X X X X X X X 0 2 8.53E-05 0.000102 X X X X X X X 0 3 7 0 3 7 7 12.98 0.0003 X X X X X X X 0 1 4 0 1 4 4 5.23 0.00013 1 1 0 1 1 1 5.23 7.4E-05 3 0.000126 0.00013 CBF/Mak21 family; pfam03914 integral to membrane; membrane; nucleus; protein binding [pmid 16189514]; 9 21
622 ENSG00000112118:ENSMUSG00000041859:ENSRNOG00000012543 MCM3 gi|6631095|ref|NP_gi|6631095|ref|NP_002379.2| minichromosome maintenance co 808 90981 5.8 0 o Q 16 0 X X X X X X X 0 3 4 0 3 4 4 6.44 0.00012 1 1 0 1 1 1 1.61 0.00023 7 14 0 7 14 14 12.62 0.00031 X X X X X X X 0 3 0.000164 0.000134 X X X X X X X 0 4 6 0 4 6 6 7.3 0.00017 X X X X X X X 0 2 3 0 2 3 3 3.96 6.1E-05 X X X X X X X 0 2 5.68E-05 7.86E-05 Magnesium chelatase, subunit ChlI. Magnesium- alpha DNA polymerase:primase complex ATP binding; DNA binding [pmid 17 28
623 ENSG00000143641:ENSMUSG00000031977:ENSRNOG00000019143 GALNT2 gi|4758412|ref|NP_gi|4758412|ref|NP_004472.1| polypeptide N-acetylgalactosamin 571 64733 8.4 1 i7-24o S 21 0.734 X X X X X X X 0 2 3 0 2 3 3 5.6 0.00012 1 1 0 1 1 1 1.75 0.00033 1 1 0 1 1 1 2.8 3.1E-05 X X X X X X X 0 3 0.000121 0.000148 X X X X X X X 0 3 7 0 3 7 7 9.63 0.00028 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.33 6.7E-05 2 8.56E-05 0.00013 Ricin-type beta-trefoil; Carbohydrate-binding domain integral to membrane; membrane calcium ion binding; manganese ion 8 13
624 ENSG00000108828:ENSMUSG00000034993:ENSRNOG00000020684 VAT1 gi|18379349|ref|NPgi|18379349|ref|NP_006364.2| vesicle amine transport protein 1 393 41920 6.3 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 15.78 0.00024 X X X X X X X 0 2 3 0 2 3 3 4.83 0.00013 X X X X X X X 0 2 9.31E-05 0.000115 X X X X X X X 0 4 5 0 4 5 5 23.66 0.00029 X X X X X X X 0 1 1 0 1 1 1 11.2 4.2E-05 1 1 0 1 1 1 3.82 9.8E-05 3 0.000106 0.000126 Alcohol dehydrogenase GroES-like domain. This is integral to membrane [pmid 8938427]; DNA binding [pmid 7545954]; 10 14
625 ENSG00000104365:ENSMUSG00000031537:ENSRNOG00000019073 IKBKB gi|41352712|ref|NPgi|41352712|ref|NP_001547.1| inhibitor of kappa light polypeptide 756 86564 5.8 0 o Q 15 0.004 X X X X X X X 0 4 7 0 4 7 7 6.88 0.00022 1 1 0 1 1 1 1.59 0.00025 2 8 0 2 8 8 5.42 0.00019 X X X X X X X 0 3 0.000163 0.000111 X X X X X X X 0 2 6 0 2 6 6 3.84 0.00018 X X X X X X X 0 1 2 0 1 2 2 2.12 4.3E-05 X X X X X X X 0 2 5.53E-05 8.43E-05 Serine/Threonine protein kinases, catalytic domain. cytoplasm ATP binding; nucleotide binding; protein 10 24
626 ENSG00000104852:ENSMUSG00000063511:ENSRNOG00000020763 SNRP70 gi|29568103|ref|NPgi|29568103|ref|NP_003080.2| U1 small nuclear ribonucleoprotei 437 51557 9.9 0 o Q 19 0.031 1 1 0 1 1 1 2.06 0.00037 2 2 0 2 2 2 5.49 0.00011 X X X X X X X 0 2 5 0 2 5 5 6.18 0.0002 X X X X X X X 0 3 0.00017 0.000157 X X X X X X X 0 2 3 0 2 3 3 4.12 0.00015 X X X X X X X 0 1 1 0 1 1 1 2.97 3.7E-05 X X X X X X X 0 2 4.78E-05 7.29E-05 RNA recognition motif; smart00360 nucleus; spliceosome complex [pmid nucleotide binding; protein binding [pmid 8 12
627 ENSG00000173366:ENSMUSG00000045322:NA TLR9 gi|6005846|ref|NP_gi|6005846|ref|NP_009215.1| twinfilin-like protein [Homo sapien 349 39548 6.9 0 o Q 23 0 X X X X X X X 0 2 2 0 2 2 2 12.32 0.00013 X X X X X X X 0 3 5 0 3 5 5 19.2 0.00025 X X X X X X X 0 2 9.67E-05 0.000122 X X X X X X X 0 2 2 0 2 2 2 11.75 0.00013 X X X X X X X 0 2 3 0 2 3 3 11.46 0.00014 1 1 0 1 1 1 5.44 0.00011 3 9.47E-05 6.44E-05 Actin depolymerisation factor/cofilin -like domains; cytoskeleton; intracellular actin binding 10 13
628 ENSG00000123338:ENSMUSG00000022488:ENSRNOG00000036829 NCKAP1L gi|34485727|ref|NPgi|34485727|ref|NP_005328.2| NCK-associated protein 1-like [Ho 1127 128153 6.9 0 o Q 25 0 X X X X X X X 0 4 5 0 4 5 5 6.57 0.0001 X X X X X X X 0 5 6 0 5 6 6 8.25 9.4E-05 X X X X X X X 0 2 4.94E-05 5.71E-05 X X X X X X X 0 6 17 0 6 17 17 7.99 0.00034 X X X X X X X 0 4 6 0 4 6 6 5.59 8.7E-05 5 7 0 5 7 7 3.73 0.00024 3 0.000166 0.000151 integral to plasma membrane [pmid 24 41
629 ENSG00000023228:ENSMUSG00000025968:ENSRNOG00000011849 NDUFS1 gi|33519475|ref|NPgi|33519475|ref|NP_004997.4| NADH dehydrogenase (ubiquinon 727 79468 6.2 0 o Q 39 0.017 X X X X X X X 0 2 2 0 2 2 2 5.09 6.4E-05 X X X X X X X 0 5 14 0 5 14 14 14.72 0.00034 X X X X X X X 0 2 0.000101 0.000162 X X X X X X X 0 3 4 0 3 4 4 9.63 0.00012 X X X X X X X 0 1 3 0 1 3 3 2.75 6.7E-05 2 3 0 2 3 3 4.26 0.00016 3 8.73E-05 6.92E-05 MopB_Res_Cmplx1_Nad11: The second domain of membrane fraction; mitochondrion 2 iron, 2 sulfur cluster binding; 4 iron, 4 13 26
630 ENSG00000180644:ENSMUSG00000037202:ENSRNOG00000000562 PRF1 gi|133908621|ref|Ngi|133908621|ref|NP_001076585.1| perforin 1 precursor [Homo sapien 555 61377 7.8 0 o S 26 1 X X X X X X X 0 3 10 0 3 10 10 7.57 0.00042 X X X X X X X 0 1 2 0 1 2 2 2.7 6.4E-05 X X X X X X X 0 2 0.000121 0.000202 X X X X X X X 0 1 1 0 1 1 1 2.7 4E-05 X X X X X X X 0 2 4 0 2 4 4 6.13 0.00012 1 1 0 1 1 1 3.42 6.9E-05 3 5.68E-05 4.95E-05 8 18
631 ENSG00000134333:ENSMUSG00000063229:NA LDHA gi|5031857|ref|NP_gi|5031857|ref|NP_005557.1| lactate dehydrogenase A [Homo s 332 36689 8.3 0 o Q 37 0 X X X X X X X 0 1 1 0 1 1 1 4.82 7E-05 X X X X X X X 0 1 4 0 1 4 4 4.52 0.00021 X X X X X X X 0 2 7.08E-05 0.0001 X X X X X X X 0 1 5 0 1 5 5 4.82 0.00034 X X X X X X X 0 1 1 0 1 1 1 10.54 4.9E-05 1 1 0 1 1 1 5.72 0.00012 3 0.000126 0.000149 L-lactate dehydrogenases (LDH); member of the cytoplasm; cytosol [pmid 2434947] L-lactate dehydrogenase activity [pmid 5 12
632 ENSG00000126934:ENSMUSG00000035027:ENSRNOG00000020005 MAP2K2 gi|13489054|ref|NPgi|13489054|ref|NP_109587.1| mitogen-activated protein kinase 400 44424 6.5 0 o S 20 0.816 X X X X X X X 0 2 3 1 1 2 3 11.5 0.00017 X X X X X X X 0 3 8 6 1 2 4.4 17 0.00019 X X X X X X X 0 2 9.23E-05 0.000107 X X X X X X X 0 2 3 1 1 2 2.667 14.25 0.00015 X X X X X X X 0 2 3 1 1 2 3 11.75 0.00012 1 1 0 0 1 1 3 9.6E-05 3 9.2E-05 6.51E-05 Serine/Threonine protein kinases, catalytic domain. extracellular region [pmid 8388392] ATP binding; nucleotide binding; protein 10 18
633 ENSG00000067057:ENSMUSG00000021196:ENSRNOG00000017163 PFKP gi|11321601|ref|NPgi|11321601|ref|NP_002618.1| phosphofructokinase, platelet [Ho 784 85596 7.6 0 o Q 39 0.001 X X X X X X X 0 2 3 0 2 3 3 3.7 8.9E-05 X X X X X X X 0 6 8 1 5 7 7.219 15.18 0.00016 X X X X X X X 0 2 6.3E-05 7.86E-05 X X X X X X X 0 1 4 0 1 4 4 2.17 0.00011 X X X X X X X 0 2 2 0 2 2 2 4.72 4.2E-05 4 8 0 4 8 8 5.1 0.00039 3 0.000137 0.000176 Phosphofructokinase, a key regulatory enzyme in 6-phosphofructokinase complex; cytoplasm 6-phosphofructokinase activity [pmid 15 25
634 ENSG00000131473:ENSMUSG00000020917:ENSRNOG00000016924 ACLY gi|38569421|ref|NPgi|38569421|ref|NP_001087.2|;gi|38569423|ref|NP_942127.1| ATP citrate lyase isoform 1 [Homo 1101 120839 7.3 0 o Q 25 0 X X X X X X X 0 4 6 0 0 6 6 5.72 0.00013 X X X X X X X 0 4 12 0 0 12 12 6.09 0.00019 X X X X X X X 0 2 7.99E-05 9.61E-05 X X X X X X X 0 2 5 0 0 5 5 3.45 0.0001 X X X X X X X 0 3 6 0 0 6 6 5.27 8.9E-05 2 7 0 0 7 7 2.82 0.00024 3 0.000109 0.000101 CoA-ligase. This family includes the CoA ligases citrate lyase complex [pmid 1371749] ATP binding; ATP citrate synthase 15 36
635 ENSG00000183808:ENSMUSG00000046667:ENSRNOG00000016330 RBM12B gi|118722349|ref|Ngi|118722349|ref|NP_976324.2| RNA binding motif protein 12B [H 1001 118103 6.8 0 o Q 17 0.162 X X X X X X X 0 1 3 0 1 3 3 1.4 7E-05 X X X X X X X 0 2 13 0 2 13 13 2.2 0.00023 X X X X X X X 0 2 7.48E-05 0.000108 X X X X X X X 0 3 8 0 3 8 8 4.8 0.00018 X X X X X X X 0 3 14 0 3 14 14 4.7 0.00023 1 1 0 1 1 1 1.8 3.8E-05 3 0.000111 0.00011 10 39
636 ENSG00000032444:ENSMUSG00000004565:ENSRNOG00000000977 PNPLA6 gi|116256487|ref|Ngi|116256487|ref|NP_006693.3| neuropathy target esterase [Homo 1327 146215 7.8 1 i9-31o A 26 0.002 1 2 0 1 2 2 1.88 0.00024 5 8 2 5 6 6 5.5 0.00011 X X X X X X X 0 2 5 0 2 5 5 3.47 6.7E-05 X X X X X X X 0 3 0.000104 0.000103 X X X X X X X 0 7 15 0 7 15 15 11.3 0.00025 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.06 5.8E-05 2 7.79E-05 0.00012 16 32
637 ENSG00000134186:ENSMUSG00000027881:ENSRNOG00000020438 PRPF38B gi|8922358|ref|NP_gi|30794464|ref|NP_080121.1|;gi|8922358|ref|NP_060531.1|PRP38 pre-mRNA processing fac 542 63753 10.5 0 o Q 24 0.004 X X X X X X X 0 2 2 0 0 2 2 5.35 8.6E-05 1 1 0 0 1 1 1.85 0.00035 1 5 0 0 5 5 4.61 0.00016 X X X X X X X 0 3 0.000149 0.000148 X X X X X X X 0 1 1 0 0 1 1 4.61 4.1E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 4.61 0.00014 2 4.58E-05 6.68E-05 PRP38 family. Members of this family are related to 7 11
638 ENSG00000173786:ENSMUSG00000006782:ENSRNOG00000017496 CNP gi|94721261|ref|NPgi|94721261|ref|NP_149124.3| 2',3'-cyclic nucleotide 3' phosphod 421 47579 9.1 0 o Q 27 0.001 X X X X X X X 0 2 3 0 2 3 3 8.55 0.00017 X X X X X X X 0 2 3 1 2 2 2 11.64 8.4E-05 X X X X X X X 0 2 6.25E-05 7.96E-05 X X X X X X X 0 1 2 0 1 2 2 3.09 0.00011 X X X X X X X 0 1 5 0 1 5 5 5.94 0.00019 1 2 0 1 2 2 4.75 0.00018 3 0.000121 8.93E-05 2',3'-cyclic nucleotide 3'-phosphodiesterase (CNP or membrane 2',3'-cyclic-nucleotide 3'- 7 15
639 ENSG00000196365:ENSMUSG00000041168:ENSRNOG00000038952 LONP1 gi|21396489|ref|NPgi|21396489|ref|NP_004784.2| mitochondrial lon peptidase 1 [Ho 959 106489 6.4 0 o S 49 0.953 X X X X X X X 0 3 5 0 3 5 5 4.8 0.00012 X X X X X X X 0 6 15 0 6 15 15 13.97 0.00028 X X X X X X X 0 2 9.95E-05 0.000131 X X X X X X X 0 1 2 0 1 2 2 2.09 4.7E-05 X X X X X X X 0 1 1 0 1 1 1 1.88 1.7E-05 4 5 0 4 5 5 8.03 0.0002 3 6.6E-05 9.15E-05 AAA-superfamily of ATPases associated with a wide mitochondrion [pmid 8248235] ATP binding; ATP-dependent peptidase 15 28
640 ENSG00000047315:ENSMUSG00000029250:ENSRNOG00000024779 POLR2B gi|4505941|ref|NP_gi|4505941|ref|NP_000929.1| DNA directed RNA polymerase II 1174 133896 6.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.17 3E-05 X X X X X X X 0 1 7.52E-06 1.5E-05 1 2 0 1 2 2 1.11 0.00076 4 6 0 4 6 6 5.79 0.00011 X X X X X X X 0 1 1 0 1 1 1 1.19 1.4E-05 3 4 0 3 4 4 1.62 0.00013 4 0.000254 0.000339 RNA polymerase Rpb2, domain 4. RNA polymerases DNA-directed RNA polymerase II, core DNA binding [pmid 1518060]; DNA- 11 15
641 ENSG00000113407:ENSMUSG00000022241:ENSRNOG00000019023 TARS gi|38202255|ref|NPgi|38202255|ref|NP_689508.3| threonyl-tRNA synthetase [Homo 723 83435 6.7 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 6.36 0.00013 X X X X X X X 0 2 6 0 2 6 6 5.81 0.00015 X X X X X X X 0 2 6.89E-05 7.99E-05 X X X X X X X 0 2 2 0 2 2 2 3.04 6.2E-05 X X X X X X X 0 2 7 0 2 7 7 4.7 0.00016 2 4 0 2 4 4 4.56 0.00021 3 0.000108 9.52E-05 Threonyl-tRNA synthetase (ThrRS) class II core cytoplasm [pmid 2033077]; soluble fraction ATP binding; electron carrier activity; 11 23
642 ENSG00000126777:ENSMUSG00000021843:ENSRNOG00000012255 KTN1 gi|118498356|ref|Ngi|118498356|ref|NP_001072989.1|;gi|118498362|ref|NP_001072990.1|;gi|118498368|ref|NP_004977.2| kinectin 1 isoform a [Homo sapien 1357 156275 5.6 1 i7-29o A 24 0 X X X X X X X 0 7 11 0 0 11 11 10.24 0.00019 1 3 0 0 3 3 0.88 0.00042 3 4 0 0 4 4 5.45 5.2E-05 X X X X X X X 0 3 0.000164 0.000185 X X X X X X X 0 4 7 0 0 7 7 5.16 0.00012 X X X X X X X 0 1 1 0 0 1 1 1.69 1.2E-05 X X X X X X X 0 2 3.19E-05 5.61E-05 16 26
643 ENSG00000104738:ENSMUSG00000022673:ENSRNOG00000001833 MCM4 gi|33469919|ref|NPgi|33469919|ref|NP_005905.2| minichromosome maintenance co 863 96558 6.7 0 o Q 32 0 X X X X X X X 0 3 4 0 3 4 4 5.1 0.00011 X X X X X X X 0 3 4 0 3 4 4 5.68 8.2E-05 X X X X X X X 0 2 4.75E-05 5.59E-05 X X X X X X X 0 3 11 0 3 11 11 4.4 0.00029 X X X X X X X 0 5 9 0 5 9 9 7.76 0.00017 2 2 0 2 2 2 2.2 8.9E-05 3 0.000136 0.000122 ATPase family associated with various cellular nucleus [pmid 8265339] ATP binding; DNA binding; DNA- 16 30
644 ENSG00000105939:ENSMUSG00000029826:ENSRNOG00000013948 ZC3HAV1 gi|27477136|ref|NPgi|27477136|ref|NP_064504.2| zinc finger antiviral protein isoform 902 101431 8.4 0 o Q 19 0.036 2 2 0 2 2 2 3.1 0.00036 3 5 0 3 5 5 6.54 0.00013 X X X X X X X 0 3 7 0 3 7 7 6.65 0.00014 X X X X X X X 0 3 0.000156 0.000149 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 2.33 9E-05 1 1 0 1 1 1 0.89 4.3E-05 2 3.33E-05 4.31E-05 Poly(ADP-ribose) polymerases catalyse the covalent nucleus metal ion binding; NAD+ ADP- 11 20
645 ENSG00000184432:ENSMUSG00000032458:NA COPB2 gi|4758032|ref|NP_gi|4758032|ref|NP_004757.1| coatomer protein complex, subun 906 102487 5.3 0 o Q 41 0 X X X X X X X 0 2 3 0 2 3 3 5.08 7.7E-05 X X X X X X X 0 1 5 0 1 5 5 1.88 9.7E-05 X X X X X X X 0 2 4.37E-05 5.11E-05 X X X X X X X 0 2 6 0 2 6 6 5.19 0.00015 X X X X X X X 0 1 2 0 1 2 2 1.32 3.6E-05 4 9 0 4 9 9 4.42 0.00038 3 0.000141 0.000172 WD40 domain, found in a number of eukaryotic COPI vesicle coat [pmid 8335000]; protein transporter activity 10 25
646 ENSG00000079805:ENSMUSG00000033335:ENSRNOG00000007649 DNM2 gi|56549119|ref|NPgi|56549119|ref|NP_004936.2|;gi|56549121|ref|NP_001005360.1| dynamin 2 isoform 3 [Homo sapie 866 97652 7.6 0 o Q 22 0 X X X X X X X 0 5 9 7 0 2 9 11.43 0.00024 X X X X X X X 0 7 16 15 0 1 4.75 14.09 9.7E-05 X X X X X X X 0 2 8.48E-05 0.000115 X X X X X X X 0 4 5 4 0 1 5 9.47 0.00013 X X X X X X X 0 1 5 0 0 5 5 1.27 9.4E-05 1 2 0 0 2 2 1.85 8.9E-05 3 7.81E-05 5.51E-05 Dynamin pleckstrin homology (PH) domain. Dynamin cytoplasm; microtubule; postsynaptic enzyme binding [pmid 11583995]; GTP 18 37
647 ENSG00000145833:ENSMUSG00000021500:ENSRNOG00000021637 DDX46 gi|41327773|ref|NPgi|41327773|ref|NP_055644.2| DEAD (Asp-Glu-Ala-Asp) box poly 1031 117362 9.3 0 o Q 25 0 X X X X X X X 0 5 8 0 5 8 8 7.27 0.00018 X X X X X X X 0 4 5 0 4 5 5 5.92 8.6E-05 X X X X X X X 0 2 6.67E-05 8.63E-05 X X X X X X X 0 4 13 0 4 13 13 7.18 0.00028 X X X X X X X 0 4 6 0 4 6 6 6.98 9.5E-05 1 1 0 1 1 1 1.26 3.7E-05 3 0.000104 0.000126 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 18 33
648 ENSG00000198356:ENSMUSG00000052456:ENSRNOG00000003747 ASNA1 gi|50428938|ref|NPgi|50428938|ref|NP_004308.2| arsA arsenite transporter, ATP-bin 348 38793 4.9 0 o Q 13 0.001 X X X X X X X 0 1 1 0 1 1 1 6.03 6.7E-05 X X X X X X X 0 3 5 0 3 5 5 17.53 0.00025 X X X X X X X 0 2 8.02E-05 0.00012 X X X X X X X 0 1 1 0 1 1 1 6.03 6.4E-05 X X X X X X X 0 1 1 0 1 1 1 5.46 4.7E-05 1 2 0 1 2 2 4.6 0.00022 3 8.3E-05 9.57E-05 Anion-transporting ATPase. This Pfam family cytoplasm [pmid 9736449]; membrane; arsenite transporter activity [pmid 7 10
649 ENSG00000166333:ENSMUSG00000030890:ENSRNOG00000018993 ILK gi|62420875|ref|NPgi|62420875|ref|NP_001014795.1| integrin-linked kinase [Homo sapi 452 51419 8.1 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 4.2 0.0001 X X X X X X X 0 2 6 0 2 6 6 7.74 0.00023 X X X X X X X 0 2 8.44E-05 0.000111 X X X X X X X 0 1 3 0 1 3 3 5.75 0.00015 X X X X X X X 0 1 2 0 1 2 2 3.32 7.2E-05 1 1 0 1 1 1 3.1 8.5E-05 3 7.65E-05 6.11E-05 ankyrin repeats; ankyrin repeats mediate protein- ATP binding; kinase activity; nucleotide 7 14
650 ENSG00000213965:ENSMUSG00000034875:ENSRNOG00000012777 NUDT19 gi|157739940|ref|Ngi|157739940|ref|NP_001099040.1| nudix (nucleoside diphosphate lin 375 42233 7.6 0 o S 28 0.977 X X X X X X X 0 1 2 0 1 2 2 6.4 0.00012 X X X X X X X 0 1 2 0 1 2 2 6.4 9.4E-05 X X X X X X X 0 2 5.47E-05 6.43E-05 X X X X X X X 0 1 1 0 1 1 1 6.13 6E-05 X X X X X X X 0 2 5 0 2 5 5 11.2 0.00022 1 2 0 1 2 2 5.33 0.0002 3 0.000121 0.000108 6 12
651 ENSG00000155229:ENSMUSG00000025159:NA MMS19 gi|157738692|ref|Ngi|157738692|ref|NP_071757.3| MMS19 nucleotide excision repai 1051 115705 6.5 0 o S 31 0.747 X X X X X X X 0 3 7 0 3 7 7 4.66 0.00016 X X X X X X X 0 2 2 0 2 2 2 4 3.4E-05 X X X X X X X 0 2 4.72E-05 7.38E-05 X X X X X X X 0 4 5 0 4 5 5 7.14 0.00011 X X X X X X X 0 1 1 0 1 1 1 1.71 1.6E-05 5 11 0 5 11 11 2.38 0.0004 3 0.000131 0.000187 15 26
652 ENSG00000124491:ENSMUSG00000039109:ENSRNOG00000015957 F13A1 gi|119395709|ref|Ngi|119395709|ref|NP_000120.2| coagulation factor XIII A1 subunit 732 83268 6 0 o Q 23 0 X X X X X X X 0 2 4 0 2 4 4 4.64 0.00013 X X X X X X X 0 2 7 0 2 7 7 4.1 0.00017 X X X X X X X 0 2 7.41E-05 8.72E-05 X X X X X X X 0 3 5 0 3 5 5 6.83 0.00015 X X X X X X X 0 2 2 0 2 2 2 4.64 4.5E-05 1 3 0 1 3 3 1.78 0.00016 3 8.88E-05 7.89E-05 activation peptide 10 21
653 ENSG00000133706:ENSMUSG00000024493:ENSRNOG00000018304 LARS gi|108773810|ref|Ngi|108773810|ref|NP_064502.9| leucyl-tRNA synthetase [Homo sa 1176 134466 7.3 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 5.27 7.9E-05 X X X X X X X 0 4 6 0 4 6 6 7.74 9E-05 X X X X X X X 0 2 4.24E-05 4.91E-05 X X X X X X X 0 2 4 0 2 4 4 4.25 7.6E-05 X X X X X X X 0 2 10 0 2 10 10 3.91 0.00014 8 10 0 8 10 10 7.91 0.00033 3 0.000135 0.000139 19 34
654 ENSG00000205609:ENSMUSG00000030738:ENSRNOG00000018761 EIF3CL gi|153791492|ref|Ngi|153791492|ref|NP_001093131.1|;gi|83700233|ref|NP_001032897.1| eukaryotic translation initiation fac 914 105473 5.6 0 o Q 20 0 X X X X X X X 0 1 1 0 0 1 1 1.09 2.6E-05 X X X X X X X 0 3 5 0 0 5 5 5.36 9.7E-05 X X X X X X X 0 2 3.05E-05 4.57E-05 X X X X X X X 0 2 2 0 0 2 2 4.49 4.9E-05 X X X X X X X 0 1 1 0 0 1 1 1.75 1.8E-05 6 13 0 0 13 13 5.69 0.00055 3 0.000153 0.000263 13 22
655 ENSG00000116584:ENSMUSG00000028059:ENSRNOG00000020027 ARHGEF2 gi|15011974|ref|NPgi|15011974|ref|NP_004714.2| rho/rac guanine nucleotide excha 958 108242 6.9 0 o Q 29 0.029 X X X X X X X 0 3 7 0 3 7 7 6.16 0.00017 X X X X X X X 0 3 5 0 3 5 5 6.58 9.2E-05 X X X X X X X 0 2 6.57E-05 8.23E-05 X X X X X X X 0 7 10 0 7 10 10 10.75 0.00023 X X X X X X X 0 2 3 0 2 3 3 3.76 5.1E-05 1 2 0 1 2 2 1.57 8E-05 3 9.14E-05 0.000101 Protein kinase C conserved region 1 (C1) . Cysteine- intracellular; microtubule [pmid 9857026] diacylglycerol binding; metal ion binding; 16 27
656 ENSG00000082212:ENSMUSG00000024556:ENSRNOG00000015582 ME2 gi|4505145|ref|NP_gi|4505145|ref|NP_002387.1| malic enzyme 2, NAD(+)-depende 584 65444 7.6 0 o Q 20 0.144 X X X X X X X 0 3 6 0 3 6 6 14.55 0.00024 X X X X X X X 0 2 5 0 2 5 5 12.84 0.00015 X X X X X X X 0 2 9.77E-05 0.000118 X X X X X X X 0 1 2 0 1 2 2 6.85 7.7E-05 X X X X X X X 0 1 1 0 1 1 1 4.45 2.8E-05 1 1 0 1 1 1 4.45 6.6E-05 3 4.26E-05 3.53E-05 Malic enzyme, NAD binding domain; pfam03949 mitochondrion electron carrier activity [pmid 1993674]; 8 15
657 ENSG00000065427:ENSMUSG00000031948:ENSRNOG00000019456 KARS gi|5031815|ref|NP_gi|5031815|ref|NP_005539.1| lysyl-tRNA synthetase [Homo sap 597 68048 6.4 0 o Q 14 0 X X X X X X X 0 2 2 0 2 2 2 7.37 7.8E-05 X X X X X X X 0 2 3 0 2 3 3 6.87 8.9E-05 X X X X X X X 0 2 4.17E-05 4.84E-05 X X X X X X X 0 1 1 0 1 1 1 3.85 3.8E-05 X X X X X X X 0 2 10 0 2 10 10 5.36 0.00027 2 3 0 2 3 3 5.03 0.00019 3 0.000126 0.000129 LysRS_N: N-terminal, anticodon recognition domain cytoplasm [pmid 9278442]; mitochondrion ATP binding; ligase activity; lysine-tRNA 9 19
658 ENSG00000143819:ENSMUSG00000038776:ENSRNOG00000003515 EPHX1 gi|4503583|ref|NP_gi|4503583|ref|NP_000111.1| epoxide hydrolase 1, microsomal 455 52949 7.3 0 o A 15 0.194 X X X X X X X 0 1 3 0 1 3 3 4.18 0.00015 X X X X X X X 0 1 1 0 1 1 1 4.4 3.9E-05 X X X X X X X 0 2 4.82E-05 7.28E-05 X X X X X X X 0 3 7 0 3 7 7 15.6 0.00035 X X X X X X X 0 1 1 0 1 1 1 5.05 3.6E-05 1 1 0 1 1 1 2.64 8.4E-05 3 0.000116 0.000156 Epoxide hydrolase N terminus. This family represents endoplasmic reticulum; integral to epoxide hydrolase activity [pmid 7 13
659 ENSG00000100714:ENSMUSG00000021048:ENSRNOG00000017740 MTHFD1 gi|13699868|ref|NPgi|13699868|ref|NP_005947.2| methylenetetrahydrofolate dehydr 935 101531 7.2 0 o Q 0 0 X X X X X X X 0 4 8 0 4 8 8 6.84 0.0002 1 1 0 1 1 1 1.28 0.0002 4 8 0 4 8 8 8.66 0.00015 X X X X X X X 0 3 0.000138 9.48E-05 X X X X X X X 0 1 1 0 1 1 1 2.57 2.4E-05 X X X X X X X 0 3 6 0 3 6 6 6.95 0.0001 X X X X X X X 0 2 3.22E-05 4.97E-05 Formyltetrahydrofolate synthetase (FTHFS) catalyzes mitochondrion [pmid 3528153] ATP binding; formate-tetrahydrofolate 13 24
660 ENSG00000136937:ENSMUSG00000028330:ENSRNOG00000023605 NCBP1 gi|4505343|ref|NP_gi|4505343|ref|NP_002477.1| nuclear cap binding protein subun 790 91839 6.4 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 2.91 8.9E-05 X X X X X X X 0 1 4 0 1 4 4 3.04 8.9E-05 X X X X X X X 0 2 4.45E-05 5.14E-05 X X X X X X X 0 3 4 0 3 4 4 6.84 0.00011 X X X X X X X 0 5 8 0 5 8 8 11.14 0.00017 2 4 0 2 4 4 3.42 0.00019 3 0.000118 8.57E-05 Middle domain of eukaryotic initiation factor 4G nucleoplasm [pmid 7937105]; nucleus protein binding [pmid 7478990] [pmid 13 23
661 ENSG00000140632:ENSMUSG00000022536:ENSRNOG00000003065 N-PAC gi|40556376|ref|NPgi|40556376|ref|NP_115958.2| cytokine-like nuclear factor n-pac 553 60547 9.2 0 o Q 18 0.007 X X X X X X X 0 2 2 0 2 2 2 5.42 8.4E-05 X X X X X X X 0 5 7 0 5 7 7 13.38 0.00022 X X X X X X X 0 2 7.7E-05 0.000106 X X X X X X X 0 1 2 0 1 2 2 3.07 8.1E-05 X X X X X X X 0 1 4 0 1 4 4 6.51 0.00012 1 1 0 1 1 1 3.44 6.9E-05 3 6.72E-05 4.93E-05 NAD binding domain of 6-phosphogluconate phosphogluconate dehydrogenase 10 16
662 ENSG00000088205:ENSMUSG00000001674:ENSRNOG00000025430 DDX18 gi|38327634|ref|NPgi|38327634|ref|NP_006764.3| DEAD (Asp-Glu-Ala-Asp) box poly 670 75407 9.5 0 o Q 39 0 X X X X X X X 0 2 2 0 2 2 2 4.48 7E-05 X X X X X X X 0 3 9 0 3 9 9 6.72 0.00024 X X X X X X X 0 2 7.67E-05 0.000112 X X X X X X X 0 2 4 0 2 4 4 4.48 0.00013 X X X X X X X 0 2 3 0 2 3 3 5.82 7.3E-05 1 1 0 1 1 1 2.69 5.7E-05 3 6.61E-05 5.51E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent RNA 10 19
663 ENSG00000121892:ENSMUSG00000029202:ENSRNOG00000002541 PDS5A gi|155030216|ref|Ngi|155030216|ref|NP_001093869.1|;gi|155030218|ref|NP_056015.2| PDS5, regulator of cohesion main 1337 150830 7.9 0 o Q 25 0.21 X X X X X X X 0 4 8 4 0 4 6 5.46 0.0001 X X X X X X X 0 6 15 7 0 8 12.67 8.3 0.00017 X X X X X X X 0 2 6.8E-05 8.26E-05 X X X X X X X 0 6 10 1 0 9 9.6 8.9 0.00016 X X X X X X X 0 2 3 0 0 3 3 2.77 3.7E-05 3 4 0 0 4 4 3.44 0.00011 3 7.81E-05 7.32E-05 21 40
664 ENSG00000159131:ENSMUSG00000022962:ENSRNOG00000028292 GART gi|4503915|ref|NP_gi|4503915|ref|NP_000810.1| phosphoribosylglycinamide formy 1010 107767 6.7 0 o Q 19 0.047 X X X X X X X 0 5 8 0 5 8 8 11.09 0.00018 X X X X X X X 0 3 8 0 3 8 8 6.44 0.00014 X X X X X X X 0 2 8.12E-05 9.55E-05 X X X X X X X 0 2 4 0 2 4 4 2.38 8.9E-05 X X X X X X X 0 4 6 0 4 6 6 7.72 9.7E-05 1 1 0 1 1 1 1.78 3.8E-05 3 5.6E-05 4.55E-05 PurM (Aminoimidazole Ribonucleotide [AIR] cytoplasm ATP binding; catalytic activity; ligase 15 27
665 ENSG00000073111:ENSMUSG00000002870:ENSRNOG00000025026 MCM2 gi|33356547|ref|NPgi|33356547|ref|NP_004517.2| minichromosome maintenance co 904 101896 5.5 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 1.88 2.6E-05 1 1 0 1 1 1 1.44 0.00021 3 5 0 3 5 5 5.75 9.8E-05 X X X X X X X 0 3 8.28E-05 9.3E-05 X X X X X X X 0 4 6 0 4 6 6 7.19 0.00015 X X X X X X X 0 4 6 0 4 6 6 7.41 0.00011 X X X X X X X 0 2 6.43E-05 7.61E-05 Magnesium chelatase, subunit ChlI. Magnesium- chromatin [pmid 8798650]; nucleus [pmid ATP binding; DNA binding [pmid 13 19
666 ENSG00000047410:ENSMUSG00000006005:ENSRNOG00000002394 TPR gi|114155142|ref|Ngi|114155142|ref|NP_003283.2| nuclear pore complex-associated 2363 267290 5 0 o Q 15 0 2 2 0 2 2 2 1.27 0.00014 1 2 0 1 2 2 0.76 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3.92E-05 6.6E-05 1 2 0 1 2 2 0.51 0.00038 1 3 0 1 3 3 1.18 2.8E-05 X X X X X X X 0 5 10 0 5 10 10 4.19 6.9E-05 X X X X X X X 0 3 0.000118 0.000174 10 19
667 ENSG00000187555:ENSMUSG00000022710:ENSRNOG00000025496 USP7 gi|150378533|ref|Ngi|150378533|ref|NP_003461.2| ubiquitin specific protease 7 [Hom 1102 128302 5.6 0 o Q 0 0 X X X X X X X 0 4 6 0 4 6 6 6.26 0.00013 X X X X X X X 0 4 10 0 4 10 10 7.08 0.00016 X X X X X X X 0 2 7.18E-05 8.4E-05 X X X X X X X 0 3 4 0 3 4 4 5.63 8.1E-05 X X X X X X X 0 1 1 0 1 1 1 2 1.5E-05 4 5 0 4 5 5 5.9 0.00017 3 6.76E-05 7.94E-05 16 26
668 ENSG00000111581:ENSMUSG00000052798:ENSRNOG00000006541 NUP107 gi|9966881|ref|NP_gi|9966881|ref|NP_065134.1| nucleoporin 107kDa [Homo sapie 925 106374 5.4 0 o Q 18 0 X X X X X X X 0 4 5 0 4 5 5 8.54 0.00013 X X X X X X X 0 3 6 0 3 6 6 5.73 0.00011 X X X X X X X 0 2 6.02E-05 6.96E-05 X X X X X X X 0 5 9 0 5 9 9 9.73 0.00022 X X X X X X X 0 2 4 0 2 4 4 5.73 7.1E-05 1 1 0 1 1 1 1.51 4.2E-05 3 8.26E-05 9.5E-05 Nuclear pore protein 84 / 107. Nup84p forms a nuclear pore [pmid 11564755] [pmid nucleocytoplasmic transporter activity 15 25
669 ENSG00000099219:ENSMUSG00000046324:ENSRNOG00000010915 ERMP1 gi|55749804|ref|NPgi|55749804|ref|NP_079172.2| aminopeptidase Fxna [Homo sap 904 100231 7.5 8 o409-431i451-47Q 36 0 X X X X X X X 0 5 10 0 5 10 10 8.52 0.00026 X X X X X X X 0 2 2 0 2 2 2 4.65 3.9E-05 X X X X X X X 0 2 7.43E-05 0.000124 X X X X X X X 0 3 5 0 3 5 5 6.53 0.00012 X X X X X X X 0 1 2 0 1 2 2 2.54 3.6E-05 2 2 0 2 2 2 3.76 8.5E-05 3 6.13E-05 5.44E-05 Peptidase family M28; pfam04389 peptidase activity 13 21
670 ENSG00000072818:ENSMUSG00000001588:ENSRNOG00000015674 CENTB1 gi|7661880|ref|NP_gi|7661880|ref|NP_055531.1| centaurin beta1 [Homo sapiens] 740 81536 7.7 0 o Q 0 0 1 1 0 1 1 1 2.43 0.00022 7 10 0 7 10 10 18.24 0.00032 X X X X X X X 0 1 1 0 1 1 1 2.84 2.4E-05 X X X X X X X 0 3 0.00014 0.000153 X X X X X X X 0 1 1 0 1 1 1 2.57 3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.62 5.2E-05 2 2.05E-05 2.53E-05 Putative GTPase activating protein for Arf. Putative GTPase activator activity; metal ion 11 14
671 ENSG00000107099:ENSMUSG00000052085:ENSRNOG00000015894 DOCK8 gi|44889960|ref|NPgi|44889960|ref|NP_982272.1| dedicator of cytokinesis 8 [Homo 2031 230818 6.8 0 o Q 17 0 X X X X X X X 0 5 10 0 5 10 10 4.87 0.00011 X X X X X X X 0 8 19 0 8 19 19 7.73 0.00017 X X X X X X X 0 2 7E-05 8.34E-05 X X X X X X X 0 4 6 0 4 6 6 3.45 6.6E-05 X X X X X X X 0 2 6 0 2 6 6 1.77 4.8E-05 6 7 0 6 7 7 4.38 0.00013 3 6.17E-05 5.48E-05 Dedicator of cytokinesis. This family represents a binding; GTP binding; GTPase binding; 25 48
672 ENSG00000163714:ENSMUSG00000032407:ENSRNOG00000008607 SR140 gi|122937227|ref|Ngi|122937227|ref|NP_001073884.1| U2-associated SR140 protein [Ho 1029 118292 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.36 2.3E-05 X X X X X X X 0 2 3 0 2 3 3 2.72 5.1E-05 X X X X X X X 0 2 1.85E-05 2.44E-05 1 1 0 1 1 1 1.36 0.00043 1 2 0 1 2 2 1.36 4.4E-05 X X X X X X X 0 3 4 0 3 4 4 7.97 6.3E-05 X X X X X X X 0 3 0.000135 0.0002 8 11
673 ENSG00000150995:ENSMUSG00000030102:ENSRNOG00000007104 ITPR1 gi|154354996|ref|Ngi|154354996|ref|NP_002213.4| inositol 1,4,5-triphosphate recepto 2695 306840 6.4 6 o2220-2242i2255Q 22 0.007 X X X X X X X 0 17 37 9 15 28 33.1 11.69 0.00029 1 1 0 1 1 1 0.48 7E-05 1 1 0 1 1 1 0.67 6.6E-06 X X X X X X X 0 3 9.07E-05 0.000134 X X X X X X X 0 11 18 3 9 15 16.32 7.83 0.00014 X X X X X X X 0 X X X X X X X 0 3 4 1 2 3 4 2.26 5.7E-05 2 4.82E-05 6.43E-05 33 61
674 ENSG00000089737:ENSMUSG00000041645:ENSRNOG00000009166 DDX24 gi|9966805|ref|NP_gi|9966805|ref|NP_065147.1| DEAD (Asp-Glu-Ala-Asp) box poly 859 96332 9.1 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.21 5.4E-05 X X X X X X X 0 6 8 0 6 8 8 14.78 0.00016 X X X X X X X 0 2 5.47E-05 7.76E-05 X X X X X X X 0 4 9 0 4 9 9 6.87 0.00024 X X X X X X X 0 2 2 0 2 2 2 2.1 3.8E-05 1 1 0 1 1 1 1.16 4.5E-05 3 7.94E-05 0.000106 Helicase superfamily c-terminal domain; associated nucleolus [pmid 11256614] ATP binding; ATP-dependent RNA 14 22
675 ENSG00000119285:ENSMUSG00000050244:ENSRNOG00000021686 HEATR1 gi|73695475|ref|NPgi|73695475|ref|NP_060542.4| protein BAP28 [Homo sapiens] 2144 242368 6.5 0 o Q 19 0.028 X X X X X X X 0 6 10 0 6 10 10 5.64 0.00011 X X X X X X X 0 8 11 0 8 11 11 8.86 9.1E-05 X X X X X X X 0 2 4.99E-05 5.8E-05 X X X X X X X 0 5 7 0 5 7 7 4.99 7.3E-05 X X X X X X X 0 3 10 0 3 10 10 3.54 7.6E-05 6 10 0 6 10 10 3.22 0.00018 3 8.21E-05 7.36E-05 BP28CT (NUC211) domain. This C terminal domain is nucleus binding; protein binding [pmid 28 48
676 ENSG00000107937:ENSMUSG00000021149:ENSRNOG00000016217 GTPBP4 gi|55953087|ref|NPgi|55953087|ref|NP_036473.2| G protein-binding protein CRFG [ 634 73965 9.5 0 o Q 25 0 X X X X X X X 0 1 2 0 1 2 2 3.79 7.4E-05 X X X X X X X 0 5 8 0 5 8 8 17.51 0.00022 X X X X X X X 0 2 7.41E-05 0.000105 X X X X X X X 0 1 1 0 1 1 1 3.79 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.84 2.6E-05 1 2 0 1 2 2 2.05 0.00012 3 4.56E-05 5.25E-05 NOG1 is a nucleolar GTP-binding protein present in nucleus GTP binding; nucleotide binding 9 14
677 ENSG00000100220:ENSMUSG00000001783:ENSRNOG00000004813 C22orf28 gi|7657015|ref|NP_gi|7657015|ref|NP_055121.1| hypothetical protein LOC51493 [H 505 55210 7.2 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 10.5 9.2E-05 X X X X X X X 0 1 2 0 1 2 2 2.77 7E-05 X X X X X X X 0 2 4.06E-05 4.77E-05 X X X X X X X 0 1 1 0 1 1 1 2.38 4.4E-05 X X X X X X X 0 3 8 0 3 8 8 12.87 0.00026 1 1 0 1 1 1 2.18 7.6E-05 3 9.47E-05 0.000114 Uncharacterized conserved protein [Function 8 14
678 ENSG00000177731:ENSMUSG00000002812:ENSRNOG00000004159 FLII gi|4503743|ref|NP_gi|4503743|ref|NP_002009.1| flightless I homolog [Homo sapien 1269 144751 6.1 0 o Q 16 0.014 X X X X X X X 0 3 6 0 3 6 6 4.96 0.00011 X X X X X X X 0 5 8 0 5 8 8 9.61 0.00011 X X X X X X X 0 2 5.54E-05 6.4E-05 X X X X X X X 0 1 1 0 1 1 1 2.13 1.8E-05 X X X X X X X 0 3 7 0 3 7 7 5.91 9E-05 2 6 0 2 6 6 1.34 0.00018 3 7.23E-05 8.26E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor cytoskeleton; nucleus actin binding [pmid 9177775]; 14 28
679 ENSG00000010810:ENSMUSG00000019843:ENSRNOG00000000596 FYN gi|23510362|ref|NPgi|23510362|ref|NP_694592.1|;gi|23510364|ref|NP_694593.1|;gi|4503823|ref|NP_002028.1| protein-tyrosine kinase fyn isoform 534 60141 6.2 0 o Q 0 0 X X X X X X X 0 2 3 2 0 1 1.1 6.74 4.8E-05 X X X X X X X 0 2 4 0 0 4 4 8.99 0.00013 X X X X X X X 0 2 4.51E-05 6.24E-05 X X X X X X X 0 1 2 0 0 2 2 3.75 8.4E-05 X X X X X X X 0 1 4 0 0 4 4 6.18 0.00012 1 2 0 0 2 2 2.25 0.00014 3 8.75E-05 6.34E-05 Src homology 3 domains; SH3 domains bind to ATP binding; identical protein binding 7 15
680 ENSG00000110367:ENSMUSG00000032097:ENSRNOG00000026219 DDX6 gi|4758140|ref|NP_gi|4758140|ref|NP_004388.1| DEAD (Asp-Glu-Ala-Asp) box poly 472 53216 8.7 0 o Q 30 0 X X X X X X X 0 2 2 0 2 2 2 9.11 9.9E-05 X X X X X X X 0 1 1 0 1 1 1 5.08 3.7E-05 X X X X X X X 0 2 3.41E-05 4.66E-05 X X X X X X X 0 2 4 0 2 4 4 8.26 0.00019 X X X X X X X 0 1 4 0 1 4 4 4.24 0.00014 1 1 0 1 1 1 3.39 8.1E-05 3 0.000102 8.15E-05 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 7 12
681 ENSG00000123104:ENSMUSG00000030287:ENSRNOG00000001804 ITPR2 gi|95147335|ref|NPgi|95147335|ref|NP_002214.2| inositol 1,4,5-triphosphate recepto 2701 308062 6.4 6 o2226-2248i2260Q 22 0.017 X X X X X X X 0 13 27 9 9 18 21.28 6.96 0.00018 2 2 0 2 2 2 1 0.00014 2 4 0 2 4 4 1.18 2.6E-05 X X X X X X X 0 3 8.73E-05 8.82E-05 X X X X X X X 0 8 22 3 6 19 20.68 5.81 0.00017 X X X X X X X 0 1 1 0 1 1 1 0.52 6E-06 1 1 1 0 0 0 0.44 0 2 4.44E-05 8.49E-05 27 57
682 ENSG00000196305:ENSMUSG00000037851:ENSRNOG00000014616 IARS gi|94721241|ref|NPgi|94721241|ref|NP_002152.2| isoleucyl-tRNA synthetase [Homo 1262 144498 6.1 0 o Q 0 0 X X X X X X X 0 3 7 0 3 7 7 4.2 0.00013 X X X X X X X 0 2 5 0 2 5 5 2.69 7E-05 X X X X X X X 0 2 4.98E-05 6.24E-05 X X X X X X X 0 1 1 0 1 1 1 1.35 1.8E-05 X X X X X X X 0 4 9 0 4 9 9 6.81 0.00012 4 6 0 4 6 6 4.68 0.00018 3 7.92E-05 8.58E-05 This is the catalytic core domain of isoleucine amino- cytoplasm [pmid 7721108]; soluble fraction aminoacyl-tRNA ligase activity; ATP 14 28
683 ENSG00000073969:ENSMUSG00000034187:ENSRNOG00000003905 NSF gi|156564401|ref|Ngi|156564401|ref|NP_006169.2| N-ethylmaleimide-sensitive factor 744 82594 7 0 o Q 22 0.001 X X X X X X X 0 2 6 0 2 6 6 3.23 0.00019 X X X X X X X 0 1 1 0 1 1 1 1.34 2.4E-05 X X X X X X X 0 2 5.3E-05 9.08E-05 X X X X X X X 0 1 4 0 1 4 4 1.75 0.00012 X X X X X X X 0 2 3 0 2 3 3 3.49 6.6E-05 1 2 0 1 2 2 1.61 0.0001 3 7.24E-05 5.34E-05 7 16
684 ENSG00000110713:ENSMUSG00000063550:ENSRNOG00000020347 NUP98 gi|21264365|ref|NPgi|21264365|ref|NP_057404.2| nucleoporin 98kD isoform 1 [Hom 1800 195816 6.4 0 o Q 25 0.034 X X X X X X X 0 6 12 0 6 12 12 5.11 0.00016 X X X X X X X 0 4 6 0 4 6 6 3.17 5.9E-05 X X X X X X X 0 2 5.36E-05 7.34E-05 X X X X X X X 0 1 2 0 1 2 2 1.06 2.5E-05 X X X X X X X 0 2 2 0 2 2 2 1.83 1.8E-05 4 11 0 4 11 11 3.67 0.00023 3 6.94E-05 0.000111 Nucleoporin autopeptidase; pfam04096 nuclear pore [pmid 9348540] [pmid protein binding [pmid 9348540]; 17 33
685 ENSG00000076003:ENSMUSG00000026355:ENSRNOG00000003703 MCM6 gi|7427519|ref|NP_gi|7427519|ref|NP_005906.2| minichromosome maintenance co 821 92889 5.4 0 o Q 14 0 X X X X X X X 0 2 3 0 2 3 3 3.78 8.5E-05 X X X X X X X 0 1 3 0 1 3 3 2.68 6.5E-05 X X X X X X X 0 2 3.74E-05 4.41E-05 X X X X X X X 0 1 1 0 1 1 1 2.07 2.7E-05 X X X X X X X 0 4 12 0 4 12 12 9.01 0.00024 2 2 0 2 2 2 3.41 9.4E-05 3 8.98E-05 0.000107 Magnesium chelatase, subunit ChlI. Magnesium- nucleus [pmid 9286856] ATP binding [pmid 9286856]; DNA 10 21
686 ENSG00000136628:ENSMUSG00000026615:ENSRNOG00000002393 EPRS gi|62241042|ref|NPgi|62241042|ref|NP_004437.2| glutamyl-prolyl tRNA synthetase [ 1512 170590 7.3 0 o Q 20 0.024 X X X X X X X 0 3 7 0 3 7 7 3.37 0.00011 X X X X X X X 0 3 7 0 3 7 7 2.78 8.2E-05 X X X X X X X 0 2 4.74E-05 5.58E-05 X X X X X X X 0 2 2 0 2 2 2 2.65 3E-05 X X X X X X X 0 6 17 0 6 17 17 8.27 0.00018 2 3 0 2 3 3 1.72 7.6E-05 3 7.23E-05 8.05E-05 GST_C family, Gamma subunit of Elongation Factor cytoplasm [pmid 8188258]; soluble fraction ATP binding; glutamate-tRNA ligase 16 36
687 ENSG00000183486:NA:NA MX2 gi|11342664|ref|NPgi|11342664|ref|NP_002454.1| myxovirus resistance protein 2 [H 715 82089 8.8 0 o Q 52 0 X X X X X X X 0 3 5 0 3 5 5 8.25 0.00016 X X X X X X X 0 2 3 2 1 1 2 8.11 4.9E-05 X X X X X X X 0 2 5.31E-05 7.69E-05 X X X X X X X 0 2 4 0 2 4 4 4.06 0.00013 X X X X X X X 0 1 3 0 1 3 3 4.06 6.8E-05 1 1 0 1 1 1 2.8 5.4E-05 3 6.19E-05 5.16E-05 Dynamin, GTPase; Large GTPases that mediate cytoplasm [pmid 8798556]; nucleus [pmid GTP binding; GTPase activity [pmid 9 16
688 ENSG00000067704:ENSMUSG00000026618:ENSRNOG00000002368 IARS2 gi|46852147|ref|NPgi|46852147|ref|NP_060530.3| mitochondrial isoleucine tRNA syn 1012 113791 7.2 0 o S 24 0.956 X X X X X X X 0 3 4 0 3 4 4 4.84 9.2E-05 X X X X X X X 0 2 3 0 2 3 3 2.87 5.2E-05 X X X X X X X 0 2 3.61E-05 4.48E-05 X X X X X X X 0 3 5 0 3 5 5 4.55 0.00011 X X X X X X X 0 2 5 0 2 5 5 3.16 8.1E-05 3 4 0 3 4 4 3.75 0.00015 3 8.58E-05 6.42E-05 This is the catalytic core domain of isoleucine amino- mitochondrion ATP binding; isoleucine-tRNA ligase 13 21
689 ENSG00000149480:ENSMUSG00000071646:ENSRNOG00000038785 MTA2 gi|14141170|ref|NPgi|14141170|ref|NP_004730.2| metastasis-associated protein 2 [H 668 75023 9.7 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.99 7E-05 X X X X X X X 0 2 5 0 2 5 5 6.29 0.00013 X X X X X X X 0 2 5.05E-05 6.36E-05 X X X X X X X 0 1 1 0 1 1 1 1.8 3.4E-05 X X X X X X X 0 2 2 0 2 2 2 5.84 4.9E-05 1 3 0 1 3 3 1.8 0.00017 3 6.37E-05 7.53E-05 ELM2 domain. The ELM2 (Egl-27 and MTA1 histone deacetylase complex [pmid metal ion binding; sequence-specific 7 13
690 ENSG00000167881:ENSMUSG00000020780:ENSRNOG00000009351 SRP68 gi|24497620|ref|NPgi|24497620|ref|NP_055045.2| signal recognition particle 68kDa 627 70730 8.6 0 o Q 24 0.001 X X X X X X X 0 2 5 0 2 5 5 6.22 0.00019 X X X X X X X 0 1 1 0 1 1 1 2.07 2.8E-05 X X X X X X X 0 2 5.35E-05 8.93E-05 X X X X X X X 0 2 3 0 2 3 3 6.22 0.00011 X X X X X X X 0 1 2 0 1 2 2 4.15 5.2E-05 1 1 0 1 1 1 2.39 6.1E-05 3 5.52E-05 4.4E-05 endoplasmic reticulum [pmid 10618370]; binding; RNA binding; signal recognition 7 12
691 ENSG00000158417:NA:NA EIF5B gi|84043963|ref|NPgi|84043963|ref|NP_056988.3| eukaryotic translation initiation fac 1220 138827 5.5 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 3.03 7.6E-05 X X X X X X X 0 2 3 0 2 3 3 4.75 4.3E-05 X X X X X X X 0 2 3E-05 3.71E-05 X X X X X X X 0 3 3 0 3 3 3 5.57 5.5E-05 X X X X X X X 0 6 10 0 6 10 10 9.51 0.00013 2 5 0 2 5 5 2.87 0.00016 3 8.66E-05 7.24E-05 IF2/eIF5B (initiation factors 2/ eukaryotic initiation intracellular GTP binding; nucleotide binding; protein 15 25
692 ENSG00000160710:ENSMUSG00000027951:ENSRNOG00000020744 ADAR gi|70166852|ref|NPgi|70166852|ref|NP_001102.2|;gi|70167113|ref|NP_001020278.1| adenosine deaminase, RNA-spec 1226 135967 8.6 0 o Q 20 0 X X X X X X X 0 4 8 0 0 8 8 4.73 0.00015 X X X X X X X 0 3 6 0 0 6 6 4.98 8.6E-05 X X X X X X X 0 2 5.97E-05 7.39E-05 X X X X X X X 0 3 4 0 0 4 4 4.24 7.3E-05 X X X X X X X 0 1 2 0 0 2 2 1.71 2.7E-05 1 2 0 0 2 2 1.31 6.3E-05 3 4.06E-05 3.36E-05 Double-stranded RNA binding motif. Binding is not cytoplasm [pmid 7565688]; intracellular; DNA binding; double-stranded RNA 12 22
693 ENSG00000137265:ENSMUSG00000021356:ENSRNOG00000018108 IRF4 gi|4505287|ref|NP_gi|4505287|ref|NP_002451.1| interferon regulatory factor 4 [Hom 451 51712 6.7 0 o Q 23 0 X X X X X X X 0 1 2 0 1 2 2 4.21 0.0001 X X X X X X X 0 1 2 0 1 2 2 4.21 7.8E-05 X X X X X X X 0 2 4.54E-05 5.35E-05 X X X X X X X 0 1 1 0 1 1 1 4.21 5E-05 X X X X X X X 0 1 3 0 1 3 3 3.33 0.00011 1 1 0 1 1 1 2.66 8.5E-05 3 6.09E-05 4.72E-05 Interferon Regulatory Factor (IRF); also known as nucleus [pmid 8657101] [pmid 12374808] RNA polymerase II transcription factor 5 9
694 ENSG00000077097:ENSMUSG00000017485:NA TOP2B gi|19913408|ref|NPgi|19913408|ref|NP_001059.2| DNA topoisomerase II, beta isozy 1621 182661 8.1 0 o Q 19 0.229 X X X X X X X 0 4 5 1 3 4 5 4.75 7.2E-05 X X X X X X X 0 8 12 1 7 11 11.73 8.95 0.00013 X X X X X X X 0 2 5E-05 6.2E-05 X X X X X X X 0 2 2 0 2 2 2 2.71 2.8E-05 X X X X X X X 0 2 3 0 2 3 3 3.21 3E-05 5 8 5 2 3 6 4.13 0.00014 3 5E-05 6.29E-05 TOPRIM_TopoIIA: topoisomerase-primase (TOPRIM) chromosome; cytosol [pmid 9049244]; ATP binding; chromatin binding [pmid 21 30
695 ENSG00000125755:ENSMUSG00000023118:ENSRNOG00000014353 SYMPK gi|124028529|ref|Ngi|124028529|ref|NP_004810.2| symplekin [Homo sapiens] 1274 141148 6.1 0 o Q 30 0 X X X X X X X 0 2 4 0 2 4 4 5.1 7.3E-05 X X X X X X X 0 5 10 0 5 10 10 8.63 0.00014 X X X X X X X 0 2 5.3E-05 6.67E-05 X X X X X X X 0 2 2 0 2 2 2 4.32 3.5E-05 X X X X X X X 0 1 2 0 1 2 2 1.02 2.6E-05 2 4 0 2 4 4 3.77 0.00012 3 4.53E-05 5.23E-05 12 22
696 ENSG00000138698:ENSMUSG00000028149:ENSRNOG00000015987 RAP1GDS1 gi|155030192|ref|Ngi|155030192|ref|NP_001093896.1|;gi|155030194|ref|NP_066982.3|;gi|155030196|ref|NP_001093897.1|;gi|155030198|ref|NP_001093898.1|;gi|155030200|ref|NP_001093899.1|;gi|155030202|ref|NP_001093900.1| RAP1, GTP-GDP dissociation stim 608 66388 5.3 0 o Q 37 0 X X X X X X X 0 2 4 0 0 4 4 6.41 0.00015 X X X X X X X 0 3 3 0 0 3 3 8.39 8.7E-05 X X X X X X X 0 2 6.02E-05 7.45E-05 X X X X X X X 0 1 1 0 0 1 1 4.28 3.7E-05 X X X X X X X 0 1 1 0 0 1 1 3.13 2.7E-05 1 1 0 0 1 1 1.64 6.3E-05 3 3.17E-05 2.61E-05 8 10
697 ENSG00000163932:ENSMUSG00000021948:ENSRNOG00000016346 PRKCD gi|47157325|ref|NPgi|47157325|ref|NP_997704.1| protein kinase C, delta [Homo sap 676 77505 7.8 0 o Q 20 0.018 1 1 0 1 1 1 3.11 0.00024 1 1 0 1 1 1 1.78 3.5E-05 X X X X X X X 0 2 3 0 2 3 3 5.47 7.8E-05 X X X X X X X 0 3 8.82E-05 0.000106 X X X X X X X 0 1 1 0 1 1 1 3.7 3.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.77 5.7E-05 2 2.25E-05 2.77E-05 Protein kinase C conserved region 1 (C1) . Cysteine- cytoplasm [pmid 16611985]; membrane; ATP binding; diacylglycerol binding; 6 7
698 ENSG00000111144:ENSMUSG00000015889:ENSRNOG00000004494 LTA4H gi|4505029|ref|NP_gi|4505029|ref|NP_000886.1| leukotriene A4 hydrolase [Homo s 611 69285 6.2 0 o Q 20 0.022 X X X X X X X 0 1 1 0 1 1 1 2.95 3.8E-05 X X X X X X X 0 2 3 0 2 3 3 5.56 8.7E-05 X X X X X X X 0 2 3.12E-05 4.11E-05 X X X X X X X 0 1 1 0 1 1 1 4.91 3.7E-05 X X X X X X X 0 3 7 0 3 7 7 10.64 0.00019 1 1 0 1 1 1 2.62 6.3E-05 3 7.16E-05 8.11E-05 Peptidase family M1. Members of this family are epoxide hydrolase activity [pmid 8 13
699 ENSG00000143924:ENSMUSG00000032624:ENSRNOG00000030294 EML4 gi|19923497|ref|NPgi|19923497|ref|NP_061936.2| echinoderm microtubule associate 981 108903 6.3 0 o Q 18 0 X X X X X X X 0 2 2 0 2 2 2 3.36 4.8E-05 X X X X X X X 0 2 5 0 2 5 5 4.79 9E-05 X X X X X X X 0 2 3.44E-05 4.33E-05 X X X X X X X 0 2 5 0 2 5 5 3.47 0.00011 X X X X X X X 0 1 2 0 1 2 2 2.14 3.3E-05 1 3 0 1 3 3 1.83 0.00012 3 6.63E-05 5.89E-05 HELP motif. The HELP (Hydrophobic ELP) motif is cytoplasm [pmid 10995578]; microtubule 8 17
700 ENSG00000101596:ENSMUSG00000024054:ENSRNOG00000014319 SMCHD1 gi|148839305|ref|Ngi|148839305|ref|NP_056110.2| structural maintenance of chromo 2005 226372 7.3 0 o Q 25 0 X X X X X X X 0 5 8 0 5 8 8 2.99 9.3E-05 X X X X X X X 0 2 9 0 2 9 9 2.34 7.9E-05 X X X X X X X 0 2 4.31E-05 5.01E-05 X X X X X X X 0 3 4 0 3 4 4 2.34 4.5E-05 X X X X X X X 0 6 16 0 6 16 16 6.18 0.00013 1 1 0 1 1 1 0.95 1.9E-05 3 4.85E-05 5.75E-05 17 38
701 ENSG00000213445:ENSMUSG00000056917:ENSRNOG00000020726 SIPA1 gi|24497629|ref|NPgi|24497629|ref|NP_694985.28| signal-induced proliferation-assoc 1042 112116 6.6 0 o Q 21 0.004 X X X X X X X 0 4 4 0 4 4 4 8.54 9E-05 X X X X X X X 0 3 6 0 3 6 6 6.53 0.0001 X X X X X X X 0 2 4.78E-05 5.54E-05 X X X X X X X 0 2 3 0 2 3 3 4.8 6.5E-05 X X X X X X X 0 2 3 0 2 3 3 4.03 4.7E-05 1 1 0 1 1 1 0.96 3.7E-05 3 3.71E-05 2.73E-05 Nnf1. NNF1 is an essential yeast gene that is membrane; nucleus [pmid 9183624] protein binding; Rap GTPase activator 12 17
702 ENSG00000123130:ENSMUSG00000047565:ENSRNOG00000003782 ACOT9 gi|81295407|ref|NPgi|81295407|ref|NP_001032248.1| acyl-Coenzyme A thioesterase 2, 448 50851 8.5 0 o S 17 0.594 X X X X X X X 0 1 1 0 1 1 1 2.01 5.2E-05 X X X X X X X 0 1 1 0 1 1 1 5.58 3.9E-05 X X X X X X X 0 2 2.29E-05 2.69E-05 X X X X X X X 0 1 2 0 1 2 2 2.01 0.0001 X X X X X X X 0 1 3 0 1 3 3 4.46 0.00011 1 1 0 1 1 1 5.58 8.6E-05 3 7.38E-05 5.01E-05 Brown fat-inducible thioesterase (BFIT). Brain acyl- mitochondrion acetyl-CoA hydrolase activity; hydrolase 5 8
703 ENSG00000144895:ENSMUSG00000027810:ENSRNOG00000013393 EIF2A gi|54873624|ref|NPgi|54873624|ref|NP_114414.2| eukaryotic translation initiation fac 585 64990 8.9 0 o Q 16 0.049 X X X X X X X 0 2 3 0 2 3 3 6.84 0.00012 X X X X X X X 0 1 1 0 1 1 1 5.13 3E-05 X X X X X X X 0 2 3.75E-05 5.66E-05 X X X X X X X 0 2 2 0 2 2 2 7.69 7.7E-05 X X X X X X X 0 1 2 0 1 2 2 3.42 5.6E-05 1 1 0 1 1 1 2.56 6.6E-05 3 4.95E-05 3.41E-05 WD40 domain, found in a number of eukaryotic cytoplasm; eukaryotic translation initiation ribosome binding; translation initiation 7 9
704 ENSG00000197943:ENSMUSG00000034330:ENSRNOG00000013676 PLCG2 gi|117320537|ref|Ngi|117320537|ref|NP_002652.2| phospholipase C, gamma 2 [Hom 1265 147870 6.6 0 o Q 37 0 X X X X X X X 0 3 4 0 3 4 4 4.35 7.4E-05 X X X X X X X 0 4 7 0 4 7 7 6.09 9.8E-05 X X X X X X X 0 2 4.29E-05 5.05E-05 X X X X X X X 0 2 3 0 2 3 3 2.77 5.3E-05 X X X X X X X 0 1 1 0 1 1 1 1.58 1.3E-05 2 3 0 2 3 3 2.77 9.1E-05 3 3.93E-05 4.13E-05 12 18
705 ENSG00000134905:ENSMUSG00000056228:ENSRNOG00000014526 CARS2 gi|13375695|ref|NPgi|13375695|ref|NP_078813.1| cysteinyl-tRNA synthetase 2 (mito 564 62224 8.3 0 o S 34 0.92 X X X X X X X 0 2 2 0 2 2 2 6.21 8.3E-05 X X X X X X X 0 1 2 0 1 2 2 3.19 6.3E-05 X X X X X X X 0 2 3.63E-05 4.28E-05 X X X X X X X 0 1 2 0 1 2 2 4.96 8E-05 X X X X X X X 0 1 1 0 1 1 1 3.19 2.9E-05 1 1 0 1 1 1 1.42 6.8E-05 3 4.41E-05 3.65E-05 This is the catalytic core domain of cysteinyl tRNA ATP binding; cysteine-tRNA ligase 6 8
706 ENSG00000148843:ENSMUSG00000025047:ENSRNOG00000020304 PDCD11 gi|70980549|ref|NPgi|70980549|ref|NP_055791.1| programmed cell death 11 [Homo 1871 208699 8.9 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 2.08 2.5E-05 X X X X X X X 0 3 4 0 3 4 4 3.58 3.8E-05 X X X X X X X 0 2 1.57E-05 1.88E-05 X X X X X X X 0 6 9 0 6 9 9 7.59 0.00011 X X X X X X X 0 1 2 0 1 2 2 0.96 1.7E-05 5 8 0 5 8 8 3.58 0.00016 3 7.24E-05 7.73E-05 Tetratricopeptide repeat domain; typically contains 34 intracellular; nucleus [pmid 14624448] RNA binding; transcription factor binding 17 25
707 ENSG00000060339:ENSMUSG00000020074:ENSRNOG00000000397 CCAR1 gi|46852388|ref|NPgi|46852388|ref|NP_060707.2| cell-cycle and apoptosis regulator 1150 132821 5.8 0 o Q 29 0.259 X X X X X X X 0 2 2 0 2 2 2 2.87 4.1E-05 X X X X X X X 0 2 3 0 2 3 3 2.96 4.6E-05 X X X X X X X 0 2 2.17E-05 2.51E-05 X X X X X X X 0 2 3 0 2 3 3 3.91 5.9E-05 X X X X X X X 0 2 2 0 2 2 2 4.96 2.8E-05 3 5 0 3 5 5 1.83 0.00017 3 6.35E-05 7.3E-05 calcium ion binding; DNA binding 11 15
708 ENSG00000108055:ENSMUSG00000024974:ENSRNOG00000014173 SMC3 gi|4885399|ref|NP_gi|4885399|ref|NP_005436.1| structural maintenance of chromo 1217 141541 7.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.31 3.8E-05 X X X X X X X 0 1 1 0 1 1 1 1.15 1.5E-05 X X X X X X X 0 2 1.32E-05 1.81E-05 X X X X X X X 0 1 1 0 1 1 1 1.4 1.8E-05 X X X X X X X 0 1 1 0 1 1 1 1.15 1.3E-05 6 8 0 6 8 8 7.07 0.00025 3 7.1E-05 0.000121 SMC proteins Flexible Hinge Domain. This family basement membrane [pmid 9015313]; ATP binding; ATPase activity; dynein 10 13
709 ENSG00000171793:ENSMUSG00000028633:ENSRNOG00000032675 CTPS gi|148491070|ref|Ngi|148491070|ref|NP_001896.2| CTP synthase [Homo sapiens] 591 66690 6.5 0 o Q 21 0.166 X X X X X X X 0 2 2 0 2 2 2 6.6 7.9E-05 X X X X X X X 0 1 1 0 1 1 1 4.06 3E-05 X X X X X X X 0 2 2.72E-05 3.73E-05 X X X X X X X 0 1 2 0 1 2 2 2.71 7.6E-05 X X X X X X X 0 1 2 0 1 2 2 1.69 5.5E-05 1 1 0 1 1 1 2.54 6.5E-05 3 4.9E-05 3.38E-05 6 8
710 ENSG00000137497:ENSMUSG00000066306:ENSRNOG00000000417 NUMA1 gi|71361682|ref|NPgi|71361682|ref|NP_006176.2| nuclear mitotic apparatus protein 2115 238257 5.8 0 o S 24 0.897 1 1 0 1 1 1 0.99 7.7E-05 2 4 0 2 4 4 1.94 4.4E-05 X X X X X X X 0 13 20 0 13 20 20 11.63 0.00017 X X X X X X X 0 3 7.2E-05 7.07E-05 X X X X X X X 0 1 2 0 1 2 2 0.66 2.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.95 1.8E-05 2 9.84E-06 1.14E-05 Chromosome segregation ATPases [Cell division and nucleus [pmid 1541636]; spindle protein binding [pmid 15537540]; 18 28
711 ENSG00000162775:ENSMUSG00000048109:NA RBM15 gi|47933339|ref|NPgi|47933339|ref|NP_073605.4| RNA binding motif protein 15 [Hom 977 107188 10.1 0 o Q 37 0.011 1 1 0 1 1 1 1.74 0.00017 1 1 0 1 1 1 1.74 2.4E-05 X X X X X X X 0 2 4 0 2 4 4 5.02 7.2E-05 X X X X X X X 0 3 6.55E-05 7.34E-05 X X X X X X X 0 1 1 0 1 1 1 2.46 2.3E-05 X X X X X X X 0 1 2 0 1 2 2 2.46 3.3E-05 X X X X X X X 0 2 1.41E-05 1.68E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleotide binding; RNA binding 6 9
712 ENSG00000133511:ENSMUSG00000041720:ENSRNOG00000001866 PI4KA gi|155030226|ref|Ngi|155030226|ref|NP_477352.2| phosphatidylinositol 4-kinase type 2044 231317 6.9 0 o Q 33 0.001 X X X X X X X 0 1 2 0 1 2 2 0.64 2.3E-05 X X X X X X X 0 1 2 0 1 2 2 1.76 1.7E-05 X X X X X X X 0 2 1E-05 1.18E-05 1 1 0 1 1 1 0.93 0.00022 2 4 0 2 4 4 1.91 4.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.78 1.9E-05 3 7E-05 9.98E-05 6 10
713 ENSG00000111331:NA:NA OAS3 gi|45007007|ref|NPgi|45007007|ref|NP_006178.2| 2'-5'oligoadenylate synthetase 3 [ 1087 121170 8.4 0 o Q 49 0.019 X X X X X X X 0 2 2 0 2 2 2 5.06 4.3E-05 X X X X X X X 0 1 3 0 1 3 3 1.66 4.9E-05 X X X X X X X 0 2 2.29E-05 2.66E-05 X X X X X X X 0 2 3 0 2 3 3 3.86 6.2E-05 X X X X X X X 0 1 2 0 1 2 2 2.3 3E-05 2 3 0 2 3 3 3.4 0.00011 3 4.95E-05 4.53E-05 Nucleotidyltransferase domain. Members of this microsome [pmid 2440675] ATP binding; nucleotidyltransferase 8 13
714 ENSG00000160796:ENSMUSG00000056724:ENSRNOG00000027880 NBEAL2 gi|149944548|ref|Ngi|149944548|ref|NP_055990.1| neurobeachin-like 2 [Homo sapien 2754 302515 6.4 0 o Q 22 0.003 X X X X X X X 0 5 5 0 5 5 5 4.43 4.2E-05 X X X X X X X 0 1 3 0 1 3 3 1.53 1.9E-05 1 1 0 1 1 1 0.87 0.00015 3 1.54E-05 2.01E-05 X X X X X X X 0 5 6 0 5 6 6 3.63 4.9E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 1.34 4.2E-05 2 2.27E-05 2.63E-05 14 18
715 ENSG00000149311:ENSMUSG00000034218:ENSRNOG00000029773 LOC651610 gi|169218268|ref|Xgi|169218268|ref|XP_945884.2|;gi|71902540|ref|NP_000042.3| PREDICTED: similar to mutated i 2934 336125 6.5 0 o Q 0 0 X X X X X X X 0 3 6 0 0 6 6 1.6 4.8E-05 X X X X X X X 0 5 9 0 0 9 9 2.97 5.4E-05 X X X X X X X 0 2 2.55E-05 2.95E-05 X X X X X X X 0 2 3 0 0 3 3 1.12 2.3E-05 X X X X X X X 0 4 4 0 0 4 4 2.11 2.2E-05 7 10 0 0 10 10 3.68 0.00013 3 4.4E-05 5.89E-05 21 32
716 ENSG00000197694:ENSMUSG00000057738:ENSRNOG00000015396 SPTAN1 gi|154759259|ref|Ngi|154759259|ref|NP_003118.2| spectrin, alpha, non-erythrocytic 1 2472 284538 5.3 0 o Q 0 0 1 1 0 1 1 1 0.77 6.6E-05 3 4 0 3 4 4 1.66 3.8E-05 X X X X X X X 0 11 16 0 11 16 16 9.14 0.00011 X X X X X X X 0 3 5.44E-05 4.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 2.87 3.3E-05 1 2 0 1 2 2 0.65 3.1E-05 2 1.6E-05 1.85E-05 20 28
717 ENSG00000153147:ENSMUSG00000031715:ENSRNOG00000018149 SMARCA5 gi|21071058|ref|NPgi|21071058|ref|NP_003592.2| SWI/SNF-related matrix-associate 1052 121933 8.1 0 o Q 57 0.017 X X X X X X X 0 1 1 0 0 1 1 0.86 2.2E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 1.7E-05 X X X X X X X 0 2 9.74E-06 1.15E-05 X X X X X X X 0 1 1 0 0 1 1 0.86 2.1E-05 X X X X X X X 0 3 9 1 2 8 9 4.37 0.00014 2 4 3 1 1 2.5 2.85 9.1E-05 3 6.3E-05 6.42E-05 Helicase superfamily c-terminal domain; associated condensed chromosome [pmid 12972596]; ATP binding [pmid 12972596]; ATPase 8 16
718 ENSG00000054654:ENSMUSG00000063450:ENSRNOG00000005220 SYNE2 gi|118918403|ref|Ngi|118918403|ref|NP_055995.4|;gi|33624848|ref|NP_055995.3| spectrin repeat containing, nuclea 6885 796457 5.4 0 o Q 0 0 X X X X X X X 0 18 29 0 0 29 29 4.89 9.8E-05 X X X X X X X 0 5 8 0 0 8 8 2.16 2.1E-05 X X X X X X X 0 2 2.97E-05 4.67E-05 X X X X X X X 0 13 22 0 0 22 22 3.88 7.2E-05 X X X X X X X 0 5 6 0 0 6 6 1.7 1.4E-05 3 4 0 0 4 4 0.71 2.2E-05 3 2.71E-05 3.12E-05 44 69
719 ENSG00000119638:ENSMUSG00000034290:ENSRNOG00000007001 NEK9 gi|31543286|ref|NPgi|31543286|ref|NP_149107.3| NIMA related kinase 9 [Homo sap 979 107034 5.7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.33 2.4E-05 X X X X X X X 0 1 2 0 1 2 2 1.43 3.6E-05 X X X X X X X 0 2 1.5E-05 1.8E-05 X X X X X X X 0 1 2 0 1 2 2 1.53 4.6E-05 X X X X X X X 0 1 2 0 1 2 2 1.53 3.3E-05 3 3 0 3 3 3 4.6 0.00012 3 4.92E-05 4.96E-05 Alpha-tubulin suppressor and related RCC1 domain- nucleus ATP binding; magnesium ion binding; 7 10
720 ENSG00000181222:ENSMUSG00000005198:ENSRNOG00000028834 POLR2A gi|4505939|ref|NP_gi|4505939|ref|NP_000928.1| DNA directed RNA polymerase II 1970 217204 7.4 0 o Q 0 0 X X X X X X X 0 3 6 0 3 6 6 2.44 7.1E-05 X X X X X X X 0 2 4 0 2 4 4 1.93 3.6E-05 X X X X X X X 0 2 2.67E-05 3.4E-05 X X X X X X X 0 1 5 0 1 5 5 0.81 5.7E-05 X X X X X X X 0 2 2 0 2 2 2 1.78 1.7E-05 2 2 0 2 2 2 1.47 3.9E-05 3 2.81E-05 2.5E-05 RNA polymerase Rpb1, domain 1. RNA polymerases DNA-directed RNA polymerase II, core DNA binding [pmid 7622068]; DNA- 10 19
721 ENSG00000009335:ENSMUSG00000039000:ENSRNOG00000010702 UBE3C gi|7661856|ref|NP_gi|7661856|ref|NP_055486.1| ubiquitin protein ligase E3C [Hom 1083 123937 6.7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.12 2.2E-05 X X X X X X X 0 1 4 0 1 4 4 2.12 6.5E-05 X X X X X X X 0 2 2.17E-05 3.08E-05 X X X X X X X 0 1 1 0 1 1 1 1.75 2.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.94 1.5E-05 2 3 0 2 3 3 2.77 0.00011 3 3.55E-05 4.8E-05 Domain Homologous to E6-AP Carboxyl Terminus intracellular [pmid 11278995]; nucleus ligase activity; protein binding [pmid 6 10
722 ENSG00000084774:ENSMUSG00000013629:ENSRNOG00000026474 CAD gi|18105007|ref|NPgi|18105007|ref|NP_004332.2| carbamoylphosphate synthetase 2 2225 242981 6.5 0 o Q 25 0.007 X X X X X X X 0 1 2 0 1 2 2 0.9 2.1E-05 X X X X X X X 0 4 7 0 4 7 7 4.81 5.6E-05 X X X X X X X 0 2 1.91E-05 2.62E-05 X X X X X X X 0 4 6 0 4 6 6 4.27 6E-05 X X X X X X X 0 1 1 0 1 1 1 0.99 7.3E-06 2 5 0 2 5 5 1.62 8.6E-05 3 3.85E-05 4.17E-05 Methylglyoxal synthase-like domain found in pyr1 and cytoplasm amino acid binding; aspartate 12 21
723 ENSG00000204843:ENSMUSG00000031865:ENSRNOG00000010048 DCTN1 gi|13259508|ref|NPgi|13259508|ref|NP_075408.1|;gi|13259510|ref|NP_004073.2| dynactin 1 isoform 2 [Homo sapie 1144 127404 5.4 0 o S 42 0.863 X X X X X X X 0 1 1 0 0 1 1 1.49 2E-05 X X X X X X X 0 2 3 0 0 3 3 4.02 4.6E-05 X X X X X X X 0 2 1.67E-05 2.2E-05 X X X X X X X 0 2 3 0 0 3 3 2.71 5.9E-05 X X X X X X X 0 2 2 0 0 2 2 4.02 2.9E-05 1 2 0 0 2 2 1.84 6.7E-05 3 3.86E-05 3.06E-05 Small-conductance mechanosensitive channel [Cell cytoplasm [pmid 1828535]; cytoskeleton; motor activity; protein binding [pmid 8 11
724 ENSG00000198793:ENSMUSG00000028991:ENSRNOG00000009615 FRAP1 gi|4826730|ref|NP_gi|4826730|ref|NP_004949.1| FK506 binding protein 12-rapamy 2549 288890 7.2 0 o Q 24 0.262 X X X X X X X 0 2 3 0 2 3 3 1.77 2.7E-05 X X X X X X X 0 3 5 0 3 5 5 2.63 3.5E-05 X X X X X X X 0 2 1.55E-05 1.82E-05 X X X X X X X 0 4 6 0 4 6 6 2.35 5.3E-05 X X X X X X X 0 1 1 0 1 1 1 0.47 6.4E-06 3 3 0 3 3 3 1.96 4.5E-05 3 2.61E-05 2.67E-05 Phosphatidylinositol kinase and protein kinases of the cytoplasm [pmid 11853878]; membrane binding; kinase activity [pmid 13 18
725 ENSG00000159140:ENSMUSG00000022961:ENSRNOG00000002021 SON gi|21040326|ref|NPgi|21040326|ref|NP_620305.1| SON DNA-binding protein isoform 2426 263827 5.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.07 9.6E-06 X X X X X X X 0 5 7 0 5 7 7 3.3 5.1E-05 X X X X X X X 0 2 1.51E-05 2.43E-05 X X X X X X X 0 3 4 0 3 4 4 3.46 3.7E-05 X X X X X X X 0 2 4 0 2 4 4 1.44 2.7E-05 1 1 0 1 1 1 0.82 1.6E-05 3 1.99E-05 1.59E-05 Double-stranded RNA binding motif. Binding is not intracellular; nucleus DNA binding [pmid 8031013]; double- 12 17
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

726 ENSG00000162688:ENSMUSG00000033400:ENSRNOG00000016214 AGL gi|116734849|ref|Ngi|116734849|ref|NP_000636.2|;gi|116734853|ref|NP_000637.2|;gi|116734860|ref|NP_000633.2| amylo-1, 6-glucosidase, 4-alpha-g 1515 172625 6.7 0 o Q 16 0.137 X X X X X X X 0 1 1 0 0 1 1 0.92 1.5E-05 X X X X X X X 0 2 3 0 0 3 3 2.9 3.5E-05 X X X X X X X 0 2 1.26E-05 1.66E-05 X X X X X X X 0 1 1 0 0 1 1 1.52 1.5E-05 X X X X X X X 0 1 2 0 0 2 2 1.72 2.2E-05 2 2 0 0 2 2 2.38 5.1E-05 3 2.18E-05 2.13E-05 7 9
727 ENSG00000164880:ENSMUSG00000029547:ENSRNOG00000022599 INTS1 gi|122937317|ref|Ngi|122937317|ref|NP_001073922.1|;gi|89024661|ref|XP_291222.5| integrator complex subunit 1 [Hom 2381 264069 6.6 0 o Q 17 0.002 X X X X X X X 0 3 4 0 0 4 4 2.18 3.9E-05 X X X X X X X 0 1 3 0 0 3 3 0.97 2.2E-05 X X X X X X X 0 2 1.54E-05 1.9E-05 X X X X X X X 0 1 1 0 0 1 1 0.84 9.4E-06 X X X X X X X 0 2 3 0 0 3 3 1.26 2.1E-05 1 1 0 0 1 1 0.63 1.6E-05 3 1.15E-05 8.95E-06 integral to membrane; integrator complex actin binding; protein binding [PMID 8 12
728 ENSG00000048828:ENSMUSG00000038014:ENSRNOG00000016779 FAM120A gi|39652628|ref|NPgi|39652628|ref|NP_055427.2| hypothetical protein LOC23196 [H 1118 121888 8.9 0 o Q 30 0 X X X X X X X 0 1 1 0 1 1 1 1.25 2.1E-05 X X X X X X X 0 1 1 0 1 1 1 2.15 1.6E-05 X X X X X X X 0 2 9.17E-06 1.08E-05 X X X X X X X 0 1 1 0 1 1 1 1.7 2E-05 X X X X X X X 0 1 1 0 1 1 1 1.34 1.5E-05 1 1 0 1 1 1 1.25 3.4E-05 3 1.73E-05 1.42E-05 Xeroderma pigmentosum G N- and I-regions (XPGN, 5 5
729 ENSG00000172534:ENSMUSG00000031386:ENSRNOG00000037264 HCFC1 gi|98986457|ref|NPgi|98986457|ref|NP_005325.2| host cell factor 1 [Homo sapiens] 2035 208730 7.5 0 o Q 25 0.105 X X X X X X X 0 2 2 0 2 2 2 2.11 2.3E-05 X X X X X X X 0 2 3 0 2 3 3 2.21 2.6E-05 X X X X X X X 0 2 1.22E-05 1.42E-05 X X X X X X X 0 1 1 0 1 1 1 1.33 1.1E-05 X X X X X X X 0 2 2 0 2 2 2 2.56 1.6E-05 1 1 0 1 1 1 0.74 1.9E-05 3 1.15E-05 8.31E-06 8 9
730 ENSG00000127481:ENSMUSG00000066036:ENSRNOG00000018183 UBR4 gi|82659109|ref|NPgi|82659109|ref|NP_065816.2| retinoblastoma-associated factor 5183 573849 6 0 o Q 23 0.109 X X X X X X X 0 1 1 0 1 1 1 0.44 4.5E-06 X X X X X X X 0 3 8 0 3 8 8 1.31 2.7E-05 X X X X X X X 0 2 7.94E-06 1.31E-05 X X X X X X X 0 2 2 0 2 2 2 0.85 8.7E-06 X X X X X X X 0 3 7 0 3 7 7 1.68 2.2E-05 2 5 0 2 5 5 0.73 3.7E-05 3 1.69E-05 1.62E-05 Putative zinc finger in N-recognin, a recognition binding; ubiquitin-protein ligase activity; 11 23
731 ENSG00000153922:ENSMUSG00000023852:NA CHD1 gi|68299795|ref|NPgi|68299795|ref|NP_001261.2| chromodomain helicase DNA bind 1710 196687 7.1 0 o Q 0 0 X X X X X X X 0 2 2 1 1 1 1.2 2.81 1.6E-05 X X X X X X X 0 1 2 0 1 2 2 1.46 2.1E-05 X X X X X X X 0 2 9.26E-06 1.08E-05 X X X X X X X 0 1 2 0 1 2 2 1.4 2.6E-05 X X X X X X X 0 1 1 0 1 1 1 0.7 9.5E-06 1 1 0 1 1 1 0.76 2.2E-05 3 1.46E-05 1.21E-05 Helicase superfamily c-terminal domain; associated chromatin; nucleus ATP binding; ATP-dependent DNA 6 8
732 ENSG00000136813:ENSMUSG00000050812:ENSRNOG00000025076 KIAA0368 gi|122937211|ref|Ngi|122937211|ref|NP_001073867.1| KIAA0368 protein [Homo sapiens 2017 223692 8.7 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 0.94 2.3E-05 X X X X X X X 0 1 2 0 1 2 2 0.99 1.8E-05 X X X X X X X 0 2 1.02E-05 1.2E-05 X X X X X X X 0 1 1 0 1 1 1 1.14 1.1E-05 X X X X X X X 0 2 2 0 2 2 2 3.12 1.6E-05 1 1 0 1 1 1 0.84 1.9E-05 3 1.16E-05 8.39E-06 6 8
733 ENSG00000124942:ENSMUSG00000069833:ENSRNOG00000020192 AHNAK gi|61743954|ref|NPgi|61743954|ref|NP_001611.1| AHNAK nucleoprotein isoform 1 [ 5890 629114 6.1 0 o Q 23 0.001 1 1 0 1 1 1 0.29 2.8E-05 4 8 0 4 8 8 1.24 3.2E-05 X X X X X X X 0 3 4 0 3 4 4 1.14 1.2E-05 X X X X X X X 0 3 1.78E-05 1.46E-05 X X X X X X X 0 4 5 0 4 5 5 1.63 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 0.29 2.8E-06 X X X X X X X 0 2 5.45E-06 9.15E-06 PDZ domain of C-terminal processing-, tail-specific-, nucleus [pmid 1608957] protein binding 13 19
734 ENSG00000112159:ENSMUSG00000058006:ENSRNOG00000024319 MDN1 gi|24415404|ref|NPgi|24415404|ref|NP_055426.1| MDN1, midasin homolog [Homo s 5596 632827 5.7 0 o Q 19 0.216 X X X X X X X 0 3 3 0 3 3 3 0.86 1.3E-05 X X X X X X X 0 3 3 0 3 3 3 1.16 9.5E-06 X X X X X X X 0 2 5.49E-06 6.46E-06 X X X X X X X 0 3 3 0 3 3 3 1.27 1.2E-05 X X X X X X X 0 2 2 0 2 2 2 0.75 5.8E-06 2 2 0 2 2 2 0.77 1.4E-05 3 7.89E-06 6.26E-06 VWA_Midasin: Midasin is a member of the AAA nucleus [pmid 12102729] ATP binding; ATPase activity [pmid 13 13
735 ENSG00000130288:ENSMUSG00000036199:ENSRNOG00000022574 NDUFA13 gi|156151369|ref|Ngi|156151369|ref|NP_057049.4| NADH dehydrogenase (ubiquinon 227 25821 9.8 1 i112-134o Q 62 0 1 2 0 1 2 2 6.17 0.00143 2 2 0 2 2 2 10.57 0.00021 X X X X X X X 0 1 1 0 1 1 1 5.73 7.8E-05 X X X X X X X 0 3 0.000428 0.000673 1 4 0 1 4 4 6.17 0.00782 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.001955 0.003911 5 9
736 ENSG00000100300:ENSMUSG00000041736:ENSRNOG00000010549 TSPO gi|74275350|ref|NPgi|74275350|ref|NP_000705.2| translocator protein isoform PBR 169 18828 9.4 5 o4-26i46-68o78- S 29 0.955 X X X X X X X 0 2 19 0 2 19 19 20.12 0.00262 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000656 0.001311 X X X X X X X 0 1 6 0 1 6 6 4.73 0.0008 2 3 0 2 3 3 18.93 0.01241 X X X X X X X 0 3 3 0 3 3 3 14.2 0.00068 3 0.000369 0.000429 TspO/MBR family. Tryptophan-rich sensory protein integral to membrane; membrane; benzodiazepine receptor activity [pmid 8 31
737 ENSG00000142676:ENSMUSG00000070343:NA RPL11 gi|15431290|ref|NPgi|15431290|ref|NP_000966.2| ribosomal protein L11 [Homo sap 178 20252 9.6 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 11 0 5 11 11 38.2 0.00109 X X X X X X X 0 1 0.000273 0.000546 X X X X X X X 0 1 3 0 1 3 3 7.87 0.00038 X X X X X X X 0 4 16 0 4 16 16 34.83 0.00147 4 52 0 4 52 52 31.46 0.01121 3 0.003265 0.005336 ribosomal L5P family C-terminus. This region is found intracellular; ribosome rRNA binding; structural constituent of 14 82
738 ENSG00000134970:ENSMUSG00000056130:ENSRNOG00000003691 TMED7 gi|32996709|ref|NPgi|32996709|ref|NP_861974.1| transmembrane emp24 protein tra 224 25172 6.9 1 i186-208o S 35 1 X X X X X X X 0 4 6 0 4 6 6 31.25 0.00062 2 7 0 2 7 7 11.61 0.00587 X X X X X X X 0 X X X X X X X 0 2 0.001624 0.002847 X X X X X X X 0 3 8 0 3 8 8 23.21 0.0008 1 1 0 1 1 1 4.02 0.00312 X X X X X X X 0 X X X X X X X 0 2 0.0002 0.000401 emp24/gp25L/p24 family/GOLD. Members of this endoplasmic reticulum; integral to 10 22
739 ENSG00000135390:ENSMUSG00000062683:ENSRNOG00000026663 ATP5G2 gi|50593533|ref|NPgi|50593533|ref|NP_001002031.1|;gi|50659069|ref|NP_001002027.1|;gi|50659074|ref|NP_001002258.1|;gi|85794840|ref|NP_005167.2| ATP synthase, H+ transporting, m 157 16334 9 2 i96-118o133-155Q 20 0.017 1 1 0 0 1 1 4.46 0.00103 1 2 0 0 2 2 4.46 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000333 0.000487 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 11.46 0.00891 X X X X X X X 0 1 1 0 0 1 1 9.55 0.00024 2 6.11E-05 0.000122 ATP synthase subunit C; pfam00137 membrane; membrane fraction; hydrogen-transporting ATP synthase 4 6
740 ENSG00000189043:ENSMUSG00000029632:ENSRNOG00000005512 NDUFA4 gi|4505357|ref|NP_gi|4505357|ref|NP_002480.1| NADH dehydrogenase (ubiquinon 81 9370 9.4 1 o15-37i S 29 0.763 X X X X X X X 0 2 2 0 2 2 2 24.69 0.00058 1 1 0 1 1 1 9.88 0.00232 X X X X X X X 0 X X X X X X X 0 2 0.000724 0.001098 X X X X X X X 0 2 8 0 2 8 8 27.16 0.00222 X X X X X X X 0 X X X X X X X 0 5 10 0 5 10 10 35.8 0.00474 2 0.001739 0.002257 mitochondrion NADH dehydrogenase (ubiquinone) 10 21
741 ENSG00000087086:NA:ENSRNOG00000027163 FTL gi|20149498|ref|NPgi|20149498|ref|NP_000137.2| ferritin, light polypeptide [Homo sa 175 20020 5.8 0 o Q 28 0 1 2 0 1 2 2 8.57 0.00185 1 1 0 1 1 1 9.14 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000497 0.000907 1 2 0 1 2 2 8.57 0.00507 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 12 0 4 12 12 36 0.00263 2 0.001926 0.002437 Eukaryotic Ferritin (Euk_Ferritin) domain. Ferritins are ferritin complex [pmid 7492760] binding; ferric iron binding; identical 7 17
742 ENSG00000124222:ENSMUSG00000027522:ENSRNOG00000005281 STX16 gi|34447229|ref|NPgi|34447229|ref|NP_003754.2|;gi|47778943|ref|NP_001001433.1| syntaxin 16 isoform b [Homo sapi 304 34813 6.2 1 i282-301o Q 18 0.009 X X X X X X X 0 1 7 0 0 7 7 6.91 0.00054 X X X X X X X 0 1 6 0 0 6 6 6.91 0.00035 X X X X X X X 0 2 0.000221 0.000267 1 5 0 0 5 5 6.91 0.0073 2 16 0 0 16 16 11.51 0.00118 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00212 0.003498 Soluble NSF (N-ethylmaleimide-sensitive fusion cytoplasm [pmid 9587053]; Golgi apparatus protein transporter activity; t-SNARE 5 34
743 ENSG00000136527:ENSMUSG00000022858:ENSRNOG00000005867 SFRS10 gi|4759098|ref|NP_gi|4759098|ref|NP_004584.1| splicing factor, arginine/serine-rich 288 33666 11.2 0 o Q 0 0 X X X X X X X 0 4 16 0 4 16 16 20.83 0.0013 X X X X X X X 0 3 47 0 3 47 47 17.71 0.00288 X X X X X X X 0 2 0.001045 0.001369 X X X X X X X 0 3 29 0 3 29 29 17.71 0.00226 X X X X X X X 0 3 33 0 3 33 33 17.71 0.00187 X X X X X X X 0 2 0.001032 0.001202 RNA recognition motif; smart00360 nucleus [pmid 9546399] nucleic acid binding; nucleotide binding; 13 125
744 ENSG00000203618:ENSMUSG00000050761:NA GP1BB gi|4504073|ref|NP_gi|4504073|ref|NP_000398.1| glycoprotein Ib, beta polypeptide 206 21718 9.3 1 o151-173i S 26 1 3 5 0 3 5 5 11.65 0.00394 1 2 0 1 2 2 4.85 0.00023 1 1 0 1 1 1 5.34 0.00091 X X X X X X X 0 X X X X X X X 0 3 0.001269 0.00182 1 1 0 1 1 1 5.34 0.00215 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000539 0.001077 Leucine rich repeat C-terminal domain; smart00082 integral to plasma membrane [pmid protein binding [pmid 11943773]; 6 9
745 ENSG00000162385:ENSMUSG00000028609:ENSRNOG00000012778 MAGOH gi|4505087|ref|NP_gi|4505087|ref|NP_002361.1|;gi|8922331|ref|NP_060518.1| mago-nashi homolog [Homo sapie 146 17164 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 21 0 0 21 21 11.64 0.00254 X X X X X X X 0 1 0.000635 0.00127 X X X X X X X 0 1 1 0 0 1 1 10.27 0.00015 X X X X X X X 0 3 26 0 0 26 26 23.97 0.00291 1 1 0 0 1 1 13.7 0.00026 3 0.000831 0.001388 Mago nashi protein. This family was originally nucleus protein binding [pmid 14730019] [pmid 7 49
746 ENSG00000198211:ENSMUSG00000062380:ENSRNOG00000017209 TUBB3 gi|50592996|ref|NPgi|50592996|ref|NP_006077.2| tubulin, beta, 4 [Homo sapiens] 450 50433 4.9 0 o Q 19 0 1 2 2 0 0 0 4 0 8 29 29 0 0 0.667 23.78 3.5E-05 1 1 1 0 0 0.333 4 0.00014 9 24 23 1 1 1.353 22.89 5.3E-05 X X X X X X X 0 3 5.67E-05 5.92E-05 1 3 3 0 0 0 4 0 6 16 16 0 0 0 16 0 2 3 1 0 2 2.333 9.33 0.00363 5 29 29 0 0 0 9.78 0 12 100 100 0 0 0 18.89 0 1 0 0 The tubulin superfamily includes five distinct families, cytoplasm; cytoskeleton; integral to GTP binding; GTPase activity; 45 207
747 ENSG00000109133:ENSMUSG00000037720:ENSRNOG00000002254 TMEM33 gi|8922491|ref|NP_gi|8922491|ref|NP_060596.1| transmembrane protein 33 [Homo 247 27951 9.7 3 o27-49i96-118o1Q 54 0.296 X X X X X X X 0 2 4 0 2 4 4 9.31 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.44E-05 0.000189 X X X X X X X 0 2 8 0 2 8 8 11.74 0.00073 2 3 0 2 3 3 12.96 0.00849 X X X X X X X 0 2 4 0 2 4 4 5.26 0.00062 3 0.000337 0.000392 Uncharacterised protein family (UPF0121). integral to membrane; membrane 8 19
748 ENSG00000169067:ENSMUSG00000055194:ENSRNOG00000026917 ACTBL2 gi|63055057|ref|NPgi|63055057|ref|NP_001017992.1| hypothetical protein LOC345651 [ 376 42003 5.6 0 o Q 21 0 2 10 10 0 0 0 4.79 0 4 51 51 0 0 0 10.64 0 4 15 15 0 0 0 11.44 0 3 7 4 1 3 3.035 16.49 0.00014 14 216 215 1 1 3.678 20.74 0.00398 2 3.56E-05 7.13E-05 5 5 3 2 2 2.5 23.14 0.00295 3 6 6 0 0 0 9.84 0 4 57 57 0 0 0 5.05 0 1 3 0 1 3 3 2.93 0.00013 45 178 178 0 0 0 34.04 0 2 0.00077 0.001455 Actin; An ubiquitous protein involved in the formation protein binding 85 548
749 ENSG00000100138:ENSMUSG00000063480:ENSRNOG00000025154 NHP2L1 gi|51317376|ref|NPgi|51317376|ref|NP_001003796.1| NHP2 non-histone chromosome p 128 14174 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 12.5 0.00018 X X X X X X X 0 2 5 0 2 5 5 34.38 0.00069 X X X X X X X 0 2 0.000218 0.000326 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 10 0 2 10 10 34.38 0.00128 6 15 0 6 15 15 15.63 0.0045 2 0.001443 0.002124 Ribosomal protein HS6-type (S12/L30/L7a) nucleolus [pmid 10593953]; nucleus [pmid RNA binding [pmid 10593953] 11 31
750 ENSG00000136942:ENSMUSG00000069439:ENSRNOG00000021300 RPL35 gi|6005860|ref|NP_gi|6005860|ref|NP_009140.1| ribosomal protein L35 [Homo sap 123 14551 11 0 i Q 0 0 1 2 0 1 2 2 11.38 0.00264 1 1 0 1 1 1 10.57 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000707 0.00129 1 1 0 1 1 1 11.38 0.00361 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.13 0.00013 X X X X X X X 0 2 0.000935 0.001783 cytosolic large ribosomal subunit (sensu mRNA binding [pmid 2891103]; 4 5
751 ENSG00000125827:ENSMUSG00000034723:ENSRNOG00000024852 TXNDC13 gi|40254947|ref|NPgi|40254947|ref|NP_066979.2| thioredoxin domain containing 13 349 38952 4.4 1 i188-210o S 26 0.998 1 4 0 1 4 4 4.87 0.00186 7 30 0 7 30 30 32.38 0.002 2 3 0 2 3 3 8.88 0.00161 X X X X X X X 0 X X X X X X X 0 3 0.00137 0.000927 X X X X X X X 0 5 22 0 5 22 22 24.93 0.00141 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000354 0.000707 PDIa family, TMX subfamily; composed of proteins integral to membrane; membrane electron carrier activity; protein disulfide 15 59
752 ENSG00000182774:ENSMUSG00000050978:NA LOC402057 gi|122937438|ref|Ngi|122937438|ref|NP_001073968.1|;gi|4506693|ref|NP_001012.1| similar to 40S ribosomal protein S 135 15602 9.6 0 i Q 0 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 8.89 0.00278 5 12 0 0 12 12 40.74 0.00157 X X X X X X X 0 2 0.001088 0.001351 X X X X X X X 0 3 12 0 0 12 12 40 0.00199 X X X X X X X 0 1 1 0 0 1 1 17.04 0.00012 X X X X X X X 0 2 0.000529 0.000979 10 27
753 ENSG00000143198:ENSMUSG00000026688:ENSRNOG00000004245 MGST3 gi|4758714|ref|NP_gi|4758714|ref|NP_004519.1| microsomal glutathione S-transfer 152 16516 9.4 4 o10-27i64-81o85S 26 0.594 X X X X X X X 0 3 8 0 3 8 8 24.34 0.00123 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000307 0.000614 X X X X X X X 0 2 6 0 2 6 6 24.34 0.00089 X X X X X X X 0 2 30 0 2 30 30 27.63 0.00322 3 7 0 3 7 7 17.76 0.00177 3 0.001469 0.001373 MAPEG family. This family is has been called endoplasmic reticulum; integral to glutathione transferase activity [pmid 10 51
754 ENSG00000100632:ENSMUSG00000021131:ENSRNOG00000004883 ERH gi|4758302|ref|NP_gi|4758302|ref|NP_004441.1| enhancer of rudimentary homolog 104 12259 5.9 0 o Q 17 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 16.35 0.00136 X X X X X X X 0 1 0.00034 0.000679 X X X X X X X 0 1 1 0 1 1 1 16.35 0.00022 X X X X X X X 0 1 12 0 1 12 12 16.35 0.00188 3 7 0 3 7 7 20.19 0.00258 3 0.001171 0.001263 Enhancer of rudimentary. Enhancer of rudimentary is 6 28
755 ENSG00000125691:ENSMUSG00000071415:ENSRNOG00000005603 RPL23 gi|4506605|ref|NP_gi|4506605|ref|NP_000969.1| ribosomal protein L23 [Homo sap 140 14865 10.5 0 o S 29 0.645 X X X X X X X 0 2 3 0 2 3 3 17.14 0.0005 X X X X X X X 0 2 3 0 2 3 3 25.71 0.00038 X X X X X X X 0 2 0.00022 0.000258 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5 0.00499 2 2 0 2 2 2 20 0.00023 X X X X X X X 0 2 5.83E-05 0.000117 50S ribosomal protein L14P; PRK08571 intracellular; ribosome [pmid 1874450] structural constituent of ribosome 7 9
756 ENSG00000172809:ENSMUSG00000057322:ENSRNOG00000029377 RPL38 gi|78214522|ref|NPgi|78214522|ref|NP_001030335.1| ribosomal protein L38 [Homo sap 70 8218 10.1 0 i Q 0 0 X X X X X X X 0 1 1 0 1 1 1 18.57 0.00033 X X X X X X X 0 1 2 0 1 2 2 18.57 0.0005 X X X X X X X 0 2 0.000209 0.000252 X X X X X X X 0 1 10 0 1 10 10 18.57 0.0032 X X X X X X X 0 2 7 0 2 7 7 35.71 0.00163 X X X X X X X 0 2 0.001209 0.001537 Ribosomal L38e protein family; pfam01781 intracellular; ribosome structural constituent of ribosome 5 20
757 ENSG00000109332:ENSMUSG00000078578:ENSRNOG00000013741 UBE2D3 gi|33149320|ref|NPgi|33149320|ref|NP_871620.1|;gi|33149322|ref|NP_871621.1|;gi|33149324|ref|NP_871622.1|;gi|33188456|ref|NP_862821.1|;gi|4507775|ref|NP_003330.1| ubiquitin-conjugating enzyme E2D 147 16687 7.8 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 12.24 0.00256 1 2 0 0 2 2 16.33 0.00024 X X X X X X X 0 2 0.000699 0.001243 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 12.24 0.00033 4 10 0 0 10 10 25.17 0.00261 2 0.000736 0.00126 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ligase activity; protein binding [pmid 7 17
758 ENSG00000118363:ENSMUSG00000035227:ENSRNOG00000018164 SPCS2 gi|7661908|ref|NP_gi|7661908|ref|NP_055567.1| signal peptidase complex subunit 123 14268 8.6 1 o10-32i A 27 0.043 X X X X X X X 0 4 9 0 4 9 9 43.9 0.00171 1 1 0 1 1 1 7.32 0.00153 1 2 0 1 2 2 14.63 0.00029 X X X X X X X 0 3 0.00088 0.000862 X X X X X X X 0 3 9 0 3 9 9 29.27 0.00164 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00041 0.000821 Microsomal signal peptidase 25 kDa subunit endoplasmic reticulum; integral to signal peptidase activity 9 21
759 ENSG00000100216:ENSMUSG00000022427:ENSRNOG00000014058 TOMM22 gi|9910382|ref|NP_gi|9910382|ref|NP_064628.1| mitochondrial import receptor Tom 142 15522 4.3 1 i84-101o Q 14 0.058 X X X X X X X 0 3 4 0 3 4 4 42.96 0.00066 2 3 0 2 3 3 17.61 0.00397 1 4 0 1 4 4 17.61 0.0005 X X X X X X X 0 3 0.001281 0.001814 X X X X X X X 0 1 7 0 1 7 7 17.61 0.00111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000276 0.000553 integral to membrane [pmid 10982837]; receptor activity [pmid 10982837] 7 18
760 ENSG00000137078:ENSMUSG00000028460:ENSRNOG00000021546 SIT1 gi|7657577|ref|NP_gi|7657577|ref|NP_055265.1| SHP2-interacting transmembrane 196 21126 6.3 1 o41-63i A 25 0.078 X X X X X X X 0 3 7 0 3 7 7 26.02 0.00083 2 7 0 2 7 7 15.31 0.00671 1 1 0 1 1 1 9.69 9E-05 X X X X X X X 0 3 0.001908 0.003223 X X X X X X X 0 1 2 0 1 2 2 9.69 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.72E-05 0.000114 integral to plasma membrane [pmid kinase binding [pmid 10209036]; protein 7 17
761 ENSG00000129128:ENSMUSG00000054408:ENSRNOG00000038933 SPCS3 gi|11345462|ref|NPgi|11345462|ref|NP_068747.1| signal peptidase complex subunit 180 20313 8.6 1 o10-32i S 26 0.829 X X X X X X X 0 3 8 0 3 8 8 17.78 0.00104 1 1 0 1 1 1 6.67 0.00104 X X X X X X X 0 X X X X X X X 0 2 0.00052 0.000601 X X X X X X X 0 1 1 0 1 1 1 6.67 0.00012 X X X X X X X 0 X X X X X X X 0 4 14 0 4 14 14 16.11 0.00299 2 0.000778 0.001473 Signal peptidase subunit. Translocation of polypeptide endoplasmic reticulum; integral to signal peptidase activity 9 24
762 ENSG00000051523:ENSMUSG00000006519:ENSRNOG00000013014 CYBA gi|68509914|ref|NPgi|68509914|ref|NP_000092.2| cytochrome b, alpha polypeptide 195 21013 9.5 3 i7-29o33-55i95-1S 32 0.603 X X X X X X X 0 1 1 0 1 1 1 15.9 0.00012 2 5 0 2 5 5 10.26 0.00482 X X X X X X X 0 X X X X X X X 0 2 0.001234 0.002389 X X X X X X X 0 1 1 0 1 1 1 15.9 0.00012 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.74 0.0002 2 7.8E-05 9.6E-05 Cytochrome Cytochrome b558 alpha-subunit. membrane; mitochondrion electron carrier activity [pmid 2243141]; 5 8
763 ENSG00000178741:ENSMUSG00000000088:ENSRNOG00000022490 COX5A gi|4758038|ref|NP_gi|4758038|ref|NP_004246.1| cytochrome c oxidase subunit Va 150 16774 6.8 0 o Q 18 0.449 X X X X X X X 0 2 5 0 2 5 5 11.33 0.00078 X X X X X X X 0 3 17 0 3 17 17 31.33 0.002 X X X X X X X 0 2 0.000695 0.000945 X X X X X X X 0 1 2 0 1 2 2 10.67 0.0003 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 21.33 0.00205 2 0.000587 0.000984 Cytochrome c oxidase subunit Va; cd00923 membrane; mitochondrion cytochrome-c oxidase activity [pmid 8 32
764 ENSG00000140350:ENSMUSG00000032249:ENSRNOG00000014846 ANP32A gi|5453880|ref|NP_gi|5453880|ref|NP_006296.1| acidic (leucine-rich) nuclear phosp 249 28585 4.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 9 2 1 7 8.556 17.27 0.00061 X X X X X X X 0 1 0.000152 0.000303 X X X X X X X 0 1 4 0 0 4 4 6.43 0.00036 X X X X X X X 0 2 11 0 2 11 11 13.65 0.00072 2 31 0 2 31 31 8.43 0.00478 3 0.001465 0.002229 cytoplasm [pmid 11729309]; endoplasmic protein binding [pmid 16169070]; 7 55
765 ENSG00000111737:ENSMUSG00000029518:ENSRNOG00000022014 RAB35 gi|5803135|ref|NP_gi|5803135|ref|NP_006852.1| RAB35, member RAS oncogene f 201 23025 8.3 0 o Q 21 0.001 X X X X X X X 0 4 14 0 4 14 14 25.87 0.00162 X X X X X X X 0 1 4 0 1 4 4 8.96 0.00035 X X X X X X X 0 2 0.000494 0.000772 X X X X X X X 0 3 23 0 3 23 23 25.37 0.00257 X X X X X X X 0 1 6 0 1 6 6 8.96 0.00049 X X X X X X X 0 2 0.000764 0.001224 Rab35 subfamily. Rab35 is one of several Rab membrane GTP binding; GTPase activity [pmid 9 47
766 ENSG00000107819:ENSMUSG00000025212:ENSRNOG00000015442 SFXN3 gi|31621303|ref|NPgi|31621303|ref|NP_112233.2| sideroflexin 3 [Homo sapiens] 325 35979 9.1 1 o268-290i Q 0 0 1 1 0 1 1 1 4.62 0.0005 3 5 2 2 3 3.545 20.92 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000188 0.000239 2 3 0 2 3 3 8.62 0.0041 1 5 5 0 0 0 5.85 0 X X X X X X X 0 1 2 0 1 2 2 5.23 0.0001 X X X X X X X 0 2 0.001049 0.002032 Tricarboxylate carrier; pfam03820 8 16
767 ENSG00000138326:ENSMUSG00000025290:ENSRNOG00000033186 RPS24 gi|14916501|ref|NPgi|14916501|ref|NP_148982.1|;gi|4506703|ref|NP_001017.1|ribosomal protein S24 isoform a [ 130 15069 10.9 0 i Q 34 0 X X X X X X X 0 1 4 0 0 4 4 9.23 0.00072 X X X X X X X 0 1 3 0 0 3 3 11.54 0.00041 X X X X X X X 0 2 0.000281 0.000349 X X X X X X X 0 3 12 0 0 12 12 30 0.00207 X X X X X X X 0 X X X X X X X 0 2 5 0 0 5 5 16.92 0.00148 2 0.000887 0.001052 Ribosomal protein S24E [Translation, ribosomal cytosolic small ribosomal subunit (sensu structural constituent of ribosome [pmid 7 24
768 ENSG00000008988:ENSMUSG00000028234:NA RPS20 gi|4506697|ref|NP_gi|4506697|ref|NP_001014.1| ribosomal protein S20 [Homo sap 119 13373 9.9 0 o Q 0 0 X X X X X X X 0 2 7 0 2 7 7 19.33 0.00137 X X X X X X X 0 1 1 0 1 1 1 10.92 0.00015 X X X X X X X 0 2 0.00038 0.000665 X X X X X X X 0 3 8 0 3 8 8 20.17 0.00151 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 21.01 0.00161 2 0.00078 0.000902 Ribosomal protein S10p/S20e. This family includes cytosolic small ribosomal subunit (sensu protein binding [pmid 15231747]; 8 21
769 ENSG00000126267:ENSMUSG00000036751:ENSRNOG00000034161 COX6B1 gi|4502985|ref|NP_gi|4502985|ref|NP_001854.1| cytochrome c oxidase subunit VIb 86 10192 7 0 i Q 0 0 X X X X X X X 0 1 2 0 1 2 2 12.79 0.00054 X X X X X X X 0 3 8 0 3 8 8 58.14 0.00164 X X X X X X X 0 2 0.000546 0.000775 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.79 0.00019 3 5 0 3 5 5 34.88 0.00223 2 0.000605 0.001088 Cytochrome c oxidase subunit VIb; cd00926 mitochondrion cytochrome-c oxidase activity [pmid 8 16
770 ENSG00000136238:ENSMUSG00000001847:ENSRNOG00000001068 RAC1 gi|9845511|ref|NP_gi|9845511|ref|NP_008839.2| ras-related C3 botulinum toxin su 192 21450 8.5 0 o Q 16 0.02 X X X X X X X 0 1 2 2 0 0 0 8.85 0 6 8 8 0 0 0.75 16.15 0.00073 2 6 4 1 2 2.471 25 0.00023 X X X X X X X 0 2 0.00024 0.000346 X X X X X X X 0 2 2 2 0 0 0 9.9 0 1 1 0 0 1 1 7.29 0.00364 X X X X X X X 0 8 22 22 0 0 0.5 38.54 1E-04 2 2.5E-05 5E-05 Rac1-like subfamily. The Rac1-like subfamily consists intracellular GTP binding; GTPase activity [pmid 20 41
771 ENSG00000163191:ENSMUSG00000078238:ENSRNOG00000027398 S100A11 gi|5032057|ref|NP_gi|5032057|ref|NP_005611.1| S100 calcium binding protein A11 105 11740 7.2 0 o Q 26 0 X X X X X X X 0 2 3 0 2 3 3 25.71 0.00067 X X X X X X X 0 1 7 0 1 7 7 15.24 0.00118 X X X X X X X 0 2 0.000461 0.000572 X X X X X X X 0 3 7 0 3 7 7 55.24 0.0015 X X X X X X X 0 3 7 0 3 7 7 56.19 0.00109 X X X X X X X 0 2 0.000646 0.000764 S-100/ICaBP-like domain; S-100/intestinal calcium cytoplasm [pmid 10913138] [pmid calcium ion binding; calcium-dependent 9 24
772 ENSG00000092531:ENSMUSG00000027287:NA SNAP23 gi|18765729|ref|NPgi|18765729|ref|NP_003816.2|;gi|18765731|ref|NP_570710.1| synaptosomal-associated protein 211 23354 5 0 o Q 0 0 1 2 0 0 2 2 6.64 0.00154 2 4 0 0 4 4 13.27 0.00044 3 5 0 0 5 5 15.17 0.00445 X X X X X X X 0 X X X X X X X 0 3 0.001608 0.002003 X X X X X X X 0 1 1 0 0 1 1 6.64 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.66E-05 5.32E-05 Soluble NSF (N-ethylmaleimide-sensitive fusion plasma membrane [pmid 9727496]; protein binding [pmid 16189514]; t- 7 12
773 ENSG00000019582:ENSMUSG00000024610:ENSRNOG00000018735 CD74 gi|68448544|ref|NPgi|68448544|ref|NP_001020330.1| CD74 antigen isoform a [Homo sa 296 33516 8.4 1 i49-71o A 0 0 X X X X X X X 0 4 23 0 0 23 23 14.86 0.00181 3 5 5 0 0 2.5 15.2 0.00159 X X X X X X X 0 X X X X X X X 0 2 0.00085 0.000986 X X X X X X X 0 4 16 13 1 3 10.8 22.3 0.00082 X X X X X X X 0 3 4 2 1 2 3 23.31 0.00017 X X X X X X X 0 2 0.000246 0.00039 CLIP, MHC2 interacting. Members of this family are integral to membrane [pmid 6324166]; cytokine binding [pmid 12782713]; 14 48
774 ENSG00000134287:ENSMUSG00000051853:ENSRNOG00000033155 ARF3 gi|4502203|ref|NP_gi|4502203|ref|NP_001650.1| ADP-ribosylation factor 3 [Homo s 181 20601 7.4 0 o Q 30 0 1 2 0 0 2 2 11.6 0.00179 5 20 19 1 1 3.354 52.49 0.00043 X X X X X X X 0 5 34 34 0 0 0 45.3 0 X X X X X X X 0 2 0.000556 0.000849 X X X X X X X 0 5 16 12 1 4 5.529 56.35 0.00069 X X X X X X X 0 6 47 36 1 11 15.55 53.04 0.0014 7 19 19 0 0 0 17.13 0 2 0.000522 0.00067 Arf1-Arf5-like subfamily. This subfamily contains Arf1, intracellular GTP binding; nucleotide binding 29 138
775 ENSG00000167283:ENSMUSG00000062918:ENSRNOG00000027113 ATP5L gi|51479156|ref|NPgi|51479156|ref|NP_006467.4| ATP synthase, H+ transporting, m 103 11428 9.6 0 o Q 29 0.003 X X X X X X X 0 2 5 0 2 5 5 23.3 0.00113 X X X X X X X 0 1 1 0 1 1 1 8.74 0.00017 X X X X X X X 0 2 0.000326 0.000544 X X X X X X X 0 2 5 0 2 5 5 23.3 0.00109 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 9.71 0.00186 2 0.000738 0.000909 Mitochondrial ATP synthase g subunit. The Fo sector mitochondrion; proton-transporting ATP hydrogen-transporting ATP synthase 7 16
776 ENSG00000143862:ENSMUSG00000026426:ENSRNOG00000005988 ARL8A gi|20270343|ref|NPgi|20270343|ref|NP_620150.1| ADP-ribosylation factor-like 8A [H 186 21416 7.8 0 o Q 36 0 X X X X X X X 0 5 13 10 2 3 10.5 45.16 0.00132 X X X X X X X 0 5 14 12 1 2 10 28.49 0.00095 X X X X X X X 0 2 0.000567 0.000671 X X X X X X X 0 6 19 17 1 2 13.33 37.63 0.00161 X X X X X X X 0 2 4 3 1 1 4 33.87 0.00035 X X X X X X X 0 2 0.00049 0.000764 Arl10-like subfamily. Arl9/Arl10 was identified from a cytoplasm [pmid 15331635]; intracellular; alpha-tubulin binding [pmid 15331635]; 18 50
777 ENSG00000133318:ENSMUSG00000024758:ENSRNOG00000021202 RTN3 gi|5174655|ref|NP_gi|5174655|ref|NP_006045.1| reticulon 3 isoform a [Homo sapie 236 25609 8.5 3 o69-91i149-171oQ 20 0.014 1 7 0 1 7 7 5.08 0.00481 2 4 0 2 4 4 11.02 0.0004 1 4 0 1 4 4 9.32 0.00318 1 1 0 1 1 1 6.36 7.5E-05 X X X X X X X 0 4 0.002116 0.002275 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Reticulon. Reticulon, also know as neuroendocrine- endoplasmic reticulum; extracellular space 5 16
778 ENSG00000072506:ENSMUSG00000025260:ENSRNOG00000003049 HSD17B10 gi|4758504|ref|NP_gi|4758504|ref|NP_004484.1| hydroxysteroid (17-beta) dehydro 261 26923 7.8 0 o S 28 0.976 X X X X X X X 0 5 9 0 5 9 9 36.4 0.0008 X X X X X X X 0 6 22 0 6 22 22 45.21 0.00149 X X X X X X X 0 2 0.000573 0.000719 X X X X X X X 0 4 9 0 4 9 9 34.1 0.00077 X X X X X X X 0 3 14 0 3 14 14 18.77 0.00088 X X X X X X X 0 2 0.000412 0.000478 3-ketoacyl-(acyl-carrier-protein) reductase; PRK05557 cytoplasm [pmid 9338779]; mitochondrion; 3-hydroxy-2-methylbutyryl-CoA 18 54
779 ENSG00000184840:ENSMUSG00000058569:ENSRNOG00000021882 TMED9 gi|39725636|ref|NPgi|39725636|ref|NP_059980.2| transmembrane emp24 protein tra 235 27277 8 2 o20-42i203-222oS 38 0.999 X X X X X X X 0 5 33 11 4 22 29.12 37.87 0.00289 X X X X X X X 0 1 3 0 1 3 3 9.36 0.00023 X X X X X X X 0 2 0.000779 0.001411 X X X X X X X 0 3 7 0 3 7 7 25.53 0.00067 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.09 0.00016 2 0.000208 0.000316 emp24/gp25L/p24 family/GOLD. Members of this endoplasmic reticulum; ER-Golgi 10 44
780 ENSG00000185013:ENSMUSG00000020622:ENSRNOG00000004296 RDH14 gi|10190746|ref|NPgi|10190746|ref|NP_065956.1| retinol dehydrogenase 14 (all-tran 336 36865 8.8 1 o4-26i S 22 0.996 X X X X X X X 0 4 6 1 4 5 5 18.75 0.00035 2 7 0 2 7 7 5.06 0.00391 2 2 0 2 2 2 11.31 0.00011 X X X X X X X 0 3 0.001092 0.001887 X X X X X X X 0 3 8 0 3 8 8 18.45 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000134 0.000267 Dehydrogenases with different specificities (related to endoplasmic reticulum [pmid 11256614] oxidoreductase activity 11 23
781 ENSG00000213402:ENSMUSG00000045826:ENSRNOG00000021724 PTPRCAP gi|5032005|ref|NP_gi|5032005|ref|NP_005599.1| protein tyrosine phosphatase, rec 206 21196 4.6 1 o32-54i S 52 0.893 X X X X X X X 0 3 7 0 3 7 7 31.55 0.00079 2 3 0 2 3 3 13.59 0.00274 1 1 0 1 1 1 19.42 8.6E-05 X X X X X X X 0 3 0.000904 0.001272 X X X X X X X 0 2 7 0 2 7 7 24.27 0.00076 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000191 0.000381 integral to plasma membrane; plasma 8 18
782 ENSG00000105640:ENSMUSG00000066620:ENSRNOG00000018795 RPL18A gi|11415026|ref|NPgi|11415026|ref|NP_000971.1| ribosomal protein L18a [Homo sa 176 20762 10.7 0 o Q 25 0 X X X X X X X 0 4 10 0 4 10 10 12.5 0.00133 X X X X X X X 0 2 7 0 2 7 7 13.07 0.0007 X X X X X X X 0 2 0.000507 0.000638 X X X X X X X 0 6 13 0 6 13 13 27.84 0.00166 X X X X X X X 0 1 2 0 1 2 2 7.95 0.00019 X X X X X X X 0 2 0.000461 0.000802 Ribosomal L18ae protein family; pfam01775 cytosolic large ribosomal subunit (sensu RNA binding [pmid 9582194]; structural 13 32
783 ENSG00000165644:ENSMUSG00000021773:ENSRNOG00000013968 COMTD1 gi|31542747|ref|NPgi|31542747|ref|NP_653190.2| catechol-O-methyltransferase dom 262 28809 8.4 1 o10-32i S 27 0.989 X X X X X X X 0 2 6 0 2 6 6 16.41 0.00053 1 1 0 1 1 1 5.73 0.00072 1 1 0 1 1 1 9.92 6.7E-05 X X X X X X X 0 3 0.00033 0.000351 X X X X X X X 0 4 17 0 4 17 17 22.52 0.00146 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000364 0.000728 O-methyltransferase. Members of this family are O- integral to membrane; membrane O-methyltransferase activity; transferase 8 25
784 ENSG00000100445:ENSMUSG00000022223:ENSRNOG00000020544 C14orf124 gi|116812630|ref|Ngi|116812630|ref|NP_064580.2| hypothetical protein LOC56948 [H 293 31077 9 0 o S 18 0.778 X X X X X X X 0 1 3 0 1 3 3 5.46 0.00024 X X X X X X X 0 1 1 0 1 1 1 10.24 6E-05 X X X X X X X 0 2 7.48E-05 0.000113 1 2 0 1 2 2 5.46 0.00303 1 5 0 1 5 5 7.17 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000853 0.001462 4 11
785 ENSG00000115268:ENSMUSG00000063457:NA RPS15 gi|4506687|ref|NP_gi|4506687|ref|NP_001009.1| ribosomal protein S15 [Homo sap 145 17040 10.4 0 i Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 1 9 9 15.17 0.0011 X X X X X X X 0 1 0.000274 0.000548 X X X X X X X 0 2 11 0 2 11 11 33.79 0.0017 X X X X X X X 0 1 3 0 1 3 3 15.17 0.00034 1 1 0 1 1 1 8.97 0.00026 3 0.000576 0.000764 30S ribosomal protein S19P; PRK04038 cytosolic small ribosomal subunit (sensu protein binding [pmid 15231747]; 5 24
786 ENSG00000107020:ENSMUSG00000016495:ENSRNOG00000015932 C9orf46 gi|8923932|ref|NP_gi|8923932|ref|NP_060935.1| hypothetical protein LOC55848 [H 147 17229 9.7 1 i53-72o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 8.84 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.97E-05 7.93E-05 X X X X X X X 0 1 2 0 1 2 2 8.84 0.00031 1 1 0 1 1 1 6.12 0.00476 1 2 0 1 2 2 8.84 0.00022 X X X X X X X 0 3 0.000132 0.000156 integral to membrane; membrane 4 6
787 ENSG00000124469:NA:NA CEACAM8 gi|21314600|ref|NPgi|21314600|ref|NP_001807.2| carcinoembryonic antigen-related 349 38154 7.4 0 o S 35 0.994 3 7 0 3 7 7 14.04 0.00325 1 4 0 1 4 4 5.73 0.00027 2 3 0 2 3 3 8.6 0.00161 X X X X X X X 0 X X X X X X X 0 3 0.001284 0.001491 X X X X X X X 0 1 2 0 1 2 2 5.73 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.21E-05 6.43E-05 Immunoglobulin domain cell adhesion molecule extracellular space [pmid 2306228]; integral GPI anchor binding 7 16
788 ENSG00000138796:ENSMUSG00000027984:ENSRNOG00000010697 HADH gi|94557308|ref|NPgi|94557308|ref|NP_005318.2| L-3-hydroxyacyl-Coenzyme A deh 314 34294 8.9 0 o S 48 0.513 X X X X X X X 0 3 9 0 3 9 9 19.11 0.00067 X X X X X X X 0 3 24 0 3 24 24 21.02 0.00135 X X X X X X X 0 2 0.000505 0.000646 X X X X X X X 0 2 10 0 2 10 10 11.46 0.00071 X X X X X X X 0 1 16 0 1 16 16 9.55 0.00083 X X X X X X X 0 2 0.000387 0.000449 3-hydroxyacyl-CoA dehydrogenase, C-terminal cytoplasm [pmid 11256614]; mitochondrion 3-hydroxyacyl-CoA dehydrogenase 9 59
789 ENSG00000142534:ENSMUSG00000046620:ENSRNOG00000009583 RPS11 gi|4506681|ref|NP_gi|4506681|ref|NP_001006.1| ribosomal protein S11 [Homo sap 158 18431 10.3 0 o Q 0 0 X X X X X X X 0 1 4 0 1 4 4 11.39 0.00059 X X X X X X X 0 1 6 0 1 6 6 11.39 0.00067 X X X X X X X 0 2 0.000315 0.000366 X X X X X X X 0 1 5 0 1 5 5 11.39 0.00071 X X X X X X X 0 1 15 0 1 15 15 11.39 0.00155 X X X X X X X 0 2 0.000565 0.000737 30S ribosomal protein S17P; PRK08572 cytosolic small ribosomal subunit (sensu rRNA binding; structural constituent of 4 30
790 ENSG00000205937:ENSMUSG00000034681:ENSRNOG00000031491 RNPS1 gi|18379334|ref|NPgi|18379334|ref|NP_542161.1| RNA-binding protein S1, serine-ric 305 34208 11.8 0 o Q 0 0 X X X X X X X 0 3 15 0 3 15 15 17.7 0.00115 2 2 0 2 2 2 4.26 0.00123 1 3 0 1 3 3 4.92 0.00017 X X X X X X X 0 3 0.000638 0.000641 X X X X X X X 0 3 12 0 3 12 12 17.7 0.00088 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000221 0.000441 RNA recognition motif; smart00360 nucleus [pmid 9580558] nucleotide binding; RNA binding [pmid 9 32
791 ENSG00000177917:ENSMUSG00000026960:ENSRNOG00000005074 ARL6IP6 gi|22749091|ref|NPgi|22749091|ref|NP_689735.1| ADP-ribosylation-like factor 6 inte 226 24676 6.3 3 i108-130o150-17Q 30 0.004 X X X X X X X 0 1 2 0 1 2 2 12.39 0.00021 2 4 0 2 4 4 8.85 0.00333 1 1 0 1 1 1 12.39 7.8E-05 X X X X X X X 0 3 0.000902 0.001617 X X X X X X X 0 2 5 0 2 5 5 10.18 0.0005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000124 0.000248 6 12
792 ENSG00000110448:ENSMUSG00000024669:ENSRNOG00000020872 CD5 gi|7656965|ref|NP_gi|7656965|ref|NP_055022.1| CD5 molecule [Homo sapiens] 495 54625 8.3 1 o380-402i S 25 0.982 X X X X X X X 0 6 28 0 6 28 28 16.97 0.00132 1 2 0 1 2 2 2.02 0.00076 2 4 0 2 4 4 6.87 0.00014 X X X X X X X 0 3 0.000555 0.000607 X X X X X X X 0 5 19 0 5 19 19 15.15 0.00086 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000215 0.000431 Scavenger receptor cysteine-rich domain. These integral to plasma membrane [pmid protein binding [pmid 1711157]; 14 53
793 ENSG00000197894:ENSMUSG00000028138:ENSRNOG00000033854 ADH5 gi|71565154|ref|NPgi|71565154|ref|NP_000662.3| class III alcohol dehydrogenase 5 374 39724 7.5 0 o Q 18 0 X X X X X X X 0 2 3 0 2 3 3 11.23 0.00019 X X X X X X X 0 4 9 0 4 9 9 33.69 0.00043 X X X X X X X 0 2 0.000153 0.000202 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 33 0 6 33 33 40.37 0.00144 3 11 0 3 11 11 8.82 0.00113 2 0.000642 0.000752 Alcohol dehydrogenase GroES-like domain. This is alcohol dehydrogenase activity; electron 15 56
794 ENSG00000213639:ENSMUSG00000014956:ENSRNOG00000004612 PPP1CB gi|46249376|ref|NPgi|46249376|ref|NP_996759.1| protein phosphatase 1, catalytic s 327 37187 6.2 0 o Q 21 0 X X X X X X X 0 3 8 8 0 0 0 15.6 0 X X X X X X X 0 6 15 8 1 7 10.29 32.42 0.00056 X X X X X X X 0 1 0.000139 0.000278 X X X X X X X 0 2 2 1 1 1 2 18.35 0.00014 X X X X X X X 0 3 9 7 1 2 4.333 17.74 0.00022 15 44 43 1 1 22.5 29.05 0.00264 3 0.000749 0.001265 Protein phosphatase 2A homologues, catalytic hydrolase activity; iron ion binding; 29 78
795 ENSG00000144566:ENSMUSG00000017831:ENSRNOG00000005028 RAB5A gi|19923262|ref|NPgi|19923262|ref|NP_004153.2| RAB5A, member RAS oncogene 215 23659 8.1 0 o Q 33 0.004 X X X X X X X 0 3 6 0 3 6 6 18.14 0.00065 2 4 3 1 1 4 14.88 0.0035 1 1 0 0 1 1 5.12 8.2E-05 X X X X X X X 0 3 0.001057 0.001651 X X X X X X X 0 2 4 3 1 1 1.429 16.74 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.73E-05 7.45E-05 Rab5-related subfamily. This subfamily includes Rab5 early endosome [pmid 15078902] GTP binding; GTPase activity [pmid 8 15
796 ENSG00000103502:ENSMUSG00000030682:ENSRNOG00000024144 CDIPT gi|5453906|ref|NP_gi|5453906|ref|NP_006310.1| CDP-diacylglycerol--inositol 3-pho 213 23539 8 4 i7-29o75-97i141-Q 23 0.047 1 1 0 1 1 1 6.1 0.00076 2 11 0 2 11 11 12.21 0.0012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000491 0.000596 X X X X X X X 0 1 4 0 1 4 4 6.1 0.00042 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 12.68 0.00054 2 0.00024 0.000282 CDP-alcohol phosphatidyltransferase. All of these endoplasmic reticulum; integral to CDP-diacylglycerol-inositol 3- 6 19
797 ENSG00000177733:ENSMUSG00000007836:ENSRNOG00000039876 HNRNPA0 gi|5803036|ref|NP_gi|5803036|ref|NP_006796.1| heterogeneous nuclear ribonucleo 305 30841 9.3 0 o Q 22 0.01 X X X X X X X 0 4 7 0 4 7 7 23.61 0.00054 X X X X X X X 0 2 10 0 2 10 10 7.87 0.00058 X X X X X X X 0 2 0.000279 0.000322 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 31 0 6 31 31 26.56 0.00166 1 1 0 1 1 1 4.26 0.00013 2 0.000446 0.000811 heterogeneous nuclear ribonucleoprotein nucleotide binding; RNA binding [pmid 13 49
798 ENSG00000077549:ENSMUSG00000028745:ENSRNOG00000007330 CAPZB gi|4826659|ref|NP_gi|4826659|ref|NP_004921.1| F-actin capping protein beta subu 272 30629 6 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 5.15 8.6E-05 X X X X X X X 0 2 13 0 2 13 13 13.97 0.00084 X X X X X X X 0 2 0.000232 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.15 6E-05 6 13 0 6 13 13 11.76 0.00183 2 0.000474 0.000908 F-actin capping protein, beta subunit; pfam01115 F-actin capping protein complex [pmid actin binding [pmid 7665558] 10 28
799 ENSG00000197448:ENSMUSG00000029864:ENSRNOG00000016484 GSTK1 gi|7705704|ref|NP_gi|7705704|ref|NP_057001.1| glutathione transferase kappa 1 [H 226 25497 8.4 0 o Q 22 0.001 X X X X X X X 0 4 9 0 4 9 9 28.32 0.00093 X X X X X X X 0 2 3 0 2 3 3 20.35 0.00023 X X X X X X X 0 2 0.000291 0.000439 X X X X X X X 0 2 4 0 2 4 4 16.37 0.0004 X X X X X X X 0 2 17 0 2 17 17 14.16 0.00123 X X X X X X X 0 2 0.000406 0.000579 DsbA family, FrnE subfamily; FrnE is a DsbA-like intracellular [pmid 11256614]; periplasmic glutathione transferase activity; protein 10 33
800 ENSG00000143549:ENSMUSG00000027940:ENSRNOG00000017441 TPM3 gi|114155144|ref|Ngi|114155144|ref|NP_001036816.1|;gi|114155146|ref|NP_001036817.1|;gi|114155148|ref|NP_001036818.1|;gi|24119203|ref|NP_705935.1| tropomyosin 3 isoform 4 [Homo sa 248 28870 4.8 0 o Q 0 0 2 5 2 0 3 4.5 17.74 0.00294 1 1 0 0 1 1 4.44 9.4E-05 X X X X X X X 0 1 1 0 0 1 1 4.44 7.1E-05 X X X X X X X 0 3 0.000777 0.001444 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.03 0.00031 1 7.74E-05 0.000155 5 9
801 ENSG00000162704:ENSMUSG00000008475:ENSRNOG00000028062 ARPC5 gi|5031593|ref|NP_gi|5031593|ref|NP_005708.1| actin related protein 2/3 complex 151 16320 5.7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 23.18 0.00015 X X X X X X X 0 2 4 0 2 4 4 23.18 0.00047 1 1 0 1 1 1 7.95 0.0027 3 0.000156 0.000221 X X X X X X X 0 2 2 0 2 2 2 23.18 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.43E-05 0.000149 ARP2/3 complex 16 kDa subunit (p16-Arc). The Arp2/3 protein complex [pmid 9230079]; structural constituent of cytoskeleton 6 8
802 ENSG00000115204:NA:NA MPV17 gi|4505241|ref|NP_gi|4505241|ref|NP_002428.1| Mpv17 protein [Homo sapiens] 176 19733 9.5 2 i51-73o93-115i S 35 0.761 X X X X X X X 0 4 9 0 4 9 9 48.86 0.00119 X X X X X X X 0 2 7 0 2 7 7 25 0.0007 X X X X X X X 0 2 0.000474 0.000583 X X X X X X X 0 2 3 0 2 3 3 17.61 0.00038 X X X X X X X 0 1 4 0 1 4 4 13.07 0.00037 X X X X X X X 0 2 0.000188 0.000218 Mpv17 / PMP22 family. The 22-kDa peroxisomal integral to membrane; integral to 9 23
803 ENSG00000119421:ENSMUSG00000026895:ENSRNOG00000005668 NDUFA8 gi|7657369|ref|NP_gi|7657369|ref|NP_055037.1| NADH dehydrogenase (ubiquinon 172 20105 7.6 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 10 0 2 10 10 21.51 0.00103 X X X X X X X 0 1 0.000257 0.000513 X X X X X X X 0 1 1 0 1 1 1 12.21 0.00013 X X X X X X X 0 1 3 0 1 3 3 12.79 0.00028 1 2 0 1 2 2 7.56 0.00045 3 0.000215 0.000193 CHCH domain. we have identified a conserved motif mitochondrion [pmid 9860297] NADH dehydrogenase (ubiquinone) 5 16
804 ENSG00000101152:ENSMUSG00000000826:ENSRNOG00000015202 DNAJC5 gi|45504382|ref|NPgi|45504382|ref|NP_079495.1| DnaJ (Hsp40) homolog, subfamily 198 22149 5.1 1 o108-130i Q 22 0.001 X X X X X X X 0 1 3 0 1 3 3 8.59 0.00035 1 1 0 1 1 1 8.08 0.00095 1 3 0 1 3 3 12.63 0.00027 X X X X X X X 0 3 0.000392 0.0004 X X X X X X X 0 2 7 0 2 7 7 21.21 0.00079 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000198 0.000397 DnaJ domain. DnaJ domains (J-domains) are membrane heat shock protein binding; unfolded 5 14
805 ENSG00000100997:ENSMUSG00000032046:ENSRNOG00000036934 ABHD12 gi|109689718|ref|Ngi|109689718|ref|NP_001035937.1|;gi|24308097|ref|NP_056415.1| abhydrolase domain containing 12 398 45097 8.6 1 i76-98o Q 28 0.107 X X X X X X X 0 6 21 0 0 21 21 25.63 0.00123 X X X X X X X 0 1 1 0 0 1 1 5.78 4.4E-05 X X X X X X X 0 2 0.000319 0.000608 X X X X X X X 0 7 21 0 0 21 21 31.91 0.00118 X X X X X X X 0 1 3 0 0 3 3 5.78 0.00012 X X X X X X X 0 2 0.000327 0.000574 15 46
806 ENSG00000198113:ENSMUSG00000059555:ENSRNOG00000009369 C9orf167 gi|116063568|ref|Ngi|116063568|ref|NP_060193.2| hypothetical protein LOC54863 [H 423 46914 9.9 0 o Q 20 0.015 2 4 0 2 4 4 6.86 0.00153 5 10 0 5 10 10 20.33 0.00055 X X X X X X X 0 1 1 0 1 1 1 4.49 4.2E-05 X X X X X X X 0 3 0.000532 0.000713 X X X X X X X 0 3 11 0 3 11 11 13 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000146 0.000292 11 26
807 ENSG00000166136:ENSMUSG00000025204:ENSRNOG00000014078 NDUFB8 gi|4826854|ref|NP_gi|4826854|ref|NP_004995.1| NADH dehydrogenase (ubiquinon 186 21766 6.8 1 i124-146o Q 19 0.107 X X X X X X X 0 2 7 0 2 7 7 9.14 0.00088 X X X X X X X 0 1 4 0 1 4 4 9.14 0.00038 X X X X X X X 0 2 0.000314 0.000416 X X X X X X X 0 2 8 0 2 8 8 17.74 0.00096 X X X X X X X 0 2 4 0 2 4 4 17.74 0.00035 X X X X X X X 0 2 0.000329 0.000455 NADH-ubiquinone oxidoreductase ASHI subunit (CI- endoplasmic reticulum [pmid 11256614]; NADH dehydrogenase (ubiquinone) 7 23
808 ENSG00000142937:ENSMUSG00000071303:ENSRNOG00000001318 RPS8 gi|4506743|ref|NP_gi|4506743|ref|NP_001003.1| ribosomal protein S8 [Homo sapie 208 24205 10.3 0 o Q 0 0 X X X X X X X 0 4 8 0 4 8 8 26.92 0.0009 X X X X X X X 0 3 10 0 3 10 10 19.71 0.00085 X X X X X X X 0 2 0.000437 0.000504 X X X X X X X 0 5 6 0 5 6 6 26.92 0.00065 X X X X X X X 0 1 2 0 1 2 2 7.21 0.00016 X X X X X X X 0 2 0.000201 0.000306 Ribosomal protein S8e; pfam01201 cytosolic small ribosomal subunit (sensu structural constituent of ribosome [pmid 13 26
809 ENSG00000113387:ENSMUSG00000022205:ENSRNOG00000011558 SUB1 gi|19923784|ref|NPgi|19923784|ref|NP_006704.2| activated RNA polymerase II trans 127 14365 9.6 0 o Q 20 0.003 X X X X X X X 0 2 2 0 2 2 2 18.9 0.00037 1 1 0 1 1 1 8.66 0.00148 1 3 0 1 3 3 8.66 0.00042 X X X X X X X 0 3 0.000566 0.000637 X X X X X X X 0 1 3 0 1 3 3 8.66 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000132 0.000265 Transcriptional Coactivator p15 (PC4). p15 has a nucleus; transcription factor complex [pmid DNA binding; single-stranded DNA 5 9
810 ENSG00000113719:ENSMUSG00000001576:ENSRNOG00000003508 ERGIC1 gi|72534712|ref|NPgi|72534712|ref|NP_001026881.1| endoplasmic reticulum-golgi interm 290 32592 7.1 2 o20-42i248-270oA 47 0.002 X X X X X X X 0 4 17 0 4 17 17 19.66 0.00137 1 1 0 1 1 1 4.48 0.00065 1 3 0 1 3 3 8.28 0.00018 X X X X X X X 0 3 0.000549 0.00061 X X X X X X X 0 4 7 0 4 7 7 19.66 0.00054 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000135 0.000271 Protein of unknown function (DUF1692). This family endoplasmic reticulum; ER-Golgi protein binding [pmid 15308636] 10 28
811 ENSG00000146731:ENSMUSG00000029447:NA CCT6A gi|4502643|ref|NP_gi|4502643|ref|NP_001753.1| chaperonin containing TCP1, sub 531 58024 6.7 0 o Q 30 0.212 X X X X X X X 0 3 3 0 3 3 3 11.49 0.00013 X X X X X X X 0 4 21 0 4 21 21 15.63 0.0007 X X X X X X X 0 2 0.000208 0.000333 X X X X X X X 0 1 3 0 1 3 3 4.71 0.00013 X X X X X X X 0 9 50 0 9 50 50 30.51 0.00154 X X X X X X X 0 2 0.000416 0.00075 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytoplasm [pmid 8034610] ATP binding; nucleotide binding; 17 77
812 ENSG00000100365:ENSMUSG00000071715:ENSRNOG00000006940 NCF4 gi|47519798|ref|NPgi|47519798|ref|NP_000622.2| neutrophil cytosolic factor 4 isofor 339 39032 6.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 19.76 0.00031 X X X X X X X 0 1 7.82E-05 0.000156 1 2 0 1 2 2 5.31 0.00262 1 1 0 1 1 1 7.08 6.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.72 0.00011 3 0.0007 0.00128 Src homology 3 domains; SH3 domains bind to cytosol [pmid 8280052]; membrane [pmid phosphoinositide binding; protein 7 10
813 ENSG00000184992:ENSMUSG00000037905:ENSRNOG00000000979 BRI3BP gi|19923665|ref|NPgi|19923665|ref|NP_542193.3| BRI3-binding protein [Homo sapie 251 27836 9.4 4 o10-32i125-147oS 35 1 1 1 0 1 1 1 7.57 0.00065 3 6 0 3 6 6 17.13 0.00056 1 2 0 1 2 2 6.77 0.0015 X X X X X X X 0 X X X X X X X 0 3 0.000675 0.000618 X X X X X X X 0 2 4 0 2 4 4 16.73 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.94E-05 0.000179 integral to membrane; membrane 7 13
814 ENSG00000119537:ENSMUSG00000009905:ENSRNOG00000002781 FVT1 gi|4503817|ref|NP_gi|4503817|ref|NP_002026.1| 3-ketodihydrosphingosine reducta 332 36187 7.1 1 i2-24o S 22 0.991 1 2 0 1 2 2 4.82 0.00098 1 4 0 1 4 4 4.22 0.00028 2 4 0 2 4 4 9.64 0.00226 X X X X X X X 0 X X X X X X X 0 3 0.00088 0.001009 X X X X X X X 0 1 1 0 1 1 1 4.22 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.38E-05 Dehydrogenases with different specificities (related to endoplasmic reticulum; extracellular space 3-dehydrosphinganine reductase 5 11
815 ENSG00000089009:ENSMUSG00000057605:ENSRNOG00000031889 RPL6 gi|67189747|ref|NPgi|67189747|ref|NP_001019833.1| ribosomal protein L6 [Homo sapie 288 32728 10.6 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 14.93 0.00032 X X X X X X X 0 3 10 0 3 10 10 13.89 0.00061 X X X X X X X 0 2 0.000234 0.000295 X X X X X X X 0 3 7 0 3 7 7 9.72 0.00055 X X X X X X X 0 2 15 0 2 15 15 12.15 0.00085 X X X X X X X 0 2 0.000349 0.000422 Ribosomal protein L6, N-terminal domain; pfam03868 cytosolic large ribosomal subunit (sensu DNA binding [pmid 8457378]; RNA 11 36
816 ENSG00000112473:ENSMUSG00000024327:ENSRNOG00000000465 SLC39A7 gi|117553619|ref|Ngi|117553619|ref|NP_001070984.1| solute carrier family 39, member 7 469 50118 6.9 7 i7-29o134-156i16S 30 0.95 X X X X X X X 0 1 11 0 1 11 11 5.54 0.00055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000137 0.000274 X X X X X X X 0 1 32 0 1 32 32 5.54 0.00153 X X X X X X X 0 1 2 0 1 2 2 5.54 7E-05 1 3 0 1 3 3 2.35 0.00025 3 0.000461 0.00072 4 48
817 ENSG00000167005:ENSMUSG00000031754:NA NUDT21 gi|5901926|ref|NP_gi|5901926|ref|NP_008937.1| cleavage and polyadenylation spe 227 26227 8.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 21.15 0.00062 X X X X X X X 0 1 0.000156 0.000311 X X X X X X X 0 1 2 0 1 2 2 12.78 0.0002 X X X X X X X 0 2 9 0 2 9 9 22.03 0.00065 3 4 0 3 4 4 15.86 0.00068 3 0.00038 0.000335 Members of the Nudix hydrolase superfamily catalyze centrosome [pmid 11256614]; nucleus; protein binding [pmid 11716503] [pmid 8 23
818 ENSG00000086548:NA:NA CEACAM6 gi|40255013|ref|NPgi|40255013|ref|NP_002474.3| carcinoembryonic antigen-related 344 37195 5.8 0 o S 35 0.978 X X X X X X X 0 2 3 0 2 3 3 11.34 0.0002 1 1 0 1 1 1 3.49 0.00055 X X X X X X X 0 X X X X X X X 0 2 0.000187 0.000258 1 1 0 1 1 1 3.78 0.00129 1 3 0 1 3 3 3.78 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000371 0.000619 Immunoglobulin domain cell adhesion molecule integral to plasma membrane [pmid GPI anchor binding 5 8
819 ENSG00000106399:ENSMUSG00000012483:ENSRNOG00000037481 RPA3 gi|4506587|ref|NP_gi|4506587|ref|NP_002938.1| replication protein A3, 14kDa [Ho 121 13569 5.1 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 15.7 0.00058 X X X X X X X 0 1 0.000146 0.000292 X X X X X X X 0 1 2 0 1 2 2 14.05 0.00037 X X X X X X X 0 1 2 0 1 2 2 15.7 0.00027 2 3 0 2 3 3 28.1 0.00095 3 0.000398 0.000401 RPA3: A subfamily of OB folds similar to human DNA replication factor A complex [pmid nucleic acid binding; single-stranded 5 11
820 ENSG00000129255:ENSMUSG00000018761:ENSRNOG00000012162 MPDU1 gi|116517313|ref|Ngi|116517313|ref|NP_004861.2| mannose-P-dolichol utilization def 247 26638 8.9 6 o45-67i74-96o10Q 23 0 X X X X X X X 0 1 2 0 1 2 2 5.67 0.00019 1 1 0 1 1 1 3.64 0.00076 X X X X X X X 0 X X X X X X X 0 2 0.000237 0.00036 X X X X X X X 0 1 4 0 1 4 4 5.67 0.00036 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 11.34 0.00093 2 0.000324 0.00044 5 13
821 ENSG00000126247:ENSMUSG00000001794:ENSRNOG00000001503 CAPNS1 gi|51599151|ref|NPgi|51599151|ref|NP_001003962.1| calpain, small subunit 1 [Homo sa 268 28316 5.2 0 o Q 39 0.036 1 1 0 1 1 1 8.96 0.00061 X X X X X X X 0 X X X X X X X 0 2 11 0 2 11 11 16.04 0.00073 X X X X X X X 0 2 0.000333 0.000387 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 5.6 0.0003 2 4 0 2 4 4 6.34 0.00057 2 0.000219 0.000276 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding; calpain activity 6 21
822 ENSG00000198189:ENSMUSG00000029311:ENSRNOG00000002210 HSD17B11 gi|142976729|ref|Ngi|142976729|ref|NP_057329.2| dehydrogenase/reductase (SDR f 300 32936 9.1 0 o S 20 0.983 X X X X X X X 0 4 14 0 4 14 14 22.33 0.00109 1 1 0 1 1 1 6 0.00063 X X X X X X X 0 X X X X X X X 0 2 0.000429 0.00053 X X X X X X X 0 3 5 0 3 5 5 15 0.00037 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.67 0.00013 2 0.000125 0.000176 9 21
823 ENSG00000156471:ENSMUSG00000021518:ENSRNOG00000004689 PTDSS1 gi|7662647|ref|NP_gi|7662647|ref|NP_055569.1| phosphatidylserine synthase 1 [H 473 55528 8.4 9 o37-59i72-89o99Q 0 0 1 3 0 1 3 3 2.96 0.00103 3 14 0 3 14 14 9.73 0.00069 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00043 0.000515 X X X X X X X 0 4 9 0 4 9 9 10.15 0.00043 X X X X X X X 0 1 1 0 1 1 1 4.44 3.5E-05 X X X X X X X 0 2 0.000115 0.000208 Phosphatidyl serine synthase. Phosphatidyl serine integral to membrane; membrane transferase activity 9 27
824 ENSG00000168461:ENSMUSG00000056515:NA RAB31 gi|33589861|ref|NPgi|33589861|ref|NP_006859.2| RAB31, member RAS oncogene f 195 21700 7.1 0 o Q 19 0.003 1 1 0 1 1 1 7.18 0.00083 2 5 0 2 5 5 16.41 0.0006 X X X X X X X 0 1 1 0 1 1 1 10.77 9.1E-05 X X X X X X X 0 3 0.00038 0.0004 X X X X X X X 0 2 5 0 2 5 5 17.95 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000144 0.000288 Rab5-related subfamily. This subfamily includes Rab5 membrane GTP binding; GTPase activity [pmid 6 12
825 ENSG00000164069:NA:NA LOC100131205 gi|169162497|ref|Xgi|169162497|ref|XP_001720542.1|;gi|169201338|ref|XP_001726261.1|;gi|169201750|ref|XP_001721380.1|;gi|169210381|ref|XP_001722793.1| PREDICTED: similar to hCG1782 160 18535 10.5 0 i Q 38 0 X X X X X X X 0 2 10 0 0 10 10 16.25 0.00146 X X X X X X X 0 2 2 0 0 2 2 20.63 0.00022 X X X X X X X 0 2 0.00042 0.0007 X X X X X X X 0 1 1 0 0 1 1 9.38 0.00014 X X X X X X X 0 1 3 0 0 3 3 9.38 0.00031 X X X X X X X 0 2 0.000112 0.000146 6 16
826 ENSG00000204257:ENSMUSG00000037649:ENSRNOG00000000460 HLA-DMA gi|18765715|ref|NPgi|18765715|ref|NP_006111.2| major histocompatibility complex, 261 29207 4.7 1 o232-254i S 27 0.996 X X X X X X X 0 1 8 0 1 8 8 13.03 0.00071 X X X X X X X 0 2 5 0 2 5 5 13.03 0.00034 X X X X X X X 0 2 0.000263 0.000341 X X X X X X X 0 2 9 0 2 9 9 13.03 0.00077 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.75 0.00029 2 0.000267 0.000365 Immunoglobulin domain constant region subfamily; integral to membrane; membrane MHC class II receptor activity [pmid 6 24
827 ENSG00000105518:ENSMUSG00000040883:ENSRNOG00000011747 TMEM205 gi|63055043|ref|NPgi|63055043|ref|NP_940938.1| transmembrane protein 205 [Hom 189 21198 8.6 4 o15-37i57-79o89A 35 0.269 1 2 0 1 2 2 8.99 0.00172 3 8 0 3 8 8 30.69 0.00099 X X X X X X X 0 1 1 0 1 1 1 6.88 9.3E-05 X X X X X X X 0 3 0.000699 0.000811 X X X X X X X 0 1 1 0 1 1 1 6.88 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.97E-05 5.94E-05 6 12
828 ENSG00000090013:ENSMUSG00000040466:ENSRNOG00000028467 BLVRB gi|4502419|ref|NP_gi|4502419|ref|NP_000704.1| biliverdin reductase B (flavin redu 206 22119 7.6 0 o S 22 0.853 X X X X X X X 0 1 1 0 1 1 1 11.65 0.00011 X X X X X X X 0 2 15 0 2 15 15 16.02 0.00129 X X X X X X X 0 2 0.00035 0.000627 X X X X X X X 0 1 3 1 1 2 2 11.65 0.00022 X X X X X X X 0 2 6 0 2 6 6 18.93 0.00048 X X X X X X X 0 2 0.000173 0.000226 NmrA-like family. NmrA is a negative transcriptional biliverdin reductase activity [pmid 6 25
829 ENSG00000006530:ENSMUSG00000029916:ENSRNOG00000011509 AGK gi|8922701|ref|NP_gi|8922701|ref|NP_060708.1| acylglycerol kinase [Homo sapien 422 47137 8.1 0 o S 32 0.935 X X X X X X X 0 3 5 0 3 5 5 19.43 0.00028 X X X X X X X 0 5 16 0 5 16 16 28.2 0.00067 X X X X X X X 0 2 0.000237 0.000317 X X X X X X X 0 6 16 0 6 16 16 31.28 0.00085 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.4 0.00027 2 0.000281 0.000401 Diacylglycerol kinase catalytic domain (presumed). diacylglycerol kinase activity 15 40
830 ENSG00000100075:ENSMUSG00000003528:ENSRNOG00000027858 SLC25A1 gi|21389315|ref|NPgi|21389315|ref|NP_005975.1| solute carrier family 25 (mitochon 311 34013 9.9 0 o S 44 0.907 1 1 0 1 1 1 3.86 0.00052 6 8 0 6 8 8 33.12 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00028 0.000325 X X X X X X X 0 2 8 0 2 8 8 15.11 0.00058 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 11.25 0.00037 2 0.000237 0.000286 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding; citrate transporter activity [pmid 11 20
831 ENSG00000127884:ENSMUSG00000025465:ENSRNOG00000018522 ECHS1 gi|12707570|ref|NPgi|12707570|ref|NP_004083.2| mitochondrial short-chain enoyl-co 290 31371 8.1 0 o Q 16 0.235 1 1 0 1 1 1 7.24 0.00056 2 4 0 2 4 4 10.69 0.00032 X X X X X X X 0 2 23 0 2 23 23 12.07 0.0014 X X X X X X X 0 3 0.00057 0.000599 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.83 0.00026 1 6.62E-05 0.000132 enoyl-CoA hydratase; PRK05979 mitochondrion [pmid 16130169] enoyl-CoA hydratase activity [pmid 6 30
832 ENSG00000106771:ENSMUSG00000055296:ENSRNOG00000026271 C9orf5 gi|110681719|ref|Ngi|110681719|ref|NP_114401.2|;gi|153251951|ref|NP_001093204.1| hypothetical protein LOC23731 is 879 97357 8.9 14 i54-76o113-135i1Q 44 0 1 2 0 0 2 2 1.48 0.00037 2 3 0 0 3 3 4.66 8E-05 3 11 0 0 11 11 4.78 0.00235 X X X X X X X 0 X X X X X X X 0 3 0.0007 0.001112 X X X X X X X 0 2 4 0 0 4 4 4.21 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.55E-05 5.1E-05 8 20
833 ENSG00000105135:ENSMUSG00000032763:ENSRNOG00000028512 OR10B1P gi|21361361|ref|NPgi|21361361|ref|NP_006835.2| ilvB (bacterial acetolactate syntha 632 67868 8.1 1 i12-34o S 34 0.987 X X X X X X X 0 9 24 0 9 24 24 33.86 0.00089 X X X X X X X 0 1 2 0 1 2 2 3.01 5.6E-05 X X X X X X X 0 2 0.000235 0.000434 X X X X X X X 0 11 29 0 11 29 29 36.87 0.00103 X X X X X X X 0 1 1 0 1 1 1 3.16 2.6E-05 X X X X X X X 0 2 0.000264 0.000511 Thiamine pyrophosphate-requiring enzymes magnesium ion binding; thiamin 22 56
834 ENSG00000104408:ENSMUSG00000022336:ENSRNOG00000037383 EIF3E gi|4503521|ref|NP_gi|4503521|ref|NP_001559.1| eukaryotic translation initiation fac 445 52221 6 0 o Q 22 0 X X X X X X X 0 1 6 0 1 6 6 2.92 0.00031 X X X X X X X 0 2 14 0 2 14 14 7.19 0.00056 X X X X X X X 0 2 0.000218 0.00027 X X X X X X X 0 1 7 0 1 7 7 2.92 0.00035 X X X X X X X 0 X X X X X X X 0 7 9 0 7 9 9 10.56 0.00078 2 0.000282 0.000369 PCI domain. This domain has also been called the protein binding [pmid 14667819]; 11 36
835 ENSG00000137818:NA:NA RPLP1 gi|4506669|ref|NP_gi|4506669|ref|NP_000994.1| ribosomal protein P1 isoform 1 [H 114 11514 4.3 0 o Q 25 0.042 X X X X X X X 0 1 2 0 1 2 2 14.04 0.00041 X X X X X X X 0 2 2 1 1 1 1.125 52.63 0.00017 X X X X X X X 0 2 0.000146 0.000194 X X X X X X X 0 1 2 0 0 2 2 14.91 0.00039 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 28.95 0.00101 2 0.000351 0.000477 60s Acidic ribosomal protein. This family includes cytosolic large ribosomal subunit (sensu protein binding [pmid 12054647]; RNA 6 9
836 ENSG00000137312:ENSMUSG00000059714:ENSRNOG00000000826 FLOT1 gi|5031699|ref|NP_gi|5031699|ref|NP_005794.1| flotillin 1 [Homo sapiens] 427 47355 7.5 0 o Q 27 0.015 2 2 0 2 2 2 7.03 0.00076 7 15 0 7 15 15 24.59 0.00082 X X X X X X X 0 4 6 0 4 6 6 14.29 0.00025 X X X X X X X 0 3 0.000457 0.000398 X X X X X X X 0 3 7 0 3 7 7 11.71 0.00037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.19E-05 0.000184 Band_7_flotillin: a subgroup of the band 7 domain of caveola [pmid 9153235]; flotillin complex; protein binding [pmid 10212252] 16 30
837 ENSG00000140497:ENSMUSG00000040188:ENSRNOG00000019136 SCAMP2 gi|5730031|ref|NP_gi|5730031|ref|NP_005688.2| secretory carrier membrane prote 329 36649 6.1 4 i152-174o184-20Q 0 0 1 2 0 1 2 2 6.08 0.00099 2 8 0 2 8 8 9.73 0.00057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000388 0.00048 X X X X X X X 0 2 5 0 2 5 5 4.26 0.00034 X X X X X X X 0 1 1 0 1 1 1 6.08 5E-05 X X X X X X X 0 2 9.76E-05 0.000164 SCAMP family; pfam04144 integral to membrane; membrane; 6 16
838 ENSG00000179144:ENSMUSG00000043931:ENSRNOG00000038740 GIMAP7 gi|23397516|ref|NPgi|23397516|ref|NP_694968.1| GTPase, IMAP family member 7 [ 300 34509 6.4 0 o Q 21 0.002 X X X X X X X 0 4 9 0 4 9 9 21.33 0.0007 X X X X X X X 0 3 7 0 3 7 7 16 0.00041 X X X X X X X 0 2 0.000278 0.000342 X X X X X X X 0 3 9 0 3 9 9 16 0.00067 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.67 0.00013 2 0.0002 0.000321 AIG1 (avrRpt2-induced gene 1). This represents GTP binding; nucleotide binding 11 26
839 ENSG00000171791:ENSMUSG00000057329:ENSRNOG00000002791 BCL2 gi|72198189|ref|NPgi|72198189|ref|NP_000624.2|;gi|72198346|ref|NP_000648.2| B-cell lymphoma protein 2 alpha i 239 26266 7.3 1 o214-236i Q 0 0 X X X X X X X 0 1 2 2 0 0 0 7.11 0 X X X X X X X 0 2 5 0 0 5 5 28.03 0.00037 X X X X X X X 0 1 9.24E-05 0.000185 X X X X X X X 0 3 11 0 0 11 11 30.54 0.00103 X X X X X X X 0 1 8 0 0 8 8 17.57 0.00055 1 1 0 0 1 1 5.86 0.00016 3 0.000435 0.00046 Apoptosis regulator proteins, Bcl-2 family; pfam00452 endoplasmic reticulum; integral to identical protein binding [pmid 9463381] 8 27
840 ENSG00000170515:ENSMUSG00000025364:ENSRNOG00000004904 PA2G4 gi|124494254|ref|Ngi|124494254|ref|NP_006182.2| ErbB3-binding protein 1 [Homo sa 394 43787 6.6 0 o Q 0 0 X X X X X X X 0 2 5 0 2 5 5 9.14 0.0003 X X X X X X X 0 4 9 0 4 9 9 23.35 0.0004 X X X X X X X 0 2 0.000175 0.000207 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 26 0 6 26 26 29.44 0.00108 1 1 0 1 1 1 3.3 9.7E-05 2 0.000294 0.000524 13 41
841 ENSG00000072042:ENSMUSG00000066441:ENSRNOG00000011902 RDH11 gi|20070272|ref|NPgi|20070272|ref|NP_057110.2| androgen-regulated short-chain d 318 35414 8.8 0 o S 23 0.99 1 1 0 1 1 1 6.29 0.00051 5 12 0 5 12 12 22.01 0.00088 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000348 0.000429 X X X X X X X 0 4 6 0 4 6 6 16.98 0.00042 X X X X X X X 0 1 1 0 1 1 1 5.66 5.1E-05 X X X X X X X 0 2 0.000119 0.000205 short chain dehydrogenase; PRK06197 endoplasmic reticulum; integral to oxidoreductase activity; retinol 11 20
842 ENSG00000187608:ENSMUSG00000035692:ENSRNOG00000021802 ISG15 gi|4826774|ref|NP_gi|4826774|ref|NP_005092.1| ISG15 ubiquitin-like modifier [Hom 165 17887 7.5 0 o Q 31 0.011 X X X X X X X 0 2 5 0 2 5 5 20 0.00071 X X X X X X X 0 2 3 0 2 3 3 18.18 0.00032 X X X X X X X 0 2 0.000257 0.000336 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 26.06 0.00059 1 1 0 1 1 1 14.55 0.00023 2 0.000207 0.00028 ISG15 is a ubiquitin-like protein containing two cytoplasm; extracellular space protein binding 7 15
843 ENSG00000160201:ENSMUSG00000061613:NA U2AF1 gi|5803207|ref|NP_gi|5803207|ref|NP_006749.1|;gi|68800128|ref|NP_001020374.1|;gi|68800138|ref|NP_001020375.1| U2 small nuclear RNA auxillary fa 240 27872 8.8 0 o Q 19 0 X X X X X X X 0 1 3 0 0 3 3 7.5 0.00029 X X X X X X X 0 1 10 0 0 10 10 10 0.00074 X X X X X X X 0 2 0.000257 0.000348 X X X X X X X 0 1 2 0 0 2 2 5.83 0.00019 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 7.5 0.00064 2 0.000207 0.000302 RNA recognition motif; smart00361 Cajal body [pmid 1388271]; nucleus; metal ion binding; nucleotide binding; 4 19
844 ENSG00000063438:ENSMUSG00000021575:ENSRNOG00000014721 PDCD6 gi|7019485|ref|NP_gi|7019485|ref|NP_037364.1| programmed cell death 6 [Homo s 191 21868 5.4 0 o Q 29 0.009 X X X X X X X 0 1 1 0 1 1 1 14.14 0.00012 1 2 0 1 2 2 8.38 0.00197 1 4 0 1 4 4 14.14 0.00037 X X X X X X X 0 3 0.000615 0.000915 X X X X X X X 0 1 1 0 1 1 1 14.14 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.94E-05 5.87E-05 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding 4 8
845 ENSG00000083720:ENSMUSG00000022186:NA OXCT1 gi|4557817|ref|NP_gi|4557817|ref|NP_000427.1| 3-oxoacid CoA transferase 1 prec 520 56158 7.5 0 o S 22 0.968 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 12 0 2 12 12 10.58 0.00041 X X X X X X X 0 1 0.000102 0.000204 X X X X X X X 0 2 6 0 2 6 6 9.42 0.00026 X X X X X X X 0 3 38 0 3 38 38 12.88 0.00119 1 1 0 1 1 1 3.65 7.4E-05 3 0.000381 0.000552 Acyl CoA:acetate/3-ketoacid CoA transferase, alpha mitochondrion 3-oxoacid CoA-transferase activity [pmid 8 57
846 ENSG00000008952:ENSMUSG00000027706:ENSRNOG00000009057 TLOC1 gi|4507525|ref|NP_gi|4507525|ref|NP_003253.1| translocation protein 1 [Homo sap 399 45862 7.1 2 i196-218o233-25Q 0 0 1 1 0 1 1 1 3.01 0.00041 3 5 0 3 5 5 5.26 0.00029 2 3 0 2 3 3 9.02 0.00141 X X X X X X X 0 X X X X X X X 0 3 0.000528 0.000614 X X X X X X X 0 3 4 0 3 4 4 13.53 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.62E-05 0.000112 Translocation protein Sec62; pfam03839 endoplasmic reticulum [pmid 9020021]; protein transporter activity; receptor 9 13
847 ENSG00000168958:ENSMUSG00000026150:ENSRNOG00000025358 C2orf33 gi|31377607|ref|NPgi|31377607|ref|NP_064579.3| hypothetical protein LOC56947 [H 342 38465 9 1 o323-340i Q 26 0.005 1 2 0 1 2 2 7.89 0.00095 2 5 0 2 5 5 17.54 0.00034 X X X X X X X 0 1 1 0 1 1 1 9.36 5.2E-05 X X X X X X X 0 3 0.000335 0.000435 X X X X X X X 0 4 7 0 4 7 7 24.27 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000115 0.00023 Protein of unknown function (DUF800). This family 8 15
848 ENSG00000163468:ENSMUSG00000001416:ENSRNOG00000000656 CCT3 gi|58761486|ref|NPgi|58761486|ref|NP_001008883.1|;gi|63162572|ref|NP_005989.3| chaperonin containing TCP1, sub 544 60463 6.5 0 o Q 20 0.001 X X X X X X X 0 1 2 0 0 2 2 2.57 8.6E-05 X X X X X X X 0 6 15 0 0 15 15 17.46 0.00049 1 1 0 0 1 1 2.02 0.00075 3 0.000143 0.000233 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 16 0 0 16 16 14.34 0.00048 X X X X X X X 0 1 0.00012 0.00024 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytoskeleton [pmid 8001976] ATP binding; nucleotide binding; 12 34
849 ENSG00000167461:ENSMUSG00000003037:ENSRNOG00000014621 RAB8A gi|16933567|ref|NPgi|16933567|ref|NP_005361.2| mel transforming oncogene [Hom 207 23668 9.1 0 o Q 21 0.034 1 2 0 1 2 2 5.8 0.00157 1 5 0 1 5 5 6.76 0.00056 X X X X X X X 0 2 4 0 2 4 4 12.56 0.00034 X X X X X X X 0 3 0.000618 0.000674 X X X X X X X 0 1 1 1 0 0 0 7.25 0 X X X X X X X 0 1 1 0 1 1 1 5.8 7.9E-05 1 2 2 0 0 0 4.35 0 1 1.97E-05 3.94E-05 membrane GTP binding; nucleotide binding 7 15
850 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000031706 TPI1 gi|4507645|ref|NP_gi|4507645|ref|NP_000356.1| triosephosphate isomerase 1 [Ho 249 26669 6.9 0 o Q 37 0.013 X X X X X X X 0 2 3 0 2 3 3 15.26 0.00028 X X X X X X X 0 1 4 0 1 4 4 7.23 0.00028 X X X X X X X 0 2 0.000141 0.000163 X X X X X X X 0 1 3 0 0 3 3 5.62 0.00027 X X X X X X X 0 3 14 0 3 14 14 18.88 0.00092 1 6 6 0 0 0 5.22 0 2 0.000297 0.000433 Triosephosphate isomerase (TIM) is a glycolytic isomerase activity; triose-phosphate 8 30
851 ENSG00000197756:NA:ENSRNOG00000003227 RPL37A gi|4506643|ref|NP_gi|4506643|ref|NP_000989.1| ribosomal protein L37a [Homo sa 92 10275 10.4 0 i Q 20 0 X X X X X X X 0 1 3 0 1 3 3 9.78 0.00076 X X X X X X X 0 1 3 0 1 3 3 19.57 0.00058 X X X X X X X 0 2 0.000334 0.000393 X X X X X X X 0 1 1 0 1 1 1 19.57 0.00024 X X X X X X X 0 1 1 0 1 1 1 19.57 0.00018 X X X X X X X 0 2 0.000105 0.000125 Ribosomal L37ae protein family. This ribosomal intracellular; ribosome metal ion binding; structural constituent 4 8
852 ENSG00000123146:ENSMUSG00000002885:ENSRNOG00000004489 CD97 gi|17978489|ref|NPgi|17978489|ref|NP_001775.2|;gi|17978491|ref|NP_510966.1|;gi|68508955|ref|NP_001020331.1| CD97 antigen isoform 2 precurso 742 81743 7.1 7 o460-482i489-50S 21 1 X X X X X X X 0 5 10 0 0 10 10 13.07 0.00031 1 1 0 0 1 1 1.62 0.00025 2 7 0 0 7 7 5.66 0.00017 X X X X X X X 0 3 0.000184 0.000137 X X X X X X X 0 4 21 0 0 21 21 8.49 0.00063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000159 0.000317 7 transmembrane receptor (Secretin family). This integral to plasma membrane [pmid calcium ion binding; G-protein coupled 12 39
853 ENSG00000146842:ENSMUSG00000029782:ENSRNOG00000028219 TMEM209 gi|66348165|ref|NPgi|66348165|ref|NP_116231.2| transmembrane protein 209 [Hom 561 62922 8.6 2 i28-45o58-80i Q 41 0.104 X X X X X X X 0 4 12 0 4 12 12 19.07 0.0005 X X X X X X X 0 3 4 0 3 4 4 9.98 0.00013 1 1 0 1 1 1 5.17 0.00073 3 0.000156 0.000236 X X X X X X X 0 4 11 0 4 11 11 19.79 0.00044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00011 0.00022 MLTD_N; pfam06474 12 28
854 ENSG00000110107:ENSMUSG00000024735:ENSRNOG00000020897 PRPF19 gi|7657381|ref|NP_gi|7657381|ref|NP_055317.1| PRP19/PSO4 pre-mRNA process 504 55181 6.6 0 o Q 20 0 X X X X X X X 0 4 5 0 4 5 5 18.06 0.00023 X X X X X X X 0 8 18 0 8 18 18 48.21 0.00063 X X X X X X X 0 2 0.000216 0.000298 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 20 0 5 20 20 28.37 0.00065 2 3 0 2 3 3 7.14 0.00023 2 0.000219 0.000305 WD40 domain, found in a number of eukaryotic nucleus; ubiquitin ligase complex DNA binding; ubiquitin-protein ligase 19 46
855 ENSG00000115271:ENSMUSG00000026893:ENSRNOG00000024395 GCA gi|6912388|ref|NP_gi|6912388|ref|NP_036330.1| grancalcin, EF-hand calcium bind 217 24010 5.2 0 o Q 24 0.001 X X X X X X X 0 1 1 0 1 1 1 5.53 0.00011 1 2 0 1 2 2 6.91 0.00173 1 2 0 1 2 2 5.53 0.00016 X X X X X X X 0 3 0.0005 0.000824 X X X X X X X 0 1 2 0 1 2 2 5.53 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.17E-05 0.000103 EF-hand, calcium binding motif; A diverse superfamily cytoplasm [pmid 1530588]; plasma calcium ion binding [pmid 1530588] 4 7
856 ENSG00000117450:ENSMUSG00000028691:ENSRNOG00000025106 PRDX1 gi|32455266|ref|NPgi|32455266|ref|NP_859048.1| peroxiredoxin 1 [Homo sapiens] 199 22110 8.1 0 o Q 20 0 X X X X X X X 0 1 1 0 1 1 1 4.52 0.00012 X X X X X X X 0 3 6 0 3 6 6 26.13 0.00053 X X X X X X X 0 2 0.000162 0.000253 X X X X X X X 0 2 5 0 2 5 5 20.1 0.00056 X X X X X X X 0 3 6 0 3 6 6 23.62 0.00049 X X X X X X X 0 2 0.000264 0.000306 Peroxiredoxin (PRX) family, Typical 2-Cys PRX oxidoreductase activity; peroxiredoxin 9 18
857 ENSG00000138138:ENSMUSG00000013662:ENSRNOG00000010861 ATAD1 gi|31377644|ref|NPgi|31377644|ref|NP_116199.2| ATPase family, AAA domain cont 361 40744 6.9 0 o Q 31 0.026 X X X X X X X 0 2 9 0 2 9 9 9.7 0.00058 X X X X X X X 0 1 2 0 1 2 2 4.43 9.8E-05 X X X X X X X 0 2 0.00017 0.000278 X X X X X X X 0 2 9 0 2 9 9 8.31 0.00056 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.43 0.00043 2 0.000246 0.000289 AAA-superfamily of ATPases associated with a wide ATP binding; nucleoside-triphosphatase 6 24
858 ENSG00000115307:ENSMUSG00000068328:ENSRNOG00000007842 AUP1 gi|31712030|ref|NPgi|31712030|ref|NP_853553.1| ancient ubiquitous protein 1 [Hom 410 45787 8.6 1 o23-45i A 38 0.007 X X X X X X X 0 4 8 0 4 8 8 17.07 0.00046 1 1 0 1 1 1 3.41 0.00046 1 1 0 1 1 1 6.83 4.3E-05 X X X X X X X 0 3 0.000239 0.000252 X X X X X X X 0 3 9 0 3 9 9 20.24 0.00049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000123 0.000246 Domain that may be involved in binding ubiquitin- 9 19
859 ENSG00000101367:ENSMUSG00000027479:ENSRNOG00000011798 MAPRE1 gi|6912494|ref|NP_gi|6912494|ref|NP_036457.1| microtubule-associated protein, R 268 29999 5.1 0 o Q 17 0 X X X X X X X 0 3 5 0 3 5 5 20.15 0.00044 X X X X X X X 0 2 7 0 2 7 7 13.81 0.00046 X X X X X X X 0 2 0.000224 0.000259 X X X X X X X 0 2 7 0 2 7 7 11.19 0.00059 X X X X X X X 0 1 2 0 1 2 2 6.72 0.00012 X X X X X X X 0 2 0.000177 0.000279 Calponin homology (CH) domain. The CH domain is cortical microtubule cytoskeleton [pmid microtubule plus-end binding [pmid 8 21
860 ENSG00000106605:ENSMUSG00000001999:ENSRNOG00000011778 BLVRA gi|33589854|ref|NPgi|33589854|ref|NP_000703.2| biliverdin reductase A [Homo sap 296 33428 6.4 0 o Q 22 0.067 X X X X X X X 0 2 6 0 2 6 6 8.11 0.00047 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000118 0.000236 X X X X X X X 0 1 1 0 1 1 1 4.39 7.6E-05 X X X X X X X 0 2 4 0 2 4 4 12.84 0.00022 2 5 0 2 5 5 8.11 0.00065 3 0.000236 0.00029 Biliverdin reductase, catalytic. Members of this family biliverdin reductase activity [pmid 7 16
861 ENSG00000131446:ENSMUSG00000020346:ENSRNOG00000031208 MGAT1 gi|4505161|ref|NP_gi|4505161|ref|NP_002397.1| mannosyl (alpha-1,3-)-glycoprote 445 50862 9.2 1 i7-29o S 36 0.928 X X X X X X X 0 3 7 0 3 7 7 7.19 0.00037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.17E-05 0.000183 1 1 0 1 1 1 3.15 0.001 2 3 0 2 3 3 7.42 0.00015 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.04 8.6E-05 3 0.000309 0.000463 GNT-I family. Alpha-1,3-mannosyl-glycoprotein beta- Golgi apparatus; Golgi membrane; integral alpha-1,3-mannosylglycoprotein 2-beta- 7 12
862 ENSG00000116489:ENSMUSG00000055357:ENSRNOG00000003688 CAPZA1 gi|5453597|ref|NP_gi|5453597|ref|NP_006126.1| F-actin capping protein alpha-1 su 286 32923 5.7 0 o Q 0 0 1 1 0 1 1 1 6.29 0.00057 2 4 0 2 4 4 11.89 0.00033 X X X X X X X 0 5 10 0 5 10 10 33.92 0.00062 X X X X X X X 0 3 0.000378 0.000282 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 5.94 0 1 2 0 1 2 2 6.29 0.00027 1 6.71E-05 0.000134 F-actin capping protein alpha subunit; pfam01267 F-actin capping protein complex [pmid actin binding [pmid 7665558] 10 18
863 ENSG00000140395:ENSMUSG00000061559:ENSRNOG00000012803 WDR61 gi|13376840|ref|NPgi|13376840|ref|NP_079510.1| WD repeat domain 61 [Homo sap 305 33581 5.5 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 6.56 0.00015 X X X X X X X 0 4 8 0 4 8 8 23.28 0.00046 X X X X X X X 0 2 0.000154 0.000218 X X X X X X X 0 1 3 0 1 3 3 6.56 0.00022 X X X X X X X 0 1 13 0 1 13 13 6.56 0.0007 X X X X X X X 0 2 0.000229 0.000328 WD40 domain, found in a number of eukaryotic 7 26
864 ENSG00000123684:ENSMUSG00000026623:ENSRNOG00000004402 LPGAT1 gi|7661996|ref|NP_gi|7661996|ref|NP_055688.1| lysophosphatidylglycerol acyltrans 370 43089 8.9 4 o20-42i54-76o12Q 33 0.096 X X X X X X X 0 3 11 7 2 4 11 16.49 0.00069 X X X X X X X 0 2 4 0 0 4 4 7.03 0.00019 X X X X X X X 0 2 0.000221 0.000327 X X X X X X X 0 4 9 6 3 3 9 20.81 0.00055 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.59 0.0001 2 0.000162 0.00026 Phosphate acyltransferases; Function in phospholipid cytoplasm [pmid 10942595]; endoplasmic acyltransferase activity; transferase 10 25
865 ENSG00000069345:ENSMUSG00000031701:ENSRNOG00000016251 DNAJA2 gi|5031741|ref|NP_gi|5031741|ref|NP_005871.1| DnaJ subfamily A member 2 [Hom 412 45746 6.5 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 3.64 5.7E-05 X X X X X X X 0 2 16 0 2 16 16 13.35 0.00069 X X X X X X X 0 2 0.000186 0.000335 X X X X X X X 0 2 5 0 2 5 5 13.35 0.00027 X X X X X X X 0 1 13 0 1 13 13 3.64 0.00051 X X X X X X X 0 2 0.000197 0.000248 DnaJ central domain (4 repeats). The central cysteine- membrane heat shock protein binding; metal ion 6 35
866 ENSG00000130313:ENSMUSG00000031807:ENSRNOG00000018326 PGLS gi|6912586|ref|NP_gi|6912586|ref|NP_036220.1| 6-phosphogluconolactonase [Hom 258 27547 6.1 0 o S 24 0.97 1 1 0 1 1 1 5.81 0.00063 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.08 0.00021 X X X X X X X 0 2 0.000208 0.000296 X X X X X X X 0 1 1 0 1 1 1 5.81 8.7E-05 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 10.47 0.0006 2 0.000171 0.000286 6PGL: 6-Phosphogluconolactonase (6PGL) subfamily; 6-phosphogluconolactonase activity; 5 9
867 ENSG00000145425:NA:NA RPS3A gi|4506723|ref|NP_gi|4506723|ref|NP_000997.1| ribosomal protein S3a [Homo sap 264 29945 9.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 10.98 0.00027 X X X X X X X 0 1 6.69E-05 0.000134 X X X X X X X 0 3 12 0 3 12 12 15.53 0.00102 X X X X X X X 0 1 2 0 1 2 2 6.44 0.00012 2 2 0 2 2 2 9.09 0.00029 3 0.000359 0.000457 Ribosomal S3Ae family; pfam01015 cytosol; cytosolic small ribosomal subunit protein binding; structural constituent of 9 20
868 ENSG00000100519:ENSMUSG00000021832:ENSRNOG00000007203 PSMC6 gi|24430160|ref|NPgi|24430160|ref|NP_002797.2| proteasome 26S ATPase subunit 389 44173 7.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.37 6E-05 X X X X X X X 0 2 3 0 2 3 3 11.31 0.00014 X X X X X X X 0 2 4.9E-05 6.46E-05 1 1 0 1 1 1 3.86 0.00114 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.91 0.00013 X X X X X X X 0 2 0.000317 0.000553 AAA-superfamily of ATPases associated with a wide cytoplasm; cytosol; nucleus [pmid ATP binding; ATPase activity [pmid 6 8
869 ENSG00000087111:ENSMUSG00000041958:ENSRNOG00000011366 PIGS gi|15088795|ref|NPgi|15088795|ref|NP_149975.1| phosphatidylinositol glycan ancho 555 61656 6.5 2 i19-36o520-542i S 32 0.965 X X X X X X X 0 8 16 0 8 16 16 29.37 0.00067 X X X X X X X 0 1 1 0 1 1 1 3.78 3.2E-05 X X X X X X X 0 2 0.000176 0.000331 X X X X X X X 0 5 12 0 5 12 12 20 0.00049 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 2.52 0.00028 2 0.00019 0.000236 endoplasmic reticulum; GPI-anchor GPI-anchor transamidase activity [pmid 17 33
870 ENSG00000108312:ENSMUSG00000020923:ENSRNOG00000020937 UBTF gi|115529451|ref|Ngi|115529451|ref|NP_001070151.1|;gi|7657671|ref|NP_055048.1| upstream binding transcription fac 727 84937 5.6 0 o Q 0 0 X X X X X X X 0 9 23 0 0 23 23 13.76 0.00074 X X X X X X X 0 3 4 0 0 4 4 6.46 9.7E-05 X X X X X X X 0 2 0.000209 0.000356 X X X X X X X 0 3 13 0 0 13 13 5.64 0.0004 X X X X X X X 0 7 10 0 0 10 10 13.2 0.00022 X X X X X X X 0 2 0.000156 0.000194 22 50
871 ENSG00000124795:ENSMUSG00000021377:ENSRNOG00000016152 DEK gi|4503249|ref|NP_gi|4503249|ref|NP_003463.1| DEK oncogene [Homo sapiens] 375 42674 8.6 0 o Q 16 0 X X X X X X X 0 2 5 0 2 5 5 6.93 0.00031 X X X X X X X 0 3 5 0 3 5 5 11.47 0.00024 X X X X X X X 0 2 0.000137 0.000161 X X X X X X X 0 2 4 0 2 4 4 5.6 0.00024 X X X X X X X 0 3 15 0 3 15 15 8.8 0.00065 X X X X X X X 0 2 0.000223 0.000308 DEK C terminal domain. DEK is a chromatin nucleus [pmid 9050861]; signal recognition DNA binding; GTP binding; histone 10 29
872 ENSG00000157020:ENSMUSG00000030298:ENSRNOG00000005665 SEC13 gi|34335134|ref|NPgi|34335134|ref|NP_899195.1| SEC13 protein [Homo sapiens] 322 35541 5.5 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 8.39 0.00014 X X X X X X X 0 2 15 0 2 15 15 10.56 0.00082 X X X X X X X 0 2 0.000242 0.000393 X X X X X X X 0 2 3 0 2 3 3 13.66 0.00021 X X X X X X X 0 3 5 0 3 5 5 11.8 0.00025 X X X X X X X 0 2 0.000116 0.000135 WD40 domain, found in a number of eukaryotic 8 25
873 ENSG00000167460:ENSMUSG00000031799:ENSRNOG00000015496 TPM4 gi|4507651|ref|NP_gi|4507651|ref|NP_003281.1| tropomyosin 4 [Homo sapiens] 248 28522 4.7 0 o Q 17 0 2 3 2 1 1 1.5 12.5 0.00098 1 1 0 1 1 1 8.06 9.4E-05 X X X X X X X 0 1 2 0 1 2 2 8.06 0.00014 X X X X X X X 0 3 0.000304 0.000455 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.03 0.00031 1 7.74E-05 0.000155 Tropomyosin; pfam00261 cytoskeleton actin binding 5 8
874 ENSG00000149925:ENSMUSG00000059343:ENSRNOG00000019888 ALDOA gi|34577112|ref|NPgi|34577112|ref|NP_908932.1| aldolase A [Homo sapiens] 364 39420 8.1 0 o Q 33 0 1 1 0 0 1 1 7.69 0.00045 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 19.51 0.00044 X X X X X X X 0 2 0.000221 0.000255 X X X X X X X 0 3 5 0 3 5 5 14.56 0.00031 X X X X X X X 0 4 5 1 3 4 5 32.14 0.00022 X X X X X X X 0 2 0.000133 0.000157 Fructose-1,6-bisphosphate aldolase. The enzyme fructose-bisphosphate aldolase activity 12 20
875 ENSG00000125354:ENSMUSG00000050379:NA SEPT6 gi|21361478|ref|NPgi|21361478|ref|NP_055944.2|;gi|22035579|ref|NP_665799.1|;gi|22035581|ref|NP_665801.1| septin 6 isoform B [Homo sapiens 434 49717 6.7 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 9 0 0 9 9 16.13 0.00037 X X X X X X X 0 1 9.16E-05 0.000183 X X X X X X X 0 1 1 0 0 1 1 2.07 5.2E-05 X X X X X X X 0 3 5 1 0 4 4.8 21.66 0.00018 6 9 0 0 9 9 10.14 0.0008 3 0.000257 0.000367 CDC/Septin. Septins are a conserved family of GTP- GTP binding [pmid 11809673]; 15 24
876 ENSG00000111605:ENSMUSG00000055531:ENSRNOG00000005927 CPSF6 gi|5901928|ref|NP_gi|5901928|ref|NP_008938.1| cleavage and polyadenylation spe 551 59209 7.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.54 4.2E-05 X X X X X X X 0 3 19 0 3 19 19 9.8 0.00061 X X X X X X X 0 2 0.000163 0.000298 X X X X X X X 0 2 10 0 2 10 10 7.26 0.00041 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 3.27 0.00035 2 0.000189 0.000219 RNA recognition motif; smart00360 mRNA cleavage factor complex [pmid nucleotide binding; protein binding [pmid 10 35
877 ENSG00000117748:ENSMUSG00000028884:ENSRNOG00000013005 RPA2 gi|4506585|ref|NP_gi|4506585|ref|NP_002937.1| replication protein A2, 32kDa [Ho 270 29247 6.1 0 o Q 22 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 8.52 0.00026 X X X X X X X 0 1 6.54E-05 0.000131 X X X X X X X 0 1 2 0 1 2 2 8.52 0.00017 X X X X X X X 0 3 12 0 3 12 12 22.59 0.00073 2 3 0 2 3 3 3.7 0.00043 3 0.00033 0.000317 RPA2_DBD_D: A subfamily of OB folds DNA replication factor A complex [pmid DNA-directed DNA polymerase activity; 7 21
878 ENSG00000113575:ENSMUSG00000020349:ENSRNOG00000001893 PPP2CA gi|4506017|ref|NP_gi|4506017|ref|NP_002706.1|;gi|57222565|ref|NP_001009552.1| protein phosphatase 2, catalytic s 309 35594 5.5 0 o Q 0 0 X X X X X X X 0 2 2 0 0 2 2 16.5 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.77E-05 7.55E-05 X X X X X X X 0 1 3 0 0 3 3 11.97 0.00022 X X X X X X X 0 1 1 0 0 1 1 2.59 5.3E-05 5 11 0 0 11 11 16.83 0.00137 3 0.000409 0.000645 Protein phosphatase 2A homologues, catalytic cytosol [pmid 11007961]; membrane [pmid hydrolase activity; iron ion binding; 9 17
879 ENSG00000068831:ENSMUSG00000032946:ENSRNOG00000021098 RASGRP2 gi|149158729|ref|Ngi|149158729|ref|NP_001092141.1| RAS guanyl releasing protein 2 [H 609 69249 7.8 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.13 0.00062 4 13 0 4 13 13 12.97 0.00038 X X X X X X X 0 2 0.000249 0.000303 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.3 2.7E-05 3 6 0 3 6 6 7.39 0.00038 2 0.000101 0.000185 9 22
880 ENSG00000100280:ENSMUSG00000009090:ENSRNOG00000008786 AP1B1 gi|22027651|ref|NPgi|22027651|ref|NP_001118.2|;gi|22027653|ref|NP_663782.1| adaptor-related protein complex 1 949 104637 5.1 0 o Q 0 0 1 3 0 0 3 3 2.21 0.00051 1 2 2 0 0 0 1.58 0 X X X X X X X 0 6 12 4 0 8 11.56 17.28 0.00022 X X X X X X X 0 2 0.000182 0.000243 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 2.85 8.6E-05 4 14 0 0 14 14 5.58 0.00057 2 0.000163 0.000272 Adaptin C-terminal domain. Alpha adaptin is a clathrin coat of trans-Golgi network vesicle; binding; protein binding [pmid 9733768]; 13 36
881 ENSG00000122986:ENSMUSG00000064267:ENSRNOG00000001270 HVCN1 gi|91992155|ref|NPgi|91992155|ref|NP_115745.2| hydrogen voltage-gated channel 1 273 31683 6.8 3 i101-123o138-16Q 38 0 1 1 0 1 1 1 5.49 0.00059 2 3 0 2 3 3 12.45 0.00026 1 1 0 1 1 1 6.59 0.00069 X X X X X X X 0 X X X X X X X 0 3 0.000385 0.000316 X X X X X X X 0 1 2 0 1 2 2 8.79 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.11E-05 8.22E-05 integral to membrane [pmid 16554753]; ion channel activity; voltage-gated 5 7
882 ENSG00000169738:ENSMUSG00000039450:NA DCXR gi|7705925|ref|NP_gi|7705925|ref|NP_057370.1| dicarbonyl/L-xylulose reductase [H 244 25913 8.1 0 o Q 43 0.054 X X X X X X X 0 2 3 0 2 3 3 19.67 0.00029 X X X X X X X 0 2 7 0 2 7 7 19.67 0.00051 X X X X X X X 0 2 0.000198 0.000246 X X X X X X X 0 2 3 0 2 3 3 16.39 0.00028 X X X X X X X 0 2 4 0 2 4 4 11.89 0.00027 X X X X X X X 0 2 0.000136 0.000157 3-ketoacyl-(acyl-carrier-protein) reductase; PRK07479 membrane L-xylulose reductase activity; 8 17
883 ENSG00000184730:NA:NA APOB48R gi|119220598|ref|Ngi|119220598|ref|NP_061160.2| apolipoprotein B48 receptor [Hom 1088 114874 4.4 0 o Q 34 0.07 X X X X X X X 0 2 3 0 2 3 3 3.13 6.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.29 1.6E-05 X X X X X X X 0 2 2.01E-05 3.04E-05 1 3 0 1 3 3 2.11 0.00122 1 1 0 1 1 1 1.29 2.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000311 0.000609 5 8
884 ENSG00000100811:ENSMUSG00000021264:ENSRNOG00000004339 YY1 gi|4507955|ref|NP_gi|4507955|ref|NP_003394.1| YY1 transcription factor [Homo sa 414 44713 6.3 0 o Q 14 0 X X X X X X X 0 1 1 0 1 1 1 1.93 5.6E-05 X X X X X X X 0 2 8 0 2 8 8 9.18 0.00034 X X X X X X X 0 2 9.94E-05 0.000163 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 16 0 4 16 16 11.59 0.00063 2 3 0 2 3 3 11.84 0.00028 2 0.000227 0.000299 FOG: Zn-finger [General function prediction only]; intracellular; nucleus metal ion binding; protein binding [pmid 9 28
885 ENSG00000101911:ENSMUSG00000025742:ENSRNOG00000004160 PRPS2 gi|4506129|ref|NP_gi|4506129|ref|NP_002756.1|;gi|84875539|ref|NP_001034180.1| phosphoribosyl pyrophosphate sy 318 34769 6.6 0 o Q 17 0.03 1 2 0 0 2 2 5.35 0.00102 1 3 0 0 3 3 5.35 0.00022 X X X X X X X 0 3 10 0 0 10 10 13.52 0.00056 X X X X X X X 0 3 0.000449 0.000444 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.03 5.1E-05 X X X X X X X 0 1 1.28E-05 2.57E-05 Phosphoribosylpyrophosphate synthetase [Nucleotide kinase activity; lipoate-protein ligase B 6 16
886 ENSG00000165629:ENSMUSG00000025781:NA ATP5C1 gi|50345988|ref|NPgi|50345988|ref|NP_001001973.1| ATP synthase, H+ transporting, m 298 32996 9.2 0 o Q 18 0.478 X X X X X X X 0 2 2 0 2 2 2 7.38 0.00016 X X X X X X X 0 3 7 0 3 7 7 19.46 0.00041 X X X X X X X 0 2 0.000143 0.000196 X X X X X X X 0 2 3 0 2 3 3 7.72 0.00023 X X X X X X X 0 3 9 0 3 9 9 18.79 0.00049 X X X X X X X 0 2 0.00018 0.000234 ATP synthase; pfam00231 membrane; membrane fraction; hydrogen-transporting ATP synthase 10 21
887 ENSG00000168496:ENSMUSG00000024742:ENSRNOG00000020531 FEN1 gi|4758356|ref|NP_gi|4758356|ref|NP_004102.1| flap structure-specific endonuclea 380 42593 8.6 0 o Q 17 0.003 X X X X X X X 0 3 7 0 3 7 7 15 0.00043 X X X X X X X 0 2 3 0 2 3 3 11.05 0.00014 X X X X X X X 0 2 0.000142 0.000203 X X X X X X X 0 2 4 0 2 4 4 9.74 0.00024 X X X X X X X 0 4 11 0 4 11 11 21.32 0.00047 X X X X X X X 0 2 0.000177 0.000226 Xeroderma pigmentosum G N- and I-regions (XPGN, nucleus [pmid 7961795] 5'-3' exonuclease activity [pmid 11 25
888 ENSG00000166986:ENSMUSG00000040354:ENSRNOG00000025459 MARS gi|14043022|ref|NPgi|14043022|ref|NP_004981.2| methionyl-tRNA synthetase [Hom 900 101116 6.2 0 o S 25 0.821 X X X X X X X 0 5 10 0 5 10 10 9.56 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.48E-05 0.00013 X X X X X X X 0 3 5 0 3 5 5 6.11 0.00012 X X X X X X X 0 2 4 0 2 4 4 5.33 7.3E-05 8 22 0 8 22 22 10 0.00094 3 0.000284 0.000439 Glutathione S-transferase (GST) family, C-terminal cytoplasm; soluble fraction ATP binding; ligase activity; methionine- 18 41
889 ENSG00000105419:ENSMUSG00000041420:ENSRNOG00000021390 MEIS3 gi|57863281|ref|NPgi|57863281|ref|NP_064545.1| Meis1, myeloid ecotropic viral inte 421 46175 5.3 0 o Q 31 0.002 X X X X X X X 0 1 1 0 1 1 1 5.23 5.5E-05 X X X X X X X 0 1 2 0 1 2 2 5.23 8.4E-05 X X X X X X X 0 2 3.48E-05 4.19E-05 1 1 0 1 1 1 5.23 0.00105 1 1 0 1 1 1 5.23 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000277 0.000519 Homeodomain; DNA binding domains involved in the nucleus sequence-specific DNA binding; 4 5
890 ENSG00000197915:NA:NA HRNR gi|57864582|ref|NPgi|57864582|ref|NP_001009931.1| hornerin [Homo sapiens] 2850 282389 10 0 o Q 20 0.019 X X X X X X X 0 9 40 32 3 8 33.6 7.96 0.00027 X X X X X X X 0 4 8 6 1 2 8 4.32 5E-05 X X X X X X X 0 2 8.11E-05 0.000131 X X X X X X X 0 7 59 52 2 7 59 5.58 0.00046 1 2 0 0 2 2 0.56 0.00049 X X X X X X X 0 X X X X X X X 0 2 0.000116 0.000232 S-100/ICaBP-like domain; S-100/intestinal calcium calcium ion binding; structural molecule 21 109
891 ENSG00000214014:ENSMUSG00000038268:ENSRNOG00000003111 OVCA2 gi|18201880|ref|NPgi|18201880|ref|NP_543012.1| candidate tumor suppressor in ov 227 24418 6.9 0 o Q 19 0.134 X X X X X X X 0 1 1 0 1 1 1 4.85 0.0001 X X X X X X X 0 3 4 0 3 4 4 37.89 0.00031 X X X X X X X 0 2 0.000104 0.000147 X X X X X X X 0 2 7 0 2 7 7 18.94 0.00069 X X X X X X X 0 2 2 0 2 2 2 22.91 0.00014 X X X X X X X 0 2 0.000209 0.000329 Serine hydrolase (FSH1). This is a family of serine 8 14
892 ENSG00000103342:ENSMUSG00000062203:ENSRNOG00000002335 GSPT1 gi|4504167|ref|NP_gi|4504167|ref|NP_002085.1| G1 to S phase transition 1 [Homo 499 55756 5.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 2 1 3 4.5 10.02 0.00016 X X X X X X X 0 1 3.98E-05 7.96E-05 X X X X X X X 0 1 2 0 0 2 2 2.4 9E-05 X X X X X X X 0 3 6 3 1 3 6 12.83 0.0002 1 14 0 1 14 14 3.61 0.00108 3 0.000341 0.000497 This family represents eEF1alpha-like C-terminal intracellular [pmid 15326224] GTP binding; GTPase activity [pmid 7 27
893 ENSG00000156110:ENSMUSG00000039197:ENSRNOG00000012325 ADK gi|32484973|ref|NPgi|32484973|ref|NP_001114.2| adenosine kinase isoform a [Hom 345 38703 6.7 0 o Q 22 0.001 X X X X X X X 0 2 2 0 2 2 2 12.46 0.00014 X X X X X X X 0 4 9 0 4 9 9 24.64 0.00046 X X X X X X X 0 2 0.000149 0.000217 X X X X X X X 0 2 3 0 2 3 3 7.25 0.0002 X X X X X X X 0 5 9 0 5 9 9 29.86 0.00043 X X X X X X X 0 2 0.000155 0.000202 Adenosine kinase (AK) catalyzes the phosphorylation adenosine kinase activity [pmid 13 23
894 ENSG00000100941:ENSMUSG00000020994:ENSRNOG00000004061 PNN gi|33356174|ref|NPgi|33356174|ref|NP_002678.2| pinin, desmosome associated pro 717 81614 7.2 0 o Q 0 0 X X X X X X X 0 6 12 0 6 12 12 10.32 0.00039 1 1 0 1 1 1 2.37 0.00026 1 2 0 1 2 2 4.04 4.9E-05 X X X X X X X 0 3 0.000175 0.000183 X X X X X X X 0 3 12 0 3 12 12 5.86 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.39E-05 0.000188 pinin/SDK/memA/ protein conserved region. Members nucleus DNA binding 11 27
895 ENSG00000067167:ENSMUSG00000025935:NA TRAM1 gi|7657655|ref|NP_gi|7657655|ref|NP_055109.1| translocation associated membra 374 43072 9.6 8 i30-52o80-102i12A 47 0.041 X X X X X X X 0 1 1 0 1 1 1 5.08 6.2E-05 1 2 0 1 2 2 2.14 0.001 1 1 0 1 1 1 3.74 4.7E-05 X X X X X X X 0 3 0.000279 0.000485 X X X X X X X 0 1 4 0 1 4 4 3.74 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6E-05 0.00012 Longevity-assurance protein (LAG1). Members of this endoplasmic reticulum [pmid 1315422]; receptor activity [pmid 1315422] 4 8
896 ENSG00000072778:ENSMUSG00000018574:ENSRNOG00000018114 ACADVL gi|4557235|ref|NP_gi|4557235|ref|NP_000009.1|;gi|76496475|ref|NP_001029031.1| acyl-Coenzyme A dehydrogenase 655 70390 8.8 0 o Q 30 0.465 X X X X X X X 0 8 21 0 0 21 21 16.79 0.00075 X X X X X X X 0 2 3 0 0 3 3 5.8 8.1E-05 X X X X X X X 0 2 0.000207 0.000362 X X X X X X X 0 4 10 0 0 10 10 10.99 0.00034 X X X X X X X 0 1 1 0 0 1 1 2.6 2.5E-05 X X X X X X X 0 2 9.19E-05 0.000168 Very long chain acyl-CoA dehydrogenase (VLCAD). mitochondrion [pmid 7668252] FAD binding; long-chain-acyl-CoA 15 35
897 ENSG00000003056:ENSMUSG00000007458:ENSRNOG00000031508 M6PR gi|4505061|ref|NP_gi|4505061|ref|NP_002346.1| cation-dependent mannose-6-pho 277 30993 5.8 1 o188-210i S 27 0.988 X X X X X X X 0 3 6 0 3 6 6 21.3 0.00051 X X X X X X X 0 1 1 0 1 1 1 9.75 6.4E-05 X X X X X X X 0 2 0.000142 0.000244 X X X X X X X 0 2 6 0 2 6 6 16.25 0.00049 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.66 0.00014 2 0.000156 0.000229 Cation-dependent mannose-6-phosphate receptor; cell surface [pmid 12493773]; endosome mannose binding; mannose transporter 7 14
898 ENSG00000072062:ENSMUSG00000005469:NA PRKACA gi|4506055|ref|NP_gi|4506055|ref|NP_002721.1|;gi|46909584|ref|NP_997401.1|cAMP-dependent protein kinase c 351 40590 8.8 0 o Q 0 0 1 1 0 0 1 1 3.42 0.00046 X X X X X X X 0 X X X X X X X 0 2 8 0 0 8 8 9.4 0.0004 X X X X X X X 0 2 0.000216 0.000251 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.7 9.3E-05 2 2 1 0 1 2 11.11 0.00022 2 7.79E-05 0.000104 Serine/Threonine protein kinases, catalytic domain. cAMP-dependent protein kinase complex ATP binding; cAMP-dependent protein 6 13
899 ENSG00000175463:ENSMUSG00000040247:ENSRNOG00000021510 TBC1D10C gi|38348348|ref|NPgi|38348348|ref|NP_940919.1| TBC1 domain family, member 10C 446 49712 8.8 0 o Q 0 0 1 1 0 1 1 1 3.81 0.00036 3 4 0 3 4 4 13.45 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000143 0.000177 X X X X X X X 0 2 3 0 2 3 3 8.74 0.00015 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 7.17 0.00043 2 0.000145 0.000203 TBC domain. Identification of a TBC domain in 9 13
900 ENSG00000179820:ENSMUSG00000068566:ENSRNOG00000016588 MYADM gi|66932929|ref|NPgi|66932929|ref|NP_001018657.1| myeloid-associated differentiation 322 35274 8.2 8 i36-58o68-90i103S 60 0.595 1 2 0 1 2 2 3.11 0.00101 1 1 0 1 1 1 7.14 7.2E-05 X X X X X X X 0 1 4 0 1 4 4 7.14 0.00022 X X X X X X X 0 3 0.000325 0.000464 X X X X X X X 0 1 2 0 1 2 2 7.14 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.48E-05 6.97E-05 Membrane-associating domain. MARVEL domain- integral to membrane; membrane 4 9
901 ENSG00000034152:ENSMUSG00000018932:ENSRNOG00000006612 MAP2K3 gi|21618349|ref|NPgi|21618349|ref|NP_659731.1| mitogen-activated protein kinase 347 39318 7.4 0 o Q 18 0 1 1 0 1 1 1 2.31 0.00047 2 3 0 2 3 3 8.65 0.0002 X X X X X X X 0 1 1 0 1 1 1 4.03 5.1E-05 X X X X X X X 0 3 0.00018 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.49 0.00033 1 8.3E-05 0.000166 Serine/Threonine protein kinases, catalytic domain. ATP binding; MAP kinase kinase activity 6 8
902 ENSG00000110063:ENSMUSG00000032040:ENSRNOG00000009993 DCPS gi|7661734|ref|NP_gi|7661734|ref|NP_054745.1| mRNA decapping enzyme [Homo 337 38609 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 8 0 3 8 8 15.43 0.00042 X X X X X X X 0 1 0.000105 0.00021 X X X X X X X 0 1 2 0 1 2 2 5.64 0.00013 X X X X X X X 0 2 4 0 2 4 4 11.57 0.00019 1 1 0 1 1 1 4.45 0.00011 3 0.00011 8.09E-05 Scavenger mRNA decapping enzyme (DcpS). This nucleus hydrolase activity 7 15
903 ENSG00000058668:ENSMUSG00000026463:ENSRNOG00000003031 ATP2B4 gi|48255957|ref|NPgi|48255957|ref|NP_001675.3| plasma membrane calcium ATPa 1205 133930 6.4 8 i104-126o146-16Q 21 0 X X X X X X X 0 13 27 8 8 19 26.6 21.99 0.00051 1 2 0 0 2 2 1.41 0.00031 2 2 1 1 1 2 4.56 2.9E-05 X X X X X X X 0 3 0.000214 0.000245 X X X X X X X 0 5 15 0 5 15 15 10.12 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.98E-05 0.00014 haloacid dehalogenase-like hydrolase. This family are integral to plasma membrane [pmid ATP binding; calcium ion binding; 21 46
904 ENSG00000141458:ENSMUSG00000024413:ENSRNOG00000012016 NPC1 gi|4557803|ref|NP_gi|4557803|ref|NP_000262.1| Niemann-Pick disease, type C1 p 1278 142148 5.4 12 o269-291i351-37S 23 1 X X X X X X X 0 7 22 0 7 22 22 6.73 0.0004 X X X X X X X 0 3 3 0 3 3 3 4.69 4.1E-05 X X X X X X X 0 2 0.000111 0.000195 X X X X X X X 0 7 20 0 7 20 20 9.15 0.00035 X X X X X X X 0 X X X X X X X 0 2 11 0 2 11 11 1.8 0.00033 2 0.00017 0.000197 Patched family. The transmembrane protein Patched endoplasmic reticulum [pmid 12554680]; hedgehog receptor activity; intracellular 19 56
905 ENSG00000162645:ENSMUSG00000028270:ENSRNOG00000031743 GBP2 gi|38327558|ref|NPgi|38327558|ref|NP_004111.2| guanylate binding protein 2, interf 591 67209 5.7 0 o Q 20 0.001 X X X X X X X 0 1 2 2 0 0 0 1.86 0 X X X X X X X 0 4 8 0 4 8 8 17.94 0.00024 X X X X X X X 0 1 5.98E-05 0.00012 X X X X X X X 0 4 10 0 4 10 10 16.58 0.00038 X X X X X X X 0 4 14 1 3 13 14 16.24 0.00039 3 3 0 3 3 3 7.95 0.00019 3 0.00024 0.000183 Guanylate-binding protein, C-terminal domain. membrane GTP binding [pmid 1715024]; GTPase 16 37
906 ENSG00000165283:ENSMUSG00000028455:ENSRNOG00000009535 STOML2 gi|7305503|ref|NP_gi|7305503|ref|NP_038470.1| stomatin (EPB72)-like 2 [Homo sa 356 38534 7.4 0 o S 23 0.966 X X X X X X X 0 2 2 0 2 2 2 13.2 0.00013 X X X X X X X 0 4 13 0 4 13 13 23.31 0.00065 X X X X X X X 0 2 0.000194 0.000307 X X X X X X X 0 2 2 0 2 2 2 14.33 0.00013 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.21 0.00022 2 8.54E-05 0.000105 Band_7_stomatin_like: A subgroup of the band 7 cytoskeleton [pmid 10713127]; membrane receptor binding [pmid 10713127] 9 19
907 ENSG00000135316:ENSMUSG00000032423:ENSRNOG00000000204 SYNCRIP gi|23397427|ref|NPgi|23397427|ref|NP_006363.3| synaptotagmin binding, cytoplasm 623 69633 8.6 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 4.82 0.00011 X X X X X X X 0 7 24 0 7 24 24 18.14 0.00068 X X X X X X X 0 2 0.000198 0.000326 X X X X X X X 0 2 3 0 2 3 3 4.17 0.00011 X X X X X X X 0 4 8 0 4 8 8 13 0.00021 X X X X X X X 0 2 7.94E-05 0.000101 RNA recognition motif; smart00360 endoplasmic reticulum; nucleus [pmid nucleotide binding; RNA binding [pmid 15 38
908 ENSG00000117118:ENSMUSG00000009863:ENSRNOG00000007967 SDHB gi|115387094|ref|Ngi|115387094|ref|NP_002991.2| succinate dehydrogenase comple 280 31630 8.8 0 o S 29 0.987 X X X X X X X 0 1 1 0 1 1 1 5 8.3E-05 X X X X X X X 0 1 7 0 1 7 7 7.5 0.00044 X X X X X X X 0 2 0.000131 0.000211 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.29 0.00017 2 3 0 2 3 3 4.29 0.00041 2 0.000147 0.000195 5 14
909 ENSG00000146729:ENSMUSG00000029432:ENSRNOG00000023919 GBAS gi|4503937|ref|NP_gi|4503937|ref|NP_001474.1| nipsnap homolog 2 [Homo sapien 286 33743 9.4 0 o S 24 0.96 X X X X X X X 0 1 2 0 1 2 2 6.99 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.08E-05 8.16E-05 X X X X X X X 0 1 1 0 1 1 1 5.59 7.8E-05 X X X X X X X 0 5 12 0 5 12 12 29.02 0.00068 2 3 0 2 3 3 9.44 0.0004 3 0.000291 0.000315 NIPSNAP. Members of this family include many integral to plasma membrane [pmid 9 18
910 ENSG00000165025:ENSMUSG00000021457:ENSRNOG00000012160 SYK gi|21361553|ref|NPgi|21361553|ref|NP_003168.2| spleen tyrosine kinase [Homo sap 635 72066 8.2 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 11 0 4 11 11 9.76 0.00031 X X X X X X X 0 1 7.65E-05 0.000153 X X X X X X X 0 2 5 0 2 5 5 5.83 0.00018 X X X X X X X 0 2 3 0 2 3 3 7.09 7.7E-05 1 8 0 1 8 8 2.99 0.00048 3 0.000184 0.000212 Serine/Threonine protein kinases, catalytic domain; cytoplasm; T cell receptor complex [pmid ATP binding; integrin binding [pmid 9 27
911 ENSG00000203879:ENSMUSG00000015291:ENSRNOG00000037245 GDI1 gi|4503971|ref|NP_gi|4503971|ref|NP_001484.1| GDP dissociation inhibitor 1 [Hom 447 50583 5.1 0 o Q 21 0.002 1 2 0 0 2 2 4.25 0.00073 2 4 0 0 4 4 8.5 0.00021 X X X X X X X 0 2 2 1 1 1 1.167 12.75 4.6E-05 X X X X X X X 0 3 0.000245 0.000333 X X X X X X X 0 2 8 8 0 0 0 4.47 0 X X X X X X X 0 2 6 0 0 6 6 4.47 0.00022 X X X X X X X 0 1 5.48E-05 0.00011 GDP dissociation inhibitor; pfam00996 cytoplasm [pmid 11256614] GTPase activator activity; Rab GDP- 9 22
912 ENSG00000130810:NA:NA PPAN-P2RY11 gi|47174861|ref|NPgi|47174861|ref|NP_064615.3|;gi|99028871|ref|NP_001035754.1| peter pan homolog [Homo sapien 473 53194 10.1 0 o Q 41 0.001 X X X X X X X 0 1 1 0 0 1 1 3.38 4.9E-05 X X X X X X X 0 1 1 0 0 1 1 7.82 3.7E-05 X X X X X X X 0 2 2.17E-05 2.55E-05 1 1 0 0 1 1 3.38 0.00094 1 1 0 0 1 1 3.38 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000246 0.000462 Brix domain; pfam04427 nucleus [pmid 15302935] 4 4
913 ENSG00000138107:ENSMUSG00000025228:ENSRNOG00000019725 ACTR1A gi|5031569|ref|NP_gi|5031569|ref|NP_005727.1| ARP1 actin-related protein 1 hom 376 42614 6.6 0 o Q 20 0 X X X X X X X 0 1 3 0 1 3 3 4.26 0.00019 X X X X X X X 0 3 3 1 1 2 3 20.21 0.00014 X X X X X X X 0 2 8.18E-05 9.62E-05 X X X X X X X 0 4 5 2 2 3 4.5 27.66 0.00027 X X X X X X X 0 X X X X X X X 0 4 6 2 1 4 4.68 19.15 0.00048 2 0.000187 0.000232 Actin; An ubiquitous protein involved in the formation actin filament; cytoplasm [pmid 11256614]; ATP binding; nucleotide binding; protein 12 17
914 ENSG00000163346:ENSMUSG00000042613:ENSRNOG00000020673 PBXIP1 gi|19923830|ref|NPgi|19923830|ref|NP_065385.2| pre-B-cell leukemia homeobox int 731 80643 5.3 0 o Q 24 0.001 X X X X X X X 0 4 10 0 4 10 10 8.34 0.00032 1 1 0 1 1 1 1.78 0.00026 X X X X X X X 0 X X X X X X X 0 2 0.000144 0.000168 X X X X X X X 0 2 4 0 2 4 4 4.1 0.00012 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 2.46 0.00032 2 0.000109 0.000149 cytosol [pmid 10825160]; nucleus [pmid transcription corepressor activity [pmid 8 21
915 ENSG00000134001:ENSMUSG00000021116:ENSRNOG00000009432 EIF2S1 gi|4758256|ref|NP_gi|4758256|ref|NP_004085.1| eukaryotic translation initiation fac 315 36112 5.1 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 6.35 0.00015 X X X X X X X 0 2 4 0 2 4 4 11.11 0.00022 X X X X X X X 0 2 9.31E-05 0.000112 X X X X X X X 0 3 3 0 3 3 3 15.56 0.00021 X X X X X X X 0 3 8 0 3 8 8 17.14 0.00041 X X X X X X X 0 2 0.000157 0.000199 eukaryotic translation initiation factor 2 RNA binding; translation initiation factor 9 17
916 ENSG00000071626:ENSMUSG00000069565:ENSRNOG00000031387 DAZAP1 gi|25470886|ref|NPgi|25470886|ref|NP_061832.2|;gi|25470890|ref|NP_733829.1| DAZ associated protein 1 isoform 407 43383 8.6 0 o Q 23 0 X X X X X X X 0 2 3 0 0 3 3 7.86 0.00017 X X X X X X X 0 1 4 0 0 4 4 3.93 0.00017 X X X X X X X 0 2 8.64E-05 9.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 0 7 7 7.62 0.00028 1 4 0 0 4 4 3.93 0.00038 2 0.000164 0.000194 RNA recognition motif; smart00360 nucleus nucleotide binding; RNA binding [pmid 6 18
917 ENSG00000148908:ENSMUSG00000030844:NA RGS10 gi|52694755|ref|NPgi|52694755|ref|NP_001005339.1| regulator of G-protein signaling 10 181 21210 7.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 12.15 0.00013 X X X X X X X 0 1 2 0 1 2 2 12.15 0.0002 X X X X X X X 0 2 8.1E-05 9.74E-05 X X X X X X X 0 1 1 0 1 1 1 12.15 0.00012 X X X X X X X 0 1 6 0 1 6 6 12.15 0.00054 X X X X X X X 0 2 0.000166 0.000257 Regulator of G protein signalling domain; RGS family signal transducer activity 4 10
918 ENSG00000144320:ENSMUSG00000009207:ENSRNOG00000001593 KIAA1715 gi|38176151|ref|NPgi|38176151|ref|NP_085153.1| Lunapark [Homo sapiens] 428 47740 5.1 2 i44-66o76-98i A 0 0 X X X X X X X 0 4 10 0 4 10 10 17.06 0.00054 X X X X X X X 0 1 1 0 1 1 1 5.37 4.1E-05 X X X X X X X 0 2 0.000147 0.000266 X X X X X X X 0 1 7 0 1 7 7 5.84 0.00037 X X X X X X X 0 1 1 0 1 1 1 5.37 3.8E-05 X X X X X X X 0 2 0.000101 0.000178 Predicted integral membrane metal-binding protein integral to membrane; membrane 7 19
919 ENSG00000173801:ENSMUSG00000001552:ENSRNOG00000015380 JUP gi|12056468|ref|NPgi|12056468|ref|NP_068831.1| junction plakoglobin [Homo sapie 745 81745 6.1 0 o Q 0 0 2 4 0 2 4 4 4.7 0.00087 5 6 0 5 6 6 11.14 0.00019 1 1 0 1 1 1 1.61 0.00025 X X X X X X X 0 X X X X X X X 0 3 0.000328 0.000377 X X X X X X X 0 1 2 0 1 2 2 2.68 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.51E-05 3.01E-05 VATPase_H, regulatory vacuolar ATP synthase cytoplasm [pmid 1639850]; cytoskeleton cytoskeletal protein binding [pmid 9 13
920 ENSG00000101444:ENSMUSG00000027597:ENSRNOG00000025827 AHCY gi|9951915|ref|NP_gi|9951915|ref|NP_000678.1| S-adenosylhomocysteine hydrola 432 47716 6.3 0 o Q 22 0.001 X X X X X X X 0 2 3 0 2 3 3 7.87 0.00016 X X X X X X X 0 1 2 0 1 2 2 4.86 8.2E-05 X X X X X X X 0 2 6.09E-05 7.76E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.17 3.8E-05 4 8 0 4 8 8 10.19 0.00071 2 0.000187 0.00035 S-adenosyl-L-homocysteine hydrolase (AdoHycase) cytoplasm adenosylhomocysteinase activity [pmid 8 14
921 ENSG00000079332:ENSMUSG00000020088:ENSRNOG00000000557 SAR1A gi|9910542|ref|NP_gi|9910542|ref|NP_064535.1| SAR1a gene homolog 1 [Homo sa 198 22367 6.7 0 o Q 27 0.002 X X X X X X X 0 1 2 0 0 2 2 5.56 0.00024 X X X X X X X 0 3 5 1 2 4 4.8 32.83 0.00043 X X X X X X X 0 2 0.000166 0.000207 X X X X X X X 0 2 2 1 1 1 2 22.73 0.00023 X X X X X X X 0 1 1 0 1 1 1 17.17 8.2E-05 X X X X X X X 0 2 7.73E-05 0.000107 Sar1 subfamily. Sar1 is an essential component of cytoplasm; endoplasmic reticulum; GTP binding; GTPase activity; 7 10
922 ENSG00000125304:ENSMUSG00000025544:ENSRNOG00000012751 TM9SF2 gi|4758874|ref|NP_gi|4758874|ref|NP_004791.1| transmembrane 9 superfamily me 663 75776 7.4 9 o301-323i364-38S 36 0.997 X X X X X X X 0 1 2 0 1 2 2 2.26 7E-05 X X X X X X X 0 1 4 0 1 4 4 3.62 0.00011 X X X X X X X 0 2 4.42E-05 5.32E-05 X X X X X X X 0 6 22 0 6 22 22 15.69 0.00074 X X X X X X X 0 2 2 0 2 2 2 5.13 4.9E-05 X X X X X X X 0 2 0.000198 0.000365 Endomembrane protein 70; pfam02990 endosome [pmid 9729438]; integral to transporter activity 10 30
923 ENSG00000146223:ENSMUSG00000063888:ENSRNOG00000016269 RPL7L1 gi|50053872|ref|NPgi|50053872|ref|NP_940888.2| ribosomal protein L7-like 1 [Homo 246 28661 10.5 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 13.01 0.00028 X X X X X X X 0 1 1 0 1 1 1 7.32 7.2E-05 X X X X X X X 0 2 8.91E-05 0.000135 X X X X X X X 0 2 5 0 2 5 5 11.79 0.00046 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.72 0.00016 2 0.000153 0.000215 The archeal/eukaryotic ribosomal protein L7 (known intracellular; large ribosomal subunit structural constituent of ribosome; 6 10
924 ENSG00000173959:ENSMUSG00000006456:ENSRNOG00000019669 RBM14 gi|5454064|ref|NP_gi|5454064|ref|NP_006319.1| RNA binding motif protein 14 [Hom 669 69492 9.7 0 o Q 31 0.001 X X X X X X X 0 1 7 0 1 7 7 2.09 0.00024 X X X X X X X 0 3 5 0 3 5 5 5.68 0.00013 X X X X X X X 0 2 9.4E-05 0.000118 X X X X X X X 0 3 5 0 3 5 5 7.32 0.00017 X X X X X X X 0 3 17 0 3 17 17 8.07 0.00041 X X X X X X X 0 2 0.000146 0.000196 RNA recognition motif; smart00360 mediator complex [pmid 11443112]; ligand-dependent nuclear receptor 10 34
925 ENSG00000165282:ENSMUSG00000028454:ENSRNOG00000009930 PIGO gi|23397648|ref|NPgi|23397648|ref|NP_116023.2|;gi|38045917|ref|NP_690577.2| phosphatidylinositol glycan ancho 1089 118699 8.1 14 i7-29o452-474i47S 23 0.886 1 3 0 0 3 3 1.65 0.00045 1 2 0 0 2 2 1.65 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000122 0.000217 1 1 0 0 1 1 1.65 0.00041 1 2 0 0 2 2 1.65 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000112 0.000198 Uncharacterized proteins of the AP superfamily endoplasmic reticulum; endoplasmic hydrolase activity; transferase activity 4 8
926 ENSG00000162736:ENSMUSG00000003458:ENSRNOG00000005355 NCSTN gi|24638433|ref|NPgi|24638433|ref|NP_056146.1| nicastrin precursor [Homo sapiens 709 78411 6 1 o670-692i S 34 0.997 X X X X X X X 0 3 4 0 3 4 4 11.85 0.00013 X X X X X X X 0 1 3 0 1 3 3 4.09 7.5E-05 X X X X X X X 0 2 5.16E-05 6.39E-05 X X X X X X X 0 2 16 0 2 16 16 10.16 0.00051 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 6.06 0.00022 2 0.000181 0.00024 Nicastrin. Nicastrin and presenilin are two major endoplasmic reticulum [pmid 15274632]; protein binding [pmid 12297508] 8 27
927 ENSG00000116350:ENSMUSG00000028911:ENSRNOG00000010007 SFRS4 gi|21361282|ref|NPgi|21361282|ref|NP_005617.2| splicing factor, arginine/serine-rich 494 56678 11.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.43 4.7E-05 X X X X X X X 0 1 1 0 1 1 1 2.43 3.6E-05 1 1 0 1 1 1 2.43 0.00082 3 2.07E-05 2.44E-05 X X X X X X X 0 1 4 0 1 4 4 2.43 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.54E-05 9.08E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus [pmid 8321209] nucleotide binding; RNA splicing factor 4 7
928 ENSG00000128654:ENSMUSG00000027099:ENSRNOG00000001559 MTX2 gi|54792077|ref|NPgi|54792077|ref|NP_001006636.1|;gi|5729937|ref|NP_006545.1| metaxin 2 isoform b [Homo sapien 253 28823 6.5 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 8.7 0.00028 X X X X X X X 0 1 6.98E-05 0.00014 X X X X X X X 0 1 2 0 0 2 2 8.7 0.00018 X X X X X X X 0 1 1 0 0 1 1 10.67 6.5E-05 2 2 0 0 2 2 12.65 0.0003 3 0.000136 0.000133 GST_N family, Metaxin subfamily, Metaxin 2; a membrane; mitochondrial outer membrane 5 9
929 ENSG00000075239:ENSMUSG00000032047:ENSRNOG00000007862 ACAT1 gi|4557237|ref|NP_gi|4557237|ref|NP_000010.1| acetyl-Coenzyme A acetyltransfer 427 45200 8.8 0 o Q 15 0.31 1 2 0 1 2 2 3.98 0.00076 1 1 0 1 1 1 6.79 5.5E-05 X X X X X X X 0 3 6 0 3 6 6 12.65 0.00025 X X X X X X X 0 3 0.000266 0.000346 X X X X X X X 0 1 2 0 1 2 2 6.79 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.25E-05 Thiolase are ubiquitous enzymes that catalyze the mitochondrion [pmid 1715688] acetyl-CoA C-acetyltransferase activity 6 11
930 ENSG00000185627:ENSMUSG00000025487:ENSRNOG00000014109 PSMD13 gi|157502193|ref|Ngi|157502193|ref|NP_002808.3| proteasome 26S non-ATPase sub 376 42946 5.8 0 o Q 20 0 X X X X X X X 0 1 2 0 1 2 2 3.99 0.00012 X X X X X X X 0 1 1 0 1 1 1 2.66 4.7E-05 X X X X X X X 0 2 4.28E-05 5.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 10 0 2 10 10 11.97 0.00043 3 3 0 3 3 3 15.43 0.00031 2 0.000185 0.00022 7 16
931 ENSG00000206305:NA:NA HLA-DQA1 gi|169217612|ref|Xgi|169217612|ref|XP_001722157.1| HLA-DQA1 major histocompatibil 254 27937 5.4 1 o217-239i S 24 0.997 X X X X X X X 0 4 5 3 2 2 2.3 16.14 0.00021 X X X X X X X 0 1 2 0 1 2 2 5.51 0.00014 X X X X X X X 0 2 8.76E-05 0.000105 X X X X X X X 0 2 7 3 1 4 4.387 14.96 0.00039 X X X X X X X 0 X X X X X X X 0 3 3 2 1 1 1.036 16.93 0.00016 2 0.000136 0.000183 10 17
932 ENSG00000119707:ENSMUSG00000010608:ENSRNOG00000002871 RBM25 gi|55741709|ref|NPgi|55741709|ref|NP_067062.1|;gi|82942723|ref|XP_905037.1| RNA binding motif protein 25 [Hom 843 100186 6.3 0 o Q 55 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 17 0 0 17 17 11.03 0.00036 X X X X X X X 0 1 8.91E-05 0.000178 X X X X X X X 0 2 3 0 0 3 3 5.34 8E-05 X X X X X X X 0 1 7 0 0 7 7 2.97 0.00014 1 1 0 0 1 1 1.9 4.6E-05 3 6.52E-05 5.71E-05 RNA-binding proteins (RRM domain) [General mRNA binding; nucleic acid binding; 9 28
933 ENSG00000166974:ENSMUSG00000024277:NA MAPRE2 gi|10346135|ref|NPgi|10346135|ref|NP_055083.1| microtubule-associated protein, R 327 37031 5.6 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 9.79 0.00029 X X X X X X X 0 1 1 0 1 1 1 5.81 5.4E-05 X X X X X X X 0 2 8.48E-05 0.000136 X X X X X X X 0 3 5 0 3 5 5 11.01 0.00034 X X X X X X X 0 2 4 0 2 4 4 11.93 0.0002 X X X X X X X 0 2 0.000136 0.000167 Calponin homology (CH) domain. The CH domain is microtubule microtubule binding 8 14
934 ENSG00000125414:ENSMUSG00000033196:ENSRNOG00000031400 MYH2 gi|153792663|ref|Ngi|153792663|ref|NP_060004.3| myosin, heavy chain 2, skeletal m 1941 223042 5.8 0 o Q 14 0 X X X X X X X 0 24 43 41 2 2 7.547 16.02 9.1E-05 4 15 6 0 9 12 3.25 0.00116 6 16 12 2 4 8.385 5.31 7.6E-05 X X X X X X X 0 3 0.000332 0.000554 X X X X X X X 0 4 7 7 0 0 0.5 3.35 5.8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.44E-06 2.89E-06 38 81
935 ENSG00000082153:ENSMUSG00000051223:NA BZW1 gi|41281429|ref|NPgi|41281429|ref|NP_055485.2| basic leucine zipper and W2 dom 353 40539 6.5 0 o Q 0 0 1 1 0 1 1 1 7.37 0.00046 1 1 0 1 1 1 7.37 6.6E-05 X X X X X X X 0 1 4 0 1 4 4 7.37 0.0002 X X X X X X X 0 3 0.000181 0.000203 X X X X X X X 0 1 3 0 1 3 3 7.37 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.77E-05 9.53E-05 Domain at the C-termini of GCD6, eIF-2B epsilon, eIF- cytoplasm [pmid 10942595] translation initiation factor activity 4 9
936 ENSG00000064666:ENSMUSG00000004665:NA CNN2 gi|4758018|ref|NP_gi|4758018|ref|NP_004359.1| calponin 2 isoform a [Homo sapie 309 33697 7.3 0 o Q 25 0 1 1 0 1 1 1 4.53 0.00052 1 2 0 1 2 2 5.5 0.00015 X X X X X X X 0 2 7 0 2 7 7 10.03 0.0004 X X X X X X X 0 3 0.000269 0.000237 X X X X X X X 0 1 1 0 1 1 1 5.5 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.82E-05 3.63E-05 Calponin homology domain; actin-binding domain cytoskeleton [pmid 8889829]; intercellular actin binding [pmid 8889829]; 5 11
937 ENSG00000068120:ENSMUSG00000001755:ENSRNOG00000019918 COASY gi|110227611|ref|Ngi|110227611|ref|NP_001035997.1| coenzyme A synthase isoform a [ 564 62329 7 0 o S 24 0.997 X X X X X X X 0 3 5 0 3 5 5 10.28 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.17E-05 0.000103 X X X X X X X 0 1 2 0 1 2 2 2.66 8E-05 X X X X X X X 0 1 4 0 1 4 4 3.37 0.00012 1 7 0 1 7 7 3.01 0.00048 3 0.000168 0.000211 6 18
938 ENSG00000108559:ENSMUSG00000040667:ENSRNOG00000006126 NUP88 gi|24497453|ref|NPgi|24497453|ref|NP_002523.2| nucleoporin 88kDa [Homo sapien 741 83542 5.7 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.29 0.00025 3 10 0 3 10 10 5.67 0.00024 X X X X X X X 0 2 0.000123 0.000142 X X X X X X X 0 1 2 0 1 2 2 3.24 6.1E-05 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 6.34 0.00031 2 9.28E-05 0.000148 RecF/RecN/SMC N terminal domain. This domain is nuclear pore [pmid 9049309]; nucleus transporter activity [pmid 9049309] 9 19
939 ENSG00000100596:ENSMUSG00000021036:ENSRNOG00000012210 SPTLC2 gi|4758668|ref|NP_gi|4758668|ref|NP_004854.1| serine palmitoyltransferase, long c 562 62924 7.8 0 o Q 44 0.002 1 2 0 1 2 2 3.2 0.00058 2 2 0 2 2 2 7.65 8.3E-05 X X X X X X X 0 2 4 0 2 4 4 6.58 0.00013 X X X X X X X 0 3 0.000196 0.000259 X X X X X X X 0 3 4 0 3 4 4 11.39 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.99E-05 7.98E-05 7-keto-8-aminopelargonate synthetase and related endoplasmic reticulum; integral to acyltransferase activity; serine C- 8 12
940 ENSG00000185129:ENSMUSG00000043991:ENSRNOG00000019062 PURA gi|5032007|ref|NP_gi|5032007|ref|NP_005850.1| purine-rich element binding protei 322 34911 6.4 0 o Q 23 0.009 1 1 0 1 1 1 7.14 0.0005 1 1 0 1 1 1 8.07 7.2E-05 X X X X X X X 0 1 1 0 1 1 1 8.07 5.5E-05 X X X X X X X 0 3 0.000158 0.000233 X X X X X X X 0 2 3 0 2 3 3 14.91 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.23E-05 0.000105 DNA/RNA-binding repeats in PUR-alpha/beta/gamma DNA replication factor A complex; nuclear DNA binding; double-stranded telomeric 5 6
941 ENSG00000132382:ENSMUSG00000040463:ENSRNOG00000015236 MYBBP1A gi|157694492|ref|Ngi|157694492|ref|NP_055335.2|;gi|157694494|ref|NP_001099008.1| MYB binding protein 1a isoform 2 1328 148854 9.3 0 o Q 21 0 X X X X X X X 0 9 17 0 0 17 17 13.1 0.0003 X X X X X X X 0 7 15 0 0 15 15 9.41 0.0002 X X X X X X X 0 2 0.000125 0.000149 X X X X X X X 0 7 14 0 0 14 14 10.69 0.00024 X X X X X X X 0 3 8 0 0 8 8 3.31 9.8E-05 X X X X X X X 0 2 8.37E-05 0.000112 26 54
942 ENSG00000140284:ENSMUSG00000027359:ENSRNOG00000010128 SLC27A2 gi|4503653|ref|NP_gi|4503653|ref|NP_003636.1| solute carrier family 27 (fatty acid 620 70312 8.4 3 i5-27o116-138i26S 25 0.992 X X X X X X X 0 1 1 0 1 1 1 4.35 3.8E-05 X X X X X X X 0 1 2 0 1 2 2 1.45 5.7E-05 X X X X X X X 0 2 2.37E-05 2.84E-05 X X X X X X X 0 10 17 0 10 17 17 27.74 0.00062 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.35 0.00012 2 0.000185 0.000293 acyl-CoA synthase; PRK08279 endoplasmic reticulum [pmid 10198260]; catalytic activity; ligase activity; long- 13 22
943 ENSG00000095261:ENSMUSG00000026869:ENSRNOG00000018809 PSMD5 gi|4826952|ref|NP_gi|4826952|ref|NP_005038.1| proteasome 26S non-ATPase sub 504 56196 5.5 0 o Q 16 0.053 X X X X X X X 0 3 7 0 3 7 7 10.52 0.00032 X X X X X X X 0 3 5 0 3 5 5 11.11 0.00018 X X X X X X X 0 2 0.000125 0.000156 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.17 3.2E-05 2 4 0 2 4 4 5.16 0.0003 2 8.43E-05 0.000148 cytosol; proteasome complex (sensu binding 9 17
944 ENSG00000087008:ENSMUSG00000029098:ENSRNOG00000008474 ACOX3 gi|156104864|ref|Ngi|156104864|ref|NP_003492.2| acyl-Coenzyme A oxidase 3, prist 700 77629 7.3 0 o Q 24 0 1 2 0 1 2 2 2.29 0.00046 1 2 0 1 2 2 2 6.7E-05 1 2 0 1 2 2 2.43 0.00054 X X X X X X X 0 X X X X X X X 0 3 0.000267 0.000272 X X X X X X X 0 1 2 0 1 2 2 5.57 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.6E-05 3.2E-05 4 8
945 ENSG00000131269:ENSMUSG00000031333:ENSRNOG00000002790 ABCB7 gi|42490749|ref|NPgi|42490749|ref|NP_004290.2| ATP-binding cassette, sub-family 753 82769 9.3 5 i143-165o185-20S 37 0.924 1 1 0 1 1 1 4.91 0.00022 6 12 0 6 12 12 14.87 0.00037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000147 0.000181 X X X X X X X 0 3 6 0 3 6 6 7.04 0.00018 X X X X X X X 0 1 2 0 1 2 2 3.19 4.3E-05 X X X X X X X 0 2 5.55E-05 8.47E-05 ABC transporter transmembrane region. This family integral to membrane; membrane; ATP binding [pmid 9621516]; ATPase 11 21
946 ENSG00000125970:ENSMUSG00000027593:ENSRNOG00000017405 RALY gi|21396480|ref|NPgi|21396480|ref|NP_031393.2|;gi|8051631|ref|NP_057951.1|RNA binding protein (autoantigen 290 30364 9.6 0 o Q 0 0 X X X X X X X 0 3 5 0 0 5 5 25.17 0.0004 X X X X X X X 0 1 1 0 0 1 1 17.93 6.1E-05 X X X X X X X 0 2 0.000116 0.000193 X X X X X X X 0 1 3 0 0 3 3 7.24 0.00023 X X X X X X X 0 1 2 0 0 2 2 7.24 0.00011 X X X X X X X 0 2 8.62E-05 0.000111 RNA recognition motif; smart00360 heterogeneous nuclear ribonucleoprotein nucleic acid binding; nucleotide binding; 6 11
947 ENSG00000205339:ENSMUSG00000066232:ENSRNOG00000010427 IPO7 gi|5453998|ref|NP_gi|5453998|ref|NP_006382.1| importin 7 [Homo sapiens] 1038 119516 4.8 0 o Q 22 0 X X X X X X X 0 3 3 0 3 3 3 3.66 6.7E-05 X X X X X X X 0 3 7 0 3 7 7 4.91 0.00012 X X X X X X X 0 2 4.66E-05 5.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 9.06 0.00014 8 13 0 8 13 13 10.4 0.00048 2 0.000156 0.000227 Importin, protein involved in nuclear import cytoplasm; nuclear pore [pmid 9214382]; protein binding [pmid 15964792]; protein 18 32
948 ENSG00000159692:ENSMUSG00000037373:ENSRNOG00000005428 CTBP1 gi|4557497|ref|NP_gi|4557497|ref|NP_001319.1|;gi|61743967|ref|NP_001012632.1| C-terminal binding protein 1 isofo 440 47535 6.8 0 o Q 27 0 X X X X X X X 0 2 3 0 0 3 3 12.05 0.00016 X X X X X X X 0 4 7 0 0 7 7 18.86 0.00028 X X X X X X X 0 2 0.00011 0.000136 X X X X X X X 0 1 2 0 0 2 2 4.32 0.0001 X X X X X X X 0 3 7 0 0 7 7 18.18 0.00026 X X X X X X X 0 2 9.04E-05 0.000123 D-isomer specific 2-hydroxyacid dehydrogenase, NAD nucleus NAD binding; oxidoreductase activity; 10 19
949 ENSG00000079462:ENSMUSG00000005447:ENSRNOG00000020481 PAFAH1B3 gi|4505587|ref|NP_gi|4505587|ref|NP_002564.1| platelet-activating factor acetylhyd 231 25734 6.8 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 5.19 0.0002 X X X X X X X 0 2 3 0 2 3 3 20.35 0.00023 X X X X X X X 0 2 0.000108 0.000125 X X X X X X X 0 1 3 0 1 3 3 10.39 0.00029 X X X X X X X 0 1 1 0 1 1 1 9.96 7.1E-05 X X X X X X X 0 2 9.05E-05 0.000138 PAF_acetylhydrolase (PAF-AH)_like subfamily of cytoplasm; soluble fraction 1-alkyl-2-acetylglycerophosphocholine 5 9
950 ENSG00000197142:ENSMUSG00000024981:ENSRNOG00000016265 ACSL5 gi|42794756|ref|NPgi|42794756|ref|NP_057318.2|;gi|42794760|ref|NP_976314.1| acyl-CoA synthetase long-chain fa 739 82263 7.4 2 o43-65i72-89o Q 0 0 X X X X X X X 0 7 13 0 0 13 13 15.43 0.00041 X X X X X X X 0 2 3 0 0 3 3 4.47 7.2E-05 X X X X X X X 0 2 0.000121 0.000196 X X X X X X X 0 4 8 0 0 8 8 9.34 0.00024 X X X X X X X 0 2 3 0 0 3 3 5.55 6.6E-05 X X X X X X X 0 2 7.73E-05 0.000115 Long-chain acyl-CoA synthetases (AMP-forming) integral to membrane; membrane; catalytic activity; ligase activity; long- 15 27
951 ENSG00000171763:ENSMUSG00000074876:ENSRNOG00000000169 SPATA5L1 gi|13129040|ref|NPgi|13129040|ref|NP_076968.1| spermatogenesis associated 5-lik 753 80682 8 0 o Q 47 0.001 X X X X X X X 0 1 2 0 1 2 2 1.59 6.2E-05 X X X X X X X 0 1 3 0 1 3 3 2.26 7E-05 X X X X X X X 0 2 3.31E-05 3.84E-05 1 1 0 1 1 1 2.52 0.00059 1 2 0 1 2 2 2.52 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000162 0.000286 AAA-superfamily of ATPases associated with a wide ATP binding; nucleoside-triphosphatase 4 8
952 ENSG00000006125:ENSMUSG00000035152:ENSRNOG00000017678 AP2B1 gi|4557469|ref|NP_gi|4557469|ref|NP_001273.1|;gi|71773106|ref|NP_001025177.1| adaptor-related protein complex 2 937 104553 5.4 0 o Q 0 0 X X X X X X X 0 2 4 2 0 2 4 5.44 1E-04 X X X X X X X 0 2 5 4 0 1 1.444 8 2.7E-05 X X X X X X X 0 2 3.17E-05 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 2.88 8.7E-05 4 14 0 0 14 14 5.66 0.00057 2 0.000165 0.000275 Adaptin C-terminal domain. Alpha adaptin is a clathrin coat of trans-Golgi network vesicle; binding; protein binding [pmid 9 28
953 ENSG00000134602:ENSMUSG00000031112:ENSRNOG00000007879 MST4 gi|15011880|ref|NPgi|15011880|ref|NP_057626.2| serine/threonine protein kinase M 416 46529 5.3 0 o Q 19 0.004 X X X X X X X 0 2 2 1 1 1 1.333 11.3 7.5E-05 X X X X X X X 0 3 9 3 2 6 8.571 18.51 0.00036 X X X X X X X 0 2 0.00011 0.000173 X X X X X X X 0 2 2 1 1 1 2 10.82 0.00011 X X X X X X X 0 1 6 0 1 6 6 3.61 0.00024 X X X X X X X 0 2 8.58E-05 0.000112 Serine/Threonine protein kinases, catalytic domain. Golgi apparatus ATP binding [pmid 11641781]; identical 8 19
954 ENSG00000119777:ENSMUSG00000038828:ENSRNOG00000008812 TMEM214 gi|134152721|ref|Ngi|134152721|ref|NP_060197.4| hypothetical protein LOC54867 is 689 77151 9.1 0 o Q 33 0 X X X X X X X 0 5 10 1 5 9 9 13.5 0.0003 X X X X X X X 0 1 1 0 1 1 1 3.05 2.6E-05 X X X X X X X 0 2 8.26E-05 0.000149 X X X X X X X 0 5 12 0 5 12 12 14.51 0.00039 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.03 5.6E-05 2 0.000112 0.000188 12 24
955 NA:ENSMUSG00000063754:ENSRNOG00000032777 RPL26 gi|4506621|ref|NP_gi|4506621|ref|NP_000978.1| ribosomal protein L26 [Homo sap 145 17258 10.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.21 0.00012 X X X X X X X 0 1 3.05E-05 6.09E-05 X X X X X X X 0 1 2 0 1 2 2 6.21 0.00031 X X X X X X X 0 1 2 0 1 2 2 6.21 0.00023 1 1 0 1 1 1 6.21 0.00026 3 0.0002 0.000138 50S ribosomal protein L24P; PRK01191 intracellular; large ribosomal subunit structural constituent of ribosome 4 6
956 ENSG00000189369:ENSMUSG00000071723:NA GSPT2 gi|46094014|ref|NPgi|46094014|ref|NP_060564.2| peptide chain release factor 3 [Ho 628 68883 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 2 1 1 1.5 6.53 4.2E-05 1 1 0 1 1 1 5.57 0.00065 2 1.05E-05 2.11E-05 X X X X X X X 0 1 2 0 0 2 2 1.91 7.1E-05 X X X X X X X 0 2 3 3 0 0 0 5.41 0 1 1 0 1 1 1 2.87 6.1E-05 2 3.31E-05 3.85E-05 This family represents eEF1alpha-like C-terminal intracellular GTP binding; GTPase activity; protein 8 10
957 ENSG00000122971:ENSMUSG00000029545:ENSRNOG00000001177 ACADS gi|4557233|ref|NP_gi|4557233|ref|NP_000008.1| acyl-Coenzyme A dehydrogenase 412 44297 8 0 o Q 17 0.208 X X X X X X X 0 1 1 0 1 1 1 6.07 5.7E-05 X X X X X X X 0 2 9 0 2 9 9 9.22 0.00039 X X X X X X X 0 2 0.000111 0.000185 X X X X X X X 0 1 1 0 1 1 1 6.07 5.4E-05 X X X X X X X 0 1 7 0 1 7 7 6.07 0.00028 X X X X X X X 0 2 8.29E-05 0.000132 Short chain acyl-CoA dehydrogenase (SCAD). SCAD mitochondrion butyryl-CoA dehydrogenase activity; 5 18
958 ENSG00000072210:ENSMUSG00000010025:ENSRNOG00000002342 ALDH3A2 gi|4557303|ref|NP_gi|4557303|ref|NP_000373.1|;gi|73466520|ref|NP_001026976.1| aldehyde dehydrogenase 3A2 iso 485 54848 7.9 1 o464-482i Q 53 0 X X X X X X X 0 4 9 0 0 9 9 11.55 0.00043 X X X X X X X 0 1 2 0 0 2 2 3.09 7.3E-05 X X X X X X X 0 2 0.000126 0.000207 X X X X X X X 0 2 5 0 0 5 5 4.74 0.00023 X X X X X X X 0 1 1 0 0 1 1 3.09 3.4E-05 X X X X X X X 0 2 6.62E-05 0.000111 Aldehyde dehydrogenase family. This family of endoplasmic reticulum; integral to 3-chloroallyl aldehyde dehydrogenase 8 17
959 ENSG00000122359:ENSMUSG00000079329:ENSRNOG00000010984 ANXA11 gi|22165433|ref|NPgi|22165433|ref|NP_665876.1| annexin A11 [Homo sapiens] 505 54390 7.7 0 o Q 28 0.001 2 2 0 2 2 2 6.14 0.00064 3 6 0 3 6 6 7.72 0.00028 X X X X X X X 0 1 4 0 1 4 4 3.17 0.00014 X X X X X X X 0 3 0.000265 0.000276 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.38 3.2E-05 X X X X X X X 0 1 8.08E-06 1.62E-05 Annexin. This family of annexins also includes giardin cytoplasm [pmid 7508441]; nuclear calcium ion binding; calcium-dependent 7 13
960 ENSG00000165672:ENSMUSG00000024997:ENSRNOG00000010958 PRDX3 gi|32483377|ref|NPgi|32483377|ref|NP_054817.2|;gi|5802974|ref|NP_006784.1|peroxiredoxin 3 isoform b [Homo 238 25839 7.5 0 o S 36 0.956 X X X X X X X 0 1 2 0 0 2 2 13.03 0.0002 X X X X X X X 0 1 3 0 0 3 3 5.88 0.00022 X X X X X X X 0 2 0.000105 0.000121 X X X X X X X 0 1 2 0 0 2 2 5.88 0.00019 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.78 0.00016 2 8.75E-05 0.000102 Peroxiredoxin (PRX) family, Typical 2-Cys PRX IkappaB kinase complex [pmid 12492477]; alkyl hydroperoxide reductase activity 4 8
961 ENSG00000156026:ENSMUSG00000009647:NA CCDC109A; LOC294gi|24308400|ref|NPgi|109510077|ref|XP_001054087.1|;gi|24308400|ref|NP_612366.1| coiled-coil domain containing 109 350 39758 8.6 3 o20-39i233-255oS 23 0.997 X X X X X X X 0 1 2 0 0 2 2 5.43 0.00013 X X X X X X X 0 2 4 0 0 4 4 8.29 0.0002 X X X X X X X 0 2 8.38E-05 0.000101 X X X X X X X 0 2 3 0 0 3 3 8 0.00019 X X X X X X X 0 1 5 0 0 5 5 3.71 0.00023 X X X X X X X 0 2 0.000106 0.000124 Protein of unknown function, DUF607. This family 6 14
962 ENSG00000168883:ENSMUSG00000056305:ENSRNOG00000010930 USP39 gi|56550051|ref|NPgi|56550051|ref|NP_006581.2| ubiquitin specific protease 39 [Ho 565 65381 8.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 9.38 0.00019 X X X X X X X 0 1 4.69E-05 9.38E-05 X X X X X X X 0 1 2 0 1 2 2 2.3 7.9E-05 X X X X X X X 0 4 8 0 4 8 8 9.2 0.00023 3 4 0 3 4 4 9.2 0.00027 3 0.000146 0.000128 A subfamily of Peptidase C19. Peptidase C19 intracellular; nucleus cysteine-type endopeptidase activity; 12 20
963 ENSG00000132612:ENSMUSG00000031913:ENSRNOG00000020351 VPS4A gi|7019569|ref|NP_gi|7019569|ref|NP_037377.1| vacuolar protein sorting factor 4A 437 48898 7.8 0 o Q 17 0 X X X X X X X 0 1 2 0 1 2 2 4.58 0.00011 X X X X X X X 0 2 4 2 1 2 3 11.9 0.00012 X X X X X X X 0 2 5.7E-05 6.61E-05 X X X X X X X 0 2 5 0 2 5 5 7.78 0.00026 X X X X X X X 0 1 7 0 1 7 7 4.58 0.00026 X X X X X X X 0 2 0.00013 0.00015 MIT: domain contained within Microtubule Interacting cytoplasm [pmid 11563910]; membrane; ATP binding; nucleoside-triphosphatase 6 18
964 ENSG00000160194:ENSMUSG00000024038:ENSRNOG00000001182 NDUFV3 gi|48255924|ref|NPgi|48255924|ref|NP_066553.3| NADH-ubiquinone oxidoreductase 473 50984 9.2 0 o Q 39 0.071 X X X X X X X 0 1 4 0 1 4 4 2.96 0.0002 X X X X X X X 0 1 2 0 1 2 2 4.23 7.5E-05 X X X X X X X 0 2 6.8E-05 9.31E-05 X X X X X X X 0 3 3 0 3 3 3 9.51 0.00014 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.23 0.00032 2 0.000117 0.000154 mitochondrion NADH dehydrogenase (ubiquinone) 6 13
965 ENSG00000153310:ENSMUSG00000022378:ENSRNOG00000005145 FAM49B gi|42734438|ref|NPgi|42734438|ref|NP_057707.3| hypothetical protein LOC51571 [H 324 36748 6.1 0 o Q 16 0.001 X X X X X X X 0 2 4 0 2 4 4 15.74 0.00029 X X X X X X X 0 1 1 1 0 0 0 4.01 0 X X X X X X X 0 1 7.2E-05 0.000144 X X X X X X X 0 1 1 0 1 1 1 8.33 6.9E-05 X X X X X X X 0 1 1 0 1 1 1 11.73 5E-05 1 1 0 1 1 1 5.86 0.00012 3 5.95E-05 4.9E-05 Protein of unknown function (DUF1394). This family 6 8
966 ENSG00000100129:ENSMUSG00000033047:ENSRNOG00000011020 EIF3EIP gi|7705433|ref|NP_gi|7705433|ref|NP_057175.1| eukaryotic translation initiation fac 564 66727 6.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.84 4.1E-05 X X X X X X X 0 2 5 0 2 5 5 7.45 0.00016 X X X X X X X 0 2 4.95E-05 7.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.01 5.8E-05 3 7 0 3 7 7 5.32 0.00048 2 0.000134 0.00023 binding; protein binding [pmid 7 15
967 ENSG00000096060:ENSMUSG00000024222:ENSRNOG00000022523 FKBP5 gi|4758384|ref|NP_gi|4758384|ref|NP_004108.1| FK506 binding protein 5 [Homo sa 457 51212 5.9 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 5.03 0.0001 X X X X X X X 0 4 11 0 4 11 11 13.35 0.00043 X X X X X X X 0 2 0.000132 0.000201 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.03 3.6E-05 1 2 0 1 2 2 3.28 0.00017 2 5.09E-05 7.98E-05 Tetratricopeptide repeat domain; typically contains 34 nucleus FK506 binding [pmid 9001212]; 7 16
968 ENSG00000108588:ENSMUSG00000078622:ENSRNOG00000009006 CCDC47 gi|9910242|ref|NP_gi|9910242|ref|NP_064583.1| coiled-coil domain containing 47 [ 483 55816 4.9 0 o S 21 0.998 X X X X X X X 0 3 6 0 3 6 6 9.11 0.00029 X X X X X X X 0 1 2 0 1 2 2 4.97 7.3E-05 X X X X X X X 0 2 9.07E-05 0.000137 X X X X X X X 0 3 6 0 3 6 6 10.77 0.00028 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.11 7.9E-05 2 8.95E-05 0.000132 Protein of unknown function (DUF1682). The integral to membrane; membrane 8 15
969 ENSG00000184640:ENSMUSG00000059248:ENSRNOG00000002807 SEPT9 gi|116256489|ref|Ngi|116256489|ref|NP_006631.2| septin 9 isoform c [Homo sapiens 568 63666 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 3.17 0.00019 X X X X X X X 0 1 4.66E-05 9.33E-05 X X X X X X X 0 1 1 0 1 1 1 3.17 3.9E-05 X X X X X X X 0 3 14 0 3 14 14 9.51 0.0004 1 1 0 1 1 1 2.99 6.8E-05 3 0.000127 0.000185 6 22
970 ENSG00000159753:ENSMUSG00000050357:ENSRNOG00000024452 RLTPR gi|66392157|ref|NPgi|66392157|ref|NP_001013860.1| RGD motif, leucine rich repeats, t 1435 154688 6.8 0 o Q 38 0 X X X X X X X 0 2 3 0 2 3 3 2.02 4.9E-05 X X X X X X X 0 1 2 0 1 2 2 1.18 2.5E-05 X X X X X X X 0 2 1.83E-05 2.34E-05 1 2 0 1 2 2 1.18 0.00062 1 1 0 1 1 1 1.18 1.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000159 0.000307 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 5 8
971 ENSG00000150527:ENSMUSG00000021000:ENSRNOG00000005101 CTAGE5 gi|42740897|ref|NPgi|42740897|ref|NP_005921.2|;gi|42740901|ref|NP_976231.1|;gi|42740905|ref|NP_976229.1| CTAGE family, member 5 isoform 804 90996 5.2 1 i38-60o A 26 0 1 1 0 0 1 1 1.74 0.0002 5 10 0 0 10 10 10.07 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000123 0.000146 X X X X X X X 0 4 7 0 0 7 7 7.09 0.0002 X X X X X X X 0 1 1 0 0 1 1 2.24 2E-05 X X X X X X X 0 2 5.39E-05 9.48E-05 Chromosome segregation ATPases [Cell division and 3'-5'-exoribonuclease activity; enzyme 11 19
972 ENSG00000196415:ENSMUSG00000057729:ENSRNOG00000029814 PRTN3 gi|71361688|ref|NPgi|71361688|ref|NP_002768.3| proteinase 3 (serine proteinase, n 256 27807 8.3 0 o S 26 1 1 1 0 1 1 1 4.69 0.00063 2 2 1 2 1 1 14.06 9.1E-05 X X X X X X X 0 1 2 0 1 2 2 4.69 0.00014 X X X X X X X 0 3 0.000216 0.000284 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.69 6.4E-05 X X X X X X X 0 1 1.59E-05 3.19E-05 Trypsin-like serine protease; Many of these are protein binding [pmid 15527767]; serine- 5 6
973 ENSG00000088888:ENSMUSG00000037523:ENSRNOG00000025295 MAVS gi|83776598|ref|NPgi|83776598|ref|NP_065797.2| virus-induced signaling adapter [H 540 56528 5.5 1 o513-535i Q 0 0 X X X X X X X 0 4 6 0 4 6 6 17.41 0.00026 X X X X X X X 0 3 4 0 3 4 4 16.85 0.00013 X X X X X X X 0 2 9.75E-05 0.000124 X X X X X X X 0 3 6 0 3 6 6 15.37 0.00025 X X X X X X X 0 1 2 0 1 2 2 6.67 6E-05 X X X X X X X 0 2 7.74E-05 0.000118 integral to membrane; membrane; protein binding [pmid 16177806]; signal 11 18
974 ENSG00000105755:ENSMUSG00000064254:ENSRNOG00000019982 ETHE1 gi|41327741|ref|NPgi|41327741|ref|NP_055112.2| ETHE1 protein [Homo sapiens] 254 27873 6.8 0 o Q 35 0.037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 2 2 2 2 13.39 0.00014 X X X X X X X 0 1 3.48E-05 6.95E-05 X X X X X X X 0 1 3 0 1 3 3 8.27 0.00026 X X X X X X X 0 1 1 0 1 1 1 8.27 6.4E-05 1 2 0 1 2 2 7.48 0.0003 3 0.000158 0.000148 Zn-dependent hydrolases, including glyoxylases cytoplasm [pmid 11256614]; mitochondrion; hydrolase activity; metal ion binding; 5 10
975 ENSG00000130592:ENSMUSG00000018819:ENSRNOG00000020300 LSP1 gi|10880979|ref|NPgi|10880979|ref|NP_002330.1| lymphocyte-specific protein 1 isof 339 37192 4.7 0 o Q 0 0 X X X X X X X 0 1 4 0 1 4 4 5.01 0.00028 X X X X X X X 0 3 5 0 3 5 5 20.65 0.00026 X X X X X X X 0 2 0.000134 0.000155 X X X X X X X 0 1 1 0 1 1 1 5.01 6.6E-05 X X X X X X X 0 1 2 0 1 2 2 9.44 9.6E-05 X X X X X X X 0 2 4.06E-05 4.85E-05 Caldesmon; pfam02029 actin cytoskeleton [pmid 8274738] actin binding [pmid 8274738]; signal 6 12
976 ENSG00000180817:ENSMUSG00000020089:ENSRNOG00000000558 PPA1 gi|11056044|ref|NPgi|11056044|ref|NP_066952.1| pyrophosphatase 1 [Homo sapien 289 32660 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.07 6.1E-05 X X X X X X X 0 1 1.53E-05 3.06E-05 X X X X X X X 0 1 1 0 1 1 1 5.54 7.8E-05 X X X X X X X 0 4 9 0 4 9 9 17.3 0.00051 1 2 0 1 2 2 4.84 0.00027 3 0.000213 0.000226 Inorganic pyrophosphatase. These enzymes hydrolyze cytoplasm [pmid 16130169] hydrolase activity; inorganic 7 13
977 ENSG00000116791:ENSMUSG00000028199:ENSRNOG00000028319 CRYZ gi|13236495|ref|NPgi|13236495|ref|NP_001880.2| crystallin, zeta [Homo sapiens] 329 35207 8.4 0 o Q 20 0 X X X X X X X 0 1 5 0 1 5 5 5.17 0.00035 X X X X X X X 0 1 4 0 1 4 4 8.21 0.00021 X X X X X X X 0 2 0.000142 0.000174 X X X X X X X 0 1 1 0 1 1 1 5.17 6.8E-05 X X X X X X X 0 1 1 0 1 1 1 6.99 5E-05 X X X X X X X 0 2 2.94E-05 3.48E-05 Alcohol dehydrogenase GroES-like domain. This is NADPH:quinone reductase activity; 4 11
978 ENSG00000159339:ENSMUSG00000025330:ENSRNOG00000006855 PADI4 gi|6912576|ref|NP_gi|6912576|ref|NP_036519.1| peptidyl arginine deiminase, type 663 74095 6.6 0 o Q 33 0.483 1 2 0 1 2 2 2.56 0.00049 1 1 0 1 1 1 3.62 3.5E-05 X X X X X X X 0 4 11 0 4 11 11 12.67 0.00029 X X X X X X X 0 3 0.000204 0.00023 X X X X X X X 0 1 2 0 1 2 2 2.56 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.38E-05 Protein-arginine deiminase (PAD) N-terminal domain. nucleus calcium ion binding; hydrolase activity; 7 16
979 ENSG00000119414:ENSMUSG00000026753:ENSRNOG00000015145 PPP6C gi|4506029|ref|NP_gi|4506029|ref|NP_002712.1| protein phosphatase 6, catalytic s 305 35144 5.7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 7.21 7.6E-05 X X X X X X X 0 1 2 0 1 2 2 6.23 0.00012 X X X X X X X 0 2 4.81E-05 5.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 21.97 0.00011 2 3 0 2 3 3 11.48 0.00038 2 0.000121 0.000178 Protein phosphatase 2A homologues, catalytic hydrolase activity; iron ion binding; 6 8
980 ENSG00000135842:ENSMUSG00000026483:ENSRNOG00000002403 FAM129A gi|16757970|ref|NPgi|16757970|ref|NP_443198.1| niban protein isoform 2 [Homo sa 928 103135 4.8 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 9 0 6 9 9 11.42 0.00017 X X X X X X X 0 1 4.28E-05 8.57E-05 X X X X X X X 0 1 1 0 1 1 1 2.37 2.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.29 1.8E-05 4 11 0 4 11 11 5.39 0.00046 3 0.000124 0.000221 12 22
981 ENSG00000176393:ENSMUSG00000041926:ENSRNOG00000006720 RNPEP gi|40316915|ref|NPgi|40316915|ref|NP_064601.3| arginyl aminopeptidase (aminope 650 72596 5.8 0 o Q 29 0.013 X X X X X X X 0 2 3 0 2 3 3 7.38 0.00011 X X X X X X X 0 4 9 0 4 9 9 16.15 0.00024 X X X X X X X 0 2 8.81E-05 0.000116 X X X X X X X 0 2 4 0 2 4 4 8.31 0.00014 X X X X X X X 0 3 7 0 3 7 7 10.62 0.00018 X X X X X X X 0 2 7.85E-05 9.19E-05 Peptidase family M1. Members of this family are extracellular region [pmid 10467730]; Golgi aminopeptidase B activity [pmid 11 23
982 ENSG00000146476:ENSMUSG00000061759:ENSRNOG00000019489 C6orf211 gi|13375746|ref|NPgi|13375746|ref|NP_078849.1| hypothetical protein LOC79624 [H 441 51172 5.8 0 o Q 18 0.021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 11.56 0.0002 X X X X X X X 0 1 5.01E-05 0.0001 X X X X X X X 0 1 2 0 1 2 2 3.85 0.0001 X X X X X X X 0 1 1 0 1 1 1 4.99 3.7E-05 2 3 0 2 3 3 6.58 0.00026 3 1E-04 0.000115 Protein of unknown function DUF89. This family has 6 11
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

983 ENSG00000105552:ENSMUSG00000030826:ENSRNOG00000020956 BCAT2 gi|50658084|ref|NPgi|50658084|ref|NP_001181.2| branched chain aminotransferase 392 44288 8.6 0 o S 29 0.945 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 13.52 0.00014 X X X X X X X 0 1 3.38E-05 6.76E-05 X X X X X X X 0 1 1 0 1 1 1 9.44 5.7E-05 X X X X X X X 0 1 1 0 1 1 1 9.69 4.2E-05 4 5 0 4 5 5 11.73 0.00049 3 0.000147 0.00023 BCAT_beta_family: Branched-chain aminotransferase mitochondrion [pmid 9165094] branched-chain-amino-acid 8 10
984 ENSG00000145907:ENSMUSG00000018583:ENSRNOG00000032820 G3BP1 gi|38327552|ref|NPgi|38327552|ref|NP_938405.1| Ras-GTPase-activating protein SH 466 52164 5.5 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 3.22 5E-05 1 2 0 1 2 2 3.86 0.00081 1 1 0 1 1 1 3.86 3.8E-05 X X X X X X X 0 3 0.000224 0.000389 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.51 3.5E-05 X X X X X X X 0 1 8.76E-06 1.75E-05 Nuclear transport factor 2 (NTF2) domain plays an cytoplasm; intracellular; nucleus [pmid ATP binding; ATP-dependent DNA 4 5
985 ENSG00000161057:ENSMUSG00000028932:ENSRNOG00000012026 PSMC2 gi|4506209|ref|NP_gi|4506209|ref|NP_002794.1| proteasome 26S ATPase subunit 433 48634 5.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.77 5.4E-05 X X X X X X X 0 2 4 0 2 4 4 7.85 0.00016 X X X X X X X 0 2 5.43E-05 7.69E-05 X X X X X X X 0 2 5 0 2 5 5 8.31 0.00026 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.62 0.00018 2 0.000109 0.00013 AAA-superfamily of ATPases associated with a wide cytoplasm [pmid 16130169]; cytosol; ATP binding; hydrolase activity; 6 12
986 ENSG00000054219:ENSMUSG00000026980:ENSRNOG00000007012 LY75 gi|144446030|ref|Ngi|144446030|ref|NP_002340.2| lymphocyte antigen 75 [Homo sap 1722 198310 6.7 1 o1669-1691i S 32 1 X X X X X X X 0 10 19 0 10 19 19 8.83 0.00026 2 2 0 2 2 2 1.74 0.00022 X X X X X X X 0 X X X X X X X 0 2 0.000119 0.000138 X X X X X X X 0 6 12 0 6 12 12 6.04 0.00016 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.87 2.2E-05 2 4.47E-05 7.52E-05 19 34
987 ENSG00000166888:ENSMUSG00000002147:ENSRNOG00000025023 STAT6 gi|23397678|ref|NPgi|23397678|ref|NP_003144.3| signal transducer and activator of 847 94135 6.2 0 o Q 56 0 X X X X X X X 0 4 4 0 4 4 4 6.61 0.00011 X X X X X X X 0 1 1 0 1 1 1 1.53 2.1E-05 X X X X X X X 0 2 3.28E-05 5.25E-05 X X X X X X X 0 1 4 0 1 4 4 1.42 0.00011 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 6.14 0.00041 2 0.000128 0.000193 STAT protein, DNA binding domain. STAT proteins nucleus calcium ion binding; signal transducer 10 18
988 ENSG00000092108:ENSMUSG00000020952:ENSRNOG00000031203 SCFD1 gi|33469966|ref|NPgi|33469966|ref|NP_057190.2| vesicle transport-related protein is 642 72380 6.3 0 o S 14 0.659 X X X X X X X 0 2 2 0 2 2 2 4.98 7.3E-05 X X X X X X X 0 4 8 0 4 8 8 9.97 0.00022 X X X X X X X 0 2 7.32E-05 0.000104 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 5.61 5.1E-05 3 5 0 3 5 5 9.19 0.0003 2 8.75E-05 0.000143 Proteins involved in synaptic transmission and endoplasmic reticulum 11 17
989 ENSG00000085415:ENSMUSG00000079614:ENSRNOG00000017263 SEH1L gi|61743969|ref|NPgi|61743969|ref|NP_112493.2|;gi|61743971|ref|NP_001013455.1| sec13-like protein isoform 2 [Hom 360 39649 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 10 0.00015 X X X X X X X 0 1 3.68E-05 7.36E-05 X X X X X X X 0 1 1 0 0 1 1 5.56 6.2E-05 X X X X X X X 0 2 3 0 0 3 3 10.28 0.00014 2 3 0 0 3 3 5.56 0.00032 3 0.00013 0.000139 WD40 domain, found in a number of eukaryotic 7 10
990 ENSG00000156709:ENSMUSG00000036932:ENSRNOG00000006067 AIFM1 gi|22202629|ref|NPgi|22202629|ref|NP_665811.1|;gi|4757732|ref|NP_004199.1|programmed cell death 8 isoform 609 66295 8.9 1 i62-81o Q 23 0.031 X X X X X X X 0 4 8 0 0 8 8 10.18 0.00031 X X X X X X X 0 2 2 0 0 2 2 4.76 5.8E-05 X X X X X X X 0 2 9.11E-05 0.000146 X X X X X X X 0 2 3 0 0 3 3 5.42 0.00011 X X X X X X X 0 3 6 0 0 6 6 5.75 0.00016 X X X X X X X 0 2 6.78E-05 8.1E-05 Pyridine nucleotide-disulphide oxidoreductase. This mitochondrion [pmid 9989411]; nucleus disulfide oxidoreductase activity; DNA 11 19
991 ENSG00000130775:ENSMUSG00000037731:ENSRNOG00000012965 C1orf38 gi|157738677|ref|Ngi|157738677|ref|NP_001099026.1| basement membrane-induced ge 643 72049 6.1 0 o Q 28 0 X X X X X X X 0 1 1 0 1 1 1 1.87 3.6E-05 X X X X X X X 0 3 5 0 3 5 5 12.6 0.00014 X X X X X X X 0 2 4.34E-05 6.49E-05 X X X X X X X 0 1 1 0 1 1 1 3.89 3.5E-05 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 5.75 0.00042 2 0.000113 0.000204 7 14
992 ENSG00000108270:ENSMUSG00000018697:ENSRNOG00000002778 AATF gi|7657013|ref|NP_gi|7657013|ref|NP_036270.1| apoptosis antagonizing transcripti 560 63133 4.9 0 o Q 23 0.205 X X X X X X X 0 1 2 0 1 2 2 5.89 8.3E-05 X X X X X X X 0 2 6 0 2 6 6 9.11 0.00019 X X X X X X X 0 2 6.81E-05 8.98E-05 X X X X X X X 0 2 7 0 2 7 7 8.21 0.00028 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.89 6.9E-05 2 8.72E-05 0.000133 TRAUB (NUC102) domain. This C terminal domain is nucleus [pmid 12429849] protein binding [pmid 15231747] 6 16
993 ENSG00000116005:ENSMUSG00000029998:ENSRNOG00000016704 PCYOX1 gi|33620751|ref|NPgi|33620751|ref|NP_057381.2| prenylcysteine oxidase 1 [Homo s 505 56700 6.2 0 o S 24 0.997 X X X X X X X 0 1 2 0 1 2 2 1.78 9.2E-05 1 1 0 1 1 1 2.97 0.00037 X X X X X X X 0 X X X X X X X 0 2 0.000116 0.000176 X X X X X X X 0 2 2 0 2 2 2 8.12 8.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.57 7.6E-05 2 4.12E-05 4.79E-05 Prenylcysteine lyase. This family contains lysosome lyase activity [pmid 9287348]; 5 6
994 ENSG00000108946:ENSMUSG00000020612:NA PRKAR1A gi|47132583|ref|NPgi|47132583|ref|NP_997637.1| cAMP-dependent protein kinase, 381 42982 5.3 0 o Q 15 0 X X X X X X X 0 1 2 0 1 2 2 4.46 0.00012 X X X X X X X 0 2 6 0 2 6 6 10.76 0.00028 X X X X X X X 0 2 0.0001 0.000132 X X X X X X X 0 1 1 0 1 1 1 4.72 5.9E-05 X X X X X X X 0 1 3 0 1 3 3 6.3 0.00013 X X X X X X X 0 2 4.68E-05 6.11E-05 effector domain of the CAP family of transcription cAMP-dependent protein kinase complex cAMP binding; cAMP-dependent protein 5 12
995 ENSG00000105364:ENSMUSG00000003299:ENSRNOG00000020659 MRPL4 gi|22547138|ref|NPgi|22547138|ref|NP_666499.1| mitochondrial ribosomal protein L 311 34919 9.7 0 o Q 32 0.215 X X X X X X X 0 1 1 0 1 1 1 5.14 7.5E-05 X X X X X X X 0 1 1 0 1 1 1 5.47 5.7E-05 X X X X X X X 0 2 3.29E-05 3.88E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 10.29 0.00031 1 1 0 1 1 1 7.4 0.00012 2 0.00011 0.000149 50S ribosomal protein L4; PRK05319 intracellular; mitochondrion; ribosome structural constituent of ribosome 4 9
996 ENSG00000138777:ENSMUSG00000028013:ENSRNOG00000012091 PPA2 gi|29171702|ref|NPgi|29171702|ref|NP_789845.1|;gi|77812684|ref|NP_001029363.1| inorganic pyrophosphatase 2 isofo 334 37920 7.4 0 o S 24 0.931 X X X X X X X 0 1 2 0 0 2 2 4.19 0.00014 X X X X X X X 0 3 5 0 0 5 5 14.67 0.00026 X X X X X X X 0 2 0.000101 0.000127 X X X X X X X 0 1 1 0 0 1 1 5.69 6.7E-05 X X X X X X X 0 2 2 0 0 2 2 12.57 9.8E-05 X X X X X X X 0 2 4.12E-05 4.92E-05 Inorganic pyrophosphatase. These enzymes hydrolyze cytoplasm; mitochondrion hydrolase activity; inorganic 7 10
997 ENSG00000170379:ENSMUSG00000029851:ENSRNOG00000030222 FAM139A gi|27734979|ref|NPgi|27734979|ref|NP_775949.1| hypothetical protein LOC285966 [ 845 91978 7.3 0 o S 19 0.853 X X X X X X X 0 1 2 0 1 2 2 1.18 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.38E-05 2.76E-05 X X X X X X X 0 2 4 0 2 4 4 4.38 0.00011 X X X X X X X 0 1 2 0 1 2 2 4.14 3.9E-05 4 12 0 4 12 12 5.21 0.00055 3 0.000172 0.000252 8 20
998 ENSG00000100813:ENSMUSG00000022185:ENSRNOG00000013533 ACIN1 gi|7662238|ref|NP_gi|7662238|ref|NP_055792.1| apoptotic chromatin condensation 1341 151887 6.4 0 o Q 23 0.005 X X X X X X X 0 8 11 1 8 10 10 9.1 0.00017 X X X X X X X 0 4 12 0 4 12 12 5.67 0.00016 X X X X X X X 0 2 8.3E-05 9.61E-05 X X X X X X X 0 3 3 0 3 3 3 4.1 5E-05 X X X X X X X 0 5 15 0 5 15 15 6.79 0.00018 X X X X X X X 0 2 5.82E-05 8.62E-05 SAP domain. The SAP (after SAF-A/B, Acinus and nucleus [pmid 10490026] ATPase activity [pmid 10490026]; DNA 20 41
999 ENSG00000087191:ENSMUSG00000020708:ENSRNOG00000010038 PSMC5 gi|24497435|ref|NPgi|24497435|ref|NP_002796.4| proteasome 26S ATPase subunit 406 45626 7.5 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 12.56 0.00017 X X X X X X X 0 3 5 0 3 5 5 14.53 0.00022 X X X X X X X 0 2 9.75E-05 0.000114 X X X X X X X 0 1 1 0 1 1 1 2.96 5.5E-05 X X X X X X X 0 2 3 0 2 3 3 8.62 0.00012 X X X X X X X 0 2 4.4E-05 5.73E-05 AAA-superfamily of ATPases associated with a wide cytoplasm [pmid 9927201]; cytosol; nucleus ATP binding; ATPase activity [pmid 9 12

1000 ENSG00000010671:ENSMUSG00000031264:ENSRNOG00000011331 BTK gi|4557377|ref|NP_gi|4557377|ref|NP_000052.1| Bruton agammaglobulinemia tyros 659 76281 7.8 0 o Q 17 0.022 X X X X X X X 0 3 5 0 3 5 5 6.68 0.00018 X X X X X X X 0 2 4 0 2 4 4 3.79 0.00011 X X X X X X X 0 2 7.1E-05 8.68E-05 X X X X X X X 0 2 6 0 2 6 6 3.79 0.0002 X X X X X X X 0 2 3 0 2 3 3 7.59 7.4E-05 X X X X X X X 0 2 6.96E-05 9.63E-05 BTK motif. Zinc-binding motif containing conserved cytoplasm [pmid 15046600]; lipid raft [pmid ATP binding [pmid 11913944]; metal ion 9 18
1001 ENSG00000077809:ENSMUSG00000060261:ENSRNOG00000001479 GTF2I gi|14670350|ref|NPgi|14670350|ref|NP_127492.1|;gi|14670352|ref|NP_127493.1|;gi|14670354|ref|NP_127494.1|;gi|14670356|ref|NP_001509.2|general transcription factor II, i iso 998 112416 6.4 0 o Q 20 0.002 X X X X X X X 0 1 2 0 0 2 2 0.9 4.7E-05 X X X X X X X 0 2 7 0 0 7 7 5.41 0.00012 X X X X X X X 0 2 4.27E-05 5.85E-05 X X X X X X X 0 3 7 0 0 7 7 7.41 0.00016 X X X X X X X 0 X X X X X X X 0 2 6 0 0 6 6 4.11 0.00023 2 9.7E-05 0.000116 GTF2I-like repeat. This region of sequence similarity nucleus general RNA polymerase II transcription 8 22
1002 ENSG00000064419:ENSMUSG00000012535:ENSRNOG00000021758 TNPO3 gi|6912734|ref|NP_gi|6912734|ref|NP_036602.1| transportin 3 [Homo sapiens] 923 104203 5.6 0 o Q 18 0.012 X X X X X X X 0 1 4 0 1 4 4 2.71 0.0001 X X X X X X X 0 5 9 0 5 9 9 10.4 0.00017 X X X X X X X 0 2 6.83E-05 8.41E-05 X X X X X X X 0 1 3 0 1 3 3 2.71 7.3E-05 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 8.45 0.00021 2 7.02E-05 9.8E-05 Exportin 1-like protein. The sequences featured in this nucleus binding; receptor activity [pmid 11 21
1003 ENSG00000117528:ENSMUSG00000028127:ENSRNOG00000011929 ABCD3 gi|4506341|ref|NP_gi|4506341|ref|NP_002849.1| ATP-binding cassette, sub-family 659 75476 9.4 3 i125-147o222-24S 35 0.963 1 1 0 1 1 1 3.34 0.00025 3 9 0 3 9 9 7.44 0.00032 X X X X X X X 0 1 2 0 1 2 2 2.88 5.4E-05 X X X X X X X 0 3 0.000155 0.000152 X X X X X X X 0 2 2 0 2 2 2 6.22 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.7E-05 3.4E-05 ABC transporter transmembrane region 2. This integral to membrane; integral to ATP binding; ATPase activity; ATPase 7 14
1004 ENSG00000100353:ENSMUSG00000016554:ENSRNOG00000005804 EIF3D gi|4503523|ref|NP_gi|4503523|ref|NP_003744.1| eukaryotic translation initiation fac 548 63973 6 0 o Q 20 0 X X X X X X X 0 1 1 0 1 1 1 3.47 4.3E-05 X X X X X X X 0 4 9 0 4 9 9 12.77 0.00029 X X X X X X X 0 2 8.32E-05 0.000139 X X X X X X X 0 2 3 0 2 3 3 6.02 0.00012 X X X X X X X 0 2 3 0 2 3 3 8.94 8.9E-05 X X X X X X X 0 2 5.3E-05 6.28E-05 Eukaryotic translation initiation factor 3 subunit 7 (eIF- eukaryotic translation initiation factor 3 protein binding [pmid 11369516]; 9 16
1005 ENSG00000173852:ENSMUSG00000043067:ENSRNOG00000026589 DPY19L1 gi|148839335|ref|Ngi|148839335|ref|NP_056098.1| dpy-19-like 1 [Homo sapiens] 675 77319 9 10 i66-88o159-181i1A 42 0.227 1 1 0 1 1 1 2.07 0.00024 2 3 0 2 3 3 5.19 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8.6E-05 0.000114 X X X X X X X 0 1 1 0 1 1 1 2.52 3.3E-05 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.96 0.00017 2 5.1E-05 8.13E-05 5 8
1006 ENSG00000185811:ENSMUSG00000018654:ENSRNOG00000004444 IKZF1 gi|5174501|ref|NP_gi|5174501|ref|NP_006051.1| zinc finger protein, subfamily 1A, 519 57528 6.6 0 o Q 0 0 X X X X X X X 0 2 9 0 2 9 9 6.36 0.0004 X X X X X X X 0 1 1 0 1 1 1 2.89 3.4E-05 X X X X X X X 0 2 0.00011 0.000197 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.73 3.1E-05 1 1 0 1 1 1 2.31 7.4E-05 2 2.64E-05 3.5E-05 Zinc finger, C2H2 type. The C2H2 zinc finger is the intracellular; nucleus DNA binding [pmid 8543809]; metal ion 5 12
1007 ENSG00000134996:ENSMUSG00000024725:ENSRNOG00000012156 OSTF1 gi|38257157|ref|NPgi|38257157|ref|NP_036515.3| osteoclast stimulating factor 1 [Ho 214 23799 5.4 0 o Q 29 0 X X X X X X X 0 1 1 0 1 1 1 8.88 0.00011 X X X X X X X 0 2 3 0 2 3 3 16.36 0.00025 X X X X X X X 0 2 8.92E-05 0.000117 X X X X X X X 0 1 1 0 1 1 1 7.48 0.0001 X X X X X X X 0 1 1 0 1 1 1 15.89 7.6E-05 X X X X X X X 0 2 4.53E-05 5.36E-05 Src homology 3 domains; SH3 domains bind to intracellular [pmid 10092216] protein binding [pmid 10092216] 5 6
1008 ENSG00000104812:ENSMUSG00000003865:ENSRNOG00000020812 GYS1 gi|31542868|ref|NPgi|31542868|ref|NP_002094.2| glycogen synthase 1 (muscle) [Ho 737 83786 6.2 0 o Q 16 0 X X X X X X X 0 3 9 0 3 9 9 8.28 0.00028 X X X X X X X 0 3 5 0 3 5 5 9.63 0.00012 X X X X X X X 0 2 0.000101 0.000135 X X X X X X X 0 1 1 0 1 1 1 3.39 3E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.9 0.0001 2 3.37E-05 4.92E-05 Glycogen synthase. This family consists of the glycogen (starch) synthase activity; 8 17
1009 ENSG00000048740:ENSMUSG00000002107:ENSRNOG00000023661 CUGBP2 gi|134152680|ref|Ngi|134152680|ref|NP_006552.3|;gi|134152719|ref|NP_001077060.1|;gi|68303645|ref|NP_001020247.1|;gi|68303647|ref|NP_001020248.1| CUG triplet repeat, RNA binding p 521 55732 8.6 0 o Q 18 0 X X X X X X X 0 2 5 0 0 5 5 9.98 0.00022 X X X X X X X 0 2 4 0 0 4 4 10.36 0.00014 X X X X X X X 0 2 8.99E-05 0.00011 X X X X X X X 0 1 2 0 0 2 2 6.91 8.6E-05 X X X X X X X 0 1 3 0 0 3 3 3.45 9.4E-05 X X X X X X X 0 2 4.5E-05 5.21E-05 6 14
1010 ENSG00000033178:ENSMUSG00000035898:ENSRNOG00000021931 UBA6 gi|150417996|ref|Ngi|150417996|ref|NP_060697.4| ubiquitin-activating enzyme E1-lik 1052 117970 6.1 0 o Q 18 0 X X X X X X X 0 3 5 0 3 5 5 5.99 0.00011 X X X X X X X 0 3 8 0 3 8 8 3.99 0.00013 X X X X X X X 0 2 6.13E-05 7.14E-05 X X X X X X X 0 3 4 0 3 4 4 4.37 8.5E-05 X X X X X X X 0 5 13 0 5 13 13 9.98 0.0002 X X X X X X X 0 2 7.17E-05 9.55E-05 14 30
1011 ENSG00000116478:NA:ENSRNOG00000011878 HDAC1 gi|13128860|ref|NPgi|13128860|ref|NP_004955.2| histone deacetylase 1 [Homo sap 482 55103 5.5 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 7.47 9.7E-05 X X X X X X X 0 1 1 1 0 0 0 1.87 0 X X X X X X X 0 1 2.42E-05 4.84E-05 X X X X X X X 0 1 1 0 0 1 1 1.87 4.7E-05 X X X X X X X 0 2 2 0 2 2 2 7.05 6.8E-05 4 5 4 1 1 5 15.35 0.0004 3 0.000128 0.000182 Histone deacetylase domain. Histones can be cytoplasm [pmid 12711221]; histone enzyme binding [pmid 11062478] [pmid 10 11
1012 ENSG00000100401:ENSMUSG00000022391:ENSRNOG00000031789 RANGAP1 gi|4506411|ref|NP_gi|4506411|ref|NP_002874.1| Ran GTPase activating protein 1 587 63542 4.7 0 o Q 22 0 X X X X X X X 0 1 1 0 1 1 1 4.09 4E-05 X X X X X X X 0 3 11 0 3 11 11 16.52 0.00033 X X X X X X X 0 2 9.27E-05 0.00016 X X X X X X X 0 2 2 0 2 2 2 9.54 7.6E-05 X X X X X X X 0 2 3 0 2 3 3 13.63 8.3E-05 X X X X X X X 0 2 4E-05 4.62E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor cytoplasm [pmid 8978815]; nuclear pore Ran GTPase activator activity [pmid 8 17
1013 ENSG00000182446:ENSMUSG00000039703:ENSRNOG00000036698 NPLOC4 gi|157426879|ref|Ngi|157426879|ref|NP_060391.2| nuclear protein localization 4 [Hom 608 68120 6.4 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 2.8 3.8E-05 X X X X X X X 0 2 3 0 2 3 3 7.07 8.7E-05 X X X X X X X 0 2 3.14E-05 4.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.45 2.7E-05 2 6 0 2 6 6 4.44 0.00038 2 0.000101 0.000185 6 11
1014 ENSG00000143624:ENSMUSG00000027933:ENSRNOG00000015153 INTS3 gi|39995084|ref|NPgi|39995084|ref|NP_075391.3| integrator complex subunit 3 [Hom 1042 118013 5.8 0 o S 21 0.858 X X X X X X X 0 3 8 0 3 8 8 5.66 0.00018 X X X X X X X 0 2 11 0 2 11 11 3.84 0.00019 X X X X X X X 0 2 9.14E-05 0.000106 X X X X X X X 0 3 4 0 3 4 4 5.18 8.6E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.44 7.4E-05 2 4E-05 4.64E-05 integrator complex [pmid 16239144] protein binding [pmid 16239144] 10 25
1015 ENSG00000012779:ENSMUSG00000025701:ENSRNOG00000012972 ALOX5 gi|4502057|ref|NP_gi|4502057|ref|NP_000689.1| arachidonate 5-lipoxygenase [Hom 674 77983 5.8 0 o Q 17 0.031 X X X X X X X 0 3 6 0 3 6 6 6.82 0.00021 X X X X X X X 0 1 1 0 1 1 1 3.71 2.6E-05 X X X X X X X 0 2 5.85E-05 0.0001 X X X X X X X 0 2 8 0 2 8 8 3.56 0.00027 X X X X X X X 0 1 1 0 1 1 1 3.12 2.4E-05 X X X X X X X 0 2 7.26E-05 0.00013 PLAT domain of 12/15-lipoxygenase; cd01753 arachidonate 5-lipoxygenase activity 7 16
1016 ENSG00000117226:NA:ENSRNOG00000036885 GBP3 gi|112382372|ref|Ngi|112382372|ref|NP_060754.2| guanylate binding protein 3 [Homo 595 68114 6.5 0 o Q 20 0.003 X X X X X X X 0 3 6 6 0 0 0 8.57 0 X X X X X X X 0 2 6 0 0 6 6 6.72 0.00018 X X X X X X X 0 1 4.45E-05 8.91E-05 X X X X X X X 0 2 3 1 1 2 2.4 11.6 9E-05 X X X X X X X 0 3 3 3 0 0 1 13.45 2.7E-05 1 2 0 0 2 2 1.68 0.00013 3 6.17E-05 5.87E-05 11 20
1017 ENSG00000108604:ENSMUSG00000078619:ENSRNOG00000010557 SMARCD2 gi|148536862|ref|Ngi|148536862|ref|NP_003068.3|;gi|148536864|ref|NP_001091896.1| SWI/SNF-related matrix-associate 510 57173 9.6 0 o S 27 0.87 X X X X X X X 0 2 3 0 0 3 3 5.88 0.00014 X X X X X X X 0 2 4 0 0 4 4 8.63 0.00014 X X X X X X X 0 2 6.89E-05 7.96E-05 X X X X X X X 0 2 4 0 0 4 4 8.04 0.00018 X X X X X X X 0 1 2 0 0 2 2 3.73 6.4E-05 X X X X X X X 0 2 6E-05 8.3E-05 7 13
1018 ENSG00000087087:ENSMUSG00000037364:NA ARS2 gi|33383233|ref|NPgi|33383233|ref|NP_877952.1|;gi|58331218|ref|NP_056992.4| arsenate resistance protein 2 isof 796 90251 5.7 0 o Q 0 0 X X X X X X X 0 2 3 0 0 3 3 8.42 8.8E-05 X X X X X X X 0 3 5 0 0 5 5 9.05 0.00011 X X X X X X X 0 2 4.97E-05 5.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 13 0 0 13 13 14.07 0.00027 1 1 0 0 1 1 2.01 4.8E-05 2 7.87E-05 0.000127 Arsenite-resistance protein 2. Arsenite is a nucleotide binding 10 22
1019 ENSG00000180843:NA:ENSRNOG00000036705 KIAA1618 gi|66529203|ref|NPgi|66529203|ref|NP_066005.2| hypothetical protein LOC57714 [H 1063 118436 5.7 0 o Q 0 0 X X X X X X X 0 4 8 0 4 8 8 4.61 0.00018 X X X X X X X 0 1 2 0 1 2 2 1.69 3.3E-05 X X X X X X X 0 2 5.22E-05 8.37E-05 X X X X X X X 0 4 6 0 4 6 6 6.4 0.00013 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 2.16 0.00018 2 7.68E-05 9.14E-05 Ryanodine Receptor TM 4-6. This region covers TM 11 21
1020 ENSG00000108654:ENSMUSG00000020719:ENSRNOG00000030680 DDX5 gi|4758138|ref|NP_gi|4758138|ref|NP_004387.1| DEAD (Asp-Glu-Ala-Asp) box poly 614 69148 8.9 0 o Q 27 0 X X X X X X X 0 1 2 0 1 2 2 1.79 7.6E-05 X X X X X X X 0 6 7 1 4 6 6.261 13.52 0.00018 X X X X X X X 0 2 6.4E-05 8.53E-05 X X X X X X X 0 3 4 1 2 3 3.375 11.73 0.00012 X X X X X X X 0 1 5 0 1 5 5 4.23 0.00013 1 1 1 0 0 0 2.12 0 2 6.41E-05 7.41E-05 Helicase superfamily c-terminal domain; associated nucleus [pmid 2451786] ATP binding; ATP-dependent helicase 12 19
1021 ENSG00000111445:ENSMUSG00000029363:ENSRNOG00000001134 RFC5 gi|6677723|ref|NP_gi|6677723|ref|NP_031396.1| replication factor C 5 isoform 1 [H 340 38497 7.2 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 6.18 6.9E-05 X X X X X X X 0 3 5 0 3 5 5 11.76 0.00026 X X X X X X X 0 2 8.21E-05 0.000123 X X X X X X X 0 1 2 0 1 2 2 5.88 0.00013 X X X X X X X 0 1 1 0 1 1 1 5.29 4.8E-05 X X X X X X X 0 2 4.5E-05 6.22E-05 AAA-superfamily of ATPases associated with a wide DNA replication factor C complex [pmid ATP binding; enzyme binding [pmid 6 9
1022 ENSG00000176715:ENSMUSG00000015016:ENSRNOG00000015077 LOC197322 gi|28372537|ref|NPgi|28372537|ref|NP_777577.1| acyl-CoA synthetase family memb 576 64131 8.1 0 o S 25 0.873 X X X X X X X 0 1 3 0 1 3 3 3.47 0.00012 X X X X X X X 0 3 9 0 3 9 9 11.81 0.00028 X X X X X X X 0 2 9.94E-05 0.000131 X X X X X X X 0 1 1 0 1 1 1 3.47 3.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.78 6.7E-05 2 2.64E-05 3.25E-05 Acyl-CoA synthetases (AMP-forming)/AMP-acid catalytic activity 6 14
1023 ENSG00000143368:ENSMUSG00000068856:ENSRNOG00000021181 SF3B4 gi|5032069|ref|NP_gi|5032069|ref|NP_005841.1| splicing factor 3b, subunit 4 [Hom 424 44386 8.6 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.42 8.3E-05 X X X X X X X 0 1 2.08E-05 4.17E-05 X X X X X X X 0 1 2 0 1 2 2 4.72 0.00011 X X X X X X X 0 1 1 0 1 1 1 5.42 3.8E-05 2 4 0 2 4 4 7.08 0.00036 3 0.000127 0.000163 RNA recognition motif; smart00360 nucleus; spliceosome complex [pmid nucleic acid binding; nucleotide binding; 5 9
1024 ENSG00000089280:ENSMUSG00000066554:ENSRNOG00000030951 FUS gi|4826734|ref|NP_gi|4826734|ref|NP_004951.1| fusion (involved in t(12;16) in mal 526 53426 9.4 0 o Q 25 0 X X X X X X X 0 1 2 0 1 2 2 4.56 8.9E-05 1 1 0 1 1 1 3.04 0.00036 1 1 0 0 1 1 2.66 3.4E-05 X X X X X X X 0 3 0.00012 0.000162 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.13 9.3E-05 X X X X X X X 0 1 2.33E-05 4.65E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP intracellular; nucleus [pmid 8510758] DNA binding; metal ion binding; nucleic 5 7
1025 ENSG00000068366:ENSMUSG00000031278:ENSRNOG00000019180 ACSL4 gi|12669909|ref|NPgi|12669909|ref|NP_075266.1|;gi|4758332|ref|NP_004449.1|acyl-CoA synthetase long-chain fa 711 79188 8.4 1 i12-34o A 24 0.148 1 1 0 0 1 1 2.53 0.00023 2 4 2 0 2 2.25 7.59 7.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7.55E-05 0.000108 X X X X X X X 0 1 1 0 0 1 1 1.97 3.2E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 3.66 0.00016 2 4.84E-05 7.72E-05 Long-chain acyl-CoA synthetases (AMP-forming) integral to membrane; membrane; ligase activity; long-chain-fatty-acid-CoA 6 9
1026 ENSG00000132394:ENSMUSG00000033216:ENSRNOG00000012954 EEFSEC gi|54607086|ref|NPgi|54607086|ref|NP_068756.2| eukaryotic elongation factor, selen 596 65305 8.4 0 o Q 36 0.026 X X X X X X X 0 3 5 0 3 5 5 9.9 0.0002 X X X X X X X 0 1 1 0 1 1 1 6.04 3E-05 X X X X X X X 0 2 5.63E-05 9.39E-05 X X X X X X X 0 2 2 0 2 2 2 5.87 7.5E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.37 0.00019 2 6.71E-05 9.12E-05 SelB subfamily. SelB is an elongation factor needed cytoplasm; nucleus GTP binding; GTPase activity; 8 11
1027 ENSG00000104814:ENSMUSG00000037337:ENSRNOG00000020505 MAP4K1 gi|110611908|ref|Ngi|110611908|ref|NP_001036065.1|;gi|6005810|ref|NP_009112.1| mitogen-activated protein kinase 821 90425 8.2 0 o Q 0 0 X X X X X X X 0 3 4 0 0 4 4 7.31 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.84E-05 5.68E-05 X X X X X X X 0 1 2 0 0 2 2 1.46 5.5E-05 X X X X X X X 0 1 1 0 0 1 1 3.05 2E-05 3 7 0 0 7 7 5.72 0.00033 3 0.0001 0.000153 8 14
1028 ENSG00000117676:ENSMUSG00000003644:NA RPS6KA1 gi|20149547|ref|NPgi|20149547|ref|NP_002944.2|;gi|55743134|ref|NP_001006666.1| ribosomal protein S6 kinase, 90kD 735 82723 7.8 0 o Q 24 0.001 X X X X X X X 0 3 4 0 0 4 4 7.62 0.00013 X X X X X X X 0 1 1 0 0 1 1 2.18 2.4E-05 X X X X X X X 0 2 3.77E-05 6.05E-05 X X X X X X X 0 2 7 0 0 7 7 4.35 0.00021 X X X X X X X 0 X X X X X X X 0 4 5 4 0 1 2.333 8.03 0.00012 2 8.39E-05 0.000104 Serine/Threonine protein kinases, catalytic domain. ATP binding; magnesium ion binding; 10 17
1029 ENSG00000138772:ENSMUSG00000029484:ENSRNOG00000002045 ANXA3 gi|4826643|ref|NP_gi|4826643|ref|NP_005130.1| annexin A3 [Homo sapiens] 323 36375 5.9 0 o Q 17 0 X X X X X X X 0 1 2 0 1 2 2 5.88 0.00014 X X X X X X X 0 3 4 0 3 4 4 14.86 0.00022 X X X X X X X 0 2 9.08E-05 0.000109 X X X X X X X 0 1 1 0 1 1 1 4.64 6.9E-05 X X X X X X X 0 1 1 0 1 1 1 5.88 5.1E-05 X X X X X X X 0 2 3E-05 3.55E-05 Annexin. This family of annexins also includes giardin cytoplasm [pmid 16130169] calcium ion binding; calcium-dependent 6 8
1030 ENSG00000125458:ENSMUSG00000020736:ENSRNOG00000003650 NT5C gi|7657033|ref|NP_gi|7657033|ref|NP_055410.1| 5',3'-nucleotidase, cytosolic [Hom 201 23383 6.6 0 o Q 17 0.012 X X X X X X X 0 1 1 0 1 1 1 9.45 0.00012 X X X X X X X 0 1 1 0 1 1 1 8.96 8.8E-05 X X X X X X X 0 2 5.1E-05 6E-05 X X X X X X X 0 1 1 0 1 1 1 6.47 0.00011 X X X X X X X 0 2 2 0 2 2 2 15.42 0.00016 X X X X X X X 0 2 6.85E-05 8.18E-05 5' nucleotidase, deoxy (Pyrimidine), cytosolic type C cytoplasm [pmid 10681516]; nucleus [pmid hydrolase activity; magnesium ion 5 5
1031 ENSG00000197872:ENSMUSG00000020589:ENSRNOG00000005836 FAM49A gi|13540580|ref|NPgi|13540580|ref|NP_110424.1| family with sequence similarity 49 323 37313 6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 7.43 7.2E-05 X X X X X X X 0 2 4 1 1 3 4 15.48 0.00022 X X X X X X X 0 2 7.27E-05 0.000103 X X X X X X X 0 1 2 0 1 2 2 7.43 0.00014 X X X X X X X 0 1 1 0 1 1 1 7.43 5.1E-05 X X X X X X X 0 2 4.74E-05 6.55E-05 Protein of unknown function (DUF1394). This family intracellular [pmid 11256614] 5 8
1032 ENSG00000160703:ENSMUSG00000032109:ENSRNOG00000008771 NLRX1 gi|25777608|ref|NPgi|25777608|ref|NP_078894.2|;gi|25777610|ref|NP_733840.1| NLR family member X1 isoform 1 975 107616 7.4 0 o Q 40 0.085 2 2 0 0 2 2 3.59 0.00033 5 9 0 0 9 9 11.08 0.00022 X X X X X X X 0 1 2 0 0 2 2 2.87 3.6E-05 X X X X X X X 0 3 0.000146 0.000156 X X X X X X X 0 2 2 0 0 2 2 3.38 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.15E-05 2.3E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor ATP binding; nucleotide binding; 10 15
1033 ENSG00000101557:ENSMUSG00000047879:ENSRNOG00000014981 USP14 gi|4827050|ref|NP_gi|4827050|ref|NP_005142.1|;gi|82880645|ref|NP_001032411.1| ubiquitin specific protease 14 isof 494 56069 5.3 0 o Q 45 0 X X X X X X X 0 1 1 0 0 1 1 4.86 4.7E-05 X X X X X X X 0 4 5 0 0 5 5 14.37 0.00018 X X X X X X X 0 2 5.65E-05 8.45E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 0 3 3 9.72 9.9E-05 2 2 0 0 2 2 7.49 0.00016 2 6.36E-05 7.7E-05 A subfamily of Peptidase C19. Peptidase C19 cysteine-type endopeptidase activity 10 11
1034 ENSG00000136051:ENSMUSG00000034560:ENSRNOG00000008331 KIAA1033 gi|40018629|ref|NPgi|40018629|ref|NP_056090.1| hypothetical protein LOC23325 [H 1173 136403 7.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.02 2E-05 X X X X X X X 0 1 3 0 1 3 3 1.62 4.5E-05 X X X X X X X 0 2 1.63E-05 2.14E-05 1 1 0 1 1 1 1.62 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.62 3.3E-05 2 0.000103 0.000184 metal ion binding 4 6
1035 ENSG00000205413:NA:ENSRNOG00000039801 SAMD9 gi|38201706|ref|NPgi|38201706|ref|NP_060124.2| sterile alpha motif domain contain 1589 184280 7.8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.82 1.5E-05 X X X X X X X 0 2 3 0 2 3 3 2.39 3.3E-05 X X X X X X X 0 2 1.2E-05 1.58E-05 X X X X X X X 0 1 1 0 1 1 1 1.51 1.4E-05 1 1 0 1 1 1 1.76 0.00044 X X X X X X X 0 X X X X X X X 0 2 3.53E-06 7.06E-06 AAA-superfamily of ATPases associated with a wide binding 5 6
1036 ENSG00000134371:ENSMUSG00000026361:ENSRNOG00000003258 CDC73 gi|40018640|ref|NPgi|40018640|ref|NP_078805.3| parafibromin [Homo sapiens] 531 60577 9.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.64 4.4E-05 X X X X X X X 0 2 4 0 2 4 4 5.84 0.00013 X X X X X X X 0 2 4.42E-05 6.27E-05 X X X X X X X 0 1 2 0 1 2 2 2.64 8.5E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.52 0.00022 2 7.53E-05 0.000102 RNA pol II accessory factor, Cdc73 family; pfam05179 nucleus protein binding [pmid 16630820] 6 10
1037 ENSG00000136518:ENSMUSG00000027671:ENSRNOG00000011553 ACTL6A gi|4757718|ref|NP_gi|4757718|ref|NP_004292.1| actin-like 6A isoform 1 [Homo sap 429 47461 5.6 0 o Q 29 0.001 X X X X X X X 0 1 1 0 1 1 1 4.2 5.4E-05 X X X X X X X 0 2 4 0 2 4 4 10.02 0.00016 X X X X X X X 0 2 5.48E-05 7.76E-05 X X X X X X X 0 1 1 0 1 1 1 6.99 5.2E-05 X X X X X X X 0 2 5 0 2 5 5 11.66 0.00019 X X X X X X X 0 2 6.06E-05 8.98E-05 Actin; An ubiquitous protein involved in the formation actin filament; nucleus; plasma membrane ATP binding; chromatin binding [pmid 6 11
1038 ENSG00000171608:ENSMUSG00000039936:ENSRNOG00000016846 PIK3CD gi|156564405|ref|Ngi|156564405|ref|NP_005017.3| phosphoinositide-3-kinase, cataly 1044 119479 7.2 0 o Q 33 0 X X X X X X X 0 5 7 0 5 7 7 7.57 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.91E-05 7.82E-05 X X X X X X X 0 3 3 0 3 3 3 5.27 6.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.44 1.6E-05 2 4 0 2 4 4 2.01 0.00015 3 5.68E-05 6.62E-05 11 15
1039 ENSG00000088247:ENSMUSG00000007670:ENSRNOG00000040321 KHSRP gi|154355000|ref|Ngi|154355000|ref|NP_003676.2| KH-type splicing regulatory protei 711 73115 7.3 0 o Q 29 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 7.03 0.00017 X X X X X X X 0 1 4.35E-05 8.7E-05 X X X X X X X 0 2 3 0 2 3 3 4.36 9.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.53 2.3E-05 1 1 0 1 1 1 1.55 5.4E-05 3 4.29E-05 4.1E-05 7 12
1040 ENSG00000164163:ENSMUSG00000058355:ENSRNOG00000018345 ABCE1 gi|108773784|ref|Ngi|108773784|ref|NP_001035809.1| ATP-binding cassette, sub-family 599 67314 8.3 0 o Q 0 0 X X X X X X X 0 4 4 0 4 4 4 12.69 0.00016 X X X X X X X 0 3 5 0 3 5 5 11.35 0.00015 X X X X X X X 0 2 7.58E-05 8.76E-05 X X X X X X X 0 2 2 0 2 2 2 8.51 7.5E-05 X X X X X X X 0 1 3 0 1 3 3 2.5 8.2E-05 X X X X X X X 0 2 3.92E-05 4.53E-05 10 14
1041 ENSG00000090861:ENSMUSG00000031960:ENSRNOG00000018404 AARS gi|109148542|ref|Ngi|109148542|ref|NP_001596.2| alanyl-tRNA synthetase [Homo sa 968 106810 5.5 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 6.4 9.6E-05 X X X X X X X 0 7 15 0 7 15 15 13.22 0.00027 X X X X X X X 0 2 9.25E-05 0.000129 X X X X X X X 0 3 3 0 3 3 3 5.37 7E-05 X X X X X X X 0 1 1 0 1 1 1 1.96 1.7E-05 X X X X X X X 0 2 2.16E-05 3.29E-05 14 23
1042 ENSG00000116824:ENSMUSG00000027863:ENSRNOG00000015821 CD2 gi|156071472|ref|Ngi|156071472|ref|NP_001758.2| CD2 molecule [Homo sapiens] 351 39448 9.6 1 o212-234i S 25 0.957 X X X X X X X 0 1 1 0 1 1 1 3.99 6.6E-05 X X X X X X X 0 1 3 0 1 3 3 3.99 0.00015 X X X X X X X 0 2 5.44E-05 7.16E-05 X X X X X X X 0 1 3 0 1 3 3 5.41 0.00019 X X X X X X X 0 1 1 0 1 1 1 3.99 4.6E-05 X X X X X X X 0 2 5.96E-05 9.08E-05 4 8
1043 ENSG00000123064:ENSMUSG00000029599:ENSRNOG00000001377 DDX54 gi|51094101|ref|NPgi|51094101|ref|NP_076977.3| DEAD (Asp-Glu-Ala-Asp) box poly 881 98595 10 0 o Q 19 0 X X X X X X X 0 3 6 0 3 6 6 7.83 0.00016 X X X X X X X 0 1 1 0 1 1 1 2.84 2E-05 X X X X X X X 0 2 4.47E-05 7.67E-05 X X X X X X X 0 5 9 0 5 9 9 10.22 0.00023 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.84 4.4E-05 2 6.82E-05 0.000109 Helicase superfamily c-terminal domain; associated nucleolus [pmid 12466272]; nucleus [pmid ATP binding; ATP-dependent RNA 10 17
1044 ENSG00000164307:ENSMUSG00000021583:ENSRNOG00000009997 ERAP1 gi|94818891|ref|NPgi|94818891|ref|NP_001035548.1|;gi|94818901|ref|NP_057526.3| type 1 tumor necrosis factor recep 941 107235 6.5 0 o S 33 1 X X X X X X X 0 2 2 0 0 2 2 3.29 5E-05 X X X X X X X 0 1 1 0 0 1 1 0.96 1.9E-05 X X X X X X X 0 2 1.71E-05 2.34E-05 X X X X X X X 0 1 4 0 0 4 4 1.91 9.5E-05 X X X X X X X 0 X X X X X X X 0 5 7 0 0 7 7 7.12 0.00029 2 9.52E-05 0.000135 9 14
1045 ENSG00000102882:ENSMUSG00000063065:ENSRNOG00000022489 MAPK3 gi|158138507|ref|Ngi|158138507|ref|NP_001103361.1|;gi|91718899|ref|NP_002737.2| mitogen-activated protein kinase 3 335 38275 6.2 0 o Q 20 0.002 X X X X X X X 0 1 3 0 0 3 3 5.07 0.00021 X X X X X X X 0 2 2 1 0 1 1.333 12.84 7E-05 X X X X X X X 0 2 6.98E-05 9.85E-05 X X X X X X X 0 1 1 0 0 1 1 11.64 6.7E-05 X X X X X X X 0 1 2 0 0 2 2 11.94 9.7E-05 X X X X X X X 0 2 4.11E-05 4.91E-05 5 8
1046 ENSG00000125817:ENSMUSG00000068267:ENSRNOG00000021246 CENPB gi|21735415|ref|NPgi|21735415|ref|NP_001801.1| centromere protein B [Homo sapie 599 65171 4.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.34 3.9E-05 X X X X X X X 0 3 8 0 3 8 8 9.52 0.00024 X X X X X X X 0 2 6.87E-05 0.000113 X X X X X X X 0 1 2 0 1 2 2 2.84 7.5E-05 X X X X X X X 0 1 3 0 1 3 3 2.84 8.2E-05 X X X X X X X 0 2 3.92E-05 4.53E-05 CENP-B N-terminal DNA-binding domain. Centromere chromosome; chromosome, pericentric chromatin binding [pmid 1893793]; DNA 6 14
1047 ENSG00000092964:ENSMUSG00000022048:ENSRNOG00000009625 DPYSL2 gi|4503377|ref|NP_gi|4503377|ref|NP_001377.1| dihydropyrimidinase-like 2 [Homo 572 62294 6.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.8 4.1E-05 X X X X X X X 0 2 2 0 2 2 2 8.39 6.2E-05 X X X X X X X 0 2 2.56E-05 3.08E-05 X X X X X X X 0 1 1 0 1 1 1 2.8 3.9E-05 X X X X X X X 0 3 10 0 3 10 10 9.97 0.00029 X X X X X X X 0 2 8.11E-05 0.000137 D-hydantoinases (D-HYD) also called dihydropyrimidinase activity [pmid 7 14
1048 ENSG00000037474:ENSMUSG00000021595:ENSRNOG00000017254 NSUN2 gi|39995082|ref|NPgi|39995082|ref|NP_060225.4| NOL1/NOP2/Sun domain family 2 767 86471 6.8 0 o Q 0 0 X X X X X X X 0 4 6 0 4 6 6 9.13 0.00018 X X X X X X X 0 3 3 0 3 3 3 5.22 6.9E-05 X X X X X X X 0 2 6.29E-05 8.61E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 10.82 0.00013 1 1 0 1 1 1 2.61 5E-05 2 4.44E-05 6.03E-05 tRNA and rRNA cytosine-C5-methylases [Translation, 12 16
1049 ENSG00000136270:ENSMUSG00000000384:ENSRNOG00000037664 TBRG4 gi|40217812|ref|NPgi|40217812|ref|NP_004740.2| cell cycle progression 2 protein is 631 70738 7.4 0 o Q 45 0.088 X X X X X X X 0 3 5 0 3 5 5 6.34 0.00018 X X X X X X X 0 1 1 0 1 1 1 2.85 2.8E-05 X X X X X X X 0 2 5.32E-05 8.87E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 3.6E-05 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5.07 0.00018 2 5.45E-05 8.7E-05 RAP domain. This domain is found in various mitochondrion [pmid 11256614] ATP binding; protein kinase activity 6 10
1050 ENSG00000184178:ENSMUSG00000062110:ENSRNOG00000026828 SCFD2 gi|31542785|ref|NPgi|31542785|ref|NP_689753.2| sec1 family domain containing 2 [ 684 75127 6.7 0 o Q 20 0.193 X X X X X X X 0 2 2 0 2 2 2 5.12 6.8E-05 X X X X X X X 0 2 2 0 2 2 2 5.12 5.2E-05 X X X X X X X 0 2 3E-05 3.53E-05 X X X X X X X 0 1 1 0 1 1 1 3.51 3.3E-05 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 2.19 0.00028 2 7.84E-05 0.000136 Peptidase C1B subfamily (MEROPS database 7 10
1051 ENSG00000163655:ENSMUSG00000027823:ENSRNOG00000037934 GMPS gi|4504035|ref|NP_gi|4504035|ref|NP_003866.1| guanine monophosphate syntheta 693 76715 6.9 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 6.35 6.7E-05 X X X X X X X 0 4 7 0 4 7 7 10.53 0.00018 X X X X X X X 0 2 6.14E-05 8.42E-05 X X X X X X X 0 1 2 0 1 2 2 4.33 6.5E-05 X X X X X X X 0 4 5 0 4 5 5 11.54 0.00012 X X X X X X X 0 2 4.56E-05 5.7E-05 The C-terminal domain of GMP synthetase. It contains ATP binding; GMP synthase (glutamine- 11 16
1052 ENSG00000214133:ENSMUSG00000025607:ENSRNOG00000011014 COPG2 gi|109134349|ref|Ngi|109134349|ref|NP_036265.3| coatomer protein complex, subun 871 97622 5.8 0 o Q 0 0 X X X X X X X 0 2 7 4 1 3 4 4.82 0.00011 X X X X X X X 0 5 10 4 4 6 7.091 11.6 0.00014 X X X X X X X 0 2 6.27E-05 7.4E-05 X X X X X X X 0 3 7 5 2 2 3.429 7.12 8.8E-05 X X X X X X X 0 1 2 2 0 0 0 1.49 0 1 2 0 1 2 2 1.72 8.8E-05 2 4.41E-05 5.09E-05 12 28
1053 ENSG00000077147:ENSMUSG00000025016:ENSRNOG00000013443 TM9SF3 gi|33859833|ref|NPgi|109460116|ref|XP_220013.3|;gi|33859833|ref|NP_064508.2| transmembrane 9 superfamily me 721 81802 8.4 9 o355-377i421-44Q 20 0.018 X X X X X X X 0 1 4 0 0 4 4 3.61 0.00013 X X X X X X X 0 1 2 0 0 2 2 3.61 4.9E-05 X X X X X X X 0 2 4.46E-05 6.11E-05 X X X X X X X 0 2 5 0 0 5 5 5.27 0.00016 X X X X X X X 0 1 4 0 0 4 4 3.61 9.1E-05 X X X X X X X 0 2 6.15E-05 7.58E-05 Endomembrane protein 70; pfam02990 5 15
1054 ENSG00000136827:ENSMUSG00000026849:ENSRNOG00000006894 TOR1A gi|4557541|ref|NP_gi|4557541|ref|NP_000104.1| torsin A [Homo sapiens] 332 37809 7 0 o S 21 1 X X X X X X X 0 1 1 0 1 1 1 4.52 7E-05 X X X X X X X 0 1 2 0 1 2 2 4.52 0.00011 X X X X X X X 0 2 4.42E-05 5.31E-05 X X X X X X X 0 2 2 0 2 2 2 12.65 0.00014 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.52 0.00012 2 6.27E-05 7.28E-05 Torsin. This family consists of several eukaryotic cytoplasm [pmid 10814722]; endoplasmic ATP binding [pmid 9288096]; 5 6
1055 ENSG00000065613:ENSMUSG00000025060:ENSRNOG00000011339 SLK gi|41281453|ref|NPgi|41281453|ref|NP_055535.2| serine/threonine kinase 2 [Homo s 1235 142695 5.1 0 o Q 0 0 X X X X X X X 0 2 3 1 1 2 2.167 3.48 4.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.05 1.4E-05 X X X X X X X 0 2 1.38E-05 1.93E-05 X X X X X X X 0 1 3 0 1 3 3 1.7 5.4E-05 X X X X X X X 0 X X X X X X X 0 1 10 0 1 10 10 1.7 0.00031 2 9.13E-05 0.000149 Ezrin/radixin/moesin family. This family of proteins ATP binding; DNA binding; nuclease 5 17
1056 ENSG00000108848:ENSMUSG00000020863:ENSRNOG00000002835 CROP gi|52426743|ref|NPgi|52426743|ref|NP_006098.2| cisplatin resistance-associated ov 432 51466 9.8 0 o Q 19 0 X X X X X X X 0 2 3 0 2 3 3 6.25 0.00016 X X X X X X X 0 3 4 0 3 4 4 14.81 0.00016 X X X X X X X 0 2 8.14E-05 9.4E-05 X X X X X X X 0 1 1 0 1 1 1 5.32 5.2E-05 X X X X X X X 0 1 1 0 1 1 1 7.41 3.8E-05 X X X X X X X 0 2 2.24E-05 2.65E-05 U1 snRNP component, mediates U1 snRNP nucleus DNA binding 7 9
1057 ENSG00000149016:ENSMUSG00000071645:ENSRNOG00000020047 TUT1 gi|12383074|ref|NPgi|12383074|ref|NP_073741.1| terminal uridylyl transferase 1, U6 874 93789 6.2 0 o Q 27 0.003 X X X X X X X 0 1 3 0 1 3 3 2.06 8E-05 X X X X X X X 0 1 1 0 1 1 1 2.63 2E-05 X X X X X X X 0 2 2.51E-05 3.79E-05 X X X X X X X 0 1 2 0 1 2 2 2.06 5.1E-05 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 6.41 0.00026 2 7.87E-05 0.000126 Poly(A) polymerase. This domain is found in poly(A) intracellular nucleic acid binding; nucleotide binding; 6 12
1058 ENSG00000049541:ENSMUSG00000023104:ENSRNOG00000001457 RFC2 gi|28882049|ref|NPgi|28882049|ref|NP_002905.2|;gi|31563534|ref|NP_852136.1| replication factor C 2 isoform 2 [H 320 35244 5.5 0 o Q 16 0.022 X X X X X X X 0 1 1 0 0 1 1 5.31 7.3E-05 X X X X X X X 0 2 3 0 0 3 3 9.38 0.00017 X X X X X X X 0 2 5.96E-05 7.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 6.56 5.1E-05 1 1 0 0 1 1 5 0.00012 2 4.27E-05 5.68E-05 AAA-superfamily of ATPases associated with a wide DNA replication factor C complex [pmid ATP binding [pmid 1313560]; nucleoside- 5 6
1059 ENSG00000100883:ENSMUSG00000073079:ENSRNOG00000032776 SRP54 gi|4507215|ref|NP_gi|4507215|ref|NP_003127.1| signal recognition particle 54kDa 504 55705 8.8 0 o Q 21 0.002 X X X X X X X 0 1 2 0 1 2 2 3.77 9.3E-05 X X X X X X X 0 1 4 0 1 4 4 4.37 0.00014 X X X X X X X 0 2 5.82E-05 6.99E-05 X X X X X X X 0 1 1 0 1 1 1 4.17 4.5E-05 X X X X X X X 0 1 4 0 1 4 4 3.17 0.00013 X X X X X X X 0 2 4.35E-05 6.11E-05 The signal recognition particle (SRP) mediates the membrane; nucleus; ribonucleoprotein GTP binding; nucleoside-triphosphatase 4 11
1060 ENSG00000198836:ENSMUSG00000038084:ENSRNOG00000001717 OPA1 gi|18860829|ref|NPgi|18860829|ref|NP_056375.1|;gi|18860831|ref|NP_570844.1|;gi|18860833|ref|NP_570845.1|;gi|18860835|ref|NP_570846.1|;gi|18860837|ref|NP_570847.1|;gi|18860841|ref|NP_570848.1|;gi|18860843|ref|NP_570849.1|;gi|18860845|ref|NP_570850.1|optic atrophy 1 isoform 1 [Homo s 960 111657 7.9 0 o Q 24 0.438 X X X X X X X 0 4 7 0 0 7 7 5.52 0.00017 X X X X X X X 0 4 9 0 0 9 9 8.02 0.00017 X X X X X X X 0 2 8.39E-05 9.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 2.92 3.4E-05 1 1 0 0 1 1 2.08 4E-05 2 1.85E-05 2.15E-05 Dynamin, GTPase; Large GTPases that mediate dendrite [pmid 11847212]; mitochondrial GTP binding; GTPase activity [pmid 11 19
1061 ENSG00000083642:ENSMUSG00000034021:ENSRNOG00000001098 PDS5B gi|7657269|ref|NP_gi|7657269|ref|NP_055847.1| PDS5, regulator of cohesion main 1447 164666 8.5 0 o Q 0 0 X X X X X X X 0 4 8 4 3 4 6 4.77 9.7E-05 X X X X X X X 0 4 11 7 3 4 6.333 6.36 7.7E-05 X X X X X X X 0 2 4.35E-05 5.09E-05 X X X X X X X 0 6 7 1 5 6 6.4 9.19 9.9E-05 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 2.76 0.00013 2 5.8E-05 6.83E-05 membrane; nucleus [pmid 10215036] ATP binding [pmid 10215036]; binding; 17 31
1062 ENSG00000130227:ENSMUSG00000022100:ENSRNOG00000013288 XPO7 gi|154448892|ref|Ngi|154448892|ref|NP_055839.3|;gi|154448894|ref|NP_001093631.1|;gi|154448896|ref|NP_001093632.1| exportin 7 isoform b [Homo sapie 1087 123907 6.3 0 o Q 18 0 X X X X X X X 0 5 7 0 0 7 7 8.56 0.00015 X X X X X X X 0 2 6 0 0 6 6 3.77 9.8E-05 X X X X X X X 0 2 6.19E-05 7.47E-05 X X X X X X X 0 1 6 0 0 6 6 1.47 0.00012 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.38 3.5E-05 2 3.98E-05 5.85E-05 9 20
1063 ENSG00000129351:ENSMUSG00000032178:ENSRNOG00000006981 ILF3 gi|24234750|ref|NPgi|24234750|ref|NP_036350.2|;gi|24234753|ref|NP_004507.2|;gi|24234756|ref|NP_703194.1| interleukin enhancer binding facto 894 95339 8.8 0 o Q 0 0 1 1 0 0 1 1 2.57 0.00018 3 5 0 0 5 5 6.04 0.00013 X X X X X X X 0 3 11 0 0 11 11 6.71 0.00022 X X X X X X X 0 3 0.000132 9.51E-05 X X X X X X X 0 1 1 0 0 1 1 2.57 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.27E-06 1.25E-05 Double-stranded RNA binding motif. Binding is not intracellular; nucleus [pmid 10400669] DNA binding [pmid 7519613] [pmid 8 18
1064 ENSG00000085872:ENSMUSG00000052488:ENSRNOG00000012323 CHERP gi|119226260|ref|Ngi|119226260|ref|NP_006378.3| calcium homeostasis endoplasmic 916 103702 9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.97 2.5E-05 X X X X X X X 0 3 7 0 3 7 7 6.11 0.00013 X X X X X X X 0 2 4.01E-05 6.44E-05 X X X X X X X 0 1 3 0 1 3 3 2.73 7.3E-05 X X X X X X X 0 3 9 0 3 9 9 7.31 0.00016 X X X X X X X 0 2 5.85E-05 7.62E-05 8 20
1065 ENSG00000133316:ENSMUSG00000042729:ENSRNOG00000029315 WDR74 gi|8922422|ref|NP_gi|8922422|ref|NP_060563.1| WD repeat domain 74 [Homo sap 385 42286 8.2 0 o Q 26 0.017 X X X X X X X 0 1 2 0 1 2 2 4.16 0.00012 X X X X X X X 0 1 1 0 1 1 1 4.94 4.6E-05 X X X X X X X 0 2 4.18E-05 5.72E-05 X X X X X X X 0 1 1 0 1 1 1 4.16 5.8E-05 X X X X X X X 0 1 4 0 1 4 4 4.68 0.00017 X X X X X X X 0 2 5.7E-05 7.99E-05 WD40 domain, found in a number of eukaryotic nucleus 4 8
1066 ENSG00000184575:ENSMUSG00000034667:ENSRNOG00000007088 XPOT gi|8051636|ref|NP_gi|8051636|ref|NP_009166.2| tRNA exportin [Homo sapiens] 962 109964 5.4 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 3.85 2.4E-05 1 1 0 1 1 1 1.35 0.0002 1 1 0 1 1 1 3.85 1.8E-05 X X X X X X X 0 3 5.95E-05 9.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.87 0.00012 1 2.99E-05 5.99E-05 Exportin 1-like protein. The sequences featured in this nucleus binding; tRNA binding [pmid 9512417] 4 6
1067 ENSG00000100029:ENSMUSG00000020430:ENSRNOG00000004515 PES1 gi|7657455|ref|NP_gi|7657455|ref|NP_055118.1| pescadillo homolog 1, containing 588 68003 7.3 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 3.06 0.00012 X X X X X X X 0 1 2 0 1 2 2 4.25 6E-05 X X X X X X X 0 2 4.48E-05 5.7E-05 X X X X X X X 0 2 4 0 2 4 4 7.31 0.00015 X X X X X X X 0 1 2 0 1 2 2 3.06 5.6E-05 X X X X X X X 0 2 5.2E-05 7.2E-05 Pescadillo N-terminus. This family represents the N- intracellular; nucleolus; nucleus 5 11
1068 ENSG00000027869:ENSMUSG00000028071:ENSRNOG00000013294 SH2D2A gi|4503633|ref|NP_gi|4503633|ref|NP_003966.1| SH2 domain protein 2A [Homo sa 389 42907 7.4 0 o Q 17 0 X X X X X X X 0 1 2 0 1 2 2 3.08 0.00012 X X X X X X X 0 1 1 0 1 1 1 6.68 4.5E-05 X X X X X X X 0 2 4.13E-05 5.66E-05 X X X X X X X 0 1 2 0 1 2 2 6.68 0.00012 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.37 9.9E-05 2 5.35E-05 6.22E-05 Src homology 2 domains; Signal transduction, cytoplasm [pmid 9468509]; soluble fraction protein binding [pmid 10553045]; 4 6
1069 ENSG00000052749:ENSMUSG00000035049:ENSRNOG00000037387 RRP12 gi|15987121|ref|NPgi|15987121|ref|NP_055994.1| ribosomal RNA processing 12 hom 1297 143732 8.8 0 o Q 24 0 X X X X X X X 0 1 1 0 1 1 1 0.93 1.8E-05 X X X X X X X 0 3 7 0 3 7 7 3.93 9.5E-05 X X X X X X X 0 2 2.83E-05 4.55E-05 X X X X X X X 0 4 6 1 4 5 5 5.71 8.6E-05 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 3.7 0.00018 2 6.6E-05 8.48E-05 NUC173 domain. This is the central domain of of integral to membrane; membrane; nucleus binding 11 20
1070 ENSG00000157881:ENSMUSG00000029056:ENSRNOG00000014044 PANK4 gi|8922665|ref|NP_gi|8922665|ref|NP_060686.1| pantothenate kinase 4 [Homo sap 773 85991 6.3 0 o Q 16 0 X X X X X X X 0 2 3 0 2 3 3 3.88 9.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.42 2.3E-05 X X X X X X X 0 2 2.83E-05 4.28E-05 X X X X X X X 0 2 4 0 2 4 4 5.43 0.00012 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.2 0.00015 2 6.63E-05 7.77E-05 Fumble. Fumble is required for cell division in ATP binding; nucleotide binding; 6 11
1071 ENSG00000198055:ENSMUSG00000074886:ENSRNOG00000014615 GRK6 gi|51896035|ref|NPgi|51896035|ref|NP_002073.2|;gi|51896037|ref|NP_001004105.1|;gi|51896039|ref|NP_001004106.1| G protein-coupled receptor kinase 589 67258 8.5 0 o Q 19 0.001 X X X X X X X 0 2 2 0 0 2 2 6.62 7.9E-05 X X X X X X X 0 2 4 0 0 4 4 5.77 0.00012 X X X X X X X 0 2 4.98E-05 5.99E-05 X X X X X X X 0 2 3 0 0 3 3 5.77 0.00011 X X X X X X X 0 1 2 0 0 2 2 2.72 5.5E-05 X X X X X X X 0 2 4.24E-05 5.46E-05 Regulator of G protein signaling domain. RGS family membrane ATP binding; G-protein coupled receptor 7 11
1072 ENSG00000198959:ENSMUSG00000037820:ENSRNOG00000012956 TGM2 gi|39777597|ref|NPgi|39777597|ref|NP_004604.2| transglutaminase 2 isoform a [Ho 687 77329 5.2 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.06 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.49E-06 1.7E-05 X X X X X X X 0 2 3 0 2 3 3 5.09 9.8E-05 X X X X X X X 0 1 1 0 1 1 1 3.49 2.4E-05 3 6 0 3 6 6 6.55 0.00034 3 0.000114 0.000153 Transglutaminase-like superfamily. This family cytosol; extracellular matrix (sensu acyltransferase activity; calcium ion 7 11
1073 ENSG00000128335:ENSMUSG00000057346:ENSRNOG00000023410 APOL2 gi|22035653|ref|NPgi|22035653|ref|NP_663612.1| apolipoprotein L2 [Homo sapiens] 337 37092 6.7 3 i119-141o151-17Q 0 0 X X X X X X X 0 1 1 0 1 1 1 7.12 6.9E-05 X X X X X X X 0 1 1 0 1 1 1 9.5 5.2E-05 X X X X X X X 0 2 3.04E-05 3.58E-05 X X X X X X X 0 2 2 0 2 2 2 14.84 0.00013 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.26 0.00011 2 6.18E-05 7.17E-05 Apolipoprotein L. Apo L belongs to the high density extracellular region; intracellular [pmid high-density lipoprotein binding [pmid 5 5
1074 ENSG00000167986:ENSMUSG00000024740:ENSRNOG00000020715 DDB1 gi|148529014|ref|Ngi|148529014|ref|NP_001914.3| damage-specific DNA binding pro 1140 126968 5.3 0 o Q 27 0.004 X X X X X X X 0 1 1 0 1 1 1 2.11 2E-05 X X X X X X X 0 3 13 0 3 13 13 5.7 0.0002 X X X X X X X 0 2 5.55E-05 9.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.11 4.3E-05 2 3 0 2 3 3 2.98 0.0001 2 3.6E-05 4.78E-05 7 20
1075 ENSG00000087365:ENSMUSG00000024853:ENSRNOG00000020412 SF3B2 gi|55749531|ref|NPgi|55749531|ref|NP_006833.2| splicing factor 3B subunit 2 [Homo 895 100228 5.7 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 2.91 9.9E-05 X X X X X X X 0 1 2.47E-05 4.93E-05 X X X X X X X 0 1 2 0 1 2 2 2.12 5E-05 X X X X X X X 0 3 4 0 3 4 4 7.26 7.3E-05 1 3 0 1 3 3 1.56 0.00013 3 6.29E-05 5.34E-05 Domain of unknown function (DUF382). This domain nucleus; spliceosome complex [pmid DNA binding 7 14
1076 ENSG00000109320:ENSMUSG00000028163:ENSRNOG00000023258 NFKB1 gi|34577122|ref|NPgi|34577122|ref|NP_003989.2| nuclear factor kappa-B, subunit 1 969 105427 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 7 0 4 7 7 7.64 0.00013 X X X X X X X 0 1 3.19E-05 6.38E-05 X X X X X X X 0 1 2 0 1 2 2 2.37 4.6E-05 X X X X X X X 0 2 4 0 2 4 4 4.23 6.7E-05 1 1 0 1 1 1 3.1 4E-05 3 3.83E-05 2.82E-05 Rel homology domain (RHD). Proteins containing the cytoplasm [pmid 11819787]; nucleus [pmid protein binding [pmid 14624448]; 8 14
1077 ENSG00000065000:ENSMUSG00000020198:ENSRNOG00000018977 AP3D1 gi|117553580|ref|Ngi|117553580|ref|NP_003929.4| adaptor-related protein complex 3 1153 130158 8.5 0 o Q 0 0 X X X X X X X 0 3 5 0 3 5 5 4.86 0.0001 X X X X X X X 0 3 9 0 3 9 9 6.07 0.00014 X X X X X X X 0 2 5.98E-05 7.06E-05 X X X X X X X 0 2 4 0 2 4 4 4.25 7.8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.08 3.3E-05 2 2.78E-05 3.69E-05 9 19
1078 ENSG00000123143:ENSMUSG00000057672:ENSRNOG00000004131 PKN1 gi|47132589|ref|NPgi|47132589|ref|NP_002732.3|;gi|47132591|ref|NP_998725.1| protein kinase N1 isoform 2 [Hom 942 103932 6.4 0 o Q 28 0.108 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 2.76 7.5E-05 X X X X X X X 0 1 1.88E-05 3.75E-05 X X X X X X X 0 3 5 0 0 5 5 8.6 0.00012 X X X X X X X 0 1 1 0 0 1 1 1.91 1.7E-05 2 4 0 0 4 4 3.72 0.00016 3 7.49E-05 7.88E-05 Protein kinase C-related kinase homology region 1 intracellular ATP binding; nucleotide binding; protein 7 14
1079 ENSG00000105220:ENSMUSG00000036427:ENSRNOG00000023150 GPI gi|18201905|ref|NPgi|18201905|ref|NP_000166.2| glucose phosphate isomerase [Ho 558 63147 8.3 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 7.89 0.00017 X X X X X X X 0 1 1 0 1 1 1 2.69 3.2E-05 X X X X X X X 0 2 4.97E-05 7.97E-05 X X X X X X X 0 2 2 0 2 2 2 8.06 8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.69 6.9E-05 2 3.73E-05 4.33E-05 Phosphoglucose isomerase. Phosphoglucose extracellular space cytokine activity; glucose-6-phosphate 7 8
1080 ENSG00000144591:ENSMUSG00000033021:ENSRNOG00000019946 GMPPA gi|45447090|ref|NPgi|45447090|ref|NP_995319.1| GDP-mannose pyrophosphorylas 420 46291 7.2 0 o Q 46 0.006 X X X X X X X 0 1 2 0 1 2 2 4.29 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.78E-05 5.55E-05 X X X X X X X 0 1 1 0 1 1 1 4.29 5.3E-05 X X X X X X X 0 1 1 0 1 1 1 4.29 3.9E-05 1 1 0 1 1 1 4.29 9.1E-05 3 4.59E-05 3.78E-05 Nucleoside-diphosphate-sugar pyrophosphorylase acyltransferase activity; 4 5
1081 ENSG00000111801:NA:NA BTN3A3 gi|37574628|ref|NPgi|37574628|ref|NP_932078.1|;gi|5901908|ref|NP_008925.1|butyrophilin, subfamily 3, member 542 60557 5.4 1 o206-228i Q 19 0.001 X X X X X X X 0 3 4 0 0 4 4 7.38 0.00017 X X X X X X X 0 1 1 0 0 1 1 2.77 3.3E-05 X X X X X X X 0 2 5.12E-05 8.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.03 6E-05 1 1 0 0 1 1 4.43 7.1E-05 2 3.28E-05 3.81E-05 Domain in SPla and the RYanodine Receptor. ; integral to membrane; membrane 6 8
1082 ENSG00000132842:ENSMUSG00000021686:ENSRNOG00000010624 AP3B1 gi|32484979|ref|NPgi|32484979|ref|NP_003655.3| adaptor-related protein complex 3 1094 121320 6 0 o Q 0 0 X X X X X X X 0 4 8 1 3 7 8 6.4 0.00017 X X X X X X X 0 3 5 2 2 3 5 5.12 8.1E-05 X X X X X X X 0 2 6.28E-05 8.13E-05 X X X X X X X 0 2 2 0 2 2 2 2.74 4.1E-05 X X X X X X X 0 2 3 0 2 3 3 4.3 4.5E-05 X X X X X X X 0 2 2.14E-05 2.48E-05 Adaptin N terminal region. This family consists of the coated pit; Golgi apparatus [pmid 9151686] binding 11 18
1083 ENSG00000113643:ENSMUSG00000018848:ENSRNOG00000007739 RARS gi|15149476|ref|NPgi|15149476|ref|NP_002878.2| arginyl-tRNA synthetase [Homo s 660 75379 6.7 0 o Q 16 0.001 X X X X X X X 0 1 1 0 1 1 1 1.82 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 3.03 2.7E-05 X X X X X X X 0 2 1.55E-05 1.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 6.06 9.9E-05 1 3 0 1 3 3 2.88 0.00017 2 6.83E-05 8.47E-05 DALR anticodon binding domain. This all alpha helical cytoplasm [pmid 7590355]; soluble fraction arginine-tRNA ligase activity; ATP 6 9
1084 ENSG00000135596:ENSMUSG00000019823:ENSRNOG00000000307 MICAL1 gi|20127616|ref|NPgi|20127616|ref|NP_073602.2| microtubule associated monoxyge 1067 117932 6.5 0 o Q 29 0.011 1 1 0 1 1 1 2.16 0.00015 4 6 0 4 6 6 7.03 0.00013 X X X X X X X 0 2 5 0 2 5 5 4.78 8.3E-05 X X X X X X X 0 3 9.15E-05 6.75E-05 X X X X X X X 0 1 2 0 1 2 2 2.16 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.1E-05 Calponin homology domain; actin-binding domain cytoplasm [pmid 11827972]; cytoskeleton; metal ion binding; monooxygenase 8 14
1085 ENSG00000058272:ENSMUSG00000019907:ENSRNOG00000004925 PPP1R12A gi|4505317|ref|NP_gi|4505317|ref|NP_002471.1| protein phosphatase 1, regulatory 1030 115281 5.4 0 o Q 54 0 X X X X X X X 0 1 1 0 1 1 1 1.55 2.3E-05 X X X X X X X 0 2 10 0 2 10 10 3.5 0.00017 X X X X X X X 0 2 4.85E-05 8.27E-05 X X X X X X X 0 1 1 0 1 1 1 2.14 2.2E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.17 0.00011 2 3.34E-05 5.33E-05 ankyrin repeats; ankyrin repeats mediate protein- actin cytoskeleton signal transducer activity [pmid 6 15
1086 ENSG00000021776:ENSMUSG00000040383:ENSRNOG00000008912 AQR gi|38788372|ref|NPgi|38788372|ref|NP_055506.1| aquarius [Homo sapiens] 1485 171294 6.4 0 o Q 21 0.006 X X X X X X X 0 1 1 0 1 1 1 1.28 1.6E-05 X X X X X X X 0 4 9 0 4 9 9 4.31 0.00011 X X X X X X X 0 2 3.07E-05 5.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.75 2.2E-05 4 7 0 4 7 7 4.44 0.00018 2 5.07E-05 8.74E-05 Superfamily I DNA and RNA helicases and helicase 11 19
1087 ENSG00000147507:ENSMUSG00000042228:ENSRNOG00000008180 LYN gi|4505055|ref|NP_gi|4505055|ref|NP_002341.1| Yamaguchi sarcoma viral (v-yes-1 512 58574 7.1 0 o Q 0 0 X X X X X X X 0 2 3 1 1 2 3 6.84 0.00014 X X X X X X X 0 2 2 0 2 2 2 7.81 6.9E-05 X X X X X X X 0 2 5.14E-05 6.55E-05 X X X X X X X 0 1 1 0 1 1 1 2.54 4.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.54 7.5E-05 2 2.97E-05 3.66E-05 Src homology 3 domains; SH3 domains bind to cytoplasm; nucleus ATP binding; erythropoietin receptor 6 7
1088 ENSG00000008128:ENSMUSG00000029062:ENSRNOG00000017213 CDC2L2 gi|148763345|ref|Ngi|148763345|ref|NP_277071.2|;gi|16332358|ref|NP_277021.1|;gi|16332360|ref|NP_277022.1|;gi|16332362|ref|NP_277023.1|;gi|16332364|ref|NP_277024.1|;gi|16332370|ref|NP_277027.1|;gi|16332372|ref|NP_277028.1|;gi|169160775|ref|XP_001713800.1|cell division cycle 2-like 2 isoform 770 90045 5.3 0 o Q 0 0 X X X X X X X 0 2 2 0 0 2 2 3.12 6.1E-05 X X X X X X X 0 2 6 0 0 6 6 7.14 0.00014 X X X X X X X 0 2 4.96E-05 6.53E-05 X X X X X X X 0 1 2 0 0 2 2 1.3 5.8E-05 X X X X X X X 0 1 3 0 0 3 3 1.3 6.4E-05 X X X X X X X 0 2 3.05E-05 3.52E-05 6 13
1089 ENSG00000179950:ENSMUSG00000002524:ENSRNOG00000009960 PUF60 gi|17298690|ref|NPgi|17298690|ref|NP_055096.2|;gi|17978512|ref|NP_510965.1| poly-U binding splicing factor 60K 542 58172 5.3 0 o Q 19 0.061 X X X X X X X 0 1 1 0 0 1 1 4.06 4.3E-05 X X X X X X X 0 3 5 0 0 5 5 13.84 0.00016 X X X X X X X 0 2 5.15E-05 7.7E-05 X X X X X X X 0 1 2 0 0 2 2 2.95 8.3E-05 X X X X X X X 0 1 1 0 0 1 1 2.95 3E-05 X X X X X X X 0 2 2.82E-05 3.9E-05 RNA recognition motif; smart00360 ribonucleoprotein complex nucleic acid binding; nucleotide binding; 6 9
1090 ENSG00000114573:ENSMUSG00000052459:ENSRNOG00000001992 ATP6V1A gi|19913424|ref|NPgi|19913424|ref|NP_001681.2| ATPase, H+ transporting, lysosom 617 68304 5.5 0 o Q 32 0 X X X X X X X 0 2 3 0 2 3 3 7.78 0.00011 X X X X X X X 0 2 2 0 2 2 2 2.76 5.7E-05 X X X X X X X 0 2 4.27E-05 5.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.4 2.6E-05 2 2 0 2 2 2 4.7 0.00012 2 3.77E-05 5.91E-05 V/A-type ATP synthase catalytic subunit A. These integral to plasma membrane [pmid ATP binding; hydrogen-transporting ATP 7 8
1091 ENSG00000140750:ENSMUSG00000030766:ENSRNOG00000013836 ARHGAP17 gi|54860079|ref|NPgi|54860079|ref|NP_001006635.1|;gi|54860105|ref|NP_060524.4| nadrin isoform 1 [Homo sapiens] 881 95437 7.6 0 o Q 27 0 X X X X X X X 0 2 5 0 0 5 5 4.99 0.00013 X X X X X X X 0 4 7 0 0 7 7 9.65 0.00014 X X X X X X X 0 2 6.82E-05 7.88E-05 X X X X X X X 0 1 1 0 0 1 1 1.82 2.5E-05 X X X X X X X 0 1 1 0 0 1 1 1.93 1.9E-05 X X X X X X X 0 2 1.1E-05 1.3E-05 BAR domain. The BAR domain is found in cytoplasm; intracellular aminoacyl-tRNA ligase activity; ATP 8 14
1092 ENSG00000076924:ENSMUSG00000019470:ENSRNOG00000000988 XAB2 gi|55770906|ref|NPgi|55770906|ref|NP_064581.2| XPA binding protein 2 [Homo sap 855 100010 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.21 4.1E-05 X X X X X X X 0 1 1.03E-05 2.07E-05 X X X X X X X 0 1 1 0 1 1 1 2.81 2.6E-05 X X X X X X X 0 2 3 0 2 3 3 4.44 5.7E-05 3 6 0 3 6 6 7.25 0.00027 3 8.82E-05 0.000123 Tetratricopeptide repeat domain; typically contains 34 intracellular; nucleus [pmid 10944529] protein binding [pmid 10944529] 8 12
1093 ENSG00000122224:ENSMUSG00000004707:ENSRNOG00000025069 LY9 gi|55925578|ref|NPgi|55925578|ref|NP_002339.2| lymphocyte antigen 9 isoform a [H 655 72139 5.5 1 o455-476i A 48 0.294 X X X X X X X 0 1 1 0 1 1 1 3.05 3.6E-05 1 1 0 1 1 1 2.44 0.00029 1 2 0 1 2 2 3.97 5.4E-05 X X X X X X X 0 3 9.41E-05 0.00013 X X X X X X X 0 1 1 0 1 1 1 3.97 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.56E-06 1.71E-05 Immunoglobulin V-set domain. This domain is found integral to membrane; membrane protein binding 4 5
1094 ENSG00000106263:ENSMUSG00000056076:ENSRNOG00000001253 EIF3B gi|83367072|ref|NPgi|83367072|ref|NP_001032360.1| eukaryotic translation initiation fac 814 92482 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 4.67 0.00011 X X X X X X X 0 1 2.71E-05 5.43E-05 X X X X X X X 0 1 1 0 1 1 1 3.44 2.8E-05 X X X X X X X 0 1 1 0 1 1 1 2.21 2E-05 2 2 0 2 2 2 5.16 9.4E-05 3 3.55E-05 4.09E-05 Uncharacterized protein, contains Trp-Asp (WD) eukaryotic translation initiation factor 3 nucleotide binding; RNA binding; 6 9
1095 ENSG00000132323:ENSMUSG00000026309:ENSRNOG00000020115 ILKAP gi|13540531|ref|NPgi|13540531|ref|NP_110395.1| integrin-linked kinase-associated 392 42907 7.1 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 4.85 0.00012 X X X X X X X 0 1 2 0 1 2 2 4.85 9E-05 X X X X X X X 0 2 5.23E-05 6.15E-05 X X X X X X X 0 1 1 0 1 1 1 5.87 5.7E-05 X X X X X X X 0 1 1 0 1 1 1 4.85 4.2E-05 X X X X X X X 0 2 2.47E-05 2.92E-05 Serine/threonine phosphatases, family 2C, catalytic protein serine/threonine phosphatase hydrolase activity; kinase activity; 4 6
1096 ENSG00000174243:ENSMUSG00000003360:ENSRNOG00000036954 DDX23 gi|41327771|ref|NPgi|41327771|ref|NP_004809.2| DEAD (Asp-Glu-Ala-Asp) box poly 820 95583 9.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 4 0 4 4 4 9.51 8.6E-05 X X X X X X X 0 1 2.15E-05 4.31E-05 X X X X X X X 0 1 1 0 1 1 1 3.78 2.7E-05 X X X X X X X 0 2 4 0 2 4 4 4.39 8E-05 1 2 0 1 2 2 1.95 9.4E-05 3 5.01E-05 4.39E-05 Helicase superfamily c-terminal domain; associated nucleus; snRNP U5 [pmid 9539711] ATP binding; ATP-dependent helicase 8 11
1097 ENSG00000103507:ENSMUSG00000030802:ENSRNOG00000019485 BCKDK gi|5031609|ref|NP_gi|5031609|ref|NP_005872.1| branched chain ketoacid dehydro 412 46409 8.8 0 o S 35 0.928 X X X X X X X 0 1 2 0 1 2 2 4.13 0.00011 X X X X X X X 0 1 1 0 1 1 1 4.13 4.3E-05 X X X X X X X 0 2 3.9E-05 5.34E-05 X X X X X X X 0 1 2 0 1 2 2 4.13 0.00011 X X X X X X X 0 1 1 0 1 1 1 5.1 4E-05 X X X X X X X 0 2 3.71E-05 5.14E-05 Histidine kinase-like ATPases; This family includes alpha-ketoglutarate dehydrogenase complex ATP binding; kinase activity [pmid 4 6
1098 ENSG00000113163:ENSMUSG00000021669:ENSRNOG00000015686 COL4A3BP gi|14165452|ref|NPgi|14165452|ref|NP_112729.1|;gi|5031717|ref|NP_005704.1|alpha 3 type IV collagen binding p 598 68007 5.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 3.18 3.9E-05 X X X X X X X 0 1 2 0 0 2 2 2.68 5.9E-05 X X X X X X X 0 2 2.45E-05 2.95E-05 X X X X X X X 0 1 2 0 0 2 2 5.18 7.5E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.18 0.00013 2 5.09E-05 6.26E-05 Goodpasture antigen binding protein (GPBP) protein serine/threonine kinase activity; 4 7
1099 ENSG00000135249:ENSMUSG00000028999:ENSRNOG00000022182 RINT1 gi|62899047|ref|NPgi|62899047|ref|NP_068749.3| RAD50 interactor 1 [Homo sapien 792 90632 5.4 0 o Q 20 0.009 X X X X X X X 0 1 1 0 1 1 1 2.53 2.9E-05 X X X X X X X 0 1 2 0 1 2 2 3.41 4.5E-05 X X X X X X X 0 2 1.85E-05 2.23E-05 X X X X X X X 0 1 1 0 1 1 1 2.9 2.8E-05 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.53 0.00019 2 5.56E-05 9.32E-05 RINT-1 / TIP-1 family; pfam04437 endoplasmic reticulum [pmid 15029241] protein binding [pmid 11096100] [pmid 5 8
1100 ENSG00000008869:ENSMUSG00000039414:ENSRNOG00000025926 HEATR5B gi|55749742|ref|NPgi|55749742|ref|NP_061897.1| HEAT repeat containing 5B [Hom 2071 224300 7.2 0 o Q 16 0.389 X X X X X X X 0 4 4 0 4 4 4 3.24 4.5E-05 1 2 0 1 2 2 1.01 0.00018 X X X X X X X 0 X X X X X X X 0 2 5.66E-05 8.59E-05 X X X X X X X 0 3 5 0 3 5 5 1.64 5.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.82 1.9E-05 2 1.82E-05 2.55E-05 binding 9 12
1101 ENSG00000123329:ENSMUSG00000040345:ENSRNOG00000006946 ARHGAP9 gi|122939147|ref|Ngi|122939147|ref|NP_115885.2|;gi|122939149|ref|NP_001073625.1| Rho GTPase activating protein 9 731 81150 8.2 0 o S 41 0.964 X X X X X X X 0 2 2 0 0 2 2 3.83 6.4E-05 X X X X X X X 0 1 1 0 0 1 1 4.24 2.4E-05 X X X X X X X 0 2 2.2E-05 3.01E-05 X X X X X X X 0 2 5 0 0 5 5 5.2 0.00015 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.28 5.3E-05 2 5.15E-05 7.23E-05 6 9
1102 ENSG00000100284:ENSMUSG00000042870:ENSRNOG00000014093 TOM1 gi|4885637|ref|NP_gi|4885637|ref|NP_005479.1| target of myb1 [Homo sapiens] 492 53818 4.7 0 o Q 16 0.001 X X X X X X X 0 1 2 0 1 2 2 2.64 9.5E-05 X X X X X X X 0 2 2 0 2 2 2 11.59 7.2E-05 X X X X X X X 0 2 4.17E-05 4.9E-05 X X X X X X X 0 1 1 0 1 1 1 4.47 4.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.67 7.8E-05 2 3.09E-05 3.81E-05 GAT domain. The GAT domain is responsible for cytosol [pmid 14613930]; early endosome protein binding [pmid 14613930] 5 6
1103 ENSG00000113522:ENSMUSG00000020380:ENSRNOG00000033065 RAD50 gi|19924129|ref|NPgi|19924129|ref|NP_005723.2|;gi|19924131|ref|NP_597816.1| RAD50 homolog isoform 1 [Homo 1312 153892 6.9 0 o Q 41 0.001 X X X X X X X 0 1 1 0 0 1 1 1.37 1.8E-05 X X X X X X X 0 3 9 0 0 9 9 3.96 0.00012 X X X X X X X 0 2 3.47E-05 5.82E-05 X X X X X X X 0 3 5 0 0 5 5 3.81 8.5E-05 X X X X X X X 0 5 5 0 0 5 5 5.79 6.2E-05 X X X X X X X 0 2 3.69E-05 4.37E-05 The catalytic domains of Rad50 are similar to the ATP- chromosome; chromosome, telomeric 3'-5' exonuclease activity [pmid 12 20
1104 ENSG00000005007:ENSMUSG00000058301:ENSRNOG00000020134 UPF1 gi|18375673|ref|NPgi|18375673|ref|NP_002902.2| regulator of nonsense transcripts 1118 123036 6.7 0 o Q 26 0.001 X X X X X X X 0 3 7 0 3 7 7 4.03 0.00015 X X X X X X X 0 2 2 0 2 2 2 3.4 3.2E-05 X X X X X X X 0 2 4.44E-05 6.94E-05 X X X X X X X 0 1 1 0 1 1 1 1.61 2E-05 X X X X X X X 0 3 6 0 3 6 6 3.4 8.8E-05 X X X X X X X 0 2 2.69E-05 4.15E-05 DEXH-box helicases. A diverse family of proteins chromatin [pmid 16488880]; cytoplasm ATP binding; ATP-dependent RNA 9 16
1105 ENSG00000120694:ENSMUSG00000029657:ENSRNOG00000000902 HSPH1 gi|42544159|ref|NPgi|42544159|ref|NP_006635.2| heat shock 105kD [Homo sapiens 858 96865 5.4 0 o Q 21 0.028 X X X X X X X 0 3 3 0 3 3 3 5.83 8.2E-05 X X X X X X X 0 2 2 0 2 2 2 3.26 4.1E-05 X X X X X X X 0 2 3.07E-05 3.91E-05 X X X X X X X 0 2 4 0 2 4 4 4.2 0.0001 X X X X X X X 0 1 3 0 1 3 3 1.17 5.7E-05 X X X X X X X 0 2 4.04E-05 5.05E-05 Hsp70 protein. Hsp70 chaperones help to fold many cytoplasm [pmid 9931472] ATP binding; nucleotide binding 8 12
1106 ENSG00000096433:ENSMUSG00000042644:ENSRNOG00000026651 ITPR3 gi|153945846|ref|Ngi|153945846|ref|NP_002215.2| inositol 1,4,5-triphosphate recepto 2671 304105 6.5 7 o2201-2223i2236Q 21 0.011 X X X X X X X 0 6 15 3 5 12 12.62 4.42 0.00011 1 2 0 1 2 2 0.64 0.00014 X X X X X X X 0 X X X X X X X 0 2 6.27E-05 7.35E-05 X X X X X X X 0 2 3 0 2 3 3 1.57 2.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.41 1.4E-05 2 9.89E-06 1.22E-05 10 21
1107 ENSG00000138119:ENSMUSG00000048612:ENSRNOG00000016117 FER1L3 gi|19718759|ref|NPgi|19718759|ref|NP_579899.1|;gi|7305053|ref|NP_038479.1|myoferlin isoform b [Homo sapien 2048 233474 6.2 1 o2013-2035i Q 19 0 X X X X X X X 0 3 5 0 0 5 5 2.29 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.42E-05 2.85E-05 1 1 0 0 1 1 0.54 0.00022 1 2 0 0 2 2 0.88 2.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.68 1.9E-05 3 6.43E-05 0.000102 Protein kinase C conserved region 2 (CalB); Ca2+- integral to membrane; nuclear envelope 6 9
1108 ENSG00000163219:ENSMUSG00000030047:ENSRNOG00000009347 ARHGAP25 gi|55770898|ref|NPgi|55770898|ref|NP_001007232.1|;gi|7661882|ref|NP_055697.1| Rho GTPase activating protein 25 645 73435 6.4 0 o Q 42 0 X X X X X X X 0 2 2 0 0 2 2 6.05 7.2E-05 X X X X X X X 0 2 3 0 0 3 3 6.2 8.2E-05 X X X X X X X 0 2 3.86E-05 4.48E-05 X X X X X X X 0 1 2 0 0 2 2 1.86 7E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.86 6E-05 2 3.23E-05 3.75E-05 RhoGAP_ARHGAP22_24_25: GTPase-activator intracellular GTPase activator activity 6 8
1109 ENSG00000141569:ENSMUSG00000054517:ENSRNOG00000024145 TRIM65 gi|38679905|ref|NPgi|38679905|ref|NP_775818.2| tripartite motif-containing 65 [Hom 517 57353 6.7 0 o Q 27 0.103 X X X X X X X 0 1 1 0 1 1 1 1.93 4.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.9 3.4E-05 X X X X X X X 0 2 1.98E-05 2.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 8.12 0.00013 1 1 0 1 1 1 2.32 7.4E-05 2 5.01E-05 6.17E-05 RING-finger (Really Interesting New Gene) domain, a intracellular metal ion binding; protein binding; zinc 4 7
1110 ENSG00000135899:ENSMUSG00000079808:ENSRNOG00000033747 SP110 gi|17986252|ref|NPgi|17986252|ref|NP_004501.2|;gi|17986254|ref|NP_536349.1|;gi|17986256|ref|NP_004500.2| SP110 nuclear body protein isofo 549 61941 9.6 0 o Q 27 0.001 X X X X X X X 0 1 2 0 0 2 2 2.91 8.5E-05 X X X X X X X 0 1 3 0 0 3 3 7.29 9.7E-05 X X X X X X X 0 2 4.54E-05 5.26E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.55 3E-05 1 1 0 0 1 1 2.37 7E-05 2 2.49E-05 3.31E-05 Sp100 domain. The function of this domain is nucleus [pmid 7693701] DNA binding [pmid 7693701]; 4 7
1111 ENSG00000039123:ENSMUSG00000016018:ENSRNOG00000010125 SKIV2L2 gi|39930353|ref|NPgi|39930353|ref|NP_056175.2| superkiller viralicidic activity 2-like 1042 117761 6.7 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 0.96 2.2E-05 X X X X X X X 0 3 3 0 3 3 3 5.28 5.1E-05 X X X X X X X 0 2 1.83E-05 2.41E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 6.91 9.4E-05 2 3 0 2 3 3 3.17 0.00011 2 5.11E-05 5.94E-05 DEAD-like helicases superfamily. A diverse family of nucleus ATP binding; ATP-dependent helicase 9 13
1112 ENSG00000062650:ENSMUSG00000041408:ENSRNOG00000023421 WAPAL gi|42734325|ref|NPgi|42734325|ref|NP_055860.1| wings apart-like homolog [Homo s 1190 132945 5.4 0 o Q 0 0 X X X X X X X 0 2 5 0 2 5 5 2.52 9.8E-05 X X X X X X X 0 2 3 0 2 3 3 3.7 4.5E-05 X X X X X X X 0 2 3.56E-05 4.66E-05 X X X X X X X 0 2 2 0 2 2 2 2.86 3.8E-05 X X X X X X X 0 2 7 0 2 7 7 4.2 9.6E-05 X X X X X X X 0 2 3.34E-05 4.53E-05 Wings apart-like protein. This family contains nucleus 8 17
1113 ENSG00000121060:ENSMUSG00000000275:ENSRNOG00000002341 TRIM25 gi|68160937|ref|NPgi|68160937|ref|NP_005073.2| tripartite motif-containing 25 [Hom 630 70974 8.1 0 o Q 17 0.002 X X X X X X X 0 2 2 0 2 2 2 5.4 7.4E-05 X X X X X X X 0 2 4 0 2 4 4 5.87 0.00011 X X X X X X X 0 2 4.65E-05 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 2.86 3.6E-05 X X X X X X X 0 1 2 0 1 2 2 5.24 5.2E-05 X X X X X X X 0 2 2.19E-05 2.61E-05 RING-finger (Really Interesting New Gene) domain, a metal ion binding; protein binding; 6 9
1114 ENSG00000126883:ENSMUSG00000001855:ENSRNOG00000023393 NUP214 gi|33946327|ref|NPgi|33946327|ref|NP_005076.3| nucleoporin 214kDa [Homo sapie 2090 213618 7.5 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 0.81 2.2E-05 X X X X X X X 0 2 5 0 2 5 5 2.11 4.2E-05 1 1 0 1 1 1 1.96 0.00019 3 1.61E-05 2.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 1.53 5.5E-05 1 1.38E-05 2.76E-05 WD40 domain, found in a number of eukaryotic integral to membrane; nuclear pore [pmid porin activity; protein binding [pmid 6 11
1115 ENSG00000188986:ENSMUSG00000013465:ENSRNOG00000009377 NELFB gi|20070260|ref|NPgi|20070260|ref|NP_056271.2| cofactor of BRCA1 [Homo sapien 580 65697 6.1 0 o Q 14 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.38 6.1E-05 X X X X X X X 0 1 1.52E-05 3.05E-05 X X X X X X X 0 1 1 0 1 1 1 5.17 3.9E-05 X X X X X X X 0 2 4 0 2 4 4 8.62 0.00011 1 1 0 1 1 1 3.45 6.6E-05 3 5.44E-05 4.74E-05 Cofactor of BRCA1 (COBRA1). This family consists of cytoplasm [pmid 11256614]; nucleus protein binding [pmid 14667819] 5 8
1116 ENSG00000105618:ENSMUSG00000008373:ENSRNOG00000013504 PRPF31 gi|40254869|ref|NPgi|40254869|ref|NP_056444.2| pre-mRNA processing factor 31 h 499 55442 5.8 0 o Q 15 0 X X X X X X X 0 1 1 0 1 1 1 3.21 4.7E-05 X X X X X X X 0 3 4 0 3 4 4 14.83 0.00014 X X X X X X X 0 2 4.71E-05 6.67E-05 X X X X X X X 0 1 1 0 1 1 1 3.81 4.5E-05 X X X X X X X 0 1 1 0 1 1 1 6.41 3.3E-05 X X X X X X X 0 2 1.94E-05 2.3E-05 Putative snoRNA binding domain. This family consists Cajal body [pmid 11867543]; nuclear speck protein binding [pmid 11867543]; 6 7
1117 ENSG00000198721:ENSMUSG00000021416:ENSRNOG00000022621 PECI gi|45643119|ref|NPgi|45643119|ref|NP_006108.2|;gi|45643121|ref|NP_996667.1| peroxisomal D3,D2-enoyl-CoA iso 364 40183 8.8 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 6.59 6.4E-05 X X X X X X X 0 1 1 0 0 1 1 6.32 4.9E-05 X X X X X X X 0 2 2.82E-05 3.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.12 4.5E-05 1 1 0 0 1 1 2.75 0.00011 2 3.76E-05 4.99E-05 Acyl CoA binding protein (ACBP) binds thiol esters of mitochondrion [pmid 11256614]; acyl-CoA binding; dodecenoyl-CoA delta- 4 4
1118 ENSG00000077454:ENSMUSG00000029720:ENSRNOG00000001402 LRCH4 gi|30181233|ref|NPgi|30181233|ref|NP_002310.2| leucine-rich repeats and calponin 683 73450 8.2 1 o653-675i S 19 0.891 X X X X X X X 0 1 1 0 1 1 1 2.05 3.4E-05 X X X X X X X 0 3 4 0 3 4 4 9.37 0.0001 X X X X X X X 0 2 3.44E-05 4.88E-05 X X X X X X X 0 1 3 0 1 3 3 2.05 9.9E-05 X X X X X X X 0 1 1 0 1 1 1 4.25 2.4E-05 X X X X X X X 0 2 3.06E-05 4.67E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor PML body [pmid 16449650] transferase activity 6 9
1119 ENSG00000095002:ENSMUSG00000024151:ENSRNOG00000015796 MSH2 gi|4557761|ref|NP_gi|4557761|ref|NP_000242.1| mutS homolog 2 [Homo sapiens] 934 104743 5.8 0 o Q 26 0 X X X X X X X 0 1 2 0 1 2 2 1.5 5E-05 X X X X X X X 0 3 8 0 3 8 8 7.39 0.00015 X X X X X X X 0 2 5.03E-05 7.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.5 1.7E-05 1 1 0 1 1 1 1.82 4.1E-05 2 1.46E-05 1.95E-05 MutS2 homolog in eukaryotes. The MutS protein nucleus [pmid 7923193] ATP binding; damaged DNA binding; 6 12
1120 ENSG00000169375:ENSMUSG00000042557:ENSRNOG00000032254 SIN3A gi|23397666|ref|NPgi|23397666|ref|NP_056292.1| transcriptional co-repressor Sin3A 1273 145175 7.3 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.67 5.6E-05 X X X X X X X 0 1 1.39E-05 2.78E-05 X X X X X X X 0 1 1 0 1 1 1 1.89 1.8E-05 X X X X X X X 0 2 2 0 2 2 2 2.12 2.6E-05 3 6 0 3 6 6 2.83 0.00018 3 5.6E-05 8.39E-05 Paired amphipathic helix repeat. This family contains nucleus protein binding [pmid 11238380] [pmid 8 13
1121 ENSG00000198802:ENSMUSG00000020717:NA PECAM1 gi|110347451|ref|Ngi|110347451|ref|NP_000433.3| platelet/endothelial cell adhesion 738 82536 7 1 o603-625i S 28 0.997 1 1 0 1 1 1 1.08 0.00022 1 1 0 1 1 1 2.17 3.2E-05 X X X X X X X 0 2 2 0 2 2 2 5.42 4.8E-05 X X X X X X X 0 3 7.48E-05 9.86E-05 X X X X X X X 0 1 1 0 1 1 1 3.25 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.6E-06 1.52E-05 5 5
1122 ENSG00000009954:ENSMUSG00000002748:ENSRNOG00000001453 BAZ1B gi|14670392|ref|NPgi|14670392|ref|NP_115784.1| bromodomain adjacent to zinc fing 1483 170902 8.5 0 o Q 25 0 X X X X X X X 0 3 5 0 3 5 5 3.64 7.9E-05 X X X X X X X 0 5 8 0 5 8 8 4.59 9.5E-05 X X X X X X X 0 2 4.35E-05 5.07E-05 X X X X X X X 0 1 1 0 1 1 1 2.02 1.5E-05 X X X X X X X 0 1 6 0 1 6 6 1.75 6.6E-05 X X X X X X X 0 2 2.03E-05 3.13E-05 PHD-finger. PHD folds into an interleaved type of Zn- nucleus [pmid 11124022] metal ion binding; protein binding [pmid 10 20
1123 ENSG00000164754:ENSMUSG00000022314:ENSRNOG00000004420 RAD21 gi|5453994|ref|NP_gi|5453994|ref|NP_006256.1| RAD21 homolog [Homo sapiens] 631 71690 4.7 0 o Q 31 0.004 X X X X X X X 0 2 2 0 2 2 2 8.4 7.4E-05 X X X X X X X 0 1 2 0 1 2 2 6.02 5.6E-05 X X X X X X X 0 2 3.25E-05 3.82E-05 X X X X X X X 0 1 2 0 1 2 2 6.02 7.1E-05 X X X X X X X 0 2 2 0 2 2 2 4.75 5.2E-05 X X X X X X X 0 2 3.07E-05 3.63E-05 N terminus of Rad21 / Rec8 like protein. This family nuclear chromosome; nucleus protein binding [pmid 12672959] [pmid 6 8
1124 ENSG00000099331:ENSMUSG00000004677:ENSRNOG00000016256 MYO9B gi|33356170|ref|NPgi|33356170|ref|NP_004136.2| myosin IXB [Homo sapiens] 2157 243398 8.8 0 o Q 31 0.001 X X X X X X X 0 5 9 0 5 9 9 5.52 9.7E-05 X X X X X X X 0 5 13 0 5 13 13 4.96 0.00011 X X X X X X X 0 2 5.09E-05 5.89E-05 X X X X X X X 0 2 3 0 2 3 3 1.95 3.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.88 1.8E-05 2 1.22E-05 1.52E-05 Myosin motor domain, type IX myosins. Myosin IX is a intracellular; myosin actin binding; ATP binding; ATPase 13 26
1125 ENSG00000186517:ENSMUSG00000048865:ENSRNOG00000004192 ARHGAP30 gi|71040096|ref|NPgi|71040096|ref|NP_859071.2|;gi|71040098|ref|NP_001020769.1| Rho GTPase activating protein 30 890 95528 5.1 0 o Q 31 0 X X X X X X X 0 1 3 0 0 3 3 2.47 7.9E-05 X X X X X X X 0 1 1 0 0 1 1 1.57 2E-05 X X X X X X X 0 2 2.46E-05 3.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.91 1.8E-05 2 3 0 0 3 3 3.71 0.00013 2 3.69E-05 6.22E-05 RhoGAP_CdGAP: RhoGAP (GTPase-activator protein intracellular 5 8
1126 ENSG00000007541:ENSMUSG00000025728:ENSRNOG00000020140 PIGQ gi|22538450|ref|NPgi|22538450|ref|NP_004195.2| phosphatidylinositol glycan ancho 581 65344 9 5 o276-298i344-36Q 22 0.264 X X X X X X X 0 1 2 0 1 2 2 2.07 8E-05 X X X X X X X 0 1 2 0 1 2 2 2.75 6.1E-05 X X X X X X X 0 2 3.53E-05 4.15E-05 X X X X X X X 0 1 1 0 1 1 1 2.75 3.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.24 6.6E-05 2 2.62E-05 3.22E-05 N-acetylglucosaminyl transferase component (Gpi1). integral to membrane; membrane phosphatidylinositol N- 4 6
1127 ENSG00000215305:ENSMUSG00000027411:ENSRNOG00000021222 VPS16 gi|17978479|ref|NPgi|17978479|ref|NP_072097.2| vacuolar protein sorting 16 isoform 839 94694 6.8 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 2.15 8.3E-05 X X X X X X X 0 1 2 0 1 2 2 3.1 4.2E-05 X X X X X X X 0 2 3.14E-05 4E-05 X X X X X X X 0 1 1 0 1 1 1 3.1 2.7E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.22 9.2E-05 2 2.96E-05 4.32E-05 Vps16, N-terminal region. This protein forms part of cytoplasm; membrane 4 8
1128 ENSG00000101343:ENSMUSG00000001767:ENSRNOG00000010587 CRNKL1 gi|124256489|ref|Ngi|124256489|ref|NP_057736.4| crooked neck-like 1 protein [Homo 848 100452 8 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 1.65 2.8E-05 X X X X X X X 0 1 3 0 1 3 3 1.53 6.2E-05 X X X X X X X 0 2 2.25E-05 2.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.89 1.9E-05 1 3 0 1 3 3 1.53 0.00014 2 3.88E-05 6.53E-05 4 8
1129 ENSG00000172349:ENSMUSG00000001741:ENSRNOG00000011680 IL16 gi|148833504|ref|Ngi|148833504|ref|NP_757366.2|;gi|27262655|ref|NP_004504.3| interleukin 16 isoform 2 [Homo sa 1332 141752 8.1 0 o Q 29 0.012 X X X X X X X 0 3 3 0 0 3 3 4.2 5.3E-05 X X X X X X X 0 2 2 0 0 2 2 3.38 2.7E-05 X X X X X X X 0 2 1.98E-05 2.52E-05 X X X X X X X 0 3 5 0 0 5 5 3.15 8.4E-05 X X X X X X X 0 3 6 0 0 6 6 3 7.4E-05 X X X X X X X 0 2 3.94E-05 4.57E-05 11 16
1130 ENSG00000163660:ENSMUSG00000027829:ENSRNOG00000011586 CCNL1 gi|9945320|ref|NP_gi|9945320|ref|NP_064703.1| cyclin L1 [Homo sapiens] 526 59634 10.7 0 o S 25 0.977 X X X X X X X 0 2 2 0 2 2 2 5.7 8.9E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 3.4E-05 X X X X X X X 0 2 3.06E-05 4.19E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 4.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.9 7.3E-05 2 2.89E-05 3.56E-05 Cyclin box fold. Protein binding domain functioning in nucleus 5 5
1131 ENSG00000151779:ENSMUSG00000020576:ENSRNOG00000024503 NAG gi|41393547|ref|NPgi|41393547|ref|NP_056993.2| neuroblastoma-amplified protein [ 2371 268569 6 0 o Q 18 0.006 X X X X X X X 0 1 1 0 1 1 1 0.55 9.8E-06 X X X X X X X 0 1 1 0 1 1 1 0.97 7.5E-06 X X X X X X X 0 2 4.32E-06 5.08E-06 X X X X X X X 0 1 1 0 1 1 1 1.1 9.5E-06 X X X X X X X 0 X X X X X X X 0 3 13 0 3 13 13 1.56 0.00021 2 5.5E-05 0.000104 Secretory pathway protein Sec39. Sec39 is involved in 6 16
1132 ENSG00000055332:ENSMUSG00000024079:NA EIF2AK2 gi|4506103|ref|NP_gi|4506103|ref|NP_002750.1| eukaryotic translation initiation fac 551 62094 8.4 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.72 3.2E-05 X X X X X X X 0 1 8.01E-06 1.6E-05 X X X X X X X 0 1 2 0 1 2 2 2.18 8.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.81 3E-05 1 2 0 1 2 2 2.18 0.00014 3 6.26E-05 6.12E-05 Double-stranded RNA binding motif. Binding is not intracellular ATP binding; double-stranded RNA 4 6
1133 ENSG00000100934:ENSMUSG00000020986:ENSRNOG00000004657 SEC23A gi|38202214|ref|NPgi|38202214|ref|NP_006355.2| SEC23-related protein A [Homo s 765 86161 7.1 0 o Q 0 0 X X X X X X X 0 2 4 1 1 3 3.75 5.88 0.00011 X X X X X X X 0 1 1 0 1 1 1 3.53 2.3E-05 X X X X X X X 0 2 3.44E-05 5.44E-05 X X X X X X X 0 1 2 2 0 0 0 1.83 0 X X X X X X X 0 2 2 0 2 2 2 5.62 4.3E-05 1 1 0 0 1 1 1.31 5E-05 2 2.32E-05 2.7E-05 Sec23-like: Protein and membrane traffic in COPII vesicle coat; cytosol [pmid 8898360]; protein binding [pmid 10075675]; zinc 7 10
1134 ENSG00000072501:ENSMUSG00000041133:ENSRNOG00000003139 SMC1A gi|30581135|ref|NPgi|30581135|ref|NP_006297.2| structural maintenance of chromo 1233 143233 7.6 0 o Q 0 0 X X X X X X X 0 3 5 0 3 5 5 3.97 9.5E-05 X X X X X X X 0 2 3 0 2 3 3 1.95 4.3E-05 X X X X X X X 0 2 3.44E-05 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.43 2.6E-05 1 2 0 1 2 2 1.46 6.2E-05 2 2.22E-05 2.95E-05 SMC proteins Flexible Hinge Domain. This family chromosome; cohesin core heterodimer ATP binding; chromatin binding [pmid 8 12
1135 ENSG00000129515:ENSMUSG00000005656:ENSRNOG00000005249 SNX6 gi|88703041|ref|NPgi|88703041|ref|NP_689419.2|;gi|88703043|ref|NP_067072.3| sorting nexin 6 isoform b [Homo s 418 47804 6.4 0 o Q 17 0.007 X X X X X X X 0 1 1 0 0 1 1 4.31 5.6E-05 X X X X X X X 0 1 1 0 0 1 1 4.31 4.2E-05 X X X X X X X 0 2 2.45E-05 2.88E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.07 3.9E-05 1 1 0 0 1 1 3.11 9.2E-05 2 3.27E-05 4.35E-05 Vps5 C terminal like. Vps5 is a sorting nexin that intracellular [pmid 11279102] intracellular transporter activity [pmid 4 4
1136 ENSG00000125484:ENSMUSG00000035666:ENSRNOG00000012784 GTF3C4 gi|156119605|ref|Ngi|156119605|ref|NP_036336.2| general transcription factor IIIC, p 822 91982 6.7 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.31 5.7E-05 X X X X X X X 0 1 1 0 1 1 1 4.87 2.1E-05 X X X X X X X 0 2 1.96E-05 2.68E-05 X X X X X X X 0 1 2 0 1 2 2 2.31 5.5E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.58 9.3E-05 2 3.7E-05 4.56E-05 4 7
1137 ENSG00000065150:ENSMUSG00000030662:ENSRNOG00000010989 RANBP5 gi|24797086|ref|NPgi|24797086|ref|NP_002262.3| RAN binding protein 5 [Homo sap 1115 125545 4.9 0 o Q 27 0 X X X X X X X 0 4 5 0 4 5 5 8.25 0.0001 X X X X X X X 0 2 2 0 2 2 2 3.86 3.2E-05 X X X X X X X 0 2 3.41E-05 4.93E-05 X X X X X X X 0 1 1 0 1 1 1 2.78 2E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.15 6.9E-05 2 2.22E-05 3.25E-05 HEAT repeat. The HEAT repeat family is related to cytoplasm [pmid 9114010]; nuclear pore binding; GTPase inhibitor activity [pmid 8 10
1138 ENSG00000196235:ENSMUSG00000003435:ENSRNOG00000032034 SUPT5H gi|20149524|ref|NPgi|20149524|ref|NP_003160.2| suppressor of Ty 5 homolog [Hom 1087 121000 5.1 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 2.67 6.4E-05 X X X X X X X 0 2 4 0 2 4 4 2.39 6.5E-05 X X X X X X X 0 2 3.23E-05 3.73E-05 X X X X X X X 0 2 3 0 2 3 3 3.31 6.2E-05 X X X X X X X 0 1 2 0 1 2 2 1.01 3E-05 X X X X X X X 0 2 2.3E-05 2.96E-05 Aflatoxin regulatory protein. This domain is found in nucleus negative transcription elongation factor 7 12
1139 ENSG00000164815:ENSMUSG00000029012:ENSRNOG00000011519 ORC5L gi|4505525|ref|NP_gi|4505525|ref|NP_002544.1| origin recognition complex subuni 435 50283 7.7 0 o Q 24 0.001 X X X X X X X 0 1 1 0 1 1 1 2.76 5.4E-05 X X X X X X X 0 1 1 0 1 1 1 3.45 4.1E-05 X X X X X X X 0 2 2.36E-05 2.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.76 3.8E-05 1 1 0 1 1 1 3.91 8.8E-05 2 3.14E-05 4.18E-05 Archaeal ATPase. This family contain a conserved P- nuclear origin of replication recognition ATP binding; DNA replication origin 4 4
1140 ENSG00000205744:ENSMUSG00000002668:NA DENND1C gi|113205087|ref|Ngi|113205087|ref|NP_079174.2| DENN/MADD domain containing 801 87065 5.7 0 o Q 26 0.016 X X X X X X X 0 1 1 0 1 1 1 2.62 2.9E-05 X X X X X X X 0 1 3 0 1 3 3 3.62 6.6E-05 X X X X X X X 0 2 2.38E-05 3.14E-05 X X X X X X X 0 1 1 0 1 1 1 2.62 2.8E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.12 9.6E-05 2 3.1E-05 4.52E-05 4 7
1141 ENSG00000120690:ENSMUSG00000036461:ENSRNOG00000011762 ELF1 gi|27363484|ref|NPgi|27363484|ref|NP_758961.1| E74-like factor 1 (ets domain tran 619 67498 5.2 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 5.01 3.8E-05 X X X X X X X 0 1 4 0 1 4 4 2.91 0.00011 X X X X X X X 0 2 3.8E-05 5.38E-05 X X X X X X X 0 1 1 0 1 1 1 2.91 3.6E-05 X X X X X X X 0 1 1 0 1 1 1 3.07 2.6E-05 X X X X X X X 0 2 1.57E-05 1.85E-05 Ets-domain; pfam00178 nucleus [pmid 14970218] protein binding [pmid 10207087]; 4 7
1142 ENSG00000101161:ENSMUSG00000002455:ENSRNOG00000015600 PRPF6 gi|40807485|ref|NPgi|40807485|ref|NP_036601.2| PRP6 pre-mRNA processing facto 941 106925 8.3 0 o Q 25 0.211 X X X X X X X 0 2 3 0 2 3 3 3.29 7.4E-05 X X X X X X X 0 2 2 0 2 2 2 3.08 3.8E-05 X X X X X X X 0 2 2.8E-05 3.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.38 1.7E-05 1 2 0 1 2 2 1.49 8.2E-05 2 2.47E-05 3.88E-05 Tetratricopeptide repeat domain; typically contains 34 intracellular; nucleus [pmid 16414017]; androgen receptor binding [pmid 6 8
1143 ENSG00000140464:ENSMUSG00000036986:ENSRNOG00000008400 PML gi|67089149|ref|NPgi|67089149|ref|NP_150241.2| promyelocytic leukemia protein is 882 97551 6.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.13 5.3E-05 X X X X X X X 0 1 1 0 1 1 1 1.36 2E-05 X X X X X X X 0 2 1.82E-05 2.5E-05 X X X X X X X 0 1 2 0 1 2 2 2.38 5.1E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.97 8.7E-05 2 3.45E-05 4.25E-05 RING-finger (Really Interesting New Gene) domain, a insoluble fraction [pmid 12915590]; metal ion binding; nucleic acid binding 5 7
1144 ENSG00000119397:ENSMUSG00000057110:ENSRNOG00000022015 CEP110 gi|87298937|ref|NPgi|87298937|ref|NP_008949.4| centrosomal protein 110kDa [Hom 2325 268883 5.6 0 o Q 51 0.001 1 2 0 1 2 2 0.73 0.00014 1 3 0 1 3 3 0.73 3E-05 X X X X X X X 0 2 4 0 2 4 4 1.68 3E-05 X X X X X X X 0 3 5E-05 6.13E-05 X X X X X X X 0 2 4 0 2 4 4 1.46 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.65E-06 1.93E-05 Chromosome segregation ATPases [Cell division and centrosome [pmid 15337773]; nucleus RNA polymerase II transcription factor 6 13
1145 ENSG00000006744:ENSMUSG00000020549:ENSRNOG00000003424 ELAC2 gi|145553959|ref|Ngi|145553959|ref|NP_060597.4| elaC homolog 2 [Homo sapiens] 826 92219 7.9 0 o S 18 0.822 X X X X X X X 0 2 4 0 2 4 4 4 0.00011 X X X X X X X 0 1 1 0 1 1 1 3.51 2.1E-05 X X X X X X X 0 2 3.36E-05 5.39E-05 X X X X X X X 0 2 2 0 2 2 2 4.24 5.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.57 2E-05 X X X X X X X 0 2 1.85E-05 2.56E-05 6 8
1146 ENSG00000102241:ENSMUSG00000067873:ENSRNOG00000027761 HTATSF1 gi|21361437|ref|NPgi|21361437|ref|NP_055315.2| HIV-1 Tat specific factor 1 [Homo 755 85853 4.4 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.65 6.2E-05 X X X X X X X 0 1 3 0 1 3 3 2.65 7E-05 X X X X X X X 0 2 3.3E-05 3.83E-05 X X X X X X X 0 1 1 0 1 1 1 2.65 3E-05 X X X X X X X 0 2 2 0 2 2 2 6.09 4.3E-05 X X X X X X X 0 2 1.82E-05 2.18E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus [pmid 10454543] nucleic acid binding; nucleotide binding; 5 8
1147 ENSG00000113615:ENSMUSG00000036391:ENSRNOG00000004563 SEC24A gi|116174780|ref|Ngi|116174780|ref|NP_068817.1| SEC24 related gene family, mem 1093 119749 7.7 0 o Q 28 0.159 X X X X X X X 0 1 1 0 1 1 1 1.37 2.1E-05 X X X X X X X 0 1 2 0 1 2 2 1.37 3.2E-05 X X X X X X X 0 2 1.34E-05 1.61E-05 X X X X X X X 0 2 4 0 2 4 4 3.48 8.2E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.28 7E-05 2 3.81E-05 4.42E-05 5 9
1148 ENSG00000107201:ENSMUSG00000040296:ENSRNOG00000006384 DDX58 gi|27881482|ref|NPgi|27881482|ref|NP_055129.2| DEAD/H (Asp-Glu-Ala-Asp/His) b 925 106600 6.4 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 3.24 5E-05 X X X X X X X 0 1 1 0 1 1 1 1.73 1.9E-05 X X X X X X X 0 2 1.74E-05 2.38E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 3.14 8.8E-05 1 1 0 1 1 1 0.86 4.2E-05 2 3.24E-05 4.2E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 5 9
1149 ENSG00000157601:ENSMUSG00000000386:ENSRNOG00000001959 MX1 gi|4505291|ref|NP_gi|4505291|ref|NP_002453.1| myxovirus resistance protein 1 [H 662 75534 5.8 0 o Q 30 0.002 X X X X X X X 0 1 1 0 1 1 1 2.27 3.5E-05 X X X X X X X 0 2 3 2 1 1 2 9.52 5.3E-05 X X X X X X X 0 2 2.21E-05 2.66E-05 X X X X X X X 0 1 1 0 1 1 1 1.51 3.4E-05 X X X X X X X 0 1 3 0 1 3 3 2.72 7.4E-05 X X X X X X X 0 2 2.7E-05 3.52E-05 Dynamin, GTPase; Large GTPases that mediate cytoplasm GTP binding [pmid 2154602]; GTPase 5 8
1150 ENSG00000164961:ENSMUSG00000022350:ENSRNOG00000009739 KIAA0196 gi|120952851|ref|Ngi|120952851|ref|NP_055661.3| hypothetical protein LOC9897 [Ho 1159 134286 7 0 o Q 25 0.005 1 1 0 1 1 1 1.64 0.00014 2 4 0 2 4 4 3.19 8E-05 X X X X X X X 0 1 1 0 1 1 1 1.73 1.5E-05 X X X X X X X 0 3 5.89E-05 6.43E-05 X X X X X X X 0 1 1 0 1 1 1 1.73 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.84E-06 9.68E-06 5 7
1151 ENSG00000131747:ENSMUSG00000020914:ENSRNOG00000032404 TOP2A gi|19913406|ref|NPgi|19913406|ref|NP_001058.2| DNA topoisomerase II, alpha isoz 1531 174384 8.7 0 o Q 0 0 X X X X X X X 0 1 1 1 0 0 0 0.85 0 X X X X X X X 0 4 5 1 3 4 4.267 5.23 4.9E-05 X X X X X X X 0 1 1.23E-05 2.46E-05 X X X X X X X 0 2 2 0 2 2 2 1.5 2.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.57 1.1E-05 4 7 5 1 2 4 4.51 0.0001 3 3.51E-05 4.51E-05 TOPRIM_TopoIIA: topoisomerase-primase (TOPRIM) centriole [pmid 9049244]; chromosome ATP binding; chromatin binding [pmid 12 16
1152 ENSG00000131018:ENSMUSG00000019769:ENSRNOG00000018960 SYNE1 gi|154277116|ref|Ngi|154277116|ref|NP_892006.2|;gi|23097308|ref|NP_149062.1| spectrin repeat containing, nuclea 8797 1E+06 5.5 0 o Q 0 0 X X X X X X X 0 18 26 0 0 26 26 4.62 6.9E-05 X X X X X X X 0 7 16 0 0 16 16 2.07 3.2E-05 X X X X X X X 0 2 2.53E-05 3.28E-05 X X X X X X X 0 19 31 0 0 31 31 4.8 7.9E-05 X X X X X X X 0 3 4 0 0 4 4 0.91 7.4E-06 X X X X X X X 0 2 2.16E-05 3.85E-05 47 77
1153 ENSG00000168067:ENSMUSG00000024948:ENSRNOG00000021061 MAP4K2 gi|22035600|ref|NPgi|22035600|ref|NP_004570.2| mitogen-activated protein kinase 820 91556 6.3 0 o Q 29 0 X X X X X X X 0 1 2 0 1 2 2 1.59 5.7E-05 X X X X X X X 0 2 3 0 2 3 3 3.54 6.5E-05 X X X X X X X 0 2 3.04E-05 3.52E-05 X X X X X X X 0 1 1 0 1 1 1 1.59 2.7E-05 X X X X X X X 0 1 2 0 1 2 2 1.59 4E-05 X X X X X X X 0 2 1.68E-05 2E-05 Serine/Threonine protein kinases, catalytic domain. Golgi membrane [pmid 8643544]; soluble ATP binding [pmid 11784851]; 5 8
1154 ENSG00000160208:ENSMUSG00000058392:ENSRNOG00000001194 RRP1B gi|57863269|ref|NPgi|57863269|ref|NP_055871.1| ribosomal RNA processing 1 hom 758 84428 9.8 0 o Q 20 0.001 X X X X X X X 0 1 2 0 1 2 2 1.72 6.2E-05 X X X X X X X 0 1 2 0 1 2 2 2.77 4.7E-05 X X X X X X X 0 2 2.7E-05 3.18E-05 X X X X X X X 0 1 2 0 1 2 2 1.72 5.9E-05 X X X X X X X 0 1 1 0 1 1 1 3.03 2.2E-05 X X X X X X X 0 2 2.02E-05 2.79E-05 Nucleolar protein,Nop52. Nop52 believed to be nucleolar preribosome, small subunit metal ion binding; protein binding [pmid 4 7
1155 ENSG00000173193:ENSMUSG00000034422:ENSRNOG00000023334 PARP14 gi|154813199|ref|Ngi|154813199|ref|NP_060024.2| poly (ADP-ribose) polymerase fam 1801 202799 7.2 0 o Q 17 0.226 X X X X X X X 0 3 4 0 3 4 4 2.72 5.2E-05 X X X X X X X 0 2 3 0 2 3 3 1.72 2.9E-05 X X X X X X X 0 2 2.03E-05 2.52E-05 X X X X X X X 0 4 7 0 4 7 7 4.22 8.7E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.17 2.1E-05 2 2.71E-05 4.13E-05 10 15
1156 ENSG00000124571:ENSMUSG00000067150:ENSRNOG00000019085 XPO5 gi|22748937|ref|NPgi|22748937|ref|NP_065801.1| exportin 5 [Homo sapiens] 1204 136311 5.8 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 1.74 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.84E-06 9.69E-06 X X X X X X X 0 1 1 0 1 1 1 1.41 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.41 1.4E-05 2 6 0 2 6 6 1.5 0.00019 3 5.59E-05 9.06E-05 Exportin 1-like protein. The sequences featured in this nucleus binding; protein binding [pmid 5 9
1157 ENSG00000120899:ENSMUSG00000059456:ENSRNOG00000027839 PTK2B gi|27886588|ref|NPgi|27886588|ref|NP_775267.1|;gi|27886590|ref|NP_775268.1| PTK2B protein tyrosine kinase 2 b 967 111183 5.9 0 o Q 24 0 X X X X X X X 0 1 2 0 0 2 2 1.65 4.8E-05 X X X X X X X 0 2 2 0 0 2 2 3 3.7E-05 X X X X X X X 0 2 2.12E-05 2.49E-05 X X X X X X X 0 1 1 0 0 1 1 2.07 2.3E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 0.93 7.9E-05 2 2.56E-05 3.75E-05 Focal adhesion targeting region. Focal adhesion cytoplasm [pmid 7499242]; cytoskeleton ATP binding; non-membrane spanning 5 7
1158 ENSG00000133104:ENSMUSG00000036580:ENSRNOG00000014155 SPG20 gi|21703346|ref|NPgi|21703346|ref|NP_055902.1| spastic paraplegia 20 [Homo sapi 666 72833 5.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.5 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 4.5 2.7E-05 X X X X X X X 0 2 1.54E-05 1.81E-05 X X X X X X X 0 1 2 0 1 2 2 4.5 6.7E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.55 5.8E-05 2 3.13E-05 3.63E-05 Senescence-associated protein. This family contains 4 5
1159 ENSG00000138674:ENSMUSG00000035325:ENSRNOG00000002251 SEC31A gi|41349441|ref|NPgi|41349441|ref|NP_057295.2| SEC31 homolog A isoform 2 [Hom 1181 129036 7.4 0 o Q 31 0.003 X X X X X X X 0 1 1 0 1 1 1 2.12 2E-05 X X X X X X X 0 2 3 0 2 3 3 4.74 4.5E-05 X X X X X X X 0 2 1.62E-05 2.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 5.84 5.5E-05 2 2 0 2 2 2 2.54 6.5E-05 2 3.01E-05 3.49E-05 WD40 domain, found in a number of eukaryotic COPII vesicle coat [pmid 10788476] 8 10
1160 ENSG00000147162:ENSMUSG00000034160:ENSRNOG00000003359 OGT gi|32307148|ref|NPgi|32307148|ref|NP_858058.1|;gi|32307150|ref|NP_858059.1| O-linked GlcNAc transferase isofo 1046 116924 6.7 0 o Q 35 0 X X X X X X X 0 1 1 0 0 1 1 1.05 2.2E-05 X X X X X X X 0 2 6 0 0 6 6 3.82 0.0001 X X X X X X X 0 2 3.09E-05 4.81E-05 X X X X X X X 0 1 1 0 0 1 1 1.24 2.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.34 3.7E-05 2 1.45E-05 1.79E-05 Tetratricopeptide repeat domain; typically contains 34 cytosol [pmid 9083067]; nucleus [pmid acetylglucosaminyltransferase activity 5 9
1161 ENSG00000185722:ENSMUSG00000020790:ENSRNOG00000016212 ANKFY1 gi|110815813|ref|Ngi|110815813|ref|NP_057460.3| ankyrin repeat and FYVE domain 1170 128486 6.1 0 o Q 0 0 X X X X X X X 0 3 6 0 3 6 6 6.24 0.00012 X X X X X X X 0 1 2 0 1 2 2 1.88 3E-05 X X X X X X X 0 2 3.75E-05 5.66E-05 X X X X X X X 0 1 1 0 1 1 1 2.48 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.54 1.4E-05 X X X X X X X 0 2 8.28E-06 9.8E-06 6 10
1162 ENSG00000130479:ENSMUSG00000019261:ENSRNOG00000018781 MAP1S gi|50428935|ref|NPgi|50428935|ref|NP_060644.4| BPY2 interacting protein 1 [Homo 1059 112211 7.3 0 o S 22 0.957 X X X X X X X 0 1 2 0 1 2 2 1.61 4.4E-05 X X X X X X X 0 2 3 0 2 3 3 4.25 5E-05 X X X X X X X 0 2 2.35E-05 2.73E-05 X X X X X X X 0 1 1 0 1 1 1 2.46 2.1E-05 X X X X X X X 0 2 4 0 2 4 4 4.72 6.2E-05 X X X X X X X 0 2 2.07E-05 2.91E-05 cell soma [pmid 15528209]; cytosol [pmid actin filament binding [pmid 12762840] 6 10
1163 ENSG00000152556:ENSMUSG00000033065:ENSRNOG00000009628 PFKM gi|4505749|ref|NP_gi|4505749|ref|NP_000280.1| phosphofructokinase, muscle [Ho 780 85182 8 0 o Q 28 0.033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.69 4.5E-05 X X X X X X X 0 1 1.13E-05 2.26E-05 X X X X X X X 0 2 2 0 2 2 2 4.1 5.8E-05 X X X X X X X 0 1 1 0 1 1 1 2.95 2.1E-05 1 1 0 1 1 1 2.44 4.9E-05 3 3.19E-05 2.64E-05 Phosphofructokinase, a key regulatory enzyme in 6-phosphofructokinase complex [pmid 6-phosphofructokinase activity [pmid 5 6
1164 ENSG00000136731:ENSMUSG00000037470:ENSRNOG00000014901 UGCGL1 gi|71061441|ref|NPgi|71061441|ref|NP_001020948.1|;gi|9910280|ref|NP_064505.1| UDP-glucose ceramide glucosyltr 1531 174976 5.6 0 o S 19 1 X X X X X X X 0 2 3 0 0 3 3 1.63 4.6E-05 X X X X X X X 0 4 4 0 0 4 4 4.7 4.6E-05 X X X X X X X 0 2 2.3E-05 2.65E-05 X X X X X X X 0 3 4 0 0 4 4 4.11 5.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.98 2.5E-05 2 2.09E-05 2.78E-05 UDP-glucose:Glycoprotein Glucosyltransferase. The endoplasmic reticulum [pmid 10694380]; transferase activity, transferring glycosyl 10 12
1165 ENSG00000122729:ENSMUSG00000028405:ENSRNOG00000005849 ACO1 gi|8659555|ref|NP_gi|8659555|ref|NP_002188.1| aconitase 1 [Homo sapiens] 889 98399 6.7 0 o Q 18 0 X X X X X X X 0 1 2 0 1 2 2 2.14 5.2E-05 X X X X X X X 0 1 1 0 1 1 1 2.14 2E-05 X X X X X X X 0 2 1.81E-05 2.48E-05 X X X X X X X 0 1 1 0 1 1 1 2.25 2.5E-05 X X X X X X X 0 2 4 0 2 4 4 3.26 7.3E-05 X X X X X X X 0 2 2.47E-05 3.46E-05 Aconitase A catalytic domain. This is the major form cytoplasm [pmid 1738601] 4 iron, 4 sulfur cluster binding; aconitate 5 8
1166 ENSG00000112739:ENSMUSG00000021413:ENSRNOG00000016705 PRPF4B gi|89276756|ref|NPgi|89276756|ref|NP_003904.3| serine/threonine-protein kinase P 1007 116987 10.3 0 o Q 0 0 X X X X X X X 0 4 5 0 4 5 5 6.45 0.00012 X X X X X X X 0 1 1 0 1 1 1 1.69 1.8E-05 X X X X X X X 0 2 3.33E-05 5.56E-05 X X X X X X X 0 1 1 0 1 1 1 1.09 2.2E-05 X X X X X X X 0 1 1 0 1 1 1 1.49 1.6E-05 X X X X X X X 0 2 9.62E-06 1.14E-05 Serine/Threonine protein kinases, catalytic domain. nucleus ATP binding; nucleotide binding; protein 7 8
1167 ENSG00000144711:ENSMUSG00000034312:NA IQSEC1 gi|50582989|ref|NPgi|50582989|ref|NP_055684.3| IQ motif and Sec7 domain 1 [Hom 963 108314 6.9 0 o Q 26 0 X X X X X X X 0 1 2 0 1 2 2 2.18 4.8E-05 X X X X X X X 0 2 3 0 2 3 3 3.95 5.5E-05 X X X X X X X 0 2 2.59E-05 3E-05 X X X X X X X 0 1 1 0 1 1 1 2.18 2.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.18 4E-05 2 1.58E-05 1.94E-05 Pleckstrin homology (PH) domain. PH domains are intracellular; nucleus ARF guanyl-nucleotide exchange factor 5 7
1168 ENSG00000162654:ENSMUSG00000028268:ENSRNOG00000028768 GBP4 gi|31377634|ref|NPgi|31377634|ref|NP_443173.2| guanylate binding protein 4 [Homo 640 73165 6 0 o Q 17 0.001 X X X X X X X 0 1 1 0 1 1 1 2.81 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.11E-06 1.82E-05 X X X X X X X 0 1 1 0 1 1 1 4.06 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 1.88 2.6E-05 1 1 0 1 1 1 1.72 6E-05 3 3.01E-05 2.48E-05 Guanylate-binding protein, C-terminal domain. 4 4
1169 ENSG00000110048:ENSMUSG00000024687:ENSRNOG00000021057 OSBP gi|4505531|ref|NP_gi|4505531|ref|NP_002547.1| oxysterol binding protein [Homo s 807 89421 7.3 0 o S 26 0.731 X X X X X X X 0 1 1 0 1 1 1 2.35 2.9E-05 X X X X X X X 0 1 1 0 1 1 1 3.35 2.2E-05 X X X X X X X 0 2 1.27E-05 1.49E-05 X X X X X X X 0 2 2 0 2 2 2 6.07 5.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.98 4.8E-05 2 2.58E-05 3E-05 Oxysterol binding protein (OSBP) Pleckstrin homology cytoplasm oxysterol binding [pmid 1970801] 5 5
1170 ENSG00000138246:ENSMUSG00000032560:ENSRNOG00000011491 DNAJC13 gi|112421122|ref|Ngi|112421122|ref|NP_056083.3| DnaJ (Hsp40) homolog, subfamily 2243 254412 6.7 0 o Q 0 0 X X X X X X X 0 6 7 0 6 7 7 5.13 7.3E-05 X X X X X X X 0 2 3 0 2 3 3 1.69 2.4E-05 X X X X X X X 0 2 2.41E-05 3.43E-05 X X X X X X X 0 2 2 0 2 2 2 1.92 2E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.69 3.4E-05 2 1.36E-05 1.67E-05 12 14
1171 ENSG00000125637:ENSMUSG00000026979:ENSRNOG00000006079 PSD4 gi|56788370|ref|NPgi|56788370|ref|NP_036587.2| pleckstrin and Sec7 domain conta 1056 116249 5.5 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.69 3.3E-05 X X X X X X X 0 1 8.36E-06 1.67E-05 X X X X X X X 0 1 1 0 1 1 1 1.99 2.1E-05 X X X X X X X 0 1 2 0 1 2 2 1.99 3.1E-05 2 2 0 2 2 2 2.84 7.3E-05 3 3.12E-05 3.05E-05 Sec7 domain; Domain named after the S. cerevisiae intracellular ARF guanyl-nucleotide exchange factor 6 7
1172 ENSG00000080503:ENSMUSG00000024921:ENSRNOG00000011931 SMARCA2 gi|48255898|ref|NPgi|48255898|ref|NP_620614.2|;gi|48255900|ref|NP_003061.3| SWI/SNF-related matrix-associate 1572 179280 7.3 0 o Q 43 0 X X X X X X X 0 1 3 0 0 3 3 1.21 4.5E-05 X X X X X X X 0 1 2 0 0 2 2 1.27 2.2E-05 X X X X X X X 0 2 1.67E-05 2.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.89 1E-05 2 3 0 0 3 3 1.02 7.3E-05 2 2.09E-05 3.52E-05 Helicase superfamily c-terminal domain; associated nucleoplasm [pmid 8670841]; nucleus ATP binding; DNA binding; helicase 5 9
1173 ENSG00000204351:ENSMUSG00000040356:ENSRNOG00000000421 SKIV2L gi|67782311|ref|NPgi|67782311|ref|NP_008860.4| superkiller viralicidic activity 2-like 1246 137755 6.1 0 o Q 22 0 X X X X X X X 0 2 2 0 2 2 2 3.13 3.7E-05 X X X X X X X 0 1 2 0 1 2 2 1.28 2.8E-05 X X X X X X X 0 2 1.64E-05 1.94E-05 X X X X X X X 0 1 1 0 1 1 1 1.69 1.8E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.28 6.2E-05 2 1.99E-05 2.91E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 5 7
1174 ENSG00000160218:ENSMUSG00000000374:ENSRNOG00000023210 TMEM1 gi|48928029|ref|NPgi|48928029|ref|NP_003265.3| transmembrane protein 1 isoform 1259 142189 6 0 o Q 24 0 X X X X X X X 0 1 3 0 1 3 3 1.59 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 1.83 1.4E-05 X X X X X X X 0 2 1.74E-05 2.63E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.07 1.3E-05 2 2 0 2 2 2 3.89 6.1E-05 2 1.85E-05 2.9E-05 integral to membrane [pmid 9196060] binding; sodium ion transporter activity 5 7
1175 ENSG00000163939:ENSMUSG00000042323:ENSRNOG00000028227 PBRM1 gi|30794372|ref|NPgi|30794372|ref|NP_060635.2|;gi|41281917|ref|NP_851385.1|;gi|93102371|ref|NP_060783.3| polybromo 1 isoform 1 [Homo sap 1602 183689 6.7 0 o Q 23 0 X X X X X X X 0 1 1 0 0 1 1 1.06 1.5E-05 X X X X X X X 0 2 2 0 0 2 2 1.69 2.2E-05 X X X X X X X 0 2 9.15E-06 1.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 0.94 3.1E-05 1 3 0 0 3 3 1.19 7.2E-05 2 2.56E-05 3.4E-05 High Mobility Group (HMG)-box is found in a variety of nucleus DNA binding; protein binding [pmid 5 9
1176 ENSG00000172046:ENSMUSG00000006676:NA USP19 gi|57529246|ref|NPgi|57529246|ref|NP_006668.1| ubiquitin specific peptidase 19 [Ho 1318 145650 6.3 1 o1291-1313i Q 16 0 X X X X X X X 0 1 1 0 1 1 1 2.2 1.8E-05 X X X X X X X 0 2 2 0 2 2 2 3.11 2.7E-05 X X X X X X X 0 2 1.11E-05 1.34E-05 X X X X X X X 0 1 2 0 1 2 2 2.2 3.4E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.06 5.8E-05 2 2.31E-05 2.84E-05 homolog to co-chaperone p23; p23 binds heat shock cysteine-type endopeptidase activity; 5 7
1177 ENSG00000175073:ENSMUSG00000045210:ENSRNOG00000006980 VCPIP1 gi|36029914|ref|NPgi|36029914|ref|NP_079330.2| valosin containing protein (p97)/p 1222 134320 7.2 0 o Q 38 0.012 X X X X X X X 0 1 1 0 1 1 1 1.96 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.96 1.4E-05 X X X X X X X 0 2 8.39E-06 9.87E-06 X X X X X X X 0 1 1 0 1 1 1 1.39 1.8E-05 X X X X X X X 0 3 6 0 3 6 6 5.32 8E-05 X X X X X X X 0 2 2.46E-05 3.8E-05 OTU-like cysteine protease. This family is comprised cytoplasm [pmid 11256614]; endoplasmic cysteine-type peptidase activity; two- 6 9
1178 ENSG00000204256:ENSMUSG00000024335:ENSRNOG00000000461 BRD2 gi|4826806|ref|NP_gi|4826806|ref|NP_005095.1| bromodomain containing 2 [Homo 801 88061 9.1 0 o Q 28 0.001 X X X X X X X 0 2 2 0 2 2 2 3.37 5.8E-05 X X X X X X X 0 1 1 0 1 1 1 4.49 2.2E-05 X X X X X X X 0 2 2.01E-05 2.75E-05 X X X X X X X 0 1 1 0 1 1 1 2.25 2.8E-05 X X X X X X X 0 1 1 0 1 1 1 4.74 2E-05 X X X X X X X 0 2 1.21E-05 1.43E-05 bromo domain; smart00297 nucleus protein serine/threonine kinase activity 5 5
1179 ENSG00000147251:ENSMUSG00000031093:ENSRNOG00000013321 DOCK11 gi|145699123|ref|Ngi|145699123|ref|NP_653259.3| dedicator of cytokinesis 11 [Homo 2073 237669 7.7 0 o Q 31 0 X X X X X X X 0 3 5 0 3 5 5 3.09 5.6E-05 X X X X X X X 0 2 5 0 2 5 5 1.88 4.3E-05 X X X X X X X 0 2 2.47E-05 2.91E-05 X X X X X X X 0 2 2 0 2 2 2 1.64 2.2E-05 X X X X X X X 0 1 1 0 1 1 1 1.01 7.9E-06 X X X X X X X 0 2 7.38E-06 1.02E-05 8 13
1180 ENSG00000136068:ENSMUSG00000025278:ENSRNOG00000009470 FLNB gi|105990514|ref|Ngi|105990514|ref|NP_001448.2| filamin B, beta (actin binding prote 2602 278162 5.7 0 o Q 0 0 2 14 14 0 0 2 0.88 0.00012 3 11 9 1 2 2.375 2.54 2.1E-05 X X X X X X X 0 3 11 7 2 4 4.237 2.77 2.9E-05 X X X X X X X 0 3 4.37E-05 5.53E-05 1 1 1 0 0 0 0.42 0 1 7 7 0 0 0 0.42 0 X X X X X X X 0 2 2 1 1 1 1.02 1.84 6.4E-06 X X X X X X X 0 1 1.6E-06 3.2E-06 12 46
1181 ENSG00000066777:ENSMUSG00000067851:ENSRNOG00000005703 ARFGEF1 gi|51479145|ref|NPgi|51479145|ref|NP_006412.2| brefeldin A-inhibited guanine nucl 1849 208766 5.9 0 o Q 22 0 X X X X X X X 0 2 4 3 1 1 2.5 2.54 3.2E-05 X X X X X X X 0 4 4 2 2 2 4 4.98 3.8E-05 X X X X X X X 0 2 1.74E-05 2.03E-05 X X X X X X X 0 2 5 3 1 2 4 2.7 4.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.19 8.8E-06 X X X X X X X 0 2 1.43E-05 2.32E-05 Sec7 domain; Domain named after the S. cerevisiae intracellular ARF guanyl-nucleotide exchange factor 9 14
1182 ENSG00000175115:ENSMUSG00000024855:ENSRNOG00000020350 PACS1 gi|30089916|ref|NPgi|30089916|ref|NP_060496.2| phosphofurin acidic cluster sorting 963 104898 7.7 0 o Q 20 0.005 X X X X X X X 0 1 2 0 1 2 2 1.97 4.8E-05 X X X X X X X 0 1 1 0 1 1 1 1.25 1.8E-05 X X X X X X X 0 2 1.67E-05 2.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.14 1.7E-05 1 1 0 1 1 1 0.93 4E-05 2 1.42E-05 1.89E-05 protein binding [pmid 10707087] 4 5
1183 ENSG00000125676:ENSMUSG00000037475:ENSRNOG00000007315 THOC2 gi|125656165|ref|Ngi|125656165|ref|NP_001075019.1| THO complex 2 isoform 1 [Homo 1593 182774 8.4 0 o Q 23 0.001 X X X X X X X 0 1 1 0 1 1 1 1.26 1.5E-05 X X X X X X X 0 3 4 0 3 4 4 3.83 4.4E-05 X X X X X X X 0 2 1.47E-05 2.09E-05 X X X X X X X 0 1 1 0 1 1 1 1.07 1.4E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.76 4.8E-05 2 1.56E-05 2.27E-05 7 8
1184 ENSG00000107862:ENSMUSG00000025224:ENSRNOG00000026048 GBF1 gi|4758416|ref|NP_gi|4758416|ref|NP_004184.1| golgi-specific brefeldin A resistanc 1859 206444 5.7 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.4 1.9E-05 X X X X X X X 0 1 4.75E-06 9.5E-06 X X X X X X X 0 4 6 0 4 6 6 4.3 7.2E-05 X X X X X X X 0 1 1 0 1 1 1 0.75 8.8E-06 1 2 0 1 2 2 0.97 4.1E-05 3 3.06E-05 3.3E-05 Sec7 domain; Domain named after the S. cerevisiae Golgi apparatus [pmid 10402461]; ARF guanyl-nucleotide exchange factor 7 11
1185 ENSG00000073910:ENSMUSG00000056602:ENSRNOG00000000894 FRYL gi|119874201|ref|Ngi|119874201|ref|NP_055845.1| furry-like [Homo sapiens] 3013 339598 5.6 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 0.43 2.3E-05 X X X X X X X 0 3 7 0 3 7 7 2.29 4.1E-05 X X X X X X X 0 2 1.61E-05 1.99E-05 X X X X X X X 0 1 2 0 1 2 2 0.66 1.5E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 1.06 3.8E-05 2 1.33E-05 1.81E-05 7 15
1186 ENSG00000127603:ENSMUSG00000028649:ENSRNOG00000016047 MACF1 gi|33188445|ref|NPgi|33188445|ref|NP_036222.3| microfilament and actin filament c 5430 620426 5.4 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 0.26 4.3E-06 X X X X X X X 0 3 3 1 2 2 3 2.01 9.8E-06 X X X X X X X 0 2 3.51E-06 4.63E-06 1 1 0 0 1 1 0.26 8.2E-05 3 4 0 0 4 4 0.98 1.7E-05 X X X X X X X 0 2 2 2 0 0 0 0.88 0 X X X X X X X 0 2 2.46E-05 3.89E-05 Spectrin repeats, found in several proteins involved in cytoplasm [pmid 10559237]; cytoskeleton actin binding; actin filament binding 10 11
1187 ENSG00000102763:ENSMUSG00000058997:ENSRNOG00000010216 KIAA0564 gi|57863271|ref|NPgi|57863271|ref|NP_055873.1| hypothetical protein LOC23078 is 1905 214823 7.4 0 o S 16 0.818 X X X X X X X 0 1 1 0 1 1 1 0.94 1.2E-05 X X X X X X X 0 2 5 0 2 5 5 1.94 4.6E-05 X X X X X X X 0 2 1.47E-05 2.19E-05 X X X X X X X 0 1 1 0 1 1 1 1.36 1.2E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.63 4E-05 2 1.3E-05 1.9E-05 ATPase family associated with various cellular ATP binding; ATPase activity; nucleotide 5 9
1188 ENSG00000164190:ENSMUSG00000022141:ENSRNOG00000025680 NIPBL gi|47578105|ref|NPgi|47578105|ref|NP_597677.2|;gi|47578107|ref|NP_056199.2| delangin isoform A [Homo sapien 2804 316051 7.9 0 o Q 26 0.047 X X X X X X X 0 2 7 0 0 7 7 0.86 5.8E-05 X X X X X X X 0 1 2 0 0 2 2 0.57 1.3E-05 X X X X X X X 0 2 1.77E-05 2.77E-05 X X X X X X X 0 2 3 0 0 3 3 1.36 2.4E-05 X X X X X X X 0 1 2 0 0 2 2 0.5 1.2E-05 X X X X X X X 0 2 8.91E-06 1.15E-05 GRASP55/65 family. GRASP55 (Golgi reassembly nucleus binding 6 14
1189 ENSG00000100241:ENSMUSG00000036529:ENSRNOG00000008392 SBF1 gi|37574612|ref|NPgi|37574612|ref|NP_002963.1| SET binding factor 1 isoform a [H 1867 208313 6.9 0 o Q 22 0.349 X X X X X X X 0 2 2 0 2 2 2 1.77 2.5E-05 X X X X X X X 0 3 3 0 3 3 3 3.43 2.8E-05 X X X X X X X 0 2 1.33E-05 1.55E-05 X X X X X X X 0 1 1 0 1 1 1 0.96 1.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.96 2.1E-05 2 8.14E-06 1E-05 Set binding factor Pleckstrin Homology (PH) domain. integral to membrane [pmid 9736772]; inositol or phosphatidylinositol 7 7
1190 ENSG00000162402:ENSMUSG00000028514:ENSRNOG00000005802 USP24 gi|149192845|ref|Ngi|149192845|ref|NP_056121.1| ubiquitin specific protease 24 [Ho 2460 277414 6.3 0 o Q 19 0.008 X X X X X X X 0 2 2 0 2 2 2 1.5 1.9E-05 X X X X X X X 0 2 5 0 2 5 5 1.79 3.6E-05 X X X X X X X 0 2 1.37E-05 1.73E-05 X X X X X X X 0 1 1 0 1 1 1 0.85 9.1E-06 X X X X X X X 0 1 1 0 1 1 1 0.77 6.6E-06 X X X X X X X 0 2 3.94E-06 4.66E-06 6 9
1191 ENSG00000197386:ENSMUSG00000029104:ENSRNOG00000011073 HD gi|90903231|ref|NPgi|90903231|ref|NP_002102.4| huntingtin [Homo sapiens] 3144 347859 6.2 0 o Q 19 0 X X X X X X X 0 1 2 0 1 2 2 0.92 1.5E-05 X X X X X X X 0 3 4 0 3 4 4 1.84 2.2E-05 X X X X X X X 0 2 9.33E-06 1.12E-05 X X X X X X X 0 2 3 2 2 1 1 1.56 7.1E-06 X X X X X X X 0 1 4 0 1 4 4 0.48 2.1E-05 X X X X X X X 0 2 6.97E-06 9.79E-06 23Q repeat cytoplasm [pmid 7568002]; nucleus [pmid microtubule binding [pmid 7568002]; 7 13
1192 ENSG00000169020:ENSMUSG00000050856:ENSRNOG00000000064 ATP5I gi|6005717|ref|NP_gi|6005717|ref|NP_009031.1| ATP synthase, H+ transporting, m 69 7933 9.4 0 o Q 27 0.136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 20.29 0.00077 1 1 0 1 1 1 20.29 0.0059 2 0.000192 0.000384 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 12 0 1 12 12 20.29 0.00284 X X X X X X X 0 1 0.00071 0.001419 ATP synthase E chain. This family consists of several mitochondrion; proton-transporting ATP hydrogen-transporting ATP synthase 3 16
1193 ENSG00000111775:ENSMUSG00000041697:ENSRNOG00000001170 COX6A1 gi|17999528|ref|NPgi|17999528|ref|NP_004364.2| cytochrome c oxidase subunit VIa 109 12155 9.3 1 o40-59i A 54 0.131 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.93 0.00374 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 16 0 1 16 16 16.51 0.0024 1 2 0 1 2 2 14.68 0.0007 2 0.000775 0.00113 Cytochrome c oxidase subunit VIa; cd00925 membrane; mitochondrial envelope; cytochrome-c oxidase activity; 3 19
1194 ENSG00000099246:NA:NA RAB18 gi|10880989|ref|NPgi|10880989|ref|NP_067075.1| RAB18, member RAS oncogene f 206 22977 5.2 0 o Q 21 0.001 X X X X X X X 0 4 14 0 4 14 14 28.16 0.00159 X X X X X X X 0 2 15 0 2 15 15 16.5 0.00129 X X X X X X X 0 2 0.000718 0.000838 X X X X X X X 0 3 29 0 3 29 29 21.84 0.00316 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00079 0.001579 Rab18 subfamily. Mammalian Rab18 is implicated in intracellular [pmid 11256614]; membrane ATP binding; GTP binding; GTPase 9 58
1195 ENSG00000153395:ENSMUSG00000021608:ENSRNOG00000017930 AYTL2 gi|33946291|ref|NPgi|33946291|ref|NP_079106.3| acyltransferase like 2 [Homo sapi 534 59151 6 1 i53-75o S 62 0.688 X X X X X X X 0 6 18 0 6 18 18 11.42 0.00079 3 15 0 3 15 15 5.81 0.00528 X X X X X X X 0 X X X X X X X 0 2 0.001516 0.002535 X X X X X X X 0 7 26 0 7 26 26 19.1 0.00109 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000273 0.000546 Acyltransferase. This family contains acyltransferases endoplasmic reticulum; integral to 1-acylglycerophosphocholine O- 16 59
1196 ENSG00000151729:ENSMUSG00000031633:ENSRNOG00000010830 SLC25A4 gi|55749577|ref|NPgi|55749577|ref|NP_001142.2| solute carrier family 25 (mitochon 298 33064 9.8 3 o112-134i172-19Q 25 0.255 X X X X X X X 0 4 102 100 1 2 34.22 30.2 0.00268 X X X X X X X 0 3 140 140 0 0 0 17.79 0 X X X X X X X 0 1 0.00067 0.001339 X X X X X X X 0 8 182 179 1 3 29.88 37.92 0.00225 X X X X X X X 0 3 48 48 0 0 0 17.11 0 7 10 8 1 2 3.333 21.48 0.00043 2 0.00067 0.001073 Mitochondrial carrier protein; pfam00153 integral to membrane; integral to plasma adenine transporter activity [pmid 25 482
1197 ENSG00000117500:ENSMUSG00000063406:ENSRNOG00000000073 TMED5 gi|19923442|ref|NPgi|19923442|ref|NP_057124.2| transmembrane emp24 protein tra 229 26017 4.8 2 o5-27i195-217o S 28 0.999 X X X X X X X 0 4 14 0 4 14 14 20.09 0.00143 1 4 0 1 4 4 6.11 0.00328 X X X X X X X 0 X X X X X X X 0 2 0.001177 0.001556 X X X X X X X 0 3 16 0 3 16 16 21.83 0.00157 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000392 0.000784 emp24/gp25L/p24 family/GOLD. Members of this endoplasmic reticulum; ER-Golgi 8 34
1198 ENSG00000145349:ENSMUSG00000053819:ENSRNOG00000011589 CAMK2D gi|26667180|ref|NPgi|26667180|ref|NP_001212.2|;gi|26667186|ref|NP_742125.1|;gi|26667189|ref|NP_742126.1| calcium/calmodulin-dependent pro 499 56369 7.2 0 o Q 0 0 X X X X X X X 0 1 2 2 0 0 0 3.81 0 X X X X X X X 0 2 4 0 0 4 4 7.62 0.00014 X X X X X X X 0 1 3.54E-05 7.08E-05 X X X X X X X 0 1 2 0 0 2 2 1.6 9E-05 X X X X X X X 0 X X X X X X X 0 7 92 87 0 5 92 18.44 0.00708 2 0.001792 0.003524 Calcium/calmodulin dependent protein kinase II calcium- and calmodulin-dependent protein ATP binding; calcium- and calmodulin- 11 100
1199 ENSG00000141378:ENSMUSG00000072582:ENSRNOG00000004288 PTRH2 gi|7706351|ref|NP_gi|7706351|ref|NP_057161.1| Bcl-2 inhibitor of transcription [Ho 179 19194 8.7 1 o15-37i S 31 0.804 1 2 0 1 2 2 7.82 0.00181 1 1 0 1 1 1 12.85 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000486 0.000886 1 1 0 1 1 1 7.82 0.00248 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00062 0.00124 Peptidyl-tRNA hydrolase, type 2 (PTH2). Peptidyl- chromosome, pericentric region; aminoacyl-tRNA hydrolase activity; DNA 3 4
1200 ENSG00000166347:ENSMUSG00000024646:ENSRNOG00000015205 CYB5A gi|41281768|ref|NPgi|41281768|ref|NP_683725.1| cytochrome b-5 isoform 1 [Homo 134 15330 5 1 i109-131o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 15.67 0.00013 X X X X X X X 0 1 3.3E-05 6.59E-05 X X X X X X X 0 2 4 0 2 4 4 26.12 0.00067 1 1 0 1 1 1 25.37 0.00522 X X X X X X X 0 X X X X X X X 0 2 0.000167 0.000335 Cytochrome b5-like Heme/Steroid binding domain. endoplasmic reticulum; integral to cytochrome-c oxidase activity [pmid 4 6
1201 ENSG00000164405:ENSMUSG00000044894:ENSRNOG00000007233 UQCRQ gi|83367083|ref|NPgi|83367083|ref|NP_055217.2| ubiquinol-cytochrome c reductase 82 9906 10.1 0 o A 29 0 X X X X X X X 0 2 7 0 2 7 7 18.29 0.00199 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000498 0.000996 X X X X X X X 0 3 4 0 3 4 4 39.02 0.00109 X X X X X X X 0 1 2 0 1 2 2 13.41 0.0004 X X X X X X X 0 2 0.000373 0.000516 UcrQ family. The ubiquinol-cytochrome C reductase membrane; mitochondrion; respiratory chain oxidoreductase activity; ubiquinol- 6 13
1202 ENSG00000105993:ENSMUSG00000029131:ENSRNOG00000030755 DNAJB6 gi|17388799|ref|NPgi|17388799|ref|NP_490647.1|;gi|4885495|ref|NP_005485.1|DnaJ (Hsp40) homolog, subfamily 326 36087 9.1 0 o Q 17 0 X X X X X X X 0 2 5 0 0 5 5 7.67 0.00036 X X X X X X X 0 1 8 0 0 8 8 5.83 0.00043 X X X X X X X 0 2 0.000198 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 19 0 0 19 19 5.83 0.00224 1 0.000559 0.001119 DnaJ domain. DnaJ domains (J-domains) are heat shock protein binding 6 32
1203 ENSG00000143183:ENSMUSG00000052428:ENSRNOG00000003928 TMCO1 gi|24308133|ref|NPgi|24308133|ref|NP_061899.1| transmembrane and coiled-coil do 188 21175 9.7 2 o10-31i90-109o S 25 0.961 X X X X X X X 0 1 4 0 1 4 4 7.98 0.0005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000124 0.000248 X X X X X X X 0 1 26 0 1 26 26 7.98 0.0031 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.11 0.00041 2 0.000878 0.001496 Eukaryotic protein of unknown function (DUF841). endoplasmic reticulum; integral to 3 32
1204 ENSG00000116251:ENSMUSG00000028936:ENSRNOG00000028747 RPL22 gi|4506613|ref|NP_gi|4506613|ref|NP_000974.1| ribosomal protein L22 proprotein 128 14787 9.2 0 o Q 29 0 X X X X X X X 0 2 4 0 2 4 4 32.03 0.00073 X X X X X X X 0 2 11 0 2 11 11 32.03 0.00152 X X X X X X X 0 2 0.000562 0.000724 X X X X X X X 0 2 6 0 2 6 6 32.03 0.00105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000263 0.000526 Ribosomal L22e protein family; pfam01776 cytosolic large ribosomal subunit (sensu heparin binding; RNA binding [pmid 6 21
1205 ENSG00000131795:ENSMUSG00000078184:ENSRNOG00000038810 RBM8A gi|4826972|ref|NP_gi|4826972|ref|NP_005096.1| RNA binding motif protein 8A [Ho 174 19889 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.05 0.00108 1 2 0 1 2 2 10.92 0.0002 X X X X X X X 0 2 0.000321 0.000515 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 7 0 4 7 7 14.37 0.00154 1 0.000386 0.000772 RNA recognition motif; smart00360 cytoplasm [pmid 11030346]; nucleus [pmid mRNA binding [pmid 11030346]; 6 10
1206 ENSG00000198851:ENSMUSG00000032093:ENSRNOG00000016069 CD3E gi|4502671|ref|NP_gi|4502671|ref|NP_000724.1| CD3E antigen, epsilon polypeptid 207 23147 6.8 1 o130-152i S 22 0.997 X X X X X X X 0 4 10 0 4 10 10 38.16 0.00113 X X X X X X X 0 2 3 0 2 3 3 17.87 0.00026 X X X X X X X 0 2 0.000346 0.000535 X X X X X X X 0 4 12 0 4 12 12 34.78 0.0013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000325 0.00065 Immunoglobulin C-2 Type; smart00408 external side of plasma membrane [pmid protein heterodimerization activity [pmid 10 25
1207 ENSG00000186298:ENSMUSG00000004455:ENSRNOG00000001269 PPP1CC gi|4506007|ref|NP_gi|4506007|ref|NP_002701.1| protein phosphatase 1, catalytic s 323 36984 6.5 0 o Q 22 0 X X X X X X X 0 3 8 8 0 0 0 15.79 0 X X X X X X X 0 6 13 8 0 5 7.353 33.13 0.0004 X X X X X X X 0 1 0.000101 0.000201 X X X X X X X 0 1 1 1 0 0 0 5.88 0 X X X X X X X 0 4 9 7 0 2 4.333 21.36 0.00022 16 45 44 1 1 23.5 37.15 0.00279 2 0.000753 0.001364 Protein phosphatase 2A homologues, catalytic hydrolase activity; iron ion binding; 30 76
1208 ENSG00000000419:ENSMUSG00000078919:ENSRNOG00000010993 DPM1 gi|4503363|ref|NP_gi|4503363|ref|NP_003850.1| dolichyl-phosphate mannosyltrans 260 29634 9.6 0 o Q 53 0.001 X X X X X X X 0 1 3 0 1 3 3 4.62 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.73E-05 0.000135 X X X X X X X 0 1 2 0 1 2 2 4.62 0.00017 X X X X X X X 0 X X X X X X X 0 4 21 0 4 21 21 20.77 0.0031 2 0.000818 0.001524 Glycosyl transferase family 2. Diverse family, endoplasmic reticulum; endoplasmic dolichyl-phosphate beta-D- 6 26
1209 ENSG00000198821:ENSMUSG00000005763:ENSRNOG00000003298 CD247 gi|37595565|ref|NPgi|37595565|ref|NP_932170.1|;gi|4557431|ref|NP_000725.1|T-cell receptor zeta chain isoform 164 18696 9.2 1 o31-53i S 22 0.979 X X X X X X X 0 2 5 0 0 5 5 21.95 0.00071 1 2 0 0 2 2 5.49 0.00229 X X X X X X X 0 X X X X X X X 0 2 0.000751 0.00108 X X X X X X X 0 2 3 0 0 3 3 21.95 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000103 0.000205 cytoplasm [pmid 11390434]; integral to protein binding [pmid 7528772] [pmid 5 10
1210 ENSG00000130193:ENSMUSG00000056665:ENSRNOG00000005929 C8orf55 gi|7706200|ref|NP_gi|7706200|ref|NP_057731.1| mesenchymal stem cell protein D 208 23865 9.6 1 i2-24o S 20 0.998 X X X X X X X 0 2 5 0 2 5 5 19.71 0.00056 X X X X X X X 0 1 2 0 1 2 2 12.5 0.00017 X X X X X X X 0 2 0.000183 0.000264 X X X X X X X 0 4 13 0 4 13 13 31.25 0.0014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000351 0.000701 4-hydroxybenzoyl-CoA thioesterase (4HBT). Catalyzes 7 20
1211 ENSG00000167863:ENSMUSG00000068706:ENSRNOG00000038744 ATP5H gi|5453559|ref|NP_gi|5453559|ref|NP_006347.1| ATP synthase, H+ transporting, m 161 18491 5.3 0 o Q 18 0.015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 13 0 2 13 13 21.74 0.00143 X X X X X X X 0 1 0.000357 0.000713 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 21.74 0.0002 2 2 0 2 2 2 8.07 0.00048 2 0.00017 0.000226 ATP synthase D chain, mitochondrial (ATP5H). This mitochondrion; proton-transporting ATP hydrogen-transporting ATP synthase 6 17
1212 ENSG00000178127:ENSMUSG00000024099:ENSRNOG00000032758 NDUFV2 gi|10835025|ref|NPgi|10835025|ref|NP_066552.1| NADH dehydrogenase (ubiquinon 249 27364 8.1 0 o Q 20 0.072 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.84 7.1E-05 1 2 0 1 2 2 5.22 0.00327 2 1.77E-05 3.55E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.62 0.00013 X X X X X X X 0 1 3.28E-05 6.55E-05 TRX-like [2Fe-2S] Ferredoxin (Fd) family, membrane fraction; mitochondrion 2 iron, 2 sulfur cluster binding; iron ion 3 5
1213 ENSG00000172893:ENSMUSG00000058454:ENSRNOG00000020776 DHCR7 gi|119943112|ref|Ngi|119943112|ref|NP_001351.2| 7-dehydrocholesterol reductase [H 475 54489 8.7 6 o37-59i151-173oA 61 0 X X X X X X X 0 1 3 0 1 3 3 4.63 0.00015 1 1 0 1 1 1 2.32 0.0004 X X X X X X X 0 X X X X X X X 0 2 0.000136 0.000187 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.16 0.00147 X X X X X X X 0 X X X X X X X 0 1 0 0 3 5
1214 ENSG00000135604:ENSMUSG00000039232:ENSRNOG00000014902 STX11 gi|33667038|ref|NPgi|33667038|ref|NP_003755.2| syntaxin 11 [Homo sapiens] 287 33196 6.5 0 o Q 18 0 2 3 0 2 3 3 10.1 0.0017 1 2 0 1 2 2 6.27 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000464 0.000824 X X X X X X X 0 4 9 0 4 9 9 19.86 0.0007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000176 0.000352 Syntaxin N-terminus domain; syntaxins are nervous membrane protein binding [pmid 16169070]; protein 7 14
1215 ENSG00000177600:ENSMUSG00000025508:ENSRNOG00000038074 RPLP2 gi|4506671|ref|NP_gi|4506671|ref|NP_000995.1| ribosomal protein P2 [Homo sapie 115 11665 4.5 0 o S 17 0.835 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 8 1 4 7 7.875 77.39 0.00121 X X X X X X X 0 1 0.000302 0.000605 X X X X X X X 0 1 2 0 0 2 2 14.78 0.00039 X X X X X X X 0 1 2 0 1 2 2 32.17 0.00028 X X X X X X X 0 2 0.000168 0.000199 Ribosomal protein L12E/L44/L45/RPP1/RPP2 cytosolic large ribosomal subunit (sensu RNA binding [pmid 3323886]; structural 7 12
1216 ENSG00000186529:NA:NA CYP4F3 gi|119220562|ref|Ngi|119220562|ref|NP_000887.2| cytochrome P450, family 4, subfa 520 59847 7.6 1 o15-37i S 37 1 1 3 0 1 3 3 2.5 0.00094 3 9 0 3 9 9 10.19 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000335 0.000443 1 1 0 1 1 1 2.5 0.00085 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000213 0.000427 5 13
1217 ENSG00000165782:ENSMUSG00000035953:ENSRNOG00000009948 TMEM55B gi|154816184|ref|Ngi|154816184|ref|NP_653169.2| transmembrane protein 55B isofo 277 29470 8.9 2 i212-234o244-26Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 15.88 0.00147 1 0 0 X X X X X X X 0 1 2 0 1 2 2 2.53 0.00016 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 15.88 0.00014 2 7.51E-05 8.73E-05 3 4
1218 ENSG00000173221:NA:NA GLRX gi|4504025|ref|NP_gi|4504025|ref|NP_002055.1| glutaredoxin (thioltransferase) [Ho 106 11776 8.1 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 47.17 0.00067 X X X X X X X 0 1 0.000167 0.000333 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 47.17 0.00062 2 3 0 2 3 3 17.92 0.00109 2 0.000426 0.000528 Glutaredoxin (GRX) family, GRX human class 1 and 2 electron carrier activity; glutathione 6 11
1219 ENSG00000170540:ENSMUSG00000030654:ENSRNOG00000017751 ARL6IP1 gi|24308007|ref|NPgi|24308007|ref|NP_055976.1| ADP-ribosylation factor-like 6 inte 203 23363 9.3 4 i42-61o66-88i136A 28 0 X X X X X X X 0 2 7 0 2 7 7 18.72 0.0008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000201 0.000402 X X X X X X X 0 2 11 0 2 11 11 18.72 0.00122 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.9 0.00019 2 0.000351 0.000583 integral to membrane; membrane 5 19
1220 ENSG00000125037:ENSMUSG00000030286:ENSRNOG00000009934 TMEM111 gi|8923857|ref|NP_gi|8923857|ref|NP_060917.1| transmembrane protein 111 [Hom 261 29952 6.8 2 o15-37i115-137oA 29 0.001 X X X X X X X 0 2 3 0 2 3 3 14.56 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.7E-05 0.000134 1 1 0 1 1 1 6.51 0.0017 2 7 0 2 7 7 14.94 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000576 0.000802 Eukaryotic protein of unknown function (DUF850). integral to membrane; membrane 5 11
1221 ENSG00000167130:ENSMUSG00000026856:ENSRNOG00000017663 DOLPP1 gi|30794376|ref|NPgi|30794376|ref|NP_065171.2| dolichyl pyrophosphate phosphata 238 27031 9.4 4 o31-53i106-123oA 19 0.001 X X X X X X X 0 3 10 0 3 10 10 20.59 0.00098 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000245 0.00049 X X X X X X X 0 2 6 0 2 6 6 13.45 0.00057 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.46 0.00032 2 0.000222 0.000275 PAP2_like proteins, dolichyldiphosphatase subfamily. endoplasmic reticulum; integral to dolichyldiphosphatase activity; 6 18
1222 ENSG00000170310:ENSMUSG00000020903:ENSRNOG00000039927 STX8 gi|4759188|ref|NP_gi|4759188|ref|NP_004844.1| syntaxin 8 [Homo sapiens] 236 26907 5 1 i211-233o Q 22 0 2 3 0 2 3 3 14.83 0.00206 3 6 0 3 6 6 18.64 0.00059 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000664 0.000973 X X X X X X X 0 1 1 0 1 1 1 12.71 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.38E-05 4.75E-05 Soluble NSF (N-ethylmaleimide-sensitive fusion endoplasmic reticulum [pmid 9852078]; 6 10
1223 ENSG00000108622:ENSMUSG00000001029:ENSRNOG00000025143 ICAM2 gi|153082722|ref|Ngi|153082722|ref|NP_001093259.1| intercellular adhesion molecule 2 275 30654 7.4 1 o225-247i S 22 0.733 X X X X X X X 0 1 6 0 1 6 6 5.82 0.00051 X X X X X X X 0 2 3 0 2 3 3 11.27 0.00019 X X X X X X X 0 2 0.000175 0.00024 X X X X X X X 0 2 13 0 2 13 13 11.27 0.00106 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000265 0.00053 5 22
1224 ENSG00000111684:ENSMUSG00000004270:ENSRNOG00000012269 MBOAT5 gi|42542394|ref|NPgi|42542394|ref|NP_005759.4| O-acyltransferase (membrane bo 487 56035 8.7 7 o40-62i69-91o11Q 25 0.041 X X X X X X X 0 1 5 0 1 5 5 3.7 0.00024 2 6 0 2 6 6 4.11 0.00231 X X X X X X X 0 X X X X X X X 0 2 0.000639 0.001123 X X X X X X X 0 1 3 0 1 3 3 3.7 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.46E-05 6.91E-05 Predicted membrane protein [Function unknown]; integral to membrane; membrane acyltransferase activity; transferase 4 14
1225 ENSG00000142444:ENSMUSG00000048429:ENSRNOG00000009255 C19orf52 gi|24308410|ref|NPgi|24308410|ref|NP_612367.1| hypothetical protein LOC90580 [H 260 29233 8.1 0 o Q 46 0.354 X X X X X X X 0 2 3 0 2 3 3 12.69 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.73E-05 0.000135 1 1 0 1 1 1 5.38 0.00171 2 6 0 2 6 6 13.08 0.00052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000556 0.000805 RNA polymerase sigma factor SigB; PRK08583 5 10
1226 ENSG00000102158:ENSMUSG00000031232:ENSRNOG00000002519 IAG2 gi|40255229|ref|NPgi|40255229|ref|NP_115497.3| magnesium transporter 1 [Homo s 335 38037 9.6 5 i7-29o186-205i21S 30 0.978 X X X X X X X 0 2 4 0 2 4 4 7.16 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.96E-05 0.000139 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.99 0.00209 X X X X X X X 0 1 1 0 1 1 1 4.18 0.00011 2 2.86E-05 5.73E-05 OST3 / OST6 family. The proteins in this family are endoplasmic reticulum; integral to 4 6
1227 ENSG00000160014:NA:ENSRNOG00000030871 CALM3 gi|58218968|ref|NPgi|58218968|ref|NP_005175.2| calmodulin 3 [Homo sapiens] 149 16838 4.2 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 36.24 0.00047 X X X X X X X 0 1 1 0 1 1 1 11.41 0.00012 X X X X X X X 0 2 0.000147 0.000222 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 10.07 0.00103 1 0.000258 0.000515 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding 5 8
1228 ENSG00000069849:ENSMUSG00000032412:ENSRNOG00000022382 ATP1B3 gi|4502281|ref|NP_gi|4502281|ref|NP_001670.1| Na+/K+ -ATPase beta 3 subunit [ 279 31513 8.3 1 i38-60o A 56 0 1 1 0 1 1 1 5.02 0.00058 6 11 0 6 11 11 39.43 0.00092 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000375 0.000455 X X X X X X X 0 2 7 0 2 7 7 12.54 0.00056 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000141 0.000281 Sodium / potassium ATPase beta chain; pfam00287 integral to membrane; membrane; potassium ion binding; sodium ion 9 19
1229 ENSG00000182004:NA:NA SNRPE gi|4507129|ref|NP_gi|4507129|ref|NP_003085.1| small nuclear ribonucleoprotein po 92 10804 9.4 0 i Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 26.09 0.00038 X X X X X X X 0 1 9.6E-05 0.000192 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 27.17 0.00018 2 4 0 2 4 4 32.61 0.00167 2 0.000462 0.000809 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; small nuclear ribonucleoprotein protein binding [pmid 11714716] [pmid 5 7
1230 ENSG00000134108:ENSMUSG00000030105:ENSRNOG00000007312 ARL8B gi|8922601|ref|NP_gi|8922601|ref|NP_060654.1| ADP-ribosylation factor-like 10C [ 186 21539 8.4 0 o Q 36 0.001 X X X X X X X 0 5 11 10 1 1 3.5 42.47 0.00044 X X X X X X X 0 4 13 12 1 1 5 28.49 0.00047 X X X X X X X 0 2 0.000228 0.000264 X X X X X X X 0 4 18 17 1 1 6.667 42.47 0.0008 X X X X X X X 0 1 3 3 0 0 0 9.14 0 X X X X X X X 0 1 0.000201 0.000402 Arl10-like subfamily. Arl9/Arl10 was identified from a cytoplasm [pmid 15331635]; intracellular; alpha-tubulin binding [pmid 15331635]; 14 45
1231 ENSG00000143727:ENSMUSG00000044573:NA ACP1 gi|4757714|ref|NP_gi|4757714|ref|NP_004291.1|;gi|6005988|ref|NP_009030.1| acid phosphatase 1 isoform c [Ho 158 18042 6.8 0 o Q 26 0.413 X X X X X X X 0 1 1 0 0 1 1 7.59 0.00015 X X X X X X X 0 2 6 0 0 6 6 22.78 0.00067 X X X X X X X 0 2 0.000205 0.000318 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 0 8 8 18.99 0.00083 X X X X X X X 0 1 0.000207 0.000413 Low molecular weight phosphotyrosine protein cytoplasm; soluble fraction [pmid 1587862] acid phosphatase activity [pmid 5 15
1232 ENSG00000134748:ENSMUSG00000063800:ENSRNOG00000009451 PRPF38A gi|24762236|ref|NPgi|24762236|ref|NP_116253.2| PRP38 pre-mRNA processing fac 312 37477 10 0 o Q 0 0 X X X X X X X 0 2 5 0 2 5 5 8.97 0.00037 X X X X X X X 0 3 6 0 3 6 6 20.19 0.00034 X X X X X X X 0 2 0.000178 0.000206 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7 0 1 7 7 4.49 0.00086 1 0.000215 0.000431 PRP38 family. Members of this family are related to 6 18
1233 ENSG00000172780:ENSMUSG00000030056:ENSRNOG00000010021 ISY1 gi|50234889|ref|NPgi|50234889|ref|NP_940892.1| RAB43 protein [Homo sapiens] 212 23339 5.7 0 o Q 31 0 1 1 0 1 1 1 6.6 0.00076 3 5 0 3 5 5 25 0.00055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000329 0.00039 X X X X X X X 0 2 5 0 2 5 5 18.4 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000132 0.000265 Rab19 subfamily. Rab19 proteins are associated with exosome (RNase complex); membrane GTP binding; nucleotide binding 6 11
1234 ENSG00000145569:ENSMUSG00000056069:ENSRNOG00000012109 FAM105A gi|9506641|ref|NP_gi|9506641|ref|NP_061891.1| hypothetical protein LOC54491 [H 356 42196 9.3 1 i40-62o A 59 0.011 X X X X X X X 0 3 10 0 3 10 10 14.89 0.00066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000164 0.000328 X X X X X X X 0 1 8 0 1 8 8 5.34 0.0005 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 5.62 0.00054 2 0.000261 0.000302 RhoGAP_CdGAP: RhoGAP (GTPase-activator protein 5 23
1235 ENSG00000169704:ENSMUSG00000030054:ENSRNOG00000010015 GP9 gi|4504077|ref|NP_gi|4504077|ref|NP_000165.1| glycoprotein IX (platelet) [Homo s 177 19046 6.4 1 o147-169i S 17 1 2 2 0 2 2 2 15.82 0.00183 2 2 0 2 2 2 14.12 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000524 0.000881 X X X X X X X 0 1 1 0 1 1 1 7.34 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.17E-05 6.34E-05 Leucine rich repeat C-terminal domain; smart00082 integral to plasma membrane [pmid protein binding; transferase activity 5 5
1236 ENSG00000110651:ENSMUSG00000037706:ENSRNOG00000020451 CD81 gi|4757944|ref|NP_gi|4757944|ref|NP_004347.1| CD81 antigen [Homo sapiens] 236 25809 5.3 4 i13-35o62-84i91-A 31 0.093 X X X X X X X 0 2 8 0 2 8 8 18.22 0.00079 1 1 0 1 1 1 4.66 0.0008 X X X X X X X 0 X X X X X X X 0 2 0.000397 0.000458 X X X X X X X 0 2 4 0 2 4 4 18.22 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.51E-05 0.00019 Tetraspanin, extracellular domain or large extracellular integral to plasma membrane [pmid protein binding [pmid 14676841] 5 13
1237 ENSG00000114544:ENSMUSG00000030089:NA SLC41A3 gi|56549671|ref|NPgi|56549671|ref|NP_060306.3|;gi|56549673|ref|NP_001008485.1|;gi|56549675|ref|NP_001008486.1| solute carrier family 41, member 3 487 52449 6.9 10 i65-87o149-171i1Q 36 0 X X X X X X X 0 1 1 0 0 1 1 6.37 4.8E-05 1 5 0 0 5 5 4.11 0.00193 X X X X X X X 0 X X X X X X X 0 2 0.000494 0.000957 X X X X X X X 0 2 4 0 0 4 4 11.09 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.61E-05 9.21E-05 Divalent cation transporter. This region is the integral cation transporter activity; peroxidase 4 10
1238 ENSG00000177889:ENSMUSG00000074781:ENSRNOG00000009038 UBE2N gi|4507793|ref|NP_gi|4507793|ref|NP_003339.1| ubiquitin-conjugating enzyme E2N 152 17138 6.6 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 13.16 0.00058 X X X X X X X 0 1 0.000145 0.000291 X X X X X X X 0 1 4 0 1 4 4 13.16 0.00059 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.5 0.00051 2 0.000274 0.000318 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) cytoplasm [pmid 16129784]; nucleus [pmid ligase activity; protein binding [pmid 3 11
1239 ENSG00000178537:ENSMUSG00000032602:ENSRNOG00000020288 SLC25A20 gi|4557403|ref|NP_gi|4557403|ref|NP_000378.1| carnitine/acylcarnitine translocase 301 32944 9.4 3 i13-31o74-96i108A 31 0.095 X X X X X X X 0 7 10 0 7 10 10 38.87 0.00077 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000194 0.000387 X X X X X X X 0 5 6 0 5 6 6 28.24 0.00045 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.99 0.00026 2 0.000176 0.000217 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding; lipid transporter activity 13 18
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

1240 ENSG00000198755:ENSMUSG00000037805:ENSRNOG00000000505 RPL10A gi|15431288|ref|NPgi|15431288|ref|NP_009035.3| ribosomal protein L10a [Homo sa 217 24831 9.9 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 13.82 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.06E-05 0.000161 X X X X X X X 0 1 3 0 1 3 3 5.99 0.00031 X X X X X X X 0 3 17 0 3 17 17 17.05 0.00128 X X X X X X X 0 2 0.000397 0.000605 Ribosomal protein L1p/L10e family. This family intracellular; ribosome structural constituent of ribosome 6 23
1241 ENSG00000141456:ENSMUSG00000018921:ENSRNOG00000019268 PELP1 gi|155030232|ref|Ngi|155030232|ref|NP_055204.2| proline, glutamic acid and leucine 1130 119700 4.3 0 o S 17 0.904 X X X X X X X 0 1 1 0 1 1 1 2.48 2.1E-05 X X X X X X X 0 3 4 0 3 4 4 4.87 6.3E-05 X X X X X X X 0 2 2.08E-05 2.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 7 32 0 7 32 32 4.87 0.00109 1 0.000272 0.000544 11 37
1242 ENSG00000109736:ENSMUSG00000001082:ENSRNOG00000012534 TETRAN gi|20127440|ref|NPgi|20127440|ref|NP_001111.2| tetracycline transporter-like protei 455 48351 9.6 10 i24-46o86-108i11A 57 0.179 X X X X X X X 0 4 7 0 4 7 7 13.41 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.97E-05 0.000179 X X X X X X X 0 1 1 0 1 1 1 1.98 4.9E-05 1 1 0 1 1 1 2.2 0.00154 X X X X X X X 0 X X X X X X X 0 2 1.23E-05 2.47E-05 Arabinose efflux permease [Carbohydrate transport integral to membrane [pmid 8353488]; tetracycline transporter activity [pmid 6 9
1243 ENSG00000117751:ENSMUSG00000028882:ENSRNOG00000012935 PPP1R8 gi|13699256|ref|NPgi|13699256|ref|NP_054829.2| protein phosphatase 1 regulatory 351 38479 7.4 0 o Q 21 0.281 1 2 0 1 2 2 5.98 0.00092 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000231 0.000462 X X X X X X X 0 3 4 0 3 4 4 17.38 0.00026 X X X X X X X 0 1 1 0 1 1 1 6.27 4.6E-05 X X X X X X X 0 2 7.55E-05 0.000122 Forkhead associated domain (FHA); found in nucleus [pmid 7499293]; spliceosome DNA binding; endonuclease activity; 5 7
1244 ENSG00000143222:ENSMUSG00000062963:ENSRNOG00000003706 UFC1 gi|156416000|ref|Ngi|156416000|ref|NP_057490.2| ubiquitin-fold modifier conjugating 167 19458 7.4 0 o Q 21 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 24.55 0.00053 X X X X X X X 0 1 0.000132 0.000264 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 22.75 0.00039 2 3 0 2 3 3 10.78 0.00069 2 0.00027 0.000335 6 12
1245 ENSG00000076662:NA:NA ICAM3 gi|4504559|ref|NP_gi|4504559|ref|NP_002153.1| intercellular adhesion molecule 3 547 59384 5.4 1 o487-509i S 30 1 1 3 0 1 3 3 1.83 0.00089 5 17 0 5 17 17 14.44 0.00072 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000404 0.000471 X X X X X X X 0 2 6 0 2 6 6 5.12 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.15E-05 0.000123 Immunoglobulin domain cell adhesion molecule integral to plasma membrane [pmid integrin binding [pmid 1448174] 8 26
1246 ENSG00000041353:ENSMUSG00000024511:ENSRNOG00000012176 RAB27B gi|5729997|ref|NP_gi|5729997|ref|NP_004154.2| RAB27B, member RAS oncogene 218 24608 5.5 0 o Q 22 0 2 3 0 2 3 3 16.51 0.00223 3 6 1 2 5 5.333 22.48 0.00057 X X X X X X X 0 1 4 0 1 4 4 8.26 0.00032 X X X X X X X 0 3 0.000782 0.000995 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rab27a subfamily. The Rab27a subfamily consists of GTP binding; GTPase activity [pmid 6 13
1247 ENSG00000116133:ENSMUSG00000034926:ENSRNOG00000006787 DHCR24 gi|13375618|ref|NPgi|13375618|ref|NP_055577.1| 24-dehydrocholesterol reductase 516 60101 8.2 2 o5-27i34-56o S 23 0.948 X X X X X X X 0 1 1 0 1 1 1 3.68 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.13E-05 2.26E-05 1 2 0 1 2 2 3.68 0.00172 2 5 0 2 5 5 5.23 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000484 0.00083 FAD binding domain. This family consists of various endoplasmic reticulum [pmid 11007892]; enzyme binding [pmid 15577914]; 4 8
1248 ENSG00000105887:ENSMUSG00000029840:ENSRNOG00000011857 MTPN gi|21956645|ref|NPgi|21956645|ref|NP_665807.1| myotrophin [Homo sapiens] 118 12895 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 14.41 0.0003 X X X X X X X 0 1 7.48E-05 0.00015 X X X X X X X 0 1 1 0 1 1 1 16.1 0.00019 X X X X X X X 0 3 9 0 3 9 9 41.53 0.00124 X X X X X X X 0 2 0.000359 0.000597 ankyrin repeats; ankyrin repeats mediate protein- intracellular [pmid 11256614] protein binding [pmid 12031792] 5 12
1249 ENSG00000160752:ENSMUSG00000059743:ENSRNOG00000032349 FDPS gi|4503685|ref|NP_gi|4503685|ref|NP_001995.1| farnesyl diphosphate synthase [H 419 48276 6.2 0 o S 52 0.939 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.77 0.00097 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.92 3.9E-05 1 2 0 1 2 2 4.3 0.00018 2 5.55E-05 8.71E-05 Trans-Isoprenyl Diphosphate Synthases dimethylallyltranstransferase activity; 3 4
1250 ENSG00000170638:ENSMUSG00000015363:ENSRNOG00000029095 TRABD gi|33342278|ref|NPgi|33342278|ref|NP_079480.2| TraB domain containing [Homo sa 376 42321 8 0 o Q 0 0 X X X X X X X 0 2 7 0 2 7 7 9.04 0.00043 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000109 0.000217 X X X X X X X 0 4 17 0 4 17 17 20.21 0.00101 X X X X X X X 0 2 3 0 2 3 3 7.45 0.00013 X X X X X X X 0 2 0.000286 0.000489 Uncharacterized homolog of PrgY (pheromone 8 27
1251 ENSG00000115652:ENSMUSG00000057363:ENSRNOG00000037888 UXS1 gi|42516563|ref|NPgi|42516563|ref|NP_079352.2| UDP-glucuronate decarboxylase 420 47577 8.9 1 i20-38o S 36 0.99 X X X X X X X 0 3 8 0 3 8 8 17.62 0.00044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000111 0.000222 1 1 0 1 1 1 5.95 0.00106 1 1 0 1 1 1 5 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000278 0.00052 Nucleoside-diphosphate-sugar epimerases [Cell integral to membrane; membrane coenzyme binding; lyase activity; UDP- 5 10
1252 ENSG00000049656:ENSMUSG00000021610:ENSRNOG00000016923 CLPTM1L gi|21359965|ref|NPgi|21359965|ref|NP_110409.2| CLPTM1-like [Homo sapiens] 538 62229 8.6 6 o10-32i283-305oA 24 0.215 1 2 0 1 2 2 2.97 0.0006 3 9 0 3 9 9 10.22 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000248 0.0003 X X X X X X X 0 3 12 0 3 12 12 7.99 0.0005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000125 0.00025 Cleft lip and palate transmembrane protein 1 integral to membrane 7 23
1253 ENSG00000177542:ENSMUSG00000019082:ENSRNOG00000018450 SLC25A22 gi|13375983|ref|NPgi|13375983|ref|NP_078974.1| mitochondrial glutamate carrier 1 323 34470 9.3 1 i12-31o Q 29 0.051 X X X X X X X 0 2 5 0 2 5 5 16.41 0.00036 X X X X X X X 0 3 12 0 3 12 12 18.27 0.00066 X X X X X X X 0 2 0.000254 0.000317 X X X X X X X 0 3 7 0 3 7 7 19.2 0.00049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000122 0.000243 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding; carrier activity [pmid 11897791]; 8 24
1254 NA:NA:ENSRNOG00000033321 HMGB2 gi|11321591|ref|NPgi|11321591|ref|NP_002120.1| high-mobility group box 2 [Homo s 209 24034 7.8 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.66 8.5E-05 X X X X X X X 0 1 2.11E-05 4.23E-05 X X X X X X X 0 3 3 0 3 3 3 7.66 0.00032 X X X X X X X 0 6 24 7 5 17 19.09 29.19 0.00149 X X X X X X X 0 2 0.000453 0.000708 HMGB-UBF_HMG-box, class II and III members of the chromatin; condensed chromosome [pmid DNA bending activity [pmid 8339930]; 10 28
1255 ENSG00000075790:ENSMUSG00000020650:ENSRNOG00000007884 BCAP29 gi|56549091|ref|NPgi|56549091|ref|NP_061332.2|;gi|56549093|ref|NP_001008405.1|;gi|56549095|ref|NP_001008406.1|;gi|56549099|ref|NP_001008407.1| B-cell receptor-associated protein 241 28320 9.5 3 i7-29o44-63i103-A 30 0.038 X X X X X X X 0 3 5 0 0 5 5 12.86 0.00048 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000121 0.000242 X X X X X X X 0 2 10 0 0 10 10 12.86 0.00093 X X X X X X X 0 1 1 0 0 1 1 6.64 6.8E-05 X X X X X X X 0 2 0.00025 0.000455 B-cell receptor-associated protein 31-like. Bap31 is a endoplasmic reticulum; integral to 6 16
1256 ENSG00000144468:ENSMUSG00000026142:ENSRNOG00000014620 RHBDD1 gi|33300639|ref|NPgi|33300639|ref|NP_115652.2| rhomboid domain containing 1 [Ho 315 35823 8.2 2 i103-125o181-20A 34 0.114 1 2 0 1 2 2 5.4 0.00103 2 3 0 2 3 3 14.6 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000313 0.000489 X X X X X X X 0 2 5 0 2 5 5 14.6 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.9E-05 0.000178 Rhomboid family. This family contains integral 5 10
1257 ENSG00000136279:ENSMUSG00000020476:ENSRNOG00000012378 DBNL gi|21361670|ref|NPgi|21361670|ref|NP_054782.2|;gi|62198235|ref|NP_001014436.1| drebrin-like isoform a [Homo sapie 431 48294 5 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.71 4.1E-05 X X X X X X X 0 1 1.02E-05 2.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 3.71 0.00011 2 20 0 0 20 20 6.26 0.00178 2 0.000474 0.000873 Src homology 3 domains; SH3 domains bind to cell cortex; cytoplasm; cytoskeleton; actin binding; enzyme activator activity 5 24
1258 ENSG00000134440:ENSMUSG00000024587:ENSRNOG00000017852 NARS gi|4758762|ref|NP_gi|4758762|ref|NP_004530.1| asparaginyl-tRNA synthetase [Ho 548 62943 6.3 0 o Q 17 0 X X X X X X X 0 2 3 0 2 3 3 5.29 0.00013 X X X X X X X 0 4 5 0 4 5 5 13.69 0.00016 X X X X X X X 0 2 7.22E-05 8.45E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 12 0 4 12 12 10.77 0.00084 1 0.00021 0.00042 AsnRS_cyto_like_N: N-terminal, anticodon cytoplasm [pmid 9421509]; soluble fraction asparagine-tRNA ligase activity [pmid 10 20
1259 ENSG00000108298:ENSMUSG00000017404:ENSRNOG00000024168 RPL19 gi|4506609|ref|NP_gi|4506609|ref|NP_000972.1| ribosomal protein L19 [Homo sap 196 23466 11.5 0 o Q 25 0.003 X X X X X X X 0 3 6 0 3 6 6 13.27 0.00071 X X X X X X X 0 1 1 0 1 1 1 8.67 9E-05 X X X X X X X 0 2 0.000201 0.000345 X X X X X X X 0 1 5 0 1 5 5 4.08 0.00057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000143 0.000286 Ribosomal protein L19e, eukaryotic. L19e is found in intracellular; ribosome structural constituent of ribosome 5 12
1260 ENSG00000106733:ENSMUSG00000037847:ENSRNOG00000012665 C9orf95 gi|8923530|ref|NP_gi|8923530|ref|NP_060351.1| nicotinamide riboside kinase 1 [Ho 199 23193 4.9 0 o Q 21 0.151 X X X X X X X 0 1 3 0 1 3 3 9.55 0.00035 X X X X X X X 0 1 5 0 1 5 5 9.55 0.00044 X X X X X X X 0 2 0.000199 0.000233 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 15.58 0.00058 1 0.000145 0.000289 Nicotinamide riboside kinase (NRK) is an enzyme ATP binding; kinase activity; nucleotide 4 11
1261 ENSG00000142875:ENSMUSG00000005034:ENSRNOG00000004978 PRKACB gi|33636738|ref|NPgi|33636738|ref|NP_891993.1|;gi|4506057|ref|NP_002722.1|cAMP-dependent protein kinase c 398 46236 8.7 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 0 8 8 8.29 0.00036 X X X X X X X 0 1 8.88E-05 0.000178 1 1 0 0 1 1 3.02 0.00112 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.27 8.2E-05 1 1 1 0 0 0 2.76 0 2 0.000299 0.000545 Serine/Threonine protein kinases, catalytic domain. cAMP-dependent protein kinase complex ATP binding [pmid 12420224]; cAMP- 5 12
1262 ENSG00000172954:ENSMUSG00000054469:ENSRNOG00000034026 LYCAT gi|42558246|ref|NPgi|42558246|ref|NP_872357.2|;gi|50659059|ref|NP_001002257.1| lysocardiolipin acyltransferase iso 414 48920 8.6 3 i47-69o84-106i36A 23 0.045 X X X X X X X 0 5 8 0 0 8 8 21.98 0.00045 1 2 0 0 2 2 3.14 0.00091 X X X X X X X 0 X X X X X X X 0 2 0.00034 0.000434 X X X X X X X 0 4 5 0 0 5 5 20.05 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.77E-05 0.000135 Phosphate acyltransferases; Function in phospholipid acyltransferase activity 10 15
1263 ENSG00000198888:ENSMUSG00000064341:ENSRNOG00000030644 MT-ND1 gi|17981853|ref|NPgi|17981853|ref|NP_536843.1| NADH dehydrogenase subunit 1 [ 318 35661 6.5 8 o4-23i68-90o100S 19 0.94 X X X X X X X 0 2 7 0 2 7 7 6.29 0.00051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000128 0.000257 X X X X X X X 0 1 8 0 1 8 8 6.29 0.00056 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.6 0.00024 2 0.000201 0.000267 NADH dehydrogenase; pfam00146 4 17
1264 ENSG00000149357:ENSMUSG00000030842:ENSRNOG00000004319 C11orf59 gi|8923579|ref|NP_gi|8923579|ref|NP_060377.1| hypothetical protein LOC55004 [H 161 17745 5.1 0 o Q 0 0 X X X X X X X 0 1 5 0 1 5 5 8.07 0.00072 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000181 0.000362 X X X X X X X 0 1 2 0 1 2 2 8.07 0.00028 X X X X X X X 0 1 1 0 1 1 1 19.25 0.0001 X X X X X X X 0 2 9.5E-05 0.000131 3 8
1265 ENSG00000131876:ENSMUSG00000030512:ENSRNOG00000011932 SNRPA1 gi|50593002|ref|NPgi|50593002|ref|NP_003081.2| small nuclear ribonucleoprotein po 255 28416 8.6 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 20.39 0.00055 X X X X X X X 0 1 0.000139 0.000277 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 30.2 0.00026 1 3 0 1 3 3 5.88 0.00045 2 0.000177 0.000219 nucleus; ribonucleoprotein complex; snRNP protein binding [pmid 9716128]; RNA 6 15
1266 ENSG00000160221:ENSMUSG00000053329:ENSRNOG00000001211 C21orf33 gi|134142815|ref|Ngi|134142815|ref|NP_004640.2| es1 protein isoform Ia precursor [ 268 28170 8.3 0 o S 25 0.969 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 17.16 0.00053 X X X X X X X 0 1 0.000132 0.000264 X X X X X X X 0 3 6 0 3 6 6 31.34 0.0005 X X X X X X X 0 2 4 0 2 4 4 18.66 0.00024 X X X X X X X 0 2 0.000186 0.00024 7 18
1267 ENSG00000108468:ENSMUSG00000018666:ENSRNOG00000008689 CBX1 gi|5803076|ref|NP_gi|5803076|ref|NP_006798.1| chromobox homolog 1 (HP1 beta 185 21418 4.9 0 i Q 0 0 X X X X X X X 0 1 1 0 1 1 1 9.73 0.00013 X X X X X X X 0 3 6 4 2 2 2.667 39.46 0.00025 X X X X X X X 0 2 9.52E-05 0.000122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 9.73 0.00071 X X X X X X X 0 1 0.000176 0.000353 Chromo Shadow Domain, found in association with N- chromatin; chromosome, pericentric region; chromatin binding [pmid 9169582]; 6 15
1268 ENSG00000156136:ENSMUSG00000029366:ENSRNOG00000003296 DCK gi|4503269|ref|NP_gi|4503269|ref|NP_000779.1| deoxycytidine kinase [Homo sapie 260 30519 5.2 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.31 6.8E-05 X X X X X X X 0 1 1.7E-05 3.4E-05 X X X X X X X 0 1 4 0 1 4 4 5 0.00035 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 17.31 0.00133 2 0.000418 0.000628 Deoxyribonucleoside kinase (dNK) catalyzes the nucleus ATP binding; deoxycytidine kinase 6 14
1269 ENSG00000033011:ENSMUSG00000039427:ENSRNOG00000002883 ALG1 gi|41350216|ref|NPgi|41350216|ref|NP_061982.3| beta-1,4-mannosyltransferase [Ho 464 52518 7.2 1 i5-23o S 22 0.998 X X X X X X X 0 4 14 0 4 14 14 14.44 0.0007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000176 0.000352 X X X X X X X 0 2 6 0 2 6 6 7.11 0.00029 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.8 8.3E-05 2 9.32E-05 0.000137 Glycosyl transferases group 1. Mutations in this endoplasmic reticulum; integral to chitobiosyldiphosphodolichol beta- 7 21
1270 ENSG00000140374:ENSMUSG00000032314:ENSRNOG00000015233 ETFA gi|4503607|ref|NP_gi|4503607|ref|NP_000117.1| electron transfer flavoprotein, alph 333 35080 8.4 0 o S 27 0.658 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 14 0 4 14 14 18.02 0.00074 X X X X X X X 0 1 0.000186 0.000371 X X X X X X X 0 1 1 0 1 1 1 5.11 6.7E-05 X X X X X X X 0 2 4 0 2 4 4 9.91 0.0002 X X X X X X X 0 2 6.59E-05 9.24E-05 The electron transfer flavoprotein (ETF) serves as a mitochondrial matrix [pmid 8617498]; electron carrier activity [pmid 8617498]; 7 19
1271 ENSG00000102050:ENSMUSG00000031149:ENSRNOG00000009733 PRAF2 gi|6005794|ref|NP_gi|6005794|ref|NP_009144.1| PRA1 domain family, member 2 [ 178 19258 9.2 4 i40-62o67-84i97-A 31 0.009 X X X X X X X 0 3 6 0 3 6 6 16.85 0.00079 X X X X X X X 0 1 2 0 1 2 2 10.11 0.0002 X X X X X X X 0 2 0.000246 0.000372 X X X X X X X 0 2 3 0 2 3 3 16.29 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.45E-05 0.000189 PRA1 family protein. This family includes the PRA1 integral to membrane; membrane protein binding 6 11
1272 ENSG00000030110:ENSMUSG00000057789:ENSRNOG00000000485 BCL2L7P1 gi|4502363|ref|NP_gi|4502363|ref|NP_001179.1| BCL2-antagonist/killer 1 [Homo sa 211 23409 6 1 o183-205i Q 29 0 X X X X X X X 0 1 2 0 1 2 2 16.11 0.00022 1 1 0 1 1 1 6.16 0.00089 X X X X X X X 0 X X X X X X X 0 2 0.000278 0.000421 X X X X X X X 0 1 3 0 1 3 3 12.32 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.97E-05 0.000159 Apoptosis regulator proteins, Bcl-2 family; pfam00452 integral to membrane; membrane identical protein binding [pmid 3 6
1273 ENSG00000103035:ENSMUSG00000039067:ENSRNOG00000014097 PSMD7 gi|25777615|ref|NPgi|25777615|ref|NP_002802.2| proteasome 26S non-ATPase sub 324 37025 6.8 0 o Q 18 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 14.81 0.00027 X X X X X X X 0 1 6.81E-05 0.000136 X X X X X X X 0 1 1 0 1 1 1 7.41 6.9E-05 X X X X X X X 0 3 22 0 3 22 22 17.28 0.00111 X X X X X X X 0 2 0.000294 0.000544 Mov34/MPN/PAD-1 family. Members of this family are cytosol; proteasome regulatory particle 6 28
1274 ENSG00000142669:ENSMUSG00000028843:ENSRNOG00000015967 SH3BGRL3 gi|13775198|ref|NPgi|13775198|ref|NP_112576.1| SH3 domain binding glutamic acid 93 10438 4.9 0 o Q 20 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 35.48 0.00019 X X X X X X X 0 1 4.75E-05 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 35.48 0.00053 1 2 0 1 2 2 12.9 0.00083 2 0.000338 0.000409 Glutaredoxin (GRX) family, SH3BGR (SH3 domain nucleus 3 6
1275 ENSG00000165527:ENSMUSG00000044147:ENSRNOG00000004791 ARF6 gi|4502211|ref|NP_gi|4502211|ref|NP_001654.1| ADP-ribosylation factor 6 [Homo s 175 20082 9 0 o Q 26 0.001 X X X X X X X 0 2 3 0 2 3 3 25.71 0.0004 X X X X X X X 0 1 8 0 1 8 8 15.43 0.00081 X X X X X X X 0 2 0.000302 0.000386 X X X X X X X 0 1 2 0 1 2 2 12 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.41E-05 0.000128 Arf6 subfamily. Arf6 (ADP ribosylation factor 6) cell cortex [pmid 10913182]; endosome GTP binding [pmid 10913182]; 4 13
1276 ENSG00000116688:ENSMUSG00000029020:ENSRNOG00000006904 MFN2 gi|7662004|ref|NP_gi|7662004|ref|NP_055689.1| mitofusin 2 [Homo sapiens] 757 86402 7 1 o628-647i Q 14 0 X X X X X X X 0 9 24 0 9 24 24 20.61 0.00074 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000185 0.00037 X X X X X X X 0 3 6 0 3 6 6 7.27 0.00018 X X X X X X X 0 1 2 0 1 2 2 3.17 4.3E-05 X X X X X X X 0 2 5.52E-05 8.42E-05 fzo-like conserved region. Family of putative cytosol; integral to membrane; intrinsic to GTP binding; GTPase activity; hydrolase 13 32
1277 ENSG00000206294:NA:NA HLA-DMB gi|4504399|ref|NP_gi|4504399|ref|NP_002109.1| major histocompatibility complex, 263 28943 7.4 1 o219-238i S 21 0.998 X X X X X X X 0 3 6 0 3 6 6 27.38 0.00053 X X X X X X X 0 1 2 0 1 2 2 8.75 0.00013 X X X X X X X 0 2 0.000167 0.000252 X X X X X X X 0 1 6 0 1 6 6 15.59 0.00051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000128 0.000256 Immunoglobulin domain constant region subfamily; integral to membrane; membrane MHC class II receptor activity 5 14
1278 ENSG00000123595:ENSMUSG00000079316:ENSRNOG00000030443 RAB9A gi|4759012|ref|NP_gi|4759012|ref|NP_004242.1| RAB9A, member RAS oncogene 201 22838 5.5 0 o Q 20 0.179 X X X X X X X 0 2 2 0 2 2 2 14.93 0.00023 X X X X X X X 0 1 1 0 1 1 1 7.96 8.8E-05 X X X X X X X 0 2 8E-05 0.00011 X X X X X X X 0 2 6 0 2 6 6 18.91 0.00067 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000167 0.000335 Rab9 subfamily. Rab9 is found in late endosomes, late endosome [pmid 15078902]; lysosome GTP binding; GTPase activity [pmid 5 9
1279 ENSG00000173726:ENSMUSG00000058779:ENSRNOG00000019980 TOMM20 gi|7657257|ref|NP_gi|7657257|ref|NP_055580.1| translocase of outer mitochondria 145 16298 8.6 1 o5-24i A 22 0.212 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 11.72 0.00015 X X X X X X X 0 1 9 0 1 9 9 13.79 0.00101 1 5 0 1 5 5 10.34 0.00132 3 0.000623 0.000646 MAS20 protein import receptor; pfam02064 integral to membrane; membrane; protein translocase activity [pmid 3 15
1280 ENSG00000103249:ENSMUSG00000036636:ENSRNOG00000016976 CLCN7 gi|14149607|ref|NPgi|14149607|ref|NP_001278.1| chloride channel 7 isoform a [Hom 805 88679 8.4 11 i126-148o184-20Q 46 0 X X X X X X X 0 3 8 0 3 8 8 5.84 0.00023 1 6 0 1 6 6 1.86 0.0014 X X X X X X X 0 X X X X X X X 0 2 0.000408 0.00067 X X X X X X X 0 1 1 0 1 1 1 0.99 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.97E-06 1.39E-05 ClC-6-like chloride channel proteins. This CD includes integral to plasma membrane; membrane; chloride ion binding; voltage-gated 5 15
1281 ENSG00000137513:ENSMUSG00000018995:ENSRNOG00000011476 NARS2 gi|39725683|ref|NPgi|39725683|ref|NP_078954.3| asparaginyl-tRNA synthetase 2 (m 477 54077 7.2 0 o Q 17 0.114 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 3.98 0.00022 1 1 0 1 1 1 7.34 0.00085 2 5.55E-05 0.000111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 4 0 4 4 4 13.21 0.00032 1 8.05E-05 0.000161 EcAsnRS_like_N: N-terminal, anticodon recognition cytoplasm asparagine-tRNA ligase activity; 6 11
1282 ENSG00000042493:ENSMUSG00000056737:ENSRNOG00000013668 CAPG gi|63252913|ref|NPgi|63252913|ref|NP_001738.2| gelsolin-like capping protein [Hom 348 38499 6.2 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 8 0 4 8 8 22.41 0.00041 X X X X X X X 0 1 0.000102 0.000203 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 10 0 3 10 10 22.41 0.00047 2 3 0 2 3 3 9.48 0.00033 2 0.0002 0.000238 Gelsolin homology domain; Gelsolin/severin/villin F-actin capping protein complex [pmid actin binding 9 21
1283 ENSG00000213931:NA:NA HBE1 gi|4885393|ref|NP_gi|4885393|ref|NP_005321.1| epsilon globin [Homo sapiens] 147 16203 8.6 0 o Q 27 0.001 1 17 17 0 0 0 6.8 0 2 12 10 1 2 2.606 23.13 0.00041 1 6 6 0 0 0 6.8 0 1 3 3 0 0 0 6.8 0 1 2 2 0 0 0 6.8 0 1 0.000103 0.000207 1 1 1 0 0 0 6.8 0 2 7 5 1 2 2.189 23.13 0.00033 X X X X X X X 0 1 4 0 1 4 4 9.52 0.00044 4 6 6 0 0 0 17.01 0 2 0.000195 0.000229 Globins are heme proteins, which bind and transport hemoglobin complex [pmid 7555018] heme binding; iron ion binding; metal 14 58
1284 ENSG00000130203:ENSMUSG00000002985:ENSRNOG00000018454 APOE gi|4557325|ref|NP_gi|4557325|ref|NP_000032.1| apolipoprotein E precursor [Homo 317 36154 5.7 0 o S 19 1 X X X X X X X 0 1 2 0 1 2 2 3.79 0.00015 1 2 0 1 2 2 4.73 0.00119 X X X X X X X 0 X X X X X X X 0 2 0.000333 0.000572 X X X X X X X 0 2 2 0 2 2 2 10.73 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.54E-05 7.08E-05 Apolipoprotein A1/A4/E domain. These proteins chylomicron; cytoplasm [pmid 9622609]; antioxidant activity [pmid 14587032]; 4 6
1285 ENSG00000167578:ENSMUSG00000053291:ENSRNOG00000001500 RAB4B gi|82659107|ref|NPgi|82659107|ref|NP_057238.3| ras-related GTP-binding protein 4 213 23587 6 0 o Q 21 0.066 X X X X X X X 0 3 4 0 3 4 4 20.66 0.00044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00011 0.000219 X X X X X X X 0 3 6 0 3 6 6 25.35 0.00063 X X X X X X X 0 1 1 0 1 1 1 12.21 7.7E-05 X X X X X X X 0 2 0.000177 0.000305 Rab4 subfamily. Rab4 has been implicated in intracellular; membrane GTP binding; GTPase activity; 7 11
1286 ENSG00000188313:NA:NA PLSCR1 gi|10863877|ref|NPgi|10863877|ref|NP_066928.1| phospholipid scramblase 1 [Homo 318 35049 4.9 0 o Q 0 0 1 2 0 1 2 2 6.29 0.00102 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.29 0.00011 X X X X X X X 0 2 0.000283 0.000494 X X X X X X X 0 1 3 0 1 3 3 6.29 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.29E-05 0.000106 Scramblase. Scramblase is palmitoylated and integral to membrane; plasma membrane calcium ion binding [pmid 9218461]; 3 7
1287 ENSG00000135924:ENSMUSG00000026203:ENSRNOG00000019506 DNAJB2 gi|27151736|ref|NPgi|27151736|ref|NP_006727.2|;gi|88501736|ref|NP_001034639.1| DnaJ (Hsp40) homolog, subfamily 324 35580 6 0 o Q 17 0 X X X X X X X 0 1 2 0 0 2 2 7.72 0.00014 X X X X X X X 0 1 8 0 0 8 8 7.72 0.00044 X X X X X X X 0 2 0.000145 0.000206 X X X X X X X 0 2 7 0 0 7 7 17.9 0.00048 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000121 0.000242 DnaJ domain. DnaJ domains (J-domains) are heat shock protein binding; unfolded 4 17
1288 ENSG00000133835:ENSMUSG00000024507:ENSRNOG00000015840 HSD17B4 gi|4504505|ref|NP_gi|4504505|ref|NP_000405.1| hydroxysteroid (17-beta) dehydro 736 79686 8.8 0 o S 27 0.884 X X X X X X X 0 6 8 0 6 8 8 14.95 0.00025 X X X X X X X 0 5 8 0 5 8 8 10.6 0.00019 X X X X X X X 0 2 0.000111 0.000131 X X X X X X X 0 8 18 0 8 18 18 19.7 0.00055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000137 0.000274 SCP-2 sterol transfer family. This domain is involved peroxisome [pmid 7487879] [pmid 9880674] 3-hydroxyacyl-CoA dehydrogenase 19 34
1289 ENSG00000179036:ENSMUSG00000020894:ENSRNOG00000006989 VAMP2 gi|7657675|ref|NP_gi|7657675|ref|NP_055047.1| vesicle-associated membrane pro 116 12649 8.1 1 i93-115o Q 18 0.183 X X X X X X X 0 1 3 0 1 3 3 13.79 0.0006 X X X X X X X 0 1 1 0 1 1 1 13.79 0.00015 X X X X X X X 0 2 0.000189 0.000285 X X X X X X X 0 1 2 0 1 2 2 13.79 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.67E-05 0.000193 Synaptobrevin; pfam00957 integral to membrane; membrane; synapse; 3 6
1290 ENSG00000116685:ENSMUSG00000044496:ENSRNOG00000007968 KIAA2013 gi|25286703|ref|NPgi|25286703|ref|NP_612355.1| hypothetical protein LOC90231 [H 634 69157 8.2 2 i21-40o592-614i S 41 0.993 1 2 0 1 2 2 2.37 0.00051 5 14 0 5 14 14 16.56 0.00052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000257 0.000296 X X X X X X X 0 3 7 0 3 7 7 12.3 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.19E-05 0.000124 9 23
1291 ENSG00000158882:ENSMUSG00000005674:ENSRNOG00000003398 TOMM40L gi|21362030|ref|NPgi|21362030|ref|NP_115550.2| translocase of outer mitochondria 308 33917 7.2 0 o Q 19 0.005 X X X X X X X 0 2 6 0 2 6 6 9.74 0.00045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000114 0.000227 X X X X X X X 0 1 5 0 1 5 5 5.19 0.00036 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.19 0.00025 2 0.000153 0.000183 Eukaryotic porin; pfam01459 integral to membrane; membrane; voltage-gated ion-selective channel 4 13
1292 ENSG00000126458:ENSMUSG00000038387:ENSRNOG00000037247 RRAS gi|5454028|ref|NP_gi|5454028|ref|NP_006261.1| related RAS viral (r-ras) oncogene 218 23480 6.9 0 o Q 45 0.001 X X X X X X X 0 2 3 0 2 3 3 12.84 0.00032 X X X X X X X 0 2 2 1 1 1 2 20.18 0.00016 X X X X X X X 0 2 0.000121 0.000154 X X X X X X X 0 3 5 0 3 5 5 19.72 0.00051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000129 0.000257 M-Ras/R-Ras-like subfamily. This subfamily contains intracellular GTP binding; GTPase activity [pmid 7 10
1293 ENSG00000079950:ENSMUSG00000019998:ENSRNOG00000015670 STX7 gi|4507295|ref|NP_gi|4507295|ref|NP_003560.1| syntaxin 7 [Homo sapiens] 261 29846 5.6 1 i237-259o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 5.36 8.9E-05 2 3 0 2 3 3 4.98 0.00216 1 1 0 1 1 1 5.75 6.8E-05 X X X X X X X 0 3 0.000579 0.001054 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Syntaxin N-terminus domain; syntaxins are nervous endosome; integral to plasma membrane; protein transporter activity 4 5
1294 ENSG00000196937:ENSMUSG00000029672:ENSRNOG00000005979 FAM3C gi|91807125|ref|NPgi|91807125|ref|NP_001035109.1| family with sequence similarity 3, 227 24680 8.3 1 i7-29o S 25 0.906 X X X X X X X 0 1 2 0 1 2 2 7.49 0.00021 X X X X X X X 0 2 4 0 2 4 4 14.54 0.00031 X X X X X X X 0 2 0.000129 0.000155 X X X X X X X 0 2 5 0 2 5 5 15.86 0.00049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000124 0.000247 extracellular region [pmid 12160727] cytokine activity [pmid 12160727] 5 11
1295 ENSG00000204390:ENSMUSG00000007033:NA HSPA1L gi|124256496|ref|Ngi|124256496|ref|NP_005518.3| heat shock 70kDa protein 1-like [H 641 70375 6 0 o Q 19 0.024 1 1 1 0 0 0 2.5 0 1 2 2 0 0 1 7.49 3.6E-05 1 5 0 0 5 5 1.56 0.00147 3 11 11 0 0 0 7.64 0 3 2 1 1 1 1.333 5.15 0.00085 3 0.000375 0.000727 X X X X X X X 0 1 1 1 0 0 0 3.74 0 X X X X X X X 0 2 2 2 0 0 0 6.24 0 3 12 12 0 0 0 3.59 0 0 0 0 15 36
1296 ENSG00000090054:ENSMUSG00000021468:ENSRNOG00000010882 SPTLC1 gi|5454084|ref|NP_gi|5454084|ref|NP_006406.1| serine palmitoyltransferase subun 473 52744 6 2 o20-40i161-178oQ 17 0.035 1 2 0 1 2 2 2.96 0.00069 2 3 0 2 3 3 10.78 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000208 0.000326 X X X X X X X 0 2 7 0 2 7 7 8.25 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.3E-05 0.000166 7-keto-8-aminopelargonate synthetase and related endoplasmic reticulum; integral to acyltransferase activity; serine C- 5 12
1297 ENSG00000138617:ENSMUSG00000032392:ENSRNOG00000029127 PARP16 gi|46195794|ref|NPgi|46195794|ref|NP_060321.3| poly (ADP-ribose) polymerase fam 323 36470 9 1 o292-314i Q 34 0.039 X X X X X X X 0 4 5 0 4 5 5 17.03 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.03E-05 0.000181 X X X X X X X 0 2 4 0 2 4 4 12.38 0.00028 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.88 0.00048 2 0.000188 0.000232 Poly(ADP-ribose) polymerase catalytic domain. nucleus NAD+ ADP-ribosyltransferase activity 7 13
1298 ENSG00000116288:ENSMUSG00000028964:ENSRNOG00000018289 PARK7 gi|31543380|ref|NPgi|31543380|ref|NP_009193.2| DJ-1 protein [Homo sapiens] 189 19891 6.8 0 o Q 20 0.02 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 26.46 0.00047 X X X X X X X 0 1 0.000117 0.000234 X X X X X X X 0 2 3 0 2 3 3 26.46 0.00036 X X X X X X X 0 2 2 0 2 2 2 18.52 0.00017 X X X X X X X 0 2 0.000132 0.00017 Type 1 glutamine amidotransferase (GATase1)-like cytoplasm [pmid 12446870]; nucleus [pmid 7 10
1299 ENSG00000172531:ENSMUSG00000040385:ENSRNOG00000018708 PPP1CA gi|4506003|ref|NP_gi|4506003|ref|NP_002699.1|;gi|56790945|ref|NP_001008709.1| protein phosphatase 1, catalytic s 330 37512 6.3 0 o Q 22 0 X X X X X X X 0 4 9 8 0 1 9 26.67 0.00064 X X X X X X X 0 6 13 8 0 5 7.353 32.42 0.00039 X X X X X X X 0 2 0.000257 0.000313 X X X X X X X 0 1 1 1 0 0 0 5.76 0 X X X X X X X 0 4 9 7 0 2 4.333 20.91 0.00021 15 44 44 0 0 0 27.58 0 1 5.36E-05 0.000107 Protein phosphatase 2A homologues, catalytic hydrolase activity; iron ion binding; 30 76
1300 ENSG00000165264:ENSMUSG00000071014:ENSRNOG00000024539 NDUFB6 gi|4505365|ref|NP_gi|4505365|ref|NP_002484.1| NADH dehydrogenase (ubiquinon 128 15489 9.6 1 i68-86o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 14.06 0.00014 X X X X X X X 0 1 3.45E-05 6.9E-05 X X X X X X X 0 3 5 0 3 5 5 43.75 0.00088 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.59 0.0003 2 0.000294 0.000413 mitochondrion NADH dehydrogenase (ubiquinone) 5 7
1301 ENSG00000143653:ENSMUSG00000038936:ENSRNOG00000037984 SCCPDH gi|55770836|ref|NPgi|55770836|ref|NP_057086.2| saccharopine dehydrogenase (pu 429 47151 9.1 1 o277-299i Q 21 0.175 X X X X X X X 0 2 2 0 2 2 2 12.59 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.72E-05 5.44E-05 1 1 0 1 1 1 4.66 0.00103 2 3 0 2 3 3 13.29 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000298 0.000497 Saccharopine dehydrogenase. This family comprised oxidoreductase activity; saccharopine 5 6
1302 ENSG00000110172:ENSMUSG00000001774:ENSRNOG00000026643 CHORDC1 gi|6912304|ref|NP_gi|6912304|ref|NP_036256.1| cysteine and histidine-rich domain 332 37437 7.7 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 9.34 0.00037 X X X X X X X 0 1 9.31E-05 0.000186 X X X X X X X 0 1 1 0 1 1 1 4.82 6.8E-05 X X X X X X X 0 2 12 0 2 12 12 5.12 0.00059 X X X X X X X 0 2 0.000164 0.000285 CHORD. CHORD represents a Zn binding domain. 5 20
1303 ENSG00000105372:ENSMUSG00000069391:ENSRNOG00000009861 RPS19 gi|4506695|ref|NP_gi|4506695|ref|NP_001013.1| ribosomal protein S19 [Homo sap 145 16060 10.3 0 o Q 27 0 X X X X X X X 0 2 3 0 2 3 3 15.86 0.00048 X X X X X X X 0 1 2 0 1 2 2 10.34 0.00024 X X X X X X X 0 2 0.000182 0.000231 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.34 0.00034 X X X X X X X 0 1 8.44E-05 0.000169 Ribosomal protein S19e; pfam01090 cytosolic small ribosomal subunit (sensu protein binding [pmid 11716516]; RNA 4 8
1304 ENSG00000159023:ENSMUSG00000028906:ENSRNOG00000010037 EPB41 gi|42716291|ref|NPgi|42716291|ref|NP_976217.1|;gi|4758274|ref|NP_004428.1|erythrocyte membrane protein ba 641 71956 6.6 0 o Q 22 0 X X X X X X X 0 1 1 0 0 1 1 2.5 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.1E-06 1.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 6.4 7.6E-05 8 21 0 0 21 21 13.26 0.00126 2 0.000334 0.000617 SAB domain. This presumed domain is found in cortical cytoskeleton [pmid 16254212]; actin binding; binding; 11 25
1305 ENSG00000126457:ENSMUSG00000052429:ENSRNOG00000004090 PRMT1 gi|150456457|ref|Ngi|150456457|ref|NP_938075.2|;gi|151301219|ref|NP_938074.2|;gi|154759421|ref|NP_001527.3| HMT1 hnRNP methyltransferase- 347 39929 5.6 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 8.93 0.0002 X X X X X X X 0 1 5.09E-05 0.000102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 0 7 7 7.78 0.00033 3 6 0 0 6 6 12.1 0.00066 2 0.000248 0.000318 7 17
1306 ENSG00000105669:ENSMUSG00000055681:ENSRNOG00000020178 COPE gi|31542319|ref|NPgi|31542319|ref|NP_009194.2|;gi|40805825|ref|NP_955474.1| epsilon subunit of coatomer prote 308 34482 5.1 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 10 0 0 10 10 28.57 0.00057 X X X X X X X 0 1 0.000143 0.000287 X X X X X X X 0 2 2 0 0 2 2 12.34 0.00015 X X X X X X X 0 1 2 0 0 2 2 13.31 0.00011 X X X X X X X 0 2 6.29E-05 7.44E-05 Tetratricopeptide repeat domain; typically contains 34 COPI vesicle coat; cytoplasm; Golgi binding; protein transporter activity 7 14
1307 ENSG00000178307:ENSMUSG00000043284:ENSRNOG00000004432 TMEM11 gi|4505901|ref|NP_gi|4505901|ref|NP_003867.1| transmembrane protein 11 [Homo 192 21541 7.3 0 o Q 26 0.013 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00024 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00018 X X X X X X X 0 2 0.000107 0.000126 X X X X X X X 0 1 4 0 1 4 4 8.33 0.00047 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000117 0.000234 integral to plasma membrane [pmid G-protein coupled receptor activity [pmid 3 8
1308 ENSG00000166794:ENSMUSG00000032383:ENSRNOG00000016781 PPIB gi|4758950|ref|NP_gi|4758950|ref|NP_000933.1| peptidylprolyl isomerase B precur 216 23743 9.4 1 i11-33o S 34 0.863 X X X X X X X 0 2 4 0 2 4 4 12.5 0.00043 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000108 0.000216 X X X X X X X 0 2 3 0 2 3 3 12.5 0.00031 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.56 0.00018 2 0.000122 0.000151 cyclophilin_ABH_like: Cyclophilin A, B and H-like endoplasmic reticulum [pmid 2000394]; isomerase activity; peptide binding; 5 8
1309 ENSG00000169021:ENSMUSG00000038462:ENSRNOG00000018281 UQCRFSL1 gi|5174743|ref|NP_gi|5174743|ref|NP_005994.1| ubiquinol-cytochrome c reductase 274 29652 8.3 0 o S 25 0.868 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 17.15 0.00045 X X X X X X X 0 1 0.000113 0.000226 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 7.66 0.0003 1 1 0 1 1 1 6.2 0.00014 2 0.000109 0.000142 Ubiquinol-cytochrome c reductase 8 kDa, N-terminal. integral to membrane; membrane; 2 iron, 2 sulfur cluster binding; iron ion 4 13
1310 ENSG00000178732:ENSMUSG00000047953:ENSRNOG00000038540 GP5 gi|4758460|ref|NP_gi|4758460|ref|NP_004479.1| glycoprotein V (platelet) [Homo sa 560 60959 9.6 1 o522-544i S 19 1 1 2 0 1 2 2 3.93 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.46 0.00073 2 0.000145 0.00029 X X X X X X X 0 1 1 0 1 1 1 2.68 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1E-05 2E-05 Leucine-rich repeat (LRR) protein [Function unknown]; integral to plasma membrane [pmid protein binding; transferase activity 3 4
1311 ENSG00000213654:ENSMUSG00000034786:ENSRNOG00000000441 GPSM3 gi|11545817|ref|NPgi|11545817|ref|NP_071390.1| G-protein signaling modulator 3 (A 160 17866 5 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 11.25 0.00029 X X X X X X X 0 2 5 0 2 5 5 25.62 0.00055 X X X X X X X 0 2 0.000211 0.000266 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.25 0.00024 1 6E-05 0.00012 GTPase activator activity; protein binding 4 8
1312 ENSG00000060688:ENSMUSG00000074088:ENSRNOG00000012219 WDR57 gi|115298668|ref|Ngi|115298668|ref|NP_004805.2| WD repeat domain 57 (U5 snRNP 357 39311 8.1 0 o Q 37 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 10 0 4 10 10 19.61 0.00049 X X X X X X X 0 1 0.000124 0.000247 X X X X X X X 0 2 3 0 2 3 3 12.04 0.00019 X X X X X X X 0 2 3 0 2 3 3 15.97 0.00014 X X X X X X X 0 2 8.14E-05 9.63E-05 8 16
1313 ENSG00000104529:ENSMUSG00000055762:ENSRNOG00000021638 EEF1D gi|25453472|ref|NPgi|25453472|ref|NP_001951.2|;gi|25453474|ref|NP_115754.2| eukaryotic translation elongation f 281 31122 5 0 o Q 0 0 1 1 0 0 1 1 5.69 0.00058 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 16.01 0.00025 X X X X X X X 0 2 0.000207 0.000274 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 26.33 0.00023 X X X X X X X 0 1 5.81E-05 0.000116 Elongation factor 1 beta (EF1B) guanine nucleotide eukaryotic translation elongation factor 1 guanyl-nucleotide exchange factor 5 9
1314 ENSG00000183207:ENSMUSG00000003868:ENSRNOG00000020793 RUVBL2 gi|5730023|ref|NP_gi|5730023|ref|NP_006657.1| RuvB-like 2 [Homo sapiens] 463 51157 5.6 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 5.4 0.00015 X X X X X X X 0 1 4 0 1 4 4 3.46 0.00015 X X X X X X X 0 2 7.59E-05 8.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 6.48 0.0005 1 0.000124 0.000249 DnaB-like helicase C terminal domain. The hexameric cytosol [pmid 10524211]; intracellular [pmid ATP binding; ATP-dependent DNA 6 13
1315 ENSG00000126821:ENSMUSG00000021054:ENSRNOG00000005175 SGPP1 gi|13540569|ref|NPgi|13540569|ref|NP_110418.1| sphingosine-1-phosphate phosph 441 49108 8.8 7 i131-153o158-17Q 22 0.001 X X X X X X X 0 1 7 0 1 7 7 3.85 0.00037 X X X X X X X 0 1 2 0 1 2 2 3.85 8E-05 X X X X X X X 0 2 0.000113 0.000176 X X X X X X X 0 1 8 0 1 8 8 3.85 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000102 0.000203 PAP2_like proteins, sphingosine-1-phosphatase endoplasmic reticulum; integral to hydrolase activity 3 17
1316 ENSG00000169682:ENSMUSG00000030741:ENSRNOG00000017621 SPNS1 gi|14042968|ref|NPgi|14042968|ref|NP_114427.1| spinster homolog 1 [Homo sapien 528 56630 6.6 11 o97-119i126-148Q 14 0.001 X X X X X X X 0 2 6 0 2 6 6 8.71 0.00027 X X X X X X X 0 2 4 0 2 4 4 8.71 0.00013 X X X X X X X 0 2 9.97E-05 0.000127 X X X X X X X 0 4 10 0 4 10 10 16.86 0.00042 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000106 0.000212 Arabinose efflux permease [Carbohydrate transport endoplasmic reticulum [pmid 11256614]; tetracycline:hydrogen antiporter activity; 8 20
1317 ENSG00000132792:ENSMUSG00000027649:ENSRNOG00000012021 CTNNBL1 gi|18644734|ref|NPgi|18644734|ref|NP_110517.2| beta catenin-like 1 [Homo sapiens 563 65173 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.28 9.4E-05 X X X X X X X 0 1 2.35E-05 4.71E-05 X X X X X X X 0 1 1 0 1 1 1 3.73 4E-05 X X X X X X X 0 X X X X X X X 0 10 15 0 10 15 15 19.72 0.00102 2 0.000266 0.000505 Eukaryotic domain of unknown function (DUF1716). nucleus binding 13 19
1318 ENSG00000074071:ENSMUSG00000038880:ENSRNOG00000015479 MRPS34 gi|13027604|ref|NPgi|13027604|ref|NP_076425.1| mitochondrial ribosomal protein S 218 25650 10 0 o Q 21 0.015 X X X X X X X 0 4 7 0 4 7 7 28.44 0.00075 X X X X X X X 0 1 1 0 1 1 1 12.39 8.1E-05 X X X X X X X 0 2 0.000207 0.000363 X X X X X X X 0 2 2 0 2 2 2 18.81 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.15E-05 0.000103 mitochondrion; ribonucleoprotein complex 7 10
1319 ENSG00000111726:ENSMUSG00000030282:ENSRNOG00000013816 CMAS gi|8923900|ref|NP_gi|8923900|ref|NP_061156.1| cytidine 5'-monophosphate N-ace 434 48379 7.9 0 o Q 58 0.002 X X X X X X X 0 2 3 0 2 3 3 6.91 0.00016 X X X X X X X 0 4 6 0 4 6 6 13.13 0.00024 X X X X X X X 0 2 0.000101 0.000122 X X X X X X X 0 2 8 0 2 8 8 6.45 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000103 0.000207 Cytidylyltransferase. This family consists of two main nucleus N-acylneuraminate cytidylyltransferase 8 17
1320 ENSG00000154473:ENSMUSG00000066979:NA BUB3 gi|4757880|ref|NP_gi|4757880|ref|NP_004716.1|;gi|56550081|ref|NP_001007794.1| BUB3 budding uninhibited by ben 328 37155 6.8 0 o Q 42 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 0 8 8 21.04 0.00043 X X X X X X X 0 1 0.000108 0.000215 X X X X X X X 0 1 1 0 0 1 1 8.54 6.8E-05 X X X X X X X 0 1 6 0 0 6 6 8.54 0.0003 X X X X X X X 0 2 9.17E-05 0.000142 WD40 domain, found in a number of eukaryotic kinetochore [pmid 9660858]; nucleus protein binding [pmid 12762840] 4 15
1321 ENSG00000184752:ENSMUSG00000020022:ENSRNOG00000007407 NDUFA12 gi|10092657|ref|NPgi|10092657|ref|NP_061326.1| 13kDa differentiation-associated p 145 17114 9.6 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 8.97 0.00016 X X X X X X X 0 1 1 0 1 1 1 12.41 0.00012 X X X X X X X 0 2 7.07E-05 8.31E-05 X X X X X X X 0 2 3 0 2 3 3 21.38 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000116 0.000232 NADH ubiquinone oxidoreductase subunit NDUFA12. membrane; mitochondrion electron carrier activity; NADH 4 5
1322 ENSG00000177350:ENSMUSG00000062083:ENSRNOG00000020618 LOC728658 gi|169201693|ref|Xgi|169201693|ref|XP_001717451.1|;gi|6912634|ref|NP_036555.1| PREDICTED: similar to 23 kD hig 203 23619 10.9 0 o Q 31 0.009 X X X X X X X 0 3 3 0 0 3 3 14.29 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.62E-05 0.000172 X X X X X X X 0 1 3 0 0 3 3 3.94 0.00033 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.42 0.00019 2 0.00013 0.000161 5 7
1323 ENSG00000089220:NA:NA PEBP1 gi|4505621|ref|NP_gi|4505621|ref|NP_002558.1| prostatic binding protein [Homo sa 187 21057 7.5 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 17.11 0.00012 X X X X X X X 0 3 7 0 3 7 7 37.43 0.00066 X X X X X X X 0 2 0.000196 0.000315 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.83 0.00021 1 5.13E-05 0.000103 eukaryotic Raf Kinase Inhibitor Protein (RKIP) and its ATP binding; lipid binding; nucleotide 5 9
1324 ENSG00000101109:ENSMUSG00000018209:ENSRNOG00000013529 STK4 gi|5454096|ref|NP_gi|5454096|ref|NP_006273.1| serine/threonine kinase 4 [Homo s 487 55630 5.1 0 o Q 0 0 X X X X X X X 0 1 4 0 1 4 4 2.67 0.00019 X X X X X X X 0 2 10 0 2 10 10 5.95 0.00036 X X X X X X X 0 2 0.000139 0.000175 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 8.21 0.00032 1 7.88E-05 0.000158 Serine/Threonine protein kinases, catalytic domain. integral to membrane; nucleus ATP binding [pmid 8566796]; identical 6 18
1325 ENSG00000137409:ENSMUSG00000024012:ENSRNOG00000000527 MTCH1 gi|7657345|ref|NP_gi|7657345|ref|NP_055156.1| mitochondrial carrier homolog 1 [H 372 39920 9.5 2 o255-277i298-32Q 34 0.417 X X X X X X X 0 1 1 0 1 1 1 5.65 6.3E-05 1 2 0 1 2 2 3.49 0.00101 X X X X X X X 0 X X X X X X X 0 2 0.000268 0.000495 X X X X X X X 0 1 1 0 1 1 1 10.75 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.51E-05 3.02E-05 Mitochondrial carrier protein; pfam00153 integral to membrane; intracellular; binding; PDZ domain binding; protein 3 4
1326 ENSG00000212876:ENSMUSG00000064345:ENSRNOG00000031033 MT-ND2 gi|17981854|ref|NPgi|17981854|ref|NP_536844.1| NADH dehydrogenase subunit 2 [ 347 38961 9.8 9 i7-29o59-81i93-1A 24 0.372 X X X X X X X 0 1 5 0 1 5 5 7.78 0.00034 X X X X X X X 0 1 1 0 1 1 1 7.78 5.1E-05 X X X X X X X 0 2 9.67E-05 0.000161 X X X X X X X 0 1 6 0 1 6 6 7.78 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.7E-05 0.000194 NADH-Ubiquinone/plastoquinone (complex I), various 3 12
1327 ENSG00000100292:ENSMUSG00000005413:ENSRNOG00000014117 HMOX1 gi|4504437|ref|NP_gi|4504437|ref|NP_002124.1| heme oxygenase (decyclizing) 1 [ 288 32819 8.2 1 o265-287i Q 0 0 X X X X X X X 0 2 3 0 2 3 3 13.54 0.00024 X X X X X X X 0 1 2 0 1 2 2 8.33 0.00012 X X X X X X X 0 2 9.14E-05 0.000116 X X X X X X X 0 2 5 0 2 5 5 14.58 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.74E-05 0.000195 Heme oxygenase catalyzes the rate limiting step in endoplasmic reticulum [pmid 3345742]; heme oxygenase (decyclizing) activity 5 10
1328 ENSG00000155463:ENSMUSG00000000959:ENSRNOG00000009713 OXA1L gi|4826880|ref|NP_gi|4826880|ref|NP_005006.1| oxidase (cytochrome c) assembly 495 55298 9.7 4 o198-220i277-29Q 55 0.066 X X X X X X X 0 2 6 0 2 6 6 4.65 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.07E-05 0.000141 X X X X X X X 0 2 6 0 2 6 6 7.68 0.00027 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.63 0.00031 2 0.000146 0.000169 Preprotein translocase subunit YidC [Intracellular integral to membrane; membrane; 6 16
1329 ENSG00000099968:ENSMUSG00000009112:ENSRNOG00000012394 BCL2L13 gi|45243501|ref|NPgi|45243501|ref|NP_056182.2| BCL2-like 13 (apoptosis facilitator 485 52723 4.4 1 o460-482i Q 33 0.005 X X X X X X X 0 3 6 0 3 6 6 14.02 0.00029 1 2 0 1 2 2 2.89 0.00077 X X X X X X X 0 X X X X X X X 0 2 0.000266 0.000366 X X X X X X X 0 1 1 0 1 1 1 5.36 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.16E-05 2.31E-05 integral to membrane [pmid 11262395]; caspase activator activity [pmid 5 9
1330 ENSG00000104889:ENSMUSG00000052926:ENSRNOG00000003504 RNASEH2A gi|38455391|ref|NPgi|38455391|ref|NP_006388.2| ribonuclease H2, large subunit [H 299 33395 5.3 0 o Q 33 0 X X X X X X X 0 1 1 0 1 1 1 4.68 7.8E-05 X X X X X X X 0 1 1 0 1 1 1 6.35 5.9E-05 X X X X X X X 0 2 3.43E-05 4.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 1 9 9 14.05 0.00049 X X X X X X X 0 1 0.000123 0.000246 Ribonuclease HII [DNA replication, recombination, nucleus endonuclease activity; hydrolase activity; 3 11
1331 ENSG00000029363:ENSMUSG00000037608:NA BCLAF1 gi|117938251|ref|Ngi|117938251|ref|NP_001070908.1| BCL2-associated transcription fac 869 100232 10 0 o Q 0 0 X X X X X X X 0 5 14 13 1 1 14 9.9 0.00038 X X X X X X X 0 2 9 0 0 9 9 4.6 0.00018 X X X X X X X 0 2 0.00014 0.000179 X X X X X X X 0 4 11 0 0 11 11 9.21 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.1E-05 0.000142 11 34
1332 ENSG00000133703:ENSMUSG00000030265:ENSRNOG00000009338 KRAS gi|15718761|ref|NPgi|15718761|ref|NP_004976.2|;gi|15718763|ref|NP_203524.1| c-K-ras2 protein isoform b [Homo 188 21425 8.1 0 o Q 19 0.08 X X X X X X X 0 1 1 0 0 1 1 4.79 0.00012 X X X X X X X 0 1 3 0 0 3 3 13.83 0.00028 X X X X X X X 0 2 0.000101 0.000134 X X X X X X X 0 2 3 0 0 3 3 18.62 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.95E-05 0.000179 H-Ras/N-Ras/K-Ras subfamily. H-Ras, N-Ras, and K- intracellular; membrane GTP binding; GTPase activity; 4 7
1333 ENSG00000099817:ENSMUSG00000004667:ENSRNOG00000013545 POLR2E gi|14589951|ref|NPgi|14589951|ref|NP_002686.2| DNA directed RNA polymerase II 210 24611 6 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 8.1 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.55E-05 0.000111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 26.67 0.00031 2 2 0 2 2 2 14.76 0.00037 2 0.000169 0.000197 RNA polymerase Rpb5, N-terminal domain. Rpb5 has DNA-directed RNA polymerase II, core DNA binding; DNA-directed RNA 5 8
1334 ENSG00000011478:ENSMUSG00000030407:ENSRNOG00000015413 QPCTL gi|92110027|ref|NPgi|92110027|ref|NP_060129.2| glutaminyl-peptide cyclotransferas 382 42924 9.8 1 i33-55o A 48 0.109 X X X X X X X 0 2 6 0 2 6 6 7.33 0.00037 X X X X X X X 0 1 1 0 1 1 1 8.38 4.6E-05 X X X X X X X 0 2 0.000103 0.000177 X X X X X X X 0 3 6 0 3 6 6 19.11 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.81E-05 0.000176 Peptidase family M28; pfam04389 peptidase activity; transferase activity 6 13
1335 ENSG00000138035:ENSMUSG00000020464:ENSRNOG00000003600 PNPT1 gi|24308348|ref|NPgi|24308348|ref|NP_149100.1| polyribonucleotide nucleotidyltran 783 85937 7.8 0 o Q 47 0.052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.43 0.00052 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.43 4.2E-05 2 2 0 2 2 2 1.92 9.8E-05 2 3.49E-05 4.64E-05 Polyribonucleotide nucleotidyltransferase, RNA mitochondrion 3'-5'-exoribonuclease activity; 4 5
1336 NA:ENSMUSG00000054766:ENSRNOG00000034241 SET gi|4506891|ref|NP_gi|4506891|ref|NP_003002.1| SET translocation (myeloid leukem 277 32134 4.2 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 3.61 8.4E-05 X X X X X X X 0 1 3 0 1 3 3 5.05 0.00019 X X X X X X X 0 2 6.89E-05 9.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 10.11 0.00042 1 0.000104 0.000208 Nucleosome assembly protein (NAP). NAP proteins endoplasmic reticulum [pmid 11555662]; histone binding [pmid 11555662]; 5 7
1337 ENSG00000168924:ENSMUSG00000005299:ENSRNOG00000016427 LETM1 gi|6912482|ref|NP_gi|6912482|ref|NP_036450.1| leucine zipper-EF-hand containing 739 83354 6.7 1 i206-228o Q 48 0.036 X X X X X X X 0 11 19 0 11 19 19 19.89 0.0006 X X X X X X X 0 2 3 0 2 3 3 5.01 7.2E-05 X X X X X X X 0 2 0.000168 0.00029 X X X X X X X 0 4 7 0 4 7 7 9.07 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.31E-05 0.000106 LETM1-like protein. Members of this family are inner integral to plasma membrane [pmid calcium ion binding [pmid 10486213] 17 29
1338 ENSG00000142634:ENSMUSG00000040659:ENSRNOG00000013783 EFHD2 gi|20149675|ref|NPgi|20149675|ref|NP_077305.2| EF-hand domain family, member 240 26697 5.2 0 o Q 45 0 1 1 0 1 1 1 5.42 0.00068 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5 0.00022 X X X X X X X 0 2 0.000224 0.000319 X X X X X X X 0 1 1 0 1 1 1 7.08 9.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.34E-05 4.67E-05 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding 3 5
1339 ENSG00000010610:ENSMUSG00000023274:ENSRNOG00000016294 CD4 gi|10835167|ref|NPgi|10835167|ref|NP_000607.1| CD4 antigen precursor [Homo sap 458 51111 9.5 1 o398-420i S 26 1 X X X X X X X 0 3 12 0 3 12 12 9.83 0.00061 X X X X X X X 0 1 7 0 1 7 7 3.71 0.00027 X X X X X X X 0 2 0.00022 0.00029 X X X X X X X 0 1 2 0 1 2 2 3.71 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.45E-05 4.9E-05 CD4, extracellular. Members of this family adopt an integral to membrane; plasma membrane coreceptor activity [pmid 8512039]; 5 21
1340 ENSG00000086189:ENSMUSG00000021692:ENSRNOG00000013596 DIMT1L gi|7657198|ref|NP_gi|7657198|ref|NP_055288.1| dimethyladenosine transferase [H 313 35236 10 0 o Q 36 0.001 X X X X X X X 0 1 1 0 1 1 1 7.67 7.5E-05 X X X X X X X 0 2 5 0 2 5 5 11.82 0.00028 X X X X X X X 0 2 8.92E-05 0.000133 X X X X X X X 0 2 5 0 2 5 5 13.74 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.96E-05 0.000179 Dimethyladenosine transferase (rRNA methylation) nucleus methyltransferase activity; rRNA 5 11
1341 ENSG00000136938:ENSMUSG00000028333:ENSRNOG00000009266 ANP32B gi|5454088|ref|NP_gi|5454088|ref|NP_006392.1| acidic (leucine-rich) nuclear phosp 251 28788 4.1 0 o Q 30 0 X X X X X X X 0 1 2 0 1 2 2 5.18 0.00019 X X X X X X X 0 2 4 2 1 2 2.444 17.13 0.00017 X X X X X X X 0 2 8.95E-05 0.000103 X X X X X X X 0 1 4 0 0 4 4 6.37 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.94E-05 0.000179 nucleus transferase activity 4 10
1342 ENSG00000160072:ENSMUSG00000029036:ENSRNOG00000018118 ATAD3B gi|75677353|ref|NPgi|75677353|ref|NP_114127.3| AAA-ATPase TOB3 [Homo sapie 648 72573 9.2 0 o Q 16 0 X X X X X X X 0 4 5 4 1 1 1.129 11.57 4.1E-05 1 3 0 0 3 3 3.55 0.00087 X X X X X X X 0 X X X X X X X 0 2 0.000228 0.000429 1 1 1 0 0 0 1.39 0 3 7 5 1 2 2.213 8.49 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.83E-05 ATPase family associated with various cellular ATP binding; nucleoside-triphosphatase 9 16
1343 ENSG00000197858:ENSMUSG00000022561:ENSRNOG00000029280 GPAA1 gi|4504079|ref|NP_gi|4504079|ref|NP_003792.1| glycosylphosphatidylinositol anch 621 67623 8.1 7 o20-42i365-387oA 47 0.018 X X X X X X X 0 2 7 0 2 7 7 5.8 0.00026 X X X X X X X 0 1 2 0 1 2 2 4.03 5.7E-05 X X X X X X X 0 2 8E-05 0.000125 X X X X X X X 0 3 10 0 3 10 10 7.89 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.03E-05 0.000181 Gaa1-like, GPI transamidase component. GPI endoplasmic reticulum; GPI-anchor GPI anchor binding [pmid 14660601]; 6 19
1344 ENSG00000087302:ENSMUSG00000021807:ENSRNOG00000000340 C14orf166 gi|7706322|ref|NP_gi|7706322|ref|NP_057123.1| homeobox prox 1 [Homo sapiens] 244 28068 6.7 0 o Q 20 0 X X X X X X X 0 3 3 0 3 3 3 17.62 0.00029 X X X X X X X 0 2 3 0 2 3 3 14.75 0.00022 X X X X X X X 0 2 0.000126 0.000148 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 11.89 0.00027 X X X X X X X 0 1 6.69E-05 0.000134 nucleus 7 10
1345 ENSG00000141699:ENSMUSG00000017802:ENSRNOG00000020056 FAM134C gi|30023820|ref|NPgi|30023820|ref|NP_835227.1| hypothetical protein LOC162427 [ 466 51396 5 3 o79-101i169-186Q 17 0 X X X X X X X 0 1 1 0 1 1 1 3.22 5E-05 1 2 0 1 2 2 3.22 0.00081 X X X X X X X 0 X X X X X X X 0 2 0.000214 0.000396 X X X X X X X 0 1 2 0 1 2 2 3.22 9.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.41E-05 4.81E-05 3 5
1346 ENSG00000182220:ENSMUSG00000031007:ENSRNOG00000003858 ATP6AP2 gi|15011918|ref|NPgi|15011918|ref|NP_005756.2| ATPase, H+ transporting, lysosom 350 39008 6.1 1 o309-331i S 17 1 X X X X X X X 0 1 5 0 1 5 5 6.86 0.00033 X X X X X X X 0 1 1 0 1 1 1 6.86 5E-05 X X X X X X X 0 2 9.59E-05 0.00016 X X X X X X X 0 2 5 0 2 5 5 12.57 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.01E-05 0.00016 Renin receptor-like protein. The sequences featured integral to membrane; membrane receptor activity 4 11
1347 ENSG00000060971:ENSMUSG00000036138:ENSRNOG00000030287 ACAA1 gi|4501853|ref|NP_gi|4501853|ref|NP_001598.1| acetyl-Coenzyme A acyltransferas 424 44292 8.4 0 o S 36 0.582 X X X X X X X 0 3 4 0 3 4 4 11.56 0.00022 X X X X X X X 0 2 4 0 2 4 4 8.73 0.00017 X X X X X X X 0 2 9.67E-05 0.000114 X X X X X X X 0 2 6 0 2 6 6 9.43 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.94E-05 0.000159 Thiolase are ubiquitous enzymes that catalyze the peroxisome [pmid 1679347] acetyl-CoA C-acyltransferase activity; 7 14
1348 ENSG00000100764:ENSMUSG00000021178:ENSRNOG00000003951 PSMC1 gi|24430151|ref|NPgi|24430151|ref|NP_002793.2| proteasome 26S ATPase subunit 440 49185 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 10.23 0.00024 X X X X X X X 0 1 6.02E-05 0.00012 X X X X X X X 0 1 1 0 1 1 1 2.95 5.1E-05 X X X X X X X 0 2 13 0 2 13 13 7.73 0.00048 X X X X X X X 0 2 0.000133 0.000234 AAA-superfamily of ATPases associated with a wide cytoplasm; cytosol; nucleus; protein ATP binding; hydrolase activity; 6 20
1349 ENSG00000178035:ENSMUSG00000062867:ENSRNOG00000031965 IMPDH2 gi|66933016|ref|NPgi|66933016|ref|NP_000875.2| inosine monophosphate dehydrog 514 55805 6.9 0 o Q 21 0.001 X X X X X X X 0 1 1 0 1 1 1 3.89 4.5E-05 X X X X X X X 0 3 6 0 3 6 6 11.09 0.00021 X X X X X X X 0 2 6.29E-05 9.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 12 0 3 12 12 11.28 0.00038 X X X X X X X 0 1 9.53E-05 0.000191 The CBS domain, named after human CBS, is a small IMP dehydrogenase activity [pmid 7 19
1350 ENSG00000169627:ENSMUSG00000047721:ENSRNOG00000034215 BOLA2B gi|85797673|ref|NPgi|85797673|ref|NP_001034271.1| bolA-like protein 2B [Homo sapien 152 16932 8.2 0 o S 30 0.571 X X X X X X X 0 1 2 0 1 2 2 10.53 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.67E-05 0.000153 X X X X X X X 0 1 2 0 1 2 2 10.53 0.0003 X X X X X X X 0 1 1 0 1 1 1 12.5 0.00011 X X X X X X X 0 2 0.000101 0.000139 Stress-induced morphogen (activity unknown) [Signal 3 5
1351 ENSG00000162521:ENSMUSG00000057236:ENSRNOG00000021492 RBBP4 gi|5032027|ref|NP_gi|5032027|ref|NP_005601.1| retinoblastoma binding protein 4 [ 425 47656 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 16.24 0.00017 X X X X X X X 0 1 4.16E-05 8.31E-05 X X X X X X X 0 2 2 0 2 2 2 14.12 0.00011 X X X X X X X 0 4 15 0 4 15 15 30.35 0.00058 X X X X X X X 0 2 0.00017 0.000275 WD40 domain, found in a number of eukaryotic nucleus [pmid 14609955] DNA-dependent ATPase activity [pmid 8 21
1352 ENSG00000159186:ENSMUSG00000042962:ENSRNOG00000001991 ATP5O gi|4502303|ref|NP_gi|4502303|ref|NP_001688.1| mitochondrial ATP synthase, O su 213 23277 10 0 o Q 16 0.172 X X X X X X X 0 1 1 0 1 1 1 7.98 0.00011 X X X X X X X 0 3 9 0 3 9 9 23.47 0.00075 X X X X X X X 0 2 0.000214 0.000359 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.92 7.7E-05 X X X X X X X 0 1 1.92E-05 3.83E-05 ATP synthase delta (OSCP) subunit. The ATP D membrane fraction; mitochondrion; proton- hydrogen-transporting ATP synthase 5 11
1353 ENSG00000126005:ENSMUSG00000027613:NA EIF6 gi|31563378|ref|NPgi|31563378|ref|NP_852133.1| eukaryotic translation initiation fac 245 26599 4.7 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 25.31 0.00029 X X X X X X X 0 1 7.21E-05 0.000144 X X X X X X X 0 2 4 0 2 4 4 17.14 0.00037 X X X X X X X 0 1 1 0 1 1 1 10.2 6.7E-05 X X X X X X X 0 2 0.000108 0.000175 Ribosome anti-association factor IF6 binds the large nucleus [pmid 9374518] protein binding [pmid 15231747]; 6 9
1354 ENSG00000139133:ENSMUSG00000075470:ENSRNOG00000014511 ALG10 gi|147904264|ref|Ngi|147904264|ref|NP_116223.3|;gi|61966697|ref|NP_001013642.1| asparagine-linked glycosylation 1 473 55606 9.3 11 o5-27i61-83o93- S 31 0.936 X X X X X X X 0 2 7 0 0 7 7 7.82 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.63E-05 0.000173 X X X X X X X 0 2 5 0 0 5 5 7.82 0.00024 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.38 8.1E-05 2 7.96E-05 0.000112 5 13
1355 ENSG00000161217:ENSMUSG00000005615:ENSRNOG00000001762 PCYT1A gi|31543385|ref|NPgi|31543385|ref|NP_005008.2| phosphate cytidylyltransferase 1, 367 41731 7.3 0 o Q 0 0 X X X X X X X 0 3 7 0 3 7 7 14.44 0.00044 X X X X X X X 0 3 4 0 3 4 4 10.9 0.00019 X X X X X X X 0 2 0.000159 0.000211 X X X X X X X 0 2 3 0 2 3 3 10.08 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.58E-05 9.17E-05 CTP:phosphocholine cytidylyltransferase (CCT) membrane; soluble fraction [pmid 7918629] choline-phosphate cytidylyltransferase 8 14
1356 ENSG00000185803:ENSMUSG00000022560:ENSRNOG00000032561 GPR172A gi|13375682|ref|NPgi|13375682|ref|NP_078807.1| G protein-coupled receptor 172A 445 45777 7.2 11 i9-31o46-68i81-1S 26 0.999 X X X X X X X 0 1 1 0 1 1 1 5.39 5.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.02 0.00091 2 1.31E-05 2.62E-05 X X X X X X X 0 1 1 0 1 1 1 5.39 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.26E-05 2.52E-05 Protein of unknown function (DUF1011). Family of integral to membrane; membrane receptor activity 3 3
1357 ENSG00000160216:ENSMUSG00000001211:ENSRNOG00000001205 AGPAT3 gi|83267874|ref|NPgi|83267874|ref|NP_001032642.1| 1-acylglycerol-3-phosphate O-acy 376 43381 8.7 3 o20-42i308-330oA 26 0.385 X X X X X X X 0 2 5 0 2 5 5 7.71 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.75E-05 0.000155 X X X X X X X 0 1 3 0 1 3 3 5.32 0.00018 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.19 0.0002 2 9.58E-05 0.000111 Phosphate acyltransferases; Function in phospholipid integral to membrane; membrane 1-acylglycerol-3-phosphate O- 4 10
1358 ENSG00000108591:ENSMUSG00000020537:ENSRNOG00000003729 DRG2 gi|4557537|ref|NP_gi|4557537|ref|NP_001379.1| developmentally regulated GTP b 364 40746 8.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 5.49 6.4E-05 X X X X X X X 0 1 2 0 1 2 2 5.49 9.7E-05 X X X X X X X 0 2 4.03E-05 4.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.95 0.00042 1 0.000105 0.000211 The developmentally regulated GTP-binding protein intracellular GTP binding [pmid 7929244]; nucleotide 3 7
1359 ENSG00000185000:ENSMUSG00000022555:ENSRNOG00000028711 LOC727765 gi|169172688|ref|Xgi|169172688|ref|XP_001719426.1| PREDICTED: hypothetical protein 488 55278 9.3 9 i87-109o129-151Q 37 0.001 X X X X X X X 0 2 5 0 2 5 5 11.07 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.97E-05 0.000119 X X X X X X X 0 3 6 0 3 6 6 11.48 0.00028 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.87 0.00024 2 0.000128 0.000149 7 14
1360 ENSG00000155008:ENSMUSG00000025525:ENSRNOG00000004512 APOOL gi|116812610|ref|Ngi|116812610|ref|NP_940852.3| apolipoprotein O-like [Homo sapie 268 29159 9.5 0 o S 26 0.88 X X X X X X X 0 3 6 0 3 6 6 23.51 0.00052 X X X X X X X 0 1 2 0 1 2 2 9.33 0.00013 X X X X X X X 0 2 0.000164 0.000247 X X X X X X X 0 2 2 0 2 2 2 9.7 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.19E-05 8.37E-05 6 10
1361 ENSG00000146677:NA:NA LOC644907 gi|147900596|ref|Ngi|147900596|ref|NP_001083496.1|;gi|55743130|ref|NP_001007075.1| hypothetical protein LOC644907 [ 135 15751 10.9 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 11.85 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.64E-05 0.000173 X X X X X X X 0 1 1 0 0 1 1 11.85 0.00017 X X X X X X X 0 1 1 0 0 1 1 9.63 0.00012 X X X X X X X 0 2 7.18E-05 8.49E-05 3 4
1362 ENSG00000163563:NA:NA MNDA gi|4505227|ref|NP_gi|4505227|ref|NP_002423.1| myeloid cell nuclear differentiation 407 45836 9.8 0 o Q 31 0 X X X X X X X 0 3 4 0 3 4 4 13.27 0.00023 X X X X X X X 0 2 7 0 2 7 7 7.13 0.0003 X X X X X X X 0 2 0.000133 0.000157 X X X X X X X 0 2 4 0 2 4 4 7.13 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.51E-05 0.00011 PAAD/DAPIN/Pyrin domain. This domain is predicted nucleus DNA binding 7 15
1363 ENSG00000120697:ENSMUSG00000036632:ENSRNOG00000013485 ALG5 gi|7019323|ref|NP_gi|7019323|ref|NP_037470.1| asparagine-linked glycosylation 5 324 36946 9.3 1 o4-26i S 32 0.947 X X X X X X X 0 2 4 0 2 4 4 4.63 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.2E-05 0.000144 X X X X X X X 0 2 4 0 2 4 4 9.88 0.00028 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.09 0.00012 2 9.89E-05 0.000131 Glycosyl transferase family 2. Diverse family, endoplasmic reticulum; integral to dolichyl-phosphate beta- 5 9
1364 ENSG00000119523:ENSMUSG00000039740:ENSRNOG00000006369 ALG2 gi|14861836|ref|NPgi|14861836|ref|NP_149078.1| asparagine-linked glycosylation 2 416 47092 7 0 o Q 30 0 X X X X X X X 0 1 1 0 1 1 1 3.85 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 5.29 4.2E-05 X X X X X X X 0 2 2.46E-05 2.9E-05 X X X X X X X 0 2 8 0 2 8 8 9.13 0.00043 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000108 0.000216 Glycosyl transferases group 1. Mutations in this integral to membrane; membrane transferase activity, transferring glycosyl 4 10
1365 ENSG00000101425:ENSMUSG00000052922:ENSRNOG00000034195 BPI gi|157276599|ref|Ngi|157276599|ref|NP_001716.2| bactericidal/permeability-increasin 487 53900 9.4 1 i16-38o S 31 0.919 X X X X X X X 0 2 2 0 2 2 2 4.31 9.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.78 0.00084 2 2.39E-05 4.79E-05 X X X X X X X 0 1 1 0 1 1 1 5.54 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.15E-05 2.3E-05 4 4
1366 ENSG00000160629:ENSMUSG00000051232:ENSRNOG00000009896 C17orf32 gi|22748979|ref|NPgi|22748979|ref|NP_689677.1| transmembrane protein 199 [Hom 208 23130 9 2 o145-167i179-20Q 15 0.013 X X X X X X X 0 1 2 0 1 2 2 10.58 0.00022 X X X X X X X 0 1 1 0 1 1 1 10.58 8.5E-05 X X X X X X X 0 2 7.73E-05 0.000106 X X X X X X X 0 2 3 0 2 3 3 17.79 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.09E-05 0.000162 integral to membrane; membrane 4 6
1367 ENSG00000155099:ENSMUSG00000028221:ENSRNOG00000006697 TMEM55A gi|24308165|ref|NPgi|24308165|ref|NP_061180.1| transmembrane protein 55A [Hom 257 28081 8.7 2 o193-212i225-24Q 25 0 1 1 0 1 1 1 9.34 0.00063 1 1 0 1 1 1 10.12 9.1E-05 1 1 0 1 1 1 6.61 0.00073 X X X X X X X 0 X X X X X X X 0 3 0.000363 0.000371 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 integral to membrane; membrane hydrolase activity 3 3
1368 ENSG00000105701:ENSMUSG00000019428:ENSRNOG00000019944 FKBP8 gi|52630440|ref|NPgi|52630440|ref|NP_036313.3| FK506-binding protein 8 [Homo sa 413 44649 4.8 1 o391-410i Q 30 0 X X X X X X X 0 2 3 0 2 3 3 7.51 0.00017 X X X X X X X 0 1 3 0 1 3 3 7.02 0.00013 X X X X X X X 0 2 7.44E-05 8.76E-05 X X X X X X X 0 4 6 0 4 6 6 17.92 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.15E-05 0.000163 Tetratricopeptide repeat domain; typically contains 34 binding 7 12
1369 ENSG00000182858:ENSMUSG00000035845:ENSRNOG00000004591 ALG12 gi|13129114|ref|NPgi|13129114|ref|NP_077010.1| asparagine-linked glycosylation 1 488 54655 9.6 11 i12-31o63-85i97-S 26 0.969 X X X X X X X 0 3 5 0 3 5 5 15.98 0.00024 X X X X X X X 0 4 4 0 4 4 4 19.06 0.00014 X X X X X X X 0 2 9.59E-05 0.000117 X X X X X X X 0 2 6 0 2 6 6 12.7 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.9E-05 0.000138 Alg9-like mannosyltransferase family. Members of endoplasmic reticulum; integral to transferase activity, transferring glycosyl 9 15
1370 ENSG00000023318:ENSMUSG00000028343:ENSRNOG00000005841 TXNDC4 gi|52487191|ref|NPgi|52487191|ref|NP_055866.1| thioredoxin domain containing 4 ( 406 46971 5.3 0 o S 30 0.984 1 1 0 1 1 1 2.96 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.99E-05 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.46 4E-05 1 1 0 1 1 1 5.17 9.5E-05 2 3.37E-05 4.48E-05 PDIb' family, ERp44 subfamily, second redox inactive endoplasmic reticulum; endoplasmic electron carrier activity; protein binding 3 3
1371 ENSG00000079385:NA:NA CEACAM1 gi|19923195|ref|NPgi|19923195|ref|NP_001703.2|;gi|68161541|ref|NP_001020083.1| carcinoembryonic antigen-related 526 57560 6 1 o433-455i S 35 0.999 X X X X X X X 0 2 4 0 0 4 4 4.37 0.00018 X X X X X X X 0 1 2 0 0 2 2 3.8 6.7E-05 X X X X X X X 0 2 6.11E-05 8.37E-05 X X X X X X X 0 1 8 0 0 8 8 3.8 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.53E-05 0.000171 integral to membrane; integral to plasma 4 14
1372 ENSG00000133226:ENSMUSG00000028809:ENSRNOG00000018194 SRRM1 gi|42542379|ref|NPgi|42542379|ref|NP_005830.2| serine/arginine repetitive matrix 1 904 102335 11.8 0 o Q 14 0 X X X X X X X 0 3 5 0 3 5 5 4.31 0.00013 X X X X X X X 0 2 5 0 2 5 5 6.86 9.8E-05 X X X X X X X 0 2 5.67E-05 6.67E-05 X X X X X X X 0 5 14 0 5 14 14 8.41 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.69E-05 0.000174 PWI domain; pfam01480 nucleus DNA binding; RNA binding 10 24
1373 ENSG00000111540:ENSMUSG00000000711:ENSRNOG00000006130 RAB5B gi|4506371|ref|NP_gi|4506371|ref|NP_002859.1| RAB5B, member RAS oncogene 215 23707 8.1 0 o Q 33 0.012 X X X X X X X 0 2 5 0 2 5 5 13.02 0.00054 X X X X X X X 0 1 1 0 0 1 1 5.12 8.2E-05 X X X X X X X 0 2 0.000156 0.00026 X X X X X X X 0 2 4 3 1 1 1.429 18.6 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.73E-05 7.45E-05 Rab5-related subfamily. This subfamily includes Rab5 endosome [pmid 10491193]; intracellular GTP binding; GTP-dependent protein 5 10
1374 ENSG00000137824:ENSMUSG00000070730:ENSRNOG00000011690 FAM82C gi|8922532|ref|NP_gi|8922532|ref|NP_060615.1| family with sequence similarity 82 470 52118 5.1 1 i13-35o S 33 0.694 X X X X X X X 0 4 9 0 4 9 9 10.21 0.00045 X X X X X X X 0 2 5 0 2 5 5 7.23 0.00019 X X X X X X X 0 2 0.000159 0.000211 X X X X X X X 0 1 3 0 1 3 3 4.89 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.58E-05 7.16E-05 binding 7 17
1375 ENSG00000168818:ENSMUSG00000029125:ENSRNOG00000006139 STX18 gi|8394376|ref|NP_gi|8394376|ref|NP_058626.1| syntaxin 18 [Homo sapiens] 335 38674 5.5 1 i311-333o Q 34 0.01 X X X X X X X 0 1 4 0 1 4 4 3.58 0.00028 X X X X X X X 0 1 2 0 1 2 2 3.58 0.00011 X X X X X X X 0 2 9.6E-05 0.000131 X X X X X X X 0 1 4 0 1 4 4 3.58 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.7E-05 0.000134 endoplasmic reticulum [pmid 10788491]; protein binding [pmid 15272311] 3 10
1376 ENSG00000100591:ENSMUSG00000021037:NA AHSA1 gi|6912280|ref|NP_gi|6912280|ref|NP_036243.1| AHA1, activator of heat shock 90k 338 38274 5.5 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 6.51 0.00014 X X X X X X X 0 1 2 0 1 2 2 6.51 0.0001 X X X X X X X 0 2 6.06E-05 7.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 10.65 0.00034 1 8.52E-05 0.00017 Activator of Hsp90 ATPase homolog 1-like protein. cytoplasm; endoplasmic reticulum ATPase stimulator activity; chaperone 4 7
1377 ENSG00000135218:ENSMUSG00000002944:ENSRNOG00000040108 CD36 gi|48375180|ref|NPgi|48375180|ref|NP_001001548.1| CD36 antigen [Homo sapiens] 472 53053 8 2 i7-29o441-463i A 21 0.066 X X X X X X X 0 5 10 0 5 10 10 16.31 0.00049 X X X X X X X 0 1 1 0 1 1 1 7.2 3.7E-05 X X X X X X X 0 2 0.000133 0.000241 X X X X X X X 0 3 4 0 3 4 4 12.92 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.75E-05 9.51E-05 CD36 family. The CD36 family is thought to be a novel integral to plasma membrane [pmid protein binding; receptor activity 9 15
1378 ENSG00000103275:ENSMUSG00000015120:ENSRNOG00000017907 UBE2I gi|35494003|ref|NPgi|35494003|ref|NP_919237.1| ubiquitin-conjugating enzyme E2I 158 18007 8.7 0 o Q 16 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 8.23 0.00028 X X X X X X X 0 2 8 0 2 8 8 22.78 0.00083 1 1 0 1 1 1 10.13 0.00024 3 0.000338 0.000349 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ligase activity; protein binding [pmid 4 11
1379 ENSG00000043462:ENSMUSG00000002699:ENSRNOG00000005620 LCP2 gi|5031855|ref|NP_gi|5031855|ref|NP_005556.1| lymphocyte cytosolic protein 2 [Ho 533 60188 6.3 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 3 0.00027 X X X X X X X 0 1 6.63E-05 0.000133 X X X X X X X 0 2 4 0 2 4 4 7.88 0.00017 X X X X X X X 0 2 6 0 2 6 6 10.69 0.00018 X X X X X X X 0 2 8.8E-05 0.000102 Src homology 2 domains; Signal transduction, protein binding [pmid 12029088] 5 18
1380 ENSG00000169504:ENSMUSG00000037242:ENSRNOG00000018109 CLIC4 gi|7330335|ref|NP_gi|7330335|ref|NP_039234.1| chloride intracellular channel 4 [H 253 28772 5.6 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.11 0.00021 X X X X X X X 0 1 5.24E-05 0.000105 X X X X X X X 0 1 1 0 1 1 1 7.11 8.9E-05 X X X X X X X 0 X X X X X X X 0 2 4 2 1 2 2.444 16.21 0.00037 2 0.000115 0.000176 GST_C family, Chloride Intracellular Channel (CLIC) actin cytoskeleton [pmid 12163372]; chloride ion binding; protein binding 4 8
1381 ENSG00000171488:ENSMUSG00000054720:ENSRNOG00000002122 LRRC8C gi|19923729|ref|NPgi|19923729|ref|NP_115646.2| leucine rich repeat containing 8 fa 803 92391 7.7 4 o26-48i126-148oA 46 0.004 X X X X X X X 0 4 5 0 4 5 5 9.09 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.63E-05 7.26E-05 1 1 0 1 1 1 2.12 0.00055 1 1 0 0 1 1 1.49 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000145 0.000272 Leucine-rich repeats (LRRs), ribonuclease inhibitor integral to membrane; membrane transferase activity 6 7
1382 ENSG00000108669:ENSMUSG00000017132:NA CYTH1 gi|110349763|ref|Ngi|110349763|ref|NP_059430.2|;gi|4758964|ref|NP_004753.1| pleckstrin homology, Sec7 and co 397 46356 5.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 3.02 5.9E-05 X X X X X X X 0 1 1 0 0 1 1 5.29 4.4E-05 X X X X X X X 0 2 2.58E-05 3.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 2.77 0.00039 1 9.67E-05 0.000193 3 6
1383 ENSG00000149100:ENSMUSG00000027170:ENSRNOG00000012738 EIF3M gi|23397429|ref|NPgi|23397429|ref|NP_006351.2| eukaryotic translation initiation fac 374 42503 5.6 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 5.35 0.00018 X X X X X X X 0 3 14 0 3 14 14 17.38 0.00061 3 5 0 3 5 5 6.42 0.00051 3 0.000326 0.000285 motif in proteasome subunits, Int-6, Nip-1 and TRIP- 7 22
1384 ENSG00000198380:ENSMUSG00000029992:ENSRNOG00000018507 GFPT1 gi|4503981|ref|NP_gi|4503981|ref|NP_002047.1| glucosamine-fructose-6-phosphat 681 76747 6.9 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.23 5.2E-05 1 1 0 1 1 1 4.7 0.0006 2 1.3E-05 2.59E-05 X X X X X X X 0 2 4 0 2 4 4 5.58 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.29E-05 6.59E-05 Glutamine amidotransferases class-II (Gn-AT)_GFAT- cytoplasm glutamine-fructose-6-phosphate 4 7
1385 ENSG00000130826:ENSMUSG00000031403:NA DKC1 gi|4503337|ref|NP_gi|4503337|ref|NP_001354.1| dyskerin [Homo sapiens] 514 57674 9.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 8.17 0.00014 X X X X X X X 0 1 3.44E-05 6.87E-05 X X X X X X X 0 2 5 0 2 5 5 8.17 0.00022 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.53 0.00037 2 0.000148 0.000182 PseudoU_synth_hDyskerin_Like: Pseudouridine nucleolus [pmid 10556300]; nucleoplasm isomerase activity; pseudouridylate 5 14
1386 ENSG00000168497:ENSMUSG00000045954:ENSRNOG00000025895 SDPR gi|4759082|ref|NP_gi|4759082|ref|NP_004648.1| serum deprivation response prote 425 47173 5.2 0 o Q 0 0 1 1 0 1 1 1 4 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.54E-05 0.000191 X X X X X X X 0 1 1 0 1 1 1 4 5.3E-05 X X X X X X X 0 1 1 0 1 1 1 2.59 3.8E-05 X X X X X X X 0 2 2.28E-05 2.7E-05 RecF/RecN/SMC N terminal domain. This domain is caveola; cytosol [pmid 2390065]; membrane phosphatidylserine binding [pmid 3 3
1387 ENSG00000204427:ENSMUSG00000007036:ENSRNOG00000000845 BAT5 gi|15100151|ref|NPgi|15100151|ref|NP_066983.1| HLA-B associated transcript 5 [Ho 558 63243 8.1 2 o60-82i95-117o Q 14 0 X X X X X X X 0 5 9 0 5 9 9 15.23 0.00038 X X X X X X X 0 1 2 0 1 2 2 2.15 6.3E-05 X X X X X X X 0 2 0.00011 0.00018 X X X X X X X 0 4 5 0 4 5 5 10.39 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.03E-05 0.000101 alpha/beta hydrolase fold. This catalytic domain is integral to membrane; membrane protein binding [pmid 14667819] [pmid 10 16
1388 ENSG00000186940:NA:NA CHCHD9 gi|58219034|ref|NPgi|58219034|ref|NP_001010916.1|;gi|7705851|ref|NP_057223.1| coiled-coil-helix-coiled-coil-helix d 151 15490 9.9 0 o S 49 0.839 X X X X X X X 0 1 2 0 0 2 2 15.89 0.00031 X X X X X X X 0 1 2 0 0 2 2 18.54 0.00023 X X X X X X X 0 2 0.000136 0.00016 X X X X X X X 0 1 1 0 0 1 1 18.54 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.71E-05 7.43E-05 3 5
1389 ENSG00000060762:ENSMUSG00000023861:ENSRNOG00000012415 BRP44L gi|7706369|ref|NP_gi|7706369|ref|NP_057182.1| brain protein 44-like [Homo sapie 109 12347 9.6 0 o Q 16 0.001 X X X X X X X 0 1 1 0 1 1 1 19.27 0.00021 X X X X X X X 0 1 2 0 1 2 2 19.27 0.00032 X X X X X X X 0 2 0.000135 0.000162 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 19.27 0.00015 X X X X X X X 0 1 3.74E-05 7.49E-05 Uncharacterised protein family (UPF0041); 3 4
1390 ENSG00000186432:ENSMUSG00000027782:ENSRNOG00000010768 KPNA4 gi|4504901|ref|NP_gi|4504901|ref|NP_002259.1| karyopherin alpha 4 [Homo sapie 521 57887 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 9 0 2 9 9 5.95 0.00031 X X X X X X X 0 1 7.63E-05 0.000153 X X X X X X X 0 1 3 0 1 3 3 3.26 0.00013 X X X X X X X 0 2 3 0 2 3 3 8.64 9.4E-05 X X X X X X X 0 2 5.58E-05 6.6E-05 Importin beta binding domain. This family consists of nucleus binding; protein transporter activity 5 15
1391 ENSG00000062716:ENSMUSG00000018171:ENSRNOG00000036646 TMEM49 gi|20070349|ref|NPgi|20070349|ref|NP_112200.2| transmembrane protein 49 [Homo 406 46238 6.9 6 i44-63o78-97i110Q 0 0 X X X X X X X 0 1 3 0 1 3 3 7.39 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.31E-05 8.62E-05 X X X X X X X 0 1 2 0 1 2 2 7.39 0.00011 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 5.67 0.00038 2 0.000122 0.000178 SNARE associated Golgi protein. This is a family of endoplasmic reticulum [pmid 11256614]; 4 9
1392 ENSG00000100030:ENSMUSG00000063358:ENSRNOG00000001849 MAPK1 gi|66932916|ref|NPgi|66932916|ref|NP_002736.3| mitogen-activated protein kinase 360 41390 7 0 o Q 17 0.383 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 1 1 2 2.667 12.22 0.00013 X X X X X X X 0 1 3.27E-05 6.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 12.78 0.00014 3 4 0 3 4 4 7.78 0.00043 2 0.000141 0.000201 Serine/Threonine protein kinases, catalytic domain. ATP binding; MAP kinase activity [pmid 7 10
1393 ENSG00000164897:ENSMUSG00000028958:ENSRNOG00000013383 TMUB1 gi|13899257|ref|NPgi|13899257|ref|NP_113622.1| transmembrane and ubiquitin-like 246 26261 5.7 3 i12-34o191-213i2S 34 0.767 X X X X X X X 0 1 2 0 1 2 2 12.6 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.74E-05 9.48E-05 X X X X X X X 0 1 4 0 1 4 4 12.6 0.00036 X X X X X X X 0 1 1 0 1 1 1 13.41 6.6E-05 X X X X X X X 0 2 0.000108 0.000174 Ubiquitin homologues; Ubiquitin-mediated proteolysis integral to membrane; membrane 3 7
1394 ENSG00000160691:ENSMUSG00000042626:ENSRNOG00000029080 SHC1 gi|32261324|ref|NPgi|32261324|ref|NP_003020.2|;gi|52693921|ref|NP_892113.3| SHC (Src homology 2 domain con 474 51682 7.2 0 o Q 17 0 X X X X X X X 0 2 5 0 0 5 5 13.5 0.00025 X X X X X X X 0 2 5 0 0 5 5 13.71 0.00019 X X X X X X X 0 2 0.000108 0.000127 X X X X X X X 0 1 4 0 0 4 4 5.49 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.73E-05 9.47E-05 SHC phosphotyrosine-binding (PTB) domain. SHC is plasma membrane [pmid 14676841] insulin receptor binding [pmid 7537849] 5 14
1395 ENSG00000101337:ENSMUSG00000068040:ENSRNOG00000009406 TM9SF4 gi|7662028|ref|NP_gi|7662028|ref|NP_055557.1| transmembrane 9 superfamily pro 625 72541 6.7 9 o263-285i329-35Q 15 0 1 2 0 1 2 2 3.04 0.00052 1 4 0 1 4 4 3.36 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000167 0.000245 X X X X X X X 0 1 2 0 1 2 2 3.04 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.79E-05 3.59E-05 Endomembrane protein 70; pfam02990 integral to membrane; membrane transporter activity 3 8
1396 ENSG00000120265:ENSMUSG00000019795:ENSRNOG00000014330 PCMT1 gi|4885539|ref|NP_gi|4885539|ref|NP_005380.1| protein-L-isoaspartate (D-asparta 227 24636 7.2 0 o Q 44 0 X X X X X X X 0 1 1 0 1 1 1 6.17 0.0001 X X X X X X X 0 2 4 0 2 4 4 14.1 0.00031 X X X X X X X 0 2 0.000104 0.000147 X X X X X X X 0 1 2 0 1 2 2 14.98 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.94E-05 9.88E-05 Protein-L-isoaspartate(D-aspartate) O- endoplasmic reticulum [pmid 1339271] methyltransferase activity; protein-L- 4 7
1397 ENSG00000147274:NA:NA RBMX gi|56699409|ref|NPgi|56699409|ref|NP_002130.2| RNA binding motif protein, X-linke 391 42332 10.1 0 o Q 27 0 X X X X X X X 0 3 7 2 2 5 7 11.25 0.00042 X X X X X X X 0 1 1 0 0 1 1 3.58 4.5E-05 X X X X X X X 0 2 0.000116 0.000202 X X X X X X X 0 3 5 4 1 1 3 9.21 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.3E-05 8.61E-05 RBM1CTR (NUC064) family. This C-terminal region is heterogeneous nuclear ribonucleoprotein nucleotide binding; protein binding [pmid 7 13
1398 ENSG00000138430:ENSMUSG00000027108:ENSRNOG00000039127 OLA1 gi|58761500|ref|NPgi|58761500|ref|NP_037473.3| GTP-binding protein PTD004 isof 396 44744 7.8 0 o Q 50 0 X X X X X X X 0 1 3 0 1 3 3 3.79 0.00018 X X X X X X X 0 3 9 0 3 9 9 16.92 0.0004 X X X X X X X 0 2 0.000145 0.00019 X X X X X X X 0 1 2 0 1 2 2 3.79 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.83E-05 5.67E-05 YchF subfamily. YchF is a member of the Obg family, cytoplasm [pmid 11256614]; intracellular GTP binding; nucleotide binding 5 14
1399 ENSG00000135776:ENSMUSG00000031974:ENSRNOG00000017993 ABCB10 gi|9961244|ref|NP_gi|9961244|ref|NP_036221.1| ATP-binding cassette, sub-family 738 79099 9.9 5 o171-193i214-23S 39 0.767 X X X X X X X 0 3 6 0 3 6 6 7.59 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.74E-05 9.48E-05 X X X X X X X 0 4 15 6 3 9 10.5 9.76 0.00032 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.44 0.0001 2 0.000106 0.00015 MTABC3 (also known as ABCB6) is a mitochondrial ATP-binding cassette (ABC) transporter ATP binding [pmid 10748049]; ATPase 8 23
1400 ENSG00000130764:ENSMUSG00000029028:ENSRNOG00000024796 LRRC47 gi|24308207|ref|NPgi|24308207|ref|NP_065761.1| leucine rich repeat containing 47 583 63473 8.3 0 o Q 38 0.005 1 1 0 1 1 1 1.89 0.00028 X X X X X X X 0 X X X X X X X 0 1 7 0 1 7 7 6.52 0.00021 X X X X X X X 0 2 0.000123 0.000144 X X X X X X X 0 2 4 0 2 4 4 9.78 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.85E-05 7.7E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 4 12
1401 ENSG00000196604:NA:NA LOC653781 gi|113413200|ref|Xgi|113413200|ref|XP_934799.2| PREDICTED: similar to protein ex 1038 117390 6 0 o Q 40 0 1 3 3 0 0 0 0.96 0 3 35 35 0 0 0 3.28 0 7 23 23 0 0 0 4.24 0 6 97 95 1 2 3.545 9.73 6E-05 X X X X X X X 0 1 1.51E-05 3.02E-05 2 4 4 0 0 0 2.02 0 3 44 44 0 0 0 3.28 0 2 3 2 0 1 1.048 5.88 0.00071 3 156 156 0 0 0.333 6.45 5.2E-06 37 147 147 0 0 0 12.91 0 2 1.31E-06 2.62E-06 Actin; An ubiquitous protein involved in the formation 64 512
1402 ENSG00000161542:ENSMUSG00000015869:ENSRNOG00000010083 PRPSAP1 gi|4506131|ref|NP_gi|4506131|ref|NP_002757.1| phosphoribosyl pyrophosphate sy 356 39480 7.2 0 o Q 23 0.082 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.93 9.9E-05 X X X X X X X 0 1 2.48E-05 4.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.46 4.6E-05 2 5 0 2 5 5 7.87 0.00054 2 0.000146 0.000263 Phosphoribosylpyrophosphate synthetase [Nucleotide enzyme inhibitor activity [pmid 4 8
1403 ENSG00000115484:ENSMUSG00000007739:ENSRNOG00000009642 CCT4 gi|38455427|ref|NPgi|38455427|ref|NP_006421.2| chaperonin containing TCP1, sub 539 57924 7.8 0 o Q 23 0.005 X X X X X X X 0 1 2 0 1 2 2 2.97 8.7E-05 X X X X X X X 0 5 10 0 5 10 10 16.51 0.00033 X X X X X X X 0 2 0.000104 0.000155 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 8.53 0.00018 X X X X X X X 0 1 4.54E-05 9.08E-05 TCP-1 (CTT or eukaryotic type II) chaperonin family, cytoplasm ATP binding; nucleotide binding; 9 18
1404 ENSG00000105835:ENSMUSG00000020572:ENSRNOG00000009754 PBEF1 gi|5031977|ref|NP_gi|5031977|ref|NP_005737.1| visfatin precursor [Homo sapiens] 491 55521 7.2 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 13.65 0.00014 X X X X X X X 0 1 3.6E-05 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.98 1E-04 2 5 0 2 5 5 6.31 0.00039 2 0.000123 0.000185 pre-B-cell colony-enhancing factor (PBEF)-like. The cytokine activity [pmid 8289818]; 7 12
1405 ENSG00000198053:ENSMUSG00000078780:ENSRNOG00000032580 SIRPA gi|91105767|ref|NPgi|91105767|ref|NP_001035112.1| signal-regulatory protein alpha pre 504 54967 7 1 o372-394i S 31 1 1 2 0 1 2 2 3.57 0.00064 1 1 0 1 1 1 2.78 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000172 0.000315 X X X X X X X 0 1 1 0 1 1 1 3.57 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.11E-05 2.23E-05 Immunoglobulin domain constant region subfamily; integral to membrane; plasma membrane 3 4
1406 ENSG00000174106:ENSMUSG00000048661:ENSRNOG00000024027 LEMD3 gi|7706607|ref|NP_gi|7706607|ref|NP_055134.2| LEM domain containing 3 [Homo 911 99997 7.5 2 o472-494i627-64Q 20 0 X X X X X X X 0 6 14 0 6 14 14 9.99 0.00036 X X X X X X X 0 1 1 0 1 1 1 2.41 1.9E-05 X X X X X X X 0 2 9.45E-05 0.000176 X X X X X X X 0 6 8 0 6 8 8 10.21 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.93E-05 9.85E-05 LEM domain. The LEM domain is 50 residues long integral to membrane [pmid 10671519]; nucleotide binding 13 23
1407 ENSG00000101336:ENSMUSG00000003283:ENSRNOG00000009331 HCK gi|30795229|ref|NPgi|30795229|ref|NP_002101.2| hemopoietic cell kinase isoform p 526 59600 6.7 0 o Q 0 0 1 1 0 1 1 1 2.66 0.00031 1 1 1 0 0 0 1.9 0 X X X X X X X 0 1 1 0 1 1 1 6.65 3.4E-05 X X X X X X X 0 2 8.55E-05 0.000149 X X X X X X X 0 2 5 0 2 5 5 8.94 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.33E-05 0.000107 Src homology 3 domains; SH3 domains bind to membrane ATP binding; nucleotide binding; protein 5 8
1408 ENSG00000169032:ENSMUSG00000004936:ENSRNOG00000010176 MAP2K1 gi|5579478|ref|NP_gi|5579478|ref|NP_002746.1| mitogen-activated protein kinase 393 43439 6.6 0 o Q 20 0.001 X X X X X X X 0 1 1 1 0 0 0 2.8 0 X X X X X X X 0 5 9 6 3 3 6.6 25.95 0.0003 X X X X X X X 0 1 7.42E-05 0.000148 X X X X X X X 0 2 2 1 1 1 1.333 13.74 7.6E-05 X X X X X X X 0 1 1 1 0 0 0 3.05 0 1 1 0 0 1 1 3.05 9.8E-05 2 4.34E-05 5.09E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; MAP kinase kinase activity 10 14
1409 ENSG00000139192:ENSMUSG00000038213:ENSRNOG00000027552 TAPBPL gi|31543801|ref|NPgi|31543801|ref|NP_060479.2| tapasin-related protein precursor 468 50177 5.3 1 o407-426i S 22 1 X X X X X X X 0 3 5 0 3 5 5 13.25 0.00025 X X X X X X X 0 1 1 0 1 1 1 4.06 3.8E-05 X X X X X X X 0 2 7.17E-05 0.00012 X X X X X X X 0 3 5 0 3 5 5 11.54 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.99E-05 0.00012 Immunoglobulin domain constant region subfamily; endoplasmic reticulum; integral to 7 11
1410 ENSG00000058804:ENSMUSG00000028614:ENSRNOG00000010620 TMEM48 gi|21359924|ref|NPgi|21359924|ref|NP_060557.2| transmembrane protein 48 [Homo 674 76363 9 5 i20-45o65-87i167A 42 0.061 X X X X X X X 0 4 6 0 4 6 6 13.06 0.00021 X X X X X X X 0 1 1 0 1 1 1 3.56 2.6E-05 X X X X X X X 0 2 5.85E-05 0.0001 X X X X X X X 0 3 8 0 3 8 8 7.57 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.66E-05 0.000133 Homeobox prospero-like protein (PROX1). The integral to membrane; membrane; nuclear structural constituent of nuclear pore 8 15
1411 ENSG00000112697:ENSMUSG00000032328:ENSRNOG00000010895 TMEM30A gi|8922720|ref|NP_gi|8922720|ref|NP_060717.1| transmembrane protein 30A [Hom 361 40684 8.6 2 i44-66o324-346i A 0 0 X X X X X X X 0 2 2 0 2 2 2 8.03 0.00013 1 1 0 1 1 1 4.43 0.00052 X X X X X X X 0 X X X X X X X 0 2 0.000162 0.000246 X X X X X X X 0 1 1 0 1 1 1 3.32 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.55E-05 3.11E-05 LEM3 (ligand-effect modulator 3) family / CDC50 integral to membrane; membrane 4 4
1412 ENSG00000132002:ENSMUSG00000005483:ENSRNOG00000021824 DNAJB1 gi|5453690|ref|NP_gi|5453690|ref|NP_006136.1| DnaJ (Hsp40) homolog, subfamily 340 38044 8.6 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.53 5.2E-05 X X X X X X X 0 1 1.3E-05 2.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.41 9.6E-05 2 5 0 2 5 5 9.71 0.00056 2 0.000165 0.00027 DnaJ domain. DnaJ domains (J-domains) are nucleus heat shock protein binding; unfolded 4 8
1413 ENSG00000132604:ENSMUSG00000031921:ENSRNOG00000020435 TERF2 gi|5032169|ref|NP_gi|5032169|ref|NP_005643.1| telomeric repeat binding factor 2 [ 500 55551 9.2 0 o Q 17 0 X X X X X X X 0 1 2 0 1 2 2 2.6 9.3E-05 X X X X X X X 0 1 2 0 1 2 2 5.8 7.1E-05 X X X X X X X 0 2 4.1E-05 4.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 9 0 2 9 9 9.4 0.00029 X X X X X X X 0 1 7.34E-05 0.000147 'SWI3, ADA2, N-CoR and TFIIIB' DNA-binding chromosome; chromosome, telomeric DNA binding; protein binding [pmid 4 13
1414 ENSG00000129824:NA:NA LOC100133662 gi|169216331|ref|Xgi|169216331|ref|XP_001713670.1| PREDICTED: hypothetical protein 263 29456 10.2 0 o Q 58 0.014 X X X X X X X 0 2 3 3 0 0 0 9.13 0 X X X X X X X 0 4 6 5 1 1 1.455 22.05 9.8E-05 X X X X X X X 0 1 2.44E-05 4.88E-05 X X X X X X X 0 4 8 4 1 4 4.842 19.77 0.00041 X X X X X X X 0 4 31 31 0 0 0 17.11 0 2 2 2 0 0 1 14.83 0.00015 2 0.00014 0.000195 16 50
1415 ENSG00000070761:ENSMUSG00000031796:NA C16orf80 gi|8392875|ref|NP_gi|8392875|ref|NP_037374.1| transcription factor IIB [Homo sap 193 22774 9.8 0 o Q 20 0.089 X X X X X X X 0 1 2 0 1 2 2 8.81 0.00024 X X X X X X X 0 1 3 0 1 3 3 8.81 0.00027 X X X X X X X 0 2 0.000129 0.00015 X X X X X X X 0 1 1 0 1 1 1 8.81 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.91E-05 5.81E-05 Protein of unknown function (DUF667). This family of 3 6
1416 ENSG00000043093:ENSMUSG00000074910:ENSRNOG00000012734 DCUN1D1 gi|36030883|ref|NPgi|36030883|ref|NP_065691.2| RP42 homolog [Homo sapiens] 259 30124 5.3 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.56 6.8E-05 X X X X X X X 0 1 1.71E-05 3.41E-05 X X X X X X X 0 1 2 0 1 2 2 3.09 0.00017 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 8.88 0.00044 2 0.000154 0.00021 Domain of unknown function (DUF298). Members of 3 6
1417 ENSG00000106211:ENSMUSG00000004951:ENSRNOG00000023546 HSPB1 gi|4504517|ref|NP_gi|4504517|ref|NP_001531.1| heat shock 27kDa protein 1 [Hom 205 22783 6.4 0 o Q 19 0 X X X X X X X 0 1 2 0 1 2 2 18.54 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.69E-05 0.000114 X X X X X X X 0 1 1 0 1 1 1 18.54 0.00011 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.68 0.00019 2 7.42E-05 9.14E-05 alpha-crystallin-type heat shock proteins (Hsps), cell surface [pmid 12493773]; cytoplasm protein binding [pmid 14594798] 3 4
1418 ENSG00000177830:ENSMUSG00000025512:ENSRNOG00000019351 CHID1 gi|24431994|ref|NPgi|24431994|ref|NP_076436.2| chitinase domain containing 1 [Ho 393 44883 8.8 0 o S 20 1 X X X X X X X 0 1 2 0 1 2 2 4.83 0.00012 X X X X X X X 0 1 1 0 1 1 1 6.11 4.5E-05 X X X X X X X 0 2 4.09E-05 5.6E-05 X X X X X X X 0 1 5 0 1 5 5 5.6 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.14E-05 0.000143 Glyco_18 domain; smart00636 catalytic activity; cation binding; 3 8
1419 ENSG00000196177:ENSMUSG00000030861:ENSRNOG00000020624 ACADSB gi|4501859|ref|NP_gi|4501859|ref|NP_001600.1| acyl-Coenzyme A dehydrogenase 432 47485 7 0 o Q 36 0.02 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 9.26 0.00016 X X X X X X X 0 1 4.09E-05 8.18E-05 X X X X X X X 0 1 4 0 1 4 4 5.09 0.00021 X X X X X X X 0 2 5 0 2 5 5 9.03 0.00019 X X X X X X X 0 2 9.92E-05 0.000115 Short chain acyl-CoA dehydrogenase (SCAD). SCAD mitochondrion [pmid 7698750] acyl-CoA dehydrogenase activity [pmid 5 13
1420 ENSG00000137154:NA:NA RPS6 gi|17158044|ref|NPgi|17158044|ref|NP_001001.2| ribosomal protein S6 [Homo sapie 249 28681 10.8 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 6.43 9.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.34E-05 4.68E-05 X X X X X X X 0 2 3 0 2 3 3 8.03 0.00027 X X X X X X X 0 2 4 0 2 4 4 6.43 0.00026 X X X X X X X 0 2 0.000133 0.000154 Ribosomal protein S6e; pfam01092 cytosolic small ribosomal subunit (sensu protein binding [pmid 16314389]; 5 8
1421 ENSG00000078304:ENSMUSG00000017843:ENSRNOG00000004973 PPP2R5C gi|31083236|ref|NPgi|31083236|ref|NP_848701.1|;gi|31083243|ref|NP_848702.1|;gi|31083250|ref|NP_848703.1|;gi|31083259|ref|NP_002710.2|gamma isoform of regulatory subu 485 56661 7.2 0 o Q 36 0 X X X X X X X 0 1 1 0 0 1 1 7.84 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.4E-05 X X X X X X X 0 2 5 0 0 5 5 11.34 0.00023 X X X X X X X 0 X X X X X X X 0 4 5 0 0 5 5 6.6 0.0004 2 0.000157 0.000193 Protein phosphatase 2A regulatory B subunit (B56 integral to membrane [pmid 12297508]; peptidase activity [pmid 12297508]; 7 11
1422 ENSG00000167315:ENSMUSG00000036880:ENSRNOG00000013766 ACAA2 gi|5174429|ref|NP_gi|5174429|ref|NP_006102.1| acetyl-coenzyme A acyltransferas 397 42039 8.3 0 o Q 22 0.093 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 7 0 4 7 7 20.15 0.00031 X X X X X X X 0 1 7.79E-05 0.000156 X X X X X X X 0 1 1 0 1 1 1 5.04 5.7E-05 X X X X X X X 0 1 1 0 1 1 1 3.27 4.1E-05 X X X X X X X 0 2 2.44E-05 2.89E-05 Thiolase are ubiquitous enzymes that catalyze the mitochondrion [pmid 8241273] acetyl-CoA C-acyltransferase activity 6 9
1423 ENSG00000196531:NA:NA NACA gi|5031931|ref|NP_gi|5031931|ref|NP_005585.1| nascent polypeptide-associated c 215 23384 4.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.98 0.00016 X X X X X X X 0 1 4.11E-05 8.22E-05 X X X X X X X 0 2 3 0 2 3 3 13.02 0.00031 X X X X X X X 0 1 1 0 1 1 1 6.05 7.6E-05 X X X X X X X 0 2 9.72E-05 0.000148 Transcription factor homologous to NACalpha-BTF3 cytoplasm [pmid 8047162]; nascent DNA binding 4 6
1424 ENSG00000167925:ENSMUSG00000017747:ENSRNOG00000018906 GHDC gi|14210490|ref|NPgi|14210490|ref|NP_115873.1| LGP1 homolog [Homo sapiens] 530 57523 7.9 0 o S 48 1 X X X X X X X 0 2 3 0 2 3 3 10.57 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.3E-05 6.6E-05 X X X X X X X 0 3 9 0 3 9 9 12.26 0.00038 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.02 7.2E-05 2 0.000113 0.000182 GH3 auxin-responsive promoter; pfam03321 endoplasmic reticulum 6 13
1425 ENSG00000138757:ENSMUSG00000029405:ENSRNOG00000001595 G3BP2 gi|45359846|ref|NPgi|45359846|ref|NP_987100.1|;gi|45359849|ref|NP_987101.1| Ras-GTPase activating protein SH 449 50817 5.4 0 o Q 19 0 X X X X X X X 0 1 6 0 0 6 6 3.79 0.00031 X X X X X X X 0 1 1 0 0 1 1 3.79 3.9E-05 X X X X X X X 0 2 8.78E-05 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 0 5 5 14.03 0.00018 X X X X X X X 0 1 4.54E-05 9.09E-05 Nuclear transport factor 2 (NTF2) domain plays an cytoplasm [pmid 10969074]; intracellular nucleotide binding; receptor signaling 4 12
1426 ENSG00000108587:ENSMUSG00000010392:ENSRNOG00000003971 GOSR1 gi|4758456|ref|NP_gi|4758456|ref|NP_004862.1|;gi|55770856|ref|NP_001007025.1|;gi|55770858|ref|NP_001007026.1| golgi SNAP receptor complex me 250 28613 9.4 1 i230-249o Q 41 0 X X X X X X X 0 2 3 0 0 3 3 14 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7E-05 0.00014 X X X X X X X 0 1 1 0 0 1 1 5.6 9E-05 X X X X X X X 0 1 1 0 0 1 1 5.6 6.5E-05 X X X X X X X 0 2 3.88E-05 4.59E-05 Vesicle transport v-SNARE protein. V-SNARE integral to membrane; membrane v-SNARE activity [pmid 8636227] 4 5
1427 ENSG00000143353:ENSMUSG00000039246:ENSRNOG00000023130 LYPLAL1 gi|20270341|ref|NPgi|20270341|ref|NP_620149.1| lysophospholipase-like 1 [Homo s 237 26334 7.8 0 o Q 37 0.202 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 13.5 0.00015 X X X X X X X 0 1 3.73E-05 7.45E-05 X X X X X X X 0 1 1 0 1 1 1 8.02 9.5E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.06 0.00032 2 0.000105 0.000153 Phospholipase/Carboxylesterase. This family consists hydrolase activity 4 5
1428 ENSG00000166340:ENSMUSG00000030894:ENSRNOG00000019212 TPP1 gi|5729770|ref|NP_gi|5729770|ref|NP_000382.3| tripeptidyl-peptidase I preproprote 563 61248 6.5 0 o S 21 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 7.99 0.00019 X X X X X X X 0 1 4.71E-05 9.41E-05 X X X X X X X 0 1 5 0 1 5 5 4.8 0.0002 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.84 0.00014 2 8.39E-05 0.0001 Pro-kumamolisin, activation domain. Members of this lysosome [pmid 9295267] peptidase activity [pmid 9295267]; 4 13
1429 ENSG00000143418:ENSMUSG00000015714:ENSRNOG00000021138 LASS2 gi|32455256|ref|NPgi|32455256|ref|NP_859530.1| LAG1 longevity assurance 2 [Hom 380 44876 9 5 o46-68i136-155oA 24 0.001 X X X X X X X 0 1 2 0 1 2 2 4.21 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.07E-05 6.14E-05 X X X X X X X 0 2 6 0 2 6 6 8.16 0.00035 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.63 0.0001 2 0.000114 0.000167 Longevity-assurance protein (LAG1). Members of this endoplasmic reticulum; integral to sequence-specific DNA binding; 4 9
1430 ENSG00000128739:ENSMUSG00000027404:ENSRNOG00000006961 SNRPN gi|13027650|ref|NPgi|13027650|ref|NP_073719.1|;gi|38150007|ref|NP_937859.1|;gi|4507125|ref|NP_003082.1| small nuclear ribonucleoprotein po 240 24614 11.2 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 3.75 0.00019 X X X X X X X 0 2 5 0 0 5 5 9.58 0.00037 X X X X X X X 0 2 0.000141 0.000177 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.75 6.8E-05 X X X X X X X 0 1 1.7E-05 3.4E-05 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; ribonucleoprotein complex RNA binding 4 8
1431 ENSG00000043822:ENSMUSG00000025178:ENSRNOG00000014675 PI4K2A gi|13559514|ref|NPgi|13559514|ref|NP_060895.1| phosphatidylinositol 4-kinase type 479 54022 8.3 0 o Q 42 0 X X X X X X X 0 2 2 0 2 2 2 9.19 9.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.43E-05 4.87E-05 X X X X X X X 0 3 9 0 3 9 9 9.81 0.00042 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.55 8E-05 2 0.000125 0.000201 Phosphatidylinositol 3- and 4-kinase. Some members integral to plasma membrane [pmid 1-phosphatidylinositol 4-kinase activity 6 12
1432 ENSG00000121774:ENSMUSG00000028790:ENSRNOG00000009918 KHDRBS1 gi|5730027|ref|NP_gi|5730027|ref|NP_006550.1| KH domain containing, RNA bindi 443 48227 8.7 0 o Q 27 0 X X X X X X X 0 1 2 0 1 2 2 3.16 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.27E-05 X X X X X X X 0 1 1 0 1 1 1 4.51 5.1E-05 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 9.26 0.00043 2 0.000121 0.00021 Splicing factor 1 (SF1) K homology RNA-binding membrane [pmid 1374686]; nucleus [pmid DNA binding [pmid 1374686]; protein 4 8
1433 ENSG00000106554:ENSMUSG00000053768:ENSRNOG00000013211 CHCHD3 gi|8923390|ref|NP_gi|8923390|ref|NP_060282.1| coiled-coil-helix-coiled-coil-helix d 227 26152 8.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.61 7.8E-05 X X X X X X X 0 1 1.95E-05 3.89E-05 X X X X X X X 0 1 1 0 1 1 1 6.17 9.9E-05 X X X X X X X 0 2 6 0 2 6 6 13.22 0.00043 X X X X X X X 0 2 0.000133 0.000205 Protein of unknown function (DUF737). This family mitochondrion protein binding [pmid 16189514] 4 8
1434 ENSG00000047056:ENSMUSG00000021147:ENSRNOG00000016834 WDR37 gi|41281564|ref|NPgi|41281564|ref|NP_054742.2| WD repeat domain 37 [Homo sap 494 54665 7.2 0 o Q 17 0 X X X X X X X 0 2 2 0 2 2 2 9.92 9.4E-05 X X X X X X X 0 2 9 0 2 9 9 10.93 0.00032 X X X X X X X 0 2 0.000104 0.000152 X X X X X X X 0 1 3 0 1 3 3 6.68 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.41E-05 6.81E-05 WD40 domain, found in a number of eukaryotic 5 14
1435 ENSG00000138760:ENSMUSG00000029426:ENSRNOG00000002225 SCARB2 gi|5031631|ref|NP_gi|5031631|ref|NP_005497.1| scavenger receptor class B, mem 478 54290 5.1 2 i7-29o434-456i S 27 0.864 X X X X X X X 0 1 4 0 1 4 4 3.97 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.88E-05 9.76E-05 X X X X X X X 0 2 3 0 2 3 3 10.25 0.00014 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.93 0.00016 2 7.54E-05 8.74E-05 CD36 family. The CD36 family is thought to be a novel integral to plasma membrane [pmid receptor activity 4 9
1436 ENSG00000181524:ENSMUSG00000022601:ENSRNOG00000033820 RPL24 gi|4506619|ref|NP_gi|4506619|ref|NP_000977.1| ribosomal protein L24 [Homo sap 157 17779 11.3 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 5.73 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.71E-05 7.43E-05 X X X X X X X 0 2 2 0 2 2 2 14.01 0.00029 X X X X X X X 0 1 1 0 1 1 1 7.64 0.0001 X X X X X X X 0 2 9.74E-05 0.000135 Ribosomal protein L24e; pfam01246 intracellular; ribosome protein binding [pmid 15231747]; 4 4
1437 ENSG00000112303:NA:NA VNN2 gi|17865814|ref|NPgi|17865814|ref|NP_004656.2|;gi|17865816|ref|NP_511043.1| vanin 2 isoform 1 precursor [Hom 520 58521 6.5 1 o499-518i S 23 0.942 X X X X X X X 0 3 6 0 0 6 6 15.19 0.00027 X X X X X X X 0 1 2 0 0 2 2 6.92 6.8E-05 X X X X X X X 0 2 8.43E-05 0.000127 X X X X X X X 0 3 4 0 0 4 4 13.46 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.31E-05 8.63E-05 Predicted amidohydrolase [General function membrane GPI anchor binding; hydrolase activity, 7 12
1438 ENSG00000147457:ENSMUSG00000034190:ENSRNOG00000016939 CHMP7 gi|22748641|ref|NPgi|22748641|ref|NP_689485.1| CHMP family, member 7 [Homo s 453 50911 5.3 0 o Q 20 0 X X X X X X X 0 2 4 0 2 4 4 6.4 0.00021 X X X X X X X 0 2 2 0 2 2 2 12.14 7.8E-05 X X X X X X X 0 2 7.1E-05 9.72E-05 X X X X X X X 0 3 4 0 3 4 4 12.36 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.95E-05 9.91E-05 Snf7. This family of proteins are involved in protein 7 10
1439 ENSG00000143851:ENSMUSG00000031506:ENSRNOG00000005807 PTPN7 gi|18375658|ref|NPgi|18375658|ref|NP_002823.2|;gi|18375660|ref|NP_542155.1| protein tyrosine phosphatase, non 360 40529 6.8 0 o S 24 0.814 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.83 9.8E-05 X X X X X X X 0 1 2.45E-05 4.91E-05 X X X X X X X 0 2 6 0 0 6 6 13.61 0.00037 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5 0.00011 2 0.00012 0.000176 Protein tyrosine phosphatases (PTP) catalyze the cytoplasm [pmid 7545170] hydrolase activity; protein tyrosine 4 9
1440 ENSG00000163344:ENSMUSG00000027952:ENSRNOG00000020696 PMVK gi|5729980|ref|NP_gi|5729980|ref|NP_006547.1| phosphomevalonate kinase [Hom 192 21995 5.7 0 o Q 22 0.036 X X X X X X X 0 1 1 0 1 1 1 6.77 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.04E-05 6.07E-05 X X X X X X X 0 2 2 0 2 2 2 15.63 0.00023 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.77 0.0002 2 0.000108 0.000126 Phosphomevalonate kinase. Phosphomevalonate cytoplasm; peroxisome [pmid 10191291] phosphomevalonate kinase activity 4 4
1441 ENSG00000143224:ENSMUSG00000062729:ENSRNOG00000003567 PPOX gi|4506001|ref|NP_gi|4506001|ref|NP_000300.1| protoporphyrinogen oxidase [Hom 477 50765 8.2 0 o S 25 0.916 X X X X X X X 0 1 1 0 1 1 1 6.5 4.9E-05 X X X X X X X 0 2 4 0 2 4 4 9.85 0.00015 X X X X X X X 0 2 4.93E-05 6.98E-05 X X X X X X X 0 2 5 0 2 5 5 9.85 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.88E-05 0.000118 Protoporphyrinogen oxidase [Coenzyme metabolism]; intrinsic to mitochondrial inner membrane; FAD binding [pmid 7713909]; 5 10
1442 ENSG00000077420:ENSMUSG00000026786:ENSRNOG00000017803 APBB1IP gi|56118221|ref|NPgi|56118221|ref|NP_061916.3| amyloid beta (A4) precursor prote 666 73183 5.6 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 11 0 3 11 11 7.36 0.00029 X X X X X X X 0 1 7.29E-05 0.000146 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.55 2.5E-05 1 1 0 1 1 1 3.3 5.8E-05 2 2.05E-05 2.73E-05 Grb7_RA The RA (RAS-associated like) domain of cytoskeleton 5 13
1443 ENSG00000163564:ENSMUSG00000054203:ENSRNOG00000003486 PYHIN1 gi|39540514|ref|NPgi|39540514|ref|NP_689714.2|;gi|41282048|ref|NP_945146.1| pyrin and HIN domain family, mem 492 55065 9.8 0 o Q 0 0 X X X X X X X 0 3 6 2 0 4 4.889 7.11 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.79E-05 0.000116 X X X X X X X 0 1 1 0 0 1 1 3.25 4.6E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.25 0.00016 2 5.04E-05 7.36E-05 PAAD/DAPIN/Pyrin domain. This domain is predicted 5 9
1444 ENSG00000204574:ENSMUSG00000038762:ENSRNOG00000000799 ABCF1 gi|10947135|ref|NPgi|10947135|ref|NP_001081.1|;gi|69354671|ref|NP_001020262.1| ATP-binding cassette, sub-family 807 91680 7.7 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 2.35 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.23E-06 1.45E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 4.58 8.1E-05 4 11 0 0 11 11 4.96 0.00052 2 0.000151 0.000251 Domain I of the ABC component of a cobalt transport ATP binding [pmid 9790762]; ATPase 7 16
1445 ENSG00000023734:ENSMUSG00000030224:ENSRNOG00000007134 STRAP gi|148727341|ref|Ngi|148727341|ref|NP_009109.3| serine/threonine kinase receptor a 350 38438 5.1 0 o Q 24 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5.14 0.00015 X X X X X X X 0 1 3.79E-05 7.57E-05 X X X X X X X 0 2 4 0 2 4 4 10.29 0.00026 X X X X X X X 0 1 2 0 1 2 2 2.86 9.3E-05 X X X X X X X 0 2 8.74E-05 0.000121 4 9
1446 ENSG00000104522:ENSMUSG00000022570:ENSRNOG00000009020 TSTA3 gi|4507709|ref|NP_gi|4507709|ref|NP_003304.1| tissue specific transplantation ant 321 35893 6.6 0 o Q 29 0.034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 4 0 1 4 4 5.61 0.00028 X X X X X X X 0 1 2 0 1 2 2 5.61 0.0001 1 5 0 1 5 5 7.17 0.0006 3 0.000245 0.000262 NAD dependent epimerase/dehydratase family. This cytoplasm [pmid 11698403] coenzyme binding; electron carrier 3 11
1447 ENSG00000137500:ENSMUSG00000030613:ENSRNOG00000009462 CCDC90B gi|20149663|ref|NPgi|20149663|ref|NP_068597.2| coiled-coil domain containing 90B 254 29506 7.5 1 o231-253i Q 17 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.87 0.00014 X X X X X X X 0 1 3.48E-05 6.95E-05 X X X X X X X 0 1 2 0 1 2 2 7.87 0.00018 X X X X X X X 0 1 3 0 1 3 3 7.87 0.00019 X X X X X X X 0 2 9.24E-05 0.000107 Protein of unknown function (DUF1640). This family mitochondrion [pmid 11256614] 3 7
1448 ENSG00000158793:ENSMUSG00000013997:ENSRNOG00000003881 NIT1 gi|5031947|ref|NP_gi|5031947|ref|NP_005591.1| nitrilase 1 [Homo sapiens] 327 35896 7.7 0 o S 31 0.799 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 16.51 0.00022 X X X X X X X 0 1 5.4E-05 0.000108 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.89 1E-04 1 1 0 1 1 1 4.28 0.00012 2 5.43E-05 6.31E-05 Predicted amidohydrolase [General function hydrolase activity, acting on carbon- 4 7
1449 ENSG00000164171:ENSMUSG00000015533:ENSRNOG00000011877 ITGA2 gi|116295258|ref|Ngi|116295258|ref|NP_002194.2| integrin alpha 2 precursor [Homo 1181 129296 5.3 1 o1132-1154i S 30 0.999 1 4 0 1 4 4 1.78 0.00055 2 3 0 2 3 3 3.3 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000152 0.000266 X X X X X X X 0 1 1 0 1 1 1 1.44 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.75E-06 9.5E-06 4 8
1450 ENSG00000134954:ENSMUSG00000032035:ENSRNOG00000008941 ETS1 gi|4885219|ref|NP_gi|4885219|ref|NP_005229.1| v-ets erythroblastosis virus E26 o 441 50408 5.2 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 15.19 0.00016 X X X X X X X 0 1 4.01E-05 8.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.44 0.00015 1 2 0 1 2 2 3.85 0.00017 2 8.05E-05 9.36E-05 SAM / Pointed domain; A subfamily of the SAM nucleus sequence-specific DNA binding; 5 10
1451 ENSG00000198814:ENSMUSG00000025059:ENSRNOG00000034116 GK3P gi|42794763|ref|NPgi|42794763|ref|NP_976325.1|;gi|4504007|ref|NP_000158.1|glycerol kinase isoform a [Homo s 530 58141 6.5 0 o S 22 0.658 X X X X X X X 0 3 4 0 0 4 4 9.06 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.4E-05 8.8E-05 X X X X X X X 0 3 5 0 0 5 5 10.19 0.00021 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.96 7.2E-05 2 7.1E-05 9.98E-05 FGGY family of carbohydrate kinases, N-terminal cytoplasm; mitochondrial outer membrane ATP binding; glycerol kinase activity 7 10
1452 ENSG00000137845:ENSMUSG00000054693:ENSRNOG00000015038 ADAM10 gi|4557251|ref|NP_gi|4557251|ref|NP_001101.1| ADAM metallopeptidase domain 1 748 84142 7.8 1 o674-696i S 19 0.999 X X X X X X X 0 4 5 0 4 5 5 8.96 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.9E-05 7.8E-05 X X X X X X X 0 5 10 0 5 10 10 13.9 0.0003 X X X X X X X 0 1 1 0 1 1 1 4.01 2.2E-05 X X X X X X X 0 2 8.04E-05 0.000147 Reprolysin family propeptide. This region is the cell surface [pmid 12475894]; cytoplasm; integrin binding [pmid 8694785]; metal 10 16
1453 ENSG00000084623:ENSMUSG00000028798:ENSRNOG00000025908 EIF3I gi|4503513|ref|NP_gi|4503513|ref|NP_003748.1| eukaryotic translation initiation fac 325 36502 5.6 0 o Q 15 0 X X X X X X X 0 1 4 0 1 4 4 4.92 0.00029 X X X X X X X 0 2 2 0 2 2 2 8.31 0.00011 X X X X X X X 0 2 9.89E-05 0.000135 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.46 0.00012 1 2.95E-05 5.91E-05 WD40 domain, found in a number of eukaryotic eukaryotic translation initiation factor 3 protein binding [pmid 14688252]; 4 7
1454 ENSG00000116906:ENSMUSG00000031985:ENSRNOG00000019205 GNPAT gi|7657134|ref|NP_gi|7657134|ref|NP_055051.1| glyceronephosphate O-acyltransfe 680 77188 6.6 0 o Q 27 0.002 X X X X X X X 0 1 4 0 1 4 4 1.91 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.43E-05 6.86E-05 X X X X X X X 0 3 4 0 3 4 4 6.32 0.00013 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.94 0.00023 2 8.94E-05 0.00011 glycerol-3-phosphate acyltransferase; PRK04974 membrane; peroxisomal membrane; acyltransferase activity [pmid 9459311]; 6 12
1455 ENSG00000132646:ENSMUSG00000027342:ENSRNOG00000021264 PCNA gi|33239451|ref|NPgi|33239451|ref|NP_872590.1| proliferating cell nuclear antigen [ 261 28769 4.7 0 o Q 19 0.001 X X X X X X X 0 1 2 0 1 2 2 7.28 0.00018 X X X X X X X 0 2 4 0 2 4 4 10.73 0.00027 X X X X X X X 0 2 0.000112 0.000135 X X X X X X X 0 1 1 0 1 1 1 4.98 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.15E-05 4.3E-05 Proliferating Cell Nuclear Antigen (PCNA) domain DNA replication factor C complex [pmid DNA binding; DNA polymerase 4 7
1456 ENSG00000152795:ENSMUSG00000029328:ENSRNOG00000002270 HNRPDL gi|14110407|ref|NPgi|14110407|ref|NP_112740.1| heterogeneous nuclear ribonucleo 420 46437 9.6 0 o S 51 0.814 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.81 5.3E-05 X X X X X X X 0 3 13 0 3 13 13 12.14 0.00051 2 4 0 2 4 4 5.24 0.00037 3 0.000231 0.000244 RNA recognition motif. (a.k.a. RRM, RBD, or RNP heterogeneous nuclear ribonucleoprotein double-stranded DNA binding [pmid 6 18
1457 ENSG00000101365:ENSMUSG00000027406:ENSRNOG00000007316 IDH3B gi|28178816|ref|NPgi|28178816|ref|NP_777280.1|;gi|28178821|ref|NP_008830.2| isocitrate dehydrogenase 3, beta 383 41887 7.6 0 o S 41 0.974 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 7.57 0.00018 X X X X X X X 0 1 4.61E-05 9.22E-05 X X X X X X X 0 2 2 0 0 2 2 7.57 0.00012 X X X X X X X 0 2 3 0 0 3 3 7.57 0.00013 X X X X X X X 0 2 6.12E-05 7.09E-05 Isocitrate/isopropylmalate dehydrogenase [Amino mitochondrion [pmid 10601238] electron carrier activity [pmid 10601238]; 6 9
1458 ENSG00000142230:ENSMUSG00000052833:ENSRNOG00000015128 SAE1 gi|4885585|ref|NP_gi|4885585|ref|NP_005491.1| SUMO1 activating enzyme subun 346 38450 5.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.91 6.7E-05 X X X X X X X 0 2 2 0 2 2 2 13.29 0.0001 X X X X X X X 0 2 4.24E-05 5.09E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 9.54 0.00022 1 5.55E-05 0.000111 Ubiquitin activating enzyme (E1), repeat 1. E1, a nucleus [pmid 10187858] ATP-dependent protein binding [pmid 5 5
1459 ENSG00000021355:ENSMUSG00000079049:ENSRNOG00000034229 SERPINB1 gi|13489087|ref|NPgi|13489087|ref|NP_109591.1| serine (or cysteine) proteinase inh 379 42742 6.3 0 o Q 25 0.015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.43 5.9E-05 X X X X X X X 0 2 8 0 2 8 8 8.97 0.00034 3 5 0 3 5 5 7.92 0.00051 3 0.000228 0.000239 Plasminogen Activator Inhibitor-2 (PAI-2). PAI-2 is a cytoplasm serine-type endopeptidase inhibitor 6 14
1460 ENSG00000132780:ENSMUSG00000028693:ENSRNOG00000016454 NASP gi|27262628|ref|NPgi|27262628|ref|NP_002473.2|;gi|27262630|ref|NP_689511.2|;gi|27262634|ref|NP_751896.1| nuclear autoantigenic sperm prote 788 85238 4.3 0 o S 19 0.881 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 0 5 5 5.96 0.00011 X X X X X X X 0 1 2.8E-05 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 9 0 0 9 9 13.07 0.00019 1 4 0 0 4 4 1.65 0.00019 2 9.53E-05 0.00011 Tetratricopeptide repeat domain; typically contains 34 nucleus [pmid 1426632] binding 7 18
1461 ENSG00000071553:ENSMUSG00000019087:ENSRNOG00000037244 ATP6AP1 gi|17136148|ref|NPgi|17136148|ref|NP_001174.2| ATPase, H+ transporting, lysosom 470 52026 6.1 2 i19-41o426-448i S 41 1 X X X X X X X 0 1 4 0 1 4 4 3.83 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.96E-05 9.93E-05 X X X X X X X 0 1 1 0 1 1 1 2.98 4.8E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.77 0.00016 2 5.28E-05 7.71E-05 Vacuolar ATP synthase subunit S1 (ATP6S1). This membrane; proton-transporting two-sector ATP binding; hydrogen-transporting ATP 3 7
1462 ENSG00000092621:ENSMUSG00000063514:ENSRNOG00000025289 PHGDH gi|23308577|ref|NPgi|23308577|ref|NP_006614.2| phosphoglycerate dehydrogenase 533 56651 6.7 0 o Q 15 0 X X X X X X X 0 3 3 0 3 3 3 10.69 0.00013 X X X X X X X 0 1 2 0 1 2 2 4.13 6.6E-05 1 1 0 1 1 1 6.75 0.00076 3 4.94E-05 6.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 D-isomer specific 2-hydroxyacid dehydrogenase, NAD extracellular region electron carrier activity [pmid 8758134]; 5 6
1463 ENSG00000170606:ENSMUSG00000020361:ENSRNOG00000016596 HSPA4 gi|38327039|ref|NPgi|38327039|ref|NP_002145.3| heat shock 70kDa protein 4 [Hom 840 94331 5.2 0 o Q 21 0.111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 10 0 6 10 10 12.02 0.00021 X X X X X X X 0 1 5.26E-05 0.000105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 3.93 0.00014 1 1 0 1 1 1 2.14 4.6E-05 2 4.54E-05 6.41E-05 Hsp70 protein. Hsp70 chaperones help to fold many cytoplasm ATP binding [pmid 8335910]; nucleotide 9 18
1464 ENSG00000187688:ENSMUSG00000018507:ENSRNOG00000003104 TRPV2 gi|20127551|ref|NPgi|20127551|ref|NP_057197.2| transient receptor potential cation 764 85981 5.8 6 i391-413o433-45Q 18 0 X X X X X X X 0 2 2 0 2 2 2 4.97 6.1E-05 1 2 0 1 2 2 1.57 0.00049 X X X X X X X 0 X X X X X X X 0 2 0.000138 0.000237 X X X X X X X 0 1 1 0 1 1 1 3.53 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.34E-06 1.47E-05 ankyrin repeats; ankyrin repeats mediate protein- integral to plasma membrane [pmid calcium channel activity; calcium ion 4 5
1465 ENSG00000125844:ENSMUSG00000027422:ENSRNOG00000005958 RRBP1 gi|110611220|ref|Ngi|110611220|ref|NP_004578.2| ribosome binding protein 1 [Homo 977 108655 5.5 1 i9-31o A 23 0.004 2 3 0 2 3 3 3.58 0.0005 1 1 0 1 1 1 1.43 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00013 0.000245 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.33 3.9E-05 1 9.82E-06 1.96E-05 4 5
1466 ENSG00000059804:NA:NA GTR3 gi|5902090|ref|NP_gi|5902090|ref|NP_008862.1| solute carrier family 2 (facilitated g 496 53924 7.2 10 i9-31o63-85i92-1S 22 0.743 X X X X X X X 0 1 1 0 1 1 1 1.81 4.7E-05 1 1 0 1 1 1 2.42 0.00038 X X X X X X X 0 X X X X X X X 0 2 0.000106 0.000183 X X X X X X X 0 2 2 0 2 2 2 9.48 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.26E-05 4.52E-05 Sugar (and other) transporter; pfam00083 integral to membrane; membrane; glucose transporter activity [pmid 4 4
1467 ENSG00000154727:ENSMUSG00000008976:ENSRNOG00000001549 GABPA gi|34452721|ref|NPgi|34452721|ref|NP_002031.2| GA binding protein transcription fa 454 51295 5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.86 5.1E-05 X X X X X X X 0 1 1 0 1 1 1 5.07 3.9E-05 X X X X X X X 0 2 2.26E-05 2.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.96 0.00025 1 6.34E-05 0.000127 SAM / Pointed domain; A subfamily of the SAM nucleus [pmid 9016666] protein binding [pmid 10675337]; RNA 3 5
1468 ENSG00000131378:ENSMUSG00000039316:ENSRNOG00000011321 RFTN1 gi|41872577|ref|NPgi|41872577|ref|NP_055965.1| raft-linking protein [Homo sapiens 578 63146 5.7 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 9.34 0.00016 X X X X X X X 0 1 4 0 1 4 4 5.02 0.00012 X X X X X X X 0 2 7.09E-05 8.34E-05 X X X X X X X 0 2 4 0 2 4 4 9 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.88E-05 7.76E-05 5 12
1469 ENSG00000141048:ENSMUSG00000057003:ENSRNOG00000002987 MYH4 gi|110611903|ref|Ngi|110611903|ref|NP_060003.2| myosin, heavy polypeptide 4, ske 1939 223069 5.8 0 o Q 14 0 X X X X X X X 0 23 40 32 4 8 21.37 13.05 0.00026 3 6 6 0 0 0 1.65 0 5 20 11 2 9 16.62 4.02 0.00015 X X X X X X X 0 2 0.000102 0.000126 X X X X X X X 0 6 9 8 1 1 8 4.9 9.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.31E-05 4.63E-05 37 75
1470 ENSG00000152270:ENSMUSG00000030671:ENSRNOG00000011417 PDE3B gi|40254434|ref|NPgi|40254434|ref|NP_000913.2| phosphodiesterase 3B, cGMP-inh 1112 124333 5.9 5 i80-102o117-137Q 0 0 X X X X X X X 0 5 9 0 5 9 9 7.55 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.72E-05 9.44E-05 X X X X X X X 0 3 7 0 3 7 7 5.22 0.00014 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.08 6.9E-05 2 5.26E-05 6.75E-05 Metal dependent phosphohydrolases with conserved membrane 3',5'-cyclic-nucleotide 9 18
1471 ENSG00000188677:ENSMUSG00000022438:ENSRNOG00000011633 PARVB gi|20127528|ref|NPgi|20127528|ref|NP_037459.2|;gi|51477696|ref|NP_001003828.1| parvin, beta isoform b [Homo sap 364 41714 6.7 0 o Q 36 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.85 4.9E-05 X X X X X X X 0 1 1.21E-05 2.43E-05 X X X X X X X 0 2 5 0 0 5 5 7.69 0.00031 X X X X X X X 0 1 4 0 0 4 4 3.85 0.00018 X X X X X X X 0 2 0.000122 0.00015 Calponin homology (CH) domain. The CH domain is cytoskeleton actin binding; protein binding 4 10
1472 ENSG00000165934:ENSMUSG00000041781:ENSRNOG00000005733 CPSF2 gi|34101288|ref|NPgi|34101288|ref|NP_059133.1| cleavage and polyadenylation spe 782 88487 5.1 0 o Q 21 0.01 X X X X X X X 0 1 1 0 1 1 1 2.56 3E-05 X X X X X X X 0 2 6 0 2 6 6 4.86 0.00014 X X X X X X X 0 2 4.13E-05 6.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 10 0 2 10 10 5.12 0.00021 X X X X X X X 0 1 5.22E-05 0.000104 RNA-metabolising metallo-beta-lactamase. The nucleus RNA binding 5 17
1473 ENSG00000147471:ENSMUSG00000031485:ENSRNOG00000013751 PROSC gi|6005842|ref|NP_gi|6005842|ref|NP_009129.1| proline synthetase co-transcribed 275 30344 7.5 0 o Q 20 0.211 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.55 6.4E-05 X X X X X X X 0 1 1.61E-05 3.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.55 0.00018 2 2 0 2 2 2 5.82 0.00028 2 0.000114 0.000138 PLP dependent enzymes class III (PLPDE_III). The cytoplasm [pmid 10496079]; intracellular 4 6
1474 ENSG00000138678:ENSMUSG00000029314:ENSRNOG00000002159 PLCH gi|21362092|ref|NPgi|21362092|ref|NP_116106.2| lysophosphatidic acid acyltransfer 434 48705 8.9 2 o10-32i156-178oS 30 0.909 1 1 0 1 1 1 4.61 0.00037 1 2 0 1 2 2 2.53 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.00012 0.000176 X X X X X X X 0 1 1 0 1 1 1 3.23 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.29E-05 2.58E-05 Acyltransferase. This family contains acyltransferases acyltransferase activity 3 4
1475 ENSG00000101266:ENSMUSG00000074698:ENSRNOG00000005276 CSNK2A1 gi|29570791|ref|NPgi|29570791|ref|NP_808227.1| casein kinase II alpha 1 subunit is 391 45144 7.7 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.67 0.00014 X X X X X X X 0 1 3.39E-05 6.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 7.67 0.00021 1 1 0 1 1 1 3.58 9.8E-05 2 7.67E-05 9.94E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 5 9
1476 ENSG00000067048:ENSMUSG00000069045:NA LOC100130220 gi|169216131|ref|Xgi|169216131|ref|XP_001713749.1| PREDICTED: hypothetical protein 660 73154 7.6 0 o Q 0 0 X X X X X X X 0 4 14 14 0 0 0 9.39 0 X X X X X X X 0 6 13 10 1 3 6.988 18.94 0.00019 X X X X X X X 0 1 4.68E-05 9.35E-05 X X X X X X X 0 5 18 18 0 0 0 11.21 0 X X X X X X X 0 2 6 0 0 6 6 5.61 0.00015 1 1 0 0 1 1 2.58 5.8E-05 2 5.16E-05 7.01E-05 18 52
1477 ENSG00000185049:ENSMUSG00000029111:ENSRNOG00000015474 WHSC2 gi|19913363|ref|NPgi|19913363|ref|NP_005654.2| Wolf-Hirschhorn syndrome candid 528 57277 9 0 o Q 36 0.005 X X X X X X X 0 1 2 0 1 2 2 1.89 8.8E-05 X X X X X X X 0 2 7 0 2 7 7 10.04 0.00023 X X X X X X X 0 2 8.06E-05 0.000111 X X X X X X X 0 2 3 0 2 3 3 10.04 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.19E-05 6.37E-05 nucleus 5 12
1478 ENSG00000118308:ENSMUSG00000030263:ENSRNOG00000029308 LRMP gi|42789729|ref|NPgi|42789729|ref|NP_006143.2| lymphoid-restricted membrane pro 499 56213 5.6 1 i441-463o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 9.82 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.67E-05 9.35E-05 X X X X X X X 0 1 3 0 1 3 3 3.61 0.00013 X X X X X X X 0 1 2 0 1 2 2 2.61 6.5E-05 X X X X X X X 0 2 5.01E-05 6.44E-05 MRVI1 protein. This family consists of mammalian endoplasmic reticulum; endoplasmic 5 9
1479 ENSG00000089820:ENSMUSG00000031389:ENSRNOG00000037273 ARHGAP4 gi|156071465|ref|Ngi|156071465|ref|NP_001657.3| Rho GTPase activating protein 4 946 105026 6.3 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 6.03 7.4E-05 X X X X X X X 0 5 9 0 5 9 9 10.57 0.00017 X X X X X X X 0 2 6.05E-05 7.97E-05 X X X X X X X 0 2 7 0 2 7 7 5.07 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.15E-05 8.3E-05 10 19
1480 ENSG00000157191:ENSMUSG00000028923:ENSRNOG00000008427 NECAP2 gi|8922416|ref|NP_gi|8922416|ref|NP_060560.1| NECAP endocytosis associated 2 263 28339 8.4 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 10.27 0.00027 X X X X X X X 0 1 2 0 1 2 2 10.27 0.00013 X X X X X X X 0 2 0.0001 0.000127 X X X X X X X 0 1 1 0 1 1 1 10.27 8.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.13E-05 4.27E-05 Protein of unknown function (DUF1681). This family is clathrin vesicle coat; coated pit; intracellular protein binding 3 6
1481 ENSG00000213551:ENSMUSG00000021811:ENSRNOG00000006619 DNAJC9 gi|27597059|ref|NPgi|27597059|ref|NP_056005.1| DnaJ homolog, subfamily C, mem 260 29910 5.7 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 7.69 9E-05 X X X X X X X 0 1 2 0 1 2 2 7.69 0.00014 X X X X X X X 0 2 5.64E-05 6.78E-05 X X X X X X X 0 1 2 0 1 2 2 7.69 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.31E-05 8.63E-05 DnaJ domain. DnaJ domains (J-domains) are heat shock protein binding 3 5
1482 ENSG00000160746:ENSMUSG00000037949:ENSRNOG00000000219 TMEM16K gi|94536803|ref|NPgi|94536803|ref|NP_060545.3| transmembrane protein 16K [Hom 660 76329 7.4 8 i207-229o244-26Q 25 0.003 X X X X X X X 0 3 3 0 3 3 3 6.36 0.00011 X X X X X X X 0 2 2 0 2 2 2 6.67 5.4E-05 X X X X X X X 0 2 3.99E-05 5.08E-05 X X X X X X X 0 4 6 0 4 6 6 9.09 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.1E-05 0.000102 Protein of unknown function, DUF590. This family 9 11
1483 ENSG00000104835:ENSMUSG00000070699:ENSRNOG00000019962 SARS2 gi|8923421|ref|NP_gi|8923421|ref|NP_060297.1| seryl-tRNA synthetase 2 [Homo s 518 58283 8.1 0 o Q 25 0.005 X X X X X X X 0 1 2 0 1 2 2 2.9 9E-05 X X X X X X X 0 1 1 0 1 1 1 3.09 3.4E-05 X X X X X X X 0 2 3.1E-05 4.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.53 0.00022 1 5.56E-05 0.000111 Seryl-tRNA synthetase (SerRS) class II core catalytic mitochondrion [pmid 10764807] ATP binding [pmid 10764807]; ligase 4 6
1484 ENSG00000060491:ENSMUSG00000049401:ENSRNOG00000009355 OGFR gi|33286446|ref|NPgi|33286446|ref|NP_031372.2| opioid growth factor receptor [Hom 677 73325 4.8 0 o Q 0 0 X X X X X X X 0 3 6 0 3 6 6 7.39 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.17E-05 0.000103 X X X X X X X 0 1 1 0 1 1 1 2.95 3.3E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.62 0.00011 2 3.66E-05 5.35E-05 Opioid growth factor receptor (OGFr) conserved membrane opioid receptor activity [pmid 10677613]; 5 9
1485 ENSG00000129968:ENSMUSG00000003346:ENSRNOG00000018212 FAM108A1 gi|21361949|ref|NPgi|21361949|ref|NP_112490.2| hypothetical protein LOC81926 [H 361 39136 7 0 o S 21 0.837 X X X X X X X 0 2 4 0 2 4 4 11.91 0.00026 X X X X X X X 0 1 1 0 1 1 1 7.2 4.9E-05 X X X X X X X 0 2 7.68E-05 0.000123 X X X X X X X 0 1 2 0 1 2 2 3.88 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.11E-05 6.21E-05 Hydrolases of the alpha/beta superfamily [General hydrolase activity 4 7
1486 ENSG00000147443:ENSMUSG00000022102:ENSRNOG00000013922 DOK2 gi|41406050|ref|NPgi|41406050|ref|NP_003965.2| docking protein 2 [Homo sapiens] 412 45379 6 0 o Q 40 0.001 1 1 0 1 1 1 5.83 0.00039 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.88 8.6E-05 X X X X X X X 0 2 0.00012 0.000187 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.13 4E-05 X X X X X X X 0 1 9.9E-06 1.98E-05 Pleckstrin homology domain. Domain commonly insulin receptor binding; protein binding 3 4
1487 ENSG00000117899:ENSMUSG00000038503:ENSRNOG00000012366 MESDC2 gi|74136552|ref|NPgi|74136552|ref|NP_055969.1| mesoderm development candidat 234 26077 7.8 0 o S 34 1 X X X X X X X 0 1 2 0 1 2 2 5.98 0.0002 X X X X X X X 0 1 1 0 1 1 1 5.98 7.5E-05 X X X X X X X 0 2 6.87E-05 9.41E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.82 0.00014 X X X X X X X 0 1 3.49E-05 6.97E-05 3 5
1488 ENSG00000180370:ENSMUSG00000022781:ENSRNOG00000001747 PAK2 gi|32483399|ref|NPgi|32483399|ref|NP_002568.2| p21-activated kinase 2 [Homo sap 524 58043 6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.73 6.7E-05 X X X X X X X 0 1 1.69E-05 3.37E-05 X X X X X X X 0 1 1 0 1 1 1 3.05 4.3E-05 X X X X X X X 0 3 12 0 3 12 12 12.21 0.00037 X X X X X X X 0 2 0.000104 0.000181 PAK (p21 activated kinase) Binding Domain (PBD), ATP binding; nucleotide binding; protein 5 15
1489 ENSG00000198162:ENSMUSG00000008763:ENSRNOG00000015226 MAN1A2 gi|5729913|ref|NP_gi|5729913|ref|NP_006690.1| mannosidase, alpha, class 1A, me 641 73004 7.6 1 i37-56o A 53 0.013 X X X X X X X 0 1 5 0 1 5 5 3.28 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.55E-05 9.1E-05 X X X X X X X 0 2 2 0 2 2 2 5.46 7E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.9 0.00012 2 4.74E-05 5.84E-05 Glycosyl hydrolase family 47. Members of this family integral to membrane [pmid 9592125]; calcium ion binding; hydrolase activity, 5 9
1490 ENSG00000100749:ENSMUSG00000021115:ENSRNOG00000005274 VRK1 gi|4507903|ref|NP_gi|4507903|ref|NP_003375.1| vaccinia related kinase 1 [Homo s 396 45476 8.9 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.56 8.9E-05 X X X X X X X 0 1 2.23E-05 4.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 11.62 8.2E-05 1 3 0 1 3 3 4.55 0.00029 2 9.33E-05 0.000137 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 4 7
1491 ENSG00000213782:ENSMUSG00000030204:ENSRNOG00000007838 DDX47 gi|20149629|ref|NPgi|20149629|ref|NP_057439.2|;gi|41327776|ref|NP_957518.1| DEAD (Asp-Glu-Ala-Asp) box poly 455 50647 9.1 0 o Q 0 0 X X X X X X X 0 2 8 0 0 8 8 6.81 0.00041 X X X X X X X 0 1 1 0 0 1 1 2.64 3.9E-05 X X X X X X X 0 2 0.000112 0.000199 X X X X X X X 0 1 1 0 0 1 1 3.96 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.23E-05 2.47E-05 Helicase superfamily c-terminal domain; associated cytoplasm [pmid 11024137]; extracellular ATP binding; ATP-dependent helicase 4 10
1492 ENSG00000113384:ENSMUSG00000022200:ENSRNOG00000012186 GOLPH3 gi|11545859|ref|NPgi|11545859|ref|NP_071413.1| golgi phosphoprotein 3 [Homo sa 298 33811 6.4 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.05 5.9E-05 X X X X X X X 0 1 1.48E-05 2.96E-05 X X X X X X X 0 2 4 0 2 4 4 13.09 0.0003 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.72 0.00013 2 0.000107 0.000143 Golgi phosphoprotein 3 (GPP34). This family consists membrane 4 6
1493 ENSG00000129103:ENSMUSG00000025538:ENSRNOG00000000922 SUMF2 gi|110227848|ref|Ngi|110227848|ref|NP_001035933.1|;gi|110227851|ref|NP_001035934.1|;gi|24308053|ref|NP_056226.1| sulfatase modifying factor 2 isofor 304 34290 8.4 0 o S 26 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.26 5.8E-05 X X X X X X X 0 1 1.45E-05 2.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.26 5.4E-05 2 3 0 0 3 3 4.28 0.00038 2 0.000108 0.000182 4 5
1494 ENSG00000169228:ENSMUSG00000034789:ENSRNOG00000016539 RAB24 gi|96975135|ref|NPgi|96975135|ref|NP_570137.2| RAB24 gene product [Homo sapie 203 23124 6.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 8.37 0.00023 X X X X X X X 0 1 1 0 1 1 1 7.88 8.7E-05 X X X X X X X 0 2 7.92E-05 0.000108 X X X X X X X 0 1 1 0 1 1 1 8.37 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.76E-05 5.53E-05 3 4
1495 ENSG00000151553:ENSMUSG00000033478:ENSRNOG00000017225 KIAA1600 gi|61098052|ref|NPgi|61098052|ref|NP_065991.2| hypothetical protein LOC57700 [H 765 86415 5.3 0 o Q 22 0.088 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.53 6.9E-05 X X X X X X X 0 1 1.73E-05 3.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 5.88 0.00015 4 5 0 4 5 5 7.06 0.00025 2 0.0001 0.000123 7 15
1496 ENSG00000105576:ENSMUSG00000031691:ENSRNOG00000003970 TNPO2 gi|48675813|ref|NPgi|48675813|ref|NP_038461.2| transportin 2 (importin 3, karyophe 887 100408 5 0 o Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 1 2 3 3.231 8.79 6.4E-05 X X X X X X X 0 1 1.61E-05 3.22E-05 X X X X X X X 0 1 2 2 0 0 0 3.83 0 X X X X X X X 0 3 4 1 2 3 3.5 10.26 6.4E-05 5 10 3 3 7 8.05 9.7 0.00035 2 0.000103 0.000166 HEAT repeat. The HEAT repeat family is related to cytoplasm [pmid 9298975]; nuclear pore; binding; nuclear localization sequence 12 20
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

1497 ENSG00000049239:ENSMUSG00000028980:ENSRNOG00000017523 H6PD gi|52145310|ref|NPgi|52145310|ref|NP_004276.2| hexose-6-phosphate dehydrogena 791 88893 7.3 0 o S 20 1 X X X X X X X 0 1 2 0 1 2 2 2.53 5.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.77 2.2E-05 X X X X X X X 0 2 2.03E-05 2.78E-05 X X X X X X X 0 2 8 0 2 8 8 5.06 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.67E-05 0.000113 6PGL: 6-Phosphogluconolactonase (6PGL) subfamily; endoplasmic reticulum 6-phosphogluconolactonase activity; 4 11
1498 ENSG00000105607:ENSMUSG00000003809:ENSRNOG00000003307 GCDH gi|4503943|ref|NP_gi|4503943|ref|NP_000150.1| glutaryl-Coenzyme A dehydrogen 438 48127 8.1 0 o Q 28 0.39 X X X X X X X 0 1 1 0 1 1 1 3.88 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 9 0 2 9 9 11.42 0.00034 1 1 0 1 1 1 3.88 8.8E-05 2 0.000106 0.000159 Glutaryl-CoA dehydrogenase (GCD). GCD is an acyl- mitochondrion [pmid 8541831] FAD binding; glutaryl-CoA 4 11
1499 ENSG00000014919:ENSMUSG00000040018:ENSRNOG00000017230 COX15 gi|17921985|ref|NPgi|17921985|ref|NP_510870.1|;gi|17921987|ref|NP_004367.2| COX15 homolog isoform 1 precur 410 46030 9.8 8 i68-90o154-171i1Q 32 0.44 X X X X X X X 0 1 2 0 0 2 2 3.41 0.00011 X X X X X X X 0 1 2 0 0 2 2 4.39 8.6E-05 X X X X X X X 0 2 5E-05 5.88E-05 X X X X X X X 0 1 3 0 0 3 3 4.39 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.1E-05 8.21E-05 Uncharacterized protein required for cytochrome integral to membrane; membrane; cytochrome-c oxidase activity [pmid 3 7
1500 ENSG00000007392:ENSMUSG00000024188:ENSRNOG00000020488 LUC7L gi|41393554|ref|NPgi|41393554|ref|NP_958815.1|;gi|8922297|ref|NP_060502.1|LUC7-like isoform b [Homo sapie 371 43728 9.9 0 o Q 22 0.006 X X X X X X X 0 3 4 1 0 3 3.429 11.86 0.00022 X X X X X X X 0 1 1 0 0 1 1 4.31 4.8E-05 X X X X X X X 0 2 6.58E-05 0.000102 X X X X X X X 0 2 4 2 0 2 2.148 9.7 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.25E-05 6.5E-05 LUC7 N_terminus. This family contains the N terminal metal ion binding; zinc ion binding 6 9
1501 ENSG00000114686:ENSMUSG00000032563:ENSRNOG00000012650 MRPL3 gi|6005862|ref|NP_gi|6005862|ref|NP_009139.1| mitochondrial ribosomal protein L 348 38633 9.5 0 o S 24 0.581 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.75 0.0001 X X X X X X X 0 1 2.54E-05 5.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.2 9.4E-05 1 2 0 1 2 2 5.46 0.00022 2 7.86E-05 0.000104 Ribosomal protein L3; pfam00297 intracellular; mitochondrial large ribosomal RNA binding [pmid 2891103]; structural 3 6
1502 ENSG00000119383:ENSMUSG00000039515:ENSRNOG00000018457 PPP2R4 gi|30065643|ref|NPgi|30065643|ref|NP_821067.1|;gi|30065645|ref|NP_821068.1|;gi|30065649|ref|NP_821070.1| protein phosphatase 2A, regulato 323 36775 6.3 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 11.15 7.2E-05 X X X X X X X 0 1 3 0 0 3 3 6.81 0.00016 X X X X X X X 0 2 5.91E-05 7.78E-05 X X X X X X X 0 1 2 0 0 2 2 11.15 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.47E-05 6.95E-05 Phosphotyrosyl phosphatase activator (PTPA) is also protein phosphatase type 2A complex [pmid phosphatase activator activity; protein 3 6
1503 ENSG00000103642:ENSMUSG00000032370:ENSRNOG00000018081 LACTB gi|26051231|ref|NPgi|26051231|ref|NP_116246.2| lactamase, beta isoform a [Homo 547 60694 8.5 0 o S 20 0.706 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 11.15 0.00016 X X X X X X X 0 1 4.04E-05 8.07E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 9.87 0.00012 1 1 0 1 1 1 3.29 7E-05 2 4.74E-05 5.83E-05 Beta-lactamase. This family appears to be distantly integral to membrane; membrane beta-lactamase activity; hydrolase 7 10
1504 ENSG00000147010:ENSMUSG00000040990:ENSRNOG00000004322 SH3KBP1 gi|13994242|ref|NPgi|13994242|ref|NP_114098.1|;gi|67514036|ref|NP_001019837.1| SH3-domain kinase binding prote 665 73126 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 4.51 8E-05 X X X X X X X 0 1 1.99E-05 3.98E-05 X X X X X X X 0 3 6 0 0 6 6 9.02 0.0002 X X X X X X X 0 1 6 0 0 6 6 3.46 0.00015 X X X X X X X 0 2 8.74E-05 0.000103 Src homology 3 domains; SH3 domains bind to membrane; nucleus kinase activity; protein binding [pmid 6 15
1505 ENSG00000169756:NA:NA LIMS1 gi|13518026|ref|NPgi|13518026|ref|NP_004978.2|;gi|169163572|ref|XP_001129783.2| LIM and senescent cell antigen-lik 325 37251 8 0 o Q 16 0.014 X X X X X X X 0 2 2 0 0 2 2 9.54 0.00014 X X X X X X X 0 2 3 0 0 3 3 12.31 0.00016 X X X X X X X 0 2 7.66E-05 8.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 10.46 0.0001 X X X X X X X 0 1 2.51E-05 5.02E-05 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. metal ion binding; zinc ion binding 6 7
1506 ENSG00000141968:ENSMUSG00000034116:NA VAV1 gi|7108367|ref|NP_gi|7108367|ref|NP_005419.2| vav 1 guanine nucleotide exchang 845 98314 6.6 0 o Q 19 0.004 X X X X X X X 0 4 9 1 4 8 8 8.28 0.00022 X X X X X X X 0 1 1 0 1 1 1 2.37 2.1E-05 X X X X X X X 0 2 6.04E-05 0.000107 X X X X X X X 0 2 5 0 2 5 5 4.5 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.32E-05 6.64E-05 Src homology 3 domains; SH3 domains bind to intracellular; nucleus diacylglycerol binding; metal ion binding; 7 15
1507 ENSG00000121542:ENSMUSG00000034473:NA SEC22A gi|14591919|ref|NPgi|14591919|ref|NP_036562.2| SEC22 vesicle trafficking protein 307 34948 8.2 4 i188-210o225-24Q 16 0.171 X X X X X X X 0 1 2 0 1 2 2 6.19 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.8E-05 7.6E-05 X X X X X X X 0 1 1 0 1 1 1 6.19 7.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.23 0.00013 2 4.95E-05 6.1E-05 Synaptobrevin/VAMP-like protein [Intracellular endoplasmic reticulum membrane [pmid transporter activity [pmid 8621431] 3 4
1508 ENSG00000186283:ENSMUSG00000060519:ENSRNOG00000004307 TOR3A gi|115647957|ref|Ngi|115647957|ref|NP_071766.2| torsin family 3, member A [Homo 397 46199 6 0 o S 22 0.999 X X X X X X X 0 1 1 0 1 1 1 3.78 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.47E-05 2.94E-05 X X X X X X X 0 3 6 0 3 6 6 11.59 0.00034 X X X X X X X 0 1 1 0 1 1 1 3.02 4.1E-05 X X X X X X X 0 2 9.5E-05 0.000164 5 8
1509 ENSG00000119541:ENSMUSG00000009907:ENSRNOG00000002705 VPS4B gi|17865802|ref|NPgi|17865802|ref|NP_004860.2| vacuolar protein sorting factor 4B 444 49302 7.2 0 o Q 19 0 X X X X X X X 0 2 3 0 2 3 3 8.78 0.00016 X X X X X X X 0 2 4 2 1 2 3 9.91 0.00012 X X X X X X X 0 2 6.92E-05 8.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.53 0.00011 X X X X X X X 0 1 2.76E-05 5.51E-05 MIT: domain contained within Microtubule Interacting endosome [pmid 11563910]; membrane; ATP binding; ATPase activity, coupled 6 10
1510 ENSG00000143889:ENSMUSG00000024095:ENSRNOG00000006929 HNRPLL gi|20149709|ref|NPgi|20149709|ref|NP_612403.2| heterogeneous nuclear ribonucleo 542 60083 7.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 11.62 0.0002 X X X X X X X 0 1 4.89E-05 9.78E-05 X X X X X X X 0 1 1 0 1 1 1 4.06 4.1E-05 X X X X X X X 0 1 2 0 1 2 2 2.95 6E-05 X X X X X X X 0 2 2.54E-05 3.03E-05 RNA recognition motif; smart00360 nucleus; ribonucleoprotein complex nucleotide binding; RNA binding 5 9
1511 ENSG00000080815:ENSMUSG00000019969:ENSRNOG00000009110 PSEN1 gi|4506163|ref|NP_gi|4506163|ref|NP_000012.1| presenilin 1 [Homo sapiens] 467 52668 5.3 9 i82-100o132-154Q 15 0 1 1 0 1 1 1 3.43 0.00035 1 1 0 1 1 1 4.71 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 9.93E-05 0.000167 X X X X X X X 0 1 1 0 1 1 1 4.71 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.4E-05 Presenilin. Mutations in presenilin-1 are a major endoplasmic reticulum [pmid 15274632]; peptidase activity; protein binding [pmid 3 3
1512 ENSG00000174485:ENSMUSG00000035492:ENSRNOG00000011739 DENND4A gi|125628677|ref|Ngi|125628677|ref|NP_005839.2| DENN/MADD domain containing 1863 209227 7.3 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 3.44 4.7E-05 X X X X X X X 0 1 1.19E-05 2.37E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.07 0.00038 X X X X X X X 0 1 2 0 1 2 2 1.07 4.1E-05 2 1.03E-05 2.06E-05 4 8
1513 ENSG00000148660:ENSMUSG00000021820:NA CAMK2G gi|26667191|ref|NPgi|26667191|ref|NP_001213.2|;gi|26667196|ref|NP_751909.1|;gi|26667199|ref|NP_751910.1|;gi|26667203|ref|NP_751911.1|;gi|26667211|ref|NP_751913.1| calcium/calmodulin-dependent pro 495 55961 7.2 0 o Q 16 0 X X X X X X X 0 2 3 2 0 1 3 7.68 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.53E-05 7.07E-05 X X X X X X X 0 1 2 0 0 2 2 2.63 9.1E-05 X X X X X X X 0 X X X X X X X 0 5 88 88 0 0 1.5 16.57 0.00012 2 5.17E-05 6.07E-05 Calcium/calmodulin dependent protein kinase II calcium- and calmodulin-dependent protein ATP binding; calcium- and calmodulin- 8 93
1514 ENSG00000139436:ENSMUSG00000041890:ENSRNOG00000001190 GIT2 gi|17149830|ref|NPgi|17149830|ref|NP_476510.1|;gi|17149832|ref|NP_476511.1|;gi|21237786|ref|NP_055591.2| G protein-coupled receptor kinase 759 84543 7.2 0 o Q 23 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 2 0 5 6.667 9.35 0.00016 X X X X X X X 0 1 3.88E-05 7.76E-05 X X X X X X X 0 1 2 0 0 2 2 2.64 5.9E-05 X X X X X X X 0 2 6 1 0 5 5.556 6.32 0.00012 X X X X X X X 0 2 4.46E-05 5.71E-05 Putative GTP-ase activating proteins for the small nucleoplasm [pmid 10942595] GTPase activator activity; metal ion 6 15
1515 ENSG00000108039:ENSMUSG00000025027:ENSRNOG00000012084 XPNPEP1 gi|21359929|ref|NPgi|21359929|ref|NP_065116.2| X-prolyl aminopeptidase (aminope 623 69918 5.7 0 o Q 17 0 X X X X X X X 0 2 2 0 2 2 2 4.49 7.5E-05 X X X X X X X 0 3 7 0 3 7 7 14.93 0.0002 X X X X X X X 0 2 6.83E-05 9.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 6.58 0.0001 X X X X X X X 0 1 2.62E-05 5.24E-05 Creatinase/Prolidase N-terminal domain. This family cytoplasm aminopeptidase activity; hydrolase 7 13
1516 ENSG00000000938:ENSMUSG00000028874:ENSRNOG00000009912 FGR gi|112382244|ref|Ngi|112382244|ref|NP_001036212.1| proto-oncogene tyrosine-protein k 529 59479 5.6 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 5.86 4.4E-05 X X X X X X X 0 1 3 0 1 3 3 2.84 0.0001 X X X X X X X 0 2 3.61E-05 4.75E-05 X X X X X X X 0 2 4 0 2 4 4 8.88 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.24E-05 8.48E-05 4 8
1517 ENSG00000196961:ENSMUSG00000060279:ENSRNOG00000026243 AP2A1 gi|19913414|ref|NPgi|19913414|ref|NP_055018.2|;gi|19913416|ref|NP_570603.2| adaptor-related protein complex 2 977 107546 7 0 o Q 26 0.001 X X X X X X X 0 2 2 1 0 1 2 5.22 4.8E-05 X X X X X X X 0 2 3 1 0 2 2.667 6.55 4.8E-05 X X X X X X X 0 2 2.4E-05 2.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 3 0 2 5 6.55 0.0002 1 4.91E-05 9.82E-05 Alpha adaptin AP2, C-terminal domain. Alpha adaptin AP-2 adaptor complex [pmid 12036598]; binding; structural molecule activity 7 10
1518 ENSG00000126456:ENSMUSG00000003184:NA IRF3 gi|4504725|ref|NP_gi|4504725|ref|NP_001562.1| interferon regulatory factor 3 [Hom 427 47219 5.3 0 o Q 24 0.261 X X X X X X X 0 2 3 0 2 3 3 10.54 0.00016 X X X X X X X 0 1 4 0 1 4 4 5.39 0.00017 X X X X X X X 0 2 8.23E-05 9.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.39 7.6E-05 X X X X X X X 0 1 1.91E-05 3.82E-05 Interferon Regulatory Factor (IRF); also known as nucleus RNA polymerase II transcription factor 4 9
1519 ENSG00000155438:ENSMUSG00000026377:ENSRNOG00000025701 MKI67IP gi|21314753|ref|NPgi|21314753|ref|NP_115766.2| MKI67 (FHA domain) interacting n 293 34253 9.9 0 o Q 17 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.78 0.00012 X X X X X X X 0 1 3.01E-05 6.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.78 0.00011 1 1 0 1 1 1 4.1 0.00013 2 6.06E-05 7.04E-05 RNA recognition motif; smart00360 condensed nuclear chromosome [pmid nucleotide binding; protein binding [pmid 3 5
1520 ENSG00000132274:NA:NA TRIM22 gi|117938316|ref|Ngi|117938316|ref|NP_006065.2| tripartite motif-containing 22 [Hom 498 56947 7.7 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.23 0.00011 X X X X X X X 0 1 2.66E-05 5.32E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.23 3.3E-05 3 3 0 3 3 3 4.82 0.00023 2 6.6E-05 0.000111 6 7
1521 ENSG00000162231:ENSMUSG00000010097:ENSRNOG00000019069 NXF1 gi|125625324|ref|Ngi|125625324|ref|NP_001074960.1|;gi|15487670|ref|NP_006353.2| nuclear RNA export factor 1 isofo 356 40476 9 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 7.58 6.6E-05 X X X X X X X 0 2 3 0 0 3 3 8.71 0.00015 X X X X X X X 0 2 5.36E-05 7.06E-05 X X X X X X X 0 1 2 0 0 2 2 4.49 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.15E-05 6.3E-05 4 6
1522 ENSG00000135048:ENSMUSG00000024754:ENSRNOG00000012782 TMEM2 gi|7019555|ref|NP_gi|7019555|ref|NP_037522.1| transmembrane protein 2 [Homo s 1383 154373 8.1 1 i83-105o Q 22 0 X X X X X X X 0 3 3 0 3 3 3 2.68 5.1E-05 X X X X X X X 0 1 2 0 1 2 2 2.02 2.6E-05 X X X X X X X 0 2 1.9E-05 2.42E-05 X X X X X X X 0 5 12 0 5 12 12 6.29 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.87E-05 9.73E-05 integral to membrane [pmid 10767548] 9 17
1523 ENSG00000101972:ENSMUSG00000025862:ENSRNOG00000029885 STAG2 gi|112789528|ref|Ngi|112789528|ref|NP_001036215.1|;gi|112789530|ref|NP_001036216.1| stromal antigen 2 isoform a [Hom 1268 145751 5.5 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.18 0.0003 3 5 0 0 5 5 3.71 7E-05 X X X X X X X 0 2 9.15E-05 0.00014 X X X X X X X 0 1 3 0 0 3 3 1.97 5.3E-05 X X X X X X X 0 X X X X X X X 0 1 2 2 0 0 0 1.03 0 1 1.33E-05 2.65E-05 6 12
1524 ENSG00000118873:ENSMUSG00000039318:ENSRNOG00000002353 RAB3GAP2 gi|19923790|ref|NPgi|19923790|ref|NP_036546.2| rab3 GTPase-activating protein, n 1393 155984 5.6 0 o Q 17 0.125 1 2 0 1 2 2 1.01 0.00023 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.65 1.3E-05 X X X X X X X 0 2 6.14E-05 0.000114 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 2.15 0.00011 1 2.76E-05 5.51E-05 soluble fraction enzyme regulator activity; GTPase 4 7
1525 ENSG00000119711:ENSMUSG00000021238:ENSRNOG00000011419 ALDH6A1 gi|11095441|ref|NPgi|11095441|ref|NP_005580.1| aldehyde dehydrogenase 6A1 pre 535 57840 8.5 1 i174-196o S 20 0.81 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 5.42 0.00017 X X X X X X X 0 1 4.13E-05 8.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.61 6.1E-05 1 1 0 1 1 1 2.8 7.2E-05 2 3.32E-05 3.86E-05 Aldehyde dehydrogenase family. This family of mitochondrion [pmid 1527093] acyl-CoA binding; malonate- 3 8
1526 ENSG00000168564:ENSMUSG00000038069:ENSRNOG00000022736 CDKN2AIP gi|8923040|ref|NP_gi|8923040|ref|NP_060102.1| CDKN2A interacting protein [Hom 580 61125 9 0 o Q 27 0 1 2 0 1 2 2 4.66 0.00056 1 1 0 1 1 1 3.62 4E-05 X X X X X X X 0 1 3 0 1 3 3 4.31 9.1E-05 X X X X X X X 0 3 0.000173 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 intracellular double-stranded RNA binding 3 6
1527 ENSG00000104419:ENSMUSG00000005125:ENSRNOG00000007393 NDRG1 gi|37655183|ref|NPgi|37655183|ref|NP_006087.2| N-myc downstream regulated gen 394 42835 5.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 9.14 0.00018 X X X X X X X 0 1 4.48E-05 8.97E-05 X X X X X X X 0 1 1 0 1 1 1 10.15 5.7E-05 X X X X X X X 0 1 1 0 1 1 1 3.55 4.1E-05 X X X X X X X 0 2 2.46E-05 2.91E-05 Ndr family. This family consists of proteins from nucleus 4 6
1528 ENSG00000136521:ENSMUSG00000027673:ENSRNOG00000011949 NDUFB5 gi|4505363|ref|NP_gi|4505363|ref|NP_002483.1| NADH dehydrogenase (ubiquinon 189 21750 9.6 1 i70-92o S 25 0.916 X X X X X X X 0 1 1 0 1 1 1 7.94 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.09E-05 6.17E-05 X X X X X X X 0 1 1 0 1 1 1 11.11 0.00012 X X X X X X X 0 1 1 0 1 1 1 7.94 8.6E-05 X X X X X X X 0 2 5.13E-05 6.06E-05 mitochondrion NADH dehydrogenase (ubiquinone) 3 3
1529 ENSG00000067992:ENSMUSG00000035232:ENSRNOG00000012513 PDK3 gi|4885545|ref|NP_gi|4885545|ref|NP_005382.1| pyruvate dehydrogenase kinase, 406 46939 8.4 0 o Q 41 0 X X X X X X X 0 1 1 0 1 1 1 3.69 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.44E-05 2.87E-05 X X X X X X X 0 1 1 0 1 1 1 4.93 5.5E-05 X X X X X X X 0 X X X X X X X 0 2 3 1 1 2 3 9.61 0.00028 2 8.47E-05 0.000135 Histidine kinase-like ATPases; This family includes mitochondrion [pmid 7499431] ATP binding; [pyruvate dehydrogenase 4 5
1530 ENSG00000141030:ENSMUSG00000019373:ENSRNOG00000003315 COPS3 gi|23238222|ref|NPgi|23238222|ref|NP_003644.2| COP9 constitutive photomorphog 423 47873 6.7 0 o Q 18 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 8.98 0.00013 X X X X X X X 0 1 3.13E-05 6.26E-05 X X X X X X X 0 1 2 0 1 2 2 5.91 0.00011 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.84 9.1E-05 2 4.92E-05 5.72E-05 PCI domain. This domain has also been called the nucleus; signalosome complex protein binding [pmid 11418127] [pmid 4 6
1531 ENSG00000129675:ENSMUSG00000031133:ENSRNOG00000000869 ARHGEF6 gi|22027525|ref|NPgi|22027525|ref|NP_004831.1| Rac/Cdc42 guanine nucleotide ex 776 87499 6 0 o Q 26 0.136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 7.6 0.00014 X X X X X X X 0 1 3.41E-05 6.83E-05 X X X X X X X 0 2 3 0 2 3 3 4.38 8.7E-05 X X X X X X X 0 1 4 0 1 4 4 1.8 8.4E-05 X X X X X X X 0 2 4.27E-05 4.93E-05 Src homology 3 domains; SH3 domains bind to intracellular [pmid 11017088] GTPase activator activity [pmid 6 13
1532 ENSG00000154229:ENSMUSG00000050965:ENSRNOG00000003491 PRKCA gi|4506067|ref|NP_gi|4506067|ref|NP_002728.1| protein kinase C, alpha [Homo sa 672 76764 7 0 o Q 0 0 1 1 0 0 1 1 3.13 0.00024 1 4 4 0 0 0 3.13 0 X X X X X X X 0 1 2 0 1 2 2 3.87 5.3E-05 X X X X X X X 0 2 7.35E-05 0.000115 X X X X X X X 0 2 3 1 1 2 2.286 7.89 7.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 2.08 0 1 1.91E-05 3.82E-05 Protein kinase C conserved region 1 (C1) . Cysteine- membrane fraction [pmid 7935319] ATP binding; calcium ion binding; 6 11
1533 ENSG00000169762:ENSMUSG00000046985:ENSRNOG00000003174 TAPT1 gi|130977756|ref|Ngi|130977756|ref|NP_699196.2| transmembrane anterior posterior 567 64260 8.3 5 o122-144i157-17Q 17 0 X X X X X X X 0 1 1 0 1 1 1 2.29 4.1E-05 1 1 0 1 1 1 2.82 0.00033 X X X X X X X 0 X X X X X X X 0 2 9.31E-05 0.00016 X X X X X X X 0 1 1 0 1 1 1 3.7 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.89E-06 1.98E-05 3 3
1534 ENSG00000087253:ENSMUSG00000033192:ENSRNOG00000016643 AYTL1 gi|47086907|ref|NPgi|47086907|ref|NP_060309.2| lysophosphatidylcholine acyltrans 544 60208 6.6 1 i58-80o Q 17 0.091 X X X X X X X 0 4 5 0 4 5 5 16.54 0.00021 X X X X X X X 0 1 2 0 1 2 2 4.23 6.5E-05 X X X X X X X 0 2 6.98E-05 0.000101 X X X X X X X 0 1 2 0 1 2 2 4.23 8.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.06E-05 4.12E-05 Eps15 homology domain; found in proteins implicated integral to membrane; membrane acyltransferase activity; calcium ion 6 9
1535 ENSG00000025800:ENSMUSG00000003731:ENSRNOG00000000127 KPNA6 gi|6912478|ref|NP_gi|6912478|ref|NP_036448.1| karyopherin alpha 6 [Homo sapie 536 60030 5 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 14.93 0.00013 X X X X X X X 0 4 8 2 2 6 7.667 16.98 0.00025 X X X X X X X 0 2 9.58E-05 0.000121 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.92 3E-05 X X X X X X X 0 1 7.61E-06 1.52E-05 Importin beta binding domain. This family consists of binding; protein transporter activity 8 12
1536 ENSG00000135269:ENSMUSG00000068113:ENSRNOG00000033628 TES gi|7661666|ref|NP_gi|7661666|ref|NP_056456.1| testin isoform 1 [Homo sapiens] 421 47996 7.7 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 2.38 0.00017 X X X X X X X 0 1 1 0 1 1 1 3.8 4.2E-05 X X X X X X X 0 2 5.2E-05 7.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5.7 0.00012 X X X X X X X 0 1 2.91E-05 5.81E-05 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. metal ion binding; zinc ion binding 3 7
1537 ENSG00000149218:ENSMUSG00000037419:ENSRNOG00000024757 ENDOD1 gi|148225659|ref|Ngi|148225659|ref|NP_055851.1| endonuclease domain containing 500 55017 5.7 3 o342-364i429-45S 22 0.998 X X X X X X X 0 3 6 0 3 6 6 12.8 0.00028 X X X X X X X 0 2 2 0 2 2 2 7.4 7.1E-05 X X X X X X X 0 2 8.76E-05 0.000132 X X X X X X X 0 1 1 0 1 1 1 2.2 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.12E-05 2.24E-05 6 9
1538 ENSG00000095380:ENSMUSG00000028334:ENSRNOG00000008945 NANS gi|12056473|ref|NPgi|12056473|ref|NP_061819.2| N-acetylneuraminic acid phospha 359 40308 6.7 0 o Q 16 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.24 9.8E-05 X X X X X X X 0 1 2.46E-05 4.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 10.03 0.00014 1 1 0 1 1 1 3.62 0.00011 2 6.08E-05 7.13E-05 NeuB family. NeuB is the prokaryotic N- cytoplasm [pmid 10749855] N-acetylneuraminate synthase activity; 4 6
1539 ENSG00000108010:ENSMUSG00000031068:ENSRNOG00000016227 GLRX3 gi|95113651|ref|NPgi|95113651|ref|NP_006532.2| glutaredoxin 3 [Homo sapiens] 335 37432 5.4 0 o Q 19 0.182 X X X X X X X 0 1 2 0 1 2 2 7.46 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.48E-05 6.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.57 4.9E-05 1 1 0 1 1 1 5.37 0.00011 2 4.08E-05 5.43E-05 3 4
1540 ENSG00000136891:ENSMUSG00000028345:ENSRNOG00000008618 TEX10 gi|8923269|ref|NP_gi|8923269|ref|NP_060216.1| testis expressed 10 [Homo sapien 929 105693 9.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.51 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.28E-06 1.26E-05 X X X X X X X 0 1 4 0 1 4 4 1.94 9.7E-05 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 3.23 0.00029 2 9.65E-05 0.000136 extracellular space; integral to membrane; binding; carrier activity 5 12
1541 ENSG00000102575:ENSMUSG00000001348:NA ACP5 gi|4501873|ref|NP_gi|4501873|ref|NP_001602.1| tartrate resistant acid phosphatas 325 36599 8.7 0 o S 22 1 X X X X X X X 0 1 1 0 1 1 1 8 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.79E-05 3.59E-05 X X X X X X X 0 1 2 0 1 2 2 5.85 0.00014 X X X X X X X 0 1 3 0 1 3 3 8 0.00015 X X X X X X X 0 2 7.22E-05 8.35E-05 Calcineurin-like phosphoesterase; pfam00149 integral to membrane [pmid 2338077]; acid phosphatase activity [pmid 3 6
1542 ENSG00000104897:ENSMUSG00000020211:ENSRNOG00000021639 SF3A2 gi|21361376|ref|NPgi|21361376|ref|NP_009096.2| splicing factor 3a, subunit 2 [Hom 464 49256 9.6 0 o Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 9.05 0.00015 X X X X X X X 0 1 3.81E-05 7.61E-05 X X X X X X X 0 1 1 0 1 1 1 5.39 4.8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.88 8.3E-05 2 3.28E-05 4.04E-05 U1-like zinc finger; Family of C2H2-type zinc fingers, intracellular; nucleus; small nuclear metal ion binding; nucleic acid binding; 4 6
1543 ENSG00000133313:ENSMUSG00000024644:ENSRNOG00000015591 CNDP2 gi|8922699|ref|NP_gi|8922699|ref|NP_060705.1| CNDP dipeptidase 2 [Homo sapie 475 52779 5.9 0 o Q 34 0 X X X X X X X 0 2 3 0 2 3 3 9.05 0.00015 X X X X X X X 0 2 2 0 2 2 2 5.68 7.4E-05 X X X X X X X 0 2 5.54E-05 7.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.26 0.0001 X X X X X X X 0 1 2.58E-05 5.15E-05 hypothetical protein; PRK09104 carboxypeptidase activity; hydrolase 6 8
1544 ENSG00000119471:ENSMUSG00000028383:ENSRNOG00000016692 HSDL2 gi|40254986|ref|NPgi|40254986|ref|NP_115679.2| hydroxysteroid dehydrogenase lik 418 45395 8 0 o S 22 0.544 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.07 0.00013 X X X X X X X 0 1 3.17E-05 6.34E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.37 7.8E-05 1 1 0 1 1 1 5.5 9.2E-05 2 4.25E-05 4.94E-05 SCP-2 sterol transfer family. This domain is involved oxidoreductase activity; sterol carrier 4 6
1545 ENSG00000013275:ENSMUSG00000030603:ENSRNOG00000025737 PSMC4 gi|24430155|ref|NPgi|24430155|ref|NP_694546.1|;gi|5729991|ref|NP_006494.1|;gi|89064750|ref|XP_947602.1| proteasome 26S ATPase subunit 387 43508 5.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 11 9 0 2 2 23 9.1E-05 X X X X X X X 0 1 2.28E-05 4.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.91 4.2E-05 1 2 0 0 2 2 6.46 0.0002 2 6.01E-05 9.43E-05 AAA-superfamily of ATPases associated with a wide cytoplasm; cytosol; nucleus; proteasome ATP binding; ATPase activity [pmid 6 14
1546 ENSG00000110057:ENSMUSG00000036908:ENSRNOG00000017703 UNC93B1 gi|45580709|ref|NPgi|45580709|ref|NP_112192.2| unc-93 homolog B1 [Homo sapien 597 66631 7 12 i60-82o111-130i1Q 19 0 X X X X X X X 0 1 1 0 1 1 1 6.7 3.9E-05 1 1 0 1 1 1 2.85 0.00031 X X X X X X X 0 X X X X X X X 0 2 8.84E-05 0.000152 X X X X X X X 0 1 1 0 1 1 1 6.7 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.39E-06 1.88E-05 Eukaryotic protein of unknown function (DUF895). integral to membrane; membrane 3 3
1547 ENSG00000139725:ENSMUSG00000029449:NA RHOF gi|38016957|ref|NPgi|38016957|ref|NP_061907.2| ras homolog gene family, membe 211 23625 8.6 0 o Q 17 0.001 X X X X X X X 0 2 3 0 2 3 3 14.22 0.00033 2 2 2 0 0 0.25 9.48 0.00022 1 1 0 1 1 1 9.48 8.4E-05 X X X X X X X 0 3 0.000159 0.000147 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rho4-like subfamily. Rho4 is a GTPase that controls cytoskeleton [pmid 11084341]; intracellular; GTP binding; GTPase activity [pmid 5 6
1548 ENSG00000105402:ENSMUSG00000006024:ENSRNOG00000001494 NAPA gi|47933379|ref|NPgi|47933379|ref|NP_003818.2| N-ethylmaleimide-sensitive factor 295 33233 5.4 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.41 6E-05 X X X X X X X 0 1 1.5E-05 2.99E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 8.81 0.00017 1 1 0 1 1 1 4.41 0.00013 2 7.4E-05 8.67E-05 endoplasmic reticulum; Golgi apparatus binding; intracellular transporter activity; 4 5
1549 ENSG00000028528:ENSMUSG00000032382:ENSRNOG00000001574 SNX1 gi|23111032|ref|NPgi|23111032|ref|NP_683758.1|;gi|23111034|ref|NP_003090.2|;gi|23111036|ref|NP_690039.1| sorting nexin 1 isoform b [Homo s 457 51813 5.6 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 5.47 0.00012 X X X X X X X 0 1 2.9E-05 5.8E-05 X X X X X X X 0 1 3 0 0 3 3 5.47 0.00015 X X X X X X X 0 1 1 0 0 1 1 2.63 3.6E-05 X X X X X X X 0 2 4.57E-05 6.97E-05 Sorting nexin, N-terminal domain. These proteins bins phosphoinositide binding; protein 3 7
1550 ENSG00000164916:ENSMUSG00000056493:ENSRNOG00000001104 FOXK1 gi|82546824|ref|NPgi|82546824|ref|NP_001032242.1| forkhead box K1 [Homo sapiens] 733 75457 9.3 0 o S 45 0.984 X X X X X X X 0 1 3 0 1 3 3 1.91 9.5E-05 X X X X X X X 0 1 2 0 1 2 2 1.91 4.8E-05 X X X X X X X 0 2 3.59E-05 4.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 5.73 0.00013 X X X X X X X 0 1 3.34E-05 6.68E-05 Forkhead associated domain (FHA); found in nucleus sequence-specific DNA binding; 4 11
1551 ENSG00000139842:ENSMUSG00000031446:ENSRNOG00000019649 CUL4A gi|57165424|ref|NPgi|57165424|ref|NP_001008895.1| cullin 4A isoform 1 [Homo sapiens 759 87680 8.1 0 o Q 38 0.019 X X X X X X X 0 1 1 0 1 1 1 1.71 3.1E-05 X X X X X X X 0 3 4 1 1 3 3.5 5.14 8.1E-05 X X X X X X X 0 2 2.8E-05 3.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 1.84 0.00015 1 3.79E-05 7.59E-05 Cullin, a subunit of E3 ubiquitin ligase protein binding [pmid 12504025] 5 8
1552 ENSG00000147677:ENSMUSG00000022312:ENSRNOG00000040153 EIF3H gi|4503515|ref|NP_gi|4503515|ref|NP_003747.1| eukaryotic translation initiation fac 352 39930 6.5 0 o Q 22 0.087 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.68 5E-05 X X X X X X X 0 1 1.25E-05 2.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.98 9.3E-05 1 2 0 1 2 2 5.97 0.00022 2 7.77E-05 0.000103 JAB/MPN domain; Domain in Jun kinase activation eukaryotic translation initiation factor 3 protein binding [pmid 12812986]; 3 5
1553 ENSG00000027075:ENSMUSG00000021108:ENSRNOG00000004873 PRKCH gi|28557781|ref|NPgi|28557781|ref|NP_006246.2| protein kinase C, eta [Homo sapie 683 77829 7.8 0 o Q 29 0 X X X X X X X 0 2 4 0 2 4 4 3.51 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.41E-05 6.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.64 2.4E-05 1 2 0 1 2 2 1.61 0.00011 2 3.41E-05 5.34E-05 Protein kinase C conserved region 1 (C1) . Cysteine- ATP binding; diacylglycerol binding; 4 7
1554 ENSG00000079739:ENSMUSG00000025791:ENSRNOG00000009889 PGM1 gi|21361621|ref|NPgi|21361621|ref|NP_002624.2| phosphoglucomutase 1 [Homo sa 562 61449 6.8 0 o Q 0 0 1 1 0 1 1 1 3.02 0.00029 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.45 6.3E-05 X X X X X X X 0 2 8.79E-05 0.000137 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.09 2.9E-05 X X X X X X X 0 1 7.26E-06 1.45E-05 Phosphoglucomutase/phosphomannomutase, cytoplasm [pmid 1530890] intramolecular transferase activity, 3 4
1555 ENSG00000105972:ENSMUSG00000025858:ENSRNOG00000001293 C7orf20 gi|38570062|ref|NPgi|38570062|ref|NP_057033.2| hypothetical protein LOC51608 [H 327 36504 5.4 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.59 5.4E-05 X X X X X X X 0 1 1.35E-05 2.7E-05 X X X X X X X 0 1 1 0 1 1 1 4.59 6.9E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.2 0.00023 2 7.58E-05 0.000111 Protein of unknown function (DUF410). Family of 3 4
1556 ENSG00000147416:ENSMUSG00000006273:ENSRNOG00000011891 ATP6V1B2 gi|19913428|ref|NPgi|19913428|ref|NP_001684.2| vacuolar H+ATPase B2 [Homo sa 511 56501 5.8 0 o Q 28 0.01 X X X X X X X 0 1 1 0 1 1 1 3.91 4.6E-05 X X X X X X X 0 2 3 0 2 3 3 8.22 0.0001 X X X X X X X 0 2 3.73E-05 4.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 6.07 0.00013 X X X X X X X 0 1 3.19E-05 6.39E-05 V/A-type ATP synthase (non-catalytic) subunit B. cytoplasm; proton-transporting two-sector ATP binding; hydrogen-exporting 5 8
1557 ENSG00000165732:ENSMUSG00000020075:NA DDX21 gi|50659095|ref|NPgi|50659095|ref|NP_004719.2| DEAD (Asp-Glu-Ala-Asp) box poly 783 87344 9.3 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 4.6 0.00012 X X X X X X X 0 5 9 0 5 9 9 12.01 0.0002 X X X X X X X 0 2 8.05E-05 9.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.81 4.2E-05 X X X X X X X 0 1 1.04E-05 2.08E-05 Helicase superfamily c-terminal domain; associated nucleolus [pmid 8614622]; nucleus ATP binding; ATP-dependent RNA 9 15
1558 ENSG00000159593:ENSMUSG00000031878:ENSRNOG00000033133 APPBP1 gi|4502169|ref|NP_gi|4502169|ref|NP_003896.1|;gi|66363686|ref|NP_001018169.1| NEDD8 activating enzyme E1 sub 534 60246 5.4 0 o Q 43 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.87 3.3E-05 X X X X X X X 0 1 8.27E-06 1.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 12.73 0.00012 1 3 0 0 3 3 3.75 0.00022 2 8.45E-05 0.000105 Ubiquitin activating enzyme (E1) subunit APPBP1. cytoplasm [pmid 8626687]; insoluble catalytic activity; ligase activity; NEDD8 4 8
1559 ENSG00000108433:ENSMUSG00000020946:ENSRNOG00000003506 GOSR2 gi|16905520|ref|NPgi|16905520|ref|NP_473363.1|;gi|16905522|ref|NP_004278.2|;gi|60499013|ref|NP_001012529.1| golgi SNAP receptor complex me 213 24584 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 9.39 0.00011 X X X X X X X 0 1 1 0 0 1 1 11.74 8.3E-05 X X X X X X X 0 2 4.81E-05 5.66E-05 X X X X X X X 0 1 1 0 0 1 1 11.74 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.27E-05 Vesicle transport v-SNARE protein. V-SNARE integral to membrane; membrane receptor activity; transporter activity 3 3
1560 ENSG00000155961:ENSMUSG00000031202:NA RAB39B gi|25188193|ref|NPgi|25188193|ref|NP_741995.1| RAB39B, member RAS oncogene 213 24622 7.8 0 o Q 21 0.033 X X X X X X X 0 1 1 0 1 1 1 6.1 0.00011 X X X X X X X 0 1 1 0 1 1 1 7.51 8.3E-05 X X X X X X X 0 2 4.81E-05 5.66E-05 X X X X X X X 0 1 1 0 1 1 1 7.51 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.27E-05 Rab39 subfamily. Found in eukaryotes, Rab39 is intracellular [pmid 11256614]; membrane GTP binding; nucleotide binding 3 3
1561 ENSG00000132356:ENSMUSG00000050697:ENSRNOG00000012799 PRKAA1 gi|94557299|ref|NPgi|94557299|ref|NP_996790.3|;gi|94557301|ref|NP_006242.5| protein kinase, AMP-activated, alp 574 65523 8.2 0 o Q 40 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 8.01 9.2E-05 X X X X X X X 0 1 2.31E-05 4.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 6.97 8.5E-05 1 2 0 0 2 2 3.14 0.00013 2 5.48E-05 6.63E-05 Serine/Threonine protein kinases, catalytic domain. intracellular [pmid 8557660] ATP binding; cAMP-dependent protein 5 8
1562 ENSG00000090857:ENSMUSG00000033624:ENSRNOG00000022593 PDPR gi|32261326|ref|NPgi|32261326|ref|NP_060460.3| pyruvate dehydrogenase phospha 878 99233 6.4 0 o Q 58 0.027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 5.01 8E-05 X X X X X X X 0 1 2.01E-05 4.02E-05 X X X X X X X 0 1 1 0 1 1 1 2.73 2.6E-05 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 4.56 0.00022 2 6.1E-05 0.000106 Glycine cleavage T-protein C-terminal barrel domain. cytoplasm aminomethyltransferase activity; 5 10
1563 ENSG00000121390:ENSMUSG00000021938:ENSRNOG00000020782 PSPC1 gi|109240550|ref|Ngi|109240550|ref|NP_001035879.1| paraspeckle protein 1 [Homo sap 523 58744 6.7 0 o Q 49 0.107 X X X X X X X 0 1 1 0 1 1 1 4.4 4.5E-05 X X X X X X X 0 1 2 0 1 2 2 4.4 6.8E-05 X X X X X X X 0 2 2.8E-05 3.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.25 0.00015 1 3.67E-05 7.34E-05 3 5
1564 ENSG00000197081:ENSMUSG00000023830:ENSRNOG00000014997 IGF2R gi|119964726|ref|Ngi|119964726|ref|NP_000867.2| insulin-like growth factor 2 recepto 2491 274274 5.9 1 o2305-2327i S 41 1 X X X X X X X 0 6 8 0 6 8 8 4.54 7.5E-05 1 3 0 1 3 3 0.72 0.00023 X X X X X X X 0 X X X X X X X 0 2 7.53E-05 0.000107 X X X X X X X 0 4 6 0 4 6 6 2.69 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.35E-05 2.7E-05 11 17
1565 ENSG00000139083:ENSMUSG00000030199:ENSRNOG00000005984 ETV6 gi|4503611|ref|NP_gi|4503611|ref|NP_001978.1| ets variant gene 6 [Homo sapiens 452 53000 7.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.08 7.8E-05 X X X X X X X 0 1 1.95E-05 3.91E-05 X X X X X X X 0 2 2 0 2 2 2 7.08 9.9E-05 X X X X X X X 0 2 4 0 2 4 4 11.95 0.00014 X X X X X X X 0 2 6.09E-05 7.27E-05 SAM / Pointed domain; A subfamily of the SAM nucleus sequence-specific DNA binding; 6 8
1566 ENSG00000034693:ENSMUSG00000019809:ENSRNOG00000015660 PEX3 gi|4505727|ref|NP_gi|4505727|ref|NP_003621.1| peroxisomal biogenesis factor 3 [H 373 42140 8.2 0 o A 31 0.043 X X X X X X X 0 1 1 0 1 1 1 2.95 6.3E-05 X X X X X X X 0 1 2 0 1 2 2 4.83 9.5E-05 X X X X X X X 0 2 3.93E-05 4.73E-05 X X X X X X X 0 1 2 0 1 2 2 4.83 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.01E-05 6.01E-05 Peroxin-3. Peroxin-3 is a peroxisomal protein. It is integral to peroxisomal membrane; integral protein binding [pmid 10704444] 3 5
1567 ENSG00000196591:ENSMUSG00000019777:ENSRNOG00000038246 HDAC2 gi|116284376|ref|Ngi|116284376|ref|NP_001518.2| histone deacetylase 2 [Homo sap 582 65538 7 0 o S 24 0.922 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 1 1 4 5 6.01 0.00015 X X X X X X X 0 1 3.79E-05 7.59E-05 X X X X X X X 0 1 1 0 0 1 1 1.55 3.9E-05 X X X X X X X 0 1 2 0 1 2 2 2.92 5.6E-05 3 4 4 0 0 0 7.9 0 2 2.37E-05 2.82E-05 7 12
1568 ENSG00000053371:ENSMUSG00000028743:ENSRNOG00000017899 AKR7A2 gi|41327764|ref|NPgi|41327764|ref|NP_003680.2| aldo-keto reductase family 7, mem 359 39589 7.2 0 o Q 28 0.297 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.08 9.8E-05 X X X X X X X 0 1 2.46E-05 4.92E-05 X X X X X X X 0 1 1 0 1 1 1 8.08 6.2E-05 X X X X X X X 0 2 3 0 2 3 3 11.98 0.00014 X X X X X X X 0 2 4.97E-05 6.49E-05 Predicted oxidoreductases (related to aryl-alcohol aldehyde reductase activity [pmid 4 6
1569 ENSG00000176454:ENSMUSG00000027134:ENSRNOG00000005058 AGPAT7 gi|87116681|ref|NPgi|87116681|ref|NP_705841.2| PLSC domain containing protein [ 524 57219 9 1 i40-62o A 55 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.15 3.4E-05 X X X X X X X 0 1 8.43E-06 1.69E-05 X X X X X X X 0 3 6 0 3 6 6 13.55 0.00026 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.82 7.3E-05 2 8.25E-05 0.000121 Phosphate acyltransferases; Function in phospholipid endoplasmic reticulum; integral to 1-acylglycerol-3-phosphate O- 5 8
1570 ENSG00000105254:ENSMUSG00000006095:ENSRNOG00000020781 TBCB gi|50428925|ref|NPgi|50428925|ref|NP_001272.2| cytoskeleton associated protein 1 244 27326 5.1 0 o Q 19 0.051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.25 7.2E-05 X X X X X X X 0 1 1.81E-05 3.62E-05 X X X X X X X 0 1 2 0 1 2 2 4.1 0.00018 X X X X X X X 0 1 1 0 1 1 1 4.1 6.7E-05 X X X X X X X 0 2 6.27E-05 8.67E-05 CAP-Gly domain. Cytoskeleton-associated proteins microtubule protein binding [pmid 16303566] [pmid 3 4
1571 ENSG00000144224:ENSMUSG00000026353:ENSRNOG00000003625 UBXD2 gi|24307965|ref|NPgi|24307965|ref|NP_055422.1| UBX domain containing 2 [Homo 508 56778 6.4 0 o S 29 0.671 X X X X X X X 0 1 2 0 1 2 2 4.13 9.2E-05 X X X X X X X 0 1 1 0 1 1 1 6.69 3.5E-05 X X X X X X X 0 2 3.16E-05 4.33E-05 X X X X X X X 0 3 3 0 3 3 3 13.78 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.31E-05 6.62E-05 UAS family; UAS is a domain of unknown function. 5 6
1572 ENSG00000143409:ENSMUSG00000038712:ENSRNOG00000021131 FAM63A gi|31377841|ref|NPgi|31377841|ref|NP_060849.2|;gi|94158609|ref|NP_001035307.1| hypothetical protein LOC55793 is 469 51805 4.9 0 o Q 30 0 X X X X X X X 0 1 1 1 0 0 0 8.1 0 X X X X X X X 0 1 3 0 0 3 3 8.1 0.00011 X X X X X X X 0 1 2.82E-05 5.65E-05 X X X X X X X 0 1 2 0 0 2 2 8.1 9.6E-05 X X X X X X X 0 1 2 0 0 2 2 8.1 7E-05 X X X X X X X 0 2 4.13E-05 4.89E-05 Protein of unknown function (DUF544). Eukaryotic protein binding [pmid 15231747] 4 8
1573 ENSG00000182196:ENSMUSG00000029404:ENSRNOG00000001080 ARL6IP4 gi|50409691|ref|NPgi|50409691|ref|NP_001002252.1|;gi|50409707|ref|NP_057722.2|;gi|50409738|ref|NP_001002251.1|;gi|50409756|ref|NP_061164.2| SRp25 nuclear protein isoform 4 [ 338 36211 11.2 0 o Q 45 0.012 X X X X X X X 0 1 2 0 0 2 2 6.21 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.45E-05 6.9E-05 X X X X X X X 0 1 1 0 0 1 1 3.55 6.6E-05 X X X X X X X 0 1 1 0 0 1 1 5.62 4.8E-05 X X X X X X X 0 2 2.87E-05 3.39E-05 nucleus [pmid 10708573] 3 4
1574 ENSG00000157637:ENSMUSG00000061306:ENSRNOG00000004604 SLC38A10 gi|83921602|ref|NPgi|83921602|ref|NP_001033073.1| solute carrier family 38, member 1 1119 119762 5.7 9 i9-31o36-58i83-1S 53 0.472 X X X X X X X 0 1 1 0 1 1 1 2.14 2.1E-05 1 2 0 1 2 2 1.61 0.00034 X X X X X X X 0 X X X X X X X 0 2 8.92E-05 0.000165 X X X X X X X 0 1 1 0 1 1 1 3.22 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.01E-06 1E-05 Transmembrane amino acid transporter protein. This 3 4
1575 ENSG00000183751:ENSMUSG00000040688:ENSRNOG00000013429 TBL3 gi|19913369|ref|NPgi|19913369|ref|NP_006444.2| transducin beta-like 3 [Homo sapi 808 89035 6.9 0 o Q 17 0 X X X X X X X 0 3 5 0 3 5 5 6.19 0.00014 X X X X X X X 0 3 6 0 3 6 6 7.05 0.00013 X X X X X X X 0 2 6.89E-05 7.97E-05 X X X X X X X 0 1 2 0 1 2 2 2.1 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.39E-05 2.78E-05 WD40 domain, found in a number of eukaryotic nucleus receptor signaling protein activity [pmid 7 13
1576 ENSG00000170581:ENSMUSG00000040033:ENSRNOG00000031081 STAT2 gi|4885615|ref|NP_gi|4885615|ref|NP_005410.1| signal transducer and activator of 851 97916 5.5 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 3.76 8.2E-05 X X X X X X X 0 1 2 0 1 2 2 2.47 4.2E-05 X X X X X X X 0 2 3.09E-05 3.94E-05 X X X X X X X 0 2 5 0 2 5 5 5.17 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.3E-05 6.59E-05 STAT protein, DNA binding domain. STAT proteins nucleus calcium ion binding; 5 10
1577 ENSG00000130254:ENSMUSG00000042625:NA SAFB2 gi|7661936|ref|NP_gi|7661936|ref|NP_055464.1| scaffold attachment factor B2 [Ho 953 107474 6.2 0 o Q 24 0.001 X X X X X X X 0 4 6 5 1 1 6 7.97 0.00015 1 1 0 0 1 1 1.78 0.0002 X X X X X X X 0 X X X X X X X 0 2 8.6E-05 0.000101 X X X X X X X 0 1 1 0 0 1 1 3.36 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.89E-06 1.18E-05 SAP domain. The SAP (after SAF-A/B, Acinus and nucleus DNA binding; nucleotide binding; RNA 6 8
1578 ENSG00000171109:ENSMUSG00000027668:ENSRNOG00000011057 MFN1 gi|45269137|ref|NPgi|45269137|ref|NP_284941.2| mitofusin 1 [Homo sapiens] 741 84159 6.3 0 o Q 33 0.002 X X X X X X X 0 1 4 0 1 4 4 1.89 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.15E-05 6.3E-05 X X X X X X X 0 1 1 0 1 1 1 1.89 3E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.24 0.0001 2 3.35E-05 4.89E-05 fzo-like conserved region. Family of putative integral to membrane; membrane; GTP binding; GTPase activity; hydrolase 3 7
1579 ENSG00000128394:NA:NA_APOBEC3G APOBEC3G gi|13399304|ref|NPgi|13399304|ref|NP_068594.1| apolipoprotein B mRNA editing en 384 46408 8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 7.81 0.00018 X X X X X X X 0 2 7 0 2 7 7 11.2 0.0003 1 1 0 1 1 1 5.21 1E-04 3 0.000143 0.000125 APOBEC-like N-terminal domain. A mechanism of nucleus cytidine deaminase activity [pmid 4 11
1580 ENSG00000083896:ENSMUSG00000035851:ENSRNOG00000001996 YTHDC1 gi|72534750|ref|NPgi|72534750|ref|NP_001026902.1|;gi|94536805|ref|NP_588611.2| splicing factor YT521-B isoform 1 727 84700 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 1.65 7.3E-05 X X X X X X X 0 1 1.82E-05 3.64E-05 X X X X X X X 0 3 4 0 0 4 4 8.25 0.00012 X X X X X X X 0 2 5 0 0 5 5 3.71 0.00011 X X X X X X X 0 2 5.89E-05 6.82E-05 YT521-B-like family. This family of poorly nucleus 6 12
1581 ENSG00000142864:ENSMUSG00000036371:ENSRNOG00000005890 SERBP1 gi|66346679|ref|NPgi|66346679|ref|NP_001018077.1|;gi|66346681|ref|NP_001018078.1|;gi|66346683|ref|NP_001018079.1|;gi|66346685|ref|NP_056455.3| SERPINE1 mRNA binding protein 408 44965 8.6 0 o Q 21 0 X X X X X X X 0 1 2 0 0 2 2 3.92 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.86E-05 5.72E-05 X X X X X X X 0 1 1 0 0 1 1 3.92 5.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.17 9.4E-05 2 3.73E-05 4.59E-05 Hyaluronan / mRNA binding family. This family nucleus mRNA 3'-UTR binding [pmid 11001948]; 3 4
1582 ENSG00000138594:ENSMUSG00000058587:ENSRNOG00000032436 TMOD3 gi|7657649|ref|NP_gi|7657649|ref|NP_055362.1| tropomodulin 3 (ubiquitous) [Hom 352 39595 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.97 0.0001 X X X X X X X 0 1 2.51E-05 5.02E-05 X X X X X X X 0 1 2 0 1 2 2 10.23 0.00013 X X X X X X X 0 1 1 0 1 1 1 5.11 4.6E-05 X X X X X X X 0 2 4.35E-05 6.01E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor cytoskeleton; F-actin capping protein actin binding; tropomyosin binding [pmid 3 5
1583 ENSG00000078061:ENSMUSG00000001127:ENSRNOG00000010838 ARAF gi|4502193|ref|NP_gi|4502193|ref|NP_001645.1| v-raf murine sarcoma 3611 viral o 606 67585 9 0 o Q 18 0 X X X X X X X 0 2 4 0 2 4 4 6.44 0.00015 X X X X X X X 0 1 2 0 1 2 2 3.47 5.8E-05 X X X X X X X 0 2 5.31E-05 7.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 2.15 8.1E-05 X X X X X X X 0 1 2.02E-05 4.04E-05 Protein kinase C conserved region 1 (C1) . Cysteine- ATP binding; diacylglycerol binding; 4 9
1584 ENSG00000068079:ENSMUSG00000010358:ENSRNOG00000020678 IFI35 gi|24307901|ref|NPgi|24307901|ref|NP_005524.1| interferon-induced protein 35 [Hom 288 31745 6.1 0 o Q 18 0.001 X X X X X X X 0 1 1 0 1 1 1 5.56 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.02E-05 4.05E-05 X X X X X X X 0 1 2 0 1 2 2 5.56 0.00016 X X X X X X X 0 1 1 0 1 1 1 5.56 5.7E-05 X X X X X X X 0 2 5.31E-05 7.35E-05 Interferon-induced 35 kDa protein (IFP 35) N- nucleus [pmid 8288566] protein binding [pmid 8954125] 3 4
1585 ENSG00000115216:ENSMUSG00000029148:NA NRBP1 gi|7019333|ref|NP_gi|7019333|ref|NP_037524.1| nuclear receptor binding protein [H 535 59845 5.1 0 o Q 41 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.98 6.6E-05 X X X X X X X 0 1 1.65E-05 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.49 3.1E-05 1 3 0 1 3 3 2.43 0.00022 2 6.14E-05 0.000104 Serine/Threonine protein kinases, catalytic domain. endomembrane system [pmid 11956649] ATP binding; protein binding [pmid 3 6
1586 ENSG00000147813:ENSMUSG00000022574:ENSRNOG00000007939 NAPRT1 gi|40255089|ref|NPgi|40255089|ref|NP_660202.2| nicotinate phosphoribosyltransfera 466 49577 5.5 0 o Q 46 0.159 X X X X X X X 0 1 4 0 1 4 4 4.08 0.0002 X X X X X X X 0 2 2 0 2 2 2 8.58 7.6E-05 X X X X X X X 0 2 6.9E-05 9.45E-05 X X X X X X X 0 1 1 0 1 1 1 4.08 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.41E-05 Nicotinate phosphoribosyltransferase (NAPRTase), nicotinate phosphoribosyltransferase 4 7
1587 ENSG00000139613:ENSMUSG00000025369:ENSRNOG00000031135 SMARCC2 gi|21237805|ref|NPgi|21237805|ref|NP_003066.2|;gi|21237808|ref|NP_620706.1| SWI/SNF-related matrix-associate 1214 132879 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 9 3 0 6 8.571 9.23 0.00012 X X X X X X X 0 1 3.12E-05 6.24E-05 X X X X X X X 0 2 2 0 0 2 2 3.29 3.7E-05 X X X X X X X 0 2 6 0 0 6 6 4.37 8.1E-05 X X X X X X X 0 2 2.94E-05 3.84E-05 SWIRM domain. This SWIRM domain is a small chromatin; nucleoplasm [pmid 8804307]; chromatin binding; DNA binding; protein 9 17
1588 ENSG00000119689:ENSMUSG00000004789:ENSRNOG00000005061 DLSTP gi|19923748|ref|NPgi|19923748|ref|NP_001924.2| dihydrolipoamide S-succinyltransf 453 48755 9 0 o Q 44 0.017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.09 3.9E-05 X X X X X X X 0 1 9.75E-06 1.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.64 3.6E-05 2 3 0 2 3 3 3.97 0.00025 2 7.26E-05 0.000122 Biotin-requiring enzyme. This family covers two alpha-ketoglutarate dehydrogenase complex acyltransferase activity; 4 5
1589 ENSG00000116199:ENSMUSG00000033557:ENSRNOG00000004337 FAM20B gi|7662150|ref|NP_gi|7662150|ref|NP_055679.1| hypothetical protein LOC9917 [Ho 409 46433 6.9 1 i7-25o S 25 0.537 X X X X X X X 0 1 1 0 1 1 1 4.65 5.7E-05 X X X X X X X 0 1 2 0 1 2 2 4.65 8.6E-05 X X X X X X X 0 2 3.59E-05 4.31E-05 X X X X X X X 0 1 2 0 1 2 2 4.65 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.74E-05 5.49E-05 Protein of unknown function (DUF1193). This family 3 5
1590 ENSG00000100982:ENSMUSG00000039849:ENSRNOG00000016870 C20orf67 gi|18034767|ref|NPgi|18034767|ref|NP_071387.1| phosphorylated CTD interacting fa 704 80670 7.4 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.55 5E-05 X X X X X X X 0 1 1.25E-05 2.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 1 9 9 2.56 0.00021 1 1 0 1 1 1 1.56 5.5E-05 2 6.58E-05 9.86E-05 Two conserved tryptophans domain; also known as nucleus 4 12
1591 ENSG00000145982:ENSMUSG00000021420:ENSRNOG00000016135 FARS2 gi|5729820|ref|NP_gi|5729820|ref|NP_006558.1| phenylalanyl-tRNA synthetase 2 p 451 52357 7.5 0 o Q 27 0.057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.21 7.8E-05 X X X X X X X 0 1 1.96E-05 3.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.1 3.6E-05 1 2 0 1 2 2 4.66 0.00017 2 5.16E-05 8.09E-05 Phenylalanyl-tRNA synthetase (PheRS) alpha chain cytoplasm; mitochondrion; soluble fraction ATP binding; ligase activity; nucleotide 3 5
1592 ENSG00000174780:ENSMUSG00000036323:ENSRNOG00000002100 SRP72 gi|109638749|ref|Ngi|109638749|ref|NP_008878.3| signal recognition particle 72kDa 671 74606 9.3 0 o Q 17 0.028 X X X X X X X 0 2 5 0 2 5 5 5.22 0.00017 X X X X X X X 0 3 5 0 3 5 5 5.22 0.00013 X X X X X X X 0 2 7.64E-05 8.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.13 2.4E-05 X X X X X X X 0 1 6.08E-06 1.22E-05 6 11
1593 ENSG00000105379:ENSMUSG00000004610:ENSRNOG00000017851 ETFB gi|4503609|ref|NP_gi|4503609|ref|NP_001976.1|;gi|62420877|ref|NP_001014763.1| electron-transfer-flavoprotein, bet 255 27844 8.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 6.67 6.9E-05 X X X X X X X 0 1 1.73E-05 3.46E-05 X X X X X X X 0 1 1 0 0 1 1 6.67 8.8E-05 X X X X X X X 0 1 2 0 0 2 2 6.27 0.00013 X X X X X X X 0 2 5.4E-05 6.45E-05 The electron transfer flavoprotein (ETF) serves as a mitochondrial matrix [pmid 8504797] [pmid electron carrier activity [pmid 7912128] 3 4
1594 ENSG00000178685:ENSMUSG00000063268:ENSRNOG00000004361 PARP10 gi|157738665|ref|Ngi|157738665|ref|NP_116178.2| poly (ADP-ribose) polymerase fam 1025 109998 5 0 o Q 18 0.004 X X X X X X X 0 2 4 0 2 4 4 3.32 9.1E-05 X X X X X X X 0 2 6 0 2 6 6 4.39 0.0001 X X X X X X X 0 2 4.86E-05 5.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.54 8E-05 X X X X X X X 0 1 1.99E-05 3.98E-05 5 15
1595 ENSG00000204590:ENSMUSG00000024429:ENSRNOG00000000798 GNL1 gi|38788319|ref|NPgi|38788319|ref|NP_005266.2| guanine nucleotide binding protei 607 68661 5.8 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.97 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.84E-05 X X X X X X X 0 1 2 0 1 2 2 4.45 7.4E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.47 0.00013 2 5.01E-05 6.17E-05 HSR1/MMR1. Human HSR1, is localized to the intracellular GTP binding [pmid 8180467]; nucleotide 3 6
1596 ENSG00000109572:ENSMUSG00000004319:ENSRNOG00000010682 CLCN3 gi|55770838|ref|NPgi|55770838|ref|NP_001820.2|;gi|55770840|ref|NP_776297.2| chloride channel 3 isoform b [Hom 818 90966 6.3 11 i128-150o213-23Q 0 0 X X X X X X X 0 1 2 0 0 2 2 2.32 5.7E-05 X X X X X X X 0 1 1 0 0 1 1 2.32 2.2E-05 X X X X X X X 0 2 1.97E-05 2.69E-05 X X X X X X X 0 1 5 0 0 5 5 2.32 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.43E-05 6.86E-05 ClC-3-like chloride channel proteins. This CD includes cell surface [pmid 12471024]; early chloride ion binding; PDZ domain 3 8
1597 ENSG00000090989:ENSMUSG00000036435:ENSRNOG00000002144 EXOC1 gi|30410716|ref|NPgi|30410716|ref|NP_839955.1|;gi|67944634|ref|NP_001020095.1| Sec3 isoform 2 [Homo sapiens] 879 100283 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 0 7 7 5.01 0.00014 X X X X X X X 0 1 3.52E-05 7.03E-05 X X X X X X X 0 2 2 0 0 2 2 5.01 5.1E-05 X X X X X X X 0 1 1 0 0 1 1 1.93 1.9E-05 X X X X X X X 0 2 1.74E-05 2.41E-05 RecF/RecN/SMC N terminal domain. This domain is exocyst [pmid 11406615] 5 10
1598 ENSG00000144589:ENSMUSG00000026213:ENSRNOG00000020107 STK11IP gi|116235474|ref|Ngi|116235474|ref|NP_443134.2| LKB1 interacting protein [Homo sa 1099 121401 5.4 0 o Q 51 0.2 X X X X X X X 0 1 1 0 1 1 1 1.18 2.1E-05 X X X X X X X 0 3 5 0 3 5 5 5.64 8E-05 X X X X X X X 0 2 2.54E-05 3.8E-05 X X X X X X X 0 3 6 0 3 6 6 3.91 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.06E-05 6.12E-05 7 12
1599 ENSG00000180198:ENSMUSG00000028896:ENSRNOG00000039825 RCC1 gi|114796644|ref|Ngi|114796644|ref|NP_001041659.1|;gi|114796646|ref|NP_001041660.1|;gi|114796648|ref|NP_001041662.1| regulator of chromosome condens 452 48146 8.2 0 o Q 43 0 X X X X X X X 0 1 1 0 0 1 1 1.77 5.2E-05 X X X X X X X 0 1 2 0 0 2 2 4.2 7.8E-05 X X X X X X X 0 2 3.24E-05 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 10.18 0.00011 X X X X X X X 0 1 2.71E-05 5.42E-05 4 6
1600 ENSG00000168397:ENSMUSG00000026280:ENSRNOG00000023914 LOC727737 gi|113413583|ref|Xgi|113413583|ref|XP_001126076.1|;gi|169162934|ref|XP_001126088.2|;gi|47132611|ref|NP_037457.3| PREDICTED: similar to APG4 aut 380 42622 5.5 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5 9.3E-05 X X X X X X X 0 1 2.32E-05 4.65E-05 X X X X X X X 0 1 1 0 0 1 1 5 5.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 10 0.0001 2 4E-05 4.93E-05 Peptidase family C54; pfam03416 3 4
1601 ENSG00000116120:ENSMUSG00000026245:ENSRNOG00000014119 FARSB gi|124028525|ref|Ngi|124028525|ref|NP_005678.3| phenylalanyl-tRNA synthetase, be 589 66116 6.8 0 o Q 21 0.002 X X X X X X X 0 3 3 0 3 3 3 7.47 0.00012 X X X X X X X 0 2 5 0 2 5 5 7.13 0.00015 X X X X X X X 0 2 6.72E-05 7.86E-05 X X X X X X X 0 1 1 0 1 1 1 2.21 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.52E-06 1.9E-05 6 9
1602 ENSG00000138496:ENSMUSG00000022906:ENSRNOG00000023463 PARP9 gi|13899297|ref|NPgi|13899297|ref|NP_113646.1| poly (ADP-ribose) polymerase fam 854 96283 7.9 0 o S 32 0.528 X X X X X X X 0 1 1 0 1 1 1 2.46 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.83E-06 1.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 6.32 0.00015 2 3 0 2 3 3 5.15 0.00013 2 7.19E-05 8.34E-05 Macro domain, BAL_like family. The macro domain is nucleus [pmid 11110709] NAD+ ADP-ribosyltransferase activity; 5 12
1603 ENSG00000133789:ENSMUSG00000031015:ENSRNOG00000009910 SWP70 gi|93102364|ref|NPgi|93102364|ref|NP_055870.2| SWAP-70 protein [Homo sapiens] 585 68998 5.9 0 o Q 25 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.3 3E-05 X X X X X X X 0 1 7.55E-06 1.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 8.72 8.4E-05 2 3 0 2 3 3 6.5 0.0002 2 7.01E-05 9.32E-05 Pleckstrin homology (PH) domain. PH domains are membrane; nucleus calcium ion binding; DNA binding 5 7
1604 ENSG00000214122:ENSMUSG00000022052:ENSRNOG00000011158 PPP2R2A gi|4506019|ref|NP_gi|4506019|ref|NP_002708.1| alpha isoform of regulatory subun 447 51692 6.2 0 o Q 20 0 X X X X X X X 0 1 1 0 1 1 1 2.46 5.2E-05 X X X X X X X 0 3 3 0 3 3 3 14.09 0.00012 X X X X X X X 0 2 4.27E-05 5.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.13 8.6E-05 1 2.15E-05 4.29E-05 WD40 domain, found in a number of eukaryotic protein phosphatase type 2A complex [pmid protein binding [pmid 9847399]; protein 5 5
1605 ENSG00000196139:ENSMUSG00000021213:ENSRNOG00000033010 AKR1C3 gi|24497583|ref|NPgi|24497583|ref|NP_003730.4| aldo-keto reductase family 1, mem 323 36853 7.9 0 o Q 26 0 X X X X X X X 0 1 1 0 1 1 1 5.88 7.2E-05 X X X X X X X 0 1 3 0 1 3 3 6.19 0.00016 X X X X X X X 0 2 5.91E-05 7.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.88 5.1E-05 X X X X X X X 0 1 1.26E-05 2.53E-05 Aldo/keto reductase family. This family includes a intracellular [pmid 11256614] 3-alpha-hydroxysteroid dehydrogenase 3 5
1606 ENSG00000134061:ENSMUSG00000021624:ENSRNOG00000010266 CD180 gi|5031895|ref|NP_gi|5031895|ref|NP_005573.1| CD180 molecule [Homo sapiens] 661 74165 6.4 1 o627-649i S 19 0.962 X X X X X X X 0 1 3 0 1 3 3 2.12 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.65E-05 5.29E-05 X X X X X X X 0 2 2 0 2 2 2 8.32 6.8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.42 5.8E-05 2 3.15E-05 3.66E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor integral to membrane; plasma membrane protein binding [pmid 8975706]; receptor 4 6
1607 ENSG00000134760:ENSMUSG00000034774:ENSRNOG00000016853 DSG1 gi|119703744|ref|Ngi|119703744|ref|NP_001933.2| desmoglein 1 preproprotein [Hom 1049 113748 5 0 o S 24 0.672 X X X X X X X 0 3 6 0 3 6 6 5.05 0.00013 2 2 0 2 2 2 2.48 0.00036 1 1 0 1 1 1 1.72 1.7E-05 X X X X X X X 0 3 0.000127 0.000165 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 6 9
1608 ENSG00000068793:ENSMUSG00000030447:ENSRNOG00000011945 CYFIP1 gi|24307969|ref|NPgi|24307969|ref|NP_055423.1| cytoplasmic FMR1 interacting pro 1253 145182 6.9 0 o Q 17 0 1 1 0 0 1 1 0.96 0.00013 2 4 2 1 2 3.333 2.95 6.2E-05 X X X X X X X 0 2 2 2 0 0 0 2.31 0 X X X X X X X 0 2 4.79E-05 6.17E-05 X X X X X X X 0 3 6 6 0 0 0 3.99 0 X X X X X X X 0 1 1 1 0 0 0 1.12 0 2 3 1 1 2 2.25 2.87 6.9E-05 1 1.72E-05 3.45E-05 Cytoplasmic Fragile-X interacting family. CYFIP1/2 11 17
1609 ENSG00000012223:ENSMUSG00000032496:ENSRNOG00000031779 LTF gi|54607120|ref|NPgi|54607120|ref|NP_002334.2| lactotransferrin [Homo sapiens] 710 78182 8.1 0 o S 20 1 X X X X X X X 0 2 3 0 2 3 3 4.65 9.9E-05 X X X X X X X 0 3 4 0 3 4 4 6.48 1E-04 X X X X X X X 0 2 4.95E-05 5.72E-05 X X X X X X X 0 2 2 0 2 2 2 4.51 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.58E-05 3.16E-05 Transferrin; smart00094 extracellular region; extracellular space ferric iron binding; metal ion binding; 7 9
1610 ENSG00000133872:ENSMUSG00000031532:ENSRNOG00000012329 TMEM66 gi|42476193|ref|NPgi|42476193|ref|NP_057211.4| transmembrane protein 66 [Homo 339 36975 7.6 3 o10-32i172-194oS 31 0.999 X X X X X X X 0 1 2 0 1 2 2 6.19 0.00014 X X X X X X X 0 1 1 0 1 1 1 5.31 5.2E-05 X X X X X X X 0 2 4.74E-05 6.49E-05 X X X X X X X 0 1 1 0 1 1 1 5.31 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.65E-05 3.31E-05 Protein of unknown function (DUF1183). This family integral to membrane; membrane 3 4
1611 ENSG00000134684:ENSMUSG00000028811:ENSRNOG00000007213 YARS gi|4507947|ref|NP_gi|4507947|ref|NP_003671.1| tyrosyl-tRNA synthetase [Homo s 528 59144 7 0 o Q 24 0 X X X X X X X 0 3 3 0 3 3 3 10.8 0.00013 X X X X X X X 0 1 2 0 1 2 2 4.55 6.7E-05 X X X X X X X 0 2 4.99E-05 6.35E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.41 6.2E-05 X X X X X X X 0 1 1.55E-05 3.09E-05 Tyrosinyl-tRNA synthetase (TyrRS) catalytic core cytoplasm [pmid 9162081]; extracellular ATP binding; interleukin-8 receptor 5 7
1612 ENSG00000150593:ENSMUSG00000024975:ENSRNOG00000014779 PDCD4 gi|21735596|ref|NPgi|21735596|ref|NP_055271.2|;gi|21735598|ref|NP_663314.1| programmed cell death 4 isoform 469 51735 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 0 3 3 2.35 0.00014 X X X X X X X 0 3 5 0 0 5 5 11.3 0.00017 1 2 0 0 2 2 4.26 0.00016 3 0.00012 8.12E-05 MA3 domain. Domain in DAP-5, eIF4G, MA-3 and cytoplasm [pmid 16357133]; cytosol [pmid protein binding [pmid 12054647] [pmid 5 10
1613 ENSG00000149499:ENSMUSG00000071647:ENSRNOG00000019873 EML3 gi|110227615|ref|Ngi|110227615|ref|NP_694997.2| echinoderm microtubule associate 896 95197 7.1 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 5.69 5.2E-05 X X X X X X X 0 4 6 0 4 6 6 10.83 0.00012 X X X X X X X 0 2 4.26E-05 5.61E-05 X X X X X X X 0 2 3 0 2 3 3 4.8 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.88E-05 3.76E-05 8 11
1614 ENSG00000127526:ENSMUSG00000019731:ENSRNOG00000012287 SLC35E1 gi|19923607|ref|NPgi|19923607|ref|NP_079157.2| solute carrier family 35, member E 266 30218 9.6 6 i21-40o44-63i76-A 53 0.36 X X X X X X X 0 1 1 0 1 1 1 8.27 8.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.19E-05 4.38E-05 X X X X X X X 0 1 1 0 1 1 1 5.26 8.4E-05 X X X X X X X 0 1 1 0 1 1 1 9.02 6.1E-05 X X X X X X X 0 2 3.64E-05 4.31E-05 Triose-phosphate Transporter family. This family integral to membrane; membrane 3 3
1615 ENSG00000120868:ENSMUSG00000019979:ENSRNOG00000008022 APAF1 gi|32483359|ref|NPgi|32483359|ref|NP_863651.1|;gi|32483361|ref|NP_863658.1|;gi|4502123|ref|NP_001151.1|;gi|7108333|ref|NP_037361.1|apoptotic peptidase activating fac 1248 141840 6.4 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 1.36 5.7E-05 X X X X X X X 0 1 1.42E-05 2.83E-05 X X X X X X X 0 1 3 0 0 3 3 1.36 5.4E-05 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 1.44 0.00015 2 5.19E-05 7.25E-05 WD40 domain, found in a number of eukaryotic cytosol [pmid 9267021]; intracellular ATP binding; caspase activator activity 3 12
1616 ENSG00000168066:ENSMUSG00000024949:ENSRNOG00000021085 SF1 gi|42544123|ref|NPgi|42544123|ref|NP_973727.1|;gi|42544125|ref|NP_973724.1|;gi|42544130|ref|NP_004621.2| splicing factor 1 isoform 3 [Homo 548 59712 9.5 0 o Q 46 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.74 3.2E-05 X X X X X X X 0 1 8.06E-06 1.61E-05 X X X X X X X 0 2 4 0 0 4 4 7.12 0.00016 X X X X X X X 0 1 3 0 0 3 3 4.74 8.9E-05 X X X X X X X 0 2 6.33E-05 7.91E-05 Splicing factor 1 (SF1) K homology RNA-binding nucleus [pmid 7912130]; ribosome [pmid metal ion binding [pmid 7912130]; RNA 4 8
1617 ENSG00000070814:ENSMUSG00000024613:ENSRNOG00000026108 TCOF1 gi|57164975|ref|NPgi|57164975|ref|NP_000347.2|;gi|57164977|ref|NP_001008656.1| Treacher Collins-Franceschetti sy 1411 144314 9 0 o Q 27 0.385 X X X X X X X 0 3 7 0 0 7 7 2.83 0.00012 X X X X X X X 0 4 6 0 0 6 6 3.61 7.5E-05 X X X X X X X 0 2 4.77E-05 5.75E-05 X X X X X X X 0 4 4 0 0 4 4 5.81 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.59E-05 3.18E-05 Treacher Collins syndrome protein Treacle; nucleolus [pmid 15249688]; nucleus transporter activity [pmid 9096354] 11 17
1618 ENSG00000116754:ENSMUSG00000055436:ENSRNOG00000029592 SFRS11 gi|4759100|ref|NP_gi|4759100|ref|NP_004759.1|;gi|78214337|ref|NP_001030332.1| splicing factor, arginine/serine-rich 484 53542 10.5 0 o Q 18 0.006 X X X X X X X 0 1 3 0 0 3 3 4.34 0.00014 X X X X X X X 0 1 1 0 0 1 1 4.34 3.6E-05 X X X X X X X 0 2 4.53E-05 6.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.34 6.7E-05 X X X X X X X 0 1 1.69E-05 3.37E-05 RNA recognition motif; smart00360 nucleus [pmid 1896467] nucleic acid binding; nucleotide binding; 3 6
1619 ENSG00000083750:ENSMUSG00000041658:ENSRNOG00000003160 RRAGB gi|46249395|ref|NPgi|46249395|ref|NP_006055.3|;gi|46249397|ref|NP_057740.2| Ras-related GTP binding B short 346 40172 6.1 0 o Q 0 0 X X X X X X X 0 2 2 0 0 2 2 8.96 0.00013 X X X X X X X 0 1 1 0 0 1 1 4.62 5.1E-05 X X X X X X X 0 2 4.65E-05 6.36E-05 X X X X X X X 0 1 1 0 0 1 1 6.07 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.62E-05 3.24E-05 Gtr1/RagA G protein conserved region. GTR1 was first cytoplasm; nucleus GTP binding; nucleotide binding 4 4
1620 ENSG00000115808:ENSMUSG00000024077:ENSRNOG00000004806 STRN gi|51242945|ref|NPgi|51242945|ref|NP_003153.2| striatin, calmodulin binding protein 780 86132 5.3 0 o Q 40 0.002 X X X X X X X 0 1 1 0 1 1 1 2.69 3E-05 X X X X X X X 0 7 10 0 7 10 10 18.21 0.00023 X X X X X X X 0 2 6.41E-05 0.000109 X X X X X X X 0 1 1 0 1 1 1 2.69 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.19E-06 1.44E-05 WD40 domain, found in a number of eukaryotic calmodulin binding [pmid 9693043] 9 12
1621 ENSG00000137996:ENSMUSG00000000339:ENSRNOG00000014575 RTCD1 gi|4506589|ref|NP_gi|4506589|ref|NP_003720.1| RNA terminal phosphate cyclase 366 39337 7.9 0 o Q 42 0.011 X X X X X X X 0 1 2 0 1 2 2 5.46 0.00013 X X X X X X X 0 1 2 0 1 2 2 5.46 9.7E-05 X X X X X X X 0 2 5.6E-05 6.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.46 4.5E-05 X X X X X X X 0 1 1.11E-05 2.23E-05 RNA 3' phosphate cyclase domain (class II). These nucleoplasm [pmid 9184239]; nucleus RNA binding [pmid 9184239]; RNA-3'- 3 5
1622 ENSG00000172939:ENSMUSG00000036737:ENSRNOG00000013136 OXSR1 gi|4826878|ref|NP_gi|4826878|ref|NP_005100.1| oxidative-stress responsive 1 [Ho 527 58022 6.4 0 o Q 37 0 X X X X X X X 0 1 2 0 1 2 2 2.66 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-05 4.43E-05 X X X X X X X 0 1 1 0 1 1 1 3.8 4.3E-05 X X X X X X X 0 1 3 0 1 3 3 4.17 9.3E-05 X X X X X X X 0 2 3.39E-05 4.42E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding [pmid 14707132]; 3 6
1623 ENSG00000185875:ENSMUSG00000048550:ENSRNOG00000033076 THNSL1 gi|153792148|ref|Ngi|153792148|ref|NP_079114.3| threonine synthase-like 1 [Homo s 743 83070 7.1 0 o Q 30 0 X X X X X X X 0 1 1 0 1 1 1 2.69 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.85E-06 1.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.85 4.4E-05 1 4 0 1 4 4 1.48 0.00021 2 6.26E-05 9.82E-05 4 7
1624 ENSG00000100034:ENSMUSG00000026181:ENSRNOG00000037909 PPM1F gi|7661862|ref|NP_gi|7661862|ref|NP_055449.1| protein phosphatase 1F [Homo sa 454 49831 5.1 0 o Q 22 0 X X X X X X X 0 1 1 0 1 1 1 3.3 5.1E-05 X X X X X X X 0 2 4 0 2 4 4 11.67 0.00016 X X X X X X X 0 2 5.18E-05 7.34E-05 X X X X X X X 0 1 1 0 1 1 1 5.73 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.24E-05 2.47E-05 Serine/threonine phosphatases, family 2C, catalytic protein serine/threonine phosphatase hydrolase activity; magnesium ion 4 6
1625 ENSG00000152256:ENSMUSG00000006494:ENSRNOG00000001517 PDK1 gi|4505689|ref|NP_gi|4505689|ref|NP_002601.1| pyruvate dehydrogenase kinase, 436 49244 8.8 0 o S 22 0.885 X X X X X X X 0 1 2 0 1 2 2 3.44 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.67E-05 5.35E-05 X X X X X X X 0 1 1 0 1 1 1 5.05 5.1E-05 X X X X X X X 0 1 1 0 1 1 1 4.36 3.7E-05 1 1 1 0 0 0 2.29 0 2 2.22E-05 2.63E-05 Histidine kinase-like ATPases; This family includes mitochondrion [pmid 7499431] ATP binding; kinase activity; transferase 4 5
1626 ENSG00000130150:ENSMUSG00000061778:ENSRNOG00000003350 MOSPD2 gi|22749197|ref|NPgi|22749197|ref|NP_689794.1| motile sperm domain containing 2 518 59746 6 1 o493-515i Q 0 0 X X X X X X X 0 2 4 0 2 4 4 5.02 0.00018 X X X X X X X 0 1 1 0 1 1 1 2.9 3.4E-05 X X X X X X X 0 2 5.36E-05 8.59E-05 X X X X X X X 0 1 1 0 1 1 1 4.25 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.17E-05 Sec14p-like lipid-binding domain. Found in secretory integral to membrane; membrane structural molecule activity 4 6
1627 ENSG00000163510:ENSMUSG00000075238:ENSRNOG00000012651 KIAA1604 gi|55749769|ref|NPgi|55749769|ref|NP_065994.1| hypothetical protein LOC57703 [H 908 105466 7 0 o Q 14 0 X X X X X X X 0 3 8 0 3 8 8 4.96 0.00021 X X X X X X X 0 1 1 0 1 1 1 1.54 1.9E-05 X X X X X X X 0 2 5.62E-05 9.99E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.2 3.6E-05 X X X X X X X 0 1 8.99E-06 1.8E-05 MIF4G domain. MIF4G is named after Middle domain protein binding [pmid 15231747]; RNA 5 11
1628 ENSG00000096063:NA:NA SRPK1 gi|47419936|ref|NPgi|47419936|ref|NP_003128.3| SFRS protein kinase 1 [Homo sap 655 74325 6.2 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.21 5.4E-05 X X X X X X X 0 1 1.35E-05 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.51 7.5E-05 1 2 0 1 2 2 2.29 0.00012 2 4.8E-05 5.81E-05 Serine/Threonine protein kinases, catalytic domain. cytoplasm [pmid 11509566]; nucleus [pmid ATP binding [pmid 11509566]; 3 7
1629 ENSG00000198218:ENSMUSG00000006673:ENSRNOG00000025071 QRICH1 gi|38570099|ref|NPgi|38570099|ref|NP_942581.1| glutamine-rich 1 [Homo sapiens] 776 86436 5.9 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.38 2.3E-05 X X X X X X X 0 1 5.69E-06 1.14E-05 X X X X X X X 0 1 2 0 1 2 2 2.32 5.8E-05 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 6.44 0.0002 2 6.39E-05 9.34E-05 Caspase recruitment domain. Motif contained in 5 7
1630 ENSG00000158290:ENSMUSG00000031095:ENSRNOG00000002585 CUL4B gi|121114298|ref|Ngi|121114298|ref|NP_003579.3|;gi|121114302|ref|NP_001073341.1| cullin 4B isoform 1 [Homo sapiens 913 103982 7.4 0 o Q 41 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 1 0 3 3.5 4.27 6.8E-05 X X X X X X X 0 1 1.69E-05 3.39E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.64 3.6E-05 1 3 0 0 3 3 1.53 0.00013 2 4.05E-05 5.95E-05 4 9
1631 ENSG00000100926:ENSMUSG00000002320:ENSRNOG00000019710 TM9SF1 gi|21361315|ref|NPgi|21361315|ref|NP_006396.2|;gi|62460635|ref|NP_001014842.1| transmembrane 9 superfamily me 606 68861 7.2 9 o236-258i306-32S 28 0.99 X X X X X X X 0 1 2 0 0 2 2 3.8 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.85E-05 X X X X X X X 0 1 2 0 0 2 2 3.96 7.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.15 6.3E-05 2 3.43E-05 3.99E-05 Endomembrane protein 70; pfam02990 integral to membrane [pmid 9332367]; transporter activity 3 5
1632 ENSG00000114861:ENSMUSG00000030067:ENSRNOG00000009184 FOXP1 gi|18644886|ref|NPgi|18644886|ref|NP_116071.2| forkhead box P1 isoform 1 [Homo 677 75317 6.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.95 5.2E-05 X X X X X X X 0 1 1.3E-05 2.61E-05 X X X X X X X 0 1 2 0 1 2 2 1.92 6.6E-05 X X X X X X X 0 2 5 0 2 5 5 3.25 0.00012 X X X X X X X 0 2 4.67E-05 5.83E-05 Forkhead (FH), also known as a 'winged helix'. FH is intracellular; nucleus metal ion binding; nucleic acid binding; 5 9
1633 ENSG00000197635:ENSMUSG00000035000:ENSRNOG00000030763 DPP4 gi|18765694|ref|NPgi|18765694|ref|NP_001926.2| dipeptidylpeptidase IV [Homo sap 766 88279 6 1 i7-29o S 23 0.622 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.22 2.3E-05 X X X X X X X 0 1 5.77E-06 1.15E-05 X X X X X X X 0 2 5 0 2 5 5 4.05 0.00015 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.35 0.0001 2 6.17E-05 7.37E-05 Dipeptidyl peptidase IV (DPP IV) N-terminal region. integral to membrane; membrane aminopeptidase activity; dipeptidyl- 4 8
1634 ENSG00000100889:ENSMUSG00000040618:ENSRNOG00000018536 PCK2 gi|66346721|ref|NPgi|66346721|ref|NP_004554.2| mitochondrial phosphoenolpyruva 640 70730 7.6 0 o Q 27 0.132 X X X X X X X 0 2 4 0 2 4 4 3.13 0.00015 X X X X X X X 0 1 1 0 1 1 1 2.66 2.8E-05 X X X X X X X 0 2 4.33E-05 6.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.88 6E-05 1 1.5E-05 3E-05 Phosphoenolpyruvate carboxykinase (PEPCK), a mitochondrion [pmid 8645161] GTP binding; lyase activity; manganese 4 6
1635 ENSG00000196535:ENSMUSG00000000631:ENSRNOG00000033101 MYO18A gi|28416946|ref|NPgi|28416946|ref|NP_510880.2|;gi|42794779|ref|NP_976063.1| myosin 18A isoform a [Homo sap 2054 233113 6.3 0 o Q 0 0 X X X X X X X 0 3 6 0 0 6 6 2.39 6.8E-05 X X X X X X X 0 2 3 0 0 3 3 2.58 2.6E-05 X X X X X X X 0 2 2.35E-05 3.22E-05 X X X X X X X 0 5 9 0 0 9 9 4.24 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.46E-05 4.92E-05 B-cell receptor-associated protein 31-like. Bap31 is a myosin ATP binding; DNA binding; DNA- 10 18
1636 ENSG00000145220:ENSMUSG00000067367:ENSRNOG00000005374 LYAR gi|8923398|ref|NP_gi|8923398|ref|NP_060286.1| Ly1 antibody reactive homolog [H 379 43634 9.6 0 o Q 13 0 X X X X X X X 0 1 1 0 1 1 1 3.69 6.2E-05 X X X X X X X 0 2 3 0 2 3 3 11.35 0.00014 X X X X X X X 0 2 5.03E-05 6.63E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.28 4.3E-05 X X X X X X X 0 1 1.08E-05 2.15E-05 LYAR-type C2HC zinc finger. This C2HC zinc finger is nucleolus [pmid 11256614]; nucleus metal ion binding; zinc ion binding 4 5
1637 ENSG00000047249:ENSMUSG00000033793:ENSRNOG00000030862 ATP6V1H gi|47717100|ref|NPgi|47717100|ref|NP_998784.1|;gi|47717104|ref|NP_057025.2| ATPase, H+ transporting, lysosom 465 54151 6.5 0 o Q 24 0.002 X X X X X X X 0 2 2 0 0 2 2 6.24 0.0001 X X X X X X X 0 1 3 0 0 3 3 3.44 0.00011 X X X X X X X 0 2 5.36E-05 6.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.09 3.5E-05 X X X X X X X 0 1 8.77E-06 1.75E-05 VATPase_H, regulatory vacuolar ATP synthase hydrogen-transporting ATPase V1 domain ATP binding; ATPase activity [pmid 4 6
1638 ENSG00000162777:ENSMUSG00000027901:ENSRNOG00000017680 DENND2D gi|21361991|ref|NPgi|21361991|ref|NP_079177.2| DENN/MADD domain containing 471 53672 7.6 0 o Q 23 0.001 X X X X X X X 0 1 1 0 1 1 1 3.61 5E-05 X X X X X X X 0 1 2 0 1 2 2 4.46 7.5E-05 X X X X X X X 0 2 3.11E-05 3.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.4 8.2E-05 1 2.04E-05 4.08E-05 DENN (AEX-3) domain. DENN (after differentially 3 4
1639 ENSG00000105639:ENSMUSG00000031805:ENSRNOG00000018669 JAK3 gi|47157315|ref|NPgi|47157315|ref|NP_000206.2| Janus kinase 3 [Homo sapiens] 1124 125099 7.2 0 o Q 32 0.018 X X X X X X X 0 1 1 0 1 1 1 1.69 2.1E-05 X X X X X X X 0 2 4 0 2 4 4 4.8 6.3E-05 X X X X X X X 0 2 2.09E-05 2.96E-05 X X X X X X X 0 3 5 0 3 5 5 6.14 1E-04 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.49E-05 4.99E-05 Band 4.1 homologues; Also known as cytoskeleton ATP binding; Janus kinase activity; 6 10
1640 ENSG00000126353:ENSMUSG00000037944:ENSRNOG00000010665 CCR7 gi|4502641|ref|NP_gi|4502641|ref|NP_001829.1| chemokine (C-C motif) receptor 7 378 42874 8.5 7 o63-85i97-116o1S 25 0.99 X X X X X X X 0 1 1 0 1 1 1 3.7 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.54E-05 3.09E-05 X X X X X X X 0 1 1 0 1 1 1 3.7 5.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.7 0.0001 2 4.02E-05 4.95E-05 7 transmembrane receptor (rhodopsin family). This integral to plasma membrane [pmid C-C chemokine receptor activity; 3 3
1641 ENSG00000173110:NA:ENSRNOG00000031708 HSPA6 gi|34419635|ref|NPgi|34419635|ref|NP_002146.2| heat shock 70kDa protein 6 (HSP 643 71028 6.1 0 o Q 19 0.009 1 1 0 0 1 1 2.49 0.00025 4 4 3 1 1 4 9.18 0.00015 X X X X X X X 0 2 4 3 1 1 1.018 7.78 2.8E-05 X X X X X X X 0 3 0.000106 0.000116 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Hsp70 protein. Hsp70 chaperones help to fold many ATP binding; nucleotide binding 7 9
1642 ENSG00000196943:ENSMUSG00000019297:ENSRNOG00000020321 C14orf21 gi|28212272|ref|NPgi|28212272|ref|NP_777573.1| hypothetical protein LOC161424 [ 636 69438 7.3 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 8.96 0.00015 X X X X X X X 0 2 3 0 2 3 3 7.55 8.3E-05 X X X X X X X 0 2 5.75E-05 7.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.77 2.6E-05 X X X X X X X 0 1 6.42E-06 1.28E-05 binding; RNA binding 6 8
1643 ENSG00000102572:ENSMUSG00000063410:ENSRNOG00000011511 STK24 gi|110349738|ref|Ngi|110349738|ref|NP_001027467.2|;gi|20070158|ref|NP_003567.2| serine/threonine kinase 24 isoform 431 47913 5.4 0 o Q 19 0.002 X X X X X X X 0 2 3 1 0 2 2.667 11.83 0.00014 X X X X X X X 0 2 4 3 0 1 1.429 14.62 5.9E-05 X X X X X X X 0 2 5.07E-05 6.82E-05 X X X X X X X 0 1 1 1 0 0 0 3.71 0 X X X X X X X 0 1 1 0 0 1 1 3.48 3.8E-05 X X X X X X X 0 1 9.47E-06 1.89E-05 6 9
1644 ENSG00000110321:ENSMUSG00000005610:ENSRNOG00000017158 EIF4G2 gi|110630018|ref|Ngi|110630018|ref|NP_001036024.1|;gi|4503539|ref|NP_001409.1| eukaryotic translation initiation fac 869 98150 7 0 o Q 25 0.005 X X X X X X X 0 2 3 0 0 3 3 2.42 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.01E-05 4.03E-05 X X X X X X X 0 1 1 0 0 1 1 2.65 2.6E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 3.68 8.8E-05 2 2.85E-05 4.17E-05 5 6
1645 ENSG00000154305:ENSMUSG00000056050:NA MIA3 gi|122891870|ref|Ngi|122891870|ref|NP_940953.2| melanoma inhibitory activity family 1907 213700 4.8 0 o S 23 1 X X X X X X X 0 7 10 0 7 10 10 5.72 0.00012 X X X X X X X 0 1 1 0 1 1 1 0.89 9.3E-06 X X X X X X X 0 2 3.29E-05 5.98E-05 X X X X X X X 0 5 6 0 5 6 6 4.14 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.53E-05 13 17
1646 ENSG00000145715:ENSMUSG00000021549:ENSRNOG00000029185 RASA1 gi|12545406|ref|NPgi|12545406|ref|NP_072179.1|;gi|4506431|ref|NP_002881.1|RAS p21 protein activator 1 isofor 870 100398 7.6 0 o Q 60 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 2.41 0.0001 X X X X X X X 0 1 2.54E-05 5.08E-05 X X X X X X X 0 1 1 0 0 1 1 2.41 2.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.95 4.4E-05 2 1.75E-05 2.15E-05 SH3 domain. SH3 (Src homology 3) domains are cytoplasm [pmid 2821624]; intracellular GTPase binding [pmid 2122974]; 3 7
1647 ENSG00000089639:ENSMUSG00000036246:ENSRNOG00000027257 GMIP gi|91208437|ref|NPgi|91208437|ref|NP_057657.2| GEM interacting protein [Homo sa 970 106683 5.7 0 o Q 0 0 X X X X X X X 0 2 4 2 2 2 2 2.16 4.8E-05 X X X X X X X 0 3 7 0 3 7 7 4.54 0.00013 X X X X X X X 0 2 4.39E-05 6.02E-05 X X X X X X X 0 2 2 0 2 2 2 2.16 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.16E-05 2.31E-05 Fes/CIP4 homology domain; Alignment extended from intracellular [pmid 12093360] diacylglycerol binding; metal ion binding; 7 13
1648 ENSG00000160633:ENSMUSG00000071054:NA SAFB gi|21264343|ref|NPgi|21264343|ref|NP_002958.2| scaffold attachment factor B [Hom 915 102642 5.5 0 o Q 25 0.337 X X X X X X X 0 3 5 5 0 0 0 4.59 0 1 1 0 0 1 1 1.86 0.00021 1 1 0 1 1 1 1.64 1.9E-05 X X X X X X X 0 2 5.62E-05 9.99E-05 X X X X X X X 0 1 1 0 0 1 1 3.5 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.13E-06 1.23E-05 SAP domain. The SAP (after SAF-A/B, Acinus and nucleus [pmid 1324173] DNA binding; double-stranded DNA 6 8
1649 ENSG00000173757:ENSMUSG00000020919:ENSRNOG00000019075 STAT5B gi|21618344|ref|NPgi|21618344|ref|NP_036580.2| signal transducer and activator of 787 89866 6.1 0 o Q 15 0.003 X X X X X X X 0 3 5 1 2 4 4.571 6.99 0.00014 X X X X X X X 0 1 4 0 1 4 4 2.8 9E-05 X X X X X X X 0 2 5.63E-05 6.77E-05 X X X X X X X 0 2 3 3 0 0 0 2.54 0 X X X X X X X 0 1 1 0 0 1 1 1.91 2.1E-05 4 6 6 0 0 0 5.84 0 1 5.18E-06 1.04E-05 STAT protein, DNA binding domain. STAT proteins nucleus calcium ion binding; signal transducer 11 19
1650 ENSG00000101096:ENSMUSG00000027544:ENSRNOG00000012175 NFATC2 gi|27886539|ref|NPgi|27886539|ref|NP_036472.2|;gi|27886541|ref|NP_775114.1| nuclear factor of activated T-cells 921 99784 7.1 0 o Q 0 0 X X X X X X X 0 3 7 0 0 7 7 4.78 0.00018 X X X X X X X 0 1 1 0 0 1 1 1.63 1.9E-05 X X X X X X X 0 2 4.91E-05 8.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.3 3.5E-05 X X X X X X X 0 1 8.86E-06 1.77E-05 Rel homology domain (RHD). Proteins containing the cytoplasm [pmid 8668213]; nucleus [pmid transcription factor activity [pmid 5 10
1651 ENSG00000156502:ENSMUSG00000020079:ENSRNOG00000000392 SUPV3L1 gi|31543667|ref|NPgi|31543667|ref|NP_003162.2| suppressor of var1, 3-like 1 [Hom 786 87991 8 0 o S 52 0.933 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.56 4.5E-05 X X X X X X X 0 1 1.12E-05 2.25E-05 X X X X X X X 0 1 1 0 1 1 1 3.56 2.9E-05 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.82 0.00015 2 4.38E-05 6.98E-05 Helicase superfamily c-terminal domain; associated mitochondrion [pmid 9925937] ATP binding; helicase activity [pmid 4 6
1652 ENSG00000153207:ENSMUSG00000026491:ENSRNOG00000023541 AHCTF1P gi|67551265|ref|NPgi|67551265|ref|NP_056261.3| transcription factor ELYS [Homo s 2266 252496 6.6 0 o Q 21 0.181 X X X X X X X 0 2 3 0 2 3 3 1.94 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.72E-06 1.54E-05 X X X X X X X 0 3 10 0 3 10 10 2.91 9.9E-05 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 2.29 0.0001 2 5.02E-05 5.79E-05 nucleus DNA binding 8 19
1653 ENSG00000114374:ENSMUSG00000069044:NA LOC100130216 gi|169216129|ref|Xgi|169216129|ref|XP_001713748.1| PREDICTED: hypothetical protein 2555 291075 5.9 0 o Q 18 0.001 1 1 0 0 1 1 0.59 6.3E-05 X X X X X X X 0 X X X X X X X 0 2 6 6 0 0 0 2.19 0 1 1 0 1 1 1 0.94 0.00016 2 1.59E-05 3.17E-05 X X X X X X X 0 2 6 6 0 0 0 1.72 0 X X X X X X X 0 2 4 0 0 4 4 1.17 2.6E-05 2 3 3 0 0 0 1.29 0 1 6.39E-06 1.28E-05 10 21
1654 ENSG00000067900:ENSMUSG00000024290:ENSRNOG00000031092 ROCK1 gi|4885583|ref|NP_gi|4885583|ref|NP_005397.1| Rho-associated, coiled-coil conta 1354 158174 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 2.95 6.5E-05 X X X X X X X 0 1 1.63E-05 3.26E-05 X X X X X X X 0 1 3 0 1 3 3 1.85 5E-05 X X X X X X X 0 3 6 0 3 6 6 3.18 7.2E-05 X X X X X X X 0 2 3.05E-05 3.64E-05 Rok (Rho- associated kinase) pleckstrin homology cytoskeleton; intracellular ATP binding; diacylglycerol binding; 7 14
1655 ENSG00000074755:ENSMUSG00000055670:ENSRNOG00000024535 ZZEF1 gi|73747881|ref|NPgi|73747881|ref|NP_055928.3| zinc finger, ZZ type with EF hand 2961 331075 5.9 0 o Q 50 0 X X X X X X X 0 1 1 0 1 1 1 0.54 7.9E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.97E-06 3.94E-06 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.57 0.00024 X X X X X X X 0 1 1 0 1 1 1 0.81 1.3E-05 2 3.24E-06 6.48E-06 Zinc finger, ZZ type. Zinc finger present in dystrophin, anaphase-promoting complex calcium ion binding; protein binding 3 3
1656 ENSG00000126602:ENSMUSG00000005981:ENSRNOG00000005418 TRAP1 gi|155722983|ref|Ngi|155722983|ref|NP_057376.2| TNF receptor-associated protein 704 80110 8.2 0 o S 33 0.791 X X X X X X X 0 1 2 0 1 2 2 4.12 6.6E-05 X X X X X X X 0 1 2 0 1 2 2 4.12 5E-05 X X X X X X X 0 2 2.91E-05 3.42E-05 X X X X X X X 0 1 2 0 1 2 2 4.12 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.59E-05 3.19E-05 3 6
1657 ENSG00000114098:ENSMUSG00000032468:ENSRNOG00000014521 ARMC8 gi|32526896|ref|NPgi|32526896|ref|NP_056211.2| armadillo repeat containing 8 isofo 659 73994 6.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.46 8E-05 X X X X X X X 0 1 2.01E-05 4.02E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.58 2.5E-05 1 1 0 1 1 1 3.19 5.8E-05 2 2.08E-05 2.76E-05 Karyopherin (importin) alpha [Intracellular trafficking binding 4 5
1658 ENSG00000161513:ENSMUSG00000018861:ENSRNOG00000003387 FDXR gi|111118981|ref|Ngi|111118981|ref|NP_077728.2|;gi|111118983|ref|NP_004101.2| ferredoxin reductase isoform 1 pre 491 53837 8.4 0 o A 36 0.214 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.48 3.6E-05 X X X X X X X 0 1 8.99E-06 1.8E-05 X X X X X X X 0 1 2 0 0 2 2 4.48 9.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.07 7.8E-05 2 4.24E-05 4.92E-05 3 4
1659 ENSG00000166189:ENSMUSG00000074811:ENSRNOG00000018433 HPS6 gi|31881785|ref|NPgi|31881785|ref|NP_079023.2| Hermansky-Pudlak syndrome-6 [H 775 82975 6.3 0 o Q 23 0.384 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.61 2.3E-05 X X X X X X X 0 1 5.7E-06 1.14E-05 X X X X X X X 0 2 3 0 2 3 3 5.68 8.7E-05 X X X X X X X 0 1 5 0 1 5 5 2.58 0.00011 X X X X X X X 0 2 4.8E-05 5.6E-05 4 9
1660 ENSG00000180228:ENSMUSG00000002731:ENSRNOG00000011195 PRKRAP1 gi|4505581|ref|NP_gi|4505581|ref|NP_003681.1| protein kinase, interferon-inducibl 313 34404 8.4 0 o Q 30 0 X X X X X X X 0 1 1 0 1 1 1 6.07 7.5E-05 X X X X X X X 0 1 1 0 1 1 1 6.39 5.6E-05 X X X X X X X 0 2 3.27E-05 3.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.95 5.2E-05 X X X X X X X 0 1 1.3E-05 2.61E-05 Double-stranded RNA binding motif. Binding is not cytoplasm [pmid 11256614]; intracellular double-stranded RNA binding; enzyme 3 3
1661 ENSG00000086589:ENSMUSG00000024604:ENSRNOG00000019235 RBM22 gi|8922328|ref|NP_gi|8922328|ref|NP_060517.1| RNA binding motif protein 22 [Hom 420 46896 8.5 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.62 0.00011 X X X X X X X 0 2 4 0 2 4 4 7.38 0.00016 1 1 0 1 1 1 3.33 9.1E-05 3 8.84E-05 6.5E-05 RNA recognition motif; smart00360 nucleus [pmid 11256614]; ribonucleoprotein nucleic acid binding; nucleotide binding; 4 7
1662 ENSG00000109111:ENSMUSG00000002052:ENSRNOG00000012240 SUPT6H gi|27597090|ref|NPgi|27597090|ref|NP_003161.2| suppressor of Ty 6 homolog [Hom 1726 199071 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.45 3.1E-05 X X X X X X X 0 1 7.68E-06 1.54E-05 X X X X X X X 0 1 1 0 1 1 1 0.7 1.3E-05 X X X X X X X 0 3 17 0 3 17 17 3.42 0.00016 X X X X X X X 0 2 4.34E-05 7.84E-05 Likely ribonuclease with RNase H fold. YqgF proteins nucleus [pmid 8786132] hydrolase activity, acting on ester bonds; 5 21
1663 ENSG00000169220:ENSMUSG00000052087:ENSRNOG00000015616 RGS14 gi|21361304|ref|NPgi|21361304|ref|NP_006471.2| regulator of G-protein signalling 1 566 61447 8.2 0 o Q 23 0.003 X X X X X X X 0 1 2 0 1 2 2 5.83 8.2E-05 X X X X X X X 0 2 3 0 2 3 3 8.66 9.4E-05 X X X X X X X 0 2 4.4E-05 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.83 2.9E-05 X X X X X X X 0 1 7.21E-06 1.44E-05 RGS12 (regulator of G signalling 12), and RGS14, are GTPase activator activity [pmid 4 6
1664 ENSG00000170759:ENSMUSG00000006740:ENSRNOG00000017466 KIF5B gi|4758648|ref|NP_gi|4758648|ref|NP_004512.1| kinesin family member 5B [Homo 963 109685 6.5 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 4.26 9.7E-05 X X X X X X X 0 1 2 0 1 2 2 2.28 3.7E-05 X X X X X X X 0 2 3.34E-05 4.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.97 5.1E-05 X X X X X X X 0 1 1.27E-05 2.54E-05 Kinesin motor domain, kinesin heavy chain (KHC) or kinesin complex [pmid 1607388]; ATP binding; microtubule motor activity 4 9
1665 ENSG00000196504:ENSMUSG00000061136:ENSRNOG00000004864 PRPF40A gi|151301228|ref|Ngi|151301228|ref|NP_060362.3| formin binding protein 3 [Homo sa 930 105927 8 0 o Q 23 0.005 X X X X X X X 0 3 3 0 3 3 3 5.16 7.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.15 1.9E-05 X X X X X X X 0 2 2.36E-05 3.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.66 7E-05 X X X X X X X 0 1 1.75E-05 3.51E-05 6 8
1666 ENSG00000197122:ENSMUSG00000027646:ENSRNOG00000009495 SRC gi|38202217|ref|NPgi|38202217|ref|NP_938033.1| proto-oncogene tyrosine-protein k 536 59835 7.4 0 o Q 45 0 X X X X X X X 0 1 2 2 0 0 0 1.87 0 X X X X X X X 0 1 1 0 1 1 1 6.16 3.3E-05 X X X X X X X 0 1 8.24E-06 1.65E-05 X X X X X X X 0 1 1 0 1 1 1 3.73 4.2E-05 X X X X X X X 0 1 4 0 1 4 4 6.16 0.00012 X X X X X X X 0 2 4.09E-05 5.74E-05 Src homology 3 domains; SH3 domains bind to integral to membrane; membrane ATP binding; nucleotide binding; protein 4 8
1667 ENSG00000138442:ENSMUSG00000026019:ENSRNOG00000017340 WDR12 gi|16445424|ref|NPgi|16445424|ref|NP_060726.2| WD repeat domain 12 protein [Ho 423 47544 6 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 5.91 0.00011 X X X X X X X 0 1 1 0 1 1 1 3.07 4.2E-05 X X X X X X X 0 2 3.8E-05 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.49 3.9E-05 X X X X X X X 0 1 9.65E-06 1.93E-05 WD40 domain, found in a number of eukaryotic nucleus 3 4
1668 ENSG00000140598:NA:NA EFTUD1 gi|94966752|ref|NPgi|94966752|ref|NP_001035700.1|;gi|94966754|ref|NP_078856.4| elongation factor Tu GTP binding 1069 119887 5.8 0 o Q 32 0 X X X X X X X 0 1 1 0 0 1 1 1.59 2.2E-05 X X X X X X X 0 2 4 0 0 4 4 4.21 6.6E-05 X X X X X X X 0 2 2.2E-05 3.12E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.87 7.2E-05 1 1.8E-05 3.59E-05 4 7
1669 ENSG00000140829:ENSMUSG00000037993:ENSRNOG00000014619 DHX38 gi|17999539|ref|NPgi|17999539|ref|NP_054722.2| DEAH (Asp-Glu-Ala-His) box poly 1227 140502 6.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.3 4.3E-05 X X X X X X X 0 1 1.08E-05 2.16E-05 X X X X X X X 0 1 1 0 1 1 1 1.3 1.8E-05 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 3.67 0.00013 2 3.59E-05 6.01E-05 Helicase superfamily c-terminal domain; associated nucleus [pmid 9524131] ATP binding [pmid 1825134]; ATP- 5 8
1670 ENSG00000102401:ENSMUSG00000049047:ENSRNOG00000025730 ARMCX3 gi|29540566|ref|NPgi|29540566|ref|NP_808817.1| armadillo repeat containing, X-link 379 42501 8.4 1 i7-29o S 24 0.807 X X X X X X X 0 1 1 0 1 1 1 6.33 6.2E-05 X X X X X X X 0 1 1 0 1 1 1 6.33 4.7E-05 X X X X X X X 0 2 2.7E-05 3.18E-05 X X X X X X X 0 1 1 0 1 1 1 6.33 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.48E-05 2.96E-05 Protein of unknown function (DUF634). Mammalian integral to membrane; membrane binding 3 3
1671 ENSG00000105287:ENSMUSG00000041187:ENSRNOG00000016434 PRKD2 gi|120659785|ref|Ngi|120659785|ref|NP_001073350.1| protein kinase D2 isoform A [Hom 878 96722 6.8 0 o Q 19 0.007 X X X X X X X 0 2 3 0 2 3 3 3.3 8E-05 X X X X X X X 0 1 2 0 1 2 2 1.94 4E-05 X X X X X X X 0 2 3E-05 3.82E-05 X X X X X X X 0 2 2 0 2 2 2 4.67 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.28E-05 2.56E-05 5 7
1672 ENSG00000020922:ENSMUSG00000031928:ENSRNOG00000009506 MRE11A gi|24234690|ref|NPgi|24234690|ref|NP_005581.2|;gi|5031923|ref|NP_005582.1|meiotic recombination 11 homolog 680 77642 5.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 2.21 3.3E-05 X X X X X X X 0 2 3 0 0 3 3 2.5 7.2E-05 1 4 0 0 4 4 3.09 0.00023 3 8.27E-05 9.98E-05 Mre11 DNA-binding presumed domain. The Mre11 nucleoplasm [pmid 9651580]; nucleus 3'-5' exonuclease activity [pmid 4 8
1673 ENSG00000134987:ENSMUSG00000038299:ENSRNOG00000027355 WDR36 gi|21281677|ref|NPgi|21281677|ref|NP_644810.1| WD repeat domain 36 [Homo sap 951 105322 7.5 0 o Q 32 0.021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.52 3.7E-05 X X X X X X X 0 1 9.29E-06 1.86E-05 X X X X X X X 0 1 1 0 1 1 1 2 2.4E-05 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.42 0.00012 2 3.62E-05 5.77E-05 WD40 domain, found in a number of eukaryotic small nucleolar ribonucleoprotein complex protein binding [pmid 15590835]; 4 6
1674 ENSG00000120437:ENSMUSG00000062480:ENSRNOG00000013975 ACAT2 gi|148539872|ref|Ngi|148539872|ref|NP_005882.2| acetyl-Coenzyme A acetyltransfer 397 41351 6.9 0 o Q 27 0.429 X X X X X X X 0 1 1 0 1 1 1 3.27 5.9E-05 X X X X X X X 0 1 1 0 1 1 1 6.05 4.4E-05 X X X X X X X 0 2 2.58E-05 3.04E-05 X X X X X X X 0 1 1 0 1 1 1 7.05 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.41E-05 2.83E-05 3 3
1675 ENSG00000166477:ENSMUSG00000042487:ENSRNOG00000010116 LEO1 gi|20270337|ref|NPgi|20270337|ref|NP_620147.1| Leo1, Paf1/RNA polymerase II co 666 75404 4.5 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 5.41 0.00014 X X X X X X X 0 1 1 0 1 1 1 3.3 2.7E-05 X X X X X X X 0 2 4.17E-05 6.68E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.1 2.5E-05 X X X X X X X 0 1 6.13E-06 1.23E-05 Leo1-like protein. Members of this family are part of nucleus protein binding [pmid 16630820] 4 6
1676 ENSG00000170727:ENSMUSG00000022557:ENSRNOG00000021773 LOC727967 gi|169172744|ref|Xgi|169172744|ref|XP_001714121.1|;gi|21327667|ref|NP_056016.1| PREDICTED: hypothetical protein 771 86489 9.6 0 o S 48 0.9 X X X X X X X 0 1 1 0 0 1 1 2.72 3E-05 X X X X X X X 0 2 3 0 0 3 3 6.1 6.9E-05 X X X X X X X 0 2 2.47E-05 3.26E-05 X X X X X X X 0 1 2 0 0 2 2 2.72 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.45E-05 2.91E-05 4 6
1677 ENSG00000107625:ENSMUSG00000020076:ENSRNOG00000000396 DDX50 gi|13129006|ref|NPgi|13129006|ref|NP_076950.1| nucleolar protein GU2 [Homo sap 737 82565 9.2 0 o Q 23 0 1 1 0 1 1 1 2.99 0.00022 1 1 0 1 1 1 2.99 3.2E-05 X X X X X X X 0 1 3 0 1 3 3 2.99 7.2E-05 X X X X X X X 0 3 8.09E-05 9.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 3 5
1678 ENSG00000110435:ENSMUSG00000010914:ENSRNOG00000006947 PDHX gi|4505699|ref|NP_gi|4505699|ref|NP_003468.1| pyruvate dehydrogenase complex 501 54208 8.8 0 o Q 41 0.137 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.19 3.5E-05 X X X X X X X 0 1 8.81E-06 1.76E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.19 6.5E-05 1 1 0 1 1 1 3.59 7.7E-05 2 3.54E-05 4.12E-05 Biotin-requiring enzyme. This family covers two mitochondrion acyltransferase activity; lipoic acid 3 4
1679 ENSG00000113593:ENSMUSG00000021713:ENSRNOG00000012505 PPWD1 gi|24308049|ref|NPgi|24308049|ref|NP_056157.1| peptidylprolyl isomerase domain a 646 73575 7.1 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.41 3.6E-05 X X X X X X X 0 1 2 0 1 2 2 4.02 5.5E-05 X X X X X X X 0 2 2.27E-05 2.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.25 5.9E-05 1 1.49E-05 2.97E-05 WD40 domain, found in a number of eukaryotic isomerase activity; peptidyl-prolyl cis- 3 4
1680 ENSG00000136213:ENSMUSG00000036599:NA CHST12 gi|8922112|ref|NP_gi|8922112|ref|NP_061111.1| carbohydrate (chondroitin 4) sulfo 414 48414 9.3 1 i7-26o S 32 0.575 X X X X X X X 0 1 1 0 1 1 1 4.59 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 4.59 4.3E-05 X X X X X X X 0 2 2.48E-05 2.91E-05 X X X X X X X 0 1 1 0 1 1 1 4.59 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.35E-05 2.71E-05 Sulfotransferase. Chondroitin 6-sulfotransferase integral to Golgi membrane [pmid 3'-phosphoadenosine 5'-phosphosulfate 3 3
1681 ENSG00000099381:ENSMUSG00000042308:ENSRNOG00000019045 SETD1A gi|55741677|ref|NPgi|55741677|ref|NP_055527.1| SET domain containing 1A [Homo 1707 186033 5.1 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.82 1.4E-05 X X X X X X X 0 1 2 0 1 2 2 0.82 2.1E-05 X X X X X X X 0 2 8.59E-06 1.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 1 9 9 0.7 8.6E-05 X X X X X X X 0 1 2.15E-05 4.3E-05 SET domain. SET domains are protein lysine nucleus histone-lysine N-methyltransferase 3 12
1682 ENSG00000196497:ENSMUSG00000002319:ENSRNOG00000019553 IPO4 gi|62460637|ref|NPgi|62460637|ref|NP_078934.3| importin 4 [Homo sapiens] 1081 118715 5 0 o Q 49 0.003 X X X X X X X 0 1 3 0 1 3 3 1.76 6.5E-05 X X X X X X X 0 2 5 0 2 5 5 3.61 8.2E-05 X X X X X X X 0 2 3.66E-05 4.28E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.52 3E-05 X X X X X X X 0 1 7.55E-06 1.51E-05 HEAT repeat. The HEAT repeat family is related to cytoplasm; nuclear pore [pmid 11823430]; binding; protein transporter activity 5 10
1683 ENSG00000203485:ENSMUSG00000037679:ENSRNOG00000028650 INF2 gi|149999378|ref|Ngi|149999378|ref|NP_001026884.3|;gi|149999380|ref|NP_071934.3| inverted formin 2 isoform 2 [Homo 1240 134617 5.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 1.13 1.9E-05 X X X X X X X 0 3 3 0 0 3 3 4.35 4.3E-05 X X X X X X X 0 2 1.54E-05 2.03E-05 X X X X X X X 0 2 4 0 0 4 4 2.98 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.81E-05 3.62E-05 6 8
1684 ENSG00000164209:ENSMUSG00000024259:ENSRNOG00000017091 SLC25A46 gi|20270311|ref|NPgi|20270311|ref|NP_620128.1| solute carrier family 25, member 4 418 46174 7.4 0 o Q 37 0 X X X X X X X 0 1 1 0 1 1 1 5.26 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 5.5 4.2E-05 X X X X X X X 0 2 2.45E-05 2.88E-05 X X X X X X X 0 1 1 0 1 1 1 5.5 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.34E-05 2.68E-05 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane binding 3 3
1685 ENSG00000065413:ENSMUSG00000052331:ENSRNOG00000021384 ANKRD44 gi|24233530|ref|NPgi|24233530|ref|NP_710181.1| ankyrin repeat domain 44 [Homo 919 99819 6.4 0 o Q 30 0 X X X X X X X 0 2 3 0 2 3 3 3.37 7.6E-05 X X X X X X X 0 1 1 0 1 1 1 1.2 1.9E-05 X X X X X X X 0 2 2.38E-05 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.24 5.3E-05 X X X X X X X 0 1 1.33E-05 2.66E-05 Ankyrin repeat. There's no clear separation between 5 7
1686 ENSG00000109689:ENSMUSG00000039156:ENSRNOG00000002956 STIM2 gi|41349446|ref|NPgi|41349446|ref|NP_065911.2| stromal interaction molecule 2 [Ho 833 93025 7.5 0 o Q 52 0.001 X X X X X X X 0 2 4 3 1 1 1.25 4.92 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.75E-06 1.75E-05 X X X X X X X 0 4 4 0 4 4 4 8.28 0.00011 X X X X X X X 0 1 1 0 0 1 1 1.92 2E-05 X X X X X X X 0 2 3.18E-05 5.14E-05 Sterile alpha motif.; Widespread domain in signalling integral to membrane [pmid 11463338]; calcium ion binding; protein binding 7 9
1687 ENSG00000172725:ENSMUSG00000024835:ENSRNOG00000021828 CORO1B gi|65787364|ref|NPgi|65787364|ref|NP_001018080.1| coronin, actin binding protein, 1B 489 54235 5.9 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.66 3.6E-05 X X X X X X X 0 1 9.03E-06 1.81E-05 X X X X X X X 0 1 1 0 1 1 1 2.45 4.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.29 7.9E-05 2 3.11E-05 3.83E-05 WD40 domain, found in a number of eukaryotic actin binding 3 3
1688 ENSG00000109805:ENSMUSG00000015880:ENSRNOG00000038572 NCAPG gi|21359945|ref|NPgi|21359945|ref|NP_071741.2| chromosome condensation protei 1015 114334 5.6 0 o Q 26 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.76 3.5E-05 X X X X X X X 0 1 8.7E-06 1.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.58 1.6E-05 2 3 0 2 3 3 1.48 0.00011 2 3.24E-05 5.46E-05 Chromosome condensation complex Condensin, nucleus [pmid 10910072] binding 5 6
1689 ENSG00000112851:ENSMUSG00000021709:NA ERBB2IP gi|55770895|ref|NPgi|55770895|ref|NP_001006600.1|;gi|8923909|ref|NP_061165.1| ERBB2 interacting protein isoform 1302 146086 5.3 0 o Q 20 0.366 X X X X X X X 0 2 3 0 0 3 3 3.38 5.4E-05 X X X X X X X 0 1 5 0 0 5 5 1.69 6.8E-05 X X X X X X X 0 2 3.04E-05 3.56E-05 X X X X X X X 0 1 2 0 0 2 2 1.69 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.62E-06 1.72E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor cytoplasm [pmid 11375975] [pmid ErbB-2 class receptor binding [pmid 4 10
1690 ENSG00000167632:ENSMUSG00000047921:ENSRNOG00000027569 TRAPPC9 gi|40255276|ref|NPgi|40255276|ref|NP_113654.3| NIK and IKK(beta) binding protein 1246 139423 7.2 0 o Q 50 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 2.89 5.7E-05 X X X X X X X 0 1 1.42E-05 2.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.12 1.3E-05 1 2 0 1 2 2 1.36 6.2E-05 2 1.87E-05 2.93E-05 Transport protein Trs120. This region is found at the N 3 7
1691 ENSG00000127084:ENSMUSG00000037946:ENSRNOG00000016225 FGD3 gi|134133265|ref|Ngi|134133265|ref|NP_149077.2| FYVE, RhoGEF and PH domain c 725 79401 6.2 0 o Q 26 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.34 2.4E-05 X X X X X X X 0 1 6.09E-06 1.22E-05 X X X X X X X 0 2 3 0 2 3 3 4 9.3E-05 X X X X X X X 0 1 2 0 1 2 2 2.34 4.5E-05 X X X X X X X 0 2 3.45E-05 4.43E-05 4 6
1692 ENSG00000160220:ENSMUSG00000032834:ENSRNOG00000001210 PWP2 gi|48762926|ref|NPgi|48762926|ref|NP_005040.2| PWP2 periodic tryptophan protein 919 102452 6.1 0 o Q 21 0.002 X X X X X X X 0 1 2 0 1 2 2 1.41 5.1E-05 X X X X X X X 0 2 2 0 2 2 2 5.11 3.8E-05 X X X X X X X 0 2 2.23E-05 2.62E-05 X X X X X X X 0 1 2 0 1 2 2 2.07 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.22E-05 2.44E-05 WD40 domain, found in a number of eukaryotic nucleus signal transducer activity [pmid 4 6
1693 ENSG00000137642:ENSMUSG00000049313:ENSRNOG00000024374 SORL1 gi|4507157|ref|NP_gi|4507157|ref|NP_003096.1| sortilin-related receptor containing 2214 248440 5.5 1 o2136-2158i S 29 1 X X X X X X X 0 2 2 0 2 2 2 1.45 2.1E-05 X X X X X X X 0 2 3 0 2 3 3 1.63 2.4E-05 X X X X X X X 0 2 1.13E-05 1.3E-05 X X X X X X X 0 4 7 0 4 7 7 2.57 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.77E-05 3.55E-05 Low Density Lipoprotein Receptor Class A domain, a integral to plasma membrane [pmid lipid transporter activity; protein 8 12
1694 ENSG00000172053:ENSMUSG00000032604:NA QARS gi|4826960|ref|NP_gi|4826960|ref|NP_005042.1| glutaminyl-tRNA synthetase [Hom 775 87799 7.2 0 o Q 19 0.459 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.97 4.6E-05 X X X X X X X 0 1 1.14E-05 2.28E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.06 4.2E-05 1 1 0 1 1 1 1.94 5E-05 2 2.29E-05 2.66E-05 Glutaminyl-tRNA synthetase, non-specific RNA cytoplasm; soluble fraction ATP binding; glutamate-tRNA ligase 3 5
1695 ENSG00000143374:ENSMUSG00000028107:ENSRNOG00000027726 TARS2 gi|20070344|ref|NPgi|20070344|ref|NP_079426.2| threonyl-tRNA synthetase 2, mitoc 718 81036 7.3 0 o Q 34 0.208 X X X X X X X 0 1 1 0 1 1 1 3.34 3.2E-05 X X X X X X X 0 1 1 0 1 1 1 2.79 2.5E-05 X X X X X X X 0 2 1.43E-05 1.68E-05 X X X X X X X 0 2 2 0 2 2 2 5.85 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.56E-05 3.12E-05 Threonyl-tRNA synthetase (ThrRS) class II core ATP binding; electron carrier activity; 4 4
1696 ENSG00000162408:ENSMUSG00000028948:ENSRNOG00000010109 NOL9 gi|40217805|ref|NPgi|40217805|ref|NP_078930.3| nucleolar protein 9 [Homo sapiens 702 79277 9.2 0 o Q 60 0.001 X X X X X X X 0 2 2 0 2 2 2 5.27 6.6E-05 X X X X X X X 0 1 2 0 1 2 2 2.56 5E-05 X X X X X X X 0 2 2.92E-05 3.43E-05 X X X X X X X 0 1 1 0 1 1 1 2.56 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.99E-06 1.6E-05 Predicted GTPase or GTP-binding protein [General nucleus 4 5
1697 ENSG00000112249:ENSMUSG00000038774:ENSRNOG00000037604 ASCC3 gi|76880486|ref|NPgi|76880486|ref|NP_006819.2| activating signal cointegrator 1 co 2202 251458 7.1 0 o Q 20 0.007 X X X X X X X 0 4 6 0 4 6 6 3.5 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.59E-05 3.18E-05 X X X X X X X 0 1 2 0 1 2 2 1.04 2E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.82 3.5E-05 2 1.38E-05 1.7E-05 Helicase superfamily c-terminal domain; associated intracellular [pmid 11256614] ATP binding; ATP-dependent helicase 7 10
1698 ENSG00000096696:NA:NA DSP gi|58530840|ref|NPgi|58530840|ref|NP_004406.2| desmoplakin isoform I [Homo sap 2871 331774 6.8 0 o Q 23 0 X X X X X X X 0 9 15 0 9 15 15 5.71 0.00012 X X X X X X X 0 5 7 0 5 7 7 3.07 4.3E-05 X X X X X X X 0 2 4.12E-05 5.75E-05 X X X X X X X 0 1 1 0 1 1 1 0.66 7.8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.95E-06 3.91E-06 Spectrin repeats, found in several proteins involved in cell-cell adherens junction; cornified protein binding, bridging [pmid 15 23
1699 ENSG00000096401:ENSMUSG00000023932:ENSRNOG00000019975 CDC5L gi|11067747|ref|NPgi|11067747|ref|NP_001244.1| CDC5-like [Homo sapiens] 802 92251 8.2 0 o Q 44 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.74 6.6E-05 X X X X X X X 0 1 1.65E-05 3.3E-05 X X X X X X X 0 1 1 0 1 1 1 2 2.8E-05 X X X X X X X 0 1 1 0 1 1 1 1.87 2E-05 X X X X X X X 0 2 1.21E-05 1.43E-05 'SWI3, ADA2, N-CoR and TFIIIB' DNA-binding nucleus; spliceosome complex DNA binding [pmid 8917598]; protein 4 5
1700 ENSG00000112478:ENSMUSG00000024319:ENSRNOG00000000470 VPS52 gi|73747799|ref|NPgi|73747799|ref|NP_072047.4| vacuolar protein sorting 52 [Homo 723 82221 6 0 o Q 19 0.326 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.73 4.9E-05 X X X X X X X 0 1 1.22E-05 2.44E-05 X X X X X X X 0 1 1 0 1 1 1 3.73 3.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.66 5.3E-05 2 2.1E-05 2.59E-05 Vps52 / Sac2 family. Vps52 complexes with Vps53 membrane 3 4
1701 ENSG00000177613:ENSMUSG00000053536:ENSRNOG00000022436 CSTF2T gi|14149675|ref|NPgi|14149675|ref|NP_056050.1| cleavage stimulation factor, 3' pre 616 64436 7.3 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.79 5.7E-05 X X X X X X X 0 1 1.43E-05 2.87E-05 X X X X X X X 0 1 1 0 1 1 1 1.79 3.6E-05 X X X X X X X 0 1 1 0 1 1 1 4.87 2.6E-05 X X X X X X X 0 2 1.57E-05 1.86E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP intracellular [pmid 11256614]; nucleus nucleotide binding; RNA binding 3 4
1702 ENSG00000108839:ENSMUSG00000000320:ENSRNOG00000027037 ALOX12 gi|154426292|ref|Ngi|154426292|ref|NP_000688.2| arachidonate 12-lipoxygenase [Ho 663 75694 6.2 0 o Q 25 0.211 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.41 2.7E-05 X X X X X X X 0 1 6.66E-06 1.33E-05 X X X X X X X 0 1 2 0 1 2 2 1.81 6.8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.96 5.8E-05 2 3.14E-05 3.65E-05 3 4
1703 ENSG00000068796:ENSMUSG00000021693:ENSRNOG00000014000 KIF2A gi|148612849|ref|Ngi|148612849|ref|NP_001091981.1|;gi|148612877|ref|NP_004511.2| kinesin heavy chain member 2 iso 744 84089 6.4 0 o Q 23 0 X X X X X X X 0 1 2 0 0 2 2 2.15 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.57E-05 3.13E-05 X X X X X X X 0 1 1 0 0 1 1 5.11 3E-05 X X X X X X X 0 1 1 0 0 1 1 5.11 2.2E-05 X X X X X X X 0 2 1.3E-05 1.54E-05 3 4
1704 ENSG00000198700:ENSMUSG00000041879:ENSRNOG00000007418 IPO9 gi|21361659|ref|NPgi|21361659|ref|NP_060555.2| importin 9 [Homo sapiens] 1041 115963 4.8 0 o S 21 0.884 X X X X X X X 0 1 2 0 1 2 2 1.73 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.12E-05 2.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.17 1.6E-05 2 2 0 2 2 2 1.83 7.4E-05 2 2.24E-05 3.51E-05 CAS/CSE protein involved in chromosome cytoplasm [pmid 11823430]; nuclear pore; histone binding; protein transporter 4 5
1705 ENSG00000029534:ENSMUSG00000031543:ENSRNOG00000018241 ANK1 gi|70780353|ref|NPgi|70780353|ref|NP_065208.2|;gi|70780355|ref|NP_065210.2|;gi|70780357|ref|NP_000028.3|;gi|70780359|ref|NP_065209.2|ankyrin 1 isoform 4 [Homo sapien 1856 203403 6.1 0 o Q 23 0.005 1 1 0 0 1 1 0.92 8.7E-05 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 2.69 1.9E-05 X X X X X X X 0 2 2.66E-05 4.15E-05 X X X X X X X 0 2 3 0 0 3 3 2.37 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.07E-06 1.81E-05 DEATH domain, found in proteins involved in cell actin cytoskeleton; basolateral plasma cytoskeletal adaptor activity [pmid 5 6
1706 ENSG00000124789:ENSMUSG00000021374:ENSRNOG00000001456 NUP153 gi|24430146|ref|NPgi|24430146|ref|NP_005115.2| nucleoporin 153kDa [Homo sapie 1475 153938 8.7 0 o Q 19 0.001 X X X X X X X 0 1 2 0 1 2 2 1.02 3.2E-05 1 1 0 1 1 1 0.81 0.00013 X X X X X X X 0 X X X X X X X 0 2 3.97E-05 6.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.56 1.1E-05 X X X X X X X 0 1 2.77E-06 5.53E-06 Nucleoporin Nup153-like. This family contains both intracellular; nuclear pore [pmid 8110839]; DNA binding; metal ion binding; protein 3 4
1707 ENSG00000111596:ENSMUSG00000020166:ENSRNOG00000004909 CNOT2 gi|7657385|ref|NP_gi|7657385|ref|NP_055330.1| CCR4-NOT transcription complex 540 59738 7.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.19 3.3E-05 X X X X X X X 0 1 8.18E-06 1.64E-05 X X X X X X X 0 1 1 0 1 1 1 5.56 4.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.89 7.1E-05 2 2.82E-05 3.47E-05 NOT2 / NOT3 / NOT5 family. NOT1, NOT2, NOT3, nucleus [pmid 10637334] RNA polymerase II transcription 3 3
1708 ENSG00000185085:ENSMUSG00000071652:ENSRNOG00000026005 INTS5 gi|44771201|ref|NPgi|44771201|ref|NP_085131.1| integrator complex subunit 5 [Hom 1019 107995 7 0 o Q 29 0.001 X X X X X X X 0 1 1 0 1 1 1 1.08 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.72E-06 1.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.16 1.6E-05 2 3 0 2 3 3 3.24 0.00011 2 3.23E-05 5.44E-05 integrator complex [pmid 16239144] protein binding [pmid 16239144] 4 5
1709 ENSG00000076513:ENSMUSG00000041870:ENSRNOG00000024380 ANKRD13A gi|38683799|ref|NPgi|38683799|ref|NP_149112.1| ankyrin repeat domain 13 [Homo 590 67619 5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.03 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.88E-06 1.98E-05 X X X X X X X 0 1 1 0 1 1 1 2.71 3.8E-05 X X X X X X X 0 1 2 0 1 2 2 2.71 5.5E-05 X X X X X X X 0 2 2.33E-05 2.79E-05 ankyrin repeats; ankyrin repeats mediate protein- 3 4
1710 ENSG00000086827:ENSMUSG00000032264:ENSRNOG00000007661 ZW10 gi|4759344|ref|NP_gi|4759344|ref|NP_004715.1| centromere/kinetochore protein zw 779 88830 6.3 0 o Q 16 0.013 X X X X X X X 0 2 3 0 2 3 3 5.78 9E-05 X X X X X X X 0 1 1 0 1 1 1 2.57 2.3E-05 X X X X X X X 0 2 2.81E-05 4.25E-05 X X X X X X X 0 1 1 0 1 1 1 2.05 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.2E-06 1.44E-05 Centromere/kinetochore Zw10. Zw10 and rough deal endoplasmic reticulum [pmid 15029241]; centromeric DNA binding [pmid 4 5
1711 ENSG00000141279:ENSMUSG00000001441:ENSRNOG00000023095 NPEPPS gi|15451907|ref|NPgi|15451907|ref|NP_006301.2| aminopeptidase puromycin sensit 875 98503 5.4 0 o Q 23 0 X X X X X X X 0 1 1 0 1 1 1 1.94 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.66E-06 1.33E-05 X X X X X X X 0 1 1 0 1 1 1 1.94 2.6E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.37 8.8E-05 2 2.83E-05 4.14E-05 Peptidase family M1. Members of this family are cytosol [pmid 9048733]; nucleus aminopeptidase activity [pmid 3 4
1712 ENSG00000135597:ENSMUSG00000019854:ENSRNOG00000012476 REPS1 gi|39812394|ref|NPgi|39812394|ref|NP_114128.2| RALBP1 associated Eps domain 743 80698 5.9 0 o Q 30 0.06 X X X X X X X 0 1 1 0 1 1 1 2.15 3.1E-05 X X X X X X X 0 1 3 0 1 3 3 2.15 7.1E-05 X X X X X X X 0 2 2.57E-05 3.38E-05 X X X X X X X 0 1 1 0 1 1 1 2.29 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.55E-06 1.51E-05 Eps15 homology domain; found in proteins implicated calcium ion binding 3 5
1713 ENSG00000120254:ENSMUSG00000040675:ENSRNOG00000019582 MTHFD1L gi|36796743|ref|NPgi|36796743|ref|NP_056255.2| methylenetetrahydrofolate dehydr 978 105790 8.1 0 o Q 42 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.99 1.8E-05 X X X X X X X 0 1 4.52E-06 9.03E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.99 5E-05 1 2 0 1 2 2 1.94 7.9E-05 2 3.21E-05 3.89E-05 Formyltetrahydrofolate synthetase (FTHFS) catalyzes ATP binding; catalytic activity; formate- 3 6
1714 ENSG00000137776:ENSMUSG00000032212:ENSRNOG00000013708 SLTM gi|62244004|ref|NPgi|62244004|ref|NP_001013865.1|;gi|63176611|ref|NP_079031.2| modulator of estrogen induced tra 1016 115409 8.1 0 o S 20 0.971 X X X X X X X 0 1 1 0 0 1 1 1.67 2.3E-05 1 1 0 0 1 1 1.18 0.00018 1 2 0 0 2 2 0.69 3.5E-05 X X X X X X X 0 3 6.07E-05 8.41E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SAP domain. The SAP (after SAF-A/B, Acinus and DNA binding; nucleotide binding; RNA 3 4
1715 ENSG00000197879:ENSMUSG00000017774:ENSRNOG00000004072 MYO1C gi|124494238|ref|Ngi|124494238|ref|NP_001074248.1|;gi|124494240|ref|NP_203693.3|;gi|124494247|ref|NP_001074419.1| myosin IC isoform a [Homo sapie 1063 121682 9.4 0 o Q 20 0.003 X X X X X X X 0 1 2 0 0 2 2 1.88 4.4E-05 1 1 0 0 1 1 1.22 0.00018 1 1 0 0 1 1 1.88 1.7E-05 X X X X X X X 0 3 5.93E-05 8.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 4
1716 ENSG00000102038:ENSMUSG00000031099:ENSRNOG00000003762 SMARCA1 gi|21071044|ref|NPgi|21071044|ref|NP_003060.2| SWI/SNF-related matrix-associate 1054 122605 8.1 0 o S 20 0.708 X X X X X X X 0 1 1 0 0 1 1 0.85 2.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.53E-06 1.11E-05 X X X X X X X 0 1 1 0 0 1 1 0.85 2.1E-05 X X X X X X X 0 1 1 1 0 0 0 0.95 0 3 4 3 1 1 2.5 2.37 9.1E-05 2 2.81E-05 4.32E-05 Helicase superfamily c-terminal domain; associated nucleus [pmid 14609955] ATP binding; DNA binding; DNA- 6 7
1717 ENSG00000121749:ENSMUSG00000020130:ENSRNOG00000003889 TBC1D15 gi|21362084|ref|NPgi|21362084|ref|NP_073608.2| TBC1 domain family, member 15 691 79461 5.7 0 o Q 18 0 X X X X X X X 0 1 1 0 1 1 1 1.59 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.44E-06 1.69E-05 X X X X X X X 0 1 1 0 1 1 1 2.32 3.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.74 5.6E-05 2 2.2E-05 2.71E-05 TBC domain. Identification of a TBC domain in GTPase activator activity 3 3
1718 ENSG00000062822:ENSMUSG00000038644:ENSRNOG00000019681 POLD1 gi|156616275|ref|Ngi|156616275|ref|NP_002682.2| polymerase (DNA directed), delta 1107 123631 7 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 1.36 2.1E-05 X X X X X X X 0 2 4 0 2 4 4 4.79 6.4E-05 X X X X X X X 0 2 2.12E-05 3.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.36 3.5E-05 1 8.67E-06 1.73E-05 4 6
1719 ENSG00000162434:ENSMUSG00000028530:ENSRNOG00000011157 JAK1 gi|102469034|ref|Ngi|102469034|ref|NP_002218.2| janus kinase 1 [Homo sapiens] 1154 133277 7.5 0 o Q 23 0 X X X X X X X 0 3 4 0 3 4 4 4.94 8.1E-05 X X X X X X X 0 1 2 0 1 2 2 1.3 3.1E-05 X X X X X X X 0 2 2.79E-05 3.82E-05 X X X X X X X 0 1 1 0 1 1 1 1.3 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.86E-06 9.72E-06 5 7
1720 ENSG00000118007:ENSMUSG00000037286:ENSRNOG00000015389 STAG1 gi|62243696|ref|NPgi|62243696|ref|NP_005853.2| stromal antigen 1 [Homo sapiens] 1258 144427 5.6 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.43 1.8E-05 X X X X X X X 0 1 2 0 1 2 2 3.02 2.6E-05 5 6 2 4 4 6 8.9 0.00018 3 5.67E-05 8.49E-05 STAG domain. STAG domain proteins are subunits of nucleus [pmid 9305759] binding 7 9
1721 ENSG00000125746:ENSMUSG00000040811:ENSRNOG00000030127 EML2 gi|6912356|ref|NP_gi|6912356|ref|NP_036287.1| echinoderm microtubule associate 649 70679 6.3 1 i71-93o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.47 2.7E-05 X X X X X X X 0 1 6.8E-06 1.36E-05 X X X X X X X 0 1 2 0 1 2 2 2.47 6.9E-05 X X X X X X X 0 1 1 0 1 1 1 3.08 2.5E-05 X X X X X X X 0 2 2.36E-05 3.26E-05 HELP motif. The HELP (Hydrophobic ELP) motif is microtubule; microtubule associated 3 4
1722 ENSG00000119787:ENSMUSG00000059811:ENSRNOG00000006523 ARL6IP2 gi|11641303|ref|NPgi|11641303|ref|NP_071769.1| ADP-ribosylation factor-like 6 inte 579 66159 6 2 o475-497i499-52Q 41 0 X X X X X X X 0 1 1 0 1 1 1 3.28 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.01E-05 2.01E-05 X X X X X X X 0 1 1 0 1 1 1 3.11 3.9E-05 X X X X X X X 0 1 1 0 1 1 1 3.45 2.8E-05 X X X X X X X 0 2 1.67E-05 1.98E-05 Guanylate-binding protein (GBP), N-terminal domain. GTP binding; GTPase activity 3 3
1723 ENSG00000180900:ENSMUSG00000022568:ENSRNOG00000032574 SCRIB gi|45827729|ref|NPgi|45827729|ref|NP_056171.2|;gi|45827731|ref|NP_874365.2| scribble isoform b [Homo sapiens 1630 174930 5.1 0 o Q 17 0.001 X X X X X X X 0 2 2 0 0 2 2 2.45 2.9E-05 X X X X X X X 0 1 1 0 0 1 1 1.9 1.1E-05 X X X X X X X 0 2 9.86E-06 1.35E-05 X X X X X X X 0 2 4 0 0 4 4 2.94 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.38E-05 2.75E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor membrane protein binding [pmid 15231747]; 5 7
1724 ENSG00000179115:ENSMUSG00000003808:ENSRNOG00000003149 FARSA gi|4758340|ref|NP_gi|4758340|ref|NP_004452.1| phenylalanyl-tRNA synthetase, al 508 57564 7.8 0 o Q 17 0.01 X X X X X X X 0 1 1 0 1 1 1 2.76 4.6E-05 X X X X X X X 0 1 1 0 1 1 1 2.76 3.5E-05 X X X X X X X 0 2 2.02E-05 2.37E-05 X X X X X X X 0 1 1 1 1 0 0 2.76 0 X X X X X X X 0 1 1 0 1 1 1 6.69 3.2E-05 X X X X X X X 0 1 8.03E-06 1.61E-05 Phenylalanyl-tRNA synthetase (PheRS) alpha chain cytoplasm [pmid 9177188]; soluble fraction ATP binding; ligase activity; nucleotide 4 4
1725 ENSG00000160695:ENSMUSG00000032127:ENSRNOG00000010733 VPS11 gi|17978477|ref|NPgi|17978477|ref|NP_068375.3| vacuolar protein sorting 11 [Homo 941 107809 7.1 0 o Q 58 0.001 X X X X X X X 0 2 3 0 2 3 3 2.55 7.4E-05 X X X X X X X 0 1 2 0 1 2 2 1.91 3.8E-05 X X X X X X X 0 2 2.8E-05 3.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.38 1.7E-05 X X X X X X X 0 1 4.34E-06 8.67E-06 RING-finger (Really Interesting New Gene) domain, a membrane ATP binding; metal ion binding; 4 6
1726 ENSG00000121486:ENSMUSG00000053286:ENSRNOG00000002580 C1orf25 gi|30181238|ref|NPgi|30181238|ref|NP_112196.2| N2,N2-dimethylguanosine tRNA m 733 81790 8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.91 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.96E-06 1.59E-05 X X X X X X X 0 1 2 0 1 2 2 2.73 6.1E-05 X X X X X X X 0 1 1 0 1 1 1 3.14 2.2E-05 X X X X X X X 0 2 2.09E-05 2.89E-05 N2,N2-dimethylguanosine tRNA methyltransferase intracellular methyltransferase activity; RNA binding; 3 4
1727 ENSG00000204209:ENSMUSG00000002307:ENSRNOG00000000477 DAXX gi|4503257|ref|NP_gi|4503257|ref|NP_001341.1| death-associated protein 6 [Homo 740 81373 4.9 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 2.43 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.88E-06 1.58E-05 X X X X X X X 0 1 2 0 1 2 2 4.19 6.1E-05 X X X X X X X 0 1 1 0 1 1 1 4.19 2.2E-05 X X X X X X X 0 2 2.07E-05 2.86E-05 Daxx Family. The Daxx protein (also known as the Fas-cytoplasm [pmid 15572661]; nucleus [pmid androgen receptor binding [pmid 3 4
1728 ENSG00000135905:ENSMUSG00000038608:ENSRNOG00000016165 DOCK10 gi|154146189|ref|Ngi|154146189|ref|NP_055504.2| dedicator of cytokinesis 10 [Homo 2186 249529 7.1 0 o Q 39 0.351 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 1.92 4E-05 X X X X X X X 0 1 1.01E-05 2.02E-05 X X X X X X X 0 3 4 0 3 4 4 2.61 4.1E-05 X X X X X X X 0 2 3 0 2 3 3 1.97 2.2E-05 X X X X X X X 0 2 1.59E-05 1.98E-05 7 12
1729 ENSG00000164889:ENSMUSG00000028962:ENSRNOG00000014347 SLC4A2 gi|156071474|ref|Ngi|156071474|ref|NP_003031.3| solute carrier family 4, anion exch 1241 137009 6.3 11 o709-731i752-77Q 30 0 X X X X X X X 0 2 3 0 2 3 3 3.71 5.6E-05 X X X X X X X 0 1 1 0 1 1 1 2.5 1.4E-05 X X X X X X X 0 2 1.77E-05 2.67E-05 X X X X X X X 0 2 2 0 2 2 2 3.46 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.04E-06 1.81E-05 5 6
1730 ENSG00000013364:ENSMUSG00000030681:ENSRNOG00000020182 MVP gi|19913412|ref|NPgi|19913412|ref|NP_005106.2| major vault protein [Homo sapiens 893 99327 5.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.02 2.6E-05 X X X X X X X 0 1 4 0 1 4 4 2.02 7.9E-05 X X X X X X X 0 2 2.63E-05 3.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.8 1.8E-05 X X X X X X X 0 1 4.57E-06 9.14E-06 Major Vault Protein repeat. The vault is a ubiquitous cytoplasm [pmid 7585126]; nucleus [pmid 3 6
1731 ENSG00000042445:ENSMUSG00000056666:ENSRNOG00000014090 RETSAT gi|31377748|ref|NPgi|31377748|ref|NP_060220.2| all-trans-13,14-dihydroretinol satu 610 66793 8.3 1 i2-24o S 19 1 X X X X X X X 0 1 1 0 1 1 1 2.62 3.8E-05 X X X X X X X 0 1 1 0 1 1 1 2.13 2.9E-05 X X X X X X X 0 2 1.68E-05 1.98E-05 X X X X X X X 0 1 1 0 1 1 1 1.64 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.19E-06 1.84E-05 Phytoene dehydrogenase and related proteins endoplasmic reticulum; endoplasmic all-trans-retinol 13,14-reductase activity 3 3
1732 ENSG00000103549:ENSMUSG00000030816:ENSRNOG00000018840 RNF40 gi|7662230|ref|NP_gi|7662230|ref|NP_055586.1| ring finger protein 40 [Homo sapie 1001 113678 6.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.4 2.3E-05 X X X X X X X 0 2 4 0 2 4 4 6.09 7.1E-05 X X X X X X X 0 2 2.35E-05 3.33E-05 X X X X X X X 0 1 1 0 1 1 1 1.4 2.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.6E-06 1.12E-05 RING-finger (Really Interesting New Gene) domain, a chromosome; nucleus ligase activity; metal ion binding; protein 4 6
1733 ENSG00000197548:ENSMUSG00000079831:ENSRNOG00000007486 ATG7 gi|5453668|ref|NP_gi|5453668|ref|NP_006386.1| APG7 autophagy 7-like [Homo sa 703 77960 6.2 0 o Q 22 0.018 X X X X X X X 0 1 2 0 1 2 2 2.13 6.6E-05 X X X X X X X 0 1 1 0 1 1 1 2.13 2.5E-05 X X X X X X X 0 2 2.29E-05 3.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.13 2.3E-05 X X X X X X X 0 1 5.8E-06 1.16E-05 Apg7 is an E1-like protein, that activates two different cytoplasm [pmid 10233149] catalytic activity; ubiquitin activating 3 4
1734 ENSG00000139626:ENSMUSG00000001281:ENSRNOG00000012208 ITGB7 gi|4504777|ref|NP_gi|4504777|ref|NP_000880.1| integrin, beta 7 [Homo sapiens] 798 86903 6 1 o724-746i S 20 1 X X X X X X X 0 1 2 0 1 2 2 1.75 5.8E-05 X X X X X X X 0 1 1 0 1 1 1 5.01 2.2E-05 X X X X X X X 0 2 2.01E-05 2.76E-05 X X X X X X X 0 1 1 0 1 1 1 5.01 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.03E-06 1.41E-05 Integrin beta subunits (N-terminal portion of integral to membrane; integrin complex identical protein binding [pmid 3 4
1735 ENSG00000167615:ENSMUSG00000035545:ENSRNOG00000018642 LENG8 gi|24308382|ref|NPgi|24308382|ref|NP_443157.1| leukocyte receptor cluster (LRC) m 800 88157 9.1 0 o Q 25 0 X X X X X X X 0 1 2 0 1 2 2 2.63 5.8E-05 X X X X X X X 0 1 1 0 1 1 1 1.13 2.2E-05 X X X X X X X 0 2 2.01E-05 2.75E-05 X X X X X X X 0 1 1 0 1 1 1 4.25 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.01E-06 1.4E-05 SAC3/GANP/Nin1/mts3/eIF-3 p25 family. This large protein binding [pmid 16239144]; 3 4
1736 ENSG00000182872:ENSMUSG00000031060:ENSRNOG00000008472 RBM10 gi|20127479|ref|NPgi|20127479|ref|NP_005667.2|;gi|23111018|ref|NP_690595.1| RNA binding motif protein 10 isofo 930 103533 6 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 2.9 2.5E-05 X X X X X X X 0 1 4 0 0 4 4 2.9 7.6E-05 X X X X X X X 0 2 2.53E-05 3.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.83 1.8E-05 X X X X X X X 0 1 4.39E-06 8.77E-06 glycine rich nucleic binding domain; A predicted intracellular; nucleus metal ion binding; nucleic acid binding; 3 6
1737 ENSG00000079263:ENSMUSG00000070031:ENSRNOG00000022800 SP140 gi|52487219|ref|NPgi|52487219|ref|NP_009168.3| SP140 nuclear body protein isofo 867 98286 5.3 0 o Q 31 0 X X X X X X X 0 1 2 0 1 2 2 1.73 5.4E-05 X X X X X X X 0 2 2 0 2 2 2 4.61 4.1E-05 X X X X X X X 0 2 2.36E-05 2.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.85 1.9E-05 X X X X X X X 0 1 4.71E-06 9.41E-06 Sp100 domain. The function of this domain is nuclear envelope [pmid 8695863]; DNA binding; metal ion binding; protein 4 5
1738 ENSG00000120915:ENSMUSG00000022040:ENSRNOG00000017286 EPHX2 gi|27597073|ref|NPgi|27597073|ref|NP_001970.2| epoxide hydrolase 2, cytoplasmic 555 62616 6.3 0 o S 32 0.753 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.42 3.2E-05 X X X X X X X 0 1 7.96E-06 1.59E-05 X X X X X X X 0 1 1 0 1 1 1 3.78 4E-05 X X X X X X X 0 1 1 0 1 1 1 4.68 2.9E-05 X X X X X X X 0 2 1.75E-05 2.07E-05 Predicted hydrolases or acyltransferases (alpha/beta cytosol [pmid 10862610]; peroxisome; epoxide hydrolase activity [pmid 3 3
1739 ENSG00000130475:ENSMUSG00000070000:ENSRNOG00000033912 FCHO1 gi|29789054|ref|NPgi|29789054|ref|NP_055937.1| FCH domain only 1 [Homo sapien 889 96861 7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.69 2E-05 X X X X X X X 0 1 4.97E-06 9.93E-06 X X X X X X X 0 1 2 0 1 2 2 3.15 5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.59 4.3E-05 2 2.34E-05 2.72E-05 Fes/CIP4 homology domain; Alignment extended from 3 4
1740 ENSG00000128815:ENSMUSG00000051506:ENSRNOG00000029662 C10orf64 gi|169194808|ref|Xgi|169194808|ref|XP_001124974.2|;gi|169194816|ref|XP_001719067.1| PREDICTED: similar to hCG1745 3184 353625 6.3 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 0.53 7.3E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.83E-06 3.66E-06 X X X X X X X 0 2 3 0 0 3 3 1.13 2.1E-05 X X X X X X X 0 X X X X X X X 0 4 8 0 0 8 8 1.98 9.6E-05 2 2.94E-05 4.58E-05 7 12
1741 ENSG00000100592:ENSMUSG00000034574:ENSRNOG00000004345 DAAM1 gi|21071077|ref|NPgi|21071077|ref|NP_055807.1| dishevelled-associated activator o 1078 123473 7.2 0 o Q 25 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.95 1.6E-05 X X X X X X X 0 1 4.1E-06 8.19E-06 X X X X X X X 0 2 3 0 2 3 3 3.34 6.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.5 3.6E-05 2 2.45E-05 3.03E-05 Diaphanous GTPase-binding Domain. This domain is actin binding; binding; Rho GTPase 4 5
1742 ENSG00000042088:ENSMUSG00000021177:ENSRNOG00000003831 TDP1 gi|57242805|ref|NPgi|57242805|ref|NP_001008744.1| tyrosyl-DNA phosphodiesterase 1 608 68420 7.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.13 7.4E-05 X X X X X X X 0 2 2 0 2 2 2 4.77 5.4E-05 1 1 0 1 1 1 1.64 6.3E-05 3 4.77E-05 3.28E-05 Tyrosyl-DNA phosphodiesterase. Covalent nucleus [pmid 10521354] hydrolase activity; phosphoric diester 4 5
1743 ENSG00000164944:ENSMUSG00000040720:ENSRNOG00000014664 KIAA1429 gi|33946282|ref|NPgi|33946282|ref|NP_056311.2| hypothetical protein LOC25962 is 1812 202023 5 0 o Q 21 0.001 X X X X X X X 0 5 5 0 5 5 5 5.46 6.4E-05 X X X X X X X 0 3 4 0 3 4 4 2.26 3.9E-05 X X X X X X X 0 2 2.58E-05 3.16E-05 X X X X X X X 0 1 1 0 1 1 1 1.27 1.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.1E-06 6.19E-06 9 10
1744 ENSG00000065183:ENSMUSG00000033285:ENSRNOG00000019670 WDR3 gi|5803221|ref|NP_gi|5803221|ref|NP_006775.1| WD repeat-containing protein 3 [H 943 106099 6.6 0 o Q 22 0.036 X X X X X X X 0 1 1 0 1 1 1 2.86 2.5E-05 X X X X X X X 0 3 3 0 3 3 3 7.64 5.6E-05 X X X X X X X 0 2 2.02E-05 2.67E-05 X X X X X X X 0 1 1 0 1 1 1 2.76 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.95E-06 1.19E-05 WD40 domain, found in a number of eukaryotic nucleus [pmid 10395803] 5 5
1745 ENSG00000176783:ENSMUSG00000020375:ENSRNOG00000003536 RUFY1 gi|94721332|ref|NPgi|94721332|ref|NP_001035541.1|;gi|94721336|ref|NP_079434.3| RUN and FYVE domain-containin 600 69078 5.9 0 o Q 33 0.273 X X X X X X X 0 1 1 0 0 1 1 3.5 3.9E-05 X X X X X X X 0 1 1 0 0 1 1 3.5 2.9E-05 X X X X X X X 0 2 1.71E-05 2.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.33 2.7E-05 X X X X X X X 0 1 6.8E-06 1.36E-05 RUN domain. This domain is present in several membrane lipid binding; metal ion binding; protein 3 3
1746 ENSG00000085224:ENSMUSG00000031229:ENSRNOG00000002550 LOC728849 gi|169216549|ref|Xgi|169216549|ref|XP_001128623.2|;gi|20336205|ref|NP_612114.1|;gi|20336209|ref|NP_000480.2| PREDICTED: similar to putative D 2494 282912 6.6 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 0.48 1.9E-05 1 1 0 0 1 1 0.72 7.5E-05 X X X X X X X 0 X X X X X X X 0 2 2.35E-05 3.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.84 1.5E-05 1 3.85E-06 7.7E-06 3 4
1747 ENSG00000124228:ENSMUSG00000017999:ENSRNOG00000008081 DDX27 gi|19743937|ref|NPgi|19743937|ref|NP_060365.6| DEAD (Asp-Glu-Ala-Asp) box poly 796 89865 9.3 0 o Q 30 0.057 X X X X X X X 0 1 2 0 1 2 2 2.26 5.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.13 2.2E-05 X X X X X X X 0 2 2.02E-05 2.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.63 2.1E-05 X X X X X X X 0 1 5.13E-06 1.03E-05 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 3 4
1748 ENSG00000166887:ENSMUSG00000027291:ENSRNOG00000008316 VPS39 gi|54234024|ref|NPgi|54234024|ref|NP_056104.2| vacuolar protein sorting 39 [Homo 875 100769 7.1 0 o Q 23 0 X X X X X X X 0 1 1 0 1 1 1 1.6 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.66E-06 1.33E-05 X X X X X X X 0 1 1 0 1 1 1 1.83 2.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.66 4.4E-05 2 1.74E-05 2.14E-05 CNH domain. Domain found in NIK1-like kinase, small GTPase regulator activity 3 3
1749 ENSG00000176986:ENSMUSG00000039367:ENSRNOG00000026670 SEC24C gi|38373671|ref|NPgi|38373671|ref|NP_940999.1| SEC24-related protein C [Homo s 1094 118325 7.1 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 3.11 3.2E-05 X X X X X X X 0 1 8.07E-06 1.61E-05 X X X X X X X 0 1 1 0 1 1 1 1.65 2.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.01 3.5E-05 2 1.39E-05 1.71E-05 Sec24-like: Protein and membrane traffic in COPII vesicle coat [pmid 10214955]; protein binding [pmid 10075675]; zinc 4 4
1750 ENSG00000180917:ENSMUSG00000046441:ENSRNOG00000017102 FTSJD1 gi|153792086|ref|Ngi|153792086|ref|NP_001093112.1| hypothetical protein LOC55783 [H 770 88120 7 0 o Q 25 0.064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.21 2.3E-05 X X X X X X X 0 1 5.74E-06 1.15E-05 X X X X X X X 0 1 1 0 1 1 1 3.38 2.9E-05 X X X X X X X 0 1 2 0 1 2 2 2.21 4.2E-05 X X X X X X X 0 2 1.79E-05 2.13E-05 3 4
1751 ENSG00000170471:ENSMUSG00000027652:ENSRNOG00000014836 KIAA1219 gi|34787409|ref|NPgi|34787409|ref|NP_065069.1| hypothetical protein LOC57148 [H 1494 166798 6.8 0 o Q 20 0.001 X X X X X X X 0 1 2 0 1 2 2 1.87 3.1E-05 X X X X X X X 0 3 3 0 3 3 3 3.88 3.5E-05 X X X X X X X 0 2 1.67E-05 1.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.34 2.6E-05 1 6.42E-06 1.28E-05 autolysin; PRK06347 GTPase activator activity 5 6
1752 ENSG00000145041:ENSMUSG00000040325:ENSRNOG00000013841 VPRBP gi|7662316|ref|NP_gi|7662316|ref|NP_055518.1| VprBP protein [Homo sapiens] 1507 169007 5.1 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1 2.3E-05 X X X X X X X 0 1 5.86E-06 1.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 1.92 4.3E-05 1 1 0 1 1 1 1.46 2.5E-05 2 1.72E-05 2.12E-05 WD40 domain, found in a number of eukaryotic 4 7
1753 ENSG00000114867:ENSMUSG00000045983:ENSRNOG00000011281 EIF4G1 gi|38201619|ref|NPgi|38201619|ref|NP_004944.2|;gi|38201623|ref|NP_937884.1|;gi|38201625|ref|NP_937885.1|;gi|38201627|ref|NP_937887.1|eukaryotic translation initiation fac 1403 154804 5.2 0 o Q 19 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.21 1.3E-05 X X X X X X X 0 1 3.15E-06 6.3E-06 X X X X X X X 0 1 2 0 0 2 2 0.78 3.2E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.28 5.5E-05 2 2.17E-05 2.67E-05 MIF4G domain. MIF4G is named after Middle domain cytoplasm; eukaryotic translation initiation protein binding [pmid 10970864] [pmid 3 5
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1754 ENSG00000156802:ENSMUSG00000022360:ENSRNOG00000025604 ATAD2 gi|24497618|ref|NPgi|24497618|ref|NP_054828.2| ATPase family, AAA domain cont 1390 158554 6.3 0 o Q 19 0.008 X X X X X X X 0 1 2 0 1 2 2 1.8 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.39E-06 1.68E-05 X X X X X X X 0 1 1 0 1 1 1 1.8 1.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.44 2.8E-05 2 1.09E-05 1.35E-05 ATPase family associated with various cellular ATP binding; nucleoside-triphosphatase 3 4
1755 ENSG00000137145:ENSMUSG00000038024:ENSRNOG00000008036 DENND4C gi|94818781|ref|NPgi|94818781|ref|NP_060395.4| DENN/MADD domain containing 1673 186856 6.9 0 o Q 30 0.103 X X X X X X X 0 2 3 0 2 3 3 2.33 4.2E-05 X X X X X X X 0 1 2 0 1 2 2 2.03 2.1E-05 X X X X X X X 0 2 1.57E-05 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.78 2.3E-05 1 5.74E-06 1.15E-05 4 6
1756 ENSG00000004487:ENSMUSG00000036940:ENSRNOG00000022372 AOF2 gi|58761546|ref|NPgi|58761546|ref|NP_055828.2| amine oxidase (flavin containing) 852 92903 6.5 0 o S 24 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2 2.1E-05 X X X X X X X 0 1 5.18E-06 1.04E-05 X X X X X X X 0 1 1 0 1 1 1 2 2.6E-05 X X X X X X X 0 1 2 0 1 2 2 1.29 3.8E-05 X X X X X X X 0 2 1.62E-05 1.93E-05 Flavin containing amine oxidoreductase. This family nucleus oxidoreductase activity; protein binding 3 4
1757 ENSG00000131375:ENSMUSG00000021893:ENSRNOG00000019273 CAPN7 gi|7656959|ref|NP_gi|7656959|ref|NP_055111.1| calpain 7 [Homo sapiens] 813 92652 7.7 0 o Q 20 0 X X X X X X X 0 1 1 0 1 1 1 1.48 2.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.72 2.2E-05 X X X X X X X 0 2 1.26E-05 1.48E-05 X X X X X X X 0 1 1 0 1 1 1 1.72 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.9E-06 1.38E-05 MIT: domain contained within Microtubule Interacting intracellular; nucleus binding; calpain activity; cysteine-type 3 3
1758 ENSG00000164941:ENSMUSG00000040738:ENSRNOG00000008124 INTS8 gi|70608109|ref|NPgi|70608109|ref|NP_060334.2| integrator complex subunit 8 [Hom 995 113088 7.1 0 o Q 35 0 X X X X X X X 0 1 1 0 1 1 1 3.72 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.86E-06 1.17E-05 X X X X X X X 0 1 1 0 1 1 1 3.72 2.3E-05 X X X X X X X 0 1 2 0 1 2 2 3.72 3.3E-05 X X X X X X X 0 2 1.38E-05 1.65E-05 hypothetical protein; PRK11788 integrator complex [pmid 16239144] protein binding [pmid 16239144] 3 4
1759 ENSG00000126461:ENSMUSG00000038406:ENSRNOG00000020499 SCAF1 gi|32698750|ref|NPgi|32698750|ref|NP_067051.1| SR-related CTD-associated facto 1312 139265 9.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.37 2.7E-05 X X X X X X X 0 1 6.73E-06 1.35E-05 X X X X X X X 0 2 2 0 2 2 2 2.82 3.4E-05 X X X X X X X 0 1 1 0 1 1 1 1.37 1.2E-05 X X X X X X X 0 2 1.17E-05 1.61E-05 4 5
1760 ENSG00000130816:ENSMUSG00000004099:ENSRNOG00000039859 DNMT1 gi|4503351|ref|NP_gi|4503351|ref|NP_001370.1| DNA (cytosine-5-)-methyltransfera 1616 183164 7.8 0 o Q 22 0.207 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.62 1.1E-05 X X X X X X X 0 1 2.73E-06 5.47E-06 X X X X X X X 0 1 4 0 1 4 4 0.87 5.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.55 2.4E-05 2 1.98E-05 2.63E-05 CXXC zinc finger. This domain contains eight nucleus [pmid 8940105] DNA (cytosine-5-)-methyltransferase 3 6
1761 ENSG00000153064:ENSMUSG00000037922:ENSRNOG00000009704 BANK1 gi|144953889|ref|Ngi|144953889|ref|NP_001077376.1|;gi|144953891|ref|NP_060405.3| B-cell scaffold protein with ankyrin 755 86460 5.4 0 o Q 27 0 X X X X X X X 0 1 1 0 0 1 1 3.31 3.1E-05 X X X X X X X 0 1 1 0 0 1 1 3.31 2.3E-05 X X X X X X X 0 2 1.36E-05 1.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.5 2.2E-05 X X X X X X X 0 1 5.4E-06 1.08E-05 3 3
1762 ENSG00000168488:ENSMUSG00000032637:ENSRNOG00000018686 ATXN2L gi|27262645|ref|NPgi|27262645|ref|NP_663760.1|;gi|27262647|ref|NP_009176.2|;gi|27262649|ref|NP_680780.1|;gi|27262651|ref|NP_680781.1|;gi|27262653|ref|NP_680782.1| ataxin 2 related protein isoform B 1062 111920 8.7 0 o Q 56 0.003 X X X X X X X 0 1 1 0 0 1 1 1.6 2.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.49E-06 1.1E-05 X X X X X X X 0 1 1 0 0 1 1 1.6 2.1E-05 X X X X X X X 0 1 2 0 0 2 2 2.82 3.1E-05 X X X X X X X 0 2 1.3E-05 1.55E-05 Ataxin-2 N-terminal region. This family represents a membrane 3 4
1763 ENSG00000135241:ENSMUSG00000036257:ENSRNOG00000039091 PNPLA8 gi|48525351|ref|NPgi|48525351|ref|NP_056538.1| patatin-like phospholipase domain 782 88477 9.2 0 o Q 18 0.018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.73 2.3E-05 X X X X X X X 0 1 5.65E-06 1.13E-05 X X X X X X X 0 1 1 0 1 1 1 1.66 2.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.66 2.1E-05 X X X X X X X 0 2 1.24E-05 1.47E-05 Patatin-like phospholipase. This family consists of actin cytoskeleton [pmid 11256614]; ATP binding [pmid 10744668]; binding; 3 3
1764 ENSG00000132153:ENSMUSG00000032480:ENSRNOG00000029194 DHX30 gi|20336290|ref|NPgi|20336290|ref|NP_055781.2|;gi|20336294|ref|NP_619520.1| DEAH (Asp-Glu-Ala-His) box poly 1155 129438 8.5 0 o Q 32 0.004 X X X X X X X 0 1 2 0 0 2 2 1.39 4E-05 X X X X X X X 0 1 1 0 0 1 1 1.47 1.5E-05 X X X X X X X 0 2 1.39E-05 1.91E-05 X X X X X X X 0 1 1 0 0 1 1 1.82 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.86E-06 9.71E-06 Helicase superfamily c-terminal domain; associated intracellular ATP binding; ATP-dependent helicase 3 4
1765 ENSG00000196367:ENSMUSG00000045482:ENSRNOG00000025244 TRRAP gi|4507691|ref|NP_gi|4507691|ref|NP_003487.1| transformation/transcription doma 3830 434416 8.2 0 o Q 18 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 1.54 1.4E-05 X X X X X X X 0 1 3.46E-06 6.92E-06 X X X X X X X 0 1 1 0 1 1 1 0.34 5.9E-06 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 1.02 6E-05 2 1.65E-05 2.92E-05 Phosphatidylinositol kinase and protein kinases of the nucleus [pmid 9708738]; PCAF complex phosphotransferase activity, alcohol 7 10
1766 ENSG00000137628:ENSMUSG00000037921:ENSRNOG00000014407 DDX60 gi|29725619|ref|NPgi|29725619|ref|NP_060101.2| DEAD (Asp-Glu-Ala-Asp) box poly 1712 197824 7.7 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.11 1E-05 X X X X X X X 0 1 2.58E-06 5.16E-06 X X X X X X X 0 1 1 0 1 1 1 1.17 1.3E-05 X X X X X X X 0 1 6 0 1 6 6 1.29 5.7E-05 X X X X X X X 0 2 1.76E-05 2.71E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 3 8
1767 ENSG00000113810:ENSMUSG00000034349:ENSRNOG00000010274 SMC4 gi|50658065|ref|NPgi|50658065|ref|NP_005487.3| SMC4 structural maintenance of c 1288 147182 6.8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.18 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.53E-06 9.05E-06 X X X X X X X 0 1 1 0 1 1 1 3.18 1.7E-05 X X X X X X X 0 1 3 0 1 3 3 1.16 3.8E-05 X X X X X X X 0 2 1.39E-05 1.81E-05 SMC proteins Flexible Hinge Domain. This family chromosome; condensin complex [pmid ATP binding [pmid 11136719]; 3 5
1768 ENSG00000091009:ENSMUSG00000024491:ENSRNOG00000027250 RBM27 gi|169168349|ref|Xgi|169168349|ref|XP_001720291.1| PREDICTED: similar to RNA-bind 1060 118718 9.2 0 o Q 24 0.001 X X X X X X X 0 1 1 0 1 1 1 3.3 2.2E-05 X X X X X X X 0 2 2 0 2 2 2 3.3 3.3E-05 X X X X X X X 0 2 1.38E-05 1.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.3 1.5E-05 X X X X X X X 0 1 3.85E-06 7.7E-06 4 4
1769 ENSG00000092098:ENSMUSG00000047098:ENSRNOG00000019438 RNF31 gi|109150431|ref|Ngi|109150431|ref|NP_060469.4| ring finger protein 31 [Homo sapie 1072 119652 6.6 0 o Q 54 0 X X X X X X X 0 1 1 0 1 1 1 2.61 2.2E-05 X X X X X X X 0 1 2 0 1 2 2 1.87 3.3E-05 X X X X X X X 0 2 1.37E-05 1.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.21 1.5E-05 X X X X X X X 0 1 3.81E-06 7.61E-06 3 4
1770 ENSG00000198589:ENSMUSG00000028080:ENSRNOG00000023453 LRBA gi|148233596|ref|Ngi|148233596|ref|NP_006717.2| LPS-responsive vesicle trafficking 2863 319107 5.6 0 o Q 0 0 X X X X X X X 0 3 3 0 3 3 3 1.89 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.11E-06 1.22E-05 X X X X X X X 0 1 1 0 1 1 1 0.66 7.8E-06 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.56 2.7E-05 2 8.66E-06 1.27E-05 5 6
1771 ENSG00000165733:ENSMUSG00000030138:ENSRNOG00000006576 BMS1 gi|41281483|ref|NPgi|41281483|ref|NP_055568.2| BMS1-like, ribosome assembly pr 1282 145821 6.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.94 1.8E-05 X X X X X X X 0 1 2 0 1 2 2 2.03 2.8E-05 X X X X X X X 0 2 1.14E-05 1.37E-05 X X X X X X X 0 1 1 0 1 1 1 2.03 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.37E-06 8.75E-06 Bms1. Bms1 is an essential, evolutionarily conserved, nucleus ATP binding; nucleotide binding 3 4
1772 ENSG00000112282:ENSMUSG00000019984:ENSRNOG00000013422 MED23 gi|28558969|ref|NPgi|28558969|ref|NP_057063.2|;gi|28558971|ref|NP_004821.2| mediator complex subunit 23 isofo 1365 156193 7.4 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.81 1.3E-05 X X X X X X X 0 1 3.24E-06 6.47E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 0.81 2.4E-05 1 1 0 0 1 1 0.88 2.8E-05 2 1.3E-05 1.51E-05 transcription factor complex [pmid 9989412] receptor activity; transcription coactivator 3 4
1773 ENSG00000115760:ENSMUSG00000024073:ENSRNOG00000027191 BIRC6 gi|153792694|ref|Ngi|153792694|ref|NP_057336.3| baculoviral IAP repeat-containing 4857 530274 6 0 o S 45 0.599 X X X X X X X 0 2 2 0 2 2 2 1.52 9.6E-06 X X X X X X X 0 1 1 0 1 1 1 0.49 3.6E-06 X X X X X X X 0 2 3.31E-06 4.53E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 0.99 3.2E-05 1 7.9E-06 1.58E-05 6 7
1774 ENSG00000163029:ENSMUSG00000020608:ENSRNOG00000004908 SMC6 gi|13375848|ref|NPgi|13375848|ref|NP_078900.1| SMC6 protein [Homo sapiens] 1091 126325 7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.56 1.6E-05 X X X X X X X 0 1 4.05E-06 8.1E-06 X X X X X X X 0 1 1 0 1 1 1 1.47 2.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.47 1.5E-05 X X X X X X X 0 2 8.88E-06 1.05E-05 Eukaryotic SMC6 proteins; SMC proteins are large chromosome; intracellular [pmid 11256614] ATP binding 3 3
1775 ENSG00000075568:ENSMUSG00000026116:ENSRNOG00000017265 TMEM131 gi|150456424|ref|Ngi|150456424|ref|NP_056163.1| RW1 protein [Homo sapiens] 1883 205137 8.6 2 o1083-1105i1118S 60 0.988 X X X X X X X 0 1 1 0 1 1 1 0.74 1.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.1E-06 6.19E-06 X X X X X X X 0 2 2 0 2 2 2 1.43 2.4E-05 X X X X X X X 0 1 2 0 1 2 2 0.69 1.7E-05 X X X X X X X 0 2 1.03E-05 1.22E-05 4 5
1776 ENSG00000160294:ENSMUSG00000001150:ENSRNOG00000001272 MCM3AP gi|19923191|ref|NPgi|19923191|ref|NP_003897.2| minichromosome maintenance co 1980 218403 6.4 0 o Q 27 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.41 8.9E-06 X X X X X X X 0 1 2.23E-06 4.46E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.86 8.2E-06 1 2 0 1 2 2 1.21 3.9E-05 2 1.18E-05 1.84E-05 Nuclear protein export factor [Intracellular trafficking nucleus [pmid 9712829] DNA binding [pmid 9712829]; nucleotide 3 4
1777 ENSG00000164327:ENSMUSG00000050310:ENSRNOG00000011341 RICTOR gi|59891448|ref|NPgi|59891448|ref|NP_689969.2| rapamycin-insensitive companion 1708 192216 7.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.23 1.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.41E-06 6.83E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.82 9.6E-06 1 1 0 1 1 1 0.88 2.2E-05 2 8.01E-06 1.06E-05 binding 3 3
1778 ENSG00000105357:ENSMUSG00000030739:ENSRNOG00000020014 MYH14 gi|116284394|ref|Ngi|116284394|ref|NP_079005.3|;gi|116284396|ref|NP_001070654.1| myosin, heavy chain 14 isoform 2 1995 227868 5.6 0 o Q 39 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.35 8.9E-06 X X X X X X X 0 1 2.21E-06 4.43E-06 X X X X X X X 0 1 1 0 0 1 1 1.3 1.1E-05 X X X X X X X 0 X X X X X X X 0 7 15 14 0 1 1.187 4.11 2.3E-05 2 8.52E-06 1.09E-05 9 17
1779 ENSG00000153339:ENSMUSG00000033382:ENSRNOG00000022202 KIAA1012 gi|42476076|ref|NPgi|42476076|ref|NP_055754.2| hypothetical protein LOC22878 [H 1435 160970 6.9 0 o Q 29 0.007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.11 1.2E-05 X X X X X X X 0 1 3.08E-06 6.15E-06 X X X X X X X 0 1 1 0 1 1 1 1.05 1.6E-05 X X X X X X X 0 1 1 0 1 1 1 1.05 1.1E-05 X X X X X X X 0 2 6.75E-06 7.99E-06 Golgi cis face binding; intracellular transporter activity 3 3
1780 ENSG00000184634:ENSMUSG00000079487:ENSRNOG00000003848 MED12 gi|110347429|ref|Ngi|110347429|ref|NP_005111.2| mediator of RNA polymerase II tra 2177 243079 7.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.87 8.1E-06 X X X X X X X 0 1 2.03E-06 4.06E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.96 1.5E-05 1 1 0 1 1 1 0.83 1.8E-05 2 8.16E-06 9.48E-06 3 4
1781 ENSG00000077235:ENSMUSG00000032777:ENSRNOG00000016218 GTF3C1 gi|101943240|ref|Ngi|101943240|ref|NP_001511.2| general transcription factor IIIC, p 2109 238873 7.3 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.19 1.1E-05 X X X X X X X 0 1 3 0 1 3 3 1.19 2.3E-05 1 2 0 1 2 2 0.76 3.6E-05 3 1.76E-05 1.57E-05 3 6
1782 ENSG00000117713:ENSMUSG00000007880:ENSRNOG00000006137 ARID1A gi|21264565|ref|NPgi|21264565|ref|NP_006006.3| AT rich interactive domain 1A isof 2285 242042 6.7 0 o Q 15 0.096 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 0.7 9.8E-06 X X X X X X X 0 1 2 0 1 2 2 1.18 1.4E-05 2 2 0 2 2 2 0.92 3.4E-05 3 1.44E-05 1.41E-05 ARID/BRIGHT DNA binding domain. This domain is intracellular; nucleus; SWI/SNF complex binding; DNA binding [pmid 10757798] 4 5
1783 ENSG00000005810:ENSMUSG00000033004:ENSRNOG00000010479 MYCBP2 gi|126116565|ref|Ngi|126116565|ref|NP_055872.3| MYC binding protein 2 [Homo sap 4640 510091 7 0 o S 23 0.806 X X X X X X X 0 1 1 0 1 1 1 0.28 5E-06 X X X X X X X 0 2 2 0 2 2 2 0.6 7.6E-06 X X X X X X X 0 2 3.16E-06 3.8E-06 X X X X X X X 0 1 1 0 1 1 1 0.67 4.8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.21E-06 2.42E-06 4 4
1784 ENSG00000155657:NA:NA TTN gi|110349713|ref|Ngi|110349713|ref|NP_597676.2|;gi|110349715|ref|NP_003310.3|;gi|110349717|ref|NP_597681.2|;gi|110349719|ref|NP_596869.3| titin isoform novex-1 [Homo sapie 27051 3E+06 6.8 0 o Q 24 0.116 X X X X X X X 0 3 5 0 0 5 5 0.19 4.3E-06 X X X X X X X 0 1 1 0 0 1 1 0.06 6.5E-07 X X X X X X X 0 2 1.24E-06 2.07E-06 X X X X X X X 0 1 1 0 0 1 1 0.09 8.3E-07 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.07E-07 4.15E-07 5 7
1785 ENSG00000100097:ENSMUSG00000068220:ENSRNOG00000009884 LGALS1 gi|4504981|ref|NP_gi|4504981|ref|NP_002296.1| beta-galactoside-binding lectin pre 135 14716 5.5 0 o Q 18 0.027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 43 0 2 43 43 31.11 0.00563 X X X X X X X 0 1 0.001407 0.002813 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 172 0 3 172 172 39.26 0.02079 X X X X X X X 0 1 0.005198 0.010396 Galectin/galactose-binding lectin. This domain cytoplasm [pmid 16130169]; intracellular signal transducer activity [pmid 5 215
1786 gi|169172248|ref|XP_001719407.1| LOC100129427 gi|169172248|ref|Xgi|169172248|ref|XP_001719407.1| PREDICTED: hypothetical protein 79 8761 10.9 0 o Q 16 0 1 1 0 1 1 1 24.05 0.00205 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000513 0.001026 1 1 0 1 1 1 24.05 0.00562 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.001405 0.002809 2 2
1787 ENSG00000126803:ENSMUSG00000059970:ENSRNOG00000006472 HSPA2 gi|13676857|ref|NPgi|13676857|ref|NP_068814.2| heat shock 70kDa protein 2 [Hom 639 70021 5.7 0 o Q 18 0.006 2 3 3 0 0 0 4.38 0 1 1 1 0 0 0 1.88 0 1 17 0 0 17 17 1.56 0.005 1 3 3 0 0 0 2.03 0 1 1 1 0 0 0 2.5 0 1 0.00125 0.002499 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 2 1 1 1 1.003 9.23 2.6E-05 3 9 9 0 0 0 3.44 0 1 6.4E-06 1.28E-05 Actin; An ubiquitous protein involved in the formation cell surface [pmid 12493773] ATP binding; nucleotide binding; 12 36
1788 ENSG00000163479:ENSMUSG00000041355:ENSRNOG00000019940 SSR2 gi|4507239|ref|NP_gi|109466880|ref|XP_001070197.1|;gi|4507239|ref|NP_003136.1| signal sequence receptor, beta pr 183 20135 8.3 1 o147-169i S 18 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 10.93 0.00764 X X X X X X X 0 3 8 0 0 8 8 6.01 0.00168 2 0.00042 0.000839 Translocon-associated protein beta (TRAPB). This endoplasmic reticulum [pmid 7789174]; signal sequence binding [pmid 7789174] 4 10
1789 ENSG00000168653:ENSMUSG00000028648:ENSRNOG00000026646 NDUFS5 gi|4758790|ref|NP_gi|4758790|ref|NP_004543.1| NADH dehydrogenase (ubiquinon 106 12517 9.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.43 0.00033 X X X X X X X 0 1 8.33E-05 0.000167 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 10 0 1 10 10 16.98 0.00362 1 0.000905 0.001811 membrane fraction; mitochondrion NADH dehydrogenase (ubiquinone) 2 12
1790 ENSG00000133935:ENSMUSG00000021252:ENSRNOG00000008781 C14orf1 gi|6005719|ref|NP_gi|10946822|ref|NP_067421.1|;gi|6005719|ref|NP_009107.1|hypothetical protein LOC11161 [H 140 15806 9.9 4 i5-27o47-69i76-9S 27 0.923 X X X X X X X 0 2 15 0 0 15 15 20 0.0025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000625 0.00125 X X X X X X X 0 1 8 0 0 8 8 9.29 0.00128 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00032 0.000641 Erg28 like protein. This is a family of integral endoplasmic reticulum; integral to 3 23
1791 ENSG00000183596:NA:NA Magmas gi|27363461|ref|NPgi|27363461|ref|NP_057153.8| mitochondria-associated granuloc 125 13825 9.7 0 o S 22 0.755 X X X X X X X 0 1 1 0 1 1 1 18.4 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.66E-05 9.33E-05 1 1 0 1 1 1 8 0.00355 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000888 0.001775 Pam16. The Pam16 protein is the fifth essential membrane; mitochondrion heat shock protein binding 2 2
1792 ENSG00000166710:ENSMUSG00000060802:ENSRNOG00000017123 B2M gi|4757826|ref|NP_gi|4757826|ref|NP_004039.1| beta-2-microglobulin precursor [H 119 13715 6.5 0 o S 21 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 26.89 0.00119 X X X X X X X 0 1 0.000297 0.000594 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 8 0 3 8 8 26.89 0.00258 1 0.000645 0.00129 Immunoglobulin domain constant region subfamily; extracellular region MHC class I receptor activity 5 16
1793 ENSG00000099203:ENSMUSG00000032180:ENSRNOG00000008037 TMED1 gi|5803040|ref|NP_gi|5803040|ref|NP_006849.1| interleukin 1 receptor-like 1 ligand 227 25206 4.5 1 o193-215i S 24 1 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.73 0.00331 X X X X X X X 0 X X X X X X X 0 1 0.000828 0.001655 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 8.37 0.00051 1 0.000127 0.000254 emp24/gp25L/p24 family/GOLD. Members of this integral to membrane; membrane receptor binding [pmid 8621446] 2 7
1794 ENSG00000100650:ENSMUSG00000021134:ENSRNOG00000005513 SFRS5 gi|86991440|ref|NPgi|86991440|ref|NP_008856.2| splicing factor, arginine/serine-rich 272 31264 11.6 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 4.41 0.00345 X X X X X X X 0 X X X X X X X 0 1 0.000863 0.001727 X X X X X X X 0 1 3 0 1 3 3 5.51 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.19E-05 0.000124 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleic acid binding; nucleotide binding; 2 8
1795 ENSG00000129562:ENSMUSG00000022174:ENSRNOG00000009090 DAD1 gi|4503253|ref|NP_gi|4503253|ref|NP_001335.1| defender against cell death 1 [Ho 113 12497 7.1 3 o29-51i56-78o93A 42 0.005 X X X X X X X 0 1 2 0 1 2 2 8.85 0.00041 2 4 0 2 4 4 12.39 0.00665 X X X X X X X 0 X X X X X X X 0 2 0.001766 0.003262 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 DAD family. Members of this family are thought to be integral to membrane; membrane; dolichyl-diphosphooligosaccharide- 3 6
1796 ENSG00000136986:ENSMUSG00000022365:ENSRNOG00000005551 DERL1 gi|13236516|ref|NPgi|13236516|ref|NP_077271.1| Der1-like domain family, member 251 28801 9.5 5 i20-42o57-79i99-Q 33 0.065 X X X X X X X 0 4 13 0 4 13 13 22.31 0.00121 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000302 0.000604 X X X X X X X 0 4 25 0 4 25 25 22.31 0.00223 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000559 0.001117 Der1-like family. The endoplasmic reticulum (ER) of endoplasmic reticulum [pmid 15215855] MHC class I protein binding [pmid 8 38
1797 ENSG00000196154:ENSMUSG00000001020:ENSRNOG00000011821 S100A4 gi|9845516|ref|NP_gi|9845516|ref|NP_062427.1| S100 calcium-binding protein A4 101 11728 6.1 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.89 0.00032 8 17 0 8 17 17 34.65 0.00646 2 0.001696 0.00318 S-100/ICaBP-like domain; S-100/intestinal calcium calcium ion binding [pmid 8204608] 9 19
1798 ENSG00000158604:ENSMUSG00000004394:ENSRNOG00000005016 TMED4 gi|33457308|ref|NPgi|33457308|ref|NP_872353.2| transmembrane emp24 protein tra 227 25943 8.3 2 o15-34i195-214oS 30 1 X X X X X X X 0 4 23 11 2 12 15.88 24.23 0.00163 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000408 0.000816 X X X X X X X 0 3 17 0 3 17 17 26.43 0.00168 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00042 0.00084 emp24/gp25L/p24 family/GOLD. Members of this endoplasmic reticulum; integral to signal transducer activity [pmid 7 40
1799 ENSG00000128609:NA:NA NDUFA5 gi|4826848|ref|NP_gi|4826848|ref|NP_004991.1| NADH dehydrogenase (ubiquinon 116 13459 6 0 o Q 20 0.031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 16 0 3 16 16 37.93 0.00244 X X X X X X X 0 1 0.000609 0.001218 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 36.21 0.00084 X X X X X X X 0 1 0.000211 0.000422 ETC complex I subunit conserved region. Family of mitochondrial inner membrane; NADH dehydrogenase (ubiquinone) 5 22
1800 ENSG00000136732:NA:NA GYPC gi|4504229|ref|NP_gi|4504229|ref|NP_002092.1|;gi|8051605|ref|NP_058131.1| glycophorin C isoform 1 [Homo sa 128 13811 4.8 1 o59-81i Q 26 0.263 1 2 0 0 2 2 20.31 0.00253 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000633 0.001267 X X X X X X X 0 1 2 0 0 2 2 20.31 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.76E-05 0.000175 putative band 4.1 homologues' binding motif; cortical cytoskeleton [pmid 16669616]; protein binding [pmid 16669616] 2 4
1801 ENSG00000132965:ENSMUSG00000060063:ENSRNOG00000000907 ALOX5AP gi|15718675|ref|NPgi|15718675|ref|NP_001620.2| arachidonate 5-lipoxygenase-activ 161 18157 8.4 3 i7-26o71-93i118-A 28 0.094 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.59 0.00253 1 0 0 X X X X X X X 0 1 1 0 1 1 1 4.97 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.48E-05 6.97E-05 integral to membrane; membrane; binding [pmid 2300173]; enzyme 2 2
1802 ENSG00000124578:NA:NA HIST1H4G gi|4504319|ref|NP_gi|4504319|ref|NP_003538.1| histone cluster 1, H4g [Homo sap 98 11009 11.1 0 o Q 25 0 X X X X X X X 0 1 4 0 1 4 4 10.2 0.00095 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.22 0.00415 2 0.000238 0.000476 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Histone H4, one of the four histones, along with H2A, nucleosome; nucleus DNA binding 2 5
1803 ENSG00000147155:ENSMUSG00000031168:ENSRNOG00000004903 EBP gi|5729810|ref|NP_gi|5729810|ref|NP_006570.1| emopamil binding protein (sterol i 230 26353 7.9 5 o29-51i64-86o11A 54 0.011 1 2 0 1 2 2 5.22 0.00141 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000353 0.000705 X X X X X X X 0 1 10 0 1 10 10 5.22 0.00098 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000244 0.000488 Emopamil binding protein. Emopamil binding protein endoplasmic reticulum [pmid 7706302]; cholestenol delta-isomerase activity; 2 12
1804 ENSG00000108958:ENSMUSG00000058076:ENSRNOG00000003163 LOC100132717 gi|169162550|ref|Xgi|169162550|ref|XP_001713708.1|;gi|169211607|ref|XP_001725259.1|;gi|4506863|ref|NP_002992.1|;gi|78711824|ref|NP_001030590.1| PREDICTED: hypothetical protein 135 14770 9.7 3 o40-62i69-91o11A 56 0.019 X X X X X X X 0 2 7 0 0 7 7 17.78 0.00121 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000302 0.000605 X X X X X X X 0 3 7 0 0 7 7 27.41 0.00116 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000291 0.000582 5 14
1805 ENSG00000114902:ENSMUSG00000021917:ENSRNOG00000018075 SPCS1 gi|66472394|ref|NPgi|66472394|ref|NP_054760.2| signal peptidase complex subunit 102 11805 9.3 2 o20-42i47-69o A 40 0.002 X X X X X X X 0 2 7 0 2 7 7 31.37 0.0016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.0004 0.0008 X X X X X X X 0 3 3 0 3 3 3 32.35 0.00066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000165 0.00033 Microsomal signal peptidase 12 kDa subunit endoplasmic reticulum; integral to signal peptidase activity 5 10
1806 ENSG00000124209:ENSMUSG00000027519:ENSRNOG00000005762 RAB22A gi|10190714|ref|NPgi|10190714|ref|NP_065724.1| RAS-related protein RAB-22A [Ho 194 21855 8.2 0 o Q 18 0.003 X X X X X X X 0 3 5 0 3 5 5 29.9 0.0006 1 4 0 1 4 4 7.22 0.00387 X X X X X X X 0 X X X X X X X 0 2 0.001119 0.001858 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rab5-related subfamily. This subfamily includes Rab5 early endosome [pmid 11870209]; plasma GTP binding [pmid 11870209]; GTPase 4 9
1807 ENSG00000164919:ENSMUSG00000066491:ENSRNOG00000034300 COX6C gi|4758040|ref|NP_gi|4758040|ref|NP_004365.1| cytochrome c oxidase subunit VIc 75 8781 10.4 1 o20-37i A 36 0.286 X X X X X X X 0 3 6 0 3 6 6 30.67 0.00187 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000466 0.000933 X X X X X X X 0 1 1 0 1 1 1 12 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.48E-05 0.00015 Cytochrome c oxidase subunit VIc; cd00927 integral to membrane; membrane; cytochrome-c oxidase activity; 4 7
1808 ENSG00000124767:ENSMUSG00000024026:ENSRNOG00000000541 GLO1 gi|118402586|ref|Ngi|118402586|ref|NP_006699.2| glyoxalase I [Homo sapiens] 184 20778 5.3 0 o Q 24 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 20.11 0.00067 X X X X X X X 0 1 0.000168 0.000336 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 10.87 0.00146 1 0.000365 0.00073 4 14
1809 ENSG00000198856:ENSMUSG00000041084:ENSRNOG00000023322 OSTC gi|24308271|ref|NPgi|109465580|ref|XP_342342.3|;gi|24308271|ref|NP_067050.1| DC2 protein [Homo sapiens] 149 16829 9.1 3 i32-54o82-104i11A 48 0 1 3 0 0 3 3 8.05 0.00327 1 6 0 0 6 6 8.05 0.00094 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.001051 0.001541 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 oligosaccharyl transferase complex [pmid dolichyl-diphosphooligosaccharide- 2 9
1810 ENSG00000166471:ENSMUSG00000047554:ENSRNOG00000010752 TMEM41B gi|66392190|ref|NPgi|66392190|ref|NP_055827.1| transmembrane protein 41B [Hom 291 32513 9.6 6 i50-72o113-135i1A 65 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2 0 1 2 2 6.53 0.00305 1 11 0 1 11 11 6.53 0.00085 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000975 0.001441 SNARE associated Golgi protein. This is a family of integral to membrane 2 13
1811 ENSG00000136112:ENSMUSG00000063362:ENSRNOG00000022942 ALG11 gi|51889724|ref|NPgi|51889724|ref|NP_001004127.1| asparagine-linked glycosylation 1 492 55693 8.5 2 o20-42i234-256oA 42 0.002 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.85 0.00191 X X X X X X X 0 X X X X X X X 0 1 0.000477 0.000955 X X X X X X X 0 2 2 0 2 2 2 5.49 9.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.28E-05 4.56E-05 Glycosyl transferases group 1. Mutations in this 3 7
1812 ENSG00000122565:ENSMUSG00000029836:ENSRNOG00000011814 LOC653972 gi|89038889|ref|XPgi|89038889|ref|XP_943872.1| PREDICTED: similar to Chromob 183 20811 5.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 14 4 2 10 13.33 40.44 0.00129 X X X X X X X 0 1 0.000322 0.000644 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 2 1 5 7 20.22 0.00062 X X X X X X X 0 1 0.000156 0.000312 Chromo Shadow Domain, found in association with N- 5 21
1813 ENSG00000008438:ENSMUSG00000030413:ENSRNOG00000013395 PGLYRP1 gi|4827036|ref|NP_gi|4827036|ref|NP_005082.1| peptidoglycan recognition protein 196 21731 8.6 0 o S 22 1 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.12 0.00192 X X X X X X X 0 1 1 0 1 1 1 9.18 0.00208 2 0.000479 0.000959 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Animal peptidoglycan recognition proteins extracellular region [pmid 11461926] bacterial binding [pmid 9707603]; N- 2 3
1814 ENSG00000180353:ENSMUSG00000022831:ENSRNOG00000038881 HCLS1 gi|4885405|ref|NP_gi|4885405|ref|NP_005326.1| hematopoietic cell-specific Lyn su 486 53998 4.8 0 o Q 19 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.88 7.3E-05 X X X X X X X 0 1 1.82E-05 3.63E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 23 0 2 23 23 5.56 0.00182 1 0.000454 0.000908 Src homology 3 domains; SH3 domains bind to cytoplasm; DNA-directed RNA polymerase protein binding; transcription factor 3 25
1815 ENSG00000065268:ENSMUSG00000035754:ENSRNOG00000012379 WDR18 gi|56243583|ref|NPgi|56243583|ref|NP_077005.2| WD repeat domain 18 [Homo sap 432 47405 6.7 0 o Q 20 0.041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.4 0.00188 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.01 8.9E-05 1 2.22E-05 4.44E-05 WD40 domain, found in a number of eukaryotic 2 3
1816 ENSG00000179344:NA:NA HLA-DQB1 gi|150418002|ref|Ngi|150418002|ref|NP_002114.3| major histocompatibility complex, 261 29791 7.9 1 o232-251i S 31 0.975 X X X X X X X 0 3 12 8 1 4 12 31.8 0.00107 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000268 0.000536 X X X X X X X 0 1 2 2 0 0 0 6.13 0 X X X X X X X 0 X X X X X X X 0 3 6 5 1 1 5.25 20.69 0.00077 1 0.000193 0.000386 7 20
1817 ENSG00000165233:ENSMUSG00000037960:ENSRNOG00000016560 C9orf89 gi|92087058|ref|NPgi|92087058|ref|NP_115686.3| bcl10-interacting CARD protein; c 183 20626 8.1 1 i126-143o Q 0 0 X X X X X X X 0 3 8 0 3 8 8 18.03 0.00102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000255 0.00051 X X X X X X X 0 2 6 0 2 6 6 13.66 0.00074 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000184 0.000368 cytosol [pmid 15637807]; nucleus [pmid CARD domain binding [pmid 15637807] 5 14
1818 ENSG00000166902:ENSMUSG00000024683:ENSRNOG00000021005 MRPL16 gi|8923448|ref|NP_gi|8923448|ref|NP_060310.1| mitochondrial ribosomal protein L 251 28449 10.1 0 o S 29 0.949 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.98 0.00162 1 0 0 X X X X X X X 0 1 2 0 1 2 2 3.98 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.47E-05 8.94E-05 50S ribosomal protein L16; PRK09203 intracellular; mitochondrion; ribosome structural constituent of ribosome 2 3
1819 ENSG00000196656:ENSMUSG00000025362:NA LOC644928 gi|148225456|ref|Ngi|148225456|ref|NP_001087201.1|;gi|169167044|ref|XP_001725387.1|;gi|169171442|ref|XP_001721641.1|;gi|169208906|ref|XP_001725722.1| hypothetical protein LOC644928 [ 115 12977 11.2 0 i Q 30 0 X X X X X X X 0 1 1 0 0 1 1 13.04 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.07E-05 0.000101 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 10 0 0 10 10 13.04 0.00142 X X X X X X X 0 1 0.000355 0.00071 2 11
1820 ENSG00000162976:ENSMUSG00000045679:ENSRNOG00000005126 PQLC3 gi|22748837|ref|NPgi|22748837|ref|NP_689604.1| PQ loop repeat containing 3 [Hom 202 22575 8.9 4 i34-56o66-88i95-S 20 0.986 X X X X X X X 0 2 9 0 2 9 9 9.9 0.00104 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00026 0.00052 X X X X X X X 0 1 5 0 1 5 5 5.45 0.00056 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000139 0.000278 integral to membrane; membrane 3 14
1821 ENSG00000147383:ENSMUSG00000031349:ENSRNOG00000017099 NSDHL gi|8393516|ref|NP_gi|8393516|ref|NP_057006.1| NAD(P) dependent steroid dehyd 373 41900 8.1 1 o296-318i Q 0 0 X X X X X X X 0 3 9 0 3 9 9 16.35 0.00056 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000141 0.000281 X X X X X X X 0 3 17 0 3 17 17 15.01 0.00102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000256 0.000511 Male sterility protein. This family represents the C- endoplasmic reticulum [pmid 11256614]; 3-beta-hydroxy-delta5-steroid 6 26
1822 ENSG00000185651:ENSMUSG00000064208:NA UBE2L3 gi|4507789|ref|NP_gi|4507789|ref|NP_003338.1| ubiquitin-conjugating enzyme E2L 154 17862 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 11 0 1 11 11 14.29 0.00126 X X X X X X X 0 1 0.000315 0.000631 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.74 0.00025 1 6.23E-05 0.000125 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ubiquitin ligase complex [pmid 8563171] enzyme binding [pmid 8563171]; ligase 2 12
1823 ENSG00000145247:ENSMUSG00000029153:ENSRNOG00000002196 OCIAD2 gi|62244044|ref|NPgi|62244044|ref|NP_001014446.1| OCIA domain containing 2 isoform 154 16954 9 0 o Q 0 0 X X X X X X X 0 3 6 0 3 6 6 34.42 0.00091 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000227 0.000454 X X X X X X X 0 1 4 0 1 4 4 8.44 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000146 0.000291 Ovarian carcinoma immunoreactive antigen (OCIA). 4 10
1824 ENSG00000204310:ENSMUSG00000034254:ENSRNOG00000000437 AGPAT1 gi|15100175|ref|NPgi|15100175|ref|NP_116130.2| 1-acylglycerol-3-phosphate O-acy 283 31717 9.4 3 i7-29o39-58i129-S 29 0.994 X X X X X X X 0 2 10 0 2 10 10 14.84 0.00082 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000206 0.000412 X X X X X X X 0 1 8 0 1 8 8 7.42 0.00063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000159 0.000317 Acyltransferase. This family contains acyltransferases endoplasmic reticulum [pmid 9461603]; 1-acylglycerol-3-phosphate O- 3 18
1825 ENSG00000143158:ENSMUSG00000026568:ENSRNOG00000003150 BRP44 gi|7661602|ref|NP_gi|7661602|ref|NP_056230.1| brain protein 44 [Homo sapiens] 127 14279 10.4 0 o Q 64 0.01 X X X X X X X 0 3 6 0 3 6 6 30.71 0.0011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000275 0.000551 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.87 0.0003 1 7.56E-05 0.000151 Uncharacterised protein family (UPF0041); mitochondrion [pmid 11256614] 4 7
1826 ENSG00000189067:ENSMUSG00000022500:ENSRNOG00000002520 LITAF gi|65787265|ref|NPgi|65787265|ref|NP_004853.2| lipopolysaccharide-induced TNF f 161 17107 6.4 0 o Q 19 0.003 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.07 0.00117 X X X X X X X 0 X X X X X X X 0 1 0.000292 0.000583 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.21 0.00024 1 5.96E-05 0.000119 Possible membrane-associated motif in LPS-induced RNA polymerase II transcription factor 2 2
1827 ENSG00000158714:ENSMUSG00000053318:ENSRNOG00000008736 SLAMF8 gi|9910342|ref|NP_gi|9910342|ref|NP_064510.1| SLAM family member 8 [Homo sa 285 31670 6.2 1 o234-256i S 24 0.999 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.26 0.00132 X X X X X X X 0 X X X X X X X 0 1 0.00033 0.000659 X X X X X X X 0 1 1 0 1 1 1 4.91 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.97E-05 3.94E-05 integral to membrane; membrane 2 3
1828 ENSG00000170430:ENSMUSG00000054612:ENSRNOG00000016038 MGMT gi|4505177|ref|NP_gi|4505177|ref|NP_002403.1| O-6-methylguanine-DNA methyltr 207 21646 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 8.7 0.00026 X X X X X X X 0 1 6.4E-05 0.000128 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 12.08 0.00111 1 0.000278 0.000556 6-O-methylguanine DNA methyltransferase, DNA nucleus [pmid 2188979] DNA binding [pmid 2188979]; DNA- 4 9
1829 ENSG00000171262:ENSMUSG00000027349:ENSRNOG00000002477 FAM98B gi|109452587|ref|Ngi|109452587|ref|NP_775882.2| family with sequence similarity 98 433 45547 8.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 14.78 0.00024 X X X X X X X 0 1 6.12E-05 0.000122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 28 0 4 28 28 14.78 0.00106 X X X X X X X 0 1 0.000264 0.000528 7 34
1830 ENSG00000198015:ENSMUSG00000062981:ENSRNOG00000031132 MRPL42 gi|26667171|ref|NPgi|26667171|ref|NP_751917.1|;gi|26667174|ref|NP_751918.1| mitochondrial ribosomal protein L 142 16661 8.4 0 o Q 32 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 16.2 0.00012 X X X X X X X 0 1 3.11E-05 6.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 10 0 0 10 10 26.06 0.00115 X X X X X X X 0 1 0.000287 0.000575 mitochondrial small ribosomal subunit [pmid structural constituent of ribosome [pmid 2 11
1831 ENSG00000125868:ENSMUSG00000015932:ENSRNOG00000026891 DSTN gi|5802966|ref|NP_gi|5802966|ref|NP_006861.1|;gi|58530848|ref|NP_001011546.1| destrin isoform a [Homo sapiens] 165 18506 7.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 8 3 0 5 5.094 27.27 0.00055 X X X X X X X 0 1 0.000136 0.000273 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7 0 0 7 7 10.3 0.00069 X X X X X X X 0 1 0.000173 0.000346 Actin depolymerisation factor/cofilin -like domains; intracellular actin binding 4 15
1832 ENSG00000177674:ENSMUSG00000029007:ENSRNOG00000008619 AGTRAP gi|93588491|ref|NPgi|93588491|ref|NP_001035284.1| angiotensin II receptor-associated 152 16669 6.3 3 o24-46i53-75o85S 34 0.597 1 1 0 0 1 1 14.47 0.00107 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000267 0.000533 X X X X X X X 0 1 1 0 0 1 1 14.47 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.69E-05 7.38E-05 Angiotensin II, type I receptor-associated protein endoplasmic reticulum; integral to 2 2
1833 ENSG00000196715:ENSMUSG00000066735:ENSRNOG00000018291 VKORC1L1 gi|46309463|ref|NPgi|46309463|ref|NP_775788.2| vitamin K epoxide reductase com 176 19836 9.1 2 i92-114o129-151S 34 0.724 X X X X X X X 0 1 2 0 1 2 2 6.25 0.00027 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.23 0.00231 2 6.63E-05 0.000133 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Vitamin K epoxide reductase family. Vitamin K integral to membrane; membrane 2 3
1834 ENSG00000008394:ENSMUSG00000008540:ENSRNOG00000007743 MGST1 gi|22035638|ref|NPgi|22035638|ref|NP_665735.1| microsomal glutathione S-transfer 155 17599 9.4 1 o15-37i Q 36 0.001 X X X X X X X 0 4 7 0 4 7 7 30.32 0.00105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000263 0.000527 X X X X X X X 0 1 1 0 1 1 1 10.32 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.62E-05 7.24E-05 MAPEG family. This family is has been called endoplasmic reticulum; membrane; glutathione transferase activity [pmid 5 8
1835 ENSG00000163867:ENSMUSG00000042408:ENSRNOG00000013865 LOC100130633 gi|169161547|ref|Xgi|169161547|ref|XP_001725221.1| PREDICTED: similar to ZMYM6 p 154 16885 9.2 4 i5-22o60-79i86-1S 23 0.968 X X X X X X X 0 1 4 0 1 4 4 9.09 0.00061 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000151 0.000303 X X X X X X X 0 1 4 0 1 4 4 9.09 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000146 0.000291 2 8
1836 ENSG00000181594:NA:NA LOC645870 gi|169164514|ref|Xgi|169164514|ref|XP_001719897.1|;gi|4502389|ref|NP_003851.1| PREDICTED: similar to barrier-to- 86 9740 6.1 0 i Q 32 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 27.91 0.00041 X X X X X X X 0 1 0.000103 0.000205 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 44.19 0.00076 X X X X X X X 0 1 0.00019 0.00038 3 6
1837 ENSG00000111674:ENSMUSG00000004267:ENSRNOG00000013141 ENO2 gi|5803011|ref|NP_gi|5803011|ref|NP_001966.1| enolase 2 [Homo sapiens] 434 47269 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 99 98 1 1 3.39 21.2 0.00014 X X X X X X X 0 1 3.45E-05 6.9E-05 1 1 0 0 1 1 4.15 0.00102 3 14 14 0 0 0 12.67 0 X X X X X X X 0 3 332 332 0 0 0 12.67 0 X X X X X X X 0 1 0.000256 0.000511 Enolase: Enolases are homodimeric enzymes that phosphopyruvate hydratase complex lyase activity; magnesium ion binding; 11 446
1838 ENSG00000156482:ENSMUSG00000071671:ENSRNOG00000032809 RPL30 gi|4506631|ref|NP_gi|4506631|ref|NP_000980.1| ribosomal protein L30 [Homo sap 115 12784 9.6 0 i Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 13.91 0.00031 X X X X X X X 0 1 7.68E-05 0.000154 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 26.96 0.00085 X X X X X X X 0 1 0.000213 0.000426 Ribosomal protein L30E [Translation, ribosomal intracellular; ribosome structural constituent of ribosome 3 8
1839 ENSG00000166920:ENSMUSG00000033213:ENSRNOG00000029643 C15orf48 gi|37694067|ref|NPgi|37694067|ref|NP_922946.1| hypothetical protein LOC84419 [H 83 9617 9.5 1 i13-35o S 30 0.905 X X X X X X X 0 1 3 0 1 3 3 22.89 0.00084 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000211 0.000422 X X X X X X X 0 1 1 0 1 1 1 22.89 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.76E-05 0.000135 nucleus [pmid 12209954] 2 4
1840 ENSG00000156587:ENSMUSG00000027078:ENSRNOG00000030467 UBE2L6 gi|4759282|ref|NP_gi|4759282|ref|NP_004214.1| ubiquitin-conjugating enzyme E2L 153 17769 7.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 46.41 0.00081 X X X X X X X 0 1 0.000202 0.000404 X X X X X X X 0 1 2 0 1 2 2 16.99 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.33E-05 0.000147 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ligase activity; protein binding [pmid 4 9
1841 ENSG00000154148:NA:NA LOC283412 gi|169167803|ref|Xgi|169167803|ref|XP_001721065.1|;gi|169208888|ref|XP_001725230.1|;gi|169208890|ref|XP_001725231.1|;gi|169211322|ref|XP_001722168.1|;gi|4506629|ref|NP_000983.1|;gi|88987619|ref|XP_943883.1| PREDICTED: similar to ribosoma 155 17138 10.8 0 i Q 0 0 1 2 0 0 2 2 9.68 0.00209 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 9.68 0.00011 X X X X X X X 0 2 0.000552 0.001029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
1842 ENSG00000117280:ENSMUSG00000026433:NA RAB7L1 gi|4506375|ref|NP_gi|4506375|ref|NP_003920.1| RAB7, member RAS oncogene fa 203 23155 7.2 0 o Q 20 0.037 X X X X X X X 0 2 4 1 1 3 3.5 21.18 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000101 0.000201 X X X X X X X 0 3 6 0 3 6 6 21.18 0.00066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000166 0.000332 Rab38/Rab32 subfamily. Rab32 and Rab38 are membrane GTP binding; GTPase activity [pmid 5 10
1843 ENSG00000186501:ENSMUSG00000028857:ENSRNOG00000008564 TMEM222 gi|14149779|ref|NPgi|14149779|ref|NP_115501.1|;gi|148277052|ref|NP_115501.2| transmembrane protein 222 [Hom 188 21179 6.8 3 o34-56i142-164oQ 0 0 X X X X X X X 0 1 2 0 0 2 2 14.89 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.2E-05 0.000124 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 9.04 0.00082 1 0.000204 0.000408 Protein of unknown function (DUF778). This family integral to membrane; membrane protein binding [pmid 14667819] 2 6
1844 ENSG00000093167:ENSMUSG00000032497:ENSRNOG00000021047 LRRFIP2 gi|8923224|ref|NP_gi|8923224|ref|NP_060194.1| leucine rich repeat (in FLII) interac 400 45414 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.5 0.00102 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.5 9.6E-05 1 2.4E-05 4.8E-05 RecF/RecN/SMC N terminal domain. This domain is LRR domain binding [pmid 10366446] 2 2
1845 ENSG00000145354:ENSMUSG00000028165:ENSRNOG00000014355 CISD2 gi|56605994|ref|NPgi|56605994|ref|NP_001008389.1| CDGSH iron sulfur domain 2 [Hom 135 15278 9.6 1 o38-60i A 59 0.012 X X X X X X X 0 3 9 0 3 9 9 30.37 0.00155 X X X X X X X 0 1 4 0 1 4 4 19.26 0.00052 X X X X X X X 0 2 0.00052 0.000733 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CDGSH-type zinc finger. Function unknown; protein complex [pmid 11256614] 4 13
1846 ENSG00000197956:ENSMUSG00000001025:ENSRNOG00000011647 S100A6 gi|7657532|ref|NP_gi|7657532|ref|NP_055439.1| S100 calcium-binding protein A6 90 10180 5.5 0 o Q 22 0.116 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 31.11 0.00036 1 4 0 1 4 4 18.89 0.00171 2 0.000517 0.000811 S-100/ICaBP-like domain; S-100/intestinal calcium cytoplasm [pmid 10913138] [pmid calcium ion binding [pmid 12577318]; 2 6
1847 ENSG00000164051:ENSMUSG00000025645:ENSRNOG00000020688 CCDC51 gi|94536784|ref|NPgi|94536784|ref|NP_078937.3| coiled-coil domain containing 51 [ 411 45811 8.2 1 o386-408i Q 28 0.027 X X X X X X X 0 2 10 0 2 10 10 8.27 0.00057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000142 0.000284 X X X X X X X 0 2 8 0 2 8 8 8.27 0.00044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000109 0.000218 4 18
1848 ENSG00000102978:ENSMUSG00000031783:ENSRNOG00000015720 POLR2C gi|14702171|ref|NPgi|14702171|ref|NP_116558.1| DNA directed RNA polymerase II 275 31441 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 20.73 0.00045 X X X X X X X 0 1 0.000112 0.000225 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.45 0.00056 1 0.00014 0.000279 RNA polymerases D; DNA-directed RNA polymerase DNA-directed RNA polymerase II, core DNA binding; DNA-directed RNA 4 11
1849 ENSG00000152767:ENSMUSG00000025555:ENSRNOG00000011203 FARP1 gi|5031633|ref|NP_gi|5031633|ref|NP_005757.1| FERM, RhoGEF, and pleckstrin d 1045 118633 8.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.96 0.00039 1 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.96 0.00067 X X X X X X X 0 X X X X X X X 0 1 0 0 Pleckstrin homology (PH) domain. PH domains are cytoplasm; cytoskeleton [pmid 9425278]; binding; cytoskeletal protein binding; 2 2
1850 ENSG00000142892:ENSMUSG00000039047:NA PIGK gi|23199983|ref|NPgi|23199983|ref|NP_005473.1| phosphatidylinositol glycan ancho 395 45252 6.2 2 i7-29o364-383i S 28 0.999 X X X X X X X 0 4 9 0 4 9 9 15.7 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000133 0.000266 X X X X X X X 0 2 8 0 2 8 8 5.82 0.00045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000114 0.000227 Glycosylphosphatidylinositol transamidase (GPIT), endoplasmic reticulum; GPI-anchor GPI anchor binding [pmid 10793132]; 6 17
1851 ENSG00000134851:ENSMUSG00000029234:ENSRNOG00000002199 TMEM165 gi|32189371|ref|NPgi|32189371|ref|NP_060945.2| transmembrane protein 165 [Hom 324 34906 7 7 i12-34o91-110i12S 34 1 X X X X X X X 0 1 4 0 1 4 4 7.72 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.2E-05 0.000144 X X X X X X X 0 2 10 0 2 10 10 8.64 0.00069 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000173 0.000346 Uncharacterized protein family UPF0016. This family integral to membrane; membrane 3 14
1852 ENSG00000130770:ENSMUSG00000054428:ENSRNOG00000032924 ATPIF1 gi|7705927|ref|NP_gi|7705927|ref|NP_057395.1| ATPase inhibitory factor 1 isoform 106 12249 9.4 0 o S 23 0.876 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 10.38 0.00067 X X X X X X X 0 1 0.000167 0.000333 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.43 0.00031 X X X X X X X 0 1 7.7E-05 0.000154 Mitochondrial ATPase inhibitor, IATP; pfam04568 cell surface [pmid 15528193]; angiostatin binding [pmid 15528193]; 3 6
1853 ENSG00000041357:ENSMUSG00000032301:ENSRNOG00000013493 PSMA4 gi|156713442|ref|Ngi|156713442|ref|NP_001096137.1| proteasome alpha 4 subunit isofo 261 29484 7.7 0 o Q 47 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 17.62 0.00047 1 1 0 1 1 1 6.13 0.00156 2 0.000118 0.000237 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 8
1854 ENSG00000072849:ENSMUSG00000018442:ENSRNOG00000007244 DERL2 gi|31455614|ref|NPgi|31455614|ref|NP_057125.2| Der1-like domain family, member 239 27567 7.3 4 i57-79o99-121i14Q 34 0.039 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.62 0.00079 X X X X X X X 0 X X X X X X X 0 1 0.000197 0.000393 X X X X X X X 0 1 2 0 1 2 2 12.55 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.69E-05 9.39E-05 Der1-like family. The endoplasmic reticulum (ER) of endoplasmic reticulum [pmid 15215855]; protein binding [pmid 16449189] 2 3
1855 ENSG00000149564:ENSMUSG00000001946:ENSRNOG00000033217 ESAM gi|148664205|ref|Ngi|148664205|ref|NP_620411.2| endothelial cell adhesion molecule 390 41176 9.3 1 o248-270i S 30 0.997 1 2 0 1 2 2 4.36 0.00083 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000208 0.000416 X X X X X X X 0 1 2 0 1 2 2 4.36 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.88E-05 5.75E-05 2 4
1856 ENSG00000156738:ENSMUSG00000024673:ENSRNOG00000020945 MS4A1 gi|23110989|ref|NPgi|23110989|ref|NP_690605.1| membrane-spanning 4-domains, s 297 33077 5 4 i55-77o82-104i11Q 54 0 X X X X X X X 0 2 9 0 2 9 9 11.11 0.00071 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000177 0.000353 X X X X X X X 0 2 3 0 2 3 3 15.49 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.67E-05 0.000113 CD20/IgE Fc receptor beta subunit family. This family integral to plasma membrane [pmid receptor activity; receptor signaling 4 12
1857 ENSG00000143753:ENSMUSG00000038768:ENSRNOG00000003601 DEGS1 gi|21614501|ref|NPgi|21614501|ref|NP_659004.1| degenerative spermatocyte homo 323 37866 7.5 6 o43-61i68-87o10A 0 0 X X X X X X X 0 5 8 0 5 8 8 17.03 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000144 0.000289 X X X X X X X 0 3 5 0 3 5 5 16.41 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.68E-05 0.000174 The Delta4-sphingolipid Fatty Acid Desaturase endoplasmic reticulum [pmid 9188692]; electron carrier activity [pmid 9188692]; 8 13
1858 ENSG00000197471:ENSMUSG00000051457:ENSRNOG00000039282 SPN gi|71979937|ref|NPgi|71979937|ref|NP_001025459.1| sialophorin [Homo sapiens] 400 40322 5.1 1 o255-277i S 20 1 X X X X X X X 0 1 10 0 1 10 10 2.5 0.00058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000146 0.000292 X X X X X X X 0 1 6 0 1 6 6 2.5 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.41E-05 0.000168 Herpes virus major outer envelope glycoprotein extracellular space [pmid 10899905]; bacterial binding [pmid 10899905]; 2 16
1859 ENSG00000007312:ENSMUSG00000040592:ENSRNOG00000011917 CD79B gi|11038674|ref|NPgi|11038674|ref|NP_000617.1|;gi|90193592|ref|NP_001035022.1| CD79B antigen isoform 1 precurs 229 26048 5.9 1 o161-180i S 29 1 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.37 0.00082 X X X X X X X 0 X X X X X X X 0 1 0.000205 0.00041 X X X X X X X 0 1 1 0 0 1 1 4.8 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.45E-05 4.9E-05 Immunoglobulin V-set domain. This domain is found integral to plasma membrane [pmid transmembrane receptor activity 2 2
1860 NA:ENSMUSG00000062678:NA SNRPD2 gi|29294624|ref|NPgi|29294624|ref|NP_808210.1| small nuclear ribonucleoprotein po 118 13527 9.9 0 o Q 0 0 1 1 0 1 1 1 5.93 0.00137 1 2 0 1 2 2 16.1 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000442 0.000649 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; ribonucleoprotein complex protein binding [pmid 15231747] 2 3
1861 ENSG00000169446:ENSMUSG00000061273:ENSRNOG00000000881 TMEM32 gi|27735037|ref|NPgi|27735037|ref|NP_775741.1| transmembrane protein 32 [Homo 131 14686 9.1 2 i5-27o42-64i S 26 0.998 X X X X X X X 0 1 3 0 1 3 3 18.32 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000134 0.000267 X X X X X X X 0 1 2 0 1 2 2 8.4 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.56E-05 0.000171 endoplasmic reticulum [pmid 11256614]; 2 5
1862 ENSG00000110717:ENSMUSG00000059734:ENSRNOG00000017446 NDUFS8 gi|4505371|ref|NP_gi|4505371|ref|NP_002487.1| NADH dehydrogenase (ubiquinon 210 23705 6.3 0 o S 20 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 18.1 0.0005 X X X X X X X 0 1 0.000126 0.000252 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.67 0.00037 1 9.14E-05 0.000183 4Fe-4S binding domain. Superfamily includes membrane fraction; mitochondrion 4 iron, 4 sulfur cluster binding; iron ion 4 8
1863 ENSG00000203896:NA:NA LIME1 gi|157388906|ref|Ngi|157388906|ref|NP_060276.2| Lck interacting transmembrane ad 295 31288 9.6 1 o5-27i S 31 0.999 X X X X X X X 0 2 8 0 2 8 8 12.2 0.00063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000158 0.000316 X X X X X X X 0 2 3 0 2 3 3 13.22 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.7E-05 0.000114 4 11
1864 ENSG00000106268:ENSMUSG00000036639:ENSRNOG00000001260 NUDT1 gi|40288284|ref|NPgi|40288284|ref|NP_945191.1|;gi|40288286|ref|NP_945192.1| nudix-type motif 1 isoform p18 [Ho 156 17951 5.1 0 o S 21 0.864 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 9.62 0.00011 X X X X X X X 0 1 2.83E-05 5.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 22.44 0.00074 1 0.000185 0.000369 MutT homolog-1 (MTH1) is a member of the Nudix 8-oxo-7,8-dihydroguanine 3 4
1865 ENSG00000109270:ENSMUSG00000059039:ENSRNOG00000010552 MAP2K1IP1 gi|11496277|ref|NPgi|11496277|ref|NP_068805.1| mitogen-activated protein kinase 124 13623 7.4 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 22.58 0.00071 X X X X X X X 0 1 0.000178 0.000356 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 22.58 0.00013 X X X X X X X 0 1 3.29E-05 6.58E-05 Mitogen-activated protein kinase kinase 1 interacting. membrane 2 6
1866 ENSG00000156467:NA:NA UQCRB gi|5454152|ref|NP_gi|5454152|ref|NP_006285.1| ubiquinol-cytochrome c reductase 111 13530 8.8 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 11.71 0.00021 X X X X X X X 0 2 9 0 2 9 9 25.23 0.00143 X X X X X X X 0 2 0.000411 0.000688 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ubiquinol-cytochrome C reductase complex 14kD membrane; mitochondrial electron transport oxidoreductase activity; ubiquinol- 3 10
1867 ENSG00000112667:ENSMUSG00000040658:ENSRNOG00000022693 C6orf108 gi|40354201|ref|NPgi|40354201|ref|NP_954653.1|;gi|5454002|ref|NP_006434.1|putative c-Myc-responsive isoform 148 16187 6.8 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 11.49 0.0003 X X X X X X X 0 3 12 0 0 12 12 34.46 0.00132 X X X X X X X 0 2 0.000407 0.000628 Nucleoside 2-deoxyribosyltransferase. Nucleoside 2- nucleus [pmid 9271375] 4 14
1868 ENSG00000170906:NA:ENSRNOG00000014224 NDUFA3 gi|4758772|ref|NP_gi|4758772|ref|NP_004533.1| NADH dehydrogenase (ubiquinon 84 9279 8.5 1 o20-39i A 30 0.16 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 41.67 0.00027 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 14.29 0.00137 2 0.00041 0.000653 integral to membrane; membrane; NADH dehydrogenase (ubiquinone) 2 4
1869 ENSG00000167286:ENSMUSG00000032094:ENSRNOG00000015994 CD3D gi|4502669|ref|NP_gi|4502669|ref|NP_000723.1|;gi|98985801|ref|NP_001035741.1| CD3D antigen, delta polypeptide 171 18930 5.5 0 o S 22 0.996 X X X X X X X 0 3 3 0 0 3 3 15.79 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000102 0.000205 X X X X X X X 0 1 3 0 0 3 3 9.36 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.84E-05 0.000197 Immunoreceptor tyrosine-based activation motif; cytoplasm [pmid 1831653]; integral to protein binding; protein 4 6
1870 ENSG00000168384:NA:NA HLA-DPA1 gi|24797074|ref|NPgi|24797074|ref|NP_291032.2| major histocompatibility complex, 260 29381 5.2 1 i223-245o S 32 0.995 X X X X X X X 0 1 8 0 1 8 8 6.54 0.00072 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000179 0.000359 X X X X X X X 0 1 1 0 1 1 1 6.54 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.16E-05 4.31E-05 Immunoglobulin domain constant region subfamily; integral to plasma membrane [pmid MHC class II receptor activity [pmid 2 9
1871 ENSG00000213689:ENSMUSG00000049734:ENSRNOG00000022540 TREX1 gi|18375535|ref|NPgi|18375535|ref|NP_338599.1|;gi|7705353|ref|NP_057465.1|three prime repair exonuclease 1 314 33212 7.9 1 o287-309i Q 24 0.021 X X X X X X X 0 2 5 0 0 5 5 15.29 0.00037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.29E-05 0.000186 X X X X X X X 0 2 6 0 0 6 6 10.83 0.00043 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000107 0.000214 exonuclease domain in DNA-polymerase alpha and nuclear envelope [pmid 10391904]; nucleus 3'-5'-exodeoxyribonuclease activity [pmid 4 11
1872 ENSG00000184357:ENSMUSG00000058773:ENSRNOG00000018073 HIST1H1B gi|4885381|ref|NP_gi|4885381|ref|NP_005313.1| histone cluster 1, H1b [Homo sap 226 22580 10.9 0 o Q 53 0 1 1 0 1 1 1 5.75 0.00072 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000179 0.000359 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 1 1 1 1.143 19.47 8.3E-05 X X X X X X X 0 1 2.06E-05 4.13E-05 linker histone 1 and histone 5 domains; the basic chromosome; nucleosome; nucleus DNA binding 3 3
1873 ENSG00000120992:ENSMUSG00000025903:ENSRNOG00000022308 LYPLA1 gi|5453722|ref|NP_gi|5453722|ref|NP_006321.1| lysophospholipase I [Homo sapie 230 24670 6.8 0 o Q 23 0.373 X X X X X X X 0 2 5 0 2 5 5 17.39 0.00051 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000127 0.000254 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 21.3 0.00028 X X X X X X X 0 1 7.1E-05 0.000142 Phospholipase/Carboxylesterase. This family consists membrane fraction hydrolase activity; lysophospholipase 4 9
1874 ENSG00000178982:ENSMUSG00000053565:ENSRNOG00000020495 EIF3K gi|10801345|ref|NPgi|10801345|ref|NP_037366.1| eukaryotic translation initiation fac 218 25060 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.42 8.1E-05 X X X X X X X 0 1 2.03E-05 4.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 16.51 0.0007 1 0.000176 0.000352 SAC3/GANP/Nin1/mts3/eIF-3 p25 family. This large nucleus translation initiation factor activity 4 5
1875 ENSG00000091164:ENSMUSG00000024583:ENSRNOG00000018818 TXNL1 gi|4759274|ref|NP_gi|4759274|ref|NP_004777.1| thioredoxin-like 1 [Homo sapiens] 289 32251 5 0 o Q 46 0 X X X X X X X 0 1 3 0 1 3 3 6.57 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.05E-05 0.000121 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.15 0.00053 1 0.000133 0.000266 TRX family; composed of two groups: Group I, which cytoplasm [pmid 9668102] electron carrier activity; protein disulfide 2 7
1876 ENSG00000102007:ENSMUSG00000031146:ENSRNOG00000003940 PLP2 gi|4505893|ref|NP_gi|4505893|ref|NP_002659.1| proteolipid protein 2 (colonic epith 152 16691 7.2 4 o25-42i49-68o83A 44 0.228 X X X X X X X 0 1 2 0 1 2 2 9.87 0.00031 1 1 0 1 1 1 8.55 0.00124 X X X X X X X 0 X X X X X X X 0 2 0.000386 0.000585 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Membrane-associating domain. MARVEL domain- endoplasmic reticulum [pmid 9124532]; chemokine binding [pmid 15474493]; 2 3
1877 ENSG00000147654:ENSMUSG00000022339:ENSRNOG00000004220 EBAG9 gi|37694065|ref|NPgi|37694065|ref|NP_936056.1| estrogen receptor binding site ass 213 24377 6.3 0 o S 28 0.677 X X X X X X X 0 2 5 0 2 5 5 20.19 0.00055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000137 0.000274 X X X X X X X 0 1 2 0 1 2 2 8.92 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.27E-05 0.000105 Protein of unknown function (DUF1682). The integral to membrane; membrane; soluble apoptotic protease activator activity 3 7
1878 ENSG00000140612:ENSMUSG00000025724:ENSRNOG00000011029 SEC11A gi|7657609|ref|NP_gi|7657609|ref|NP_055115.1| SEC11-like 1 [Homo sapiens] 179 20625 9.5 1 i21-43o Q 33 0 X X X X X X X 0 1 1 0 1 1 1 6.15 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.26E-05 6.52E-05 X X X X X X X 0 2 5 0 2 5 5 6.7 0.00063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000157 0.000313 Signal peptidase I [Intracellular trafficking and endoplasmic reticulum; integral to serine-type peptidase activity 3 6
1879 ENSG00000104894:ENSMUSG00000030798:ENSRNOG00000020699 CD37 gi|4502663|ref|NP_gi|4502663|ref|NP_001765.1|;gi|91807110|ref|NP_001035120.1| CD37 antigen isoform A [Homo sa 281 31703 8 4 i13-38o58-80i87-A 34 0.008 X X X X X X X 0 2 4 0 0 4 4 11.74 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.3E-05 0.000166 X X X X X X X 0 2 5 0 0 5 5 11.74 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.98E-05 0.0002 Tetraspanin, extracellular domain or large extracellular integral to membrane; integral to plasma 4 9
1880 ENSG00000089012:ENSMUSG00000078780:ENSRNOG00000032580 SIRPG gi|94538335|ref|NPgi|94538335|ref|NP_061026.2|;gi|94538339|ref|NP_001034597.1| signal-regulatory protein gamma i 387 42498 7.2 1 o361-383i S 29 1 X X X X X X X 0 4 9 0 0 9 9 21.96 0.00054 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000136 0.000271 X X X X X X X 0 2 3 0 0 3 3 11.63 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.35E-05 8.7E-05 Immunoglobulin domain constant region subfamily; integral to membrane; membrane 6 12
1881 ENSG00000188807:ENSMUSG00000044700:ENSRNOG00000023152 TMEM201 gi|58197554|ref|NPgi|58197554|ref|NP_001010866.1| transmembrane protein 201 [Hom 392 43382 8.7 5 o13-35i214-236oS 28 0.722 X X X X X X X 0 3 10 0 3 10 10 11.22 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000149 0.000298 X X X X X X X 0 1 2 0 1 2 2 2.04 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.86E-05 5.72E-05 4 12
1882 ENSG00000112306:NA:NA RPS12 gi|14277700|ref|NPgi|14277700|ref|NP_001007.2| ribosomal protein S12 [Homo sap 132 14515 7.2 0 o Q 20 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 11.36 0.00017 X X X X X X X 0 3 10 0 3 10 10 22.73 0.00124 X X X X X X X 0 2 0.000352 0.000595 Ribosomal protein L7Ae/L30e/S12e/Gadd45 family; cytosolic small ribosomal subunit (sensu RNA binding [pmid 1861993]; structural 4 11
1883 ENSG00000112079:ENSMUSG00000024006:ENSRNOG00000000519 STK38 gi|6005814|ref|NP_gi|6005814|ref|NP_009202.1| serine/threonine kinase 38 [Homo 465 54190 7.2 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 2.15 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.25E-05 2.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 8 0 3 8 8 10.75 0.00066 1 0.000165 0.00033 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 12493777] ATP binding [pmid 12493777]; 4 9
1884 ENSG00000109534:ENSMUSG00000028010:ENSRNOG00000009877 NOLA1 gi|15011916|ref|NPgi|15011916|ref|NP_127460.1| nucleolar protein family A, membe 217 22348 10.9 0 o Q 27 0 1 1 0 1 1 1 5.99 0.00075 2 6 0 2 6 6 17.51 0.00064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000348 0.000404 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Gar1 protein RNA binding region. Gar1 is a small membrane fraction; nucleus; small cation channel activity [pmid 8766832]; 3 7
1885 ENSG00000106028:ENSMUSG00000029911:ENSRNOG00000012100 SSBP1 gi|4507231|ref|NP_gi|4507231|ref|NP_003134.1| single-stranded DNA binding prot 148 17260 9.6 0 o Q 19 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.14 0.00036 X X X X X X X 0 1 8.95E-05 0.000179 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 22.3 0.00033 X X X X X X X 0 1 8.27E-05 0.000165 SSB_OBF: A subfamily of OB folds similar to the OB mitochondrion DNA binding; single-stranded DNA 3 6
1886 ENSG00000109061:ENSMUSG00000056328:ENSRNOG00000032785 MYH1 gi|115527082|ref|Ngi|115527082|ref|NP_005954.3| myosin, heavy chain 1, skeletal m 1939 223143 5.7 0 o Q 14 0 X X X X X X X 0 27 50 45 4 5 20.23 17.69 0.00024 4 15 6 0 9 12 3.25 0.00116 4 12 12 0 0 0 2.73 0 X X X X X X X 0 2 0.000352 0.000553 X X X X X X X 0 4 7 7 0 0 0 2.68 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 39 84
1887 ENSG00000134285:ENSMUSG00000003355:ENSRNOG00000014566 FKBP11 gi|7706131|ref|NP_gi|7706131|ref|NP_057678.1| FK506 binding protein precursor [ 201 22180 9.4 1 o155-177i S 26 1 X X X X X X X 0 3 4 0 3 4 4 23.88 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000116 0.000232 X X X X X X X 0 1 2 0 1 2 2 8.96 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.58E-05 0.000112 FKBP-type peptidyl-prolyl cis-trans isomerase; isomerase activity; peptidyl-prolyl cis- 4 6
1888 ENSG00000129472:ENSMUSG00000022159:ENSRNOG00000012488 RAB2B gi|21361884|ref|NPgi|21361884|ref|NP_116235.2| RAB2B protein [Homo sapiens] 216 24214 7.8 0 o Q 19 0.001 1 2 2 0 0 0 6.48 0 5 11 9 1 2 5.6 30.56 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000151 0.000302 X X X X X X X 0 4 15 15 0 0 0 25 0 X X X X X X X 0 1 1 0 0 1 1 5.56 7.6E-05 X X X X X X X 0 1 1.89E-05 3.78E-05 Rab2 subfamily. Rab2 is localized on cis-Golgi endoplasmic reticulum; membrane GTP binding; nucleotide binding 11 29
1889 ENSG00000172270:ENSMUSG00000023175:ENSRNOG00000008414 BSG gi|38372923|ref|NPgi|38372923|ref|NP_940993.1| basigin isoform 4 [Homo sapiens] 205 22764 5.5 1 o143-165i Q 0 0 X X X X X X X 0 3 4 0 3 4 4 32.68 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000114 0.000228 X X X X X X X 0 1 2 0 1 2 2 15.12 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.47E-05 0.000109 Immunoglobulin V-set domain. This domain is found integral to membrane; membrane mannose binding; signal transducer 4 6
1890 ENSG00000099977:ENSMUSG00000001666:ENSRNOG00000001239 DDT gi|145386531|ref|Ngi|145386531|ref|NP_001077861.1|;gi|145386559|ref|NP_001077862.1|;gi|169215939|ref|XP_001726144.1|;gi|169215941|ref|XP_001726143.1| D-dopachrome tautomerase [Hom 118 12712 7.3 0 o Q 36 0.002 X X X X X X X 0 1 2 0 0 2 2 10.17 0.0004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.88E-05 0.000198 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 10.17 0.00028 X X X X X X X 0 1 6.92E-05 0.000138 2 4
1891 ENSG00000165659:ENSMUSG00000055639:ENSRNOG00000008834 DACH1 gi|18375609|ref|NPgi|18375609|ref|NP_004383.2|;gi|18375611|ref|NP_542937.1|;gi|18375613|ref|NP_542938.1| dachshund homolog 1 isoform c [ 504 51891 8.8 0 o Q 24 0.097 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 7.34 0.00139 1 1 0 0 1 1 6.15 3.2E-05 X X X X X X X 0 2 8.1E-06 1.62E-05 SKI/SNO/DAC family. This family contains a nucleus DNA binding; protein binding [pmid 2 2
1892 ENSG00000122696:ENSMUSG00000045973:ENSRNOG00000033251 MCART1 gi|15529972|ref|NPgi|15529972|ref|NP_219480.1| mitochondrial carrier triple repeat 297 33672 9.4 0 o Q 49 0 X X X X X X X 0 2 2 0 2 2 2 13.8 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.93E-05 7.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 8.75 0.00052 1 0.000129 0.000259 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding 4 6
1893 ENSG00000111669:ENSMUSG00000023456:ENSRNOG00000015290 LOC729708 gi|113408763|ref|Xgi|113408763|ref|XP_001133950.1| PREDICTED: hypothetical protein 249 26943 8.1 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 0 3 3 5.62 0.00027 X X X X X X X 0 X X X X X X X 0 2 7 6 1 1 7 13.25 0.00108 2 0.000337 0.000511 Triosephosphate isomerase (TIM) is a glycolytic 3 10
1894 ENSG00000106638:ENSMUSG00000005374:NA TBL2 gi|7549793|ref|NP_gi|7549793|ref|NP_036585.1| transducin (beta)-like 2 [Homo sa 447 49798 9.4 1 i9-31o S 29 0.985 X X X X X X X 0 4 9 0 4 9 9 15.44 0.00047 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000117 0.000235 X X X X X X X 0 3 4 0 3 4 4 10.96 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.02E-05 0.0001 WD40 domain, found in a number of eukaryotic 7 13
1895 ENSG00000187838:ENSMUSG00000019461:ENSRNOG00000027914 PLSCR3 gi|31543417|ref|NPgi|31543417|ref|NP_065093.2| phospholipid scramblase 3 [Homo 295 31648 6.7 0 o Q 64 0 1 2 0 1 2 2 6.78 0.0011 1 3 0 1 3 3 6.78 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000334 0.000522 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Scramblase. Scramblase is palmitoylated and integral to membrane; plasma membrane calcium ion binding [pmid 10930526]; 2 5
1896 ENSG00000144827:ENSMUSG00000033157:NA ABHD10 gi|8923001|ref|NP_gi|8923001|ref|NP_060864.1| abhydrolase domain containing 10 306 33933 8.6 0 o S 22 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 17.65 0.00029 X X X X X X X 0 1 7.22E-05 0.000144 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 17.97 0.00037 X X X X X X X 0 1 9.33E-05 0.000187 alpha/beta hydrolase fold. This catalytic domain is mitochondrion [pmid 11256614] hydrolase activity 6 12
1897 ENSG00000118508:ENSMUSG00000019832:ENSRNOG00000014258 RAB32 gi|5803133|ref|NP_gi|5803133|ref|NP_006825.1| RAB32, member RAS oncogene f 225 24997 6.5 0 o Q 16 0.004 X X X X X X X 0 3 4 1 2 3 3.5 20.44 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.07E-05 0.000181 X X X X X X X 0 2 3 0 2 3 3 13.78 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.48E-05 0.00015 Rab38/Rab32 subfamily. Rab32 and Rab38 are mitochondrion GTP binding; nucleotide binding 5 7
1898 ENSG00000185245:ENSMUSG00000050675:ENSRNOG00000025959 GP1BA gi|150417978|ref|Ngi|150417978|ref|NP_000164.4| platelet glycoprotein Ib alpha poly 639 70248 6.5 1 o520-542i S 17 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.41 0.00064 1 0 0 X X X X X X X 0 1 2 0 1 2 2 6.57 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.51E-05 2 3
1899 ENSG00000167792:ENSMUSG00000037916:ENSRNOG00000018117 NDUFV1 gi|20149568|ref|NPgi|20149568|ref|NP_009034.2| NADH dehydrogenase (ubiquinon 464 50817 8.2 0 o Q 22 0.301 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 9 0 3 9 9 14.44 0.00034 X X X X X X X 0 1 8.57E-05 0.000171 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 19.18 0.00032 X X X X X X X 0 1 7.91E-05 0.000158 NADH:ubiquinone oxidoreductase, NADH-binding (51 membrane fraction; mitochondrial inner 4 iron, 4 sulfur cluster binding; FMN 7 18
1900 ENSG00000134153:ENSMUSG00000055943:ENSRNOG00000005884 C15orf24 gi|9910346|ref|NP_gi|9910346|ref|NP_064539.1| chromosome 15 open reading fra 242 26471 9.2 1 o160-182i S 24 1 X X X X X X X 0 2 2 0 2 2 2 15.7 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.82E-05 9.64E-05 X X X X X X X 0 2 5 0 2 5 5 16.94 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000116 0.000232 cytoplasm [pmid 10873569]; integral to purine nucleotide binding [pmid 4 7
1901 ENSG00000048162:ENSMUSG00000025869:ENSRNOG00000023413 HSPC111 gi|148747209|ref|Ngi|148747209|ref|NP_057475.2| hypothetical protein LOC51491 [H 178 21188 9.9 0 i Q 43 0 X X X X X X X 0 1 3 0 1 3 3 8.99 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.83E-05 0.000197 X X X X X X X 0 2 2 0 2 2 2 12.36 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.3E-05 0.000126 3 5
1902 ENSG00000113845:ENSMUSG00000002846:ENSRNOG00000002999 C3orf1 gi|59710109|ref|NPgi|59710109|ref|NP_057673.2| hypothetical protein LOC51300 [H 285 32178 8.5 1 o187-209i S 25 0.991 X X X X X X X 0 3 5 0 3 5 5 22.46 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000102 0.000205 X X X X X X X 0 3 3 0 3 3 3 13.68 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.9E-05 0.000118 Tim17/Tim22/Tim23 family. The pre-protein mitochondrial inner membrane; protein transporter activity 6 8
1903 ENSG00000131475:ENSMUSG00000078656:NA VPS25 gi|14150155|ref|NPgi|14150155|ref|NP_115729.1| vacuolar protein sorting 25 [Homo 176 20748 6.3 0 o Q 44 0.137 X X X X X X X 0 1 2 0 1 2 2 7.95 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.63E-05 0.000133 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 9.09 0.00037 X X X X X X X 0 1 9.27E-05 0.000185 ESCRT-II complex subunit. This family of conserved nucleus 3 6
1904 ENSG00000198060:ENSMUSG00000023307:ENSRNOG00000017396 MARCH5 gi|8923415|ref|NP_gi|109460090|ref|XP_215286.4|;gi|8923415|ref|NP_060294.1| membrane-associated ring finger 278 31232 8.7 4 i97-119o139-161Q 20 0 X X X X X X X 0 4 8 0 0 8 8 13.21 0.00067 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000168 0.000336 X X X X X X X 0 2 6 0 0 6 6 7.5 0.00048 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000121 0.000242 The RING-variant domain is a C4HC3 zinc-finger like protein binding; zinc ion binding 6 14
1905 ENSG00000167904:ENSMUSG00000028232:ENSRNOG00000008872 TMEM68 gi|22748883|ref|NPgi|22748883|ref|NP_689630.1| transmembrane protein 68 [Homo 257 29542 7.4 2 i43-74o124-146i A 34 0 X X X X X X X 0 1 2 0 1 2 2 4.67 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.54E-05 9.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.78 0.00045 1 0.000112 0.000224 Acyltransferase. This family contains acyltransferases acyltransferase activity 2 5
1906 ENSG00000178802:ENSMUSG00000032306:ENSRNOG00000018898 MPI gi|4505235|ref|NP_gi|4505235|ref|NP_002426.1| mannose-6- phosphate isomerase 423 46656 6 0 o S 20 0.773 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.96 8.4E-05 X X X X X X X 0 1 2.09E-05 4.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 11.11 0.00054 1 0.000136 0.000272 Phosphomannose isomerase type I; pfam01238 isomerase activity; mannose-6- 4 8
1907 ENSG00000111711:NA:ENSRNOG00000012695 GOLT1B gi|7705636|ref|NP_gi|7705636|ref|NP_057156.1| golgi transport 1 homolog B [Hom 138 15426 10.3 3 i13-30o34-56i69-A 36 0.036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.87 0.00013 X X X X X X X 0 1 3.2E-05 6.4E-05 X X X X X X X 0 1 3 0 1 3 3 10.87 0.00049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000122 0.000244 Got1-like family. Traffic through the yeast Golgi endoplasmic reticulum [pmid 11256614]; signal transducer activity [pmid 2 4
1908 ENSG00000173660:ENSMUSG00000063882:ENSRNOG00000012550 UQCRH gi|83627705|ref|NPgi|83627705|ref|NP_005995.2| ubiquinol-cytochrome c reductase 91 10739 4.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 19.78 0.00019 X X X X X X X 0 1 4.85E-05 9.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 17.58 0.00042 1 0.000105 0.000211 Ubiquinol-cytochrome C reductase hinge protein. The membrane; mitochondrial electron transport oxidoreductase activity; ubiquinol- 2 2
1909 ENSG00000163050:ENSMUSG00000026489:ENSRNOG00000002879 CABC1 gi|34147522|ref|NPgi|34147522|ref|NP_064632.2| chaperone, ABC1 activity of bc1 c 647 71950 7 0 o Q 22 0.055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.89 8.2E-05 X X X X X X X 0 1 2.05E-05 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 9 0 3 9 9 5.72 0.00053 1 0.000133 0.000267 ABC1 family. This family includes ABC1 from yeast mitochondrion 5 12
1910 ENSG00000158769:ENSMUSG00000038235:ENSRNOG00000020409 F11R gi|21464111|ref|NPgi|21464111|ref|NP_653086.1| F11 receptor precursor [Homo sa 299 32583 7.9 2 i12-31o239-261i S 28 0.993 X X X X X X X 0 2 3 0 2 3 3 14.05 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.85E-05 0.000117 X X X X X X X 0 2 5 0 2 5 5 15.05 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.38E-05 0.000188 Immunoglobulin domain cell adhesion molecule cytoplasm [pmid 12817473]; integral to thiosulfate sulfurtransferase activity; 4 8
1911 ENSG00000116157:ENSMUSG00000028597:ENSRNOG00000009751 GPX7 gi|15618997|ref|NPgi|15618997|ref|NP_056511.2| glutathione peroxidase 7 [Homo s 187 20996 8.3 0 o S 20 1 X X X X X X X 0 1 2 0 1 2 2 17.65 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.24E-05 0.000125 X X X X X X X 0 1 3 0 1 3 3 17.65 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9E-05 0.00018 Glutathione (GSH) peroxidase family; tetrameric glutathione peroxidase activity; 2 5
1912 ENSG00000159176:ENSMUSG00000026421:ENSRNOG00000008937 CSRP1 gi|4758086|ref|NP_gi|4758086|ref|NP_004069.1| cysteine and glycine-rich protein 1 193 20567 8.6 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.81 0.00018 X X X X X X X 0 1 4.58E-05 9.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 17.62 0.00042 X X X X X X X 0 1 0.000106 0.000211 LIM domain. This family represents two copies of the nucleus metal ion binding; zinc ion binding [pmid 3 7
1913 ENSG00000134255:ENSMUSG00000040774:ENSRNOG00000017723 CEPT1 gi|56118223|ref|NPgi|56118223|ref|NP_001007795.1| choline/ethanolaminephosphotran 416 46554 8.2 8 i83-105o115-132Q 38 0 X X X X X X X 0 1 4 0 1 4 4 3.85 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.61E-05 0.000112 X X X X X X X 0 2 7 0 2 7 7 8.65 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.44E-05 0.000189 sn-1,2-diacylglycerol ethanolamine- and integral to membrane [pmid 10191259] ethanolaminephosphotransferase 3 11
1914 ENSG00000100721:ENSMUSG00000041359:ENSRNOG00000025233 TCL1A gi|148922879|ref|Ngi|148922879|ref|NP_001092195.1| T-cell leukemia/lymphoma 1A [Ho 114 13460 5.1 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 26.32 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.11E-05 0.000102 X X X X X X X 0 1 2 0 1 2 2 26.32 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.84E-05 0.000197 2 3
1915 ENSG00000113048:ENSMUSG00000041632:ENSRNOG00000017272 MRPS27 gi|16950609|ref|NPgi|16950609|ref|NP_055899.1| mitochondrial ribosomal protein S 414 47669 6 0 o Q 25 0.247 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.62 4.3E-05 X X X X X X X 0 1 1.07E-05 2.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 7.49 0.00056 1 0.000139 0.000278 mitochondrion; ribonucleoprotein complex 3 7
1916 ENSG00000165678:ENSMUSG00000041028:ENSRNOG00000013961 GHITM gi|118200356|ref|Ngi|118200356|ref|NP_055209.2| growth hormone inducible transm 345 37205 9.9 6 i81-103o123-145Q 25 0.493 X X X X X X X 0 2 3 0 2 3 3 8.7 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.07E-05 0.000101 X X X X X X X 0 1 6 0 1 6 6 5.8 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.75E-05 0.000195 3 9
1917 ENSG00000197045:ENSMUSG00000062014:ENSRNOG00000010061 GMFB gi|4758442|ref|NP_gi|4758442|ref|NP_004115.1| glia maturation factor, beta [Homo 142 16713 5.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 19.01 0.00016 X X X X X X X 0 2 8 0 2 8 8 35.21 0.001 X X X X X X X 0 2 0.00029 0.000477 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Actin depolymerisation factor/cofilin -like domains; intracellular actin binding; growth factor activity 3 9
1918 ENSG00000204273:ENSMUSG00000041538:ENSRNOG00000000454 HLA-DOB gi|4504403|ref|NP_gi|4504403|ref|NP_002111.1| major histocompatibility complex, 273 30822 6.8 1 o225-247i S 22 0.984 X X X X X X X 0 1 1 0 1 1 1 3.66 8.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.14E-05 4.27E-05 X X X X X X X 0 1 6 0 1 6 6 3.66 0.00049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000123 0.000247 Immunoglobulin domain constant region subfamily; integral to membrane; lysosome [pmid MHC class II receptor activity [pmid 2 7
1919 ENSG00000109107:ENSMUSG00000017390:ENSRNOG00000011452 ALDOC gi|4885063|ref|NP_gi|4885063|ref|NP_005156.1| fructose-bisphosphate aldolase C 364 39456 6.9 0 o Q 33 0.001 1 1 0 0 1 1 7.69 0.00045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000111 0.000223 X X X X X X X 0 1 2 0 1 2 2 6.32 0.00012 X X X X X X X 0 1 1 1 0 0 0 7.69 0 X X X X X X X 0 1 3.08E-05 6.16E-05 Fructose-1,6-bisphosphate aldolase. The enzyme fructose-bisphosphate aldolase activity 3 4
1920 ENSG00000168092:ENSMUSG00000003131:ENSRNOG00000018032 PAFAH1B2 gi|4505585|ref|NP_gi|4505585|ref|NP_002563.1| platelet-activating factor acetylhyd 229 25569 5.9 0 o Q 21 0 X X X X X X X 0 2 2 0 2 2 2 12.23 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.09E-05 0.000102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 27.51 0.00036 X X X X X X X 0 1 8.91E-05 0.000178 PAF_acetylhydrolase (PAF-AH)_like subfamily of 1-alkyl-2-acetylglycerophosphocholine 5 7
1921 ENSG00000107566:ENSMUSG00000025198:ENSRNOG00000012911 ERLIN1 gi|5453706|ref|NP_gi|109460161|ref|XP_219858.4|;gi|154800489|ref|NP_001094096.1|;gi|5453706|ref|NP_006450.1| ER lipid raft associated 1 [Homo s 413 45884 8.9 1 i73-90o Q 51 0.209 2 2 2 0 0 1 8.23 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.82E-05 0.000196 X X X X X X X 0 3 3 2 0 1 3 9.93 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.07E-05 8.15E-05 A subgroup of the band 7 domain of flotillin (reggie) 5 5
1922 ENSG00000158467:ENSMUSG00000029772:ENSRNOG00000039300 KIAA0828 gi|24308043|ref|NPgi|24308043|ref|NP_056143.1| S-adenosylhomocysteine hydrola 611 66721 7.4 0 o Q 20 0.048 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.47 0.00031 X X X X X X X 0 X X X X X X X 0 1 7.69E-05 0.000154 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 4.09 0.00025 1 6.28E-05 0.000126 S-adenosyl-L-homocysteine hydrolase (AdoHycase) adenosylhomocysteinase activity; 3 5
1923 ENSG00000129450:ENSMUSG00000030474:ENSRNOG00000022640 SIGLEC9 gi|23943856|ref|NPgi|23943856|ref|NP_055256.1| sialic acid binding Ig-like lectin 9 [ 463 50082 7.3 1 o348-370i S 18 0.976 2 3 0 2 3 3 7.13 0.00105 1 1 0 1 1 1 4.97 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000275 0.000518 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Immunoglobulin V-set domain. This domain is found integral to plasma membrane [pmid protein binding; sugar binding [pmid 3 4
1924 ENSG00000185787:ENSMUSG00000062270:ENSRNOG00000014410 MORF4L1 gi|45643135|ref|NPgi|45643135|ref|NP_996670.1|;gi|5803102|ref|NP_006782.1|;gi|6996928|ref|NP_006783.2| MORF-related gene 15 isoform 2 362 41474 9.3 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.97 4.9E-05 1 1 0 0 1 1 4.7 0.00112 2 1.22E-05 2.44E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 MRG. This family consists of three different eukaryotic nucleus 2 2
1925 ENSG00000181035:ENSMUSG00000002346:ENSRNOG00000020345 SLC25A42 gi|60460887|ref|NPgi|60460887|ref|NP_848621.1| solute carrier family 25, member 4 318 35437 10.1 0 o Q 48 0.011 1 2 0 1 2 2 6.92 0.00102 1 1 0 1 1 1 5.03 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000273 0.000499 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding 2 3
1926 ENSG00000103769:ENSMUSG00000004771:ENSRNOG00000011302 RAB11A gi|4758984|ref|NP_gi|4758984|ref|NP_004654.1| Ras-related protein Rab-11A [Hom 216 24394 6.5 0 o Q 24 0 X X X X X X X 0 6 18 17 1 1 2.214 43.06 0.00024 1 1 0 0 1 1 5.56 0.00087 2 7 7 0 0 0 11.57 0 X X X X X X X 0 2 0.000277 0.000411 X X X X X X X 0 5 9 9 0 0 0 25.46 0 X X X X X X X 0 1 3 3 0 0 0 6.94 0 X X X X X X X 0 0 0 0 Rab11-like. Rab11a, Rab11b, and Rab25 are closely Golgi trans face [pmid 15229288] GTP binding; GTPase activity [pmid 15 38
1927 ENSG00000179387:ENSMUSG00000035151:ENSRNOG00000011225 ELMOD2 gi|24308456|ref|NPgi|24308456|ref|NP_714913.1| ELMO/CED-12 domain containing 293 34961 8.1 0 o Q 28 0.001 X X X X X X X 0 1 2 0 1 2 2 5.46 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.98E-05 7.96E-05 X X X X X X X 0 3 5 0 3 5 5 13.65 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.57E-05 0.000191 ELMO/CED-12 family. This family represents a cytoskeleton 4 7
1928 ENSG00000103496:ENSMUSG00000030805:ENSRNOG00000019302 STX4 gi|20149560|ref|NPgi|20149560|ref|NP_004595.2| syntaxin 4 [Homo sapiens] 297 34180 6.3 1 i274-296o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 9.43 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.85E-05 0.000157 X X X X X X X 0 2 3 0 2 3 3 9.43 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.67E-05 0.000113 Syntaxin N-terminus domain; syntaxins are nervous integral to membrane; membrane [pmid protein binding [pmid 16189514] 4 7
1929 ENSG00000162734:ENSMUSG00000047652:ENSRNOG00000006854 PEA15 gi|4505705|ref|NP_gi|4505705|ref|NP_003759.1| phosphoprotein enriched in astroc 130 15040 5 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.77 0.00041 X X X X X X X 0 1 0.000102 0.000204 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 14.62 0.00013 X X X X X X X 0 1 3.14E-05 6.28E-05 Death effector domain. DED is part of a superfamily of microtubule associated complex [pmid protein binding [pmid 10442631]; sugar 2 4
1930 ENSG00000160209:ENSMUSG00000002791:ENSRNOG00000030153 PDXK gi|4505701|ref|NP_gi|4505701|ref|NP_003672.1| pyridoxal kinase [Homo sapiens] 312 35102 6.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 14.1 0.00028 X X X X X X X 0 1 7.08E-05 0.000142 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.17 0.00025 1 6.15E-05 0.000123 Pyridoxal kinase plays a key role in the synthesis of ATP binding; metal ion binding; 4 7
1931 ENSG00000136448:ENSMUSG00000020936:ENSRNOG00000002989 NMT1 gi|10835073|ref|NPgi|10835073|ref|NP_066565.1| N-myristoyltransferase 1 [Homo s 496 56806 7.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 2 1 2 4 8.87 0.00014 X X X X X X X 0 1 3.56E-05 7.12E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 1 2 4 5 14.92 0.00039 1 9.67E-05 0.000193 Myristoyl-CoA:protein N-myristoyltransferase, N- acyltransferase activity; glycylpeptide N- 5 9
1932 ENSG00000197296:ENSMUSG00000048486:ENSRNOG00000027434 C20orf142 gi|122937337|ref|Ngi|122937337|ref|NP_001073941.1| fat-inducing transcript 2 [Homo sa 262 29855 8.6 5 i57-79o89-111i14A 39 0.151 X X X X X X X 0 1 3 0 1 3 3 6.49 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.68E-05 0.000134 X X X X X X X 0 1 3 0 1 3 3 6.49 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.42E-05 0.000128 2 6
1933 ENSG00000115685:ENSMUSG00000026275:ENSRNOG00000016974 PPP1R7 gi|4506013|ref|NP_gi|4506013|ref|NP_002703.1| protein phosphatase 1, regulatory 360 41564 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 5 0.00029 X X X X X X X 0 1 7.36E-05 0.000147 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 11.39 0.00023 X X X X X X X 0 1 5.67E-05 0.000113 Leucine-rich repeat (LRR) protein [Function unknown]; cytoplasm [pmid 7498485]; nucleus [pmid protein phosphatase type 1 regulator 3 11
1934 ENSG00000105514:ENSMUSG00000019066:ENSRNOG00000011582 RAB3D gi|4759000|ref|NP_gi|4759000|ref|NP_004274.1| RAB3D, member RAS oncogene 219 24267 4.9 0 o Q 35 0 X X X X X X X 0 1 2 0 1 2 2 6.85 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.33E-05 0.000107 X X X X X X X 0 2 3 0 2 3 3 15.53 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.68E-05 0.000154 Rab3 subfamily. The Rab3 subfamily contains Rab3A, membrane GTP binding; GTPase activity [pmid 3 5
1935 ENSG00000086848:ENSMUSG00000032059:ENSRNOG00000010877 ALG9 gi|118026921|ref|Ngi|118026921|ref|NP_079016.2|;gi|118026933|ref|NP_001071158.1|;gi|13376062|ref|NP_079016.1| asparagine-linked glycosylation 9 618 70787 8.7 9 i136-158o173-19Q 24 0.001 X X X X X X X 0 3 4 2 0 2 3 9.06 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.83E-05 5.66E-05 X X X X X X X 0 2 11 0 0 11 11 6.96 0.0004 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 1.94 6.3E-05 1 0.000115 0.000192 6 16
1936 ENSG00000086061:ENSMUSG00000028410:ENSRNOG00000007029 DNAJA1 gi|4504511|ref|NP_gi|4504511|ref|NP_001530.1| DnaJ (Hsp40) homolog, subfamily 397 44868 7.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 14.86 0.00022 X X X X X X X 0 1 5.56E-05 0.000111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 10.08 0.00029 X X X X X X X 0 1 7.19E-05 0.000144 DnaJ central domain (4 repeats). The central cysteine- heat shock protein binding; low-density 5 12
1937 ENSG00000185905:ENSMUSG00000045165:ENSRNOG00000016978 C16orf54 gi|148233642|ref|Ngi|148233642|ref|NP_787096.2|;gi|28557733|ref|NP_787096.1| hypothetical protein LOC283897 [ 224 24360 6.2 1 o31-53i A 54 0.112 X X X X X X X 0 1 2 0 0 2 2 6.7 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.21E-05 0.000104 X X X X X X X 0 2 3 0 0 3 3 25 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.51E-05 0.00015 3 5
1938 ENSG00000115944:ENSMUSG00000024248:ENSRNOG00000004526 COX7A2L gi|18105037|ref|NPgi|18105037|ref|NP_004709.2| cytochrome c oxidase subunit VIIa 114 12615 9.4 1 i86-108o Q 18 0.016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 28.95 0.00031 X X X X X X X 0 1 7.75E-05 0.000155 X X X X X X X 0 1 1 0 1 1 1 28.95 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.92E-05 9.84E-05 Cytochrome c oxidase subunit VIIa; cd00928 mitochondrial electron transport chain; cytochrome-c oxidase activity [pmid 2 3
1939 ENSG00000177150:ENSMUSG00000038121:ENSRNOG00000016740 C18orf19 gi|149408153|ref|Ngi|149408153|ref|NP_001092271.1|;gi|22748763|ref|NP_689565.1| hypothetical protein LOC125228 [ 272 30777 9.8 1 i133-155o Q 30 0 X X X X X X X 0 1 1 0 0 1 1 8.09 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.14E-05 4.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 8.09 0.00042 1 0.000106 0.000212 3 4
1940 ENSG00000118960:ENSMUSG00000020605:ENSRNOG00000006062 HS1BP3 gi|68800430|ref|NPgi|68800430|ref|NP_071905.3| HCLS1 binding protein 3 [Homo s 392 42780 5 0 o Q 19 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.1 4.5E-05 1 1 0 1 1 1 4.08 0.00104 2 1.13E-05 2.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PX domain. PX domains bind to phosphoinositides; phosphoinositide binding; protein 2 2
1941 ENSG00000198498:ENSMUSG00000025591:ENSRNOG00000014188 C4orf43 gi|153251297|ref|Ngi|153251297|ref|NP_060822.2| hypothetical protein LOC55319 [H 203 23864 9.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 9.85 0.00026 X X X X X X X 0 1 6.53E-05 0.000131 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.39 0.00024 X X X X X X X 0 1 6.03E-05 0.000121 2 6
1942 ENSG00000156398:ENSMUSG00000025036:ENSRNOG00000020011 SFXN2 gi|30578418|ref|NPgi|30578418|ref|NP_849189.1| sideroflexin 2 [Homo sapiens] 322 36232 9.4 5 o100-122i142-16Q 0 0 X X X X X X X 0 2 4 0 2 4 4 9.63 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.24E-05 0.000145 X X X X X X X 0 1 3 0 1 3 3 5.9 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.23E-05 0.000105 Tricarboxylate carrier; pfam03820 integral to membrane; membrane; cation transporter activity; iron ion 3 7
1943 ENSG00000157036:ENSMUSG00000042787:ENSRNOG00000014801 ENDOGL1 gi|4826714|ref|NP_gi|4826714|ref|NP_005098.1| endonuclease G-like 1 [Homo sap 368 41127 8.3 1 i16-38o S 35 0.804 X X X X X X X 0 3 5 1 3 4 4 19.57 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.34E-05 0.000127 X X X X X X X 0 2 4 0 2 4 4 15.22 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.1E-05 0.000122 DNA/RNA non-specific endonuclease; prokaryotic and endonuclease activity [pmid 10231028]; 5 9
1944 ENSG00000105197:ENSMUSG00000003438:ENSRNOG00000037638 TIMM50 gi|48526509|ref|NPgi|48526509|ref|NP_001001563.1| translocase of inner mitochondria 456 50465 9.4 0 o Q 26 0.028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.19 7.7E-05 X X X X X X X 0 1 1.94E-05 3.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 7.89 0.00042 1 0.000105 0.00021 catalytic domain of ctd-like phosphatases; integral to membrane; membrane; protein binding [pmid 15044455]; protein 5 7
1945 ENSG00000130038:ENSMUSG00000061414:ENSRNOG00000025874 EFCAB4B gi|14249254|ref|NPgi|14249254|ref|NP_116069.1| EF-hand calcium binding domain 395 45592 5 0 o Q 28 0 X X X X X X X 0 1 1 0 1 1 1 5.32 5.9E-05 1 2 0 1 2 2 3.8 0.00095 X X X X X X X 0 X X X X X X X 0 2 0.000253 0.000467 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding 2 3
1946 ENSG00000213496:ENSMUSG00000068487:ENSRNOG00000023901 NDUFA11 gi|28269681|ref|NPgi|28269681|ref|NP_783313.1| NADH dehydrogenase (ubiquinon 141 14852 8.7 4 i21-43o58-80i87-Q 39 0.005 X X X X X X X 0 1 1 0 1 1 1 16.31 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.14E-05 8.27E-05 X X X X X X X 0 1 2 0 1 2 2 16.31 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.96E-05 0.000159 integral to membrane; membrane; NADH dehydrogenase (ubiquinone) 2 3
1947 ENSG00000158195:ENSMUSG00000028868:ENSRNOG00000009805 WASF2 gi|11386183|ref|NPgi|11386183|ref|NP_008921.1| WAS protein family, member 2 [H 498 54284 5.5 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 6.43 0.00018 X X X X X X X 0 1 4.43E-05 8.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 2.61 0.00031 1 7.71E-05 0.000154 also known as verprolin homology domain actin cytoskeleton [pmid 10970852]; actin binding [pmid 10970852]; 3 9
1948 ENSG00000124164:ENSMUSG00000054455:ENSRNOG00000005331 VAPB gi|4759302|ref|NP_gi|4759302|ref|NP_004729.1| VAMP-associated protein B/C [Ho 243 27228 7.3 1 o220-242i Q 17 0 X X X X X X X 0 3 4 1 2 3 3.094 15.64 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.42E-05 0.000148 X X X X X X X 0 1 2 0 1 2 2 5.76 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.62E-05 9.23E-05 integral to plasma membrane [pmid structural molecule activity 4 6
1949 ENSG00000174165:ENSMUSG00000006463:ENSRNOG00000019825 ZDHHC24 gi|46409316|ref|NPgi|46409316|ref|NP_997223.1| zinc finger, DHHC-type containing 284 30176 8.6 5 i17-39o54-73i139S 31 0.983 X X X X X X X 0 1 2 0 1 2 2 7.04 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.11E-05 8.21E-05 X X X X X X X 0 2 4 0 2 4 4 13.73 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.9E-05 0.000158 DHHC zinc finger domain. This domain is also known integral to membrane; membrane acyltransferase activity; metal ion 3 6
1950 ENSG00000173762:ENSMUSG00000025163:ENSRNOG00000036674 CD7 gi|5453613|ref|NP_gi|5453613|ref|NP_006128.1| CD7 antigen precursor [Homo sap 240 25409 7.2 1 o178-200i S 26 1 X X X X X X X 0 1 2 0 1 2 2 9.17 0.00019 1 1 0 1 1 1 7.08 0.00078 X X X X X X X 0 X X X X X X X 0 2 0.000244 0.000371 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Immunoglobulin domain variable region (v) subfamily; integral to membrane [pmid 11485208]; receptor activity [pmid 11485208] 2 3
1951 ENSG00000184508:ENSMUSG00000030532:ENSRNOG00000012236 HDDC3 gi|38348360|ref|NPgi|38348360|ref|NP_940929.1| HD domain containing 3 [Homo sa 140 15733 6.5 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.86 0.00013 X X X X X X X 0 1 3.15E-05 6.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 12.86 0.00035 X X X X X X X 0 1 8.74E-05 0.000175 Guanosine polyphosphate catalytic activity 2 4
1952 ENSG00000143119:ENSMUSG00000040747:ENSRNOG00000017874 CD53 gi|91106727|ref|NPgi|91106727|ref|NP_001035122.1| CD53 antigen [Homo sapiens] 219 24341 7.5 4 i13-35o50-72i84-A 30 0.174 X X X X X X X 0 1 1 0 1 1 1 3.65 0.00011 1 1 0 1 1 1 6.85 0.00086 X X X X X X X 0 X X X X X X X 0 2 0.000241 0.000414 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tetraspanin, extracellular domain or large extracellular integral to plasma membrane; plasma 2 2
1953 ENSG00000188603:ENSMUSG00000030720:ENSRNOG00000019103 CLN3 gi|109698601|ref|Ngi|109698601|ref|NP_001035897.1| ceroid-lipofuscinosis, neuronal 3 [ 438 47623 6.4 11 i38-60o99-121i12Q 59 0 X X X X X X X 0 1 5 0 1 5 5 5.25 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.66E-05 0.000133 X X X X X X X 0 1 4 0 1 4 4 5.25 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.12E-05 0.000102 2 9
1954 ENSG00000164821:NA:NA DEFA4 gi|4503303|ref|NP_gi|4503303|ref|NP_001916.1| defensin, alpha 4 preproprotein [H 97 10504 8 0 o S 20 1 X X X X X X X 0 1 1 0 1 1 1 17.53 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.01E-05 0.00012 X X X X X X X 0 1 1 0 1 1 1 17.53 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.78E-05 0.000116 Defensin propeptide; pfam00879 extracellular region calcium channel regulator activity 2 2
1955 ENSG00000144579:ENSMUSG00000026176:ENSRNOG00000015295 CTDSP1 gi|10864009|ref|NPgi|10864009|ref|NP_067021.1|;gi|32813443|ref|NP_872580.1| CTD (carboxy-terminal domain, R 261 29203 6 0 o Q 54 0 X X X X X X X 0 1 2 0 0 2 2 3.83 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.47E-05 8.94E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.75 0.00029 1 7.35E-05 0.000147 NLI interacting factor-like phosphatase. This family nucleus [pmid 10967134] hydrolase activity; phosphoprotein 2 4
1956 ENSG00000117091:ENSMUSG00000015355:ENSRNOG00000004737 CD48 gi|21361571|ref|NPgi|21361571|ref|NP_001769.2| CD48 molecule [Homo sapiens] 243 27683 8.1 1 o225-242i S 29 0.994 X X X X X X X 0 1 2 0 1 2 2 4.53 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.8E-05 9.6E-05 X X X X X X X 0 2 3 0 2 3 3 9.88 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.92E-05 0.000138 Immunoglobulin V-set domain. This domain is found integral to plasma membrane [pmid GPI anchor binding; protein binding 3 5
1957 ENSG00000124380:ENSMUSG00000001158:ENSRNOG00000039883 RY1 gi|24307919|ref|NPgi|24307919|ref|NP_006848.1| putative nucleic acid binding prote 155 18860 11.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 10.32 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.76E-05 7.52E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.32 0.00032 X X X X X X X 0 1 7.9E-05 0.000158 Protein of unknown function (DUF1777). This is a nucleus 2 4
1958 ENSG00000099341:ENSMUSG00000030591:ENSRNOG00000037580 PSMD8 gi|156631005|ref|Ngi|156631005|ref|NP_002803.2| proteasome 26S non-ATPase sub 350 39612 9.7 0 o Q 35 0.035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.29 6.4E-05 X X X X X X X 0 X X X X X X X 0 4 8 0 4 8 8 5.43 0.00088 2 0.000235 0.000429 5 9
1959 ENSG00000151247:ENSMUSG00000028156:ENSRNOG00000013183 LOC100131693 gi|169211874|ref|Xgi|169211874|ref|XP_001725246.1|;gi|4503535|ref|NP_001959.1| PREDICTED: similar to hCG1777 217 25126 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 6.45 0.00023 1 4 0 0 4 4 4.61 0.00071 2 0.000233 0.000334 2 7
1960 ENSG00000182544:ENSMUSG00000045665:ENSRNOG00000028333 MFSD5 gi|31543150|ref|NPgi|31543150|ref|NP_116278.2| major facilitator superfamily doma 450 49737 7.8 10 o45-64i77-99o13S 27 1 X X X X X X X 0 2 4 0 2 4 4 7.33 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.18E-05 0.000104 X X X X X X X 0 1 5 0 1 5 5 4.22 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.23E-05 0.000125 Protein of unknown function (DUF791). This family 3 9
1961 ENSG00000164828:ENSMUSG00000036817:ENSRNOG00000001299 UNC84A gi|110227866|ref|Ngi|110227866|ref|NP_079430.3| unc-84 homolog A [Homo sapiens 702 77911 7.1 2 o177-199i206-22S 21 0.933 X X X X X X X 0 4 6 0 4 6 6 10.68 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.98E-05 9.97E-05 X X X X X X X 0 4 8 0 4 8 8 11.82 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.39E-05 0.000128 8 14
1962 ENSG00000197632:ENSMUSG00000062345:ENSRNOG00000002460 SERPINB2 gi|4505595|ref|NP_gi|4505595|ref|NP_002566.1| serine (or cysteine) proteinase inh 415 46596 5.6 0 o Q 23 0.373 1 2 0 1 2 2 5.06 0.00078 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.4 0.00013 X X X X X X X 0 2 0.000227 0.000374 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Plasminogen Activator Inhibitor-2 (PAI-2). PAI-2 is a plasminogen activator activity; serine- 3 5
1963 ENSG00000188167:ENSMUSG00000079260:NA TMPP gi|89886215|ref|NPgi|89886215|ref|NP_001034859.1| hypothetical protein LOC643853 [ 453 49458 7 5 i13-32o42-64i84-S 32 0.727 X X X X X X X 0 2 2 0 2 2 2 9.27 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.15E-05 X X X X X X X 0 2 7 0 2 7 7 10.38 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.67E-05 0.000173 Predicted phosphohydrolases [General function hydrolase activity 4 9
1964 ENSG00000188921:ENSMUSG00000028497:ENSRNOG00000005772 PTPLAD2 gi|148226324|ref|Ngi|148226324|ref|NP_001010915.2| protein tyrosine phosphatase-like 232 27520 8.6 4 i20-42o126-148i1A 33 0.048 1 1 0 1 1 1 4.31 0.0007 1 2 0 1 2 2 4.31 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000225 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
1965 ENSG00000157766:ENSMUSG00000030607:ENSRNOG00000028992 ACAN gi|126090883|ref|Ngi|126090883|ref|NP_001126.2|;gi|126090892|ref|NP_037359.2| aggrecan isoform 1 precursor [Ho 2317 239432 4.1 0 o S 17 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.69 0.00018 1 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.56 0.0003 X X X X X X X 0 X X X X X X X 0 1 0 0 2 2
1966 ENSG00000179041:ENSMUSG00000061024:ENSRNOG00000007240 RRS1 gi|14719402|ref|NPgi|14719402|ref|NP_055984.1| homolog of yeast ribosome bioge 365 41193 10.7 0 o Q 16 0 X X X X X X X 0 2 6 0 2 6 6 8.77 0.00038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.59E-05 0.000192 X X X X X X X 0 1 1 0 1 1 1 4.38 6.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.54E-05 3.07E-05 Ribosome biogenesis regulatory protein (RRS1). This nucleus 3 7
1967 ENSG00000006451:ENSMUSG00000008859:ENSRNOG00000013454 RALA gi|33946329|ref|NPgi|33946329|ref|NP_005393.2| ras related v-ral simian leukemia v 206 23567 7.1 0 o Q 30 0.012 X X X X X X X 0 1 2 0 1 2 2 7.28 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.66E-05 0.000113 X X X X X X X 0 1 2 0 1 2 2 7.28 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.45E-05 0.000109 RalA/RalB subfamily. The Ral (Ras-like) subfamily intracellular; membrane GTP binding [pmid 2550440]; nucleotide 2 4
1968 ENSG00000114023:ENSMUSG00000003955:ENSRNOG00000005821 C3orf28 gi|49355721|ref|NPgi|49355721|ref|NP_055182.3| growth and transformation-depen 154 17342 9.8 1 o103-120i Q 15 0.105 X X X X X X X 0 1 1 0 1 1 1 7.14 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.79E-05 7.57E-05 X X X X X X X 0 1 2 0 1 2 2 7.14 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.28E-05 0.000146 Protein of unknown function (DUF1075). This family 2 3
1969 ENSG00000134882:ENSMUSG00000041765:ENSRNOG00000012710 UBAC2 gi|29366838|ref|NPgi|29366838|ref|NP_808882.1| UBA domain containing 2 [Homo 309 34876 9 2 i93-115o130-152Q 51 0.113 X X X X X X X 0 1 2 0 1 2 2 6.47 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.77E-05 7.55E-05 X X X X X X X 0 3 4 0 3 4 4 16.18 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.26E-05 0.000145 Ubiquitin Associated domain. The UBA domain is a 4 6
1970 ENSG00000159228:ENSMUSG00000051483:NA CBR1 gi|4502599|ref|NP_gi|4502599|ref|NP_001748.1| carbonyl reductase 1 [Homo sapie 277 30375 8.3 0 o Q 21 0.04 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 15.52 0.00038 X X X X X X X 0 1 9.57E-05 0.000191 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.69 5.9E-05 X X X X X X X 0 1 1.47E-05 2.95E-05 short chain dehydrogenase. This family contains a cytosol 15-hydroxyprostaglandin dehydrogenase 4 7
1971 ENSG00000184007:ENSMUSG00000028788:ENSRNOG00000009002 PTP4A2 gi|18104971|ref|NPgi|18104971|ref|NP_536316.1| protein tyrosine phosphatase type 167 19127 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 17.37 0.00021 X X X X X X X 0 1 5.29E-05 0.000106 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 13.77 0.00023 1 5.75E-05 0.000115 Dual specificity phosphatases (DSP); Ser/Thr and Tyr membrane hydrolase activity; prenylated protein 2 3
1972 ENSG00000140688:ENSMUSG00000030780:ENSRNOG00000020144 C16orf58 gi|12232403|ref|NPgi|12232403|ref|NP_073581.1| hypothetical protein LOC64755 [H 468 50960 7.2 1 o248-270i Q 22 0.001 X X X X X X X 0 2 4 0 2 4 4 10.04 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.98E-05 9.97E-05 X X X X X X X 0 2 5 0 2 5 5 10.04 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.99E-05 0.00012 Protein of unknown function, DUF647; pfam04884 4 9
1973 ENSG00000143891:ENSMUSG00000035473:ENSRNOG00000007023 GALM gi|20270355|ref|NPgi|20270355|ref|NP_620156.1| galactose mutarotase (aldose 1-e 342 37766 6.7 0 o Q 18 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.02 0.0001 X X X X X X X 0 1 2.58E-05 5.16E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 7 0 3 7 7 15.2 0.00033 X X X X X X X 0 1 8.35E-05 0.000167 aldose 1-epimerase; PRK11055 aldose 1-epimerase activity; isomerase 4 9
1974 ENSG00000163412:ENSMUSG00000030068:ENSRNOG00000010301 EIF4E3 gi|27659734|ref|NPgi|27659734|ref|NP_775495.1| eukaryotic translation initiation fac 118 13333 5.8 0 o Q 51 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 14.41 0.0003 X X X X X X X 0 1 7.48E-05 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 14.41 0.00014 X X X X X X X 0 1 3.46E-05 6.92E-05 Eukaryotic initiation factor 4E; pfam01652 cytoplasm RNA binding; translation initiation factor 2 3
1975 ENSG00000175792:ENSMUSG00000030079:ENSRNOG00000040017 RUVBL1 gi|4506753|ref|NP_gi|4506753|ref|NP_003698.1| RuvB-like 1 [Homo sapiens] 456 50228 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 10 0 5 10 10 22.59 0.00039 X X X X X X X 0 1 9.68E-05 0.000194 X X X X X X X 0 1 1 0 1 1 1 5.26 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.23E-05 2.46E-05 tRNA delta(2)-isopentenylpyrophosphate transferase nucleus [pmid 9843967]; TIP60 histone ATP binding; ATPase activity [pmid 6 11
1976 ENSG00000109743:ENSMUSG00000029082:ENSRNOG00000003064 BST1 gi|4757874|ref|NP_gi|4757874|ref|NP_004325.1| bone marrow stromal cell antigen 318 35738 7.8 1 i7-29o S 33 1 X X X X X X X 0 2 4 0 2 4 4 11.01 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.33E-05 0.000147 X X X X X X X 0 2 2 0 2 2 2 11.01 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.53E-05 7.06E-05 ADP-ribosyl cyclase. ADP-ribosyl cyclase EC:3.2.2.5 extrinsic to membrane [pmid 8202488]; GPI anchor binding; hydrolase activity; 4 6
1977 ENSG00000130741:ENSMUSG00000035150:ENSRNOG00000038753 EIF2S3 gi|4503507|ref|NP_gi|4503507|ref|NP_001406.1| eukaryotic translation initiation fac 472 51110 8.4 0 o Q 19 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 14.19 0.00014 5 9 0 5 9 9 13.56 0.00073 2 0.000218 0.000349 Initiation factor eIF2 gamma, C terminal. Members of cytosolic small ribosomal subunit (sensu GTP binding; GTPase activity [pmid 8 13
1978 ENSG00000124208:NA:NA TMEM189 gi|40806193|ref|NPgi|40806193|ref|NP_954580.1| transmembrane protein 189 [Hom 270 31136 6.7 3 o46-68i75-97o16Q 65 0 X X X X X X X 0 2 3 0 2 3 3 10.74 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.48E-05 0.00013 X X X X X X X 0 1 2 0 1 2 2 5.56 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.15E-05 8.31E-05 3 5
1979 ENSG00000119004:ENSMUSG00000049439:ENSRNOG00000017631 CYP20A1 gi|29171730|ref|NPgi|29171730|ref|NP_803882.1| cytochrome P450, family 20, subf 462 52432 6.2 1 i5-24o S 30 0.919 X X X X X X X 0 1 1 0 1 1 1 3.68 5E-05 1 2 0 1 2 2 2.16 0.00081 X X X X X X X 0 X X X X X X X 0 2 0.000216 0.000399 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cytochrome P450. Cytochrome P450s are haem- membrane heme binding; iron ion binding; metal 2 3
1980 ENSG00000137547:ENSMUSG00000033845:ENSRNOG00000008566 MRPL15 gi|7661806|ref|NP_gi|7661806|ref|NP_054894.1| mitochondrial ribosomal protein L 296 33420 10 0 o Q 26 0.025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.73 0.00012 X X X X X X X 0 1 2.98E-05 5.97E-05 X X X X X X X 0 2 4 0 2 4 4 10.47 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.58E-05 0.000152 Ribosomal protein L15 amino terminal region. This intracellular; large ribosomal subunit; structural constituent of ribosome 3 6
1981 ENSG00000141293:ENSMUSG00000057058:ENSRNOG00000023881 SKAP1 gi|115527074|ref|Ngi|115527074|ref|NP_003717.3|;gi|115527076|ref|NP_001068567.1| src kinase associated phosphopro 359 41432 4.6 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 4.18 0.00015 X X X X X X X 0 1 3.69E-05 7.38E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 0 6 6 4.18 0.00027 X X X X X X X 0 1 6.82E-05 0.000136 2 9
1982 ENSG00000127616:ENSMUSG00000032187:ENSRNOG00000009271 SMARCA4 gi|21071056|ref|NPgi|21071056|ref|NP_003063.2| SWI/SNF-related matrix-associate 1647 184644 7.9 0 o Q 40 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.21 2.1E-05 X X X X X X X 0 1 5.36E-06 1.07E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.67 0.00042 X X X X X X X 0 X X X X X X X 0 1 0 0 Helicase superfamily c-terminal domain; associated nucleoplasm [pmid 8208605]; nucleus ATP binding; DNA binding; helicase 2 3
1983 ENSG00000105409:ENSMUSG00000040907:ENSRNOG00000020263 ATP1A3 gi|22748667|ref|NPgi|22748667|ref|NP_689509.1| Na+/K+ -ATPase alpha 3 subunit 1013 111748 5.4 8 i88-110o120-139Q 0 0 3 5 0 0 5 5 3.75 0.0008 6 11 10 1 1 1.714 13.03 3.9E-05 1 2 2 0 0 0 1.48 0 2 5 5 0 0 0 3.55 0 X X X X X X X 0 2 0.00021 0.000394 X X X X X X X 0 3 8 8 0 0 0 5.03 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 haloacid dehalogenase-like hydrolase. This family are membrane; sodium:potassium-exchanging ATP binding; hydrolase activity; 15 31
1984 ENSG00000197417:ENSMUSG00000005951:ENSRNOG00000019458 CARKL gi|74315356|ref|NPgi|74315356|ref|NP_037408.2| carbohydrate kinase-like [Homo s 478 51505 6.8 0 o Q 45 0.39 1 1 0 1 1 1 4.39 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.48E-05 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.97 8E-05 1 2.01E-05 4.02E-05 FGGY family of carbohydrate kinases, N-terminal kinase activity; transferase activity 2 2
1985 ENSG00000173867:ENSMUSG00000030612:ENSRNOG00000018547 MRPL46 gi|26667177|ref|NPgi|26667177|ref|NP_071446.2| mitochondrial ribosomal protein L 279 31705 7 0 o S 43 0.991 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.96 6.3E-05 X X X X X X X 0 1 1.58E-05 3.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 12.54 0.00035 X X X X X X X 0 1 8.77E-05 0.000175 Mitochondrial ribosomal protein L46 (MRP L46) is a mitochondrion; ribonucleoprotein complex 2 7
1986 ENSG00000162368:ENSMUSG00000028719:ENSRNOG00000007775 CMPK gi|7706497|ref|NP_gi|7706497|ref|NP_057392.1| cytidine monophosphate (UMP-C 228 25855 8 0 o S 25 0.845 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.46 7.7E-05 X X X X X X X 0 1 1.94E-05 3.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.7 0.00034 1 8.42E-05 0.000168 Adenylate kinase (ADK) catalyzes the reversible cytoplasm [pmid 10462544]; nucleus [pmid ATP binding; cytidylate kinase activity; 2 3
1987 ENSG00000133195:ENSMUSG00000041654:ENSRNOG00000031213 SLC39A11 gi|21040273|ref|NPgi|21040273|ref|NP_631916.1| solute carrier family 39 (metal ion 335 34711 5.4 7 o10-32i39-61o71S 27 0.751 X X X X X X X 0 2 3 0 2 3 3 11.94 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.22E-05 0.000104 X X X X X X X 0 2 3 0 2 3 3 12.54 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.02E-05 0.0001 ZIP Zinc transporter. The ZIP family consists of zinc membrane metal ion transporter activity 4 6
1988 ENSG00000164985:ENSMUSG00000028484:ENSRNOG00000011498 PSIP1 gi|16945970|ref|NPgi|16945970|ref|NP_066967.2|;gi|19923653|ref|NP_150091.2| PC4 and SFRS1 interacting prote 333 37653 9.2 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 5.11 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.75E-05 3.5E-05 X X X X X X X 0 1 5 0 0 5 5 5.11 0.00034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.42E-05 0.000168 PWWP domain. The PWWP domain is named after a nucleus DNA binding 2 6
1989 ENSG00000185009:ENSMUSG00000021824:ENSRNOG00000011461 AP3M1 gi|46370095|ref|NPgi|46370095|ref|NP_996895.1| adaptor-related protein complex 3 418 46939 6.9 0 o Q 17 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.46 4.2E-05 X X X X X X X 0 1 1.06E-05 2.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 9.81 0.00037 1 9.18E-05 0.000184 Adaptor complexes medium subunit family. This clathrin vesicle coat; coated vesicle 3 5
1990 ENSG00000164548:ENSMUSG00000029817:ENSRNOG00000009156 TRA2A gi|9558733|ref|NP_gi|9558733|ref|NP_037425.1| transformer-2 alpha [Homo sapien 282 32689 11.3 0 o Q 0 0 X X X X X X X 0 2 6 0 2 6 6 10.64 0.0005 X X X X X X X 0 1 5 0 1 5 5 7.45 0.00031 X X X X X X X 0 2 0.000202 0.000245 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA recognition motif; smart00360 nucleus [pmid 9546399] nucleotide binding; RNA binding 3 11
1991 ENSG00000128284:ENSMUSG00000057346:ENSRNOG00000023410 APOL3 gi|22035644|ref|NPgi|22035644|ref|NP_663614.1|;gi|22035646|ref|NP_663615.1|;gi|22035650|ref|NP_663617.1| apolipoprotein L3 isoform 2 [Hom 331 36545 8 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 7.55 0.00027 X X X X X X X 0 1 6.67E-05 0.000133 X X X X X X X 0 1 2 0 0 2 2 7.55 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.39E-05 6.78E-05 Apolipoprotein L. Apo L belongs to the high density extracellular region lipid binding; lipid transporter activity 2 7
1992 ENSG00000166411:ENSMUSG00000032279:ENSRNOG00000010277 IDH3A gi|5031777|ref|NP_gi|5031777|ref|NP_005521.1| isocitrate dehydrogenase 3 (NAD 366 39592 6.9 0 o Q 27 0.016 X X X X X X X 0 2 5 0 2 5 5 10.38 0.00032 X X X X X X X 0 3 10 0 3 10 10 16.12 0.00048 X X X X X X X 0 2 0.0002 0.000241 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Isocitrate/isopropylmalate dehydrogenase [Amino mitochondrion isocitrate dehydrogenase (NAD+) 5 15
1993 ENSG00000067829:ENSMUSG00000002010:ENSRNOG00000037284 IDH3G gi|28178838|ref|NPgi|28178838|ref|NP_777358.1|;gi|4758582|ref|NP_004126.1| isocitrate dehydrogenase 3 (NAD 380 41468 8.8 0 o S 31 0.965 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 11.32 0.00014 X X X X X X X 0 1 3.49E-05 6.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 0 6 6 8.68 0.00026 X X X X X X X 0 1 6.44E-05 0.000129 Isocitrate/isopropylmalate dehydrogenase [Amino mitochondrion ATP binding; isocitrate dehydrogenase 4 9
1994 ENSG00000104142:ENSMUSG00000034216:ENSRNOG00000013689 VPS18 gi|17978485|ref|NPgi|17978485|ref|NP_065908.1| vacuolar protein sorting 18 [Homo 973 110186 6.1 0 o Q 36 0 X X X X X X X 0 2 2 0 2 2 2 4.32 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 9 0 4 9 9 7.5 0.00036 1 8.88E-05 0.000178 Pep3/Vps18/deep orange family. This region is found membrane metal ion binding; zinc ion binding 6 11
1995 ENSG00000197930:ENSMUSG00000021831:ENSRNOG00000006462 ERO1L gi|7657069|ref|NP_gi|7657069|ref|NP_055399.1| ERO1-like [Homo sapiens] 468 54393 5.7 0 o S 24 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 6.62 0.00014 X X X X X X X 0 X X X X X X X 0 4 8 0 4 8 8 11.75 0.00066 2 0.0002 0.000312 Endoplasmic Reticulum Oxidoreductin 1 (ERO1). endoplasmic reticulum [pmid 10671517]; oxidoreductase activity [pmid 11707400] 6 11
1996 ENSG00000172992:ENSMUSG00000020935:ENSRNOG00000021682 DCAKD gi|19923601|ref|NPgi|19923601|ref|NP_079095.2| dephospho-CoA kinase domain c 231 26549 9.6 1 o207-229i Q 16 0.213 X X X X X X X 0 1 2 0 1 2 2 5.63 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.05E-05 0.000101 X X X X X X X 0 1 2 0 1 2 2 5.63 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.86E-05 9.71E-05 Dephospho-coenzyme A kinase (DPCK, EC 2.7.1.24) ATP binding; kinase activity 2 4
1997 ENSG00000134049:NA:NA IER3IP1 gi|7705819|ref|NP_gi|7705819|ref|NP_057181.1| immediate early response 3 intera 82 8969 8.3 1 o62-81i S 19 0.991 X X X X X X X 0 1 2 0 1 2 2 24.39 0.00057 X X X X X X X 0 1 1 0 1 1 1 24.39 0.00022 X X X X X X X 0 2 0.000196 0.000268 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Yos1-like. In yeast, Yos1 is a subunit of the Yip1p- endoplasmic reticulum [pmid 11256614]; 2 3
1998 ENSG00000197582:ENSMUSG00000063856:NA GPX1 gi|41406084|ref|NPgi|41406084|ref|NP_000572.2| glutathione peroxidase 1 isoform 203 21938 6.5 0 o S 19 0.998 X X X X X X X 0 1 2 0 1 2 2 10.84 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.74E-05 0.000115 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.84 0.00016 X X X X X X X 0 1 4.02E-05 8.04E-05 Glutathione (GSH) peroxidase family; tetrameric glutathione peroxidase activity [pmid 2 4
1999 ENSG00000090686:ENSMUSG00000043411:ENSRNOG00000013602 USP48 gi|52630449|ref|NPgi|52630449|ref|NP_115612.4| ubiquitin specific protease 48 isof 1035 119032 6.1 1 i87-109o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.97 0.00068 X X X X X X X 0 1 4 0 1 4 4 1.74 0.00015 2 3.71E-05 7.42E-05 A subfamily of Peptidase C19. Peptidase C19 nucleus cysteine-type endopeptidase activity; 2 5
2000 ENSG00000159461:ENSMUSG00000031751:ENSRNOG00000019444 AMFR gi|21071001|ref|NPgi|21071001|ref|NP_001135.3| autocrine motility factor receptor [ 643 72996 6.4 5 o83-102i122-141S 38 0.631 X X X X X X X 0 3 5 0 3 5 5 12.29 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.53E-05 9.07E-05 X X X X X X X 0 2 6 0 2 6 6 7.62 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.23E-05 0.000105 RING-finger (Really Interesting New Gene) domain, a endoplasmic reticulum; integral to ligase activity; metal ion binding; protein 5 11
2001 ENSG00000121966:ENSMUSG00000045382:ENSRNOG00000003866 CXCR4 gi|4503175|ref|NP_gi|4503175|ref|NP_003458.1|;gi|56790927|ref|NP_001008540.1| chemokine (C-X-C motif) receptor 352 39746 8.2 7 o43-65i78-96o11Q 0 0 X X X X X X X 0 1 2 0 0 2 2 5.11 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.31E-05 6.63E-05 X X X X X X X 0 2 4 0 0 4 4 8.81 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.37E-05 0.000127 7 transmembrane receptor (rhodopsin family). This integral to membrane; membrane C-C chemokine receptor activity; C-X-C 3 6
2002 ENSG00000115902:ENSMUSG00000020142:ENSRNOG00000005248 SLC1A4 gi|21314632|ref|NPgi|21314632|ref|NP_003029.2| solute carrier family 1, member 4 532 55723 6.3 9 i43-65o85-104i11A 60 0.131 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.63 0.00035 X X X X X X X 0 X X X X X X X 0 1 8.83E-05 0.000177 X X X X X X X 0 1 1 0 1 1 1 2.07 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.11E-05 Sodium:dicarboxylate symporter family; pfam00375 integral to plasma membrane [pmid neutral amino acid transporter activity 2 2
2003 ENSG00000112695:ENSMUSG00000032330:NA COX7A2 gi|4502989|ref|NP_gi|4502989|ref|NP_001856.1| cytochrome c oxidase subunit VIIa 83 9396 9.7 1 i53-75o Q 20 0.013 X X X X X X X 0 1 2 0 1 2 2 15.66 0.00056 X X X X X X X 0 1 1 0 1 1 1 12.05 0.00021 X X X X X X X 0 2 0.000194 0.000265 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cytochrome c oxidase subunit VIIa; cd00928 membrane; mitochondrial electron transport cytochrome-c oxidase activity; electron 2 3
2004 ENSG00000114942:ENSMUSG00000025967:ENSRNOG00000031628 LOC644820 gi|148222882|ref|Ngi|148222882|ref|NP_001083345.1|;gi|83376130|ref|NP_001032752.1| hypothetical protein LOC644820 [ 225 24932 4.7 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 0 4 4 40.44 0.00031 X X X X X X X 0 1 7.85E-05 0.000157 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 17.33 7.3E-05 X X X X X X X 0 1 1.81E-05 3.63E-05 4 5
2005 ENSG00000162961:ENSMUSG00000024067:ENSRNOG00000027126 DPY30 gi|14211889|ref|NPgi|14211889|ref|NP_115963.1| dpy-30-like protein [Homo sapiens 99 11250 4.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 20.2 0.00024 X X X X X X X 0 1 3 0 1 3 3 20.2 0.00054 X X X X X X X 0 2 0.000193 0.000254 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Dpy-30 motif. This motif is found in a wide variety of nucleus identical protein binding [pmid 2 4
2006 ENSG00000005893:ENSMUSG00000016534:ENSRNOG00000000164 LAMP2 gi|4504957|ref|NP_gi|4504957|ref|NP_002285.1|;gi|7669503|ref|NP_054701.1| lysosomal-associated membrane 410 44961 5.6 1 o378-400i S 29 0.991 X X X X X X X 0 1 1 0 0 1 1 1.95 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.42E-05 2.84E-05 X X X X X X X 0 2 6 0 0 6 6 7.32 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.21E-05 0.000164 Lysosome-associated membrane glycoprotein integral to membrane; late endosome [pmid 3 7
2007 ENSG00000109180:ENSMUSG00000029152:ENSRNOG00000002205 OCIAD1 gi|119874205|ref|Ngi|119874205|ref|NP_001073308.1|;gi|119874207|ref|NP_001073309.1|;gi|119874211|ref|NP_001073311.1| OCIA domain containing 1 isoform 245 27626 7.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.71 7.2E-05 X X X X X X X 0 1 1.8E-05 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.31 0.00031 1 7.83E-05 0.000157 2 3
2008 ENSG00000168763:ENSMUSG00000001138:ENSRNOG00000016032 CNNM3 gi|40068047|ref|NPgi|40068047|ref|NP_951060.1|;gi|40068049|ref|NP_060093.3| cyclin M3 isoform 2 [Homo sapien 659 70632 7.1 3 i190-212o222-24S 28 1 X X X X X X X 0 3 5 0 0 5 5 9.56 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.42E-05 8.85E-05 X X X X X X X 0 3 6 0 0 6 6 10.32 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.11E-05 0.000102 This cd contains two tandem repeats of the DNA binding; DNA-directed RNA 6 11
2009 ENSG00000155189:ENSMUSG00000031467:ENSRNOG00000028623 AGPAT5 gi|61743952|ref|NPgi|61743952|ref|NP_060831.2| 1-acylglycerol-3-phosphate O-acy 364 42072 9.1 3 i13-35o55-77i345S 32 0.965 X X X X X X X 0 2 5 0 2 5 5 10.71 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.01E-05 0.00016 X X X X X X X 0 1 1 0 1 1 1 4.95 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.54E-05 3.08E-05 Phosphate acyltransferases; Function in phospholipid integral to membrane; membrane; 1-acylglycerol-3-phosphate O- 3 6
2010 ENSG00000078747:ENSMUSG00000027598:ENSRNOG00000018099 ITCH gi|27477109|ref|NPgi|27477109|ref|NP_113671.3| itchy homolog E3 ubiquitin protein 862 98676 6.3 0 o Q 21 0.002 X X X X X X X 0 1 1 0 1 1 1 1.97 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.76E-06 1.35E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 2 8 8 2.44 0.00036 1 8.91E-05 0.000178 Two conserved tryptophans domain; also known as intracellular; nucleus DNA binding; ligase activity; protein 3 9
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

2011 ENSG00000111237:ENSMUSG00000029462:ENSRNOG00000001274 VPS29 gi|17402912|ref|NPgi|17402912|ref|NP_476528.1|;gi|7706441|ref|NP_057310.1|vacuolar protein sorting 29 isoform 186 20927 7 0 o S 22 0.631 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 1 1 4 4 19.35 0.00035 2 2 0 0 2 2 12.37 0.00041 2 0.000191 0.000222 Predicted phosphoesterase [General function endosome [pmid 11256614]; membrane 4 7
2012 ENSG00000125818:ENSMUSG00000032869:ENSRNOG00000009640 PSMF1 gi|145611430|ref|Ngi|145611430|ref|NP_848693.2| proteasome inhibitor subunit 1 [Ho 271 29817 5.7 0 o S 18 0.63 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.9 6E-05 3 5 0 3 5 5 6.64 0.00071 2 0.000192 0.000345 4 6
2013 ENSG00000168522:ENSMUSG00000015994:ENSRNOG00000014462 FNTA gi|4503771|ref|NP_gi|4503771|ref|NP_002018.1|;gi|66882524|ref|NP_001018196.1|;gi|66882532|ref|NP_001018197.1| farnesyltransferase, CAAX box, a 379 44409 5.1 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 0 6 6 11.87 0.00028 X X X X X X X 0 1 6.99E-05 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.69 0.0001 1 2.53E-05 5.06E-05 Protein prenyltransferase, alpha subunit cytoplasm [pmid 8599089] CAAX-protein geranylgeranyltransferase 4 7
2014 ENSG00000146540:ENSMUSG00000053553:ENSRNOG00000001289 C7orf50 gi|14150149|ref|NPgi|14150149|ref|NP_115726.1| hypothetical protein LOC84310 [H 194 22083 9.6 0 o Q 40 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.19 0.00018 X X X X X X X 0 1 4.55E-05 9.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.76 0.0002 1 4.95E-05 9.89E-05 2 3
2015 ENSG00000128228:ENSMUSG00000022769:ENSRNOG00000001859 SDF2L1 gi|56243533|ref|NPgi|56243533|ref|NP_071327.2| stromal cell-derived factor 2-like 1 221 23598 7 1 i7-29o S 29 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.86 8E-05 X X X X X X X 0 1 2E-05 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 15.84 0.0003 X X X X X X X 0 1 7.38E-05 0.000148 Domain in ryanodine and inositol trisphosphate membrane hydrolase activity 2 5
2016 ENSG00000112651:ENSMUSG00000002767:ENSRNOG00000018057 MRPL2 gi|21265070|ref|NPgi|21265070|ref|NP_057034.2| mitochondrial ribosomal protein L 305 33301 11.3 0 o S 22 0.888 X X X X X X X 0 1 2 0 1 2 2 2.95 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.82E-05 7.65E-05 X X X X X X X 0 1 3 0 1 3 3 2.95 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.52E-05 0.00011 Ribosomal Proteins L2, RNA binding domain; intracellular; ribosome nucleic acid binding; structural 2 5
2017 ENSG00000101849:NA:ENSRNOG00000003686 TBL1X gi|5032159|ref|NP_gi|5032159|ref|NP_005638.1| transducin beta-like 1X [Homo sa 577 62496 6.6 0 o Q 20 0.042 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.85 9.2E-05 1 1 0 1 1 1 2.43 0.00071 2 2.3E-05 4.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic nucleus 2 4
2018 ENSG00000125249:ENSMUSG00000051615:ENSRNOG00000023687 RAP2A gi|10518344|ref|NPgi|10518344|ref|NP_066361.1|;gi|32129209|ref|NP_067006.3|;gi|38201690|ref|NP_002877.2| RAP2A, member of RAS oncogen 183 20615 4.8 0 o Q 19 0.096 X X X X X X X 0 1 1 0 0 1 1 14.21 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.19E-05 6.37E-05 X X X X X X X 0 1 2 0 0 2 2 14.21 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.13E-05 0.000123 Rap2 subgroup. The Rap2 subgroup is part of the Rap intracellular; membrane [pmid 3045729] GTP binding; GTPase activity [pmid 2 3
2019 ENSG00000072958:ENSMUSG00000003033:ENSRNOG00000014454 AP1M1 gi|14210504|ref|NPgi|14210504|ref|NP_115882.1| adaptor-related protein complex 1 423 48587 7.3 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 9.22 0.00029 X X X X X X X 0 1 7.31E-05 0.000146 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.33 7.7E-05 X X X X X X X 0 1 1.93E-05 3.86E-05 Adaptor complexes medium subunit family. This clathrin vesicle coat; coated pit protein binding [pmid 14691137] 3 9
2020 ENSG00000128394:NA:NA_APOBEC3F APOBEC3F gi|22907044|ref|NPgi|22907044|ref|NP_660341.2| apolipoprotein B mRNA editing en 373 45020 7.2 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.83 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.56E-05 3.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.77 0.00031 1 7.72E-05 0.000154 APOBEC-like C-terminal domain. This domain is hydrolase activity; hydrolase activity, 3 4
2021 ENSG00000076053:ENSMUSG00000042396:ENSRNOG00000005710 RBM7 gi|9994185|ref|NP_gi|9994185|ref|NP_057174.1| RNA binding motif protein 7 [Hom 266 30503 9.6 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.77 0.0002 X X X X X X X 0 1 4.98E-05 9.96E-05 X X X X X X X 0 1 2 0 1 2 2 6.77 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.22E-05 8.43E-05 RNA recognition motif; smart00360 nucleic acid binding; nucleotide binding; 2 5
2022 ENSG00000095139:ENSMUSG00000032096:ENSRNOG00000013843 ARCN1 gi|11863154|ref|NPgi|11863154|ref|NP_001646.2| archain [Homo sapiens] 511 57210 6.2 0 o S 16 0.622 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.15 6.9E-05 X X X X X X X 0 1 1.73E-05 3.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.13 0.0003 1 7.51E-05 0.00015 Adaptor complexes medium subunit family. This clathrin vesicle coat; COPI vesicle coat; 3 6
2023 ENSG00000165775:ENSMUSG00000031198:NA FUNDC2 gi|24371248|ref|NPgi|24371248|ref|NP_076423.2| FUN14 domain containing 2 [Hom 189 20676 9.7 0 o Q 23 0.037 X X X X X X X 0 1 2 0 1 2 2 12.17 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.17E-05 0.000123 X X X X X X X 0 1 1 0 1 1 1 12.17 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.97E-05 5.94E-05 FUN14 family. This family of short proteins are found 2 3
2024 ENSG00000013725:ENSMUSG00000024670:ENSRNOG00000020884 CD6 gi|51036598|ref|NPgi|51036598|ref|NP_006716.2| CD6 molecule [Homo sapiens] 668 71889 4.9 1 o402-424i S 17 0.998 X X X X X X X 0 6 13 0 6 13 13 11.68 0.00045 1 1 0 1 1 1 1.5 0.00028 X X X X X X X 0 X X X X X X X 0 2 0.000184 0.000224 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Scavenger receptor cysteine-rich domain. These cell surface [pmid 12493773]; integral to protein binding; scavenger receptor 7 14
2025 ENSG00000101473:ENSMUSG00000017307:ENSRNOG00000015187 ACOT8 gi|34577073|ref|NPgi|34577073|ref|NP_899242.1|;gi|34577075|ref|NP_005460.2| peroxisomal acyl-CoA thioesteras 254 28263 8.6 0 o Q 0 0 X X X X X X X 0 2 3 0 0 3 3 13.78 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.89E-05 0.000138 X X X X X X X 0 1 1 0 0 1 1 7.48 8.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-05 4.42E-05 Thioesterase II (TEII) is thought to regenerate peroxisome [pmid 10092594] acyl-CoA thioesterase activity; acyl-CoA 3 4
2026 ENSG00000198833:ENSMUSG00000028277:ENSRNOG00000007434 UBE2J1 gi|37577122|ref|NPgi|37577122|ref|NP_057105.2| ubiquitin-conjugating enzyme E2, 318 35199 6.8 1 i286-308o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 4.4 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.67E-05 7.33E-05 X X X X X X X 0 1 3 0 1 3 3 4.72 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.29E-05 0.000106 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) endoplasmic reticulum; integral to ligase activity; ubiquitin-protein ligase 2 5
2027 ENSG00000001561:ENSMUSG00000023961:ENSRNOG00000010174 ENPP4 gi|7662358|ref|NP_gi|7662358|ref|NP_055751.1| ectonucleotide pyrophosphatase/ 453 51641 6.1 1 o406-428i S 16 0.998 X X X X X X X 0 3 5 0 3 5 5 10.82 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.44E-05 0.000129 X X X X X X X 0 1 2 0 1 2 2 5.96 9.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.48E-05 4.95E-05 Type I phosphodiesterase / nucleotide hydrolase activity 4 7
2028 ENSG00000131779:ENSMUSG00000074396:ENSRNOG00000021216 PEX11B gi|4505719|ref|NP_gi|4505719|ref|NP_003837.1| peroxisomal biogenesis factor 11B 259 28431 9.8 1 o233-255i Q 37 0.155 X X X X X X X 0 2 3 0 2 3 3 7.72 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.75E-05 0.000135 X X X X X X X 0 1 1 0 1 1 1 5.02 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.17E-05 4.33E-05 Peroxisomal biogenesis factor 11 (PEX11). This integral to membrane; integral to protein binding [pmid 10704444] 3 4
2029 ENSG00000163636:ENSMUSG00000021737:ENSRNOG00000006751 PSMD6 gi|7661914|ref|NP_gi|7661914|ref|NP_055629.1| proteasome (prosome, macropain 389 45531 5.6 0 o Q 36 0 X X X X X X X 0 1 1 0 1 1 1 3.86 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.5E-05 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.25 0.0003 1 7.4E-05 0.000148 26S proteasome regulatory complex component, cytosol; proteasome complex (sensu ATPase activity [pmid 10723133]; 3 4
2030 ENSG00000084072:ENSMUSG00000028651:ENSRNOG00000014762 PPIE gi|45439316|ref|NPgi|45439316|ref|NP_982281.1|;gi|5174637|ref|NP_006103.1|peptidylprolyl isomerase E isoform 296 33085 5.6 0 o Q 25 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 8.45 0.00024 X X X X X X X 0 1 5.97E-05 0.000119 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.07 0.00011 X X X X X X X 0 1 2.76E-05 5.51E-05 cyclophilin_ABH_like: Cyclophilin A, B and H-like nucleus [pmid 11313484] cyclosporin A binding [pmid 9747881]; 2 6
2031 ENSG00000126858:ENSMUSG00000017686:ENSRNOG00000004093 RHOT1 gi|75750470|ref|NPgi|75750470|ref|NP_060777.3|;gi|75750476|ref|NP_001028738.1|;gi|75750480|ref|NP_001028740.1| ras homolog gene family, membe 618 70784 6.3 1 o593-615i Q 31 0.001 X X X X X X X 0 4 8 1 0 7 7.292 11 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.88E-05 0.000138 X X X X X X X 0 1 2 0 0 2 2 3.24 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.82E-05 3.63E-05 Miro1 subfamily. Miro (mitochondrial Rho) proteins integral to membrane; integral to calcium ion binding; GTP binding; 5 10
2032 ENSG00000132581:ENSMUSG00000002064:ENSRNOG00000012121 SDF2 gi|14141195|ref|NPgi|14141195|ref|NP_008854.2| stromal cell-derived factor 2 precu 211 23026 7.3 0 o S 19 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 11.37 0.00017 X X X X X X X 0 1 4.19E-05 8.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.11 0.00018 1 4.55E-05 9.1E-05 Domain in ryanodine and inositol trisphosphate extracellular space [pmid 8918255]; dolichyl-phosphate-mannose-protein 2 3
2033 ENSG00000064999:ENSMUSG00000024219:ENSRNOG00000000498 ANKS1A gi|140161500|ref|Ngi|140161500|ref|NP_056060.2| ankyrin repeat and sterile alpha m 1134 123108 6.4 0 o Q 42 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.29 0.00036 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.94 1.4E-05 X X X X X X X 0 1 3.6E-06 7.2E-06 2 2
2034 ENSG00000165416:ENSMUSG00000022024:ENSRNOG00000012594 SUGT1 gi|5730041|ref|NP_gi|5730041|ref|NP_006695.1| suppressor of G2 allele of SKP1 [ 333 37805 5.2 0 o Q 22 0.031 X X X X X X X 0 1 3 0 1 3 3 6.91 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.25E-05 0.000105 X X X X X X X 0 1 2 0 1 2 2 6.91 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.37E-05 6.74E-05 Tetratricopeptide repeat domain; typically contains 34 kinetochore [pmid 10445024]; ubiquitin binding 2 5
2035 ENSG00000164692:ENSMUSG00000029661:ENSRNOG00000011292 COL1A2 gi|48762934|ref|NPgi|48762934|ref|NP_000080.2| alpha 2 type I collagen [Homo sap 1366 129314 9 0 o S 25 0.997 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.98 0.00014 X X X X X X X 0 2 2 0 2 2 2 4.03 0.0006 2 3.44E-05 6.88E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Collagen triple helix repeat (20 copies). Members of collagen; collagen type I; cytoplasm extracellular matrix structural 3 3
2036 ENSG00000185164:ENSMUSG00000030835:ENSRNOG00000021118 NOMO2 gi|27734709|ref|NPgi|27734709|ref|NP_775885.1|;gi|51944953|ref|NP_055102.3|;gi|51944969|ref|NP_001004067.1|;gi|51944971|ref|NP_001004060.1| nodal modulator 2 isoform 2 [Hom 1222 134192 5.8 0 o S 32 0.996 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 7 0 0 7 7 6.22 0.0001 X X X X X X X 0 1 2.53E-05 5.06E-05 X X X X X X X 0 7 13 0 0 13 13 11.78 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.97E-05 0.000119 Predicted outer membrane protein [Cell envelope endoplasmic reticulum; integral to catalytic activity; ferric iron binding 11 20
2037 ENSG00000133818:ENSMUSG00000055723:ENSRNOG00000012258 RRAS2 gi|21361416|ref|NPgi|21361416|ref|NP_036382.2| related RAS viral (r-ras) oncogene 204 23400 6 0 o Q 30 0.01 X X X X X X X 0 1 2 0 1 2 2 7.84 0.00023 X X X X X X X 0 1 1 1 0 0 0 7.84 0 X X X X X X X 0 1 5.72E-05 0.000114 X X X X X X X 0 1 1 0 1 1 1 7.84 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.75E-05 5.5E-05 M-Ras/R-Ras-like subfamily. This subfamily contains intracellular; membrane GTP binding; nucleotide binding; protein 3 4
2038 ENSG00000115232:ENSMUSG00000027009:ENSRNOG00000004861 ITGA4 gi|67191027|ref|NPgi|67191027|ref|NP_000876.3| integrin alpha 4 precursor [Homo 1032 114899 6.5 1 o978-1000i S 34 0.922 X X X X X X X 0 4 13 0 4 13 13 7.66 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.35E-05 0.000147 X X X X X X X 0 2 2 0 2 2 2 3.88 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.09E-05 2.17E-05 integral to membrane; integrin complex; calcium ion binding; identical protein 6 15
2039 ENSG00000174740:ENSMUSG00000034732:ENSRNOG00000003354 LOC100131622 gi|169217445|ref|Xgi|169217445|ref|XP_001713802.1| PREDICTED: hypothetical protein 382 43331 9.5 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 4.19 0.00028 X X X X X X X 0 1 6.94E-05 0.000139 X X X X X X X 0 1 1 0 1 1 1 4.19 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.47E-05 2.94E-05 2 7
2040 ENSG00000205405:NA:NA LOC389217 gi|169166302|ref|Xgi|169166302|ref|XP_001717766.1|;gi|169167074|ref|XP_001717770.1| PREDICTED: similar to template 296 34331 4.6 0 o Q 21 0.01 X X X X X X X 0 1 1 0 0 1 1 3.38 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.97E-05 3.94E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 9.46 0.00026 1 6.48E-05 0.00013 2 3
2041 ENSG00000183605:ENSMUSG00000063698:ENSRNOG00000036572 SFXN4 gi|47458811|ref|NPgi|47458811|ref|NP_998814.1| sideroflexin 4 [Homo sapiens] 337 37998 9.2 4 o134-153i165-18Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.15 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.73E-05 3.46E-05 X X X X X X X 0 2 4 0 2 4 4 12.76 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.66E-05 0.000133 Tricarboxylate carrier; pfam03820 integral to membrane; membrane; cation transporter activity; iron ion 3 5
2042 ENSG00000158042:ENSMUSG00000030879:ENSRNOG00000019497 MRPL17 gi|11596859|ref|NPgi|11596859|ref|NP_071344.1| mitochondrial ribosomal protein L 175 20050 10.1 0 o Q 20 0.019 X X X X X X X 0 1 2 0 1 2 2 9.14 0.00027 X X X X X X X 0 1 4 0 1 4 4 8.57 0.0004 X X X X X X X 0 2 0.000168 0.000201 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 50S ribosomal protein L17; PRK05591 intracellular; mitochondrion; ribosome structural constituent of ribosome 2 6
2043 ENSG00000137414:ENSMUSG00000069237:ENSRNOG00000026120 FAM8A1 gi|7705268|ref|NP_gi|7705268|ref|NP_057339.1| family with sequence similarity 8, 413 44123 7.2 3 o255-277i308-33Q 0 0 X X X X X X X 0 3 4 0 3 4 4 19.13 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.65E-05 0.000113 X X X X X X X 0 1 2 0 1 2 2 4.84 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.72E-05 5.43E-05 RDD family. This family of proteins contain three integral to membrane; membrane 4 6
2044 ENSG00000163002:ENSMUSG00000026999:ENSRNOG00000009290 NUP35 gi|31982904|ref|NPgi|31982904|ref|NP_612142.2| nucleoporin 35kDa [Homo sapien 326 34774 9.1 0 o Q 50 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.52 0.00022 X X X X X X X 0 1 5.42E-05 0.000108 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.83 0.00012 1 2.94E-05 5.89E-05 MPPN (rrm-like) domain. The MPPN (Mitotic nuclear pore; nucleus 2 5
2045 ENSG00000158201:ENSMUSG00000002475:ENSRNOG00000029370 ABHD3 gi|23397663|ref|NPgi|23397663|ref|NP_612213.2| alpha/beta hydrolase domain con 409 46009 7.2 1 i26-48o A 46 0.009 X X X X X X X 0 1 2 0 1 2 2 5.62 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.85E-05 5.7E-05 X X X X X X X 0 1 4 0 1 4 4 4.4 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.49E-05 0.00011 Predicted hydrolase of the alpha/beta-hydrolase fold hydrolase activity 2 6
2046 ENSG00000146576:ENSMUSG00000039244:ENSRNOG00000024567 C7orf26 gi|21362070|ref|NPgi|21362070|ref|NP_076972.2| hypothetical protein LOC79034 [H 449 50047 7.7 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.45 7.9E-05 X X X X X X X 0 1 1.97E-05 3.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.45 0.00026 1 6.41E-05 0.000128 3 5
2047 ENSG00000144034:ENSMUSG00000054226:ENSRNOG00000015818 TPRKB gi|7705590|ref|NP_gi|7705590|ref|NP_057142.1| TP53RK binding protein [Homo sa 175 19661 6.8 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 16 0.0002 X X X X X X X 0 1 5.05E-05 0.000101 X X X X X X X 0 1 1 0 1 1 1 16 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.2E-05 6.41E-05 Kinase binding protein CGI-121. CGI-121 has been cytosol [pmid 12659830] [pmid 12659830]; protein binding [pmid 12659830]; protein 2 3
2048 ENSG00000135587:ENSMUSG00000019822:ENSRNOG00000000306 SMPD2 gi|92859618|ref|NPgi|92859618|ref|NP_003071.2| sphingomyelin phosphodiesterase 423 47646 7 3 o112-134i327-34Q 19 0.004 X X X X X X X 0 2 5 0 2 5 5 7.09 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.89E-05 0.000138 X X X X X X X 0 1 1 0 1 1 1 4.02 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.65E-05 Endonuclease/Exonuclease/phosphatase family. This integral to plasma membrane [pmid hydrolase activity; magnesium ion 3 6
2049 ENSG00000170619:ENSMUSG00000055041:ENSRNOG00000004484 COMMD5 gi|154800418|ref|Ngi|154800418|ref|NP_001074472.1| COMM domain containing 5 [Hom 224 24670 7 0 o Q 20 0.079 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.5 0.00016 X X X X X X X 0 1 3.94E-05 7.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.04 0.00017 1 4.28E-05 8.57E-05 2 3
2050 ENSG00000148484:ENSMUSG00000026727:ENSRNOG00000017595 RSU1 gi|34577083|ref|NPgi|34577083|ref|NP_689937.2|;gi|6912638|ref|NP_036557.1|ras suppressor protein 1 isoform 2 224 25545 8.7 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 15.18 0.0001 X X X X X X X 0 2 7 0 0 7 7 22.32 0.00055 X X X X X X X 0 2 0.000164 0.000263 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 3 8
2051 ENSG00000175274:ENSMUSG00000068735:ENSRNOG00000008738 TP53I11 gi|115648070|ref|Ngi|115648070|ref|NP_001070255.1| p53-induced protein [Homo sapie 189 21054 9.6 4 i61-83o103-122i1Q 0 0 X X X X X X X 0 1 3 0 1 3 3 8.47 0.00037 X X X X X X X 0 1 3 0 1 3 3 7.94 0.00028 X X X X X X X 0 2 0.000163 0.000191 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 6
2052 ENSG00000115806:ENSMUSG00000014959:ENSRNOG00000023386 GORASP2 gi|29826294|ref|NPgi|29826294|ref|NP_056345.3| golgi reassembly stacking protein 452 47145 4.8 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.65 0.00016 X X X X X X X 0 1 3.91E-05 7.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.54 0.00017 1 4.25E-05 8.49E-05 GRASP55/65 family. GRASP55 (Golgi reassembly membrane protein binding 2 6
2053 ENSG00000156052:ENSMUSG00000024639:ENSRNOG00000014183 GNAQ gi|40254462|ref|NPgi|40254462|ref|NP_002063.2| guanine nucleotide binding protei 359 42142 5.7 0 o Q 19 0.005 1 1 0 1 1 1 5.85 0.00045 2 3 0 2 3 3 8.91 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000162 0.000214 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 G-protein alpha subunit. G proteins couple receptors cytoplasm [pmid 9175863]; heterotrimeric G- GTP binding; GTPase activity [pmid 3 4
2054 ENSG00000183048:ENSMUSG00000025792:ENSRNOG00000036693 SLC25A10 gi|20149598|ref|NPgi|20149598|ref|NP_036272.2| solute carrier family 25 (mitochon 287 31282 9.5 0 o S 25 0.876 1 1 0 1 1 1 8.36 0.00057 1 1 0 1 1 1 8.36 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 0.000162 0.000272 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding; dicarboxylic acid transporter 2 2
2055 ENSG00000204252:ENSMUSG00000024334:ENSRNOG00000026762 HLA-DOA gi|4504401|ref|NP_gi|4504401|ref|NP_002110.1| major histocompatibility complex, 250 27599 5.9 1 o226-248i S 26 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.6 0.00014 X X X X X X X 0 1 3.53E-05 7.07E-05 X X X X X X X 0 1 2 0 1 2 2 9.2 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.49E-05 8.97E-05 Immunoglobulin domain constant region subfamily; integral to membrane; plasma membrane MHC class II receptor activity [pmid 2 4
2056 ENSG00000091732:ENSMUSG00000039130:ENSRNOG00000010154 ZC3HC1 gi|66348045|ref|NPgi|66348045|ref|NP_057562.3| zinc finger, C3HC type 1 [Homo s 502 55262 5.6 0 o Q 20 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 7.77 0.00014 X X X X X X X 0 1 3.52E-05 7.04E-05 X X X X X X X 0 1 4 0 1 4 4 3.78 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.47E-05 8.94E-05 C3HC zinc finger-like. This zinc-finger like domain is nucleus metal ion binding; protein kinase binding 3 8
2057 ENSG00000213024:ENSMUSG00000043858:ENSRNOG00000020145 NUP62 gi|24497609|ref|NPgi|24497609|ref|NP_714941.1| nucleoporin 62kDa [Homo sapien 522 53255 5.3 0 o Q 27 0.045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.39 0.0001 X X X X X X X 0 1 2.54E-05 5.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.87 0.00022 1 5.52E-05 0.00011 Nsp1-like C-terminal region. This family probably cytoplasm [pmid 10373430]; nuclear chromatin binding [pmid 11852044]; 4 6
2058 ENSG00000104381:ENSMUSG00000025777:ENSRNOG00000005850 GDAP1 gi|108773797|ref|Ngi|108773797|ref|NP_061845.2| ganglioside-induced differentiation 358 41346 8.4 2 i292-309o319-34Q 35 0 X X X X X X X 0 1 2 0 1 2 2 3.91 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.26E-05 6.52E-05 X X X X X X X 0 2 3 0 2 3 3 15.08 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.7E-05 9.4E-05 3 5
2059 ENSG00000133275:ENSMUSG00000003345:ENSRNOG00000018529 CSNK1G2 gi|153791733|ref|Ngi|153791733|ref|NP_001310.3| casein kinase 1, gamma 2 [Homo 415 47457 9.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.82 4.3E-05 X X X X X X X 0 1 1.06E-05 2.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.34 0.00028 1 6.94E-05 0.000139 3 4
2060 ENSG00000147475:ENSMUSG00000031483:ENSRNOG00000013763 ERLIN2 gi|6005721|ref|NP_gi|23956396|ref|NP_705820.1|;gi|6005721|ref|NP_009106.1|ER lipid raft associated 2 isoform 339 37840 5.6 0 o S 22 0.977 3 2 2 0 0 1 10 0.00048 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 12.06 0.00016 X X X X X X X 0 2 0.000159 0.000226 X X X X X X X 0 1 2 2 0 0 0 3.53 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 A subgroup of the band 7 domain of flotillin (reggie) endoplasmic reticulum [pmid 11256614]; 6 7
2061 ENSG00000001630:ENSMUSG00000001467:ENSRNOG00000038834 CYP51A1 gi|4503243|ref|NP_gi|4503243|ref|NP_000777.1| cytochrome P450, family 51 [Hom 509 57278 8.5 2 o4-21i28-50o S 22 0.999 X X X X X X X 0 1 4 0 1 4 4 2.75 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.58E-05 9.16E-05 X X X X X X X 0 2 3 0 2 3 3 9.63 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.31E-05 6.61E-05 Cytochrome P450. Cytochrome P450s are haem- integral to membrane; membrane heme binding; iron ion binding; metal 3 7
2062 ENSG00000137522:ENSMUSG00000070426:ENSRNOG00000020175 RNF121 gi|21361732|ref|NPgi|21361732|ref|NP_060790.2|;gi|37588865|ref|NP_919434.1|;gi|37588867|ref|NP_919435.1| ring finger protein 121 isoform 1 [ 327 37882 7.1 6 o50-72i79-96o10Q 16 0.003 X X X X X X X 0 1 1 0 0 1 1 7.03 7.1E-05 1 1 0 0 1 1 3.67 0.00057 X X X X X X X 0 X X X X X X X 0 2 0.000161 0.000277 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ring finger; E3 ubiquitin-protein ligase activity is metal ion binding; protein binding; zinc 2 2
2063 ENSG00000117614:ENSMUSG00000028821:ENSRNOG00000017742 SYF2 gi|46371998|ref|NPgi|46371998|ref|NP_997053.1|;gi|7661636|ref|NP_056299.1|SYF2 homolog, RNA splicing fact 201 23568 8.1 0 o Q 21 0.108 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 12.94 8.8E-05 X X X X X X X 0 1 2.2E-05 4.39E-05 X X X X X X X 0 1 2 0 0 2 2 12.94 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.58E-05 0.000112 SYF2 splicing factor. Proteins in this family are nucleus [pmid 11118353] protein binding [pmid 11118353] 2 3
2064 ENSG00000136404:ENSMUSG00000038623:ENSRNOG00000019662 TM6SF1 gi|13194199|ref|NPgi|109462243|ref|XP_001067588.1|;gi|13194199|ref|NP_075379.1| transmembrane 6 superfamily me 370 41664 7.6 9 i5-27o32-54i63-8S 17 0.742 X X X X X X X 0 1 3 0 0 3 3 5.68 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.73E-05 9.46E-05 X X X X X X X 0 1 2 0 0 2 2 5.68 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.03E-05 6.06E-05 integral to membrane; membrane 2 5
2065 ENSG00000062582:ENSMUSG00000020477:ENSRNOG00000011979 MRPS24 gi|15721937|ref|NPgi|15721937|ref|NP_114403.1| mitochondrial ribosomal protein S 167 19015 9.4 0 o S 17 0.836 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 11.38 0.00021 X X X X X X X 0 1 5.29E-05 0.000106 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.38 9.8E-05 X X X X X X X 0 1 2.44E-05 4.89E-05 mitochondrial small ribosomal subunit [pmid 2 3
2066 ENSG00000168298:ENSMUSG00000051627:NA HIST1H1E gi|4885379|ref|NP_gi|4885379|ref|NP_005312.1| histone cluster 1, H1e [Homo sap 219 21865 11 0 o Q 16 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 5.02 0.0001 X X X X X X X 0 6 7 1 5 6 6.857 41.1 0.00051 X X X X X X X 0 2 0.000153 0.000243 linker histone 1 and histone 5 domains; the basic chromosome; nucleosome; nucleus DNA binding 7 8
2067 ENSG00000131828:ENSMUSG00000031299:ENSRNOG00000014745 PDHA1 gi|4505685|ref|NP_gi|4505685|ref|NP_000275.1| pyruvate dehydrogenase (lipoami 390 43296 8.1 0 o S 18 0.78 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 14.1 0.00018 X X X X X X X 0 1 4.53E-05 9.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 11.54 0.00013 X X X X X X X 0 1 3.14E-05 6.28E-05 Thiamine pyrophosphate (TPP) family, E1 of mitochondrion [pmid 3034892] oxidoreductase activity; oxidoreductase 4 7
2068 ENSG00000126088:ENSMUSG00000028684:ENSRNOG00000018211 UROD gi|71051616|ref|NPgi|71051616|ref|NP_000365.3| uroporphyrinogen decarboxylase 367 40787 6.1 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 6.81 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.59E-05 3.18E-05 X X X X X X X 0 3 4 0 3 4 4 17.98 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.11E-05 0.000122 Uroporphyrinogen decarboxylase (URO-D) is a lyase activity; uroporphyrinogen 4 5
2069 ENSG00000123908:ENSMUSG00000036698:ENSRNOG00000008533 EIF2C2 gi|29171734|ref|NPgi|29171734|ref|NP_036286.2| eukaryotic translation initiation fac 859 97208 9.2 0 o Q 21 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.49 4.1E-05 X X X X X X X 0 1 1.03E-05 2.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 4.42 0.00027 1 6.7E-05 0.000134 PAZ domain, argonaute_like subfamily. Argonaute is protein binding [pmid 14749716]; 4 8
2070 ENSG00000131469:ENSMUSG00000063316:ENSRNOG00000033603 RPL27 gi|4506623|ref|NP_gi|4506623|ref|NP_000979.1| ribosomal protein L27 [Homo sap 136 15798 10.6 0 o Q 24 0.029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 17.65 0.00033 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 11.03 0.00028 2 0.000153 0.000178 Ribosomal L27e protein family. The N-terminal region intracellular; ribosome [pmid 8148381] structural constituent of ribosome [pmid 2 3
2071 ENSG00000142655:ENSMUSG00000028975:ENSRNOG00000013498 PEX14 gi|4758896|ref|NP_gi|4758896|ref|NP_004556.1| peroxisomal biogenesis factor 14 377 41237 4.9 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 8.49 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.64E-05 9.28E-05 X X X X X X X 0 1 2 0 1 2 2 4.77 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.98E-05 5.95E-05 Peroxisomal membrane anchor protein (Pex14p) integral to peroxisomal membrane [pmid protein binding [pmid 10704444] 2 5
2072 ENSG00000087502:ENSMUSG00000030304:ENSRNOG00000001852 ERGIC2 gi|50959176|ref|NPgi|50959176|ref|NP_057654.2| PTX1 protein [Homo sapiens] 377 42549 6.8 0 o A 48 0 X X X X X X X 0 2 3 0 2 3 3 10.34 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.64E-05 9.28E-05 X X X X X X X 0 1 2 0 1 2 2 5.84 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.98E-05 5.95E-05 Protein of unknown function (DUF1692). This family endoplasmic reticulum; ER-Golgi protein binding [pmid 15308636] 3 5
2073 ENSG00000102743:ENSMUSG00000031482:ENSRNOG00000011881 SLC25A15 gi|7657585|ref|NP_gi|7657585|ref|NP_055067.1| solute carrier family 25 (mitochon 301 32736 9.1 0 o Q 23 0.369 X X X X X X X 0 1 2 0 1 2 2 5.65 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.87E-05 7.75E-05 X X X X X X X 0 1 2 0 1 2 2 9.3 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.73E-05 7.45E-05 Mitochondrial carrier protein; pfam00153 integral to membrane [pmid 10369256]; binding; L-ornithine transporter activity 2 4
2074 ENSG00000147684:ENSMUSG00000022354:ENSRNOG00000009364 NDUFB9 gi|6274550|ref|NP_gi|6274550|ref|NP_004996.1| NADH dehydrogenase (ubiquinon 179 21831 8.4 0 o Q 14 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.5 0.00018 1 2 0 1 2 2 7.82 0.00043 2 0.000153 0.000203 Complex 1 protein (LYR family). Proteins in this family mitochondrial inner membrane [pmid NADH dehydrogenase (ubiquinone) 2 4
2075 ENSG00000197170:ENSMUSG00000020720:ENSRNOG00000003117 PSMD12 gi|4506221|ref|NP_gi|4506221|ref|NP_002807.1| proteasome 26S non-ATPase sub 456 52904 7.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.8 0.00011 2 6 0 2 6 6 7.02 0.00051 2 0.000153 0.00024 26S proteasome regulatory complex component cytosol; proteasome regulatory particle 4 9
2076 ENSG00000110619:ENSMUSG00000010755:ENSRNOG00000020651 CARS gi|10835051|ref|NPgi|10835051|ref|NP_001742.1|;gi|21269877|ref|NP_644802.1|;gi|62240992|ref|NP_001014437.1|;gi|62240994|ref|NP_001014438.1| cysteinyl-tRNA synthetase isoform 748 85473 6.7 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.07 4.7E-05 X X X X X X X 0 1 1.18E-05 2.36E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 0 5 5 3.48 0.00026 1 6.42E-05 0.000128 This is the catalytic core domain of cysteinyl tRNA cytoplasm [pmid 7987009]; soluble fraction ATP binding; cysteine-tRNA ligase 4 7
2077 ENSG00000017260:ENSMUSG00000032570:ENSRNOG00000013305 ATP2C1 gi|48762685|ref|NPgi|48762685|ref|NP_055197.2|;gi|48762687|ref|NP_001001485.1|;gi|48762689|ref|NP_001001486.1|;gi|48762691|ref|NP_001001487.1| calcium-transporting ATPase 2C1 919 100577 6.7 8 i83-100o104-119Q 27 0 X X X X X X X 0 4 8 0 0 8 8 8.38 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.08E-05 0.000102 X X X X X X X 0 3 4 0 0 4 4 6.09 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.44E-05 4.88E-05 haloacid dehalogenase-like hydrolase. This family are integral to membrane [pmid 10615129]; ATP binding; calcium ion binding; 7 12
2078 ENSG00000135632:ENSMUSG00000033706:ENSRNOG00000015589 SMYD5 gi|154689858|ref|Ngi|154689858|ref|NP_006053.2| SMYD family member 5 [Homo sa 418 47341 5 0 o Q 20 0.39 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.31 8.5E-05 X X X X X X X 0 1 2.11E-05 4.23E-05 X X X X X X X 0 2 4 0 2 4 4 10.05 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.37E-05 0.000107 3 6
2079 ENSG00000012124:ENSMUSG00000030577:ENSRNOG00000024000 CD22 gi|157168355|ref|Ngi|157168355|ref|NP_001762.2| CD22 molecule [Homo sapiens] 847 95348 6.7 1 o684-706i S 22 0.996 X X X X X X X 0 1 7 0 1 7 7 2.13 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.82E-05 9.64E-05 X X X X X X X 0 2 4 0 2 4 4 5.08 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.65E-05 5.3E-05 3 11
2080 ENSG00000029364:ENSMUSG00000048833:ENSRNOG00000005052 SLC39A9 gi|40254928|ref|NPgi|40254928|ref|NP_060845.2| solute carrier family 39 (zinc trans 307 32251 6.7 7 i5-27o37-59i104-A 23 0.469 X X X X X X X 0 1 2 0 1 2 2 4.89 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.8E-05 7.6E-05 X X X X X X X 0 1 2 0 1 2 2 4.89 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.65E-05 7.31E-05 Predicted divalent heavy-metal cations transporter membrane metal ion transporter activity 2 4
2081 ENSG00000092054:ENSMUSG00000053093:ENSRNOG00000016983 MYH7 gi|115496169|ref|Ngi|115496169|ref|NP_000248.2| myosin, heavy chain 7, cardiac m 1935 223095 5.8 0 o Q 20 0 X X X X X X X 0 18 34 22 6 12 22.53 11.11 0.00027 1 3 3 0 0 0 0.83 0 1 1 1 0 0 0 0.57 0 X X X X X X X 0 1 6.79E-05 0.000136 X X X X X X X 0 3 3 2 1 1 2 2.02 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.8E-06 1.16E-05 23 41
2082 ENSG00000117906:ENSMUSG00000032320:ENSRNOG00000015780 RCN2 gi|4506457|ref|NP_gi|4506457|ref|NP_002893.1| reticulocalbin 2, EF-hand calcium 317 36876 4.4 0 o S 26 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 11.99 0.00022 X X X X X X X 0 1 5.57E-05 0.000111 X X X X X X X 0 1 1 0 1 1 1 4.73 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.77E-05 3.54E-05 EF-hand, calcium binding motif; A diverse superfamily endoplasmic reticulum [pmid 8034671] calcium ion binding [pmid 8034671]; 3 5
2083 ENSG00000158850:ENSMUSG00000052423:ENSRNOG00000003551 B4GALT3 gi|4502349|ref|NP_gi|4502349|ref|NP_003770.1| UDP-Gal:betaGlcNAc beta 1,4- ga 393 43928 9.3 1 i12-31o A 30 0.303 X X X X X X X 0 2 4 0 2 4 4 12.21 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.93E-05 0.000119 X X X X X X X 0 1 1 0 1 1 1 6.11 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.43E-05 2.85E-05 Galactosyltransferase. This is a family of integral to membrane; membrane beta-N-acetylglucosaminylglycopeptide 3 5
2084 ENSG00000099795:ENSMUSG00000033938:ENSRNOG00000028717 NDUFB7 gi|10764847|ref|NPgi|10764847|ref|NP_004137.2| NADH dehydrogenase (ubiquinon 137 16402 8.9 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.57 0.00013 X X X X X X X 0 1 3.22E-05 6.45E-05 X X X X X X X 0 1 1 0 1 1 1 6.57 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.09E-05 8.19E-05 NADH-ubiquinone oxidoreductase B18 subunit membrane fraction; mitochondrion NADH dehydrogenase (ubiquinone) 2 2
2085 ENSG00000102786:ENSMUSG00000035161:ENSRNOG00000009873 INTS6 gi|11024694|ref|NPgi|11024694|ref|NP_036273.1|;gi|90193622|ref|NP_001035026.1| integrator complex subunit 6 isofo 887 100390 8.6 0 o Q 21 0.067 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.24 0.00021 X X X X X X X 0 X X X X X X X 0 1 5.3E-05 0.000106 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.58 8.7E-05 1 2.16E-05 4.33E-05 Von Willebrand factor type A (vWA) domain was integrator complex [pmid 16239144]; helicase activity; peptidase activity; 2 3
2086 ENSG00000011260:ENSMUSG00000054079:ENSRNOG00000002644 UTP18 gi|118344456|ref|Ngi|118344456|ref|NP_057085.2| UTP18, small subunit processome 556 62004 8.8 0 o A 65 0.001 X X X X X X X 0 2 6 0 2 6 6 6.29 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.29E-05 0.000126 X X X X X X X 0 1 1 0 1 1 1 3.96 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.01E-05 2.02E-05 3 7
2087 ENSG00000125991:ENSMUSG00000005881:ENSRNOG00000031085 ERGIC3 gi|38327615|ref|NPgi|38327615|ref|NP_938408.1|;gi|7706278|ref|NP_057050.1|serologically defined breast cance 388 43772 6 2 o20-42i345-367oA 47 0.001 X X X X X X X 0 1 1 0 0 1 1 3.61 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.5E-05 3.01E-05 X X X X X X X 0 2 4 0 0 4 4 10.31 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.78E-05 0.000116 Protein of unknown function (DUF1692). This family endoplasmic reticulum; ER-Golgi protein binding [pmid 15308636] 3 5
2088 ENSG00000172315:ENSMUSG00000039725:ENSRNOG00000007285 TP53RK gi|41327715|ref|NPgi|41327715|ref|NP_291028.3| p53-related protein kinase [Homo 253 28160 9.5 0 o Q 46 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.11 0.00014 X X X X X X X 0 1 3.49E-05 6.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.14 0.00015 1 3.79E-05 7.59E-05 Serine/Threonine protein kinases, catalytic domain. nucleus ATP binding; nucleotide binding; protein 2 3
2089 ENSG00000087460:ENSMUSG00000027523:NA GNAS gi|117938762|ref|Ngi|117938762|ref|NP_001070956.1|;gi|117938765|ref|NP_001070957.1|;gi|18426900|ref|NP_536351.1|;gi|4504047|ref|NP_000507.1| GNAS complex locus isoform f [H 395 45752 5.8 0 o Q 0 0 1 1 1 0 0 0 4.05 0 3 5 1 0 4 4.182 13.42 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.17E-05 0.000123 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 7.85 4.1E-05 X X X X X X X 0 1 1.03E-05 2.07E-05 5 7
2090 ENSG00000198818:ENSMUSG00000073468:ENSRNOG00000024140 SFT2D1 gi|21553317|ref|NPgi|21553317|ref|NP_660152.1| SFT2 domain containing 1 [Homo 159 17804 8.6 4 i37-59o64-86i99-A 56 0 X X X X X X X 0 1 1 0 1 1 1 16.98 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.67E-05 7.33E-05 X X X X X X X 0 1 1 0 1 1 1 16.98 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.53E-05 7.06E-05 SFT2-like protein. This is a family of sequences integral to membrane; membrane 2 2
2091 ENSG00000196187:ENSMUSG00000026519:ENSRNOG00000003310 TMEM63A gi|7662308|ref|NP_gi|7662308|ref|NP_055513.1| transmembrane protein 63A [Hom 807 92160 7.3 11 o49-71i146-168oA 17 0 X X X X X X X 0 6 8 0 6 8 8 13.01 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.78E-05 0.000116 X X X X X X X 0 1 2 0 1 2 2 2.11 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.39E-05 2.78E-05 Domain of unknown function DUF221. This family integral to membrane; membrane nucleotide binding 7 10
2092 ENSG00000008282:ENSMUSG00000020570:ENSRNOG00000009856 SYPL1 gi|33239443|ref|NPgi|33239443|ref|NP_874384.1|;gi|5803185|ref|NP_006745.1|synaptophysin-like 1 isoform b [H 241 26412 7.2 3 i99-121o131-153Q 36 0.036 X X X X X X X 0 1 2 0 0 2 2 10.37 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.84E-05 9.68E-05 X X X X X X X 0 1 1 0 0 1 1 6.64 9.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.33E-05 4.65E-05 Membrane-associating domain. MARVEL domain- integral to plasma membrane [pmid transporter activity 2 3
2093 ENSG00000075188:ENSMUSG00000035351:ENSRNOG00000004727 NUP37 gi|34222121|ref|NPgi|34222121|ref|NP_076962.2| nucleoporin 37kDa [Homo sapien 326 36708 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.21 5.4E-05 X X X X X X X 0 1 1.35E-05 2.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.6 0.00024 1 5.89E-05 0.000118 WD40 domain, found in a number of eukaryotic nucleus 2 3
2094 ENSG00000143553:ENSMUSG00000001018:ENSRNOG00000013356 SNAPAP gi|6912674|ref|NP_gi|6912674|ref|NP_036569.1| SNAP-associated protein [Homo s 136 14874 9.3 0 o Q 18 0.261 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 19.12 0.00033 X X X X X X X 0 1 2 0 1 2 2 19.12 0.00024 X X X X X X X 0 2 0.000142 0.000169 synapse; synaptic vesicle [pmid 10195194]; SNARE binding [pmid 10195194] 2 4
2095 ENSG00000085377:ENSMUSG00000019849:ENSRNOG00000000325 PREP gi|41349456|ref|NPgi|41349456|ref|NP_002717.3| prolyl endopeptidase [Homo sapie 710 80700 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 9.58 0.00012 X X X X X X X 0 1 3.11E-05 6.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 5.49 0.00016 1 4.06E-05 8.11E-05 Serine proteases of the peptidase family S9A [Amino cytoplasm [pmid 9695945] hydrolase activity; prolyl oligopeptidase 7 8
2096 ENSG00000198843:ENSMUSG00000075700:ENSRNOG00000013507 SELT gi|42789380|ref|NPgi|42789380|ref|NP_057359.2| selenoprotein T [Homo sapiens] 195 22174 8.6 0 o S 20 1 X X X X X X X 0 2 4 0 2 4 4 16.92 0.00048 X X X X X X X 0 1 1 0 1 1 1 6.15 9.1E-05 X X X X X X X 0 2 0.000142 0.000228 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 selenium binding [pmid 10567350] 3 5
2097 ENSG00000105373:ENSMUSG00000041560:ENSRNOG00000013023 SNORD23 gi|7657130|ref|NP_gi|7657130|ref|NP_056525.1| glioma tumor suppressor candida 478 54417 10.4 0 o Q 33 0 X X X X X X X 0 1 2 0 1 2 2 3.77 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.44E-05 4.88E-05 X X X X X X X 0 2 4 0 2 4 4 12.34 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.69E-05 9.39E-05 Nop53 (60S ribosomal biogenesis). This nucleolar intracellular [pmid 10196275]; nucleus 3 6
2098 ENSG00000109016:ENSMUSG00000042569:ENSRNOG00000005360 DHRS7B gi|20149619|ref|NPgi|20149619|ref|NP_056325.2| dehydrogenase/reductase (SDR f 325 35119 9.6 1 i21-43o S 47 0.531 X X X X X X X 0 2 3 0 2 3 3 9.23 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.38E-05 0.000108 X X X X X X X 0 1 1 0 1 1 1 3.38 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.73E-05 3.45E-05 Dehydrogenases with different specificities (related to oxidoreductase activity 3 4
2099 ENSG00000162433:ENSMUSG00000028527:ENSRNOG00000011630 AK3L2 gi|113423642|ref|Xgi|113423642|ref|XP_001132080.1|;gi|169204642|ref|XP_001725226.1|;gi|89035461|ref|XP_933725.1| PREDICTED: similar to hCG3882 223 25240 8.4 0 o S 18 0.662 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 14.8 7.9E-05 X X X X X X X 0 1 1.98E-05 3.96E-05 X X X X X X X 0 2 2 0 0 2 2 23.77 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.03E-05 0.000101 Deoxyribonucleoside kinase (dNK) catalyzes the 3 3
2100 ENSG00000104972:ENSMUSG00000074420:ENSRNOG00000038821 LILRB1 gi|116488411|ref|Ngi|116488411|ref|NP_006660.3|;gi|126362951|ref|NP_001075106.1|;gi|126362953|ref|NP_001075107.1|;gi|126362957|ref|NP_001075108.1| leukocyte immunoglobulin-like rec 650 70819 6 1 o461-483i S 24 0.998 X X X X X X X 0 1 3 0 0 3 3 2.77 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.69E-05 5.38E-05 X X X X X X X 0 2 5 0 0 5 5 7.08 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.31E-05 8.63E-05 3 8
2101 ENSG00000108344:ENSMUSG00000017221:ENSRNOG00000028103 PSMD3 gi|25777612|ref|NPgi|25777612|ref|NP_002800.2| proteasome 26S non-ATPase sub 534 60978 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.43 6.6E-05 X X X X X X X 0 1 1.65E-05 3.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 7.68 0.00022 1 5.39E-05 0.000108 Proteasome regulatory subunit C-terminal. This cytosol; proteasome complex (sensu binding 4 5
2102 ENSG00000152778:NA:NA IFIT5 gi|6912630|ref|NP_gi|6912630|ref|NP_036552.1| interferon-induced protein with tet 482 55847 7.4 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.02 3.7E-05 X X X X X X X 0 1 9.16E-06 1.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.56 0.00024 1 5.97E-05 0.000119 Tetratricopeptide repeat domain; typically contains 34 binding 2 4
2103 ENSG00000185115:ENSMUSG00000070520:ENSRNOG00000016489 NDNL2 gi|20162572|ref|NPgi|20162572|ref|NP_619649.1| necdin-like 2 [Homo sapiens] 304 34308 9.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.59 5.8E-05 X X X X X X X 0 1 1.45E-05 2.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.59 0.00021 X X X X X X X 0 1 5.37E-05 0.000107 MAGE family. The MAGE (melanoma antigen- nucleus 2 5
2104 ENSG00000153914:ENSMUSG00000032621:ENSRNOG00000023290 SFRS12 gi|116089325|ref|Ngi|116089325|ref|NP_001070667.1| splicing factor, arginine/serine-rich 624 71650 10.2 0 o Q 23 0.308 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 5.61 0.00014 X X X X X X X 0 1 3.54E-05 7.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.08 0.00013 X X X X X X X 0 1 3.27E-05 6.54E-05 3 10
2105 ENSG00000106305:ENSMUSG00000029610:ENSRNOG00000001044 MCA2 gi|11125770|ref|NPgi|11125770|ref|NP_006294.2| JTV1 [Homo sapiens] 320 35349 8.2 0 o Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 6.25 0.00022 X X X X X X X 0 1 5.52E-05 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.81 5.1E-05 X X X X X X X 0 1 1.28E-05 2.55E-05 GST_C family, JTV-1 subfamily; composed of damaged DNA binding 2 5
2106 ENSG00000170312:ENSMUSG00000019942:ENSRNOG00000000632 CDC2 gi|16306492|ref|NPgi|16306492|ref|NP_203698.1|;gi|4502709|ref|NP_001777.1|cell division cycle 2 protein isoform 240 27503 7.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 6.67 6.8E-05 1 3 0 0 3 3 4.17 0.00048 2 0.000137 0.000231 Serine/Threonine protein kinases, catalytic domain. midbody [pmid 11069302]; nucleus [pmid ATP binding; cyclin-dependent protein 2 4
2107 ENSG00000115233:ENSMUSG00000026914:ENSRNOG00000004911 PSMD14 gi|5031981|ref|NP_gi|5031981|ref|NP_005796.1| 26S proteasome-associated pad1 310 34577 6.5 0 o Q 16 0.026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.39 0.00011 X X X X X X X 0 1 2.85E-05 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.1 0.00016 X X X X X X X 0 1 3.95E-05 7.9E-05 JAB/MPN domain; Domain in Jun kinase activation cytosol; proteasome complex (sensu 2 5
2108 ENSG00000004864:ENSMUSG00000015112:ENSRNOG00000009957 SLC25A13 gi|7657581|ref|NP_gi|7657581|ref|NP_055066.1| solute carrier family 25, member 1 675 74176 8.6 0 o Q 15 0 1 1 0 1 1 1 3.26 0.00024 X X X X X X X 0 X X X X X X X 0 1 4 4 0 0 0 1.78 0 X X X X X X X 0 1 6.01E-05 0.00012 X X X X X X X 0 1 1 0 1 1 1 2.52 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.31E-06 1.66E-05 S-100/ICaBP-like domain; S-100/intestinal calcium integral to plasma membrane [pmid binding; calcium ion binding [pmid 3 6
2109 ENSG00000117308:ENSMUSG00000028671:ENSRNOG00000009712 GALE gi|56237023|ref|NPgi|56237023|ref|NP_000394.2| UDP-galactose-4-epimerase [Hom 348 38282 6.7 0 o Q 26 0.014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.05 5.1E-05 X X X X X X X 0 1 1.27E-05 2.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.89 0.00022 1 5.52E-05 0.00011 UDP-glucose 4-epimerase [Cell envelope biogenesis, catalytic activity; coenzyme binding; 2 3
2110 ENSG00000145817:ENSMUSG00000024487:ENSRNOG00000014564 YIPF5 gi|68226422|ref|NPgi|68226422|ref|NP_001020118.1| Yip1 domain family, member 5 [H 257 27989 4.4 4 o147-169i182-20Q 0 0 X X X X X X X 0 1 2 0 1 2 2 3.5 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.54E-05 9.08E-05 X X X X X X X 0 1 1 0 1 1 1 3.5 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.18E-05 4.36E-05 Rab GTPase interacting factor, Golgi membrane endoplasmic reticulum; integral to 2 3
2111 ENSG00000088035:ENSMUSG00000073792:ENSRNOG00000009045 ALG6 gi|38026892|ref|NPgi|38026892|ref|NP_037471.2| asparagine-linked glycosylation 6 507 58121 8.5 10 i5-22o110-132i14S 23 0.962 X X X X X X X 0 1 1 0 1 1 1 2.56 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.15E-05 2.3E-05 X X X X X X X 0 2 5 0 2 5 5 4.93 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.53E-05 0.000111 ALG6, ALG8 glycosyltransferase family; pfam03155 endoplasmic reticulum; integral to glucosyltransferase activity [pmid 3 6
2112 ENSG00000144040:ENSMUSG00000033720:ENSRNOG00000037871 SFXN5 gi|21389351|ref|NPgi|21389351|ref|NP_653180.1| sideroflexin 5 [Homo sapiens] 340 37124 9.3 5 i109-131o163-18S 21 0.94 X X X X X X X 0 1 1 0 1 1 1 5.29 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.72E-05 3.43E-05 X X X X X X X 0 1 3 0 1 3 3 6.47 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.95E-05 9.9E-05 Tricarboxylate carrier; pfam03820 integral to membrane; membrane; cation transporter activity; iron ion 2 4
2113 ENSG00000196296:ENSMUSG00000030730:NA ATP2A1 gi|10835220|ref|NPgi|10835220|ref|NP_004311.1|;gi|27886529|ref|NP_775293.1| ATPase, Ca++ transporting, fast t 994 109283 5.2 7 i60-79o84-106i26Q 24 0.004 X X X X X X X 0 11 34 30 0 4 7.007 16.4 0.00016 1 2 0 0 2 2 1.11 0.00038 4 7 7 0 0 0 5.63 0 X X X X X X X 0 2 0.000136 0.000179 X X X X X X X 0 6 25 25 0 0 0 8.45 0 X X X X X X X 0 2 6 6 0 0 0 3.32 0 X X X X X X X 0 0 0 0 haloacid dehalogenase-like hydrolase. This family are integral to membrane; membrane; ATP binding; calcium ion binding; 24 74
2114 ENSG00000138185:ENSMUSG00000048120:ENSRNOG00000014574 ENTPD1 gi|147905700|ref|Ngi|147905700|ref|NP_001091645.1|;gi|45580700|ref|NP_001767.3| ectonucleoside triphosphate dipho 517 58706 6.7 2 i24-46o484-506i A 46 0.002 X X X X X X X 0 2 3 0 0 3 3 7.35 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.38E-05 6.77E-05 X X X X X X X 0 2 3 0 0 3 3 6.77 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.25E-05 6.51E-05 4 6
2115 ENSG00000103064:ENSMUSG00000031904:ENSRNOG00000019943 SLC7A6 gi|115648063|ref|Ngi|115648063|ref|NP_001070253.1| solute carrier family 7 (cationic am 515 56828 5.9 12 i45-67o77-99i112Q 23 0 X X X X X X X 0 1 2 0 1 2 2 5.83 9.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.26E-05 4.53E-05 X X X X X X X 0 1 4 0 1 4 4 5.83 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.36E-05 8.71E-05 2 6
2116 ENSG00000162600:ENSMUSG00000035069:ENSRNOG00000007214 OMA1 gi|21686999|ref|NPgi|21686999|ref|NP_660286.1| OMA1 homolog, zinc metallopept 524 60120 9.2 1 i195-217o Q 41 0.001 X X X X X X X 0 3 5 0 3 5 5 10.69 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.56E-05 0.000111 X X X X X X X 0 1 1 0 1 1 1 3.05 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.07E-05 2.14E-05 Peptidase family M48; pfam01435 membrane metalloendopeptidase activity; zinc ion 4 6
2117 ENSG00000205302:ENSMUSG00000034484:ENSRNOG00000017832 SNX2 gi|23111038|ref|NPgi|23111038|ref|NP_003091.2| sorting nexin 2 [Homo sapiens] 519 58471 5.1 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.7 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.12E-05 2.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.47 0.00022 1 5.55E-05 0.000111 Sorting nexin, N-terminal domain. These proteins bins phosphoinositide binding; protein 2 4
2118 ENSG00000183093:ENSMUSG00000039640:ENSRNOG00000036695 MRPL12 gi|27436901|ref|NPgi|27436901|ref|NP_002940.2| mitochondrial ribosomal protein L 198 21348 8.9 0 o S 21 0.861 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 12.63 0.00018 X X X X X X X 0 1 4.46E-05 8.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.63 8.2E-05 X X X X X X X 0 1 2.06E-05 4.12E-05 50S ribosomal protein L7/L12; PRK00157 intracellular; mitochondrial large ribosomal RNA binding [pmid 8626705]; structural 3 3
2119 ENSG00000081059:ENSMUSG00000000782:ENSRNOG00000005872 TCF7 gi|42518080|ref|NPgi|42518080|ref|NP_003193.2| transcription factor 7 (T-cell speci 384 41552 7.5 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.03 4.6E-05 X X X X X X X 0 1 1.15E-05 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 8.33 0.00021 X X X X X X X 0 1 5.31E-05 0.000106 N-terminal CTNNB1 binding. This region tends to nucleus DNA binding; RNA polymerase II 2 6
2120 ENSG00000144524:ENSMUSG00000026240:ENSRNOG00000037135 COPS7B gi|12232385|ref|NPgi|12232385|ref|NP_073567.1| COP9 constitutive photomorphog 264 29622 6.2 0 o Q 25 0.116 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 6.82 0.00037 1 1 0 1 1 1 8.33 0.00015 2 0.000129 0.000175 PCI domain. This domain has also been called the nucleus; signalosome complex 2 7
2121 ENSG00000183386:ENSMUSG00000032643:ENSRNOG00000007541 FHL3 gi|54112385|ref|NPgi|54112385|ref|NP_004459.2| four and a half LIM domains 3 [Ho 280 31192 6.2 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 6.07 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.08E-05 4.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 13.21 0.00017 X X X X X X X 0 1 4.37E-05 8.74E-05 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. metal ion binding; zinc ion binding 3 4
2122 ENSG00000185721:ENSMUSG00000020457:ENSRNOG00000018590 DRG1 gi|4758796|ref|NP_gi|4758796|ref|NP_004138.1| developmentally regulated GTP b 367 40542 8.9 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.27 4.8E-05 X X X X X X X 0 1 1.2E-05 2.41E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.81 0.00021 1 5.23E-05 0.000105 The developmentally regulated GTP-binding protein intracellular GTP binding; nucleotide binding; 2 3
2123 ENSG00000130303:ENSMUSG00000046718:ENSRNOG00000023370 BST2 gi|4757876|ref|NP_gi|4757876|ref|NP_004326.1| bone marrow stromal cell antigen 180 19769 5.6 1 i22-44o A 39 0 X X X X X X X 0 1 1 0 1 1 1 8.33 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.24E-05 6.48E-05 X X X X X X X 0 1 1 0 1 1 1 8.33 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.12E-05 6.23E-05 integral to plasma membrane [pmid signal transducer activity [pmid 2 2
2124 ENSG00000108479:ENSMUSG00000020766:ENSRNOG00000036943 GALK1 gi|4503895|ref|NP_gi|4503895|ref|NP_000145.1| galactokinase 1 [Homo sapiens] 392 42272 6.5 0 o Q 20 0.005 X X X X X X X 0 1 1 0 1 1 1 7.91 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.49E-05 2.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.1 0.0002 1 4.9E-05 9.79E-05 GHMP kinases C terminal. This family includes cytoplasm [pmid 8908517]; membrane ATP binding [pmid 12694189]; 2 3
2125 ENSG00000038274:ENSMUSG00000042032:ENSRNOG00000030028 MAT2B gi|11034825|ref|NPgi|11034825|ref|NP_037415.1|;gi|33519455|ref|NP_877725.1| methionine adenosyltransferase I 334 37552 7.4 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.59 0.00011 X X X X X X X 0 1 2.64E-05 5.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 19.16 0.00015 X X X X X X X 0 1 3.66E-05 7.33E-05 RmlD substrate binding domain. L-rhanmose is a intracellular [pmid 10644686]; methionine dTDP-4-dehydrorhamnose reductase 3 5
2126 ENSG00000168385:ENSMUSG00000026276:ENSRNOG00000017952 SEPT2 gi|56549640|ref|NPgi|56549640|ref|NP_006146.1| septin 2 [Homo sapiens] 361 41487 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.37 0.00015 X X X X X X X 0 1 3.67E-05 7.34E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.99 0.00011 1 2.66E-05 5.32E-05 CDC/Septin. Septins are a conserved family of GTP- contractile ring [pmid 9203580]; cytoplasm GTP binding; GTPase activity [pmid 2 4
2127 ENSG00000167900:ENSMUSG00000025574:NA TK1 gi|155969680|ref|Ngi|155969680|ref|NP_003249.2| thymidine kinase 1, soluble [Homo 276 29891 8.9 0 o Q 54 0.005 X X X X X X X 0 1 2 0 1 2 2 6.52 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.23E-05 8.45E-05 X X X X X X X 0 1 1 0 1 1 1 6.52 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.03E-05 4.06E-05 cytoplasm ATP binding; kinase activity; nucleotide 2 3
2128 ENSG00000104081:ENSMUSG00000040093:ENSRNOG00000007529 BMF gi|51558688|ref|NPgi|51558688|ref|NP_001003940.1| Bcl2 modifying factor isoform bmf 184 20508 5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 17.39 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.17E-05 6.34E-05 X X X X X X X 0 1 1 0 1 1 1 6.52 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.05E-05 6.1E-05 myosin [pmid 11546872] protein binding [pmid 11546872] [pmid 2 2
2129 ENSG00000126216:ENSMUSG00000000759:ENSRNOG00000017085 TUBGCP3 gi|5453660|ref|NP_gi|5453660|ref|NP_006313.1| tubulin, gamma complex associat 907 103571 8.1 0 o Q 27 0.055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.43 3.9E-05 X X X X X X X 0 1 9.74E-06 1.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 4.96 0.00021 1 5.29E-05 0.000106 Spc97 / Spc98 family. The spindle pole body (SPB) centriole [pmid 9566969]; cytoplasm [pmid gamma-tubulin binding [pmid 9566969]; 4 7
2130 ENSG00000022267:ENSMUSG00000023092:NA FHL1 gi|21361122|ref|NPgi|21361122|ref|NP_001440.2| four and a half LIM domains 1 [Ho 280 31895 8.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5.36 0.00019 X X X X X X X 0 1 4.73E-05 9.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.36 5.8E-05 X X X X X X X 0 1 1.46E-05 2.91E-05 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. nucleus metal ion binding; zinc ion binding 2 4
2131 ENSG00000101346:ENSMUSG00000046020:ENSRNOG00000010104 POFUT1 gi|27436889|ref|NPgi|27436889|ref|NP_056167.1| protein O-fucosyltransferase 1 iso 388 43956 8.5 0 o S 27 1 X X X X X X X 0 1 2 0 1 2 2 4.12 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.01E-05 6.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.44 0.00013 X X X X X X X 0 1 3.15E-05 6.31E-05 cytoplasm; endoplasmic reticulum; integral manganese ion binding; peptide-O- 2 5
2132 ENSG00000184897:ENSMUSG00000044927:ENSRNOG00000027722 H1FX gi|5174449|ref|NP_gi|5174449|ref|NP_006017.1| H1 histone family, member X [Ho 213 22487 10.8 0 o Q 19 0 X X X X X X X 0 1 3 0 1 3 3 7.51 0.00033 X X X X X X X 0 1 2 0 1 2 2 7.51 0.00017 X X X X X X X 0 2 0.000124 0.000157 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 linker histone 1 and histone 5 domains; the basic chromosome; nucleosome; nucleus DNA binding 2 5
2133 ENSG00000198513:ENSMUSG00000021066:ENSRNOG00000005063 SPG3A gi|19923445|ref|NPgi|19923445|ref|NP_056999.2|;gi|74024917|ref|NP_853629.2| atlastin isoform a [Homo sapiens] 558 63544 6.2 2 i449-468o472-49Q 0 0 X X X X X X X 0 2 3 0 0 3 3 5.2 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.13E-05 6.27E-05 X X X X X X X 0 3 3 0 0 3 3 9.68 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.02E-05 6.03E-05 Guanylate-binding protein (GBP), N-terminal domain. GTP binding; GTPase activity; 5 6
2134 ENSG00000090020:ENSMUSG00000028854:ENSRNOG00000007982 SLC9A1 gi|27777632|ref|NPgi|27777632|ref|NP_003038.2| solute carrier family 9, isoform A1 815 90763 7.2 12 o15-37i124-146oS 35 0.904 X X X X X X X 0 1 1 0 1 1 1 2.21 2.9E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.7 0.0005 2 7.15E-06 1.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sodium/hydrogen exchanger family. Na/H antiporters integral to membrane [pmid 8283968]; antiporter activity; sodium ion binding; 2 2
2135 ENSG00000115234:ENSMUSG00000029146:ENSRNOG00000026884 SNX17 gi|7661890|ref|NP_gi|7661890|ref|NP_055563.1| sorting nexin 17 [Homo sapiens] 470 52901 7.5 0 o Q 30 0 X X X X X X X 0 2 3 0 2 3 3 7.02 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.72E-05 7.44E-05 X X X X X X X 0 1 2 0 1 2 2 3.62 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.39E-05 4.77E-05 Band 4.1 homologues; Also known as early endosome [pmid 12169628]; Golgi phosphoinositide binding; protein C- 3 5
2136 ENSG00000167645:ENSMUSG00000030588:ENSRNOG00000020616 YIF1B gi|24308364|ref|NPgi|24308364|ref|NP_291035.1|;gi|89191845|ref|NP_001034760.1|;gi|89191848|ref|NP_001034761.1|;gi|89191850|ref|NP_001034762.1| Yip1 interacting factor homolog B 283 31175 7.4 5 i126-145o160-18Q 43 0 X X X X X X X 0 1 2 0 0 2 2 13.78 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.12E-05 8.24E-05 X X X X X X X 0 1 1 0 0 1 1 4.59 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.98E-05 3.96E-05 YIF1. YIF1 (Yip1 interacting factor) is an integral 2 3
2137 ENSG00000107672:ENSMUSG00000040331:ENSRNOG00000020452 NSMCE4A gi|8923009|ref|NP_gi|8923009|ref|NP_060085.1| non-SMC element 4 homolog A [H 385 44286 5.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.75 4.6E-05 X X X X X X X 0 1 1.15E-05 2.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.23 0.0002 1 4.99E-05 9.97E-05 Nse4. Nse4 is a component of the Smc5/6 DNA repair 2 3
2138 NA:ENSMUSG00000068579:NA LOC152663 gi|169166935|ref|Xgi|169166935|ref|XP_945929.3|;gi|169167249|ref|XP_001717425.1| PREDICTED: similar to ribosoma 282 31661 10.2 0 o Q 41 0 X X X X X X X 0 1 1 0 0 1 1 8.51 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.07E-05 4.14E-05 X X X X X X X 0 1 2 0 0 2 2 8.51 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.98E-05 7.96E-05 2 3
2139 ENSG00000128973:ENSMUSG00000032245:ENSRNOG00000007164 CLN6 gi|8923532|ref|NP_gi|8923532|ref|NP_060352.1| CLN6 protein [Homo sapiens] 311 35919 8.9 7 i47-69o84-101i10Q 35 0.209 X X X X X X X 0 1 4 4 0 0 0 4.18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 4 1 1 5 15.11 0.00036 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.86 0.00012 2 0.000121 0.00017 endoplasmic reticulum; integral to 4 10
2140 ENSG00000090621:ENSMUSG00000062093:ENSRNOG00000015642 PABPC4 gi|4504715|ref|NP_gi|4504715|ref|NP_003810.1| poly A binding protein, cytoplasm 644 70783 9.3 0 o Q 21 0.047 X X X X X X X 0 2 3 3 0 0 0 4.19 0 X X X X X X X 0 4 6 5 1 1 6 15.68 0.00016 X X X X X X X 0 1 4.11E-05 8.23E-05 X X X X X X X 0 1 2 2 0 0 0 2.64 0 X X X X X X X 0 2 3 2 1 1 3 7.45 7.6E-05 X X X X X X X 0 1 1.9E-05 3.8E-05 Poly-adenylate binding protein, unique domain. The cytoplasm [pmid 8524242] nucleic acid binding; nucleotide binding; 9 14
2141 ENSG00000149532:ENSMUSG00000034820:ENSRNOG00000020668 FLJ12529 gi|24432016|ref|NPgi|24432016|ref|NP_079087.2| pre-mRNA cleavage factor I, 59 k 471 52050 8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 5.31 9.5E-05 X X X X X X X 0 3 11 0 3 11 11 9.13 0.00038 X X X X X X X 0 2 0.000119 0.00018 RNA recognition motif; smart00360 nucleus nucleotide binding; protein binding [pmid 4 13
2142 ENSG00000071082:NA:NA RPL31 gi|148746199|ref|Ngi|148746199|ref|NP_001092047.1|;gi|153252132|ref|NP_001093163.1|;gi|4506633|ref|NP_000984.1| ribosomal protein L31 isoform 2 [H 128 14632 10.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 19.53 0.00035 X X X X X X X 0 1 1 0 0 1 1 6.25 0.00013 X X X X X X X 0 2 0.00012 0.000165 2 3
2143 ENSG00000074201:ENSMUSG00000025439:ENSRNOG00000012788 CLNS1A gi|4502891|ref|NP_gi|4502891|ref|NP_001284.1| chloride channel, nucleotide-sens 237 26215 4.1 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 11.81 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.46E-05 4.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.55 0.00014 X X X X X X X 0 1 3.44E-05 6.89E-05 Nucleotide-sensitive chloride conductance regulator nucleus; plasma membrane [pmid 9359436] auxiliary transport protein activity 2 3
2144 ENSG00000174840:ENSMUSG00000043702:ENSRNOG00000013264 PDE12 gi|68051728|ref|NPgi|68051728|ref|NP_808881.2| phosphodiesterase 12 [Homo sap 609 67405 6.6 0 o Q 17 0.06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 5.75 0.00017 X X X X X X X 0 1 4.35E-05 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.79 6.3E-05 1 1.58E-05 3.15E-05 mRNA deadenylase, exonuclease subunit and related 3 7
2145 ENSG00000140199:ENSMUSG00000027130:ENSRNOG00000005196 SLC12A6 gi|110224449|ref|Ngi|110224449|ref|NP_598408.1|;gi|110224454|ref|NP_001035960.1|;gi|110224456|ref|NP_001035961.1|;gi|110224458|ref|NP_001035962.1|;gi|4826780|ref|NP_005126.1| solute carrier family 12, member 6 1150 127617 7.1 12 o186-208i220-24Q 21 0 X X X X X X X 0 2 4 0 0 4 4 3.39 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.03E-05 4.06E-05 X X X X X X X 0 3 8 0 0 8 8 4.35 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.9E-05 7.8E-05 5 12
2146 ENSG00000204560:ENSMUSG00000024422:ENSRNOG00000030157 DHX16 gi|4503293|ref|NP_gi|4503293|ref|NP_003578.1| DEAH (Asp-Glu-Ala-His) box poly 1041 119172 6.7 0 o Q 40 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.34 1.7E-05 X X X X X X X 0 1 4.24E-06 8.48E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 2.5 0.00022 1 5.53E-05 0.000111 DEXH-box helicases. A diverse family of proteins nucleus [pmid 9547260] ATP binding; ATP-dependent helicase 3 7
2147 ENSG00000115761:ENSMUSG00000061458:ENSRNOG00000005344 NOL10 gi|13430872|ref|NPgi|13430872|ref|NP_079170.1| nucleolar protein 10 [Homo sapie 638 74503 8.5 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.23 5.5E-05 X X X X X X X 0 1 1.38E-05 2.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.9 0.00018 1 4.51E-05 9.03E-05 NUC153 domain. This small domain is found in a a nucleus 3 5
2148 ENSG00000198898:ENSMUSG00000015733:ENSRNOG00000028549 CAPZA2 gi|5453599|ref|NP_gi|5453599|ref|NP_006127.1| capping protein (actin filament) m 286 32949 5.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.29 6.2E-05 X X X X X X X 0 1 1.54E-05 3.09E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 1 1 2 3 18.88 0.00017 X X X X X X X 0 1 4.28E-05 8.56E-05 F-actin capping protein alpha subunit; pfam01267 F-actin capping protein complex [pmid actin binding 3 4
2149 ENSG00000154122:ENSMUSG00000022265:ENSRNOG00000010960 ANKH gi|16905507|ref|NPgi|16905507|ref|NP_473368.1| progressive ankylosis protein [Ho 492 54241 7.9 8 i86-105o131-153Q 27 0.062 X X X X X X X 0 2 3 0 2 3 3 6.71 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.56E-05 7.11E-05 X X X X X X X 0 1 2 0 1 2 2 4.27 9.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.28E-05 4.56E-05 Progressive ankylosis protein (ANKH). This family integral to membrane [pmid 11326272]; inorganic diphosphate transporter 3 5
2150 ENSG00000101997:ENSMUSG00000031143:ENSRNOG00000010846 CCDC22 gi|7661844|ref|NP_gi|7661844|ref|NP_054727.1| coiled-coil domain containing 22 [ 627 70756 6.8 0 o Q 19 0.001 X X X X X X X 0 3 3 0 3 3 3 8.45 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.79E-05 5.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.67 0.00012 1 3.06E-05 6.12E-05 Protein of unknown function (DUF812). This family 4 5
2151 ENSG00000114491:ENSMUSG00000022814:ENSRNOG00000001797 UMPS gi|4507835|ref|NP_gi|4507835|ref|NP_000364.1| uridine monophosphate synthase 480 52222 7.2 0 o S 21 0.845 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 7.5 0.00018 X X X X X X X 0 1 4.6E-05 9.2E-05 X X X X X X X 0 1 1 0 1 1 1 7.5 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.17E-05 2.34E-05 Orotidine 5'-phosphate decarboxylase (ODCase) is a lyase activity; orotate 2 6
2152 ENSG00000100380:ENSMUSG00000022403:ENSRNOG00000025301 FAM10A7 gi|19923193|ref|NPgi|19923193|ref|NP_003923.2| heat shock 70kD protein binding p 369 41332 5.3 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.61 4.8E-05 X X X X X X X 0 1 1.2E-05 2.39E-05 X X X X X X X 0 2 3 0 2 3 3 7.86 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.56E-05 9.12E-05 Tetratricopeptide repeat domain; typically contains 34 cytoplasm [pmid 8721986] binding; protein binding, bridging [pmid 3 4
2153 ENSG00000196313:ENSMUSG00000053293:ENSRNOG00000001449 POM121C gi|150378545|ref|Ngi|150378545|ref|NP_001092885.1| POM121 membrane glycoprotein 987 99134 9.9 0 o Q 39 0.002 X X X X X X X 0 3 5 3 1 2 5 8.81 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.95E-05 5.91E-05 X X X X X X X 0 2 6 2 1 4 4.889 7.9 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.78E-05 5.56E-05 5 11
2154 ENSG00000092094:ENSMUSG00000006289:ENSRNOG00000009333 OSGEP gi|8923380|ref|NP_gi|8923380|ref|NP_060277.1| O-sialoglycoprotein endopeptidas 335 36427 6.4 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 8.36 6.7E-05 X X X X X X X 0 1 8 0 1 8 8 8.36 0.00039 X X X X X X X 0 2 0.000114 0.000186 Metal-dependent proteases with possible chaperone metal ion binding; metallopeptidase 2 9
2155 ENSG00000166181:ENSMUSG00000027193:ENSRNOG00000009689 API5 gi|5729730|ref|NP_gi|5729730|ref|NP_006586.1| apoptosis inhibitor 5 [Homo sapie 504 56770 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 3.57 0.00014 X X X X X X X 0 1 3.5E-05 7.01E-05 X X X X X X X 0 1 2 0 1 2 2 3.17 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.23E-05 4.45E-05 Apoptosis inhibitory protein 5 (API5). This family cytoplasm [pmid 11075807]; nucleus [pmid binding; fibroblast growth factor binding 2 6
2156 ENSG00000004468:ENSMUSG00000029084:ENSRNOG00000003069 CD38 gi|38454326|ref|NPgi|38454326|ref|NP_001766.2| CD38 antigen [Homo sapiens] 300 34328 7.7 1 i21-43o A 41 0.006 X X X X X X X 0 1 1 0 1 1 1 4 7.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.94E-05 3.89E-05 X X X X X X X 0 1 2 0 1 2 2 3 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.74E-05 7.48E-05 ADP-ribosyl cyclase. ADP-ribosyl cyclase EC:3.2.2.5 integral to membrane; membrane fraction hydrolase activity; NAD+ nucleosidase 2 3
2157 ENSG00000175826:ENSMUSG00000018559:ENSRNOG00000017352 DULLARD gi|31542547|ref|NPgi|31542547|ref|NP_056158.2|;gi|94391670|ref|XP_998418.1| dullard homolog [Homo sapiens] 244 28377 9.8 1 i7-29o S 23 0.912 X X X X X X X 0 1 4 0 0 4 4 9.02 0.00038 X X X X X X X 0 1 1 0 0 1 1 9.02 7.2E-05 X X X X X X X 0 2 0.000114 0.000182 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NLI interacting factor-like phosphatase. This family phosphoric monoester hydrolase activity 2 5
2158 ENSG00000095906:ENSMUSG00000039183:ENSRNOG00000015090 NUBP2 gi|6912540|ref|NP_gi|6912540|ref|NP_036357.1| nucleotide binding protein 2 (MinD 271 28825 5.8 0 o Q 28 0.009 X X X X X X X 0 3 3 0 3 3 3 25.46 0.00026 X X X X X X X 0 1 3 0 1 3 3 9.59 0.0002 X X X X X X X 0 2 0.000113 0.000133 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 MRP (Multiple Resistance and pH adaptation) is a ATP binding; nucleotide binding [pmid 4 6
2159 ENSG00000162236:ENSMUSG00000010110:ENSRNOG00000018847 STX5 gi|94400932|ref|NPgi|94400932|ref|NP_003155.2| syntaxin 5 [Homo sapiens] 355 39673 9.2 1 i334-353o Q 32 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.89 1E-04 X X X X X X X 0 1 2.49E-05 4.98E-05 X X X X X X X 0 1 2 0 1 2 2 7.89 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.16E-05 6.32E-05 Soluble NSF (N-ethylmaleimide-sensitive fusion integral to membrane; membrane protein transporter activity 2 4
2160 ENSG00000197217:ENSMUSG00000022066:ENSRNOG00000016321 ENTPD4 gi|4758662|ref|NP_gi|4758662|ref|NP_004892.1| ectonucleoside triphosphate dipho 616 70255 8.3 2 i35-54o561-583i A 24 0.003 X X X X X X X 0 2 5 0 2 5 5 5.52 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.73E-05 9.47E-05 X X X X X X X 0 1 1 0 1 1 1 4.55 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.11E-06 1.82E-05 Golgi nucleoside diphosphatase [Carbohydrate integral to Golgi membrane [pmid 9556635]; calcium ion binding; hydrolase activity; 3 6
2161 ENSG00000100796:ENSMUSG00000041846:ENSRNOG00000027773 SMEK1 gi|31657117|ref|NPgi|31657117|ref|NP_115949.3| SMEK homolog 1, suppressor of 820 93896 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 5.12 8.6E-05 X X X X X X X 0 1 2.15E-05 4.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.78 0.00014 1 3.51E-05 7.02E-05 Protein of unknown function (DUF625). One of the binding 4 7
2162 ENSG00000149476:ENSMUSG00000034371:ENSRNOG00000020704 DAK gi|20149621|ref|NPgi|20149621|ref|NP_056348.2| dihydroxyacetone kinase 2 [Homo 575 58947 7.5 0 o Q 20 0.213 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 6.78 0.00018 X X X X X X X 0 1 4.61E-05 9.22E-05 X X X X X X X 0 1 1 0 1 1 1 3.83 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.75E-06 1.95E-05 DAK2 domain. This domain is the predicted ATP binding; glycerone kinase activity; 3 7
2163 ENSG00000023909:ENSMUSG00000028124:ENSRNOG00000013409 GCLM gi|4504011|ref|NP_gi|4504011|ref|NP_002052.1| glutamate-cysteine ligase regulato 274 30727 6 0 o Q 26 0.008 X X X X X X X 0 1 1 0 1 1 1 11.31 8.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.13E-05 4.26E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.2 0.00014 1 3.5E-05 7.01E-05 Aldo/keto reductase family. This family includes a glutamate-cysteine ligase activity; ligase 2 2
2164 ENSG00000165916:ENSMUSG00000002102:ENSRNOG00000011414 PSMC3 gi|21361144|ref|NPgi|21361144|ref|NP_002795.2| proteasome 26S ATPase subunit 439 49204 5.2 0 o Q 0 0 1 1 0 1 1 1 3.87 0.00037 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.97 8E-05 X X X X X X X 0 2 0.000112 0.000175 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ABC (ATP-binding cassette) transporter nucleotide- cytoplasm; cytosol; nucleus [pmid ATP binding; hydrolase activity; 3 3
2165 ENSG00000120885:ENSMUSG00000022037:ENSRNOG00000016460 CLU gi|42716297|ref|NPgi|42716297|ref|NP_001822.2|;gi|42740907|ref|NP_976084.1| clusterin isoform 1 [Homo sapiens 501 57833 6.7 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.59 7.1E-05 X X X X X X X 0 1 1.76E-05 3.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.99 0.00015 1 3.83E-05 7.66E-05 CLUSTERIN alpha chain; smart00035 extracellular space [pmid 14718574] 2 4
2166 ENSG00000213463:ENSMUSG00000021139:ENSRNOG00000006399 SYNJ2BP gi|157388993|ref|Ngi|157388993|ref|NP_060843.2| synaptojanin 2 binding protein [Ho 145 15928 6.3 1 o117-139i Q 0 0 X X X X X X X 0 1 2 0 1 2 2 8.28 0.00032 X X X X X X X 0 1 1 0 1 1 1 19.31 0.00012 X X X X X X X 0 2 0.000111 0.000152 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2167 ENSG00000161267:ENSMUSG00000046598:ENSRNOG00000001736 BDH1 gi|44680136|ref|NPgi|44680136|ref|NP_976059.1| 3-hydroxybutyrate dehydrogenase 343 38157 9 0 o Q 50 0.197 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 12.83 0.00015 X X X X X X X 0 1 3.86E-05 7.72E-05 X X X X X X X 0 1 1 0 1 1 1 7.58 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.64E-05 3.27E-05 short chain dehydrogenase; PRK06182 mitochondrial matrix; mitochondrion 3-hydroxybutyrate dehydrogenase 3 4
2168 ENSG00000162300:ENSMUSG00000024792:NA ZFPL1 gi|33300635|ref|NPgi|33300635|ref|NP_006773.2| zinc finger protein-like 1 [Homo sa 310 34114 8.1 1 i265-287o Q 25 0 X X X X X X X 0 1 1 0 1 1 1 4.52 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.88E-05 3.76E-05 X X X X X X X 0 1 2 0 1 2 2 5.81 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.62E-05 7.24E-05 integral to membrane; membrane; nucleus DNA binding [pmid 9653652]; metal ion 2 3
2169 ENSG00000183735:ENSMUSG00000020115:ENSRNOG00000005528 TBK1 gi|7019547|ref|NP_gi|7019547|ref|NP_037386.1| TANK-binding kinase 1 [Homo sa 729 83642 6.8 0 o Q 22 0.448 X X X X X X X 0 2 4 0 2 4 4 5.21 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.2E-05 6.4E-05 X X X X X X X 0 2 3 0 2 3 3 5.21 9.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.31E-05 4.62E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 4 7
2170 ENSG00000187024:ENSMUSG00000053746:ENSRNOG00000022464 PTRH1 gi|50897284|ref|NPgi|50897284|ref|NP_001002913.1| peptidyl-tRNA hydrolase 1 homolo 214 22937 10.6 0 o Q 17 0.154 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 11.21 0.00021 X X X X X X X 0 1 3 0 1 3 3 15.89 0.00023 X X X X X X X 0 2 0.00011 0.000127 Peptidyl-tRNA hydrolase (PTH) is a monomeric aminoacyl-tRNA hydrolase activity; 2 5
2171 ENSG00000170854:ENSMUSG00000022724:ENSRNOG00000030053 MINA gi|110227621|ref|Ngi|110227621|ref|NP_694822.2|;gi|23346418|ref|NP_116167.3| MYC induced nuclear antigen isof 465 52800 6.7 0 o Q 42 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 5.81 0.00011 X X X X X X X 0 1 2.85E-05 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 4.3 0.00011 X X X X X X X 0 1 2.63E-05 5.26E-05 2 6
2172 ENSG00000071462:ENSMUSG00000005378:ENSRNOG00000033700 WBSCR22 gi|23199995|ref|NPgi|23199995|ref|NP_059998.2| Williams Beuren syndrome chrom 281 31880 8.7 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 2 4 4 14.23 0.00032 X X X X X X X 0 2 2 0 2 2 2 7.12 0.00012 X X X X X X X 0 2 0.000109 0.000151 Methyltransferase domain. Members of this family are nucleus methyltransferase activity [pmid 4 6
2173 ENSG00000170748:ENSMUSG00000073894:ENSRNOG00000021946 RBMXL2 gi|153252068|ref|Ngi|153252068|ref|NP_055284.3| testes-specific heterogenous nucl 392 42814 10.3 0 o Q 27 0 X X X X X X X 0 1 2 2 0 0 0 3.57 0 X X X X X X X 0 1 1 0 0 1 1 3.57 4.5E-05 X X X X X X X 0 1 1.13E-05 2.25E-05 X X X X X X X 0 3 5 4 1 1 3 7.65 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.29E-05 8.58E-05 5 8
2174 ENSG00000144893:ENSMUSG00000056476:ENSRNOG00000010680 MED12L gi|93277088|ref|NPgi|93277088|ref|NP_443728.3| mediator of RNA polymerase II tra 2145 240117 7.8 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.89 8.2E-06 X X X X X X X 0 1 2.06E-06 4.12E-06 1 1 0 1 1 1 0.79 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.17E-05 0.000103 receptor activity 2 2
2175 ENSG00000166166:ENSMUSG00000060950:ENSRNOG00000011398 C14orf172 gi|123173772|ref|Ngi|123173772|ref|NP_689520.2| tRNA(m1A58)-methyltransferase 289 31382 7.4 0 o Q 34 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.88 6.1E-05 X X X X X X X 0 1 1.53E-05 3.06E-05 X X X X X X X 0 1 2 0 1 2 2 5.88 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.88E-05 7.76E-05 2 3
2176 ENSG00000185515:ENSMUSG00000031201:NA BRCC3 gi|13236583|ref|NPgi|13236583|ref|NP_077308.1|;gi|64762484|ref|NP_001018065.1| BRCA1/BRCA2-containing compl 316 36072 5.9 0 o Q 19 0.039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.75 0.00011 X X X X X X X 0 1 2.79E-05 5.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 6.65 0.0001 X X X X X X X 0 1 2.58E-05 5.16E-05 JAB/MPN domain; Domain in Jun kinase activation nuclear ubiquitin ligase complex [pmid enzyme regulator activity [pmid 2 4
2177 ENSG00000114767:ENSMUSG00000041506:ENSRNOG00000012927 RRP9 gi|4759276|ref|NP_gi|4759276|ref|NP_004695.1| RNA, U3 small nucleolar interacti 475 51841 7.9 0 o Q 25 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 14.32 0.00011 X X X X X X X 0 1 2.79E-05 5.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.16 0.0001 X X X X X X X 0 1 2.58E-05 5.15E-05 WD40 domain, found in a number of eukaryotic nucleus; small nuclear ribonucleoprotein RNA binding 5 6
2178 ENSG00000137575:ENSMUSG00000028249:ENSRNOG00000009683 SDCBP gi|55749504|ref|NPgi|55749504|ref|NP_001007069.1|;gi|55749523|ref|NP_001007071.1|;gi|56243522|ref|NP_005616.2| syntenin isoform 2 [Homo sapiens 292 31762 7.5 1 o251-273i Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 7.88 6E-05 X X X X X X X 0 1 1.51E-05 3.02E-05 X X X X X X X 0 1 2 0 0 2 2 6.85 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.84E-05 7.68E-05 PDZ domain found in a variety of Eumetazoan adherens junction [pmid 11179419]; cytoskeletal adaptor activity [pmid 2 3
2179 ENSG00000174851:ENSMUSG00000024875:ENSRNOG00000020201 YIF1A gi|9994169|ref|NP_gi|9994169|ref|NP_065203.1| Yip1 interacting factor homolog [H 293 32008 9.1 5 i140-159o169-19Q 19 0.001 X X X X X X X 0 1 2 0 1 2 2 6.48 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.98E-05 7.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.83 5.6E-05 X X X X X X X 0 1 1.39E-05 2.78E-05 YIF1. YIF1 (Yip1 interacting factor) is an integral endoplasmic reticulum; integral to 2 3
2180 ENSG00000176102:ENSMUSG00000027176:ENSRNOG00000012089 CSTF3 gi|4557495|ref|NP_gi|4557495|ref|NP_001317.1| cleavage stimulation factor subun 717 82922 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 5 0 4 5 5 8.23 0.00012 X X X X X X X 0 1 3.08E-05 6.16E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 6.97 9.1E-05 X X X X X X X 0 1 2.28E-05 4.55E-05 HAT (Half-A-TPR) repeats; Present in several RNA- intracellular; nucleus [pmid 7984242] binding; RNA binding [pmid 1741396] 6 9
2181 ENSG00000148341:ENSMUSG00000026860:ENSRNOG00000017295 SH3GLB2 gi|9910352|ref|NP_gi|9910352|ref|NP_064530.1| SH3-domain GRB2-like endophili 395 43974 6 0 o Q 20 0.002 X X X X X X X 0 1 2 0 1 2 2 3.8 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.95E-05 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.54 9.7E-05 1 2.43E-05 4.86E-05 BAR domain; smart00721 cytoplasm protein binding [pmid 16518874] 2 3
2182 ENSG00000101158:ENSMUSG00000016253:NA TH1L gi|39812492|ref|NPgi|39812492|ref|NP_945327.1| TH1-like protein [Homo sapiens] 590 66247 5.1 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.05 3.8E-05 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 6.1 0.00039 2 0.000107 0.00019 TH1 protein. TH1 is a highly conserved but nucleus protein binding [pmid 12620389] 4 7
2183 ENSG00000169126:ENSMUSG00000061802:ENSRNOG00000018905 ARMC4 gi|31657114|ref|NPgi|31657114|ref|NP_060546.2| armadillo repeat containing 4 [Ho 1044 115679 7.8 0 o Q 22 0.009 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.96 0.00018 X X X X X X X 0 X X X X X X X 0 1 4.5E-05 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.92 3.7E-05 1 9.19E-06 1.84E-05 Armadillo/beta-catenin-like repeats; cd00020 binding 2 2
2184 ENSG00000136710:ENSMUSG00000042111:ENSRNOG00000013234 CCDC115 gi|21362050|ref|NPgi|21362050|ref|NP_115733.2| coiled-coil domain containing 115 180 19761 7 0 o Q 27 0.005 X X X X X X X 0 1 1 0 1 1 1 8.33 0.00013 X X X X X X X 0 1 3 0 1 3 3 11.67 0.00029 X X X X X X X 0 2 0.000106 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 4
2185 ENSG00000057663:ENSMUSG00000038160:ENSRNOG00000000322 ATG5 gi|4757798|ref|NP_gi|4757798|ref|NP_004840.1| APG5 autophagy 5-like [Homo sa 275 32447 5.8 0 o Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.91 0.00013 X X X X X X X 0 1 3.21E-05 6.42E-05 X X X X X X X 0 1 1 0 1 1 1 6.91 8.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.04E-05 4.08E-05 Autophagy protein Apg5. Apg5 is directly required for autophagic vacuole [pmid 15292400]; 2 3
2186 ENSG00000166734:ENSMUSG00000060227:ENSRNOG00000016357 CASC4 gi|29826289|ref|NPgi|29826289|ref|NP_612432.2|;gi|29826291|ref|NP_816929.1| cancer susceptibility candidate 4 436 49498 5.3 1 i13-35o S 30 0.663 X X X X X X X 0 1 2 0 0 2 2 4.82 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.67E-05 5.35E-05 X X X X X X X 0 1 2 0 0 2 2 4.82 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.15E-05 Chromosome segregation ATPases [Cell division and 2 4
2187 ENSG00000169359:ENSMUSG00000027822:ENSRNOG00000010023 SLC33A1 gi|4757708|ref|NP_gi|4757708|ref|NP_004724.1| acetyl-coenzyme A transporter [H 549 60909 7.3 11 i73-95o110-129i1Q 0 0 X X X X X X X 0 3 4 0 3 4 4 8.2 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.25E-05 8.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.19 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.02E-05 2.04E-05 muropeptide transporter; PRK11010 endoplasmic reticulum; endoplasmic acetyl-CoA transporter activity [pmid 4 5
2188 ENSG00000138061:ENSMUSG00000024087:ENSRNOG00000040287 CYP1B1 gi|4503203|ref|NP_gi|4503203|ref|NP_000095.1| cytochrome P450, family 1, subfa 543 60832 9 0 o S 32 0.554 X X X X X X X 0 1 2 0 1 2 2 4.24 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.15E-05 4.3E-05 X X X X X X X 0 2 3 0 2 3 3 8.66 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.1E-05 6.2E-05 Cytochrome P450. Cytochrome P450s are haem- endoplasmic reticulum; membrane; heme binding [pmid 9097971]; iron ion 3 5
2189 ENSG00000185475:ENSMUSG00000079437:ENSRNOG00000019341 TMEM179B gi|40786402|ref|NPgi|40786402|ref|NP_955369.1| transmembrane protein 179B [Ho 219 23550 7.9 3 i9-28o64-86i98-1S 27 0.998 X X X X X X X 0 1 1 0 1 1 1 7.31 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.66E-05 5.33E-05 X X X X X X X 0 1 1 0 1 1 1 7.31 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.56E-05 5.12E-05 2 2
2190 ENSG00000148290:ENSMUSG00000015790:NA SURF1 gi|4507319|ref|NP_gi|4507319|ref|NP_003163.1| surfeit 1 [Homo sapiens] 300 33331 9.6 0 o S 24 0.949 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9 5.9E-05 X X X X X X X 0 1 1.47E-05 2.94E-05 X X X X X X X 0 1 2 0 1 2 2 9 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.74E-05 7.48E-05 SURF1 family; pfam02104 integral to membrane; membrane; cytochrome-c oxidase activity [pmid 2 3
2191 ENSG00000137692:ENSMUSG00000032002:ENSRNOG00000008390 DCUN1D5 gi|14150015|ref|NPgi|14150015|ref|NP_115675.1| DCN1, defective in cullin neddylat 237 27508 5.6 0 o Q 22 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 11.39 9.5E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.28 0.00032 2 0.000105 0.000153 Domain of unknown function (DUF298). Members of 2 3
2192 ENSG00000110711:ENSMUSG00000024847:ENSRNOG00000022289 AIP gi|4502009|ref|NP_gi|4502009|ref|NP_003968.1| aryl hydrocarbon receptor interact 330 37664 6.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.27 0.00011 X X X X X X X 0 1 2.68E-05 5.35E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.15 9.9E-05 X X X X X X X 0 1 2.47E-05 4.95E-05 Tetratricopeptide repeat domain; typically contains 34 cytoplasm [pmid 8972861] binding; signal transducer activity [pmid 3 4
2193 ENSG00000178896:ENSMUSG00000034259:ENSRNOG00000012348 EXOSC4 gi|9506689|ref|NP_gi|9506689|ref|NP_061910.1| exosome component 4 [Homo sa 245 26383 6.5 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.94 7.2E-05 X X X X X X X 0 1 1.8E-05 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.71 0.00013 X X X X X X X 0 1 3.33E-05 6.66E-05 3' exoribonuclease family, domain 1. This family cytoplasm [pmid 11110791]; exosome 3'-5'-exoribonuclease activity [pmid 2 3
2194 ENSG00000149541:ENSMUSG00000071649:ENSRNOG00000019804 B3GAT3 gi|12408654|ref|NPgi|12408654|ref|NP_036332.2| beta-1,3-glucuronyltransferase 3 335 37122 8.3 1 i7-29o S 29 0.694 X X X X X X X 0 2 3 1 2 2 2 13.13 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.48E-05 6.96E-05 X X X X X X X 0 1 1 0 1 1 1 4.48 6.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.67E-05 3.35E-05 Beta1,3-glucuronyltransferase I (GlcAT-I) domain; Golgi membrane; integral to membrane galactosylgalactosylxylosylprotein 3-beta- 3 4
2195 ENSG00000101413:ENSMUSG00000027651:ENSRNOG00000012923 C20orf77 gi|11034845|ref|NPgi|109469130|ref|XP_230798.4|;gi|11034845|ref|NP_067038.1| Regulation of nuclear pre-mRNA 326 36900 6 0 o Q 38 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.6 5.4E-05 X X X X X X X 0 1 1.35E-05 2.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 9.51 0.00015 X X X X X X X 0 1 3.75E-05 7.51E-05 CID (CTD-Interacting Domain) domain family; CID is 3 4
2196 ENSG00000185862:ENSMUSG00000070354:ENSRNOG00000014125 EVI2B gi|148227044|ref|Ngi|148227044|ref|NP_006486.3| ecotropic viral integration site 2B 448 48666 4.8 1 i203-225o Q 19 0.175 X X X X X X X 0 1 2 0 1 2 2 3.13 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.6E-05 5.21E-05 X X X X X X X 0 1 2 0 1 2 2 3.35 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.5E-05 5.01E-05 2 4
2197 ENSG00000008513:ENSMUSG00000013846:ENSRNOG00000008209 ST3GAL1 gi|27765096|ref|NPgi|27765096|ref|NP_775479.1| sialyltransferase 4A [Homo sapien 340 39075 9.1 1 i12-34o S 32 0.744 X X X X X X X 0 2 2 0 2 2 2 9.71 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.43E-05 6.86E-05 X X X X X X X 0 1 1 0 1 1 1 5 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.65E-05 3.3E-05 Glycosyltransferase family 29 (sialyltransferase). integral to Golgi membrane; integral to beta-galactoside alpha-2,3- 3 3
2198 ENSG00000114021:ENSMUSG00000022751:ENSRNOG00000027797 NIT2 gi|9910460|ref|NP_gi|9910460|ref|NP_064587.1| nitrilase family, member 2 [Homo 276 30608 7.2 0 o Q 19 0.444 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.06 6.4E-05 X X X X X X X 0 1 1.6E-05 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.35 0.00014 1 3.48E-05 6.95E-05 Predicted amidohydrolase [General function hydrolase activity, acting on carbon- 2 2
2199 ENSG00000075303:ENSMUSG00000054099:ENSRNOG00000022837 SLC25A40 gi|46094065|ref|NPgi|46094065|ref|NP_061331.2| mitochondrial carrier family protei 338 38125 9.4 0 o Q 36 0.002 X X X X X X X 0 3 5 0 3 5 5 17.75 0.00035 X X X X X X X 0 1 1 0 1 1 1 4.14 5.2E-05 X X X X X X X 0 2 9.93E-05 0.000166 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial carrier protein; pfam00153 integral to membrane; membrane; binding 4 6
2200 ENSG00000167363:ENSMUSG00000025175:ENSRNOG00000036659 FN3K gi|11545906|ref|NPgi|11545906|ref|NP_071441.1| fructosamine 3 kinase [Homo sap 309 35171 7.6 0 o Q 31 0.032 X X X X X X X 0 1 1 0 1 1 1 7.77 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.89E-05 3.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.88 0.00012 1 3.11E-05 6.21E-05 Uncharacterized protein conserved in bacteria fructosamine-3-kinase activity [pmid 2 2
2201 ENSG00000070770:ENSMUSG00000046707:ENSRNOG00000011933 CSNK2A2 gi|4503097|ref|NP_gi|4503097|ref|NP_001887.1| casein kinase 2, alpha prime poly 350 41213 8.6 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 8.86 0.00015 X X X X X X X 0 1 3.79E-05 7.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4 4.7E-05 X X X X X X X 0 1 1.17E-05 2.33E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 3 4
2202 ENSG00000177646:ENSMUSG00000027710:ENSRNOG00000014178 ACAD9 gi|21361497|ref|NPgi|21361497|ref|NP_054768.2| acyl-Coenzyme A dehydrogenase 621 68760 8 0 o S 20 0.807 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 9.34 0.00017 X X X X X X X 0 1 4.27E-05 8.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.03 2.6E-05 X X X X X X X 0 1 6.57E-06 1.31E-05 Very long chain acyl-CoA dehydrogenase (VLCAD). mitochondrion acyl-CoA dehydrogenase activity; FAD 3 7
2203 ENSG00000196975:ENSMUSG00000029994:ENSRNOG00000018159 ANXA4 gi|4502105|ref|NP_gi|4502105|ref|NP_001144.1| annexin IV [Homo sapiens] 321 36085 6.1 0 o Q 16 0.001 X X X X X X X 0 2 2 0 2 2 2 8.1 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.63E-05 7.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.74 5.1E-05 X X X X X X X 0 1 1.27E-05 2.54E-05 Annexin. This family of annexins also includes giardin cytoplasm [pmid 16130169] calcium ion binding; calcium-dependent 3 3
2204 ENSG00000003402:ENSMUSG00000026031:ENSRNOG00000012473 CFLAR gi|21361769|ref|NPgi|21361769|ref|NP_003870.3| CASP8 and FADD-like apoptosis 480 55343 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.58 3.7E-05 X X X X X X X 0 1 9.2E-06 1.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.17 0.00016 1 4E-05 8E-05 Death effector domain. DED is part of a superfamily of caspase activity; protein binding [pmid 2 3
2205 ENSG00000158517:ENSMUSG00000015950:ENSRNOG00000001480 NCF1 gi|115298672|ref|Ngi|115298672|ref|NP_000256.3| neutrophil cytosolic factor 1 [Hom 390 44652 9.1 0 o Q 22 0 X X X X X X X 0 3 5 0 3 5 5 10.26 0.0003 X X X X X X X 0 1 2 0 1 2 2 2.31 9.1E-05 X X X X X X X 0 2 9.74E-05 0.000141 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 4 7
2206 ENSG00000133028:ENSMUSG00000069844:ENSRNOG00000028699 SCO1 gi|4759068|ref|NP_gi|4759068|ref|NP_004580.1| cytochrome oxidase deficient hom 301 33814 8.9 0 o Q 52 0.122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 5.65 0.00022 X X X X X X X 0 1 3 0 1 3 3 6.64 0.00016 X X X X X X X 0 2 9.66E-05 0.000114 SCO (an acronym for Synthesis of Cytochrome c mitochondrion [pmid 9878253] copper ion binding; metal ion binding 2 6
2207 ENSG00000067066:NA:NA SP100 gi|122939208|ref|Ngi|122939208|ref|NP_001073860.1| nuclear antigen Sp100 isoform 1 885 101575 7.4 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 6 0 4 6 6 8.59 0.00012 X X X X X X X 0 1 2.99E-05 5.99E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 8.25 7.4E-05 X X X X X X X 0 1 1.84E-05 3.69E-05 7 10
2208 ENSG00000116918:ENSMUSG00000056820:NA TSNAX gi|5174731|ref|NP_gi|5174731|ref|NP_005990.1| translin-associated factor X [Hom 290 33112 6.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 6.55 8E-05 X X X X X X X 0 1 5 0 1 5 5 6.55 0.0003 X X X X X X X 0 2 9.62E-05 0.000144 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Translin family. Members of this family include nucleus DNA binding [pmid 9013868]; protein 2 6
2209 ENSG00000102531:ENSMUSG00000033487:ENSRNOG00000014478 FNDC3A gi|118918395|ref|Ngi|118918395|ref|NP_001073141.1|;gi|118918397|ref|NP_055738.3| fibronectin type III domain contain 1198 131852 6.7 1 o1175-1197i Q 29 0.091 X X X X X X X 0 3 7 0 0 7 7 4.42 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.41E-05 6.81E-05 X X X X X X X 0 3 3 0 0 3 3 5.68 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.4E-05 2.81E-05 6 10
2210 ENSG00000053372:ENSMUSG00000028741:ENSRNOG00000037010 MRTO4 gi|18490987|ref|NPgi|18490987|ref|NP_057267.2| ribosomal protein P0-like protein [ 239 27560 8.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 6.28 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.44E-05 4.88E-05 X X X X X X X 0 1 1 0 1 1 1 4.6 9.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.35E-05 4.69E-05 Ribosomal protein L10 [Translation, ribosomal intracellular; nucleus 2 2
2211 ENSG00000157349:NA:ENSRNOG00000018033 DDX19B gi|6005743|ref|NP_gi|6005743|ref|NP_009173.1|;gi|8922886|ref|NP_060802.1| DEAD (Asp-Glu-Ala-As) box polyp 479 53927 6.3 0 o Q 18 0.003 X X X X X X X 0 1 2 0 0 2 2 2.51 9.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.43E-05 4.87E-05 X X X X X X X 0 1 2 0 0 2 2 3.97 9.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.34E-05 4.68E-05 Helicase superfamily c-terminal domain; associated cytoplasm [pmid 10428971]; nuclear pore ATP binding; ATP-dependent helicase 2 4
2212 ENSG00000164244:ENSMUSG00000024594:ENSRNOG00000016433 PRRC1 gi|18677735|ref|NPgi|18677735|ref|NP_570721.1| proline-rich coiled-coil 1 [Homo sa 445 46701 5.8 0 o Q 37 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.15 3.7E-05 2 4 0 2 4 4 6.52 0.00035 2 9.54E-05 0.000167 Inosine/xanthosine triphosphatase [Nucleotide 3 5
2213 ENSG00000160959:ENSMUSG00000033728:ENSRNOG00000016128 LRRC14 gi|7661860|ref|NP_gi|7661860|ref|NP_055480.1| leucine rich repeat containing 14 493 54513 6.9 0 o S 23 0.867 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.43 3.6E-05 X X X X X X X 0 1 8.96E-06 1.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.51 0.00016 1 3.89E-05 7.79E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 3 3
2214 ENSG00000125257:ENSMUSG00000032849:ENSRNOG00000010064 ABCC4 gi|157502201|ref|Ngi|157502201|ref|NP_005836.2|;gi|157502203|ref|NP_001098985.1| ATP-binding cassette, sub-family 1325 149526 8.2 11 i91-113o133-155Q 35 0 1 1 0 0 1 1 1.81 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.06E-05 6.12E-05 X X X X X X X 0 2 4 0 0 4 4 4.08 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.39E-05 3 5
2215 ENSG00000117009:ENSMUSG00000039783:ENSRNOG00000003709 KMO gi|4504891|ref|NP_gi|4504891|ref|NP_003670.1| kynurenine 3-monooxygenase [Ho 486 55757 8.9 2 o385-404i425-44Q 25 0.198 X X X X X X X 0 1 2 0 1 2 2 2.67 9.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.4E-05 4.8E-05 X X X X X X X 0 1 2 0 1 2 2 2.88 9.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.31E-05 4.62E-05 2-polyprenyl-6-methoxyphenol hydroxylase and integral to membrane; membrane; electron carrier activity [pmid 9237672]; 2 4
2216 ENSG00000065675:ENSMUSG00000026778:ENSRNOG00000019057 PRKCQ gi|5453976|ref|NP_gi|5453976|ref|NP_006248.1| protein kinase C, theta [Homo sap 706 81865 7.6 0 o Q 18 0.071 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.98 2.5E-05 X X X X X X X 0 1 6.26E-06 1.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.11 0.00016 1 4.08E-05 8.16E-05 Protein kinase C conserved region 1 (C1) . Cysteine- intracellular ATP binding; diacylglycerol binding; 3 4
2217 ENSG00000105648:NA:NA IFI30 gi|29150261|ref|NPgi|29150261|ref|NP_006323.2| interferon, gamma-inducible prote 250 27964 4.9 0 o S 27 1 X X X X X X X 0 1 1 0 1 1 1 15.2 9.3E-05 X X X X X X X 0 1 4 0 1 4 4 15.2 0.00028 X X X X X X X 0 2 9.4E-05 0.000133 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Gamma interferon inducible lysosomal thiol reductase extracellular region [pmid 3136170]; oxidoreductase activity 2 5
2218 ENSG00000162191:ENSMUSG00000071655:ENSRNOG00000019666 SAKS1 gi|21361517|ref|NPgi|21361517|ref|NP_056937.2| SAPK substrate protein 1 [Homo 312 35107 5.3 0 o Q 21 0.037 X X X X X X X 0 1 2 0 1 2 2 6.09 0.00015 X X X X X X X 0 2 4 0 2 4 4 18.59 0.00023 X X X X X X X 0 2 9.4E-05 0.000113 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SAKS1 (SAPK-substrate-1), also known as Y33K, is a cytoplasm [pmid 10942595] 3 6
2219 ENSG00000166200:ENSMUSG00000027206:ENSRNOG00000008744 COPS2 gi|4759264|ref|NP_gi|4759264|ref|NP_004227.1| COP9 constitutive photomorphog 443 51597 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.39 4E-05 X X X X X X X 0 1 9.97E-06 1.99E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.64 0.00015 X X X X X X X 0 1 3.68E-05 7.37E-05 26S proteasome regulatory complex component cytoplasm [pmid 9535219]; nucleus; protein binding [pmid 9535219]; signal 2 5
2220 ENSG00000142046:ENSMUSG00000060376:ENSRNOG00000020607 BCKDHA gi|11386135|ref|NPgi|11386135|ref|NP_000700.1| branched chain keto acid dehydro 445 50471 8.3 0 o S 33 0.987 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.39 4E-05 X X X X X X X 0 1 9.92E-06 1.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 3.6 0.00015 X X X X X X X 0 1 3.67E-05 7.33E-05 Thiamine pyrophosphate (TPP) family, E1 of alpha-ketoglutarate dehydrogenase complex 3-methyl-2-oxobutanoate 2 5
2221 ENSG00000168884:ENSMUSG00000059866:ENSRNOG00000013805 TNIP2 gi|34147370|ref|NPgi|34147370|ref|NP_077285.2| A20-binding inhibitor of NF-kappa 429 48728 6.4 0 o Q 30 0.019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.13 8.2E-05 X X X X X X X 0 1 2.06E-05 4.12E-05 X X X X X X X 0 1 2 0 1 2 2 5.13 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.61E-05 5.23E-05 Chromosome segregation ATPases [Cell division and 2 4
2222 ENSG00000063241:ENSMUSG00000052605:ENSRNOG00000016829 ISOC2 gi|13376007|ref|NPgi|13376007|ref|NP_078986.1| isochorismatase domain containin 221 24097 7.8 0 o Q 25 0.063 X X X X X X X 0 1 2 0 1 2 2 14.93 0.00021 X X X X X X X 0 1 2 0 1 2 2 14.93 0.00016 X X X X X X X 0 2 9.27E-05 0.000109 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 YcaC related amidohydrolases; E.coli YcaC is an catalytic activity; protein binding [pmid 2 4
2223 ENSG00000136271:ENSMUSG00000004393:ENSRNOG00000004670 DDX56 gi|9506931|ref|NP_gi|9506931|ref|NP_061955.1| DEAD (Asp-Glu-Ala-Asp) box poly 547 61590 9.3 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.74 6.5E-05 X X X X X X X 0 1 1.61E-05 3.23E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 2.38 0.00012 X X X X X X X 0 1 2.98E-05 5.97E-05 Helicase superfamily c-terminal domain; associated nucleolus [pmid 10749921]; nucleus ATP binding; ATP-dependent RNA 2 6
2224 ENSG00000087157:ENSMUSG00000017715:ENSRNOG00000002949 PGS1 gi|84508631|ref|NPgi|84508631|ref|NP_077733.3| phosphatidylglycerophosphate sy 556 62730 8.9 0 o S 64 0.962 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 4 0 1 4 4 1.8 0.00016 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.96 0.00021 2 9.21E-05 0.000108 Phospholipase D. Active site motifs; The PLD endoplasmic reticulum [pmid 11256614]; catalytic activity; CDP-diacylglycerol- 3 7
2225 ENSG00000197498:ENSMUSG00000038510:ENSRNOG00000006321 BXDC1 gi|39930469|ref|NPgi|39930469|ref|NP_115570.1| brix domain containing 1 [Homo s 306 35583 10 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 5.56 7.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.91E-05 3.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.56 0.00011 X X X X X X X 0 1 2.67E-05 5.33E-05 Uncharacterized conserved protein [Function nucleus 2 3
2226 ENSG00000111716:ENSMUSG00000030246:ENSRNOG00000013000 LDHB gi|4557032|ref|NP_gi|4557032|ref|NP_002291.1| lactate dehydrogenase B [Homo s 334 36639 6.1 0 o Q 47 0 X X X X X X X 0 1 1 0 1 1 1 5.99 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.75E-05 3.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.69 0.00011 1 2.87E-05 5.75E-05 L-lactate dehydrogenases (LDH); member of the cytoplasm [pmid 16130169] L-lactate dehydrogenase activity [pmid 2 2
2227 ENSG00000116954:ENSMUSG00000028646:ENSRNOG00000017426 RRAGC gi|11995472|ref|NPgi|11995472|ref|NP_071440.1| Ras-related GTP binding C [Homo 399 44224 5.1 0 o Q 22 0 X X X X X X X 0 1 1 0 1 1 1 5.76 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.46E-05 2.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.51 0.00012 X X X X X X X 0 1 3.07E-05 6.14E-05 Gtr1/RagA G protein conserved region. GTR1 was first cytoplasm [pmid 11073942]; nucleus [pmid GDP binding [pmid 11073942]; GTP 2 4
2228 ENSG00000124333:ENSMUSG00000051412:ENSRNOG00000008372 SYBL1 gi|5032137|ref|NP_gi|5032137|ref|NP_005629.1| vesicle-associated membrane pro 220 24935 8.6 1 o190-212i S 17 0.677 X X X X X X X 0 1 1 0 1 1 1 7.73 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.65E-05 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10 7.4E-05 X X X X X X X 0 1 1.85E-05 3.71E-05 Synaptobrevin/VAMP-like protein [Intracellular endoplasmic reticulum; integral to protein binding [pmid 16354670] 2 2
2229 ENSG00000148334:ENSMUSG00000026820:ENSRNOG00000014050 PTGES2 gi|13376617|ref|NPgi|13376617|ref|NP_079348.1| prostaglandin E synthase 2 isofor 377 41943 9.2 0 o S 51 0.757 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.04 9.4E-05 X X X X X X X 0 1 2.34E-05 4.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.16 8.7E-05 X X X X X X X 0 1 2.16E-05 4.33E-05 GST_N family; microsomal Prostaglandin E synthase integral to membrane; membrane; electron carrier activity; isomerase 2 4
2230 ENSG00000114030:ENSMUSG00000022905:ENSRNOG00000000399 KPNA1 gi|88758611|ref|NPgi|88758611|ref|NP_002255.2| karyopherin alpha 1 [Homo sapie 538 60249 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 4 1 3 3 3.333 14.5 0.00011 X X X X X X X 0 1 2.74E-05 5.47E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.35 7.1E-05 1 1.78E-05 3.57E-05 Importin beta binding domain. This family consists of cytoplasm [pmid 7754385]; nuclear pore nuclear localization sequence binding 5 5
2231 ENSG00000142409:ENSMUSG00000046792:ENSRNOG00000015456 ZNF787 gi|152963637|ref|Ngi|152963637|ref|NP_001002836.2| zinc finger protein 787 [Homo sap 382 40428 8 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 3.14 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.05E-05 6.11E-05 X X X X X X X 0 1 1 0 1 1 1 3.4 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.47E-05 2.94E-05 2 3
2232 ENSG00000167114:ENSMUSG00000059316:ENSRNOG00000014369 SLC27A4 gi|40807357|ref|NPgi|40807357|ref|NP_005085.2| solute carrier family 27 (fatty acid 643 72064 8.5 2 o20-42i139-156oS 38 0.824 X X X X X X X 0 2 4 0 2 4 4 3.73 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.63E-05 7.25E-05 X X X X X X X 0 1 1 0 1 1 1 1.87 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.72E-06 1.74E-05 acyl-CoA synthase; PRK07867 integral to membrane; membrane catalytic activity; ligase activity; 3 5
2233 ENSG00000109113:ENSMUSG00000002059:ENSRNOG00000023375 RAB34 gi|31543537|ref|NPgi|31543537|ref|NP_114140.2| RAB39 [Homo sapiens] 259 29058 7.9 0 o Q 25 0 X X X X X X X 0 1 1 0 1 1 1 7.72 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.25E-05 4.5E-05 X X X X X X X 0 1 1 0 1 1 1 5.02 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.17E-05 4.33E-05 Rab34/Rab36 subfamily. Rab34, found primarily in the membrane GTP binding; nucleotide binding 2 2
2234 ENSG00000071894:ENSMUSG00000034022:ENSRNOG00000030705 CPSF1 gi|56676371|ref|NPgi|56676371|ref|NP_037423.2| cleavage and polyadenylation spe 1443 160883 6.4 0 o Q 34 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 5 8 0 5 8 8 6.03 9.8E-05 X X X X X X X 0 1 2.45E-05 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.08 8E-05 1 2E-05 3.99E-05 CPSF A subunit region. This family includes a region mRNA cleavage and polyadenylation mRNA 3'-UTR binding [pmid 7590244]; 7 11
2235 ENSG00000089060:ENSMUSG00000032754:ENSRNOG00000001383 SLC24A6 gi|39995086|ref|NPgi|39995086|ref|NP_079235.2| solute carrier family 24 member 6 584 64232 8 13 o96-118i139-161S 30 1 X X X X X X X 0 1 1 0 1 1 1 4.11 4E-05 1 1 0 1 1 1 2.57 0.00032 X X X X X X X 0 X X X X X X X 0 2 9.04E-05 0.000155 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sodium/calcium exchanger protein. This is a family of integral to membrane; membrane antiporter activity; calcium ion binding; 2 2
2236 ENSG00000131966:ENSMUSG00000021076:ENSRNOG00000022991 ACTR10 gi|8923712|ref|NP_gi|8923712|ref|NP_060947.1| uncharacterized hypothalamus pr 417 46307 7.4 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.36 7.8E-05 2 3 0 2 3 3 5.28 0.00028 2 8.86E-05 0.00013 Actin; An ubiquitous protein involved in the formation cytoskeleton protein binding; structural molecule 3 5
2237 ENSG00000091542:ENSMUSG00000042650:ENSRNOG00000028341 ALKBH5 gi|148539642|ref|Ngi|148539642|ref|NP_060228.3| alkB, alkylation repair homolog 5 394 44256 9.1 0 o S 49 0.953 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.81 0.00013 X X X X X X X 0 1 3.36E-05 6.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.35 4.1E-05 X X X X X X X 0 1 1.04E-05 2.07E-05 2 4
2238 ENSG00000116701:ENSMUSG00000026480:ENSRNOG00000028016 NCF2 gi|67189970|ref|NPgi|67189970|ref|NP_000424.2| neutrophil cytosolic factor 2 [Hom 526 59762 6.2 0 o Q 17 0.183 1 1 0 1 1 1 4.56 0.00031 1 1 0 1 1 1 4.56 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8.82E-05 0.000148 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tetratricopeptide repeat domain; typically contains 34 cytosol; soluble fraction binding; electron carrier activity [pmid 2 2
2239 ENSG00000163840:ENSMUSG00000049502:ENSRNOG00000023400 DTX3L gi|19923717|ref|NPgi|19923717|ref|NP_612144.1| deltex 3-like [Homo sapiens] 740 83554 8.1 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 7.7 7.2E-05 X X X X X X X 0 1 1.79E-05 3.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.05 0.0001 1 2.59E-05 5.19E-05 RING-finger (Really Interesting New Gene) domain, a metal ion binding; protein binding; zinc 5 5
2240 ENSG00000101898:ENSMUSG00000000355:ENSRNOG00000002563 MCTS1 gi|169217217|ref|Xgi|169217217|ref|XP_001715155.1|;gi|7662502|ref|NP_054779.1| PREDICTED: similar to Malignant 156 17485 8.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 10.26 0.0001 1 1 0 0 1 1 12.82 0.00025 2 8.77E-05 0.000117 2 2
2241 ENSG00000076248:ENSMUSG00000029591:ENSRNOG00000000692 UNG gi|19718751|ref|NPgi|19718751|ref|NP_550433.1|;gi|6224979|ref|NP_003353.1|uracil-DNA glycosylase isoform U 313 34645 9.3 0 o Q 17 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.11 0.0001 2 2 0 0 2 2 11.82 0.00025 2 8.74E-05 0.000116 uracil-DNA glycosylase; PRK05254 mitochondrion; nucleus [pmid 9016624] hydrolase activity, acting on glycosyl 3 4
2242 ENSG00000212869:ENSMUSG00000064368:ENSRNOG00000029042 MT-ND6 gi|17981864|ref|NPgi|17981864|ref|NP_536854.1| NADH dehydrogenase subunit 6 [ 174 18622 4.2 6 i2-21o26-48i55-7A 16 0.315 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 8.05 0.00013 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.9 0.00022 2 8.74E-05 0.000108 2 2
2243 ENSG00000124406:ENSMUSG00000037685:ENSRNOG00000034200 ATP8A1 gi|157649069|ref|Ngi|157649069|ref|NP_001098999.1|;gi|17978471|ref|NP_006086.1| ATPase, aminophospholipid trans 1149 129723 7.3 8 i298-320o340-36Q 0 0 1 1 0 0 1 1 1.48 0.00014 4 10 0 0 10 10 4.7 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8.6E-05 0.000103 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 5 11
2244 ENSG00000148824:ENSMUSG00000039018:ENSRNOG00000018860 MTG1 gi|93277113|ref|NPgi|93277113|ref|NP_612393.2| GTP_binding protein [Homo sapie 334 37237 9.5 0 o Q 15 0.138 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 11.98 0.00011 X X X X X X X 0 1 2.64E-05 5.29E-05 X X X X X X X 0 1 1 0 1 1 1 5.69 6.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.68E-05 3.36E-05 YlqF. Proteins of the YlqF family contain all sequence intracellular GTP binding 3 3
2245 ENSG00000128050:ENSMUSG00000029247:ENSRNOG00000024469 PAICS gi|119220557|ref|Ngi|119220557|ref|NP_001072992.1| phosphoribosylaminoimidazole ca 425 47079 7.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.53 8.3E-05 X X X X X X X 0 1 2.08E-05 4.16E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.29 9E-05 1 2.26E-05 4.52E-05 2 3
2246 ENSG00000136802:ENSMUSG00000007476:ENSRNOG00000025296 LRRC8A gi|62241040|ref|NPgi|62241040|ref|NP_062540.2| leucine-rich repeat-containing 8 [H 810 94199 7.9 4 o26-45i124-146oA 47 0.002 X X X X X X X 0 2 5 0 2 5 5 6.42 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.6E-05 7.2E-05 X X X X X X X 0 1 1 0 0 1 1 1.48 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.92E-06 1.38E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor integral to membrane; membrane transferase activity 3 6
2247 ENSG00000152700:ENSMUSG00000020386:ENSRNOG00000004820 SAR1B gi|75709204|ref|NPgi|75709204|ref|NP_001028675.1| SAR1a gene homolog 2 [Homo sa 198 22410 6.1 0 o Q 18 0.004 X X X X X X X 0 1 2 0 0 2 2 5.56 0.00024 X X X X X X X 0 2 2 1 1 1 1.2 19.19 0.00011 X X X X X X X 0 2 8.57E-05 0.000112 X X X X X X X 0 1 1 1 0 0 0 5.56 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sar1 subfamily. Sar1 is an essential component of endoplasmic reticulum; intracellular; GTP binding; magnesium ion binding; 4 5
2248 ENSG00000085117:ENSMUSG00000027215:ENSRNOG00000000047 CD82 gi|4504813|ref|NP_gi|4504813|ref|NP_002222.1|;gi|67782354|ref|NP_001020015.1| CD82 antigen isoform 1 [Homo sa 267 29626 5.2 4 i13-35o55-77i84-A 30 0.136 X X X X X X X 0 1 1 0 0 1 1 4.49 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.18E-05 4.37E-05 X X X X X X X 0 1 1 0 0 1 1 5.99 8.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.1E-05 4.2E-05 Tetraspanin, extracellular domain or large extracellular integral to membrane; integral to plasma protein binding [pmid 15205336] 2 2
2249 ENSG00000141858:ENSMUSG00000079003:ENSRNOG00000005257 SAMD1 gi|39930517|ref|NPgi|39930517|ref|NP_612361.1| sterile alpha motif domain contain 538 56052 7.6 0 o S 27 0.982 X X X X X X X 0 2 3 0 2 3 3 3.72 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.25E-05 6.5E-05 X X X X X X X 0 1 1 0 1 1 1 1.86 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.04E-05 2.09E-05 Sterile alpha motif.; Widespread domain in signalling 3 4
2250 ENSG00000145882:ENSMUSG00000024579:ENSRNOG00000019643 PCYOX1L gi|31543181|ref|NPgi|31543181|ref|NP_076933.2| prenylcysteine oxidase 1 like [Hom 494 54673 7.3 0 o S 23 1 X X X X X X X 0 1 2 0 1 2 2 2.23 9.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.36E-05 4.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.64 7.8E-05 1 1.94E-05 3.89E-05 Prenylcysteine lyase. This family contains oxidoreductase activity 2 3
2251 ENSG00000100296:ENSMUSG00000034274:ENSRNOG00000008456 THOC5 gi|50959115|ref|NPgi|50959115|ref|NP_001002879.1| THO complex 5 [Homo sapiens] 683 78508 6.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.22 2.6E-05 X X X X X X X 0 1 6.47E-06 1.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 2.34 0.00014 X X X X X X X 0 1 3.58E-05 7.17E-05 RecF/RecN/SMC N terminal domain. This domain is 2 7
2252 ENSG00000106125:ENSMUSG00000004655:ENSRNOG00000011648 AQP1 gi|37694062|ref|NPgi|37694062|ref|NP_932766.1| aquaporin 1 [Homo sapiens] 269 28526 7.4 6 i13-35o65-87i94-S 35 0.967 X X X X X X X 0 1 1 0 1 1 1 7.43 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.17E-05 4.34E-05 X X X X X X X 0 1 1 0 1 1 1 7.43 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.09E-05 4.17E-05 Major intrinsic protein (MIP) superfamily. Members of integral to membrane; integral to plasma porin activity; transporter activity; water 2 2
2253 ENSG00000116747:ENSMUSG00000018199:ENSRNOG00000003434 TROVE2 gi|108796056|ref|Ngi|108796056|ref|NP_001035828.1|;gi|31377800|ref|NP_004591.2| TROVE domain family, member 2 525 59270 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 0 5 5 5.14 0.00021 X X X X X X X 0 1 4 0 0 4 4 2.86 0.00012 X X X X X X X 0 2 8.45E-05 0.000104 3 9
2254 ENSG00000170088:ENSMUSG00000025521:ENSRNOG00000030199 TMEM192 gi|154240704|ref|Ngi|154240704|ref|NP_001093859.1| transmembrane protein 192 [Hom 271 30922 8 4 i48-70o92-114i13A 0 0 X X X X X X X 0 1 1 0 1 1 1 5.54 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.15E-05 4.3E-05 X X X X X X X 0 1 1 0 1 1 1 5.9 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.07E-05 4.14E-05 2 2
2255 ENSG00000197070:ENSMUSG00000026972:ENSRNOG00000007622 ARRDC1 gi|22748653|ref|NPgi|22748653|ref|NP_689498.1| arrestin domain containing 1 [Hom 433 45981 7 0 o Q 15 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.93 8.2E-05 X X X X X X X 0 1 2.04E-05 4.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.16 8.9E-05 1 2.22E-05 4.43E-05 Arrestin (or S-antigen), N-terminal domain. Ig-like beta- 2 3
2256 ENSG00000138663:ENSMUSG00000035297:ENSRNOG00000023650 COPS4 gi|38373690|ref|NPgi|38373690|ref|NP_057213.2| COP9 signalosome subunit 4 [Ho 406 46269 5.8 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.19 8.7E-05 X X X X X X X 0 1 2.18E-05 4.35E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.88 8E-05 X X X X X X X 0 1 2.01E-05 4.02E-05 26S proteasome regulatory complex component nucleus; signalosome complex protein binding [pmid 16189514] 3 4
2257 ENSG00000138433:ENSMUSG00000041777:NA CIR gi|40068059|ref|NPgi|40068059|ref|NP_004873.3| CBF1 interacting corepressor [Ho 450 52313 9.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.89 0.00012 X X X X X X X 0 1 2.94E-05 5.89E-05 X X X X X X X 0 1 1 0 1 1 1 2.89 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.25E-05 2.49E-05 histone deacetylase complex [pmid protein binding [pmid 9874765] [pmid 3 4
2258 ENSG00000144567:ENSMUSG00000049339:ENSRNOG00000018586 FAM134A gi|31543176|ref|NPgi|31543176|ref|NP_077269.2| hypothetical protein LOC79137 [H 543 57789 4.5 1 o203-225i S 36 0.93 X X X X X X X 0 1 1 0 1 1 1 6.63 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.07E-05 2.15E-05 X X X X X X X 0 1 3 0 1 3 3 6.63 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.1E-05 6.2E-05 integral to membrane; membrane 2 4
2259 ENSG00000161011:ENSMUSG00000015837:ENSRNOG00000003147 SQSTM1 gi|4505571|ref|NP_gi|4505571|ref|NP_003891.1| sequestosome 1 [Homo sapiens] 440 47687 5.2 0 o Q 17 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.09 8E-05 X X X X X X X 0 1 2.01E-05 4.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.95 8.7E-05 1 2.18E-05 4.36E-05 Zinc finger, ZZ type. Zinc finger present in Drosophila cytosol [pmid 8650207] [pmid 8650207]; metal ion binding; protein binding [pmid 2 3
2260 ENSG00000005194:ENSMUSG00000031781:ENSRNOG00000016234 CIAPIN1 gi|89274169|ref|NPgi|89274169|ref|NP_064709.2| cytokine induced apoptosis inhibit 312 33582 5.6 0 o Q 25 0.038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.37 0.00011 X X X X X X X 0 1 2.83E-05 5.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.77 5.2E-05 X X X X X X X 0 1 1.31E-05 2.62E-05 Anamorsin family. This family contains several cytoplasm [pmid 14970183] 2 3
2261 ENSG00000116062:ENSMUSG00000005370:ENSRNOG00000016134 MSH6 gi|4504191|ref|NP_gi|4504191|ref|NP_000170.1| mutS homolog 6 [Homo sapiens] 1360 152785 6.9 0 o Q 21 0.029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.88 2.6E-05 X X X X X X X 0 1 6.49E-06 1.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 2.65 0.00014 1 3.53E-05 7.06E-05 MutS6 homolog in eukaryotes. The MutS protein nucleus [pmid 8942985] ATP binding; damaged DNA binding 3 7
2262 ENSG00000166881:ENSMUSG00000040195:NA TMEM194A gi|58037093|ref|NPgi|58037093|ref|NP_056072.1| transmembrane protein 194 [Hom 371 41999 6.2 4 i112-134o144-16S 44 0.972 X X X X X X X 0 1 1 0 0 1 1 1.89 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.57E-05 3.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.28 0.0001 1 2.59E-05 5.17E-05 integral to membrane; membrane 2 2
2263 ENSG00000116649:ENSMUSG00000006442:ENSRNOG00000011078 SRM gi|63253298|ref|NPgi|63253298|ref|NP_003123.2| spermidine synthase [Homo sapie 302 33825 5.5 0 o Q 35 0.001 X X X X X X X 0 1 2 0 1 2 2 4.64 0.00015 X X X X X X X 0 2 3 0 2 3 3 11.59 0.00018 X X X X X X X 0 2 8.25E-05 9.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Spermine/spermidine synthase. Spermine and spermidine synthase activity [pmid 3 5
2264 ENSG00000204420:ENSMUSG00000073414:ENSRNOG00000026936 C6orf25 gi|19913375|ref|NPgi|19913375|ref|NP_612116.1| G6B protein isoform G6b-B precu 241 26163 9.6 1 o143-165i S 18 0.999 X X X X X X X 0 1 1 0 1 1 1 3.73 9.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.42E-05 4.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 12.86 6.8E-05 X X X X X X X 0 1 1.69E-05 3.39E-05 endoplasmic reticulum; integral to receptor activity 2 2
2265 ENSG00000070961:ENSMUSG00000019943:ENSRNOG00000004026 ATP2B1 gi|48255945|ref|NPgi|48255945|ref|NP_001673.2|;gi|48255947|ref|NP_001001323.1| plasma membrane calcium ATPa 1220 134685 5.9 7 o377-399i419-44Q 0 0 X X X X X X X 0 6 9 8 0 1 1.4 8.77 2.7E-05 1 2 0 0 2 2 1.39 0.00031 1 1 1 0 0 0 1.48 0 X X X X X X X 0 2 8.37E-05 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 haloacid dehalogenase-like hydrolase. This family are integral to plasma membrane [pmid ATP binding; calcium ion binding; 8 12
2266 ENSG00000115073:ENSMUSG00000037351:ENSRNOG00000016789 ACTR1B gi|11342680|ref|NPgi|11342680|ref|NP_005726.1| ARP1 actin-related protein 1 hom 376 42293 6.4 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 7.98 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 2 1 1 1.5 23.94 9E-05 X X X X X X X 0 X X X X X X X 0 4 4 2 1 2 2.34 19.15 0.00024 2 8.21E-05 0.000113 Actin; An ubiquitous protein involved in the formation actin filament; cytoplasm [pmid 11256614]; ATP binding; nucleotide binding; protein 7 8
2267 ENSG00000102974:ENSMUSG00000005698:ENSRNOG00000017674 CTCF gi|5729790|ref|NP_gi|5729790|ref|NP_006556.1| CCCTC-binding factor [Homo sap 727 82785 7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.1 7.3E-05 X X X X X X X 0 1 1.82E-05 3.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.58 9E-05 X X X X X X X 0 1 2.24E-05 4.49E-05 Bacterial Peptidase A24 N-terminal domain. This intracellular; nucleus [pmid 9407128] metal ion binding; nucleic acid binding; 3 7

9



Korfali_S2B

rk ORTHO_GROUP GENE_NAME Locus Proteins In Group Description Length MW pI PredHel
TMHMM_Topol
ogy

SIGNALP
_HMM_ 
TYPE (S= 
signal; 
A= 
Anchor; 
Q= none)

SIGNALP
_HMM_P
OS

SIGNALP
_HMM_S
PROB

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
P

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
S

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
sS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
uDP

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
uS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
dS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
CNBr
Ti_1_
SC

HsNaOH-
NE_NT_l
ymphocy
tes_CNB
rTi_1_dN
SAF

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
P

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
S

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
sS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
uDP

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
uS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
dS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
Ti_1_
SC

HsNaOH-
NE_NT_l
ymphocy
tes_Ti_1
_dNSAF

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_P

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_S

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_sS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_uDP

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_uS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_dS

HsNa
OH-
NE_N
T_lym
phoc
ytes_
PK_1
_SC

HsNaOH-
NE_NT_l
ymphocy
tes_PK_
1_dNSA
F

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
P

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
S

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
sS

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
uDP

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
uS

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
dS

HsSD-
NE_N
T_lym
phoc
ytes_
Ti_1_
SC

HsSD-
NE_NT_l
ymphocy
tes_Ti_1
_dNSAF

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_P

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_S

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_sS

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_uDP

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_uS

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_dS

HsSD-
NE_N
T_lym
phoc
ytes_
PK_1
_SC

HsSD-
NE_NT_l
ymphocy
tes_PK_
1_dNSA
F

NT-bNEs 
Detected 
# Out of 5

NT-bNEs 
dNSAF 
AVG

NT-bNEs 
dNSAF 
SDV

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_P

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_S

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_sS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_uDP

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_uS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_dS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_CNB
rTi_1
_SC

HsNaOH-
NE_PHA
_lympho
cytes_C
NBrTi_1
_dNSAF

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_P

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_S

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_sS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_uDP

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_uS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_dS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_Ti_1
_SC

HsNaOH-
NE_PHA
_lympho
cytes_Ti
_1_dNSA
F

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_P

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_S

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_sS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_uD
P

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_uS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_dS

HsNa
OH-
NE_P
HA_ly
mpho
cytes
_PK_
1_SC

HsNaOH-
NE_PHA
_lympho
cytes_P
K_1_dN
SAF

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_P

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_S

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_sS

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_uDP

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_uS

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_dS

HsSD-
NE_P
HA_ly
mpho
cytes
_Ti_1
_SC

HsSD-
NE_PHA
_lympho
cytes_Ti
_1_dNSA
F

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_P

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_S

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_sS

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_uD
P

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_uS

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_dS

HsSD-
NE_P
HA_ly
mpho
cytes
_PK_
1_SC

HsSD-
NE_PHA
_lympho
cytes_P
K_1_dN
SAF

PHA-
bNEs 
Detected 
# Out of 5

PHA-
bNEs 
dNSAF 
AVG

PHA-
bNEs 
dNSAF 
SDV Region_Note GO_Component GO_Function Total_P Total_S

PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

2268 ENSG00000069998:ENSMUSG00000058979:ENSRNOG00000011338 CECR5 gi|14861834|ref|NPgi|14861834|ref|NP_149061.1|;gi|21914862|ref|NP_060299.4| cat eye syndrome chromosome re 423 46321 8.1 0 o S 16 0.994 X X X X X X X 0 2 2 0 0 2 2 12.06 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.76E-05 5.51E-05 X X X X X X X 0 1 1 0 0 1 1 6.38 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.65E-05 Predicted sugar phosphatases of the HAD hydrolase activity 3 3
2269 ENSG00000170004:ENSMUSG00000018474:ENSRNOG00000009722 CHD3 gi|52630322|ref|NPgi|52630322|ref|NP_005843.2|;gi|52630324|ref|NP_001005271.1|;gi|52630326|ref|NP_001005273.1| chromodomain helicase DNA bind 1966 222859 7.5 0 o Q 14 0.005 X X X X X X X 0 3 8 8 0 0 0 2.29 0 X X X X X X X 0 2 3 2 0 1 3 2.8 2.7E-05 X X X X X X X 0 1 6.74E-06 1.35E-05 X X X X X X X 0 3 4 4 0 0 0 2.44 0 X X X X X X X 0 2 3 3 0 0 0 1.37 0 10 49 48 0 1 7 3.26 0.00014 1 3.42E-05 6.83E-05 Helicase superfamily c-terminal domain; associated chromatin; nucleus ATP binding; ATP-dependent DNA 20 67
2270 ENSG00000100227:ENSMUSG00000041815:ENSRNOG00000022877 POLDIP3 gi|29837655|ref|NPgi|29837655|ref|NP_115687.2|;gi|30089919|ref|NP_835237.1| DNA polymerase delta interacting 421 46089 10 0 o Q 48 0 X X X X X X X 0 1 1 0 0 1 1 2.61 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.39E-05 2.77E-05 X X X X X X X 0 2 2 0 0 2 2 9.03 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.66E-05 5.33E-05 RNA-binding proteins (RRM domain) [General nucleus nucleotide binding; RNA binding 3 3
2271 ENSG00000101986:NA:NA ABCD1 gi|7262393|ref|NP_gi|7262393|ref|NP_000024.2| ATP-binding cassette, sub-family 745 82937 8.9 0 o S 35 0.952 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 4 10 0 4 10 10 11.68 0.0003 X X X X X X X 0 1 1 0 1 1 1 3.09 2.2E-05 X X X X X X X 0 2 8.08E-05 0.000147 ABC transporter transmembrane region 2. This integral to membrane; integral to ATP binding; ATPase activity; ATPase 5 11
2272 ENSG00000007168:ENSMUSG00000020745:ENSRNOG00000002755 PAFAH1B1 gi|4557741|ref|NP_gi|4557741|ref|NP_000421.1| platelet-activating factor acetylhyd 410 46638 7.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.93 4.3E-05 X X X X X X X 0 1 1.08E-05 2.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 11.46 0.00012 X X X X X X X 0 1 2.99E-05 5.97E-05 WD40 domain, found in a number of eukaryotic astral microtubule [pmid 11940666]; cell dynein binding [pmid 11889140] 4 4
2273 ENSG00000130830:ENSMUSG00000031402:NA MPP1 gi|4505237|ref|NP_gi|4505237|ref|NP_002427.1| palmitoylated membrane protein 1 466 52297 7.4 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.01 0.00011 X X X X X X X 0 1 2.84E-05 5.69E-05 X X X X X X X 0 1 1 0 1 1 1 1.93 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.41E-05 Src homology 3 domains; SH3 domains bind to integral to plasma membrane [pmid guanylate kinase activity [pmid 2 4
2274 ENSG00000163513:ENSMUSG00000032440:ENSRNOG00000013265 TGFBR2 gi|67782324|ref|NPgi|67782324|ref|NP_003233.4|;gi|67782326|ref|NP_001020018.1| transforming growth factor, beta r 567 64568 5.9 1 o167-189i S 24 0.96 X X X X X X X 0 1 2 0 0 2 2 3.53 8.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.06E-05 4.11E-05 X X X X X X X 0 1 2 0 0 2 2 3.53 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.98E-05 3.96E-05 Transforming growth factor beta receptor 2 integral to membrane; membrane ATP binding; magnesium ion binding; 2 4
2275 ENSG00000151651:ENSMUSG00000025473:ENSRNOG00000017897 ADAM8 gi|69354859|ref|NPgi|69354859|ref|NP_001100.2| ADAM metallopeptidase domain 8 856 92205 7.6 1 o656-678i S 21 0.999 X X X X X X X 0 1 3 0 1 3 3 1.87 8.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.04E-05 4.09E-05 X X X X X X X 0 1 3 0 1 3 3 1.87 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.97E-05 3.93E-05 Zinc-dependent metalloprotease; adamalysin_II_like integral to plasma membrane [pmid metal ion binding; 2 6
2276 ENSG00000070269:ENSMUSG00000036339:ENSRNOG00000013353 C14orf101 gi|93277080|ref|NPgi|93277080|ref|NP_060269.3| hypothetical protein LOC54916 [H 707 79536 8.4 8 i23-45o65-87i94-A 51 0.208 X X X X X X X 0 1 2 0 1 2 2 2.55 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.65E-05 3.3E-05 X X X X X X X 0 2 3 0 2 3 3 4.67 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.38E-05 4.76E-05 integral to membrane; membrane 3 5
2277 ENSG00000166949:ENSMUSG00000032402:ENSRNOG00000008620 SMAD3 gi|5174513|ref|NP_gi|5174513|ref|NP_005893.1| mothers against decapentaplegic 425 48081 7.2 0 o Q 18 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.94 8.3E-05 X X X X X X X 0 1 2.08E-05 4.16E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 9.65 7.7E-05 X X X X X X X 0 1 1.92E-05 3.84E-05 MH2 domain; C terminal domain of SMAD family intracellular [pmid 14612439]; nucleus protein binding [pmid 14525983] [pmid 4 4
2278 ENSG00000104856:ENSMUSG00000002983:ENSRNOG00000033235 RELB gi|35493878|ref|NPgi|35493878|ref|NP_006500.2| reticuloendotheliosis viral oncoge 579 62135 6.2 0 o Q 49 0.144 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.66 0.00012 X X X X X X X 0 1 3.05E-05 6.1E-05 X X X X X X X 0 1 1 0 1 1 1 3.63 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.69E-06 1.94E-05 Rel homology domain (RHD). Proteins containing the nucleus protein binding [pmid 1577270]; 2 5
2279 ENSG00000116863:ENSMUSG00000042558:ENSRNOG00000032029 ADPRHL2 gi|8923417|ref|NP_gi|8923417|ref|NP_060295.1| ADP-ribosylhydrolase like 2 [Hom 363 38947 5.1 0 o S 38 0.993 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.41 9.7E-05 X X X X X X X 0 1 2.43E-05 4.87E-05 X X X X X X X 0 1 1 0 1 1 1 7.16 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.55E-05 3.09E-05 ADP-ribosylglycohydrolase. This family includes hydrolase activity 2 3
2280 ENSG00000178660:ENSMUSG00000038525:ENSRNOG00000012785 LOC389137 gi|169165133|ref|Xgi|169165133|ref|XP_001720488.1|;gi|169165522|ref|XP_001720643.1|;gi|169165524|ref|XP_001720644.1|;gi|169165931|ref|XP_001718881.1|;gi|31377663|ref|NP_114111.2| similar to SVH protein isoform 1; P 253 27688 7.2 1 o5-27i S 24 0.984 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 6.32 7E-05 X X X X X X X 0 1 1.75E-05 3.49E-05 X X X X X X X 0 1 1 0 0 1 1 6.32 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.22E-05 4.43E-05 2 2
2281 ENSG00000113812:ENSMUSG00000015971:ENSRNOG00000015280 ACTR8 gi|39812115|ref|NPgi|39812115|ref|NP_075050.3| actin-related protein 8 [Homo sap 624 70484 7.8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.4 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.34E-06 1.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.88 0.00012 1 3.08E-05 6.15E-05 Actin; An ubiquitous protein involved in the formation cytoskeleton protein binding; structural molecule 2 3
2282 ENSG00000136104:ENSMUSG00000021932:ENSRNOG00000011505 RNASEH2B gi|13375742|ref|NPgi|13375742|ref|NP_078846.1| ribonuclease H2, subunit B [Homo 312 35105 9.1 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 6.73 7.2E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.85 0.00025 2 7.95E-05 0.000116 nucleus 2 3
2283 ENSG00000144029:ENSMUSG00000027374:ENSRNOG00000015192 MRPS5 gi|13994259|ref|NPgi|13994259|ref|NP_114108.1| mitochondrial ribosomal protein S 430 48006 9.9 0 o S 21 0.989 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.44 8.2E-05 X X X X X X X 0 1 2.05E-05 4.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.33 7.6E-05 X X X X X X X 0 1 1.9E-05 3.8E-05 Ribosomal protein S5, N-terminal domain; pfam00333 intracellular; mitochondrion; ribosome structural constituent of ribosome 3 4
2284 ENSG00000170385:ENSMUSG00000037434:ENSRNOG00000004749 SLC30A1 gi|52352803|ref|NPgi|52352803|ref|NP_067017.2| solute carrier family 30 (zinc trans 507 55300 6.5 6 i7-29o44-61i81-9S 30 0.881 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.54 7E-05 X X X X X X X 0 1 1.74E-05 3.48E-05 X X X X X X X 0 1 2 0 1 2 2 4.54 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-05 4.43E-05 Co/Zn/Cd efflux system component [Inorganic ion integral to membrane; membrane cation transporter activity; zinc ion 2 4
2285 ENSG00000072518:ENSMUSG00000024969:ENSRNOG00000021184 MARK2 gi|86990432|ref|NPgi|86990432|ref|NP_001034557.1|;gi|86990437|ref|NP_001034558.1|;gi|86990439|ref|NP_004945.3|;gi|86990441|ref|NP_059672.2| MAP/microtubule affinity-regulatin 724 81209 9.6 0 o Q 17 0 X X X X X X X 0 1 3 0 0 3 3 2.76 9.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.42E-05 4.83E-05 X X X X X X X 0 2 2 0 0 2 2 6.91 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.55E-05 3.1E-05 Serine/Threonine protein kinases, catalytic domain. membrane [pmid 14976552] ATP binding [pmid 14976552]; kinase 3 5
2286 ENSG00000072121:ENSMUSG00000066440:ENSRNOG00000028111 ZFYVE26 gi|38202205|ref|NPgi|38202205|ref|NP_056161.2| zinc finger, FYVE domain contain 2539 284601 6.4 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.22 0.00016 1 0 0 X X X X X X X 0 1 1 0 1 1 1 0.91 8.8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-06 4.42E-06 FYVE domain; Zinc-binding domain; targets proteins zinc ion binding 2 2
2287 ENSG00000139131:ENSMUSG00000022792:ENSRNOG00000025252 YARS2 gi|94681057|ref|NPgi|94681057|ref|NP_001035526.1| tyrosyl-tRNA synthetase 2, mitoch 477 53199 9 0 o S 34 0.982 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.4 0.00011 X X X X X X X 0 1 2.78E-05 5.55E-05 X X X X X X X 0 1 1 0 1 1 1 3.77 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.18E-05 2.35E-05 Tyrosinyl-tRNA synthetase (TyrRS) catalytic core mitochondrion [pmid 10810093] ATP binding; ligase activity; nucleotide 2 4
2288 ENSG00000197345:ENSMUSG00000024829:ENSRNOG00000013845 MRPL21 gi|31652226|ref|NPgi|31652226|ref|NP_852615.1|;gi|31652228|ref|NP_852616.1| mitochondrial ribosomal protein L 205 22815 9.9 0 o S 17 0.94 X X X X X X X 0 1 2 0 0 2 2 4.88 0.00023 X X X X X X X 0 1 1 0 0 1 1 9.27 8.6E-05 X X X X X X X 0 2 7.84E-05 0.000107 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ribosomal prokaryotic L21 protein; pfam00829 intracellular; ribosome RNA binding; structural constituent of 2 3
2289 ENSG00000197540:ENSMUSG00000054206:ENSRNOG00000030530 GZMM gi|4885369|ref|NP_gi|4885369|ref|NP_005308.1| granzyme M precursor [Homo sap 257 27446 10 1 i7-29o S 24 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.56 6.9E-05 X X X X X X X 0 1 1.72E-05 3.44E-05 X X X X X X X 0 1 1 0 1 1 1 7 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.18E-05 4.36E-05 Trypsin-like serine protease; Many of these are serine-type endopeptidase activity 2 2
2290 ENSG00000154930:ENSMUSG00000027452:ENSRNOG00000007102 ACSS1 gi|28416953|ref|NPgi|28416953|ref|NP_115890.2| acyl-CoA synthetase short-chain f 689 74857 7.1 0 o S 54 0.81 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.89 2.6E-05 X X X X X X X 0 1 6.41E-06 1.28E-05 X X X X X X X 0 1 4 0 1 4 4 1.89 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.26E-05 6.51E-05 acetyl-coenzyme A synthetase; PRK02167 mitochondrion acetate-CoA ligase activity; AMP 2 5
2291 ENSG00000124532:ENSMUSG00000021339:ENSRNOG00000017545 MRS2L gi|10190702|ref|NPgi|10190702|ref|NP_065713.1| MRS2-like, magnesium homeosta 443 50318 6.9 2 o338-360i373-39S 39 0.744 X X X X X X X 0 2 2 0 2 2 2 7.9 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.27E-05 X X X X X X X 0 1 1 0 1 1 1 4.97 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.27E-05 2.53E-05 CorA-like Mg2+ transporter protein. The CorA integral to membrane; membrane; DNA binding; magnesium ion binding; 3 3
2292 ENSG00000089006:ENSMUSG00000027423:ENSRNOG00000020934 SNX5 gi|23111047|ref|NPgi|23111047|ref|NP_689413.1| sorting nexin 5 [Homo sapiens] 404 46817 6.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.44 4.4E-05 X X X X X X X 0 1 1.09E-05 2.19E-05 X X X X X X X 0 1 2 0 1 2 2 5.69 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.78E-05 5.55E-05 Vps5 C terminal like. Vps5 is a sorting nexin that phosphoinositide binding; protein 2 3
2293 ENSG00000159256:ENSMUSG00000039456:ENSRNOG00000026236 MORC3 gi|28872812|ref|NPgi|28872812|ref|NP_056173.1| MORC family CW-type zinc finger 939 107113 5.6 0 o Q 28 0.129 X X X X X X X 0 2 3 0 2 3 3 3.19 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.86E-05 3.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.6 8.2E-05 1 2.04E-05 4.09E-05 CW-type Zinc Finger. This domain appears to be a ATP binding; metal ion binding; zinc ion 3 5
2294 ENSG00000132109:ENSMUSG00000030966:ENSRNOG00000018517 TRIM21 gi|15208660|ref|NPgi|15208660|ref|NP_003132.2| tripartite motif protein 21 [Homo s 475 54170 6.4 0 o Q 17 0.011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.05 7.4E-05 X X X X X X X 0 1 1.86E-05 3.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.53 8.1E-05 1 2.02E-05 4.04E-05 RING-finger (Really Interesting New Gene) domain, a intracellular; ribonucleoprotein complex DNA binding; metal ion binding; protein 2 3
2295 ENSG00000149257:ENSMUSG00000070436:ENSRNOG00000016831 SERPINH1 gi|32454741|ref|NPgi|32454741|ref|NP_001226.2| serine (or cysteine) proteinase inh 418 46441 8.7 0 o S 19 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 2 4 4 10.29 0.00021 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.31 9.2E-05 2 7.66E-05 0.000102 Heat shock protein 47 (Hsp47), also called colligin, endoplasmic reticulum [pmid 1309665] collagen binding [pmid 1309665] [pmid 3 5
2296 ENSG00000159352:ENSMUSG00000005625:ENSRNOG00000021042 PSMD4 gi|5292161|ref|NP_gi|5292161|ref|NP_002801.1| proteasome 26S non-ATPase sub 377 40737 4.8 0 o Q 14 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 14.06 9.4E-05 X X X X X X X 0 1 2.34E-05 4.69E-05 X X X X X X X 0 1 1 0 1 1 1 6.63 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.49E-05 2.98E-05 26S proteasome plays a major role in eukaryotic cytosol; proteasome complex (sensu 3 3
2297 ENSG00000124523:ENSMUSG00000054021:ENSRNOG00000017866 SIRT5 gi|13787215|ref|NPgi|13787215|ref|NP_112534.1|;gi|6912664|ref|NP_036373.1|sirtuin 5 isoform 2 [Homo sapiens 299 32674 8.9 0 o Q 26 0.014 X X X X X X X 0 1 1 0 0 1 1 6.35 7.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.95E-05 3.9E-05 X X X X X X X 0 1 1 0 0 1 1 6.35 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.88E-05 3.75E-05 SIRT5_Af1_CobB: Eukaryotic, archaeal and chromatin silencing complex DNA binding; hydrolase activity; metal 2 2
2298 ENSG00000188092:ENSMUSG00000028096:ENSRNOG00000000095 GPR89A gi|148228819|ref|Ngi|148228819|ref|NP_001091081.1|;gi|148229509|ref|NP_001091082.1|;gi|148234741|ref|NP_001091085.1| G protein-coupled receptor 89A is 455 52917 9.3 9 o4-26i38-60o75-9A 24 0.015 X X X X X X X 0 2 2 0 0 2 2 8.79 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.56E-05 5.13E-05 X X X X X X X 0 1 1 0 0 1 1 5.93 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.23E-05 2.47E-05 3 3
2299 ENSG00000111885:ENSMUSG00000003746:ENSRNOG00000000800 MAN1A1 gi|24497519|ref|NPgi|24497519|ref|NP_005898.2| mannosidase, alpha, class 1A, me 653 72969 6.5 2 o4-26i42-64o A 58 0.162 X X X X X X X 0 1 1 0 1 1 1 3.06 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.93E-06 1.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.99 0.00012 1 2.94E-05 5.88E-05 Glycosyl hydrolase family 47. Members of this family endoplasmic reticulum [pmid 8223597]; ER- calcium ion binding [pmid 8223597]; 2 3
2300 ENSG00000110871:ENSMUSG00000041733:ENSRNOG00000001171 COQ5 gi|116063536|ref|Ngi|116063536|ref|NP_115690.3| coenzyme Q5 homolog, methyltra 327 37140 6.9 0 o S 19 0.67 X X X X X X X 0 1 2 0 1 2 2 4.28 0.00014 X X X X X X X 0 2 3 0 2 3 3 11.62 0.00016 X X X X X X X 0 2 7.62E-05 8.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 5
2301 ENSG00000013563:ENSMUSG00000019088:ENSRNOG00000037242 DNASE1L1 gi|58430946|ref|NPgi|58430946|ref|NP_001009934.1| deoxyribonuclease I-like 1 precurs 302 33893 5.7 0 o S 19 1 X X X X X X X 0 1 1 0 1 1 1 8.94 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.93E-05 3.86E-05 X X X X X X X 0 1 1 0 1 1 1 8.94 7.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.86E-05 3.71E-05 deoxyribonuclease I; Deoxyribonuclease I catalyzes endoplasmic reticulum deoxyribonuclease activity [pmid 2 2
2302 ENSG00000132330:ENSMUSG00000026307:ENSRNOG00000020083 SCLY gi|156713448|ref|Ngi|156713448|ref|NP_057594.3| selenocysteine lyase [Homo sapie 445 48149 7.1 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.42 4E-05 X X X X X X X 0 1 9.92E-06 1.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.29 0.00011 X X X X X X X 0 1 2.75E-05 5.5E-05 3 4
2303 ENSG00000102218:ENSMUSG00000060090:ENSRNOG00000025428 RP2 gi|5902060|ref|NP_gi|5902060|ref|NP_008846.1| XRP2 protein [Homo sapiens] 350 39642 5.1 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 6 0.0002 X X X X X X X 0 1 2 0 1 2 2 4.57 0.0001 X X X X X X X 0 2 7.52E-05 9.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Nucleoside diphosphate kinases (NDP kinases, ATP binding; nucleoside diphosphate 2 5
2304 ENSG00000127359:ENSMUSG00000037172:ENSRNOG00000011854 KIAA1147 gi|122937185|ref|Ngi|122937185|ref|NP_001073861.1| hypothetical protein LOC57189 [H 455 51446 5.3 0 o Q 23 0.004 X X X X X X X 0 1 1 0 1 1 1 2.42 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.28E-05 2.56E-05 X X X X X X X 0 1 2 0 1 2 2 2.2 9.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.47E-05 4.93E-05 2 3
2305 ENSG00000081320:ENSMUSG00000026094:ENSRNOG00000012502 STK17B gi|4758194|ref|NP_gi|4758194|ref|NP_004217.1| serine/threonine kinase 17b [Hom 372 42344 5.3 0 o Q 21 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.42 4.7E-05 X X X X X X X 0 1 1.19E-05 2.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.57 0.0001 1 2.58E-05 5.16E-05 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 9786912] ATP binding [pmid 9786912]; nucleotide 2 2
2306 ENSG00000136709:ENSMUSG00000024400:ENSRNOG00000011382 WDR33 gi|56243590|ref|NPgi|109507061|ref|XP_001058355.1|;gi|56243590|ref|NP_060853.3| WD repeat domain 33 isoform 1 [ 1331 145410 9.1 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.8 1.3E-05 1 1 0 0 1 1 1.28 0.00031 2 3.32E-06 6.64E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic cytoplasm; nucleus [pmid 11162572] 2 2
2307 ENSG00000177054:ENSMUSG00000030471:ENSRNOG00000014277 ZDHHC13 gi|47933346|ref|NPgi|47933346|ref|NP_061901.2|;gi|47933348|ref|NP_001001483.1| zinc finger, DHHC domain contain 622 70861 8.1 6 i290-312o317-33Q 17 0 X X X X X X X 0 2 2 0 0 2 2 5.47 7.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.87E-05 3.75E-05 X X X X X X X 0 1 2 0 0 2 2 3.38 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.8E-05 3.61E-05 ankyrin repeats; ankyrin repeats mediate protein- integral to membrane; membrane acyltransferase activity; metal ion 3 4
2308 ENSG00000161956:ENSMUSG00000005204:ENSRNOG00000013746 SENP3 gi|21361499|ref|NPgi|21361499|ref|NP_056485.2| SUMO1/sentrin/SMT3 specific pro 574 65010 8.6 0 o Q 20 0 X X X X X X X 0 1 2 0 1 2 2 2.44 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.03E-05 4.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.61 6.7E-05 1 1.67E-05 3.34E-05 Ulp1 protease family, C-terminal catalytic domain. nucleolus [pmid 11256614]; nucleus cysteine-type peptidase activity 2 3
2309 ENSG00000102030:ENSMUSG00000031388:ENSRNOG00000029373 ARD1A gi|10835057|ref|NPgi|10835057|ref|NP_003482.1| N-acetyltransferase ARD1 [Homo 235 26458 5.6 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.36 7.5E-05 X X X X X X X 0 1 1.88E-05 3.76E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.51 6.9E-05 X X X X X X X 0 1 1.74E-05 3.47E-05 Acetyltransferases [General function prediction only]; cytoplasm [pmid 15496142]; intracellular N-acetyltransferase activity; peptide 2 2
2310 ENSG00000138802:ENSMUSG00000001052:ENSRNOG00000023373 SEC24B gi|112382212|ref|Ngi|112382212|ref|NP_006314.2|;gi|112382214|ref|NP_001036199.1| SEC24 (S. cerevisiae) homolog B 1268 137417 6.7 0 o S 39 0.734 1 1 0 0 1 1 1.5 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.2E-05 6.39E-05 X X X X X X X 0 1 1 0 0 1 1 0.87 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.42E-06 8.85E-06 2 2
2311 ENSG00000090520:ENSMUSG00000004460:ENSRNOG00000001803 DNAJB11 gi|7706495|ref|NP_gi|7706495|ref|NP_057390.1| DnaJ (Hsp40) homolog, subfamily 358 40514 6.2 1 i5-27o S 23 0.982 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 10.06 9.9E-05 X X X X X X X 0 1 2.47E-05 4.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.75 4.6E-05 X X X X X X X 0 1 1.14E-05 2.28E-05 DnaJ domain. DnaJ domains (J-domains) are endoplasmic reticulum [pmid 16130169] heat shock protein binding; unfolded 3 3
2312 ENSG00000164332:ENSMUSG00000041231:ENSRNOG00000004477 UBLCP1 gi|21450802|ref|NPgi|21450802|ref|NP_659486.1| ubiquitin-like domain containing C 318 36733 6.7 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 4.72 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.83E-05 3.67E-05 X X X X X X X 0 1 1 0 1 1 1 4.72 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.53E-05 The UBP (ubiquitin processing protease) domain (also nucleus hydrolase activity; phosphoprotein 2 2
2313 ENSG00000196954:ENSMUSG00000033538:ENSRNOG00000033697 CASP4 gi|15451910|ref|NPgi|15451910|ref|NP_150649.1|;gi|4502577|ref|NP_001216.1|;gi|4757914|ref|NP_004338.1| caspase 4 isoform gamma precur 321 36705 5.7 0 o Q 29 0 X X X X X X X 0 1 1 0 0 1 1 5.3 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.82E-05 3.63E-05 X X X X X X X 0 1 1 0 0 1 1 5.3 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.75E-05 3.49E-05 Caspase, interleukin-1 beta converting enzyme (ICE) cytoplasm; intracellular caspase activity; cysteine-type 2 2
2314 ENSG00000188976:NA:ENSRNOG00000021392 NOC2L gi|157694511|ref|Ngi|157694511|ref|NP_056473.2|;gi|7661606|ref|NP_056473.1| nucleolar complex associated 2 h 749 84905 5.6 0 o Q 24 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 2.54 3E-05 X X X X X X X 0 X X X X X X X 0 5 5 0 0 5 5 7.08 0.00026 2 7.16E-05 0.000124 6 6
2315 ENSG00000198841:ENSMUSG00000073775:NA KTI12 gi|19923939|ref|NPgi|19923939|ref|NP_612426.1| KTI12 homolog, chromatin associ 354 38616 7 0 o Q 19 0.148 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.19 5E-05 X X X X X X X 0 1 1.25E-05 2.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.5 9.2E-05 X X X X X X X 0 1 2.31E-05 4.61E-05 Chromatin associated protein KTI12. This is a family 2 3
2316 ENSG00000135387:ENSMUSG00000027184:ENSRNOG00000009152 CAPRIN1 gi|42558250|ref|NPgi|42558250|ref|NP_005889.3|;gi|42734503|ref|NP_976240.1| membrane component chromoso 709 78366 5.2 0 o Q 41 0.122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 5.78 5E-05 X X X X X X X 0 1 1.25E-05 2.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 2.68 9.2E-05 X X X X X X X 0 1 2.3E-05 4.6E-05 integral to plasma membrane [pmid GPI anchor binding 3 6
2317 ENSG00000103423:ENSMUSG00000004069:ENSRNOG00000003855 DNAJA3 gi|31542539|ref|NPgi|31542539|ref|NP_005138.2| DnaJ (Hsp40) homolog, subfamily 480 52538 9.3 0 o S 22 0.921 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.33 7.4E-05 X X X X X X X 0 1 1.84E-05 3.68E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.79 6.8E-05 X X X X X X X 0 1 1.7E-05 3.4E-05 DnaJ central domain (4 repeats). The central cysteine- mitochondrial matrix [pmid 11719219]; heat shock protein binding; metal ion 2 4
2318 ENSG00000130304:ENSMUSG00000031808:ENSRNOG00000018170 SLC27A1 gi|38524616|ref|NPgi|38524616|ref|NP_940982.1| solute carrier family 27, member 1 646 71108 8.5 1 i13-35o S 32 1 X X X X X X X 0 2 2 0 2 2 2 7.89 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.81E-05 3.61E-05 X X X X X X X 0 2 2 0 2 2 2 6.19 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.74E-05 3.47E-05 Acyl-coenzyme A synthetases/AMP-(fatty) acid integral to membrane; membrane catalytic activity; ligase activity; 4 4
2319 ENSG00000164134:ENSMUSG00000063273:ENSRNOG00000012385 NARG1 gi|17149828|ref|NPgi|17149828|ref|NP_476516.1| NMDA receptor regulated 1 [Hom 866 101272 7.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 6.12 0.0001 X X X X X X X 0 1 2.55E-05 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.5 3.8E-05 X X X X X X X 0 1 9.42E-06 1.88E-05 Tetratricopeptide repeat domain; typically contains 34 cytoplasm [pmid 12140756] [pmid acetyltransferase activity [pmid 3 7
2320 ENSG00000112685:ENSMUSG00000021357:ENSRNOG00000033643 EXOC2 gi|21361625|ref|NPgi|21361625|ref|NP_060773.3| Sec5 protein [Homo sapiens] 924 104066 6.9 0 o Q 19 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.09 5.7E-05 X X X X X X X 0 1 1.43E-05 2.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.38 8.3E-05 1 2.08E-05 4.15E-05 First repeat of the IPT domain of Plexins and Cell protein binding [pmid 12459492] 4 5
2321 ENSG00000151689:ENSMUSG00000026102:ENSRNOG00000012375 INPP1 gi|4504703|ref|NP_gi|4504703|ref|NP_002185.1| inositol polyphosphate-1-phospha 399 43998 5.3 0 o Q 22 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 10.03 4.4E-05 X X X X X X X 0 1 1.11E-05 2.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.01 9.6E-05 1 2.41E-05 4.81E-05 IPPase; Inositol polyphosphate-1-phosphatase, a hydrolase activity; inositol or 2 2
2322 ENSG00000162613:ENSMUSG00000028034:NA FUBP1 gi|17402900|ref|NPgi|17402900|ref|NP_003893.2| far upstream element-binding pro 644 67560 7.6 0 o Q 25 0.001 X X X X X X X 0 1 1 0 1 1 1 2.02 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.05E-06 1.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.04 0.0001 X X X X X X X 0 1 2.53E-05 5.07E-05 K homology RNA-binding domain, type I. KH binds nucleus single-stranded DNA binding [pmid 2 5
2323 ENSG00000083520:ENSMUSG00000033166:ENSRNOG00000009125 DIS3 gi|19923416|ref|NPgi|19923416|ref|NP_055768.2| KIAA1008 [Homo sapiens] 958 108976 7.1 0 o Q 43 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.92 9.2E-05 X X X X X X X 0 1 2.3E-05 4.61E-05 X X X X X X X 0 1 2 0 1 2 2 1.88 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.17E-05 2.34E-05 Large family of predicted nucleotide-binding domains; exosome (RNase complex) [pmid 9562621]; exonuclease activity; GDP-dissociation 2 7
2324 ENSG00000187994:ENSMUSG00000051735:ENSRNOG00000025354 RINL gi|38348206|ref|NPgi|38348206|ref|NP_940847.1| hypothetical protein LOC126432 [ 452 50053 6.1 0 o S 20 0.505 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.87 3.9E-05 X X X X X X X 0 1 9.77E-06 1.95E-05 X X X X X X X 0 1 2 0 1 2 2 2.43 9.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.48E-05 4.96E-05 Vacuolar sorting protein 9 (VPS9) domain; 2 3
2325 ENSG00000157184:ENSMUSG00000028607:ENSRNOG00000012443 CPT2 gi|4503023|ref|NP_gi|4503023|ref|NP_000089.1| carnitine palmitoyltransferase II [H 658 73777 8.2 0 o Q 28 0.092 X X X X X X X 0 2 2 0 2 2 2 6.23 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.77E-05 3.54E-05 X X X X X X X 0 2 2 0 2 2 2 6.23 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.7E-05 3.41E-05 Choline/Carnitine o-acyltransferase; pfam00755 membrane; mitochondrial inner membrane acyltransferase activity; carnitine O- 4 4
2326 ENSG00000136653:ENSMUSG00000026430:ENSRNOG00000005342 RASSF5 gi|32996731|ref|NPgi|32996731|ref|NP_872604.1|;gi|32996735|ref|NP_872606.1| Ras association (RalGDS/AF-6) d 418 47090 9.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 8.85 8.5E-05 X X X X X X X 0 1 2.11E-05 4.23E-05 X X X X X X X 0 1 1 0 0 1 1 8.85 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.34E-05 2.68E-05 Protein kinase C conserved region 1 (C1) domains microtubule diacylglycerol binding; metal ion binding; 2 3
2327 ENSG00000162739:ENSMUSG00000015314:ENSRNOG00000038286 SLAMF6 gi|16418407|ref|NPgi|16418407|ref|NP_443163.1| activating NK receptor precursor [ 331 37274 6.8 1 o226-248i S 22 0.997 X X X X X X X 0 1 1 0 1 1 1 6.95 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.52E-05 X X X X X X X 0 1 1 0 1 1 1 6.95 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.39E-05 Immunoglobulin V-set domain. This domain is found integral to membrane; membrane receptor activity 2 2
2328 ENSG00000138964:ENSMUSG00000022439:ENSRNOG00000021907 PARVG gi|11545879|ref|NPgi|11545879|ref|NP_071424.1| parvin, gamma [Homo sapiens] 331 37485 5.5 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 5.44 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.52E-05 X X X X X X X 0 1 1 0 1 1 1 5.44 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.39E-05 Calponin homology (CH) domain. The CH domain is cytoskeleton [pmid 11171322] actin binding [pmid 11171322]; protein 2 2
2329 ENSG00000121940:ENSMUSG00000027884:ENSRNOG00000020360 CLCC1 gi|115270970|ref|Ngi|115270970|ref|NP_001041675.1| Mid-1-related chloride channel 1 i 551 62023 5.6 3 o185-207i216-23S 19 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 2 5 5 7.26 0.0002 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.54 7E-05 2 6.83E-05 9.6E-05 3 6
2330 ENSG00000176978:ENSMUSG00000026958:ENSRNOG00000012640 DPP7 gi|62420888|ref|NPgi|62420888|ref|NP_037511.2| dipeptidyl peptidase 7 preproprote 492 54341 6.3 0 o S 22 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.07 3.6E-05 X X X X X X X 0 1 8.98E-06 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.07 1E-04 X X X X X X X 0 1 2.49E-05 4.98E-05 Serine carboxypeptidase S28. These serine proteases lysosome aminopeptidase activity; protein binding 2 4
2331 ENSG00000138279:ENSMUSG00000021814:ENSRNOG00000025698 ANXA7 gi|4502111|ref|NP_gi|4502111|ref|NP_001147.1|;gi|4809279|ref|NP_004025.1| annexin VII isoform 1 [Homo sapi 466 50316 6.6 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 5.79 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.5E-05 5.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.93 3.5E-05 X X X X X X X 0 1 8.76E-06 1.75E-05 Annexin. This family of annexins also includes giardin calcium ion binding; calcium-dependent 2 3
2332 ENSG00000132434:ENSMUSG00000062190:ENSRNOG00000006810 LANCL2 gi|8923911|ref|NP_gi|8923911|ref|NP_061167.1| LanC lantibiotic synthetase compo 450 50854 7.4 0 o Q 45 0 X X X X X X X 0 1 1 0 1 1 1 6.44 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.3E-05 2.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.11 8.5E-05 1 2.13E-05 4.27E-05 Lanthionine synthetase C-like protein. Lanthionines cytosol [pmid 12566319]; nucleus [pmid ATP binding [pmid 11762191]; GTP 2 2
2333 ENSG00000166889:ENSMUSG00000046139:ENSRNOG00000021052 PATL1 gi|22749427|ref|NPgi|22749427|ref|NP_689929.1| protein associated with topoisome 627 70639 9.7 0 o Q 17 0.001 X X X X X X X 0 1 2 0 1 2 2 3.03 7.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.86E-05 3.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.39 6.1E-05 1 1.53E-05 3.06E-05 2 3
2334 ENSG00000185344:ENSMUSG00000038023:ENSRNOG00000001019 ATP6V0A2 gi|42741679|ref|NPgi|42741679|ref|NP_036595.2| ATPase, H+ transporting, lysosom 856 98082 6.6 6 o408-430i447-46S 23 0.945 X X X X X X X 0 3 3 0 3 3 3 5.72 8.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.04E-05 4.09E-05 X X X X X X X 0 1 2 0 1 2 2 1.87 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.31E-05 2.62E-05 V-type ATPase 116kDa subunit family. This family integral to membrane; membrane hydrogen ion transporter activity 4 5
2335 ENSG00000140718:ENSMUSG00000055932:ENSRNOG00000011728 FTO gi|122937263|ref|Ngi|122937263|ref|NP_001073901.1| fat mass and obesity associated [ 505 58282 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 5.35 7E-05 X X X X X X X 0 1 1.75E-05 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.12 6.5E-05 X X X X X X X 0 1 1.62E-05 3.23E-05 3 4
2336 ENSG00000128203:ENSMUSG00000029348:ENSRNOG00000000660 ASPHD2 gi|10092629|ref|NPgi|10092629|ref|NP_065170.1| aspartate beta-hydroxylase doma 343 38855 7.3 0 o A 22 0.007 X X X X X X X 0 1 1 0 1 1 1 4.96 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.7E-05 3.4E-05 X X X X X X X 0 1 1 0 1 1 1 4.08 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.64E-05 3.27E-05 Aspartyl/Asparaginyl beta-hydroxylase. Iron (II)/2- integral to endoplasmic reticulum peptide-aspartate beta-dioxygenase 2 2
2337 ENSG00000100462:ENSMUSG00000023110:ENSRNOG00000012046 PRMT5 gi|20070220|ref|NPgi|20070220|ref|NP_006100.2|;gi|88900507|ref|NP_001034708.1| protein arginine methyltransferase 637 72684 6.3 0 o Q 18 0.139 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.55 2.6E-05 2 4 0 0 4 4 4.87 0.00024 2 6.67E-05 0.000117 PRMT5 arginine-N-methyltransferase. The human cytoplasm histone-arginine N-methyltransferase 3 5
2338 ENSG00000115839:ENSMUSG00000036104:ENSRNOG00000003953 RAB3GAP1 gi|55743118|ref|NPgi|55743118|ref|NP_036365.1| RAB3 GTPase-activating protein 981 110524 5.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.33 1.8E-05 X X X X X X X 0 1 4.5E-06 9E-06 X X X X X X X 0 4 5 0 4 5 5 6.93 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.86E-05 5.72E-05 soluble fraction [pmid 9852129] Rab GTPase activator activity [pmid 5 6
2339 ENSG00000136451:ENSMUSG00000018377:ENSRNOG00000009819 VEZF1 gi|56118214|ref|NPgi|56118214|ref|NP_009077.2| zinc finger protein 161 [Homo sap 521 56931 9.5 0 o Q 35 0.242 X X X X X X X 0 1 2 0 1 2 2 3.26 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.24E-05 4.48E-05 X X X X X X X 0 1 1 0 1 1 1 3.26 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.15E-05 Putative transcriptional repressor regulating G2/M intracellular; nucleus DNA binding; metal ion binding; specific 2 3
2340 ENSG00000142765:ENSMUSG00000028860:ENSRNOG00000008600 SYTL1 gi|14249614|ref|NPgi|14249614|ref|NP_116261.1| synaptotagmin-like 1 [Homo sapie 550 60635 5.5 0 o Q 24 0.168 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.18 6.4E-05 X X X X X X X 0 1 1.61E-05 3.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.45 7E-05 1 1.74E-05 3.49E-05 Protein kinase C conserved region 2, subgroup 1; C2 extrinsic to plasma membrane; ATP binding; hydrogen-transporting ATP 2 3
2341 ENSG00000141349:ENSMUSG00000034793:ENSRNOG00000020902 G6PC3 gi|24308434|ref|NPgi|24308434|ref|NP_612396.1| glucose-6-phosphatase catalytic s 346 38735 8.2 5 o26-48i55-77o16Q 15 0.151 X X X X X X X 0 1 1 0 1 1 1 6.07 6.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.69E-05 3.37E-05 X X X X X X X 0 1 1 0 1 1 1 6.07 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.62E-05 3.24E-05 PAP2_like proteins, glucose-6-phosphatase 2 2
2342 ENSG00000198689:ENSMUSG00000060681:ENSRNOG00000000879 SLC9A6 gi|110227626|ref|Ngi|110227626|ref|NP_001036002.1|;gi|5454070|ref|NP_006350.1| solute carrier family 9 (sodium/hyd 701 77917 6.4 12 i28-42o74-91i98-S 43 0.997 1 1 0 0 1 1 2.57 0.00023 1 1 0 0 1 1 2.14 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6.62E-05 0.000111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2343 ENSG00000169499:ENSMUSG00000031557:ENSRNOG00000038365 PLEKHA2 gi|154146216|ref|Ngi|154146216|ref|NP_067636.1| pleckstrin homology domain conta 425 47245 8.7 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 7.76 0.00022 X X X X X X X 0 1 1 0 1 1 1 3.06 4.2E-05 X X X X X X X 0 2 6.53E-05 0.000105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 5
2344 ENSG00000150768:ENSMUSG00000000168:ENSRNOG00000009994 DLAT gi|31711992|ref|NPgi|31711992|ref|NP_001922.2| dihydrolipoamide S-acetyltransfer 647 68997 7.8 0 o Q 26 0.139 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.42 5.5E-05 X X X X X X X 0 1 1.37E-05 2.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.72 7.6E-05 X X X X X X X 0 1 1.89E-05 3.78E-05 Biotin-requiring enzyme. This family covers two mitochondrion; pyruvate dehydrogenase acyltransferase activity; 4 5
2345 ENSG00000204228:ENSMUSG00000073422:ENSRNOG00000000466 HSD17B8 gi|15277342|ref|NPgi|15277342|ref|NP_055049.1| estradiol 17 beta-dehydrogenase 261 26974 6.5 0 o S 27 0.94 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.75 6.8E-05 X X X X X X X 0 1 1.69E-05 3.38E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.36 6.3E-05 X X X X X X X 0 1 1.56E-05 3.13E-05 3-ketoacyl-(acyl-carrier-protein) reductase; PRK05653 estradiol 17-beta-dehydrogenase activity 2 2
2346 ENSG00000100023:ENSMUSG00000022771:ENSRNOG00000026900 PPIL2 gi|22547212|ref|NPgi|22547212|ref|NP_680480.1|;gi|22547215|ref|NP_680481.1| peptidylprolyl isomerase-like 2 iso 520 58823 8.8 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 2.5 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.12E-05 2.24E-05 X X X X X X X 0 1 2 0 0 2 2 4.23 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.16E-05 4.31E-05 Modified RING finger domain; Modified RING finger nucleus [pmid 8660300]; ubiquitin ligase isomerase activity; peptidyl-prolyl cis- 2 3
2347 ENSG00000172375:ENSMUSG00000032120:ENSRNOG00000009719 TMEM24 gi|42716277|ref|NPgi|42716277|ref|NP_055622.3| transmembrane protein 24 [Homo 707 76179 7.5 1 i12-34o S 29 0.79 X X X X X X X 0 2 3 0 2 3 3 5.23 9.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.47E-05 4.95E-05 X X X X X X X 0 1 1 0 1 1 1 2.55 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.93E-06 1.59E-05 integral to membrane; membrane 3 4
2348 ENSG00000100722:ENSMUSG00000021012:ENSRNOG00000004083 ZC3H14 gi|40804742|ref|NPgi|40804742|ref|NP_079100.2| zinc finger CCCH-type containing 736 82876 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 1.77 9.6E-05 X X X X X X X 0 1 2.4E-05 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 1 1 1 1.5 8.42 3.3E-05 X X X X X X X 0 1 8.32E-06 1.66E-05 nucleic acid binding; zinc ion binding 3 6
2349 ENSG00000033867:ENSMUSG00000021733:ENSRNOG00000005957 SLC4A7 gi|134288865|ref|Ngi|134288865|ref|NP_003606.3| solute carrier family 4, sodium bic 1214 136044 6.7 11 o609-631i652-67Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.48 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.8E-06 9.61E-06 X X X X X X X 0 2 6 0 2 6 6 3.21 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.77E-05 5.54E-05 3 7
2350 ENSG00000119912:ENSMUSG00000056999:ENSRNOG00000016833 IDE gi|155969707|ref|Ngi|155969707|ref|NP_004960.2| insulysin [Homo sapiens] 1019 117968 6.6 0 o S 23 0.979 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.36 1.7E-05 X X X X X X X 0 1 4.33E-06 8.67E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 1.67 0.00011 1 2.83E-05 5.65E-05 3 4
2351 ENSG00000179409:ENSMUSG00000049396:ENSRNOG00000007751 GEMIN4 gi|122939157|ref|Ngi|122939157|ref|NP_056536.2| gemin 4 [Homo sapiens] 1058 120037 6 0 o Q 33 0.001 X X X X X X X 0 1 2 0 1 2 2 1.7 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.1E-05 2.2E-05 X X X X X X X 0 2 4 0 2 4 4 3.02 8.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.12E-05 4.24E-05 3 6
2352 ENSG00000139793:ENSMUSG00000022139:ENSRNOG00000010737 MBNL2 gi|21464125|ref|NPgi|21464125|ref|NP_659002.1|;gi|41281591|ref|NP_066368.2|;gi|46411164|ref|NP_997175.1|;gi|46411166|ref|NP_997176.1|;gi|46411168|ref|NP_997177.1|;gi|46411170|ref|NP_997178.1|;gi|46411172|ref|NP_997179.1|;gi|46411174|ref|NP_997180.1|;gi|46411180|ref|NP_9971 muscleblind-like 2 isoform 1 [Hom 367 39334 8.9 0 o Q 29 0.001 X X X X X X X 0 1 1 0 0 1 1 3 6.4E-05 X X X X X X X 0 1 4 0 0 4 4 3 0.00019 X X X X X X X 0 2 6.4E-05 9.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 zinc finger; smart00356 nucleic acid binding; zinc ion binding 2 5
2353 ENSG00000133731:ENSMUSG00000027531:ENSRNOG00000010482 IMPA1 gi|5031789|ref|NP_gi|5031789|ref|NP_005527.1| inositol(myo)-1(or 4)-monophosph 277 30189 5.3 0 o Q 25 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.14 0.00012 1 1 0 1 1 1 3.61 0.00014 2 6.41E-05 7.45E-05 IMPase, inositol monophosphatase and related hydrolase activity; inositol-1(or 4)- 2 3
2354 ENSG00000166925:ENSMUSG00000029723:ENSRNOG00000024616 TSC22D4 gi|13569901|ref|NPgi|13569901|ref|NP_112197.1| TSC22 domain family, member 4 395 41026 7.2 0 o Q 27 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.56 4.5E-05 X X X X X X X 0 1 1.12E-05 2.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.59 8.3E-05 X X X X X X X 0 1 2.07E-05 4.13E-05 TSC-22/dip/bun family; pfam01166 nucleus protein binding [pmid 16189514] [pmid 2 3
2355 ENSG00000182162:NA:NA P2RY8 gi|30023826|ref|NPgi|30023826|ref|NP_835230.1| G-protein coupled purinergic rece 359 40635 9.5 6 o23-45i58-80o90Q 36 0.183 X X X X X X X 0 1 1 0 1 1 1 5.57 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.62E-05 3.25E-05 X X X X X X X 0 1 1 0 1 1 1 5.57 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.56E-05 3.12E-05 7 transmembrane receptor (rhodopsin family). This integral to membrane; membrane purinergic nucleotide receptor activity, G- 2 2
2356 ENSG00000113621:ENSMUSG00000021497:ENSRNOG00000005316 TXNDC15 gi|94421469|ref|NPgi|94421469|ref|NP_078991.3| disulfide isomerase [Homo sapien 360 39885 4.8 1 o324-342i S 33 0.992 X X X X X X X 0 1 1 0 1 1 1 5.56 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.62E-05 3.24E-05 X X X X X X X 0 1 1 0 1 1 1 3.89 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.56E-05 3.12E-05 PDIa family, endoplasmic reticulum protein 44 electron carrier activity; isomerase 2 2
2357 ENSG00000107959:ENSMUSG00000021193:ENSRNOG00000016511 PITRM1 gi|41352061|ref|NPgi|41352061|ref|NP_055704.2| metalloprotease 1 [Homo sapiens 1037 117413 6.9 0 o Q 22 0.262 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.03 1.7E-05 X X X X X X X 0 1 4.26E-06 8.52E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.25 0.00011 1 2.78E-05 5.55E-05 Peptidase M16 inactive domain. Peptidase M16 enzyme activator activity [pmid 9733512] 2 4
2358 ENSG00000177119:ENSMUSG00000064210:ENSRNOG00000006995 TMEM16F gi|70778895|ref|NPgi|70778895|ref|NP_001020527.1| transmembrane protein 16F [Hom 910 106131 7.8 8 i295-317o370-39Q 0 0 X X X X X X X 0 2 3 0 2 3 3 4.4 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.84E-05 X X X X X X X 0 1 2 0 1 2 2 1.98 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.23E-05 2.47E-05 Frizzled/Smoothened family membrane region. This integral to membrane; membrane 3 5
2359 ENSG00000179087:ENSMUSG00000068587:ENSRNOG00000026177 MGAM gi|4758712|ref|NP_gi|4758712|ref|NP_004659.1| maltase-glucoamylase [Homo sap 1857 209702 5.5 1 i12-34o A 35 0.006 X X X X X X X 0 2 4 0 2 4 4 1.56 5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.94 0.00022 2 1.26E-05 2.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Glycosyl hydrolases family 31. Glycosyl hydrolases integral to membrane; membrane alpha-glucosidase activity; glucan 1,4- 3 5
2360 ENSG00000077380:ENSMUSG00000027012:ENSRNOG00000009781 DYNC1I2 gi|24307879|ref|NPgi|24307879|ref|NP_001369.1| dynein, cytoplasmic 1, intermedia 638 71457 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.23 5.5E-05 X X X X X X X 0 1 1.38E-05 2.77E-05 X X X X X X X 0 1 2 0 1 2 2 4.23 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.52E-05 WD40 domain, found in a number of eukaryotic cytoplasm [pmid 8522607]; dynein complex; microtubule motor activity [pmid 2 4
2361 ENSG00000108262:ENSMUSG00000011877:ENSRNOG00000014883 GIT1 gi|146231998|ref|Ngi|146231998|ref|NP_001078923.1|;gi|41393573|ref|NP_054749.2| G protein-coupled receptor kinase 770 85446 7 0 o Q 23 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 2 0 1 1.333 4.94 3.1E-05 X X X X X X X 0 1 7.65E-06 1.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 1 0 4 4.444 5.71 9.4E-05 X X X X X X X 0 1 2.35E-05 4.71E-05 4 8
2362 ENSG00000168961:ENSMUSG00000001123:ENSRNOG00000012557 LGALS9 gi|102469694|ref|Ngi|102469694|ref|NP_002299.2|;gi|6806890|ref|NP_033665.1| galectin 9 short isoform [Homo sa 323 35888 8.1 0 o Q 27 0.067 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.72 5.5E-05 X X X X X X X 0 1 1.37E-05 2.73E-05 X X X X X X X 0 1 1 0 0 1 1 4.33 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.74E-05 3.47E-05 carbohydrate-binding domain 2 2
2363 ENSG00000010322:ENSMUSG00000021910:ENSRNOG00000018823 NISCH gi|66472382|ref|NPgi|66472382|ref|NP_009115.2| nischarin [Homo sapiens] 1504 166642 5.1 0 o Q 41 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.73 2.3E-05 X X X X X X X 0 1 5.87E-06 1.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 1.26 0.0001 1 2.55E-05 5.1E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor phosphoinositide binding; protein 2 6
2364 ENSG00000104356:ENSMUSG00000022325:ENSRNOG00000005243 POP1 gi|23097292|ref|NPgi|23097292|ref|NP_055844.1| processing of precursor 1, ribonuc 1024 114681 9.2 0 o Q 32 0 X X X X X X X 0 3 4 0 3 4 4 3.91 9.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.28E-05 4.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.22 3.2E-05 X X X X X X X 0 1 7.97E-06 1.59E-05 Ribonucleases P/MRP protein subunit POP1. This nucleolar ribonuclease P complex [pmid hydrolase activity; identical protein 4 6
2365 ENSG00000136770:ENSMUSG00000026740:ENSRNOG00000000150 DNAJC1 gi|21361912|ref|NPgi|21361912|ref|NP_071760.2| DnaJ (Hsp40) homolog, subfamily 554 63883 8.6 1 i153-175o S 48 0.997 X X X X X X X 0 1 1 0 1 1 1 2.71 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.11E-05 X X X X X X X 0 2 2 0 2 2 2 6.68 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.02E-05 4.05E-05 'SWI3, ADA2, N-CoR and TFIIIB' DNA-binding endoplasmic reticulum; endoplasmic ATPase stimulator activity [pmid 3 3
2366 ENSG00000159231:ENSMUSG00000022947:ENSRNOG00000001701 CBR3 gi|4502601|ref|NP_gi|4502601|ref|NP_001227.1| carbonyl reductase 3 [Homo sapie 277 30850 6.2 0 o Q 23 0.355 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.14 6.4E-05 X X X X X X X 0 1 1.59E-05 3.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.69 5.9E-05 X X X X X X X 0 1 1.47E-05 2.95E-05 short chain dehydrogenase. This family contains a cytosol carbonyl reductase (NADPH) activity 2 2
2367 ENSG00000132467:ENSMUSG00000070697:ENSRNOG00000003599 SAS10 gi|9966799|ref|NP_gi|9966799|ref|NP_065101.1| UTP3, small subunit [Homo sapie 479 54558 5.6 0 o Q 26 0.035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.71 7.4E-05 X X X X X X X 0 1 1.84E-05 3.69E-05 X X X X X X X 0 1 1 0 1 1 1 2.71 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.17E-05 2.34E-05 Sas10/Utp3 family. This family contains Sas10 which nucleolus [pmid 11256614]; nucleus 2 3
2368 ENSG00000112511:ENSMUSG00000024193:ENSRNOG00000000480 PHF1 gi|13435397|ref|NPgi|13435397|ref|NP_077084.1| PHD finger protein 1 isoform b [H 567 62078 9 0 o Q 22 0.097 X X X X X X X 0 1 1 0 1 1 1 2.65 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.03E-05 2.06E-05 X X X X X X X 0 1 2 0 1 2 2 1.94 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.98E-05 3.96E-05 PHD-finger. PHD folds into an interleaved type of Zn- nucleus metal ion binding; nucleic acid binding; 2 3
2369 ENSG00000125826:ENSMUSG00000027466:ENSRNOG00000006695 RBCK1 gi|144953898|ref|Ngi|144953898|ref|NP_112506.2|;gi|5454168|ref|NP_006453.1| RanBP-type and C3HC4-type zinc 510 57572 5.7 0 o Q 22 0.001 X X X X X X X 0 1 1 0 0 1 1 3.53 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.14E-05 2.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.12 7.5E-05 1 1.88E-05 3.76E-05 2 2
2370 ENSG00000137842:ENSMUSG00000054484:ENSRNOG00000023874 TMEM62 gi|52851437|ref|NPgi|109468708|ref|XP_230497.3|;gi|52851437|ref|NP_079232.3| transmembrane protein 62 [Homo 643 73133 9.3 6 i7-29o430-452i47S 30 0.997 X X X X X X X 0 1 2 0 0 2 2 3.12 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.81E-05 3.63E-05 X X X X X X X 0 1 2 0 0 2 2 3.12 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.74E-05 3.49E-05 Predicted phosphohydrolases [General function 2 4
2371 ENSG00000145388:ENSMUSG00000028114:ENSRNOG00000015250 KIAA1627 gi|24308265|ref|NPgi|24308265|ref|NP_066012.1| hypothetical protein LOC57721 [H 456 52150 6.2 0 o Q 31 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.54 7.2E-05 1 2 0 1 2 2 5.04 0.00017 2 6E-05 7.97E-05 MT-A70. MT-A70 is the S-adenosylmethionine-binding nucleus methyltransferase activity 2 4
2372 ENSG00000120008:ENSMUSG00000042055:ENSRNOG00000020430 BRWD2 gi|13324688|ref|NPgi|13324688|ref|NP_060587.8| bromodomain and WD repeat dom 1224 136685 6.9 0 o Q 52 0.014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.51 5.8E-05 X X X X X X X 0 1 1.44E-05 2.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.06 6.3E-05 1 1.57E-05 3.14E-05 WD40 domain, found in a number of eukaryotic integral to membrane; membrane 3 6
2373 ENSG00000130305:ENSMUSG00000000916:ENSRNOG00000001450 NSUN5 gi|23199998|ref|NPgi|23199998|ref|NP_683759.1|;gi|8922322|ref|NP_060514.1|NOL1/NOP2/Sun domain family, 466 50411 9 0 o S 17 0.893 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.86 3.8E-05 X X X X X X X 0 1 9.48E-06 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.08 8.2E-05 1 2.06E-05 4.12E-05 tRNA and rRNA cytosine-C5-methylases [Translation, 2 2
2374 ENSG00000132676:ENSMUSG00000068921:ENSRNOG00000020373 DAP3 gi|16905526|ref|NPgi|16905526|ref|NP_387506.1| death-associated protein 3 [Homo 398 45566 8.9 0 o Q 34 0.001 X X X X X X X 0 1 1 0 1 1 1 4.02 5.9E-05 X X X X X X X 0 2 4 0 2 4 4 12.06 0.00018 X X X X X X X 0 2 5.9E-05 8.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 mitochondrial ribosome; mitochondrion; 3 5
2375 ENSG00000176014:ENSMUSG00000001473:ENSRNOG00000018371 TUBB6 gi|14210536|ref|NPgi|14210536|ref|NP_115914.1| tubulin, beta 6 [Homo sapiens] 446 49857 4.9 0 o Q 16 0 X X X X X X X 0 8 53 52 1 1 3.733 30.94 0.0002 X X X X X X X 0 5 204 204 0 0 1 25.56 4E-05 X X X X X X X 0 2 5.87E-05 9.29E-05 X X X X X X X 0 5 51 51 0 0 0 19.73 0 1 1 1 0 0 0 2.69 0 3 266 266 0 0 0 15.02 0 10 39 39 0 0 0 11.21 0 0 0 0 The tubulin superfamily includes five distinct families, cytoplasm; microtubule; protein complex GTP binding; GTPase activity; 32 614
2376 ENSG00000130638:ENSMUSG00000016541:ENSRNOG00000014637 ATXN10 gi|7106299|ref|NP_gi|7106299|ref|NP_037368.1| ataxin 10 [Homo sapiens] 475 53489 5.2 0 o Q 26 0.104 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.32 3.7E-05 X X X X X X X 0 1 9.3E-06 1.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4 8.1E-05 1 2.02E-05 4.04E-05 cytoplasm [pmid 11256614] binding 2 2
2377 ENSG00000136875:ENSMUSG00000066148:ENSRNOG00000014777 PRPF4 gi|24431950|ref|NPgi|24431950|ref|NP_004688.2| PRP4 pre-mRNA processing facto 522 58449 7.4 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 2.68 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.12E-05 2.23E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.26 7.4E-05 1 1.84E-05 3.68E-05 WD40 domain, found in a number of eukaryotic nucleus [pmid 9328476]; spliceosome RNA splicing factor activity, 2 2
2378 ENSG00000123545:ENSMUSG00000028261:ENSRNOG00000003342 C6orf66 gi|7661786|ref|NP_gi|7661786|ref|NP_054884.1| hormone-regulated proliferation-a 175 20266 8.8 0 o Q 19 0 X X X X X X X 0 1 1 0 1 1 1 5.71 0.00013 X X X X X X X 0 1 1 0 1 1 1 8 0.0001 X X X X X X X 0 2 5.86E-05 6.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Uncharacterised protein family (UPF0240); 2 2
2379 ENSG00000142186:ENSMUSG00000024941:ENSRNOG00000023668 SCYL1 gi|115430241|ref|Ngi|115430241|ref|NP_065731.3| SCY1-like 1 isoform A [Homo sap 808 89631 6.3 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 5 0 1 5 5 1.86 0.00014 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.46 9.5E-05 2 5.85E-05 6.98E-05 2 7
2380 ENSG00000107164:ENSMUSG00000026843:ENSRNOG00000009139 FUBP3 gi|100816392|ref|Ngi|100816392|ref|NP_003925.1| far upstream element (FUSE) bind 572 61640 8.4 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.15 3.1E-05 X X X X X X X 0 1 7.72E-06 1.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.45 8.6E-05 X X X X X X X 0 1 2.14E-05 4.28E-05 2 4
2381 ENSG00000127152:ENSMUSG00000048251:ENSRNOG00000005776 BCL11B gi|21040334|ref|NPgi|21040334|ref|NP_612808.1| B-cell CLL/lymphoma 11B isoform 894 95519 6.5 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 4.25 9.9E-05 X X X X X X X 0 1 2.47E-05 4.94E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.91 1.8E-05 X X X X X X X 0 1 4.56E-06 9.13E-06 Zinc finger, C2H2 type. The C2H2 zinc finger is the intracellular; nucleus metal ion binding; nucleic acid binding; 3 6
2382 ENSG00000065665:ENSMUSG00000025816:ENSRNOG00000023278 SEC61A2 gi|14589847|ref|NPgi|14589847|ref|NP_060614.2| Sec61 alpha form 2 [Homo sapien 476 52248 8.1 8 i33-55o75-97i118A 47 0.001 1 1 1 0 0 0 2.31 0 2 11 10 1 1 1.278 11.34 6.3E-05 X X X X X X X 0 1 3 3 0 0 0 5.25 0 X X X X X X X 0 1 1.57E-05 3.13E-05 1 1 1 0 0 0 2.31 0 2 11 10 1 1 1.132 11.34 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.67E-05 Preprotein translocase subunit SecY [Intracellular endoplasmic reticulum; integral to protein translocase activity 7 27
2383 ENSG00000104412:ENSMUSG00000022337:ENSRNOG00000005123 TTC35 gi|7661910|ref|NP_gi|7661910|ref|NP_055488.1| tetratricopeptide repeat domain 35 297 34833 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.4 5.9E-05 X X X X X X X 0 1 1.49E-05 2.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.72 5.5E-05 X X X X X X X 0 1 1.37E-05 2.75E-05 Tetratricopeptide repeat domain; typically contains 34 endoplasmic reticulum [pmid 10942595]; binding 2 2
2384 ENSG00000182810:ENSMUSG00000045538:ENSRNOG00000019817 DDX28 gi|8922976|ref|NP_gi|8922976|ref|NP_060850.1| DEAD (Asp-Glu-Ala-Asp) box poly 540 59551 10.4 0 o S 24 0.977 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.44 3.3E-05 X X X X X X X 0 1 8.18E-06 1.64E-05 X X X X X X X 0 1 2 0 1 2 2 2.59 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.08E-05 4.15E-05 Helicase superfamily c-terminal domain; associated mitochondrion; nucleus ATP binding; ATP-dependent helicase 2 3
2385 ENSG00000102738:ENSMUSG00000031533:ENSRNOG00000011839 MRPS31 gi|5031787|ref|NP_gi|5031787|ref|NP_005821.1| mitochondrial ribosomal protein S 395 45318 9.4 0 o Q 40 0.436 X X X X X X X 0 1 1 0 1 1 1 3.04 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.48E-05 2.95E-05 X X X X X X X 0 1 1 0 1 1 1 5.82 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.42E-05 2.84E-05 mitochondrion [pmid 8567980]; 2 2
2386 ENSG00000006756:NA:NA ARSD gi|71852584|ref|NPgi|71852584|ref|NP_001660.2| arylsulfatase D isoform a precurso 593 64860 7.2 3 i206-225o229-25S 34 0.998 X X X X X X X 0 1 1 0 1 1 1 4.55 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.83E-06 1.97E-05 X X X X X X X 0 1 2 0 1 2 2 2.53 7.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.89E-05 3.78E-05 Arylsulfatase A and related enzymes [Inorganic ion lysosome arylsulfatase activity [pmid 7720070]; 2 3
2387 ENSG00000164917:ENSMUSG00000039623:ENSRNOG00000001107 KIAA0415 gi|82546847|ref|NPgi|82546847|ref|NP_055670.1| hypothetical protein LOC9907 [Ho 807 88605 7 0 o Q 14 0 X X X X X X X 0 1 3 0 1 3 3 2.6 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.17E-05 4.34E-05 X X X X X X X 0 1 1 0 1 1 1 3.59 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.95E-06 1.39E-05 2 4
2388 ENSG00000198183:ENSMUSG00000027484:ENSRNOG00000013908 PLUNC gi|18765705|ref|NPgi|18765705|ref|NP_570913.1| palate, lung and nasal epithelium 256 26713 5.7 0 o S 20 0.99 X X X X X X X 0 1 1 0 1 1 1 5.47 9.1E-05 X X X X X X X 0 1 2 0 1 2 2 7.42 0.00014 X X X X X X X 0 2 5.73E-05 6.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 LBP / BPI / CETP family, N-terminal domain. The N extracellular region [pmid 11425234] lipid binding 2 3
2389 ENSG00000064012:ENSMUSG00000026029:ENSRNOG00000012331 CASP8 gi|122056476|ref|Ngi|122056476|ref|NP_001073594.1|;gi|15718706|ref|NP_203519.1|;gi|15718712|ref|NP_203522.1| caspase 8 isoform G precursor [H 538 61836 5.3 0 o Q 29 0.002 X X X X X X X 0 1 1 0 0 1 1 3.35 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.42 7.1E-05 1 1.78E-05 3.57E-05 2 2
2390 ENSG00000101199:ENSMUSG00000027575:NA ARFGAP1 gi|28416436|ref|NPgi|28416436|ref|NP_783202.1|;gi|8922652|ref|NP_060679.1|ADP-ribosylation factor GTPase a 414 45676 5.8 0 o Q 48 0 X X X X X X X 0 1 1 0 0 1 1 6.04 5.6E-05 X X X X X X X 0 1 4 0 0 4 4 6.04 0.00017 X X X X X X X 0 2 5.68E-05 8.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Putative GTPase activating protein for Arf. Putative GTPase activator activity; metal ion 2 5
2391 ENSG00000180776:ENSMUSG00000021969:ENSRNOG00000011024 ZDHHC20 gi|49457851|ref|NPgi|49457851|ref|NP_694983.2| zinc finger, DHHC-type containing 354 41096 7.9 4 i13-32o52-74i171A 30 0.142 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.37 5E-05 X X X X X X X 0 1 1.25E-05 2.49E-05 X X X X X X X 0 1 1 0 1 1 1 5.37 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.58E-05 3.17E-05 DHHC zinc finger domain. This domain is also known integral to membrane; membrane acyltransferase activity; metal ion 2 2
2392 ENSG00000100325:ENSMUSG00000020412:ENSRNOG00000007349 ASCC2 gi|20270253|ref|NPgi|20270253|ref|NP_115580.2| activating signal cointegrator 1 co 757 86360 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.43 2.3E-05 X X X X X X X 0 1 5.83E-06 1.17E-05 X X X X X X X 0 2 3 0 2 3 3 5.15 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.22E-05 4.45E-05 Domain that may be involved in binding ubiquitin- 3 4
2393 ENSG00000182473:ENSMUSG00000020792:ENSRNOG00000009617 EXOC7 gi|62241044|ref|NPgi|62241044|ref|NP_056034.2|;gi|62241046|ref|NP_001013861.1| exocyst complex component 7 iso 653 74713 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.14 5.4E-05 X X X X X X X 0 1 1.35E-05 2.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.76 5.9E-05 1 1.47E-05 2.94E-05 Exo70 exocyst complex subunit. The Exo70 protein exocyst 2 3
2394 ENSG00000075142:ENSMUSG00000003161:NA SRI gi|38679884|ref|NPgi|38679884|ref|NP_944490.1|;gi|4507207|ref|NP_003121.1|sorcin isoform b [Homo sapiens] 183 20345 5.3 0 o Q 37 0.001 X X X X X X X 0 1 1 0 0 1 1 12.02 0.00013 X X X X X X X 0 1 1 0 0 1 1 6.56 9.7E-05 X X X X X X X 0 2 5.6E-05 6.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 EF-hand, calcium binding motif; A diverse superfamily cytoplasm [pmid 16130169] calcium channel regulator activity [pmid 2 2
2395 ENSG00000144744:ENSMUSG00000030061:ENSRNOG00000001025 UBE1C gi|38045942|ref|NPgi|38045942|ref|NP_003959.3|;gi|38045944|ref|NP_937838.1| ubiquitin-activating enzyme 3 isof 463 51852 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.18 7.6E-05 X X X X X X X 0 1 1.91E-05 3.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.75 3.5E-05 X X X X X X X 0 1 8.81E-06 1.76E-05 E2 binding domain. E1 and E2 enzymes play a nucleus [pmid 11256614] ATP binding; catalytic activity; ligase 2 3
2396 ENSG00000167378:ENSMUSG00000041037:ENSRNOG00000019844 IRGQ gi|56090582|ref|NPgi|56090582|ref|NP_001007562.1| immunity-related GTPase family, 623 62717 4.9 0 o Q 20 0.136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 5.94 8.5E-05 X X X X X X X 0 1 2.13E-05 4.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.14 2.6E-05 X X X X X X X 0 1 6.55E-06 1.31E-05 2 4
2397 ENSG00000141429:ENSMUSG00000000420:ENSRNOG00000016207 GALNT1 gi|13124891|ref|NPgi|13124891|ref|NP_065207.2| polypeptide N-acetylgalactosamin 559 64219 7.7 1 i7-29o A 32 0.461 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.19 3.2E-05 X X X X X X X 0 1 7.9E-06 1.58E-05 X X X X X X X 0 2 2 0 2 2 2 6.8 8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.01E-05 4.01E-05 Ricin-type beta-trefoil; Carbohydrate-binding domain integral to membrane; membrane calcium ion binding; manganese ion 3 3
2398 ENSG00000132300:ENSMUSG00000063884:ENSRNOG00000009484 PTCD3 gi|38683855|ref|NPgi|38683855|ref|NP_060422.4| Pentatricopeptide repeat domain 689 78550 6.4 0 o Q 18 0.406 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 6 0 3 6 6 6.82 0.0002 X X X X X X X 0 1 1 0 1 1 1 2.76 2.4E-05 X X X X X X X 0 2 5.48E-05 9.44E-05 4 7
2399 ENSG00000206527:ENSMUSG00000035376:ENSRNOG00000038761 PTPLB gi|38257153|ref|NPgi|38257153|ref|NP_940684.1| protein tyrosine phosphatase-like 254 28368 9.5 4 i42-64o84-106i17Q 64 0.192 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.72 8.8E-05 X X X X X X X 0 1 2 0 1 2 2 4.72 0.00013 X X X X X X X 0 2 5.42E-05 6.47E-05 Protein tyrosine phosphatase-like protein, PTPLA. protein binding [pmid 15024066] 2 3
2400 ENSG00000114302:ENSMUSG00000032601:ENSRNOG00000020284 PRKAR2A gi|4758958|ref|NP_gi|4758958|ref|NP_004148.1| cAMP-dependent protein kinase, 404 45518 5.1 0 o Q 17 0.002 X X X X X X X 0 1 3 0 1 3 3 4.95 0.00017 X X X X X X X 0 1 1 0 1 1 1 4.21 4.4E-05 X X X X X X X 0 2 5.42E-05 8.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 effector domain of the CAP family of transcription cAMP-dependent protein kinase complex; cAMP binding; cAMP-dependent protein 2 4
2401 ENSG00000112343:ENSMUSG00000064140:NA TRIM38 gi|5454014|ref|NP_gi|5454014|ref|NP_006346.1| tripartite motif-containing 38 [Hom 465 53416 7 0 o Q 32 0.102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.66 3.8E-05 X X X X X X X 0 1 9.5E-06 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.95 7E-05 X X X X X X X 0 1 1.75E-05 3.51E-05 RING-finger (Really Interesting New Gene) domain, a intracellular metal ion binding; protein binding; signal 2 3
2402 ENSG00000205356:ENSMUSG00000066621:ENSRNOG00000001010 TECPR1 gi|32698704|ref|NPgi|32698704|ref|NP_056210.1| hypothetical protein LOC25851 [H 1165 129696 6.2 0 o Q 18 0.271 X X X X X X X 0 2 4 0 2 4 4 3.52 8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2E-05 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.55 2.8E-05 X X X X X X X 0 1 7E-06 1.4E-05 Pleckstrin homology (PH) domain. PH domains are integral to membrane 3 6
2403 ENSG00000103222:ENSMUSG00000023088:ENSRNOG00000032748 ABCC1 gi|134142335|ref|Ngi|134142335|ref|NP_063955.2|;gi|134142337|ref|NP_004987.2|;gi|134142345|ref|NP_063953.2| ATP-binding cassette, sub-family 1466 164303 7.3 16 o36-58i75-92o10A 52 0 X X X X X X X 0 2 2 0 0 2 2 2.46 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.96E-06 1.59E-05 X X X X X X X 0 4 5 0 0 5 5 5.18 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.91E-05 3.83E-05 6 7
2404 ENSG00000105699:ENSMUSG00000001247:ENSRNOG00000021053 LSR gi|45505163|ref|NPgi|45505163|ref|NP_057009.3|;gi|45545424|ref|NP_991403.1|;gi|45593136|ref|NP_991404.1| LISCH protein isoform 1 [Homo sa 630 69558 8.1 1 o241-263i Q 62 0.267 X X X X X X X 0 1 1 0 0 1 1 3.49 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.26E-06 1.85E-05 X X X X X X X 0 1 2 0 0 2 2 2.86 7.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.78E-05 3.56E-05 chylomicron; integral to membrane; plasma fatty acid binding; lipid transporter 2 3
2405 ENSG00000198408:ENSMUSG00000025220:ENSRNOG00000017822 MGEA5 gi|11024698|ref|NPgi|11024698|ref|NP_036347.1| meningioma expressed antigen 5 916 102915 4.9 0 o Q 36 0 X X X X X X X 0 1 1 0 1 1 1 4.26 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.37E-06 1.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.73 8.4E-05 1 2.1E-05 4.19E-05 Hyaluronidase. This family consists of both eukaryotic hyalurononglucosaminidase activity 3 3
2406 ENSG00000105875:ENSMUSG00000058486:ENSRNOG00000010421 WDR91 gi|40254873|ref|NPgi|40254873|ref|NP_054868.2| WD repeat domain 91 [Homo sap 747 83372 6.6 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.9 4.7E-05 X X X X X X X 0 1 1.18E-05 2.36E-05 X X X X X X X 0 1 2 0 1 2 2 3.08 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.5E-05 3E-05 WD40 domain, found in a number of eukaryotic 3 4
2407 ENSG00000161036:ENSMUSG00000029703:ENSRNOG00000001429 LRWD1 gi|23097240|ref|NPgi|23097240|ref|NP_690852.1| leucine-rich repeats and WD repe 647 70861 7.2 0 o Q 16 0.005 X X X X X X X 0 1 2 0 1 2 2 1.85 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.8E-05 3.6E-05 X X X X X X X 0 1 1 0 1 1 1 2.94 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.67E-06 1.73E-05 WD40 domain, found in a number of eukaryotic transferase activity 2 3
2408 ENSG00000133020:ENSMUSG00000055775:ENSRNOG00000031819 MYH8 gi|153945790|ref|Ngi|153945790|ref|NP_002463.2| myosin, heavy chain 8, skeletal m 1937 222760 5.7 0 o Q 16 0 X X X X X X X 0 17 27 23 2 4 8.323 10.02 0.0001 3 6 6 0 0 0 1.65 0 1 1 1 0 0 0 0.57 0 X X X X X X X 0 1 2.51E-05 5.01E-05 X X X X X X X 0 3 4 4 0 0 0.5 2.48 5.8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.45E-06 2.9E-06 24 38
2409 ENSG00000135720:ENSMUSG00000035770:ENSRNOG00000025791 DYNC1LI2 gi|5453634|ref|NP_gi|5453634|ref|NP_006132.1| dynein, cytoplasmic, light interme 492 54099 6.4 0 o Q 23 0.052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.46 7.2E-05 X X X X X X X 0 1 1.8E-05 3.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.28 3.3E-05 X X X X X X X 0 1 8.29E-06 1.66E-05 Dynein light intermediate chain (DLIC). This family cytoplasmic dynein complex [pmid ATP binding; motor activity; nucleotide 2 3
2410 ENSG00000132716:ENSMUSG00000026554:NA WDR42A gi|30089954|ref|NPgi|30089954|ref|NP_056541.2| H326 [Homo sapiens] 597 66852 5.4 0 o Q 29 0 X X X X X X X 0 1 2 0 1 2 2 3.69 7.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.95E-05 3.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.52 2.7E-05 X X X X X X X 0 1 6.83E-06 1.37E-05 WD40 domain, found in a number of eukaryotic 2 3
2411 ENSG00000130175:ENSMUSG00000003402:ENSRNOG00000013360 PRKCSH gi|48255889|ref|NPgi|48255889|ref|NP_002734.2|;gi|48255891|ref|NP_001001329.1| protein kinase C substrate 80K-H 528 59425 4.4 0 o S 15 0.995 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.92 3.3E-05 X X X X X X X 0 1 8.36E-06 1.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.79 7.3E-05 1 1.82E-05 3.64E-05 Glucosidase II beta subunit-like protein. The endoplasmic reticulum; intracellular [pmid calcium ion binding 2 2
2412 ENSG00000182827:ENSMUSG00000026499:ENSRNOG00000003185 ACBD3 gi|15826852|ref|NPgi|15826852|ref|NP_073572.2| acyl-Coenzyme A binding domain 528 60593 5.1 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.73 3.3E-05 X X X X X X X 0 1 8.36E-06 1.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.65 7.3E-05 1 1.82E-05 3.64E-05 emp24/gp25L/p24 family/GOLD. Members of this integral to membrane; mitochondrion acyl-CoA binding 2 2
2413 ENSG00000167670:NA:NA CHAF1A gi|50513245|ref|NPgi|50513245|ref|NP_005474.2| chromatin assembly factor 1, sub 956 106910 5.9 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.46 0.0002 1 1 0 1 1 1 2.72 1.8E-05 X X X X X X X 0 2 5.38E-05 9.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 chromatin assembly complex [pmid chromatin binding [pmid 7600578]; 2 2
2414 ENSG00000148700:ENSMUSG00000025026:ENSRNOG00000012820 ADD3 gi|62912453|ref|NPgi|62912453|ref|NP_001112.2|;gi|9943848|ref|NP_058432.1|adducin 3 (gamma) isoform b [Ho 674 75671 6.8 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 6.68 7.9E-05 X X X X X X X 0 1 1.97E-05 3.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.01 2.4E-05 X X X X X X X 0 1 6.05E-06 1.21E-05 Class II Aldolase and Adducin head (N-terminal) cytoskeleton; membrane [pmid 8893809] calmodulin binding; structural 3 4
2415 ENSG00000116001:ENSMUSG00000071337:ENSRNOG00000016813 TIA1 gi|11863163|ref|NPgi|11863163|ref|NP_071505.1| TIA1 protein isoform 2 [Homo sap 386 42962 8 0 o Q 22 0 X X X X X X X 0 1 1 0 1 1 1 3.37 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.51E-05 3.02E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.7 4.2E-05 X X X X X X X 0 1 1.06E-05 2.11E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleotide binding; poly(A) binding 2 2
2416 ENSG00000132155:ENSMUSG00000000441:ENSRNOG00000010153 RAF1 gi|4506401|ref|NP_gi|4506401|ref|NP_002871.1| v-raf-1 murine leukemia viral onco 648 73052 9.2 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.4 2.7E-05 X X X X X X X 0 1 6.81E-06 1.36E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 2.01 7.6E-05 X X X X X X X 0 1 1.89E-05 3.78E-05 Protein kinase C conserved region 1 (C1) . Cysteine- mitochondrial outer membrane [pmid ATP binding; diacylglycerol binding; 2 4
2417 ENSG00000107651:ENSMUSG00000055319:ENSRNOG00000020411 SEC23IP gi|6005824|ref|NP_gi|6005824|ref|NP_009121.1| Sec23-interacting protein p125 [H 1000 111076 5.5 0 o Q 29 0.024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.1 3.5E-05 X X X X X X X 0 1 8.83E-06 1.77E-05 X X X X X X X 0 2 3 0 2 3 3 3.7 6.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.68E-05 3.37E-05 DDHD domain. The DDHD domain is 180 residues cytoplasm [pmid 10400679]; endoplasmic metal ion binding; protein binding [pmid 3 5
2418 ENSG00000162616:ENSMUSG00000028035:ENSRNOG00000013011 DNAJB4 gi|6631085|ref|NP_gi|6631085|ref|NP_008965.2| DnaJ (Hsp40) homolog, subfamily 337 37807 8.5 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.56 5.2E-05 X X X X X X X 0 1 1.31E-05 2.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 9.5 4.8E-05 X X X X X X X 0 1 1.21E-05 2.42E-05 DnaJ domain. DnaJ domains (J-domains) are heat shock protein binding; unfolded 2 2
2419 ENSG00000123131:ENSMUSG00000025289:ENSRNOG00000003763 PRDX4 gi|5453549|ref|NP_gi|5453549|ref|NP_006397.1| thioredoxin peroxidase [Homo sap 271 30540 6.3 0 o S 38 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 7.75 6E-05 1 1 0 1 1 1 5.9 0.00014 2 5.05E-05 6.71E-05 Peroxiredoxin (PRX) family, Typical 2-Cys PRX oxidoreductase activity; peroxiredoxin 2 2
2420 ENSG00000138767:ENSMUSG00000034724:ENSRNOG00000002075 CNOT6L gi|115583679|ref|Ngi|115583679|ref|NP_653172.2| CCR4-NOT transcription complex 555 63001 6.7 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.34 3.2E-05 X X X X X X X 0 1 7.96E-06 1.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.24 6.9E-05 1 1.73E-05 3.46E-05 2 2
2421 ENSG00000163938:ENSMUSG00000042354:ENSRNOG00000037646 GNL3 gi|45593130|ref|NPgi|45593130|ref|NP_055181.3|;gi|45643129|ref|NP_996562.1| guanine nucleotide binding protei 549 61993 9.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.91 5.9E-05 2 2 0 0 2 2 3.28 0.00014 2 4.98E-05 6.62E-05 GNL3L/Grn1 putative GTPase. Grn1 (yeast) and intracellular; nucleolus; nucleus GTP binding; nucleotide binding; protein 3 4
2422 ENSG00000213186:ENSMUSG00000034317:ENSRNOG00000010515 TRIM59 gi|27436877|ref|NPgi|27436877|ref|NP_775107.1| tripartite motif-containing 59 [Hom 403 47114 6.8 1 o329-348i Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.71 4.4E-05 X X X X X X X 0 1 1.1E-05 2.19E-05 X X X X X X X 0 1 1 0 1 1 1 5.71 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.39E-05 2.78E-05 RING-finger (Really Interesting New Gene) domain, a integral to membrane; intracellular; metal ion binding; protein binding; zinc 2 2
2423 ENSG00000081307:ENSMUSG00000032557:ENSRNOG00000011027 UBE1DC1 gi|13376212|ref|NPgi|13376212|ref|NP_079094.1|;gi|38327032|ref|NP_938143.1| ubiquitin-activating enzyme 5 isof 404 44863 4.8 1 i71-93o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 6.19 4.4E-05 X X X X X X X 0 1 1.09E-05 2.19E-05 X X X X X X X 0 1 1 0 0 1 1 6.19 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.39E-05 2.78E-05 Dinucleotide-utilizing enzymes involved in cytoplasm [pmid 11256614] catalytic activity; oxidoreductase activity, 2 2
2424 ENSG00000137337:ENSMUSG00000061607:ENSRNOG00000032813 MDC1 gi|132626688|ref|Ngi|132626688|ref|NP_055456.2| mediator of DNA damage checkp 2089 226664 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.81 1.7E-05 1 1 0 1 1 1 1.72 0.00019 2 4.23E-06 8.46E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2425 ENSG00000161618:ENSMUSG00000007833:ENSRNOG00000020623 ALDH16A1 gi|23503239|ref|NPgi|23503239|ref|NP_699160.1| aldehyde dehydrogenase 16 fami 802 85113 6.8 0 o Q 42 0.014 X X X X X X X 0 2 3 0 2 3 3 3.12 8.7E-05 X X X X X X X 0 2 5 0 2 5 5 5.61 0.00011 X X X X X X X 0 2 4.93E-05 5.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Aldehyde dehydrogenase family. This family of oxidoreductase activity 4 8
2426 ENSG00000070495:ENSMUSG00000056962:ENSRNOG00000000250 JMJD6 gi|125988389|ref|Ngi|125988389|ref|NP_055982.2|;gi|125988395|ref|NP_001074930.1| jumonji domain containing 6 isofo 403 46462 8.7 0 o Q 44 0 X X X X X X X 0 1 1 0 0 1 1 3.23 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.45E-05 2.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.96 4E-05 X X X X X X X 0 1 1.01E-05 2.02E-05 2 2
2427 ENSG00000151414:ENSMUSG00000026393:ENSRNOG00000000657 NEK7 gi|19424132|ref|NPgi|19424132|ref|NP_598001.1|;gi|19923407|ref|NP_055212.2| NIMA (never in mitosis gene a)-re 302 34551 8.3 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 7.95 7.7E-05 X X X X X X X 0 1 2 0 0 2 2 7.95 0.00012 X X X X X X X 0 2 4.86E-05 5.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. ATP binding; magnesium ion binding; 2 3
2428 ENSG00000122965:ENSMUSG00000029594:ENSRNOG00000001397 RBM19 gi|7705365|ref|NP_gi|7705365|ref|NP_057280.1| RNA binding motif protein 19 [Hom 960 107305 6.4 0 o Q 34 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 2.4 7.4E-05 X X X X X X X 0 1 1.84E-05 3.68E-05 X X X X X X X 0 1 1 0 1 1 1 2.19 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.84E-06 1.17E-05 RNA recognition motif; smart00360 nucleus nucleotide binding; RNA binding 2 5
2429 ENSG00000137486:ENSMUSG00000018909:ENSRNOG00000033999 ARRB1 gi|10880134|ref|NPgi|10880134|ref|NP_064647.1|;gi|10880136|ref|NP_004032.2| arrestin beta 1 isoform B [Homo s 410 46309 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.85 4.3E-05 X X X X X X X 0 1 1.08E-05 2.15E-05 X X X X X X X 0 1 1 0 0 1 1 4.39 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.37E-05 2.74E-05 Arrestin (or S-antigen), N-terminal domain. Ig-like beta- cytoplasm [pmid 10823817]; heterotrimeric enzyme inhibitor activity [pmid 2163110] 2 2
2430 ENSG00000176915:ENSMUSG00000029501:ENSRNOG00000037441 ANKLE2 gi|148664230|ref|Ngi|148664230|ref|NP_055929.1| hypothetical protein LOC23141 [H 938 104114 7.1 1 i13-32o S 38 0.994 X X X X X X X 0 1 1 0 1 1 1 1.92 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.22E-06 1.24E-05 X X X X X X X 0 3 3 0 3 3 3 5.01 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.79E-05 3.59E-05 4 4
2431 ENSG00000104129:ENSMUSG00000034278:ENSRNOG00000000345 DNAJC17 gi|8922563|ref|NP_gi|8922563|ref|NP_060633.1| DnaJ (Hsp40) homolog, subfamily 304 34687 8.5 0 o Q 24 0.002 X X X X X X X 0 1 1 0 1 1 1 6.91 7.7E-05 X X X X X X X 0 1 2 0 1 2 2 6.91 0.00012 X X X X X X X 0 2 4.82E-05 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 DnaJ domain. DnaJ domains (J-domains) are heat shock protein binding; nucleotide 2 3
2432 ENSG00000140368:ENSMUSG00000032322:ENSRNOG00000016413 PSTPIP1 gi|20149528|ref|NPgi|20149528|ref|NP_003969.2| proline-serine-threonine phosphat 416 47591 5.5 0 o Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.57 4.2E-05 X X X X X X X 0 1 1.06E-05 2.12E-05 X X X X X X X 0 1 1 0 1 1 1 4.57 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.35E-05 2.7E-05 Src homology 3 domains; SH3 domains bind to protein binding 2 2
2433 ENSG00000105397:ENSMUSG00000032175:ENSRNOG00000032948 TYK2 gi|31543838|ref|NPgi|31543838|ref|NP_003322.2| tyrosine kinase 2 [Homo sapiens] 1187 133666 7.1 0 o Q 41 0.411 X X X X X X X 0 1 3 0 1 3 3 1.43 5.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.47E-05 2.95E-05 X X X X X X X 0 2 2 0 2 2 2 3.62 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.45E-06 1.89E-05 Band 4.1 homologues; Also known as cytoskeleton ATP binding; Janus kinase activity; non- 3 5
2434 ENSG00000124608:ENSMUSG00000023938:ENSRNOG00000025808 AARS2 gi|38569417|ref|NPgi|38569417|ref|NP_065796.1| alanyl-tRNA synthetase like [Hom 985 107326 6.3 0 o Q 56 0.338 X X X X X X X 0 3 5 0 3 5 5 5.58 0.00012 X X X X X X X 0 1 4 0 1 4 4 2.64 7.2E-05 X X X X X X X 0 2 4.75E-05 5.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Alanyl-tRNA synthetase (AlaRS) class II core catalytic alanine-tRNA ligase activity; ATP 4 9
2435 ENSG00000033050:ENSMUSG00000028953:ENSRNOG00000010609 ABCF2 gi|10947137|ref|NPgi|10947137|ref|NP_005683.2|;gi|27881506|ref|NP_009120.1| ATP-binding cassette, sub-family 634 72444 7.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 0 2 2 3.94 7.1E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3 0.00012 2 4.8E-05 5.91E-05 ABC Carbohydrate and Solute Transporters-like ATP-binding cassette (ABC) transporter ATP binding [pmid 9878413]; ATPase 3 4
2436 ENSG00000067334:ENSMUSG00000039756:ENSRNOG00000025025 DNTTIP2 gi|54633315|ref|NPgi|54633315|ref|NP_055412.2| deoxynucleotidyltransferase, term 756 84469 6.2 0 o Q 28 0.033 X X X X X X X 0 1 1 0 1 1 1 2.38 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.71E-06 1.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.5 6.5E-05 X X X X X X X 0 1 1.62E-05 3.24E-05 Fcf2 pre-rRNA processing. This is a family of receptor activity 3 4
2437 ENSG00000198900:ENSMUSG00000070544:ENSRNOG00000012461 TOP1 gi|11225260|ref|NPgi|11225260|ref|NP_003277.1| DNA topoisomerase I [Homo sapi 765 90726 9.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.18 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.62E-06 1.52E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.14 6.4E-05 X X X X X X X 0 1 1.6E-05 3.2E-05 Topoisomer_IB_N_htopoI_like : N-terminal DNA chromosome [pmid 9049244]; nucleolus chromatin binding [pmid 9049244]; DNA 2 4
2438 ENSG00000163694:ENSMUSG00000070780:ENSRNOG00000002408 RBM47 gi|148833513|ref|Ngi|148833513|ref|NP_001092104.1|;gi|54312090|ref|NP_001005882.1| RNA binding motif protein 47 isofo 593 64099 7.7 0 o Q 21 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.7 3E-05 X X X X X X X 0 1 7.45E-06 1.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.53 6.5E-05 1 1.62E-05 3.24E-05 2 2
2439 ENSG00000089159:ENSMUSG00000029528:ENSRNOG00000001149 PXN gi|4506345|ref|NP_gi|4506345|ref|NP_002850.1| paxillin [Homo sapiens] 557 60937 6.4 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.26 6.3E-05 X X X X X X X 0 1 1.59E-05 3.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.31 2.9E-05 X X X X X X X 0 1 7.32E-06 1.46E-05 LIM domain. This family represents two copies of the cytoskeleton; microtubule associated metal ion binding; protein binding [pmid 3 3
2440 ENSG00000141002:ENSMUSG00000001472:ENSRNOG00000017023 TCF25 gi|14149657|ref|NPgi|14149657|ref|NP_055787.1| NULP1 [Homo sapiens] 676 76667 6.4 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.55 2.6E-05 X X X X X X X 0 1 6.53E-06 1.31E-05 X X X X X X X 0 2 2 0 2 2 2 8.58 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.66E-05 3.32E-05 Protein of unknown function, DUF654. This family nucleus [pmid 16574069] binding; transcription factor activity 3 3
2441 ENSG00000023171:ENSMUSG00000040111:ENSRNOG00000007166 GRAMD1B gi|144227752|ref|Ngi|144227752|ref|NP_065767.1| GRAM domain containing 1B [Ho 738 85400 6.2 1 o624-646i Q 19 0.007 X X X X X X X 0 2 2 0 2 2 2 3.79 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.58E-05 3.16E-05 X X X X X X X 0 1 1 0 1 1 1 1.49 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.6E-06 1.52E-05 3 3
2442 ENSG00000108651:ENSMUSG00000035575:ENSRNOG00000014209 UTP6 gi|49574529|ref|NPgi|49574529|ref|NP_060898.2| hepatocellular carcinoma-associa 597 70194 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.7 3E-05 X X X X X X X 0 1 7.4E-06 1.48E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.35 6.4E-05 1 1.61E-05 3.22E-05 U3 small nucleolar RNA-associated protein 6. This is intracellular; nucleus binding 2 2
2443 ENSG00000139350:ENSMUSG00000019988:ENSRNOG00000004011 NEDD1 gi|23097254|ref|NPgi|23097254|ref|NP_690869.1| neural precursor cell expressed, d 660 71966 8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.88 3.5E-05 X X X X X X X 0 1 1 1 1 0 0 2.12 0 X X X X X X X 0 1 8.83E-06 1.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.88 5.8E-05 1 1.45E-05 2.91E-05 WD40 domain, found in a number of eukaryotic 3 3
2444 ENSG00000178105:ENSMUSG00000053289:ENSRNOG00000012500 DDX10 gi|13514831|ref|NPgi|13514831|ref|NP_004389.2| DEAD (Asp-Glu-Ala-Asp) box poly 875 100888 8.6 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.6 4E-05 X X X X X X X 0 1 1.01E-05 2.02E-05 X X X X X X X 0 1 2 0 1 2 2 1.94 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.28E-05 2.56E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 2 4
2445 ENSG00000214367:ENSMUSG00000079555:ENSRNOG00000015255 C4orf15 gi|56711324|ref|NPgi|56711324|ref|NP_078787.2| hypothetical protein LOC79441 [H 603 69650 5.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.48 2.9E-05 X X X X X X X 0 1 7.32E-06 1.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.81 6.4E-05 1 1.59E-05 3.18E-05 2 2
2446 ENSG00000146828:ENSMUSG00000037344:NA SLC12A9 gi|31881740|ref|NPgi|31881740|ref|NP_064631.2| solute carrier family 12 (potassium 914 96110 8.1 10 o41-63i76-98o11A 21 0.01 X X X X X X X 0 2 2 0 2 2 2 8.21 5.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.28E-05 2.55E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.52 4.2E-05 1 1.05E-05 2.1E-05 Gamma-aminobutyrate permease and related integral to membrane [pmid 10871601]; cation:chloride symporter activity [pmid 3 3
2447 ENSG00000165806:ENSMUSG00000025076:ENSRNOG00000016836 CASP7 gi|15718698|ref|NPgi|15718698|ref|NP_203124.1|;gi|15718700|ref|NP_203125.1| caspase 7 isoform delta [Homo sa 336 37815 6.4 0 o Q 34 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 4.17 0.00013 X X X X X X X 0 1 1 0 0 1 1 4.17 4.9E-05 X X X X X X X 0 2 4.55E-05 6.3E-05 Caspase, interleukin-1 beta converting enzyme (ICE) cytoplasm [pmid 8576161]; endoplasmic caspase activity; cysteine-type 2 3
2448 ENSG00000105963:ENSMUSG00000056413:ENSRNOG00000001291 CENTA1 gi|6806913|ref|NP_gi|6806913|ref|NP_006860.1| centaurin, alpha 1 [Homo sapiens 374 43425 9 0 o A 22 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.48 4.7E-05 X X X X X X X 0 1 1.18E-05 2.36E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 8.29 4.4E-05 X X X X X X X 0 1 1.09E-05 2.18E-05 Pleckstrin homology (PH) domain. PH domains are cytoplasm [pmid 10333475] [pmid ARF GTPase activator activity [pmid 2 2
2449 ENSG00000198130:ENSMUSG00000041426:ENSRNOG00000028557 HIBCH gi|37594469|ref|NPgi|37594469|ref|NP_932164.1|;gi|37594471|ref|NP_055177.2| 3-hydroxyisobutyryl-Coenzyme A 338 38012 8.5 0 o Q 35 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 7.1 0.00013 X X X X X X X 0 1 1 0 0 1 1 3.55 4.8E-05 X X X X X X X 0 2 4.53E-05 6.26E-05 enoyl-CoA hydratase; PRK06493 3-hydroxyisobutyryl-CoA hydrolase 2 3
2450 ENSG00000128191:ENSMUSG00000022718:ENSRNOG00000001886 DGCR8 gi|38488720|ref|NPgi|38488720|ref|NP_073557.3| DiGeorge syndrome critical region 773 86045 5.9 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.43 6.9E-05 X X X X X X X 0 1 1.71E-05 3.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.29 2.1E-05 X X X X X X X 0 1 5.28E-06 1.06E-05 Double-stranded RNA binding motif. Binding is not cytoplasm [pmid 11256614]; intracellular; double-stranded RNA binding; protein 3 4
2451 ENSG00000084463:NA:NA WBP11 gi|7706501|ref|NP_gi|7706501|ref|NP_057396.1| WW domain binding protein 11 [H 641 69998 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.08 5.5E-05 X X X X X X X 0 1 1.38E-05 2.76E-05 X X X X X X X 0 1 1 0 1 1 1 6.08 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.75E-06 1.75E-05 V-type ATP synthase subunit I; PRK05771 nucleus [pmid 10593949] protein binding [pmid 16713569]; single- 2 3
2452 ENSG00000105447:ENSMUSG00000053801:ENSRNOG00000021058 GRWD1 gi|31542862|ref|NPgi|31542862|ref|NP_113673.2| glutamate-rich WD repeat contain 446 49346 4.9 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.95 4E-05 X X X X X X X 0 1 9.9E-06 1.98E-05 X X X X X X X 0 1 1 0 1 1 1 5.61 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.26E-05 2.52E-05 WD40 domain, found in a number of eukaryotic nucleus 2 2
2453 ENSG00000146555:ENSMUSG00000039683:ENSRNOG00000001103 SDK1 gi|119220552|ref|Ngi|119220552|ref|NP_689957.3| sidekick 1 isoform 1 [Homo sapie 2213 242109 6.4 1 o2008-2030i Q 18 0.018 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.54 8.5E-05 X X X X X X X 0 X X X X X X X 0 1 2.12E-05 4.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.99 7.4E-06 X X X X X X X 0 1 1.84E-06 3.69E-06 2 2
2454 ENSG00000129484:ENSMUSG00000036023:ENSRNOG00000008892 PARP2 gi|110825961|ref|Ngi|110825961|ref|NP_005475.2|;gi|110825963|ref|NP_001036083.1| poly (ADP-ribose) polymerase fam 583 66206 8.9 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.92 6.1E-05 X X X X X X X 0 1 1.51E-05 3.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.92 2.8E-05 X X X X X X X 0 1 7E-06 1.4E-05 2 3
2455 ENSG00000080608:ENSMUSG00000041360:ENSRNOG00000027912 KIAA0020 gi|109948283|ref|Ngi|109948283|ref|NP_055693.4| KIAA0020 protein [Homo sapiens 648 73584 9.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 5.86 5.5E-05 X X X X X X X 0 1 1.36E-05 2.73E-05 X X X X X X X 0 1 1 0 1 1 1 2.62 3.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.66E-06 1.73E-05 3 3
2456 ENSG00000167483:ENSMUSG00000043243:ENSRNOG00000039357 FAM129C gi|148664236|ref|Ngi|148664236|ref|NP_001091994.1|;gi|31542207|ref|NP_775815.2| B-cell novel protein 1 isoform b [H 651 72185 8.1 0 o Q 25 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.68 5.4E-05 X X X X X X X 0 1 1.36E-05 2.71E-05 X X X X X X X 0 1 1 0 0 1 1 5.68 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.62E-06 1.72E-05 2 3
2457 ENSG00000085563:ENSMUSG00000028970:ENSRNOG00000022719 ABCB1 gi|42741659|ref|NPgi|42741659|ref|NP_000918.2| ATP-binding cassette sub-family B 1280 141478 9 10 i49-71o114-136i1Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.09 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.11E-06 1.82E-05 X X X X X X X 0 2 3 0 2 3 3 3.36 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.31E-05 2.63E-05 MTABC3 (also known as ABCB6) is a mitochondrial cell surface [pmid 12493773]; integral to ATP binding [pmid 3768958]; ATPase 3 5
2458 ENSG00000185215:ENSMUSG00000021281:ENSRNOG00000010165 TNFAIP2 gi|26051240|ref|NPgi|26051240|ref|NP_006282.2| tumor necrosis factor, alpha-induc 654 72661 6.5 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.75 5.4E-05 X X X X X X X 0 1 1.35E-05 2.7E-05 X X X X X X X 0 1 1 0 1 1 1 2.75 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.58E-06 1.72E-05 Exocyst complex component Sec6. Sec6 is a extracellular space [pmid 1374453] 2 3
2459 ENSG00000120800:ENSMUSG00000004356:ENSRNOG00000005823 UTP20 gi|120587023|ref|Ngi|120587023|ref|NP_055318.2|;gi|89036565|ref|XP_941315.1| down-regulated in metastasis [Ho 2785 318385 7.4 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.57 6.3E-06 X X X X X X X 0 1 1.59E-06 3.17E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 0 6 6 1.69 8.3E-05 1 2.07E-05 4.14E-05 4 7
2460 ENSG00000127586:ENSMUSG00000019214:ENSRNOG00000019174 CHTF18 gi|27501458|ref|NPgi|27501458|ref|NP_071375.1| CTF18, chromosome transmissio 975 107383 7.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.33 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.39E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.59 3.9E-05 1 9.84E-06 1.97E-05 AAA-superfamily of ATPases associated with a wide ATP binding; helicase activity; 2 3
2461 ENSG00000185246:ENSMUSG00000035597:ENSRNOG00000004521 PRPF39 gi|156938331|ref|Ngi|156938331|ref|NP_060392.3| PRP39 pre-mRNA processing fac 669 78430 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.94 5.3E-05 X X X X X X X 0 1 1.32E-05 2.64E-05 X X X X X X X 0 1 1 0 1 1 1 1.94 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.38E-06 1.68E-05 2 3
2462 ENSG00000182481:ENSMUSG00000018362:ENSRNOG00000037895 LOC728860 gi|169211157|ref|Xgi|169211157|ref|XP_001723009.1| PREDICTED: similar to Karyophe 529 57862 5.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.73 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.1E-05 2.2E-05 X X X X X X X 0 1 1 0 1 1 1 4.73 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.06E-05 2.12E-05 2 2
2463 ENSG00000042429:ENSMUSG00000031935:ENSRNOG00000010496 MED17 gi|28558975|ref|NPgi|28558975|ref|NP_004259.3| mediator complex subunit 17 [Hom 651 72890 7.4 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.53 2.7E-05 X X X X X X X 0 1 6.78E-06 1.36E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.61 5.9E-05 1 1.47E-05 2.95E-05 mediator complex [pmid 10198638]; ligand-dependent nuclear receptor 2 2
2464 ENSG00000150990:ENSMUSG00000029480:ENSRNOG00000022171 DHX37 gi|29029601|ref|NPgi|29029601|ref|NP_116045.2| DEAH (Asp-Glu-Ala-His) box poly 1157 129545 8.1 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.95 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.04E-06 1.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.64 6.6E-05 1 1.66E-05 3.32E-05 DEXH-box helicases. A diverse family of proteins ATP binding; ATP-dependent helicase 2 3
2465 ENSG00000161091:ENSMUSG00000034854:ENSRNOG00000039858 C19orf28 gi|111378386|ref|Ngi|111378386|ref|NP_068377.2|;gi|111378391|ref|NP_778148.2|;gi|111378395|ref|NP_001036145.1|;gi|27923945|ref|NP_778148.1| hypothetical protein LOC126321 i 538 58707 8.8 11 o25-47i99-121o1S 53 0.826 X X X X X X X 0 1 1 0 0 1 1 4.83 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.17E-05 X X X X X X X 0 1 1 0 0 1 1 4.83 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.04E-05 2.09E-05 2 2
2466 ENSG00000157212:ENSMUSG00000002221:ENSRNOG00000007131 PAXIP1 gi|93141033|ref|NPgi|93141033|ref|NP_031375.3| PAX interacting protein 1 [Homo s 1069 121341 6.7 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.96 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.09E-05 2.18E-05 X X X X X X X 0 1 2 0 1 2 2 2.34 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.1E-05 Breast Cancer Suppressor Protein (BRCA1), carboxy- intracellular 2 4
2467 ENSG00000168792:ENSMUSG00000000686:ENSRNOG00000015002 ABHD15 gi|39930569|ref|NPgi|39930569|ref|NP_937790.1| hypothetical protein LOC116236 [ 468 51741 7.6 1 i5-22o S 23 0.986 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.27 3.8E-05 X X X X X X X 0 1 9.44E-06 1.89E-05 X X X X X X X 0 1 1 0 1 1 1 2.78 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.4E-05 Predicted hydrolase of the alpha/beta-hydrolase fold 2 2
2468 ENSG00000173145:ENSMUSG00000024999:ENSRNOG00000013965 NOC3L gi|20806097|ref|NPgi|20806097|ref|NP_071896.8| nucleolar complex associated 3 h 800 92548 9.2 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.88 5.8E-05 X X X X X X X 0 2 5 0 2 5 5 5.5 0.00011 X X X X X X X 0 2 4.22E-05 5.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Nucleolar complex-associated protein. Nucleolar nucleus 3 7
2469 ENSG00000170776:NA:NA AKAP13 gi|21493029|ref|NPgi|21493029|ref|NP_009131.2|;gi|31563330|ref|NP_006729.4| A-kinase anchor protein 13 isofor 2813 307550 5.2 0 o Q 27 0.01 X X X X X X X 0 3 4 0 0 4 4 1.6 3.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.75 0.00014 2 8.29E-06 1.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Pleckstrin homology (PH) domain. PH domains are intracellular; membrane fraction [pmid cAMP-dependent protein kinase activity 4 5
2470 ENSG00000160013:ENSMUSG00000043017:ENSRNOG00000016756 PTGIR gi|4506263|ref|NP_gi|4506263|ref|NP_000951.1| prostaglandin I2 (prostacyclin) rec 386 40956 8.5 7 o15-37i49-71o93Q 35 0.251 X X X X X X X 0 1 2 0 1 2 2 2.59 0.00012 X X X X X X X 0 1 1 0 1 1 1 2.59 4.6E-05 X X X X X X X 0 2 4.17E-05 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 7 transmembrane receptor (rhodopsin family). This integral to plasma membrane [pmid receptor activity; rhodopsin-like receptor 2 3
2471 ENSG00000101126:ENSMUSG00000051149:ENSRNOG00000010975 ADNP gi|31563503|ref|NPgi|31563503|ref|NP_852107.1| activity-dependent neuroprotector 1102 123563 7.3 0 o Q 16 0 X X X X X X X 0 1 2 0 1 2 2 2.18 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.06E-05 2.12E-05 X X X X X X X 0 1 2 0 1 2 2 2.18 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.02E-05 2.04E-05 Homeodomain; DNA binding domains involved in the intracellular; nucleus metal ion binding; sequence-specific 2 4
2472 ENSG00000006047:ENSMUSG00000018554:ENSRNOG00000017117 YBX2 gi|156415990|ref|Ngi|156415990|ref|NP_057066.2| Y box binding protein 2 [Homo sa 364 38518 10.8 0 o S 28 0.886 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.67 6.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.02 0.00011 2 4.18E-05 5.14E-05 2 2
2473 ENSG00000135336:ENSMUSG00000040044:ENSRNOG00000008314 ORC3L gi|32483367|ref|NPgi|32483367|ref|NP_036513.2|;gi|32483369|ref|NP_862820.1| origin recognition complex, subun 711 82254 7.6 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 1.69 6.6E-05 X X X X X X X 0 2 4 0 0 4 4 3.94 9.9E-05 X X X X X X X 0 2 4.12E-05 4.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Origin recognition complex (ORC) subunit 3 N- nuclear origin of replication recognition DNA binding; DNA replication origin 3 6
2474 ENSG00000112893:ENSMUSG00000024085:ENSRNOG00000015439 MAN2A1 gi|51477714|ref|NPgi|51477714|ref|NP_002363.2| mannosidase, alpha, class 2A, me 1144 131140 7.6 1 i7-26o A 32 0.055 X X X X X X X 0 4 5 0 4 5 5 5.33 0.0001 X X X X X X X 0 3 4 0 3 4 4 4.98 6.2E-05 X X X X X X X 0 2 4.09E-05 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Alpha mannosidase, middle domain. Members of this Golgi apparatus; integral to membrane; alpha-mannosidase activity; hydrolase 7 9
2475 ENSG00000076685:ENSMUSG00000025041:NA NT5C2 gi|6912598|ref|NP_gi|6912598|ref|NP_036361.1| 5'-nucleotidase, cytosolic II [Homo 561 64970 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.03 2.9E-05 1 2 0 1 2 2 2.5 0.00014 2 4.15E-05 6.5E-05 5' nucleotidase family. This family of eukaryotic cytosol 5'-nucleotidase activity [pmid 7999131]; 2 3
2476 ENSG00000159086:ENSMUSG00000022974:ENSRNOG00000002036 C21orf66 gi|22035565|ref|NPgi|22035565|ref|NP_057715.2| GC-rich sequence DNA-binding fa 917 104804 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 5.02 5.8E-05 X X X X X X X 0 1 1.44E-05 2.89E-05 X X X X X X X 0 1 1 0 1 1 1 1.64 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.12E-06 1.22E-05 GC-rich sequence DNA-binding factor-like protein. nucleus transcription factor activity 3 4
2477 ENSG00000099308:ENSMUSG00000031833:ENSRNOG00000022753 MAST3 gi|150170729|ref|Ngi|150170729|ref|NP_055831.1| microtubule associated serine/thre 1309 143137 8.1 0 o Q 44 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.15 1.3E-05 X X X X X X X 0 1 3.37E-06 6.75E-06 X X X X X X X 0 3 4 0 3 4 4 5.12 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.71E-05 3.43E-05 4 5
2478 ENSG00000146085:ENSMUSG00000023921:ENSRNOG00000029218 MUT gi|156105689|ref|Ngi|156105689|ref|NP_000246.2| methylmalonyl Coenzyme A muta 750 83135 6.9 0 o Q 25 0.016 X X X X X X X 0 1 1 0 1 1 1 2.8 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.77E-06 1.55E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.87 5.1E-05 1 1.28E-05 2.56E-05 2 2
2479 ENSG00000112782:ENSMUSG00000023959:ENSRNOG00000025772 LOC100131610 gi|169169023|ref|Xgi|169169023|ref|XP_001723610.1|;gi|27894378|ref|NP_444507.1|;gi|82617632|ref|NP_058625.2| PREDICTED: similar to chloride in 410 46503 4.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.15 4.3E-05 X X X X X X X 0 1 1.08E-05 2.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.39 4E-05 1 2 2 0 0 0 2.68 0 1 9.95E-06 1.99E-05 3 4
2480 ENSG00000187239:ENSMUSG00000075415:ENSRNOG00000008258 FNBP1 gi|38524622|ref|NPgi|38524622|ref|NP_055848.1| formin binding protein 1 [Homo sa 617 71307 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.08 2.9E-05 X X X X X X X 0 1 7.16E-06 1.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 5.51 5.3E-05 X X X X X X X 0 1 1.32E-05 2.65E-05 Src homology 3 domains; SH3 domains bind to intracellular; ribosome RNA binding; structural constituent of 3 3
2481 ENSG00000171824:ENSMUSG00000017264:ENSRNOG00000010719 EXOSC10 gi|4505917|ref|NP_gi|4505917|ref|NP_002676.1|;gi|50301240|ref|NP_001001998.1| exosome component 10 isoform 2 860 98089 8.4 0 o Q 23 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 3.49 6.2E-05 X X X X X X X 0 1 1.54E-05 3.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.67 1.9E-05 X X X X X X X 0 1 4.74E-06 9.49E-06 3'-5' exonuclease. The 35EXOc domain is responsible intracellular; nucleolus [pmid 1383382]; 3'-5' exonuclease activity; hydrolase 3 4
2482 ENSG00000130299:ENSMUSG00000007610:ENSRNOG00000023403 GTPBP3 gi|14249126|ref|NPgi|14249126|ref|NP_116009.1|;gi|41281653|ref|NP_598399.1| GTP binding protein 3 (mitochond 492 52030 6.5 0 o S 45 0.967 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 7.52 3.6E-05 X X X X X X X 0 1 8.98E-06 1.8E-05 X X X X X X X 0 1 1 0 0 1 1 7.72 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.14E-05 2.28E-05 TrmE (MnmE, ThdF, MSS1) is a 3-domain protein intracellular GTP binding; GTPase activity; 2 2
2483 ENSG00000163811:ENSMUSG00000041057:ENSRNOG00000026316 WDR43 gi|157743245|ref|Ngi|157743245|ref|NP_055946.1| WD repeat domain 43 [Homo sap 677 74891 5.6 0 o Q 28 0.09 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.5 4.8E-05 1 2 0 1 2 2 2.95 0.00011 2 4.04E-05 5.37E-05 3 4
2484 ENSG00000160688:ENSMUSG00000042642:ENSRNOG00000020642 FLAD1 gi|41872389|ref|NPgi|41872389|ref|NP_079483.3|;gi|41872403|ref|NP_958800.1| flavin adenine dinucleotide synthe 587 65266 6.9 0 o Q 55 0.019 X X X X X X X 0 1 1 0 0 1 1 2.21 4E-05 X X X X X X X 0 1 4 0 0 4 4 3.58 0.00012 X X X X X X X 0 2 4E-05 5.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 This domain is found in phosphoadenosine transferase activity 2 5
2485 ENSG00000213380:ENSMUSG00000031916:ENSRNOG00000020379 COG8 gi|21166361|ref|NPgi|21166361|ref|NP_115758.2| component of oligomeric golgi com 612 68452 5.2 0 o S 20 0.941 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.43 3.7E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.45 0.00013 2 4.05E-05 5.92E-05 Dor1-like family. Dor1 is involved in vesicle targeting Golgi transport complex [pmid 11703943]; 2 3
2486 ENSG00000161204:ENSMUSG00000003234:ENSRNOG00000001710 ABCF3 gi|148612853|ref|Ngi|148612853|ref|NP_060828.2| ATP-binding cassette, sub-family 709 79745 6.3 0 o Q 18 0 X X X X X X X 0 1 1 0 1 1 1 2.26 3.3E-05 X X X X X X X 0 2 5 0 2 5 5 7.48 0.00012 X X X X X X X 0 2 3.94E-05 5.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 6
2487 ENSG00000113649:ENSMUSG00000024498:ENSRNOG00000018849 TCERG1 gi|21327715|ref|NPgi|21327715|ref|NP_006697.2|;gi|91208418|ref|NP_001035095.1| transcription elongation regulator 1098 123901 8.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 3.28 6.4E-05 X X X X X X X 0 1 1.61E-05 3.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.37 1.5E-05 X X X X X X X 0 1 3.72E-06 7.43E-06 Two conserved tryptophans domain; also known as nucleus [pmid 9315662] protein binding [pmid 15383276]; RNA 3 5
2488 ENSG00000136573:ENSMUSG00000014453:ENSRNOG00000010798 BLK gi|33469982|ref|NPgi|33469982|ref|NP_001706.2| B lymphoid tyrosine kinase [Homo 505 57707 7.9 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.55 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.15E-05 2.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.17 3.2E-05 X X X X X X X 0 1 8.08E-06 1.62E-05 Src homology 3 domains; SH3 domains bind to ATP binding; nucleotide binding; protein- 2 2
2489 ENSG00000179151:ENSMUSG00000038957:ENSRNOG00000019579 EDC3 gi|19923613|ref|NPgi|19923613|ref|NP_079359.2| enhancer of mRNA decapping 3 [ 508 56078 7.1 0 o Q 18 0.049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.53 3.5E-05 X X X X X X X 0 1 8.69E-06 1.74E-05 X X X X X X X 0 1 1 0 1 1 1 4.53 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.1E-05 2.21E-05 LSm16 belongs to a family of Sm-like proteins that 2 2
2490 ENSG00000130749:ENSMUSG00000059273:ENSRNOG00000015229 ZC3H4 gi|126723060|ref|Ngi|126723060|ref|NP_055983.1| zinc finger CCCH-type containing 1303 140256 6.3 0 o Q 16 0 X X X X X X X 0 1 1 0 1 1 1 1.61 1.8E-05 1 1 0 1 1 1 0.92 0.00014 X X X X X X X 0 X X X X X X X 0 2 4.05E-05 6.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2491 ENSG00000114857:ENSMUSG00000032525:NA NKTR gi|6631100|ref|NP_gi|6631100|ref|NP_005376.2| natural killer-tumor recognition se 1462 165676 10 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 1.16 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.39E-05 X X X X X X X 0 1 2 0 1 2 2 1.16 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.67E-06 1.53E-05 cyclophilin_ABH_like: Cyclophilin A, B and H-like plasma membrane cyclosporin A binding [pmid 8421688]; 2 5
2492 ENSG00000167508:ENSMUSG00000006517:ENSRNOG00000013376 MVD gi|4505289|ref|NP_gi|4505289|ref|NP_002452.1| diphosphomevalonate decarboxy 400 43405 7.2 0 o Q 20 0.123 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 1.75 0.00011 X X X X X X X 0 1 1 0 1 1 1 6.75 4.1E-05 X X X X X X X 0 2 3.82E-05 5.29E-05 Mevalonate pyrophosphate decarboxylase [Lipid ATP binding; diphosphomevalonate 2 3
2493 ENSG00000105609:ENSMUSG00000074420:ENSRNOG00000038821 LILRB5 gi|125987591|ref|Ngi|125987591|ref|NP_001074911.1|;gi|125987593|ref|NP_001074912.1|;gi|5803070|ref|NP_006831.1| leukocyte immunoglobulin-like rec 591 64197 7.3 1 o458-480i S 24 0.998 X X X X X X X 0 1 1 0 0 1 1 4.91 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.87E-06 1.97E-05 X X X X X X X 0 1 1 0 0 1 1 4.91 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.49E-06 1.9E-05 2 2
2494 ENSG00000116266:ENSMUSG00000071640:ENSRNOG00000020392 STXBP3 gi|118600975|ref|Ngi|118600975|ref|NP_009200.2| syntaxin binding protein 3 [Homo 592 67764 7.8 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 1.86 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.85E-06 1.97E-05 X X X X X X X 0 1 1 0 1 1 1 2.53 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.47E-06 1.89E-05 2 2
2495 ENSG00000020129:ENSMUSG00000028833:ENSRNOG00000011751 NCDN gi|62526029|ref|NPgi|62526029|ref|NP_001014839.1|;gi|62526031|ref|NP_001014841.1| neurochondrin isoform 1 [Homo s 729 78864 5.5 0 o Q 20 0.044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.29 2.4E-05 X X X X X X X 0 1 6.06E-06 1.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.33 5.3E-05 1 1.32E-05 2.63E-05 Neurochondrin. This family contains several 2 2
2496 ENSG00000167984:ENSMUSG00000049871:ENSRNOG00000024210 NLRC3 gi|118918429|ref|Ngi|118918429|ref|NP_849172.2| NOD3 protein [Homo sapiens] 1065 114657 8.3 0 o Q 40 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.97 3.3E-05 X X X X X X X 0 1 8.29E-06 1.66E-05 X X X X X X X 0 2 2 0 2 2 2 3.29 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.11E-05 3 4
2497 ENSG00000111364:ENSMUSG00000029389:ENSRNOG00000001043 DDX55 gi|41327779|ref|NPgi|41327779|ref|NP_065987.1| DEAD (Asp-Glu-Ala-Asp) box poly 600 68547 9.2 0 o Q 23 0.001 X X X X X X X 0 1 1 0 1 1 1 2.33 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.72E-06 1.94E-05 X X X X X X X 0 1 1 0 1 1 1 2.33 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.35E-06 1.87E-05 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 2 2
2498 ENSG00000124535:ENSMUSG00000021400:ENSRNOG00000017040 WRNIP1 gi|18426902|ref|NPgi|18426902|ref|NP_064520.2|;gi|18426904|ref|NP_569079.1| Werner helicase interacting prote 665 72133 6.1 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.41 2.7E-05 X X X X X X X 0 1 6.64E-06 1.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.11 4.9E-05 X X X X X X X 0 1 1.23E-05 2.45E-05 Rad18-like CCHC zinc finger; Yeast Rad18p functions nucleus ATP binding [pmid 15670210]; ATPase 2 3
2499 ENSG00000136152:ENSMUSG00000034893:ENSRNOG00000000155 COG3 gi|13899251|ref|NPgi|13899251|ref|NP_113619.1| component of golgi transport com 828 94043 5.6 0 o Q 15 0.324 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.54 2.1E-05 X X X X X X X 0 1 5.33E-06 1.07E-05 X X X X X X X 0 1 2 0 1 2 2 3.5 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.35E-05 2.71E-05 Sec34-like family. Sec34 and Sec35 form a sub- Golgi cis face; membrane 2 3
2500 ENSG00000119318:ENSMUSG00000028426:ENSRNOG00000016137 RAD23B gi|4506387|ref|NP_gi|4506387|ref|NP_002865.1| UV excision repair protein RAD23 409 43171 4.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.16 0.00011 X X X X X X X 0 1 1 0 1 1 1 7.58 4E-05 X X X X X X X 0 2 3.74E-05 5.17E-05 XPC-binding domain. Members of this family adopt a nucleus [pmid 8168482] single-stranded DNA binding [pmid 2 3
2501 ENSG00000108439:ENSMUSG00000018659:NA PNPO gi|8922498|ref|NP_gi|8922498|ref|NP_060599.1| pyridoxine 5'-phosphate oxidase [ 261 29988 7.1 0 o Q 32 0.092 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 7.28 8.6E-05 X X X X X X X 0 1 1 0 1 1 1 6.13 6.3E-05 X X X X X X X 0 2 3.71E-05 4.39E-05 Pyridoxamine-phosphate oxidase [Coenzyme FMN binding; oxidoreductase activity; 2 2
2502 ENSG00000141480:ENSMUSG00000060216:ENSRNOG00000019308 ARRB2 gi|39812055|ref|NPgi|39812055|ref|NP_945355.1|;gi|4757780|ref|NP_004304.1|arrestin, beta 2 isoform 2 [Homo s 394 44392 7.9 0 o Q 51 0 X X X X X X X 0 1 1 0 0 1 1 4.82 5.9E-05 X X X X X X X 0 1 2 0 0 2 2 4.82 9E-05 X X X X X X X 0 2 3.72E-05 4.47E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Arrestin (or S-antigen), N-terminal domain. Ig-like beta- cytoplasm [pmid 9346876]; nucleus; plasma 2 3
2503 ENSG00000136143:ENSMUSG00000022110:ENSRNOG00000017481 SUCLA2 gi|11321583|ref|NPgi|11321583|ref|NP_003841.1| succinate-CoA ligase, ADP-formin 463 50317 7.4 0 o Q 30 0.097 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.16 3.8E-05 X X X X X X X 0 1 9.54E-06 1.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.62 3.5E-05 X X X X X X X 0 1 8.81E-06 1.76E-05 CoA-ligase. This family includes the CoA ligases mitochondrion [pmid 10727444] ATP binding; ligase activity; succinate- 2 2
2504 ENSG00000115211:ENSMUSG00000029145:ENSRNOG00000005301 EIF2B4 gi|41281817|ref|NPgi|41281817|ref|NP_751945.1|;gi|78000156|ref|NP_056451.3|;gi|78000158|ref|NP_001029288.1| eukaryotic translation initiation fac 543 59630 9.4 0 o S 34 0.858 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 4.79 3.3E-05 X X X X X X X 0 1 8.13E-06 1.63E-05 X X X X X X X 0 1 1 0 0 1 1 3.68 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.03E-05 2.07E-05 Initiation factor 2 subunit family. This family includes cytoplasm [pmid 11323413]; eukaryotic guanyl-nucleotide exchange factor 2 2
2505 ENSG00000198730:ENSMUSG00000005609:ENSRNOG00000017195 CTR9 gi|7661950|ref|NP_gi|7661950|ref|NP_055448.1| SH2 domain binding protein 1 [Ho 1173 133502 6.8 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 5.03 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.49E-05 2.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.28 1.4E-05 X X X X X X X 0 1 3.48E-06 6.96E-06 Tetratricopeptide repeat domain; typically contains 34 nucleus binding 3 4
2506 ENSG00000138801:ENSMUSG00000028032:ENSRNOG00000011311 PAPSS1 gi|46094058|ref|NPgi|46094058|ref|NP_005434.4| 3'-phosphoadenosine 5'-phospho 624 70833 6.9 0 o Q 65 0 X X X X X X X 0 1 1 0 1 1 1 2.24 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.34E-06 1.87E-05 X X X X X X X 0 1 1 0 1 1 1 3.53 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.99E-06 1.8E-05 ATP-sulfurylase. This family consists of ATP- intracellular adenylylsulfate kinase activity; ATP 2 2
2507 ENSG00000163703:ENSMUSG00000030284:ENSRNOG00000009414 CRELD1 gi|116734855|ref|Ngi|116734855|ref|NP_001070883.1|;gi|72534728|ref|NP_001026887.1| cysteine-rich with EGF-like domai 420 45407 4.9 2 o363-382i387-40S 30 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 0 2 2 12.38 0.00011 X X X X X X X 0 1 1 0 0 1 1 2.14 3.9E-05 X X X X X X X 0 2 3.64E-05 5.04E-05 3 3
2508 ENSG00000119969:ENSMUSG00000025001:ENSRNOG00000013803 HELLS gi|21914927|ref|NPgi|21914927|ref|NP_060533.2| helicase, lymphoid-specific [Homo 838 97074 7.9 0 o Q 24 0 X X X X X X X 0 1 1 0 1 1 1 1.67 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.96E-06 1.39E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.67 4.6E-05 1 1.15E-05 2.29E-05 Helicase superfamily c-terminal domain; associated ATP binding; DNA binding; helicase 2 2
2509 ENSG00000120253:ENSMUSG00000040034:NA NUP43 gi|38605733|ref|NPgi|38605733|ref|NP_942590.1| nucleoporin 43kDa [Homo sapien 380 42151 5.6 0 o Q 34 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.95 4.3E-05 1 1 0 1 1 1 6.58 0.0001 2 3.6E-05 4.78E-05 WD40 domain, found in a number of eukaryotic integral to membrane; nucleus; outer porin activity 2 2
2510 ENSG00000164024:ENSMUSG00000005813:ENSRNOG00000012947 METAP1 gi|24308009|ref|NPgi|24308009|ref|NP_055958.1| methionyl aminopeptidase 1 [Hom 272 30369 6.6 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.78 8.2E-05 X X X X X X X 0 1 1 0 1 1 1 7.35 6E-05 X X X X X X X 0 2 3.56E-05 4.21E-05 Methionine Aminopeptidase 1. E.C. 3.4.11.18. Also cytoplasm [pmid 14532271] cobalt ion binding; metal ion binding; 2 2
2511 ENSG00000151702:ENSMUSG00000016087:ENSRNOG00000008904 FLI1 gi|7110593|ref|NP_gi|7110593|ref|NP_002008.2| Friend leukemia virus integration 452 50982 7.1 0 o Q 25 0 X X X X X X X 0 1 2 0 1 2 2 3.1 0.0001 X X X X X X X 0 1 1 0 1 1 1 3.76 3.9E-05 X X X X X X X 0 2 3.56E-05 4.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SAM / Pointed domain; A subfamily of the SAM nucleus sequence-specific DNA binding; 2 3
2512 ENSG00000117408:ENSMUSG00000033365:ENSRNOG00000019758 IPO13 gi|41281425|ref|NPgi|41281425|ref|NP_055467.2| importin 13 [Homo sapiens] 963 108211 5.3 0 o Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 2.49 2.3E-05 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.45 0.00012 2 3.57E-05 5.7E-05 Exportin 1-like protein. The sequences featured in this cytoplasm; nuclear pore; nucleus protein binding [pmid 16189514]; protein 2 4
2513 ENSG00000159640:ENSMUSG00000020681:ENSRNOG00000007467 ACE gi|4503273|ref|NP_gi|4503273|ref|NP_000780.1| angiotensin I converting enzyme i 1306 149714 6.4 1 o1257-1276i S 30 1 X X X X X X X 0 1 1 0 1 1 1 1.07 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.46E-06 8.93E-06 X X X X X X X 0 1 3 0 1 3 3 1.07 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.29E-05 2.58E-05 Angiotensin-converting enzyme. Members of this integral to membrane [pmid 2547653]; carboxypeptidase activity; chloride ion 2 4
2514 ENSG00000100425:ENSMUSG00000022387:ENSRNOG00000004538 BRD1 gi|11321642|ref|NPgi|11321642|ref|NP_055392.1| bromodomain containing protein 1 1058 119520 8.6 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.17 3.3E-05 X X X X X X X 0 1 8.35E-06 1.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.89 3.6E-05 1 9.07E-06 1.81E-05 domain with conserved PWWP motif; conservation of nucleus [pmid 10602503] metal ion binding; protein binding; zinc 2 3
2515 ENSG00000155903:ENSMUSG00000032413:ENSRNOG00000011909 RASA2 gi|12545408|ref|NPgi|12545408|ref|NP_006497.2| RAS p21 protein activator 2 [Hom 849 96527 7.2 0 o S 21 0.977 X X X X X X X 0 1 2 0 1 2 2 1.77 5.5E-05 X X X X X X X 0 2 4 0 2 4 4 4.59 8.3E-05 X X X X X X X 0 2 3.45E-05 4.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 BTK motif. Zinc-binding motif containing conserved intracellular metal ion binding; Ras GTPase activator 3 6
2516 ENSG00000168944:ENSMUSG00000048799:ENSRNOG00000017035 CEP120 gi|96975038|ref|NPgi|96975038|ref|NP_694955.2| coiled-coil domain containing 100 986 112640 6.3 0 o Q 18 0.032 X X X X X X X 0 1 1 0 1 1 1 2.03 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.91E-06 1.18E-05 X X X X X X X 0 2 2 0 2 2 2 5.38 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.14E-05 2.28E-05 3 3
2517 ENSG00000110934:ENSMUSG00000075411:ENSRNOG00000031930 BIN2 gi|49472835|ref|NPgi|49472835|ref|NP_057377.2| bridging integrator 2 [Homo sapie 565 61874 5.1 0 o Q 25 0.001 X X X X X X X 0 1 1 0 1 1 1 4.07 4.1E-05 X X X X X X X 0 1 3 0 1 3 3 4.07 9.4E-05 X X X X X X X 0 2 3.38E-05 4.45E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 BAR domain. The BAR domain is found in cytoplasm protein binding 2 4
2518 ENSG00000172673:ENSMUSG00000049109:ENSRNOG00000014979 C6orf190 gi|58218986|ref|NPgi|58218986|ref|NP_001010923.1| hypothetical protein LOC387357 [ 641 73452 5.9 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.59 7.6E-05 1 1 0 1 1 1 2.65 6E-05 2 3.41E-05 3.99E-05 2 4
2519 ENSG00000146909:ENSMUSG00000001569:NA NOM1 gi|61097912|ref|NPgi|61097912|ref|NP_612409.1| nucleolar protein with MIF4G dom 860 96257 8.1 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.63 4.1E-05 X X X X X X X 0 1 1.03E-05 2.05E-05 X X X X X X X 0 1 1 0 1 1 1 2.09 2.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.52E-06 1.3E-05 MIF4G domain. MIF4G is named after Middle domain RNA binding 2 3
2520 ENSG00000160214:ENSMUSG00000061032:ENSRNOG00000001203 RRP1 gi|4503247|ref|NP_gi|4503247|ref|NP_003674.1| ribosomal RNA processing 1 hom 461 52839 9.3 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.69 9.7E-05 X X X X X X X 0 1 1 0 1 1 1 2.82 3.5E-05 X X X X X X X 0 2 3.32E-05 4.59E-05 Nucleolar protein,Nop52. Nop52 believed to be nucleolar preribosome, small subunit metal ion binding; superoxide dismutase 2 3
2521 ENSG00000159216:ENSMUSG00000022952:ENSRNOG00000001704 RUNX1 gi|19923198|ref|NPgi|19923198|ref|NP_001745.2|;gi|49574546|ref|NP_001001890.1| runt-related transcription factor 1 480 51818 8.7 0 o Q 25 0 X X X X X X X 0 1 2 0 0 2 2 7.29 9.7E-05 X X X X X X X 0 1 1 0 0 1 1 2.71 3.7E-05 X X X X X X X 0 2 3.35E-05 4.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Runx inhibition domain. This domain lies to the C- nucleus ATP binding; chloride ion binding; 2 3
2522 ENSG00000135439:ENSMUSG00000025422:ENSRNOG00000025584 CENTG1 gi|7661962|ref|NP_gi|7661962|ref|NP_055585.1| centaurin, gamma 1 [Homo sapie 836 90537 8.8 0 o Q 15 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.56 2.1E-05 X X X X X X X 0 1 5.28E-06 1.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.51 4.6E-05 1 1.15E-05 2.3E-05 Putative GTPase activating protein for Arf. Putative nucleus [pmid 11136977] GTP binding; GTPase activator activity; 2 2
2523 ENSG00000172660:ENSMUSG00000020680:ENSRNOG00000010604 TAF15 gi|21327701|ref|NPgi|21327701|ref|NP_631961.1|;gi|4507353|ref|NP_003478.1|TBP-associated factor 15 isoform 592 61830 8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.36 3E-05 X X X X X X X 0 1 7.46E-06 1.49E-05 X X X X X X X 0 1 1 0 0 1 1 5.74 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.47E-06 1.89E-05 Zn-finger in Ran binding protein and others; intracellular; nucleus; transcription factor DNA binding; metal ion binding; 2 2
2524 ENSG00000164187:ENSMUSG00000039704:ENSRNOG00000017337 LMBRD2 gi|56790897|ref|NPgi|56790897|ref|NP_001007528.1| LMBR1 domain containing 2 [Hom 695 81172 7.5 9 o4-21i33-52o106A 26 0.017 X X X X X X X 0 1 1 0 1 1 1 3.02 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.39E-06 1.68E-05 X X X X X X X 0 1 1 0 1 1 1 4.32 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.07E-06 1.61E-05 LMBR1-like membrane protein. Members of this 2 2
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2525 ENSG00000148308:ENSMUSG00000026816:ENSRNOG00000010981 GTF3C5 gi|6912402|ref|NP_gi|6912402|ref|NP_036219.1| general transcription factor IIIC, p 519 59630 7.1 0 o Q 19 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.39 3.4E-05 X X X X X X X 0 1 8.51E-06 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.39 3.1E-05 X X X X X X X 0 1 7.86E-06 1.57E-05 nucleus; transcription factor TFIIIC complex DNA binding; RNA polymerase III 2 2
2526 ENSG00000197912:ENSMUSG00000000738:ENSRNOG00000015150 SPG7 gi|4507173|ref|NP_gi|4507173|ref|NP_003110.1| spastic paraplegia 7 isoform 1 [Ho 795 88235 8.7 2 o145-167i250-27S 17 0.674 X X X X X X X 0 2 3 0 2 3 3 5.28 8.8E-05 X X X X X X X 0 2 2 0 2 2 2 5.79 4.4E-05 X X X X X X X 0 2 3.31E-05 4.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 FtsH Extracellular. This domain is found in the FtsH extracellular matrix (sensu Metazoa) [pmid ATP binding; metal ion binding; 4 5
2527 ENSG00000009307:ENSMUSG00000068823:ENSRNOG00000030302 CSDE1 gi|56117850|ref|NPgi|56117850|ref|NP_009089.4|;gi|56117852|ref|NP_001007554.1| upstream of NRAS isoform 2 [Hom 767 85747 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.56 2.3E-05 X X X X X X X 0 1 5.76E-06 1.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 4.43 4.3E-05 X X X X X X X 0 1 1.06E-05 2.13E-05 Cold shock protein domain; RNA-binding domain that DNA binding; RNA binding 3 3
2528 ENSG00000164430:ENSMUSG00000032344:NA C6orf150 gi|115511030|ref|Ngi|115511030|ref|NP_612450.2| hypothetical protein LOC115004 [ 522 58815 9.5 0 o Q 25 0.015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.26 3.4E-05 X X X X X X X 0 1 8.46E-06 1.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.36 3.1E-05 X X X X X X X 0 1 7.82E-06 1.56E-05 2 2
2529 ENSG00000004534:ENSMUSG00000032582:ENSRNOG00000018333 RBM6 gi|5032033|ref|NP_gi|5032033|ref|NP_005768.1| RNA binding motif protein 6 [Hom 1123 128644 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.87 3.1E-05 X X X X X X X 0 1 7.86E-06 1.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.12 3.4E-05 1 8.55E-06 1.71E-05 glycine rich nucleic binding domain; A predicted intracellular; nucleus [pmid 10352938] DNA binding [pmid 10352938]; 2 3
2530 ENSG00000074054:ENSMUSG00000064302:ENSRNOG00000002376 CLASP1 gi|31563537|ref|NPgi|31563537|ref|NP_056097.1| CLIP-associating protein 1 [Homo 1538 169450 9 0 o Q 19 0 X X X X X X X 0 2 3 1 1 2 2.667 3.64 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.01E-05 2.02E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.72 2.5E-05 1 6.24E-06 1.25E-05 HEAT repeat. The HEAT repeat family is related to centrosome [pmid 12837247] [pmid binding; kinetochore binding [pmid 3 4
2531 ENSG00000134326:ENSMUSG00000020638:ENSRNOG00000007690 CMPK2 gi|117606370|ref|Ngi|117606370|ref|NP_997198.2| thymidylate kinase family LPS-ind 449 49448 7 0 o S 49 0.763 X X X X X X X 0 1 1 0 1 1 1 7.13 5.2E-05 X X X X X X X 0 1 2 0 1 2 2 7.13 7.9E-05 X X X X X X X 0 2 3.27E-05 3.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2532 ENSG00000198648:ENSMUSG00000027030:ENSRNOG00000024808 STK39 gi|115430252|ref|Ngi|115430252|ref|NP_037365.2| serine threonine kinase 39 (STE2 545 59474 6.3 0 o S 34 0.958 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.62 6E-05 1 1 0 1 1 1 1.83 7E-05 2 3.26E-05 3.79E-05 3 3
2533 ENSG00000196405:ENSMUSG00000021262:ENSRNOG00000014476 EVL gi|7706687|ref|NP_gi|7706687|ref|NP_057421.1| Enah/Vasp-like [Homo sapiens] 418 44792 8.8 0 o Q 14 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.7 3.9E-05 1 1 0 1 1 1 2.39 9.2E-05 2 3.27E-05 4.35E-05 VASP tetramerisation domain. Vasodilator-stimulated cytoplasm; cytoskeleton; focal adhesion; actin binding; profilin binding; SH3 2 2
2534 ENSG00000115816:ENSMUSG00000024081:ENSRNOG00000005087 CEBPZ gi|42542392|ref|NPgi|42542392|ref|NP_005751.2| CCAAT/enhancer binding protein 1054 120974 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.09 1.7E-05 X X X X X X X 0 1 4.19E-06 8.38E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.94 4.6E-05 X X X X X X X 0 1 1.16E-05 2.32E-05 Nucleic-acid-binding protein possibly involved in nucleus [pmid 2247079] DNA binding [pmid 2247079] 3 4
2535 ENSG00000156931:ENSMUSG00000033653:ENSRNOG00000001764 VPS8 gi|57863275|ref|NPgi|57863275|ref|NP_056118.2|;gi|57863277|ref|NP_001009921.1| vacuolar protein sorting 8 homolo 1426 161568 5.6 0 o Q 0 0 X X X X X X X 0 2 2 0 0 2 2 3.02 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.18E-06 1.64E-05 X X X X X X X 0 1 2 0 0 2 2 1.26 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.87E-06 1.57E-05 WD40 domain, found in a number of eukaryotic metal ion binding; protein binding; zinc 3 4
2536 ENSG00000004766:ENSMUSG00000001376:ENSRNOG00000009894 CCDC132 gi|33438577|ref|NPgi|33438577|ref|NP_078829.1|;gi|62865871|ref|NP_060137.2| coiled-coil domain containing 132 327 37259 6.8 0 o Q 22 0 X X X X X X X 0 1 1 0 0 1 1 4.28 7.1E-05 X X X X X X X 0 1 1 0 0 1 1 5.5 5.4E-05 X X X X X X X 0 2 3.13E-05 3.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 two-component sensor activity 2 2
2537 ENSG00000120705:ENSMUSG00000024360:ENSRNOG00000019450 ETF1 gi|4759034|ref|NP_gi|4759034|ref|NP_004721.1| eukaryotic translation termination 437 49031 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.97 3.7E-05 1 1 0 1 1 1 3.43 8.8E-05 2 3.13E-05 4.16E-05 eRF1 domain 1. The release factor eRF1 terminates cytoplasm protein binding [pmid 9620853] [pmid 2 2
2538 ENSG00000204633:NA:NA ACTN3 gi|4557241|ref|NP_gi|4557241|ref|NP_001095.1| actinin, alpha 3 [Homo sapiens] 901 103294 5.6 0 o Q 16 0 X X X X X X X 0 2 3 0 2 3 3 2.55 7.8E-05 X X X X X X X 0 2 4 2 1 2 2.333 4.77 4.6E-05 X X X X X X X 0 2 3.09E-05 3.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 1.33 0 X X X X X X X 0 0 0 0 Spectrin repeats, found in several proteins involved in actin filament [pmid 1339456]; focal actin binding; calcium ion binding; 5 8
2539 ENSG00000131013:ENSMUSG00000015757:ENSRNOG00000015552 PPIL4 gi|20911035|ref|NPgi|20911035|ref|NP_624311.1| peptidylprolyl isomerase-like 4 [Ho 492 57225 5.9 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 2.64 4.6E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.25 7.8E-05 2 3.09E-05 3.81E-05 cyclophilin_RRM: cyclophilin-type peptidylprolyl cis- nucleus isomerase activity; nucleotide binding; 2 2
2540 ENSG00000062598:ENSMUSG00000017670:ENSRNOG00000018747 ELMO2 gi|33469947|ref|NPgi|33469947|ref|NP_877496.1| engulfment and cell motility 2 [Ho 720 82615 5.9 0 o Q 20 0.008 X X X X X X X 0 2 3 0 2 3 3 3.33 9.7E-05 X X X X X X X 0 1 1 0 1 1 1 2.5 2.5E-05 X X X X X X X 0 2 3.04E-05 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phospholipase C (PLC) pleckstrin homology (PH) cytoskeleton; membrane binding 3 4
2541 ENSG00000175595:ENSMUSG00000022545:ENSRNOG00000040135 ERCC4 gi|4885217|ref|NP_gi|4885217|ref|NP_005227.1| excision repair cross-complement 916 104486 6.9 0 o Q 39 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.62 1.9E-05 X X X X X X X 0 1 4.82E-06 9.64E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.53 4.2E-05 1 1.05E-05 2.1E-05 ERCC4-like helicases [DNA replication, nucleotide-excision repair complex [pmid DNA binding; endodeoxyribonuclease 2 2
2542 ENSG00000143442:ENSMUSG00000038902:ENSRNOG00000020962 POGZ gi|46397390|ref|NPgi|46397390|ref|NP_055915.2|;gi|46397394|ref|NP_997054.1| pogo transposable element with Z 1410 155343 7.4 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 1.42 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.27E-06 1.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.7 2.7E-05 1 6.81E-06 1.36E-05 DDE superfamily endonuclease. This family of intracellular; nucleus DNA binding; metal ion binding; nucleic 2 3
2543 ENSG00000183054:NA:NA LOC729540 gi|113413150|ref|Xgi|113413150|ref|XP_001133591.1|;gi|118197270|ref|NP_001032955.1|;gi|169162953|ref|XP_001722331.1| PREDICTED: hypothetical protein 1765 198922 6.4 0 o Q 25 0.003 X X X X X X X 0 2 2 1 0 1 1.333 2.44 1.8E-05 1 1 0 0 1 1 0.79 0.00011 X X X X X X X 0 X X X X X X X 0 2 3.1E-05 5.1E-05 X X X X X X X 0 2 3 3 0 0 0 1.42 0 X X X X X X X 0 1 4 4 0 0 0 0.74 0 3 4 4 0 0 0 1.98 0 0 0 0 Tetratricopeptide repeat domain; typically contains 34 9 14
2544 ENSG00000158545:ENSMUSG00000017478:ENSRNOG00000028501 NHN1 gi|31377595|ref|NPgi|31377595|ref|NP_653205.2| zinc finger CCCH-type containing 953 106359 8.2 0 o Q 0 0 X X X X X X X 0 1 1 1 1 0 0 3.25 0 X X X X X X X 0 2 2 0 2 2 2 4.62 3.7E-05 X X X X X X X 0 1 9.27E-06 1.85E-05 X X X X X X X 0 1 1 0 1 1 1 1.36 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.89E-06 1.18E-05 AAA ATPase containing von Willebrand factor type A nucleic acid binding; zinc ion binding 4 4
2545 ENSG00000159399:ENSMUSG00000000628:ENSRNOG00000006116 HK2 gi|15553127|ref|NPgi|15553127|ref|NP_000180.2| hexokinase 2 [Homo sapiens] 917 102380 6.1 0 o Q 15 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.18 1.9E-05 X X X X X X X 0 1 4.82E-06 9.63E-06 X X X X X X X 0 2 3 2 1 1 1.667 4.25 4.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.02E-05 2.04E-05 Hexokinase. Hexokinase (EC:2.7.1.1) contains two membrane; mitochondrial outer membrane ATP binding; hexokinase activity [pmid 3 4
2546 ENSG00000100239:ENSMUSG00000036561:ENSRNOG00000026425 SAPS2 gi|37537701|ref|NPgi|37537701|ref|NP_055493.2| SAPS domain family, member 2 [ 932 101246 4.9 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 3.33 0.0001 X X X X X X X 0 1 1 0 1 1 1 3.22 1.9E-05 X X X X X X X 0 2 2.98E-05 4.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SIT4 phosphatase-associated protein. This family binding 3 5
2547 ENSG00000177239:NA:NA MAN1B1 gi|7706437|ref|NP_gi|7706437|ref|NP_057303.1| alpha 1,2-mannosidase [Homo sa 699 79553 7.7 1 i86-105o Q 27 0.035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 4.01 6.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.86 5.5E-05 2 2.98E-05 3.46E-05 Glycosyl hydrolase family 47. Members of this family endoplasmic reticulum [pmid 10409699]; calcium ion binding [pmid 10521544]; 3 3
2548 ENSG00000185163:ENSMUSG00000029504:ENSRNOG00000037480 DDX51 gi|154759257|ref|Ngi|154759257|ref|NP_778236.2| DEAD (Asp-Glu-Ala-Asp) box poly 666 72457 8.2 0 o Q 18 0.022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3 2.7E-05 X X X X X X X 0 1 6.63E-06 1.33E-05 X X X X X X X 0 1 1 0 1 1 1 4.5 3.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.42E-06 1.68E-05 2 2
2549 ENSG00000070366:ENSMUSG00000038290:ENSRNOG00000003041 SMG6 gi|115511020|ref|Ngi|115511020|ref|NP_060045.4| Smg-6 homolog, nonsense media 1419 160461 7 0 o Q 29 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.27 1.2E-05 X X X X X X X 0 1 3.11E-06 6.22E-06 X X X X X X X 0 2 3 0 2 3 3 2.75 4.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.19E-05 2.37E-05 3 4
2550 ENSG00000115486:ENSMUSG00000053460:ENSRNOG00000012975 GGCX gi|21361163|ref|NPgi|21361163|ref|NP_000812.2| gamma-glutamyl carboxylase [Ho 758 87561 8 5 i123-145o160-18Q 15 0 X X X X X X X 0 1 1 0 1 1 1 1.98 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.69E-06 1.54E-05 X X X X X X X 0 1 1 0 1 1 1 1.98 3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.4E-06 1.48E-05 Vitamin K-dependent gamma-carboxylase. Using endoplasmic reticulum; integral to gamma-glutamyl carboxylase activity 2 2
2551 ENSG00000153015:ENSMUSG00000021715:ENSRNOG00000013252 SDCCAG10 gi|64276486|ref|NPgi|64276486|ref|NP_005860.2| serologically defined colon cance 472 53847 5.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.6 4.8E-05 X X X X X X X 0 1 2 0 1 2 2 3.6 6.9E-05 X X X X X X X 0 2 2.92E-05 3.48E-05 cyclophilin_CeCYP16-like: cyclophilin-type isomerase activity; peptidyl-prolyl cis- 2 3
2552 ENSG00000135900:ENSMUSG00000026248:ENSRNOG00000015231 MRPL44 gi|12597661|ref|NPgi|12597661|ref|NP_075066.1| mitochondrial ribosomal protein L 332 37535 8.4 0 o Q 31 0.263 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.31 6.8E-05 X X X X X X X 0 1 1 0 1 1 1 5.42 4.9E-05 X X X X X X X 0 2 2.92E-05 3.45E-05 dsRNA-specific ribonuclease [Transcription]; intracellular; mitochondrion; double-stranded RNA binding; 2 2
2553 ENSG00000112294:ENSMUSG00000035936:ENSRNOG00000023538 ALDH5A1 gi|25777721|ref|NPgi|25777721|ref|NP_733936.1|;gi|4507229|ref|NP_001071.1|aldehyde dehydrogenase 5A1 pre 548 58653 8.1 0 o S 64 0.531 X X X X X X X 0 1 2 0 0 2 2 2.01 8.5E-05 X X X X X X X 0 1 1 0 0 1 1 5.11 3.2E-05 X X X X X X X 0 2 2.93E-05 4.02E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NAD-dependent aldehyde dehydrogenases [Energy mitochondrion [pmid 9683595] oxidoreductase activity; succinate- 2 3
2554 ENSG00000124181:ENSMUSG00000016933:ENSRNOG00000016340 PLCG1 gi|33598946|ref|NPgi|33598946|ref|NP_877963.1|;gi|33598948|ref|NP_002651.2| phospholipase C gamma 1 isoform 1290 148532 6 0 o Q 21 0.035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 4.03 4.1E-05 X X X X X X X 0 1 1.03E-05 2.05E-05 X X X X X X X 0 1 1 0 0 1 1 2.4 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.35E-06 8.7E-06 Src homology 3 domains; SH3 domains bind to calcium ion binding; hydrolase activity; 3 4
2555 ENSG00000133943:ENSMUSG00000021185:ENSRNOG00000004442 C14orf159 gi|156139133|ref|Ngi|156139133|ref|NP_001095837.1|;gi|156139135|ref|NP_001095838.1|;gi|156139137|ref|NP_001095839.1| hypothetical protein LOC80017 is 616 66437 6.8 0 o Q 52 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 3.9 3.6E-05 X X X X X X X 0 1 3 0 0 3 3 3.9 7.9E-05 X X X X X X X 0 2 2.9E-05 3.78E-05 2 4
2556 ENSG00000091140:ENSMUSG00000020664:ENSRNOG00000006364 DLD gi|91199540|ref|NPgi|91199540|ref|NP_000099.2| dihydrolipoamide dehydrogenase 509 54177 7.9 0 o Q 37 0.039 X X X X X X X 0 1 1 0 1 1 1 2.55 4.6E-05 X X X X X X X 0 1 2 0 1 2 2 3.73 6.9E-05 X X X X X X X 0 2 2.88E-05 3.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Pyridine nucleotide-disulphide oxidoreductase. This cytoplasm; mitochondrion [pmid 3278312] dihydrolipoyl dehydrogenase activity 2 3
2557 ENSG00000164654:ENSMUSG00000042447:ENSRNOG00000007924 FLJ20323 gi|109150419|ref|Ngi|109150419|ref|NP_061878.3| hypothetical protein FLJ20323 [Ho 875 98584 6.7 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.06 2E-05 X X X X X X X 0 1 5.05E-06 1.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.49 3.7E-05 X X X X X X X 0 1 9.33E-06 1.87E-05 2 3
2558 ENSG00000135090:ENSMUSG00000061288:ENSRNOG00000001138 TAOK3 gi|148746218|ref|Ngi|148746218|ref|NP_057365.3| TAO kinase 3 [Homo sapiens] 898 105406 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.34 3.9E-05 X X X X X X X 0 1 9.84E-06 1.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.34 1.8E-05 X X X X X X X 0 1 4.54E-06 9.09E-06 2 3
2559 ENSG00000119596:ENSMUSG00000021244:ENSRNOG00000027317 YLPM1 gi|146134388|ref|Ngi|146134388|ref|NP_062535.2| YLP motif containing 1 [Homo sap 2146 241643 6.6 0 o Q 38 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.84 1.6E-05 X X X X X X X 0 1 4.12E-06 8.23E-06 X X X X X X X 0 1 4 0 1 4 4 0.84 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.09E-05 2 6
2560 ENSG00000155629:ENSMUSG00000025017:ENSRNOG00000013309 PIK3AP1 gi|45505139|ref|NPgi|45505139|ref|NP_689522.2| phosphoinositide-3-kinase adapto 805 90398 5.4 0 o Q 21 0.001 X X X X X X X 0 1 1 0 1 1 1 3.98 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.24E-06 1.45E-05 X X X X X X X 0 1 1 0 1 1 1 3.98 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.97E-06 1.39E-05 kinase activity 2 2
2561 ENSG00000124198:ENSMUSG00000074582:ENSRNOG00000007485 ARFGEF2 gi|150417986|ref|Ngi|150417986|ref|NP_006411.2| ADP-ribosylation factor guanine n 1785 202037 6.3 0 o Q 21 0.001 X X X X X X X 0 2 4 3 1 1 2.5 2.13 3.3E-05 X X X X X X X 0 2 2 2 0 0 0 2.07 0 X X X X X X X 0 1 8.17E-06 1.63E-05 X X X X X X X 0 2 4 3 1 1 2 2.63 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.28E-06 1.26E-05 6 10
2562 ENSG00000133657:ENSMUSG00000022533:ENSRNOG00000001724 ATP13A3 gi|148839292|ref|Ngi|148839292|ref|NP_078800.3| ATPase type 13A3 [Homo sapien 1226 138043 6.6 10 i29-51o231-253i4A 0 0 X X X X X X X 0 2 2 0 2 2 2 2.28 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.51E-06 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.14 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.57E-06 9.15E-06 3 3
2563 ENSG00000160712:ENSMUSG00000027947:ENSRNOG00000020811 IL6R gi|31317249|ref|NPgi|31317249|ref|NP_852004.1|;gi|4504673|ref|NP_000556.1| interleukin 6 receptor isoform 2 pr 365 40238 8 0 o S 22 1 X X X X X X X 0 1 1 0 0 1 1 4.38 6.4E-05 X X X X X X X 0 1 1 0 0 1 1 4.38 4.8E-05 X X X X X X X 0 2 2.81E-05 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Fibronectin type 3 domain; One of three types of extracellular region [pmid 12748171]; enzyme binding [pmid 12748171]; 2 2
2564 ENSG00000179889:ENSMUSG00000022680:ENSRNOG00000002407 PDXDC1 gi|39930345|ref|NPgi|39930345|ref|NP_055842.1| pyridoxal-dependent decarboxyla 788 86708 5.3 0 o Q 0 0 X X X X X X X 0 2 3 0 2 3 3 4.31 8.9E-05 X X X X X X X 0 1 1 0 1 1 1 2.41 2.2E-05 X X X X X X X 0 2 2.78E-05 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Pyridoxal-dependent decarboxylase conserved carboxy-lyase activity; lyase activity 3 4
2565 ENSG00000010292:ENSMUSG00000038252:ENSRNOG00000018771 NCAPD2 gi|41281521|ref|NPgi|41281521|ref|NP_055680.2| non-SMC condensin I complex, s 1401 157168 6.6 0 o Q 26 0 X X X X X X X 0 5 6 0 5 6 6 5.92 1E-04 X X X X X X X 0 1 1 0 1 1 1 1.64 1.3E-05 X X X X X X X 0 2 2.81E-05 4.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Chromosome condensation complex Condensin, condensed chromosome [pmid 10101332]; binding; histone binding [pmid 6 7
2566 ENSG00000163516:ENSMUSG00000026199:ENSRNOG00000019052 ANKZF1 gi|109150435|ref|Ngi|109150435|ref|NP_001035869.1| ankyrin repeat and zinc finger dom 726 80927 8.4 0 o Q 42 0.186 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.44 2.4E-05 X X X X X X X 0 1 6.08E-06 1.22E-05 X X X X X X X 0 1 1 0 1 1 1 3.44 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.73E-06 1.55E-05 2 2
2567 ENSG00000174123:NA:ENSRNOG00000038722 TLR10 gi|62865621|ref|NPgi|62865621|ref|NP_001017388.1| toll-like receptor 10 precursor [Ho 811 94564 6.8 1 o577-599i S 20 0.638 X X X X X X X 0 1 1 0 1 1 1 2.47 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.19E-06 1.44E-05 X X X X X X X 0 1 1 0 1 1 1 2.47 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.92E-06 1.38E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor integral to membrane; membrane [pmid transferase activity; transmembrane 2 2
2568 ENSG00000167107:ENSMUSG00000048916:ENSRNOG00000003330 ACSF2 gi|156151445|ref|Ngi|156151445|ref|NP_079425.3| acyl-CoA synthetase family memb 615 68125 7.6 0 o S 29 0.888 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.39 2.9E-05 X X X X X X X 0 1 7.18E-06 1.44E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.88 2.7E-05 X X X X X X X 0 1 6.63E-06 1.33E-05 2 2
2569 ENSG00000163166:ENSMUSG00000024384:ENSRNOG00000014630 IWS1 gi|24308177|ref|NPgi|24308177|ref|NP_060439.1| IWS1 homolog [Homo sapiens] 819 91969 4.7 0 o Q 0 0 X X X X X X X 0 1 3 0 1 3 3 1.83 8.5E-05 X X X X X X X 0 1 1 0 1 1 1 2.08 2.2E-05 X X X X X X X 0 2 2.68E-05 4.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 IWS1 C-terminus. This family consists of a the C nucleus 2 4
2570 ENSG00000140525:ENSMUSG00000039187:ENSRNOG00000016689 FANCI gi|82830440|ref|NPgi|82830440|ref|NP_060663.2| Fanconi anemia, complementatio 1268 142569 6.8 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.26 1.4E-05 X X X X X X X 0 1 3.48E-06 6.97E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.29 3.9E-05 1 1 1 1 0 0 1.34 0 1 9.65E-06 1.93E-05 integral to membrane; membrane 3 5
2571 ENSG00000140694:ENSMUSG00000022685:ENSRNOG00000002912 PARN gi|4505611|ref|NP_gi|4505611|ref|NP_002573.1| poly(A)-specific ribonuclease (dea 639 73451 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.66 2.8E-05 X X X X X X X 0 1 6.91E-06 1.38E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.85 2.6E-05 X X X X X X X 0 1 6.38E-06 1.28E-05 R3H domain of Poly(A)-specific ribonuclease (PARN). cytoplasm [pmid 9736620]; nucleus [pmid exonuclease activity; hydrolase activity; 2 2
2572 ENSG00000117360:ENSMUSG00000015748:ENSRNOG00000025629 PRPF3 gi|4758556|ref|NP_gi|4758556|ref|NP_004689.1| PRP3 pre-mRNA processing facto 683 77529 9.5 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 2.64 3.3E-05 X X X X X X X 0 1 3 0 1 3 3 2.2 7.2E-05 X X X X X X X 0 2 2.61E-05 3.41E-05 pre-mRNA processing factor 3 (PRP3). Pre-mRNA nucleus [pmid 9328476]; spliceosome protein binding [pmid 16189514]; RNA 2 4
2573 ENSG00000099995:ENSMUSG00000002129:ENSRNOG00000005218 SF3A1 gi|5032087|ref|NP_gi|5032087|ref|NP_005868.1|;gi|53831995|ref|NP_001005409.1| splicing factor 3a, subunit 1, 120k 793 88886 5.2 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 0 3 3 2.4 8.5E-05 X X X X X X X 0 1 1 0 0 1 1 1.89 2.1E-05 X X X X X X X 0 2 2.64E-05 4.02E-05 SF3a120_C Mammalian splicing factor SF3a consists nucleus; spliceosome complex [pmid RNA binding 2 4
2574 ENSG00000175467:ENSMUSG00000039148:ENSRNOG00000039857 SART1 gi|10863889|ref|NPgi|10863889|ref|NP_005137.1| squamous cell carcinoma antigen 800 90255 6.1 0 o Q 26 0.058 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 4.88 8.4E-05 X X X X X X X 0 1 1 0 1 1 1 2.88 2E-05 X X X X X X X 0 2 2.61E-05 3.98E-05 SART-1 family. SART-1 is a protein involved in cell cytoplasm [pmid 9856836]; cytosol [pmid 3 4
2575 ENSG00000139687:ENSMUSG00000022105:ENSRNOG00000016029 RB1 gi|108773787|ref|Ngi|108773787|ref|NP_000312.2| retinoblastoma 1 [Homo sapiens] 928 106159 7.9 0 o Q 25 0.243 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.94 2.4E-05 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.4 8.3E-05 2 2.67E-05 3.9E-05 2 3
2576 ENSG00000111913:ENSMUSG00000036006:ENSRNOG00000018804 C6orf32 gi|14277690|ref|NPgi|14277690|ref|NP_056948.2| hypothetical protein LOC9750 iso 591 65692 5.4 0 o Q 34 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.89 3.8E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.37 6.5E-05 2 2.57E-05 3.17E-05 binding 2 2
2577 ENSG00000122257:ENSMUSG00000030779:ENSRNOG00000012806 RBBP6 gi|33620716|ref|NPgi|33620716|ref|NP_061173.1|;gi|33620769|ref|NP_008841.2| retinoblastoma-binding protein 6 i 1758 197286 9.6 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 2.5 3E-05 X X X X X X X 0 1 7.54E-06 1.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.8 2.2E-05 1 5.46E-06 1.09E-05 RING-finger (Really Interesting New Gene) domain, a nucleus; ubiquitin ligase complex metal ion binding; nucleic acid binding; 3 4
2578 ENSG00000068650:ENSMUSG00000031441:ENSRNOG00000017154 ATP11A gi|150421681|ref|Ngi|150421681|ref|NP_115565.3|;gi|150421684|ref|NP_056020.2| ATPase, class VI, type 11A isofor 1191 135847 6.8 7 i72-94o292-314i3Q 17 0.007 X X X X X X X 0 1 1 0 0 1 1 1.68 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.9E-06 9.79E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.1 3.2E-05 1 8.06E-06 1.61E-05 2 2
2579 ENSG00000135318:ENSMUSG00000032420:ENSRNOG00000011071 NT5E gi|4505467|ref|NP_gi|4505467|ref|NP_002517.1| 5' nucleotidase, ecto [Homo sapie 574 63368 7 2 i12-31o556-573i S 27 1 X X X X X X X 0 1 1 0 1 1 1 2.96 4.1E-05 X X X X X X X 0 1 2 0 1 2 2 2.96 6.2E-05 X X X X X X X 0 2 2.55E-05 3.07E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 5'-nucleotidase/2',3'-cyclic phosphodiesterase and membrane; membrane fraction [pmid 5'-nucleotidase activity [pmid 2129526]; 2 3
2580 ENSG00000166634:ENSMUSG00000059956:ENSRNOG00000002602 SERPINB12 gi|17998551|ref|NPgi|17998551|ref|NP_536722.1| serine (or cysteine) proteinase inh 405 46276 5.5 0 o Q 49 0 X X X X X X X 0 1 1 0 1 1 1 7.9 5.8E-05 X X X X X X X 0 1 1 0 1 1 1 6.42 4.4E-05 X X X X X X X 0 2 2.53E-05 2.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 The ovalbumin_like group of serpins contains cytoplasm [pmid 11604408] enzyme binding [pmid 11604408]; 2 2
2581 ENSG00000073050:ENSMUSG00000051768:ENSRNOG00000019915 XRCC1 gi|5454172|ref|NP_gi|5454172|ref|NP_006288.1| X-ray repair cross complementing 633 69526 6.4 0 o Q 21 0.003 X X X X X X X 0 1 2 0 1 2 2 2.53 7.4E-05 X X X X X X X 0 1 1 0 1 1 1 2.05 2.8E-05 X X X X X X X 0 2 2.54E-05 3.48E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Breast Cancer Suppressor Protein (BRCA1), carboxy- intracellular; nucleus damaged DNA binding; protein binding 2 3
2582 ENSG00000196911:NA:ENSRNOG00000030109 KPNA5 gi|39812229|ref|NPgi|39812229|ref|NP_002260.2| karyopherin alpha 5 [Homo sapie 539 60666 5.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 2 0 0 0 6.12 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.9 3E-05 1 1 0 1 1 1 6.12 7.1E-05 2 2.54E-05 3.37E-05 Importin beta binding domain. This family consists of binding; protein binding [pmid 4 4
2583 ENSG00000177728:ENSMUSG00000020747:ENSRNOG00000004032 KIAA0195 gi|157502197|ref|Ngi|157502197|ref|NP_055553.3| hypothetical protein LOC9772 [Ho 1356 151150 6.4 10 i67-89o94-113i28Q 25 0 X X X X X X X 0 1 1 0 1 1 1 1.25 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.3E-06 8.6E-06 X X X X X X X 0 1 2 0 1 2 2 1.92 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.27E-06 1.65E-05 2 3
2584 ENSG00000141027:ENSMUSG00000018501:ENSRNOG00000002277 NCOR1 gi|22538461|ref|NPgi|22538461|ref|NP_006302.2| nuclear receptor co-repressor 1 [H 2440 270207 7.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 3 6 6 2.46 4.3E-05 X X X X X X X 0 1 1.09E-05 2.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.9 6.7E-06 X X X X X X X 0 1 1.67E-06 3.34E-06 'SWI3, ADA2, N-CoR and TFIIIB' DNA-binding nucleus DNA binding; protein binding [pmid 4 7
2585 ENSG00000170266:ENSMUSG00000045594:ENSRNOG00000010196 GLB1 gi|119372308|ref|Ngi|119372308|ref|NP_000395.2|;gi|119372312|ref|NP_001073279.1| galactosidase, beta 1 isoform a [H 677 76075 6.6 0 o S 24 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.51 2.6E-05 X X X X X X X 0 1 6.52E-06 1.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.51 2.4E-05 X X X X X X X 0 1 6.03E-06 1.21E-05 2 2
2586 ENSG00000166266:ENSMUSG00000032030:ENSRNOG00000008039 CUL5 gi|40254446|ref|NPgi|40254446|ref|NP_003469.2| Vasopressin-activated calcium-mo 780 90955 8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.69 2.3E-05 X X X X X X X 0 1 5.66E-06 1.13E-05 X X X X X X X 0 1 1 0 1 1 1 1.79 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.19E-06 1.44E-05 Cullin, a subunit of E3 ubiquitin ligase calcium channel activity [pmid 2 2
2587 ENSG00000101191:ENSMUSG00000038914:ENSRNOG00000009936 DIDO1 gi|71044479|ref|NPgi|71044479|ref|NP_149072.1| death inducer-obliterator 1 isoform 2240 243840 7.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.67 1.6E-05 X X X X X X X 0 1 3.94E-06 7.89E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.89 3.4E-05 1 8.57E-06 1.71E-05 PHD-finger. PHD folds into an interleaved type of Zn- nucleus metal ion binding; protein binding; zinc 2 4
2588 ENSG00000137815:ENSMUSG00000027304:ENSRNOG00000005183 RTF1 gi|24308005|ref|NPgi|24308005|ref|NP_055953.1| Paf1/RNA polymerase II complex 585 67156 7 0 o Q 21 0 X X X X X X X 0 1 1 0 1 1 1 2.56 4E-05 X X X X X X X 0 1 2 0 1 2 2 2.22 6E-05 X X X X X X X 0 2 2.51E-05 3.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Short conserved domain in transcriptional regulators. 2 3
2589 ENSG00000058673:ENSMUSG00000026464:ENSRNOG00000030015 ZC3H11A gi|114842410|ref|Ngi|114842410|ref|NP_055642.3| zinc finger CCCH-type containing 810 89131 8.4 0 o Q 20 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.46 2.2E-05 X X X X X X X 0 1 5.45E-06 1.09E-05 X X X X X X X 0 1 1 0 1 1 1 2.96 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.92E-06 1.38E-05 2 2
2590 ENSG00000060069:ENSMUSG00000033323:ENSRNOG00000017183 CTDP1 gi|67188445|ref|NPgi|67188445|ref|NP_004706.3|;gi|67188550|ref|NP_430255.2| CTD (carboxy-terminal domain, R 961 104399 5.3 0 o Q 59 0.307 X X X X X X X 0 1 1 0 0 1 1 2.19 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.07E-06 1.21E-05 X X X X X X X 0 1 1 0 0 1 1 1.77 2.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.84E-06 1.17E-05 FCP1, C-terminal. The C-terminal domain of FCP-1 is intracellular; nucleus DNA-directed RNA polymerase activity 2 2
2591 ENSG00000072756:ENSMUSG00000013736:ENSRNOG00000020477 TRNT1 gi|155030240|ref|Ngi|155030240|ref|NP_886552.2| tRNA nucleotidyl transferase, CCA 434 50144 8.1 0 o Q 34 0.011 X X X X X X X 0 1 1 0 1 1 1 2.76 5.4E-05 X X X X X X X 0 1 1 0 1 1 1 4.15 4.1E-05 X X X X X X X 0 2 2.36E-05 2.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2592 ENSG00000143093:ENSMUSG00000014601:ENSRNOG00000018293 FAM40A gi|56790935|ref|NPgi|56790935|ref|NP_149079.2| hypothetical protein LOC85369 [H 837 95576 6.3 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.11 2.1E-05 X X X X X X X 0 1 5.28E-06 1.06E-05 X X X X X X X 0 1 1 0 1 1 1 2.39 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.7E-06 1.34E-05 N1221-like protein. The sequences featured in this 2 2
2593 ENSG00000018699:ENSMUSG00000024078:NA TTC27 gi|42476022|ref|NPgi|42476022|ref|NP_060205.3| tetratricopeptide repeat domain 2 843 96632 5.6 0 o Q 17 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.85 2.1E-05 X X X X X X X 0 1 5.24E-06 1.05E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 2.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.65E-06 1.33E-05 Tetratricopeptide repeat domain; typically contains 34 binding 2 2
2594 ENSG00000166747:ENSMUSG00000031731:ENSRNOG00000015390 AP1G1 gi|71772942|ref|NPgi|71772942|ref|NP_001119.3|;gi|71773010|ref|NP_001025178.1| adaptor-related protein complex 1 822 91351 6.8 0 o Q 22 0.001 X X X X X X X 0 1 1 0 0 1 1 1.09 2.8E-05 X X X X X X X 0 1 3 0 0 3 3 3.28 6.4E-05 X X X X X X X 0 2 2.32E-05 3.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adaptin C-terminal domain. Alpha adaptin is a clathrin coat of trans-Golgi network vesicle; binding; transporter activity [pmid 2 4
2595 ENSG00000119321:ENSMUSG00000066151:ENSRNOG00000024663 FKBP15 gi|150010552|ref|Ngi|150010552|ref|NP_056073.1| FK506 binding protein 15, 133kDa 1219 133630 5.2 0 o Q 33 0.001 X X X X X X X 0 1 1 0 1 1 1 1.48 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.78E-06 9.57E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.89 2.7E-05 X X X X X X X 0 1 6.69E-06 1.34E-05 2 3
2596 ENSG00000133392:ENSMUSG00000018830:ENSRNOG00000000029 MYH11 gi|13124875|ref|NPgi|13124875|ref|NP_074035.1|;gi|13124879|ref|NP_002465.1|;gi|92091583|ref|NP_001035202.1|;gi|92091586|ref|NP_001035203.1| smooth muscle myosin heavy cha 1938 223575 5.5 0 o Q 0 0 1 1 0 0 1 1 1.39 8.4E-05 2 3 3 0 0 0 1.86 0 X X X X X X X 0 3 7 6 0 1 1.019 4.23 9.3E-06 X X X X X X X 0 2 2.32E-05 4.05E-05 X X X X X X X 0 1 1 1 0 0 0 0.88 0 X X X X X X X 0 X X X X X X X 0 7 99 99 0 0 0 2.89 0 0 0 0 Myosin motor domain, type II myosins. Myosin II muscle myosin [pmid 7684189]; myosin; actin binding; ATP binding; calmodulin 14 111
2597 ENSG00000049618:ENSMUSG00000069729:ENSRNOG00000017030 ARID1B gi|40068462|ref|NPgi|40068462|ref|NP_787059.2|;gi|40068464|ref|NP_065783.2|;gi|40068466|ref|NP_059989.1| AT rich interactive domain 1B (SW 2178 231217 6.7 0 o Q 50 0.001 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.69 8.6E-05 1 1 0 0 1 1 0.51 8.1E-06 X X X X X X X 0 2 2.36E-05 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ARID/BRIGHT DNA binding domain. This domain is intracellular; nucleus; SWI/SNF complex binding; DNA binding [pmid 15170388]; 2 2
2598 ENSG00000165240:ENSMUSG00000033792:ENSRNOG00000002515 ATP7A gi|115529486|ref|Ngi|115529486|ref|NP_000043.3| ATPase, Cu++ transporting, alpha 1500 163373 6.2 7 o654-673i711-73Q 20 0.005 X X X X X X X 0 2 2 0 2 2 2 2.53 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.77E-06 1.55E-05 X X X X X X X 0 1 1 0 1 1 1 1.4 1.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.74E-06 7.48E-06 3 3
2599 ENSG00000104133:ENSMUSG00000033396:ENSRNOG00000021954 SPG11 gi|93204888|ref|NPgi|93204888|ref|NP_079413.3| spastic paraplegia 11 (autosomal 2443 278866 6 0 o S 40 0.748 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.7 1.4E-05 X X X X X X X 0 1 3.62E-06 7.23E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.11 3.1E-05 1 7.86E-06 1.57E-05 catalytic activity; ferric iron binding 3 4
2600 ENSG00000146872:ENSMUSG00000020694:ENSRNOG00000006285 TLK2 gi|45643117|ref|NPgi|45643117|ref|NP_006843.2| tousled-like kinase 2 isoform A [H 750 85444 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.53 2.4E-05 X X X X X X X 0 1 5.89E-06 1.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.6 2.2E-05 X X X X X X X 0 1 5.44E-06 1.09E-05 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 9427565] [pmid 9427565] ATP binding [pmid 12660173]; 2 2
2601 ENSG00000154310:ENSMUSG00000027692:ENSRNOG00000012422 TNIK gi|55741807|ref|NPgi|55741807|ref|NP_055843.1| TRAF2 and NCK interacting kinas 1360 154943 7.2 0 o Q 38 0 X X X X X X X 0 1 1 0 1 1 1 1.54 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.29E-06 8.58E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.32 2.8E-05 1 7.06E-06 1.41E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 2 2
2602 ENSG00000173575:NA:NA CHD2 gi|118421089|ref|Ngi|118421089|ref|NP_001262.3| chromodomain helicase DNA bind 1828 211342 8.1 0 o Q 0 0 X X X X X X X 0 3 5 1 2 4 4.8 3.28 6.1E-05 X X X X X X X 0 2 3 0 2 3 3 2.95 2.9E-05 X X X X X X X 0 2 2.26E-05 2.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 5 8
2603 ENSG00000204197:ENSMUSG00000024301:ENSRNOG00000000479 KIFC1 gi|28626498|ref|NPgi|28626498|ref|NP_002254.1| kinesin family member C1 [Homo 673 73744 9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 6.39 3.3E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.38 5.7E-05 2 2.26E-05 2.78E-05 Kinesin motor domain, KIFC2/KIFC3/ncd-like carboxy- microtubule; microtubule associated ATP binding [pmid 8276466]; 2 2
2604 ENSG00000115677:ENSMUSG00000034088:ENSRNOG00000031479 HDLBP gi|42716280|ref|NPgi|42716280|ref|NP_976221.1| high density lipoprotein binding pr 1268 141439 6.9 0 o Q 19 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.42 1.4E-05 X X X X X X X 0 1 3.48E-06 6.97E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.1 3E-05 1 7.57E-06 1.51E-05 K homology RNA-binding domain_vigilin_like. The nucleus; plasma membrane [pmid 1318310] lipid binding [pmid 1318310]; lipid 2 2
2605 ENSG00000175265:NA:NA LOC390561 gi|169208144|ref|Xgi|169208144|ref|XP_001727010.1| PREDICTED: similar to hect dom 1394 149583 8.6 0 o Q 22 0.001 X X X X X X X 0 1 1 0 1 1 1 1.36 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.18E-06 8.37E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1 2.8E-05 1 6.88E-06 1.38E-05 2 2
2606 ENSG00000137713:ENSMUSG00000032058:ENSRNOG00000010922 PPP2R1B gi|32455244|ref|NPgi|32455244|ref|NP_859050.1|;gi|32455246|ref|NP_002707.3| beta isoform of regulatory subunit 667 73585 5.1 0 o Q 16 0.01 X X X X X X X 0 2 3 2 0 1 1.25 9 4.4E-05 X X X X X X X 0 5 12 11 0 1 1.611 14.54 4.3E-05 X X X X X X X 0 2 2.16E-05 2.49E-05 X X X X X X X 0 1 1 1 0 0 0 2.55 0 X X X X X X X 0 1 7 7 0 0 0 2.55 0 5 12 12 0 0 0 7.5 0 0 0 0 HEAT repeat. The HEAT repeat family is related to cytosol; membrane; microtubule antigen binding; binding; protein binding; 14 35
2607 ENSG00000084674:ENSMUSG00000020609:ENSRNOG00000005542 APOB gi|105990532|ref|Ngi|105990532|ref|NP_000375.2| apolipoprotein B precursor [Homo 4563 515537 7 1 i7-25o S 28 1 X X X X X X X 0 1 1 0 1 1 1 0.44 5.1E-06 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.37 8.9E-05 2 1.28E-06 2.56E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 apoB-48, residue Gln(2180) is modified by RNA 2 2
2608 ENSG00000198231:ENSMUSG00000020705:ENSRNOG00000009474 DDX42 gi|45446747|ref|NPgi|45446747|ref|NP_987095.1| DEAD box polypeptide 42 protein 938 102975 7 0 o Q 25 0.006 X X X X X X X 0 1 1 0 1 1 1 2.35 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.22E-06 1.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.88 1.7E-05 X X X X X X X 0 1 4.35E-06 8.7E-06 Helicase superfamily c-terminal domain; associated ATP binding; ATP-dependent helicase 2 2
2609 ENSG00000099917:ENSMUSG00000012114:ENSRNOG00000001877 MED15 gi|21312134|ref|NPgi|21312134|ref|NP_056973.2|;gi|51477700|ref|NP_001003891.1| mediator complex subunit 15 isofo 748 82581 9.3 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 2.41 6.2E-05 X X X X X X X 0 1 1 0 0 1 1 2.94 2.4E-05 X X X X X X X 0 2 2.15E-05 2.94E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus 2 3
2610 ENSG00000123213:ENSMUSG00000021710:ENSRNOG00000011561 NLN gi|14149738|ref|NPgi|14149738|ref|NP_065777.1| neurolysin [Homo sapiens] 704 80652 6.6 0 o Q 18 0.361 X X X X X X X 0 1 1 0 1 1 1 1.99 3.3E-05 X X X X X X X 0 1 2 0 1 2 2 1.99 5E-05 X X X X X X X 0 2 2.08E-05 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Peptidase family M3. This is the Thimet mitochondrion hydrolase activity; metal ion binding; 2 3
2611 ENSG00000115414:ENSMUSG00000026193:ENSRNOG00000014288 FN1 gi|16933542|ref|NPgi|16933542|ref|NP_002017.1|;gi|47132549|ref|NP_997639.1|;gi|47132551|ref|NP_997640.1|;gi|47132553|ref|NP_997641.1|;gi|47132555|ref|NP_997643.1|;gi|47132557|ref|NP_997647.1| fibronectin 1 isoform 3 preproprot 2355 259223 5.7 0 o S 26 0.997 X X X X X X X 0 3 3 0 0 3 3 3.31 3E-05 X X X X X X X 0 3 7 0 0 7 7 2.68 5.3E-05 X X X X X X X 0 2 2.06E-05 2.55E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Fibronectin type 3 domain; One of three types of ER-Golgi intermediate compartment [pmid collagen binding [pmid 3024962]; 6 10
2612 ENSG00000129347:ENSMUSG00000035047:NA KRI1 gi|145580615|ref|Ngi|145580615|ref|NP_075384.3| KRI1 homolog [Homo sapiens] 709 83252 5.2 0 o Q 24 0 X X X X X X X 0 1 1 0 1 1 1 2.68 3.3E-05 X X X X X X X 0 1 2 0 1 2 2 4.37 5E-05 X X X X X X X 0 2 2.07E-05 2.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2613 ENSG00000154710:ENSMUSG00000025340:ENSRNOG00000000895 RABGEF1 gi|7657496|ref|NP_gi|7657496|ref|NP_055319.1| RAB guanine nucleotide exchang 491 56891 7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.87 4.8E-05 X X X X X X X 0 1 1 0 1 1 1 3.87 3.6E-05 X X X X X X X 0 2 2.09E-05 2.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 A20-like zinc fingers; A20- (an inhibitor of cell death)- DNA binding; metal ion binding; protein 2 2
2614 ENSG00000134900:ENSMUSG00000041763:ENSRNOG00000011194 TPP2 gi|4507657|ref|NP_gi|4507657|ref|NP_003282.1| tripeptidyl peptidase II [Homo sap 1249 138449 6.4 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 2.8 2.8E-05 X X X X X X X 0 1 7.07E-06 1.41E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.16 1.3E-05 X X X X X X X 0 1 3.27E-06 6.53E-06 Subtilase family. Subtilases are a family of serine cytoplasm [pmid 9974389] aminopeptidase activity; D-alanyl-D- 3 3
2615 ENSG00000140553:ENSMUSG00000030533:ENSRNOG00000012357 UNC45A gi|29725607|ref|NPgi|29725607|ref|NP_061141.2|;gi|89179321|ref|NP_001034764.1| smooth muscle cell associated pr 944 103077 6.1 0 o Q 50 0 X X X X X X X 0 1 1 0 0 1 1 2.12 2.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.18E-06 1.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.12 1.7E-05 X X X X X X X 0 1 4.32E-06 8.64E-06 Tetratricopeptide repeat domain; typically contains 34 binding 2 2
2616 ENSG00000149091:ENSMUSG00000040479:ENSRNOG00000017737 DGKZ gi|157688564|ref|Ngi|157688564|ref|NP_001099010.1|;gi|41872507|ref|NP_003637.2|;gi|41872522|ref|NP_963290.1|;gi|41872527|ref|NP_963291.1| diacylglycerol kinase, zeta 104kD 1117 124128 9 0 o Q 65 0 X X X X X X X 0 1 1 0 0 1 1 1.52 2.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.22E-06 1.04E-05 X X X X X X X 0 1 1 0 0 1 1 1.88 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.02E-06 1E-05 2 2
2617 ENSG00000138080:ENSMUSG00000029163:ENSRNOG00000008246 EMILIN1 gi|5901944|ref|NP_gi|5901944|ref|NP_008977.1| elastin microfibril interfacer 1 [Hom 1016 106695 5.2 0 o S 24 1 X X X X X X X 0 2 2 0 2 2 2 3.54 4.6E-05 X X X X X X X 0 2 2 0 2 2 2 3.74 3.5E-05 X X X X X X X 0 2 2.02E-05 2.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 EMI domain. The Pfam alignment is truncated at the cytoplasm; extracellular matrix (sensu extracellular matrix structural 4 4
2618 ENSG00000110075:ENSMUSG00000024908:ENSRNOG00000015540 SAPS3 gi|13489083|ref|NPgi|13489083|ref|NP_060782.2| SAPS domain family, member 3 [ 793 88952 4.6 0 o Q 18 0 X X X X X X X 0 1 2 0 1 2 2 2.65 5.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.13 2.2E-05 X X X X X X X 0 2 2.03E-05 2.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SIT4 phosphatase-associated protein. This family binding 2 3
2619 ENSG00000166716:ENSMUSG00000005621:ENSRNOG00000011458 ZNF592 gi|108860697|ref|Ngi|108860697|ref|NP_055445.2| zinc finger protein 592 [Homo sap 1267 137528 7.8 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.05 1.4E-05 X X X X X X X 0 1 3.49E-06 6.97E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.05 2.6E-05 X X X X X X X 0 1 6.44E-06 1.29E-05 2 3
2620 ENSG00000114127:ENSMUSG00000032410:ENSRNOG00000010027 XRN1 gi|110624787|ref|Ngi|110624787|ref|NP_001036069.1|;gi|110624792|ref|NP_061874.3| 5'-3' exoribonuclease 1 isoform b 1693 192713 7.3 0 o Q 19 0 X X X X X X X 0 1 2 0 0 2 2 0.83 2.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.89E-06 1.38E-05 X X X X X X X 0 1 1 0 0 1 1 0.83 1.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.31E-06 6.63E-06 2 3
2621 ENSG00000120733:ENSMUSG00000038773:NA JMJD1B gi|38372909|ref|NPgi|38372909|ref|NP_057688.2| jumonji domain containing 1B [Ho 1761 191610 7.2 0 o S 34 0.997 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 3.52 3E-05 X X X X X X X 0 1 7.52E-06 1.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.65 9.3E-06 X X X X X X X 0 1 2.32E-06 4.63E-06 JmjC domain. The JmjC domain belongs to the Cupin nucleus iron ion binding; metal ion binding; 4 4
2622 ENSG00000105819:ENSMUSG00000029017:ENSRNOG00000012693 PMPCB gi|94538354|ref|NPgi|94538354|ref|NP_004270.2| mitochondrial processing peptidas 489 54366 6.8 0 o S 33 0.923 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.89 4.6E-05 X X X X X X X 0 1 1 0 1 1 1 3.89 3.3E-05 X X X X X X X 0 2 1.98E-05 2.34E-05 Peptidase M16 inactive domain. Peptidase M16 mitochondrion metal ion binding; mitochondrial 2 2
2623 ENSG00000080345:ENSMUSG00000036202:ENSRNOG00000006267 RIF1 gi|56676335|ref|NPgi|56676335|ref|NP_060621.3| RAP1 interacting factor 1 [Homo s 2472 274464 5.5 0 o Q 25 0.173 X X X X X X X 0 1 1 0 1 1 1 0.69 9.4E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.36E-06 4.72E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.73 3.1E-05 1 7.76E-06 1.55E-05 chromosome; chromosome, telomeric binding 2 3
2624 ENSG00000104774:ENSMUSG00000005142:ENSRNOG00000023910 MAN2B1 gi|51873064|ref|NPgi|51873064|ref|NP_000519.2| mannosidase, alpha, class 2B, me 1011 113744 7.3 0 o S 50 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.19 1.7E-05 X X X X X X X 0 1 4.37E-06 8.74E-06 X X X X X X X 0 1 1 0 1 1 1 1.58 2.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.55E-06 1.11E-05 Alpha mannosidase, middle domain. Members of this lysosome alpha-mannosidase activity [pmid 2 2
2625 ENSG00000138750:ENSMUSG00000034826:ENSRNOG00000002247 NUP54 gi|26051237|ref|NPgi|26051237|ref|NP_059122.2| nucleoporin 54kDa [Homo sapien 507 55436 7 0 o S 27 0.592 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 2.56 4.4E-05 X X X X X X X 0 1 1 0 1 1 1 3.35 3.2E-05 X X X X X X X 0 2 1.91E-05 2.26E-05 cytoplasm [pmid 8707840]; nuclear pore 2 2
2626 ENSG00000071073:ENSMUSG00000026110:ENSRNOG00000018276 MGAT4A gi|6912502|ref|NP_gi|6912502|ref|NP_036346.1| mannosyl (alpha-1,3-)-glycoprote 535 61544 7.4 1 i5-27o S 23 0.656 X X X X X X X 0 1 1 0 1 1 1 3.55 4.4E-05 X X X X X X X 0 1 1 0 1 1 1 4.49 3.3E-05 X X X X X X X 0 2 1.92E-05 2.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 N-Acetylglucosaminyltransferase-IV (GnT-IV) membrane alpha-1,3-mannosylglycoprotein 4-beta- 2 2
2627 ENSG00000075420:ENSMUSG00000039286:ENSRNOG00000024089 FNDC3B gi|27477059|ref|NPgi|27477059|ref|NP_073600.2| fibronectin type III domain contain 1204 132900 5.9 1 o1179-1201i Q 33 0.001 X X X X X X X 0 1 1 0 1 1 1 1.58 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.84E-06 9.69E-06 X X X X X X X 0 1 1 0 1 1 1 1.83 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.66E-06 9.32E-06 Fibronectin type 3 domain; One of three types of integral to membrane; membrane receptor activity 2 2
2628 ENSG00000179832:NA:ENSRNOG00000033305 KIAA1833 gi|113420243|ref|Xgi|113420243|ref|XP_937130.2|;gi|150010654|ref|NP_115826.2| PREDICTED: hypothetical protein 1218 134310 6.9 0 o Q 20 0.211 X X X X X X X 0 1 1 0 0 1 1 3.04 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.79E-06 9.57E-06 X X X X X X X 0 1 1 0 0 1 1 1.97 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.6E-06 9.21E-06 2 2
2629 ENSG00000146247:ENSMUSG00000032253:ENSRNOG00000008652 PHIP gi|34996489|ref|NPgi|34996489|ref|NP_060404.3| pleckstrin homology domain intera 1821 206646 8.8 0 o Q 31 0.003 X X X X X X X 0 1 2 0 1 2 2 0.99 2.6E-05 X X X X X X X 0 3 5 0 3 5 5 3.24 4.9E-05 X X X X X X X 0 2 1.85E-05 2.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic insulin receptor binding [pmid 4 7
2630 ENSG00000182134:ENSMUSG00000041912:ENSRNOG00000020860 TDRKH gi|145312270|ref|Ngi|145312270|ref|NP_001077432.1| tudor and KH domain containing i 561 62046 5 1 i17-34o Q 31 0.22 X X X X X X X 0 1 1 0 1 1 1 2.32 4.2E-05 X X X X X X X 0 1 1 0 1 1 1 3.03 3.1E-05 X X X X X X X 0 2 1.83E-05 2.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2631 ENSG00000154118:ENSMUSG00000025318:ENSRNOG00000018784 JPH3 gi|21704283|ref|NPgi|21704283|ref|NP_065706.2| junctophilin 3 [Homo sapiens] 748 81469 9.4 1 o725-747i Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.67 2.2E-05 1 1 0 1 1 1 2.41 5.1E-05 2 1.83E-05 2.43E-05 Uncharacterized protein conserved in bacteria endoplasmic reticulum; integral to 2 2
2632 ENSG00000092148:ENSMUSG00000035247:ENSRNOG00000006905 HECTD1 gi|118498337|ref|Ngi|118498337|ref|NP_056197.2| HECT domain containing 1 [Homo 2610 289383 5.4 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1 6.8E-06 X X X X X X X 0 1 1.69E-06 3.38E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.46 2.9E-05 1 7.35E-06 1.47E-05 2 3
2633 ENSG00000175931:ENSMUSG00000020802:ENSRNOG00000011007 UBE2O gi|33636750|ref|NPgi|33636750|ref|NP_071349.2| ubiquitin-conjugating enzyme E2O 1292 141383 5.1 0 o Q 40 0.049 X X X X X X X 0 1 1 0 1 1 1 1.7 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.51E-06 9.03E-06 X X X X X X X 0 1 1 0 1 1 1 2.63 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.34E-06 8.68E-06 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ubiquitin-protein ligase activity 2 2
2634 ENSG00000173230:ENSMUSG00000034243:ENSRNOG00000030314 GOLGB1 gi|148596984|ref|Ngi|148596984|ref|NP_004478.3| golgi autoantigen, golgin subfamil 3259 376019 5 1 o3236-3258i S 19 0.673 X X X X X X X 0 2 2 0 2 2 2 1.69 1.4E-05 1 1 0 1 1 1 0.46 5.8E-05 X X X X X X X 0 X X X X X X X 0 2 1.8E-05 2.73E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 3
2635 ENSG00000135763:ENSMUSG00000031976:ENSRNOG00000026853 KIAA0133 gi|7661932|ref|NP_gi|7661932|ref|NP_055592.1| hypothetical protein LOC9816 [Ho 1524 170569 7.3 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 0.92 4.4E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.25 2.5E-05 2 1.73E-05 2.15E-05 integral to membrane; membrane 2 4
2636 ENSG00000181192:ENSMUSG00000025815:ENSRNOG00000023587 DHTKD1 gi|38788380|ref|NPgi|38788380|ref|NP_061176.3| dehydrogenase E1 and transketo 919 103043 6.9 0 o Q 26 0.263 X X X X X X X 0 2 2 0 2 2 2 4.24 5.1E-05 X X X X X X X 0 1 1 0 1 1 1 1.85 1.9E-05 X X X X X X X 0 2 1.75E-05 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Thiamine pyrophosphate (TPP) family, E1 of OGDC- oxoglutarate dehydrogenase (succinyl- 3 3
2637 ENSG00000167202:ENSMUSG00000037410:ENSRNOG00000014543 TBC1D2B gi|40353247|ref|NPgi|40353247|ref|NP_055894.3| TBC1 domain family, member 2B 788 90733 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.82 2.1E-05 1 1 0 1 1 1 1.78 4.9E-05 2 1.74E-05 2.31E-05 TBC domain. Identification of a TBC domain in 2 2
2638 ENSG00000167716:ENSMUSG00000045374:ENSRNOG00000003243 WDR81 gi|116256466|ref|Ngi|116256466|ref|NP_689561.2| WD repeat domain 81 [Homo sap 890 95676 5.1 0 o Q 20 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.61 2.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.25 4.3E-05 2 1.71E-05 2.1E-05 2 2
2639 ENSG00000146918:ENSMUSG00000042029:ENSRNOG00000004968 NCAPG2 gi|116812586|ref|Ngi|116812586|ref|NP_060230.5| leucine zipper protein 5 [Homo sa 1143 130960 6.9 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.66 1.5E-05 X X X X X X X 0 1 3.86E-06 7.73E-06 X X X X X X X 0 1 1 0 1 1 1 1.49 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.91E-06 9.81E-06 2 2
2640 ENSG00000168438:ENSMUSG00000038446:ENSRNOG00000000581 CDC40 gi|7706657|ref|NP_gi|7706657|ref|NP_056975.1| cell division cycle 40 homolog [Ho 579 65521 7.1 0 o S 18 0.964 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.32 3.9E-05 X X X X X X X 0 1 1 0 1 1 1 2.76 2.8E-05 X X X X X X X 0 2 1.67E-05 1.98E-05 WD40 domain, found in a number of eukaryotic nucleus; spliceosome complex [pmid 2 2
2641 ENSG00000007816:NA:NA WDR46 gi|9954875|ref|NP_gi|9954875|ref|NP_005443.2| WD repeat domain 46 [Homo sap 610 68041 9.7 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 3.61 3.8E-05 X X X X X X X 0 1 1 0 1 1 1 2.62 2.9E-05 X X X X X X X 0 2 1.68E-05 1.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic 2 2
2642 ENSG00000141556:ENSMUSG00000039230:ENSRNOG00000036658 TBCD gi|41350333|ref|NPgi|41350333|ref|NP_005984.3| beta-tubulin cofactor D [Homo sap 1192 132600 6.2 0 o Q 32 0 X X X X X X X 0 1 1 0 1 1 1 1.85 2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.89E-06 9.78E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.84 1.4E-05 X X X X X X X 0 1 3.42E-06 6.85E-06 Beta-tubulin folding cofactor D [Posttranslational binding 2 2
2643 ENSG00000095564:ENSMUSG00000040565:ENSRNOG00000017938 BTAF1 gi|27477070|ref|NPgi|27477070|ref|NP_003963.1| BTAF1 RNA polymerase II, B-TFI 1849 206886 6.5 0 o Q 27 0.049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.7 9.6E-06 X X X X X X X 0 1 2.39E-06 4.78E-06 X X X X X X X 0 2 2 0 2 2 2 1.89 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.07E-06 1.21E-05 Helicase superfamily c-terminal domain; associated nucleus ATP binding; helicase activity; hydrolase 3 3
2644 ENSG00000197442:ENSMUSG00000071369:ENSRNOG00000031700 MAP3K5 gi|5174547|ref|NP_gi|5174547|ref|NP_005914.1| mitogen-activated protein kinase 1374 154536 5.8 0 o Q 23 0.002 X X X X X X X 0 1 1 0 1 1 1 1.02 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.24E-06 8.49E-06 X X X X X X X 0 1 1 0 1 1 1 1.75 1.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.08E-06 8.16E-06 Serine/Threonine protein kinases, catalytic domain. ATP binding; caspase activator activity 2 2
2645 ENSG00000105732:ENSMUSG00000045252:NA ZNF574 gi|154744870|ref|Ngi|154744870|ref|NP_073589.4| zinc finger protein 574 [Homo sap 896 98900 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.67 2.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.12 4.3E-05 2 1.7E-05 2.09E-05 2 2
2646 ENSG00000114416:ENSMUSG00000027680:ENSRNOG00000011938 FXR1 gi|61835148|ref|NPgi|61835148|ref|NP_005078.2|;gi|61835164|ref|NP_001013456.1|;gi|61835172|ref|NP_001013457.1| fragile X mental retardation-relate 621 69721 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 2.25 3.6E-05 X X X X X X X 0 1 1 0 0 1 1 2.9 2.6E-05 X X X X X X X 0 2 1.56E-05 1.85E-05 K homology RNA-binding domain, type I. KH binds cytoplasm [pmid 7781595]; nucleolus [pmid protein binding [pmid 10556305]; RNA 2 2
2647 ENSG00000161905:ENSMUSG00000018924:ENSRNOG00000019183 ALOX15 gi|40316937|ref|NPgi|40316937|ref|NP_001131.3| arachidonate 15-lipoxygenase [Ho 662 74804 6.6 0 o Q 25 0.01 X X X X X X X 0 1 1 0 1 1 1 2.27 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 3.32 2.7E-05 X X X X X X X 0 2 1.55E-05 1.82E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PLAT domain of 12/15-lipoxygenase; cd01753 plasma membrane arachidonate 15-lipoxygenase activity; 2 2
2648 ENSG00000100523:ENSMUSG00000037697:ENSRNOG00000009481 DDHD1 gi|45120113|ref|NPgi|45120113|ref|NP_085140.1| DDHD domain containing 1 [Hom 872 97069 5.7 0 o Q 36 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.72 1.9E-05 1 1 0 1 1 1 3.33 4.4E-05 2 1.57E-05 2.09E-05 DDHD domain. The DDHD domain is 180 residues hydrolase activity; metal ion binding 2 2
2649 ENSG00000157654:ENSMUSG00000038729:ENSRNOG00000011504 PALM2-AKAP2 gi|22325356|ref|NPgi|22325356|ref|NP_671492.1|;gi|51873058|ref|NP_001004065.2|;gi|6005709|ref|NP_009134.1| PALM2-AKAP2 protein isoform 2 1090 120630 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 2.75 1.6E-05 X X X X X X X 0 1 4.05E-06 8.1E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 3.76 1.5E-05 X X X X X X X 0 1 3.74E-06 7.49E-06 2 2
2650 ENSG00000163539:ENSMUSG00000033392:ENSRNOG00000009161 CLASP2 gi|57863301|ref|NPgi|57863301|ref|NP_055912.1| CLIP-associating protein 2 [Homo 1506 164886 8.2 0 o Q 40 0 X X X X X X X 0 2 2 1 1 1 1.333 3.78 2.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.16E-06 1.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.93 1.1E-05 X X X X X X X 0 1 2.71E-06 5.42E-06 HEAT repeat. The HEAT repeat family is related to cytoplasmic microtubule [pmid 11290329]; binding; microtubule plus-end binding 3 3
2651 ENSG00000133858:ENSMUSG00000034163:ENSRNOG00000004106 CCDC131 gi|87116683|ref|NPgi|87116683|ref|NP_659419.3| proline/serine-rich coiled-coil 2 [H 1989 226354 8.1 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 0.7 1.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.93E-06 5.86E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.06 1.9E-05 1 4.82E-06 9.65E-06 Tetratricopeptide repeat domain; typically contains 34 intracellular binding 2 2
2652 ENSG00000197226:ENSMUSG00000036644:ENSRNOG00000003050 TBC1D9B gi|45597175|ref|NPgi|45597175|ref|NP_942568.2|;gi|45597177|ref|NP_055858.2| TBC1 domain family, member 9B 1250 140525 5.3 0 o Q 23 0.08 X X X X X X X 0 1 1 0 0 1 1 1.6 1.9E-05 X X X X X X X 0 1 3 0 0 3 3 1.6 4.2E-05 X X X X X X X 0 2 1.53E-05 2.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TBC domain. Identification of a TBC domain in calcium ion binding 2 4
2653 ENSG00000040933:ENSMUSG00000026113:ENSRNOG00000017660 INPP4A gi|4504705|ref|NP_gi|4504705|ref|NP_001557.1|;gi|4755140|ref|NP_004018.1| inositol polyphosphate-4-phospha 954 107297 6.9 1 o926-948i Q 36 0.048 X X X X X X X 0 1 1 0 0 1 1 2.1 2.4E-05 X X X X X X X 0 1 2 0 0 2 2 1.68 3.7E-05 X X X X X X X 0 2 1.54E-05 1.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 hydrolase activity; phosphatidylinositol- 2 3
2654 ENSG00000056097:ENSMUSG00000022201:ENSRNOG00000011627 ZFR gi|34101286|ref|NPgi|34101286|ref|NP_057191.2| zinc finger RNA binding protein [H 1074 117012 9 0 o Q 19 0.057 X X X X X X X 0 1 2 0 1 2 2 1.68 4.3E-05 X X X X X X X 0 1 1 0 1 1 1 1.68 1.6E-05 X X X X X X X 0 2 1.5E-05 2.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 U1-like zinc finger; Family of C2H2-type zinc fingers, intracellular; nucleus nucleic acid binding; zinc ion binding 2 3
2655 ENSG00000114316:ENSMUSG00000032612:NA USP4 gi|40795665|ref|NPgi|40795665|ref|NP_003354.2|;gi|40795667|ref|NP_955475.1| ubiquitin specific protease, proto-o 963 108565 5.7 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 1.87 2.4E-05 X X X X X X X 0 2 2 0 0 2 2 4.98 3.7E-05 X X X X X X X 0 2 1.52E-05 1.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 A subfamily of Peptidase C19. Peptidase C19 lysosome [pmid 9827704]; nucleus [pmid cysteine-type endopeptidase activity 3 3
2656 ENSG00000174953:ENSMUSG00000027770:ENSRNOG00000014599 DHX36 gi|18497286|ref|NPgi|18497286|ref|NP_065916.1| DEAH (Asp-Glu-Ala-His) box poly 1008 114776 7.7 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.59 2.2E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.69 3.8E-05 2 1.51E-05 1.86E-05 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 2 2
2657 ENSG00000125976:ENSMUSG00000038171:ENSRNOG00000019723 RBM12 gi|23510462|ref|NPgi|23510462|ref|NP_690051.1| RNA binding motif protein 12 [Hom 932 97396 8.6 0 o Q 16 0.052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.86 2.4E-05 X X X X X X X 0 1 2 0 1 2 2 1.93 3.5E-05 X X X X X X X 0 2 1.48E-05 1.76E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleotide binding; protein binding [pmid 2 3
2658 ENSG00000146834:ENSMUSG00000029726:ENSRNOG00000001387 MEPCE gi|47271406|ref|NPgi|47271406|ref|NP_062552.2| bin3, bicoid-interacting 3 [Homo s 689 74355 9.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 4.79 3.4E-05 X X X X X X X 0 1 1 0 1 1 1 5.08 2.6E-05 X X X X X X X 0 2 1.49E-05 1.75E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Bicoid-interacting protein 3 (Bin3). This family methyltransferase activity; transferase 2 2
2659 ENSG00000177409:ENSMUSG00000047735:ENSRNOG00000039799 SAMD9L gi|51339291|ref|NPgi|51339291|ref|NP_689916.2| sterile alpha motif domain contain 1584 184531 8 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.76 1.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.68E-06 7.36E-06 X X X X X X X 0 1 1 0 1 1 1 1.52 1.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.54E-06 7.08E-06 2 2
2660 ENSG00000124126:ENSMUSG00000039621:ENSRNOG00000006952 PREX1 gi|34452732|ref|NPgi|34452732|ref|NP_065871.2| PREX1 protein [Homo sapiens] 1659 186203 6.4 0 o Q 40 0 X X X X X X X 0 1 1 0 1 1 1 1.15 1.4E-05 X X X X X X X 0 2 4 0 2 4 4 2.65 4.3E-05 X X X X X X X 0 2 1.42E-05 2.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PDZ domain, also called DHR (Dlg homologous cytosol [pmid 11955434]; intracellular; enzyme binding; phospholipid binding 3 5
2661 ENSG00000158987:ENSMUSG00000037533:ENSRNOG00000009995 FNIP1 gi|54633319|ref|NPgi|54633319|ref|NP_057424.2| PDZ domain-containing guanine n 1601 179450 6.4 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 1.06 1.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.64E-06 7.28E-06 X X X X X X X 0 1 1 0 1 1 1 2.56 1.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.5E-06 7.01E-06 effector domain of the CAP family of transcription intracellular; plasma membrane [pmid GTP-dependent protein binding [pmid 2 2
2662 ENSG00000049323:ENSMUSG00000001870:ENSRNOG00000033090 LTBP1 gi|46249412|ref|NPgi|46249412|ref|NP_000618.2|;gi|46249414|ref|NP_996826.1| latent transforming growth factor b 1396 152978 5.1 0 o S 21 0.987 X X X X X X X 0 1 1 0 0 1 1 1.65 1.7E-05 X X X X X X X 0 2 3 0 0 3 3 2.72 3.8E-05 X X X X X X X 0 2 1.37E-05 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Plasmodium ookinete surface protein Pvs28. This extracellular matrix (sensu Metazoa) [pmid calcium ion binding; growth factor 3 4
2663 ENSG00000114480:ENSMUSG00000022707:ENSRNOG00000031531 GBE1 gi|119393897|ref|Ngi|119393897|ref|NP_000149.2| glucan (1,4-alpha-), branching en 702 80474 6.3 0 o Q 32 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 3.99 3.2E-05 X X X X X X X 0 1 1 0 1 1 1 2.85 2.3E-05 X X X X X X X 0 2 1.38E-05 1.63E-05 2 2
2664 ENSG00000187091:ENSMUSG00000010660:ENSRNOG00000032238 PLCD1 gi|90265805|ref|NPgi|90265805|ref|NP_006216.2| phospholipase C, delta 1 [Homo s 756 85665 6.7 0 o Q 22 0 X X X X X X X 0 1 1 0 1 1 1 2.12 3.1E-05 X X X X X X X 0 1 1 0 1 1 1 2.12 2.3E-05 X X X X X X X 0 2 1.36E-05 1.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phospholipase C (PLC) pleckstrin homology (PH) calcium ion binding; hydrolase activity; 2 2
2665 ENSG00000080845:ENSMUSG00000061689:ENSRNOG00000020225 DLGAP4 gi|34335253|ref|NPgi|34335253|ref|NP_055717.2| disks large-associated protein 4 is 989 107567 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 3.74 1.7E-05 1 1 0 1 1 1 2.73 3.9E-05 2 1.38E-05 1.84E-05 Guanylate-kinase-associated protein (GKAP) protein; membrane 2 2
2666 ENSG00000204820:NA:NA C12orf51 gi|157885806|ref|Ngi|157885806|ref|NP_001103132.1| chromosome 12 open reading fra 3996 439348 6.2 0 o Q 18 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 0.68 1.8E-05 X X X X X X X 0 1 4.42E-06 8.84E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.48 9.6E-06 1 2.4E-06 4.8E-06 2 5
2667 ENSG00000108094:ENSMUSG00000024231:ENSRNOG00000015292 CUL2 gi|19482174|ref|NPgi|19482174|ref|NP_003582.2| cullin 2 [Homo sapiens] 745 86983 6.9 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 2.55 3E-05 X X X X X X X 0 1 1 0 1 1 1 2.15 2.2E-05 X X X X X X X 0 2 1.3E-05 1.54E-05 Cullin, a subunit of E3 ubiquitin ligase protein binding [pmid 12609982] 2 2
2668 ENSG00000213983:ENSMUSG00000040701:ENSRNOG00000025619 AP1G2 gi|18104996|ref|NPgi|18104996|ref|NP_536806.1| adaptor-related protein complex 1 785 87117 6.6 0 o Q 18 0 X X X X X X X 0 1 1 0 1 1 1 2.55 3E-05 X X X X X X X 0 1 1 0 1 1 1 2.93 2.3E-05 X X X X X X X 0 2 1.31E-05 1.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adaptin C-terminal domain. Alpha adaptin is a AP-1 adaptor complex [pmid 9733768]; protein binding 2 2
2669 ENSG00000155506:ENSMUSG00000037331:ENSRNOG00000031544 LARP1 gi|39725634|ref|NPgi|39725634|ref|NP_056130.2|;gi|61102725|ref|NP_291029.2| la related protein isoform 1 [Homo 1019 116465 9.1 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.57 1.6E-05 1 1 0 0 1 1 1.28 3.8E-05 2 1.34E-05 1.78E-05 La protein, small RNA-binding pol III transcript RNA binding 2 2
2670 ENSG00000104880:ENSMUSG00000004568:ENSRNOG00000028090 LOC100134192 gi|169213714|ref|Xgi|169213714|ref|XP_001719320.1|;gi|41327769|ref|NP_056133.2| PREDICTED: similar to hCG2225 796 89396 6.7 0 o Q 40 0 X X X X X X X 0 1 1 0 0 1 1 3.64 2.9E-05 X X X X X X X 0 1 1 0 0 1 1 3.64 2.2E-05 X X X X X X X 0 2 1.29E-05 1.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2671 ENSG00000159842:ENSMUSG00000017631:ENSRNOG00000022216 ABR gi|38679954|ref|NPgi|38679954|ref|NP_001083.2|;gi|38679957|ref|NP_068781.2| active breakpoint cluster region-re 822 93707 6.4 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 2.8 2.8E-05 X X X X X X X 0 1 1 0 0 1 1 2.8 2.1E-05 X X X X X X X 0 2 1.25E-05 1.47E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RhoGAP_Bcr: RhoGAP (GTPase-activator protein intracellular GTPase activator activity [pmid 2 2
2672 ENSG00000133056:ENSMUSG00000026447:ENSRNOG00000029938 PIK3C2B gi|15451926|ref|NPgi|15451926|ref|NP_002637.2| phosphoinositide-3-kinase, class 1634 184825 7.2 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 2.88 2.7E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.47 2.3E-05 2 1.27E-05 1.48E-05 Phosphoinositide 3-kinase (PI3K) class II, catalytic cytosol; microsome; nucleus; inositol or phosphatidylinositol kinase 3 3
2673 ENSG00000064932:ENSMUSG00000035673:ENSRNOG00000013987 SBNO2 gi|154355002|ref|Ngi|154355002|ref|NP_055778.2|;gi|154355004|ref|NP_001093592.1|;gi|33620763|ref|NP_060653.2| strawberry notch homolog 2 isofo 1366 150274 6.5 0 o Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.95 1.3E-05 X X X X X X X 0 1 3.23E-06 6.47E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.02 1.2E-05 X X X X X X X 0 1 2.99E-06 5.97E-06 2 2
2674 ENSG00000156983:ENSMUSG00000001632:ENSRNOG00000008142 BRPF1 gi|51173720|ref|NPgi|51173720|ref|NP_001003694.1|;gi|51173722|ref|NP_004625.2| bromodomain and PHD finger-con 1220 138185 7.7 0 o Q 17 0 X X X X X X X 0 1 1 0 0 1 1 1.23 1.9E-05 X X X X X X X 0 1 2 0 0 2 2 1.8 2.9E-05 X X X X X X X 0 2 1.2E-05 1.44E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Putative transcriptional repressor regulating G2/M intracellular; nucleus [pmid 7906940] DNA binding; metal ion binding; nucleic 2 3
2675 ENSG00000178921:ENSMUSG00000020899:ENSRNOG00000005193 PFAS gi|31657129|ref|NPgi|31657129|ref|NP_036525.1| phosphoribosylformylglycinamidin 1338 144734 5.8 0 o Q 17 0.001 X X X X X X X 0 1 2 0 1 2 2 1.2 3.5E-05 X X X X X X X 0 1 1 0 1 1 1 0.75 1.3E-05 X X X X X X X 0 2 1.2E-05 1.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Formylglycinamide ribonucleotide amidotransferase cytoplasm ATP binding; ligase activity; nucleotide 2 3
2676 ENSG00000169180:ENSMUSG00000000131:ENSRNOG00000016722 XPO6 gi|46049063|ref|NPgi|46049063|ref|NP_055986.1| exportin 6 [Homo sapiens] 1125 128883 6.4 0 o Q 25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.04 1.5E-05 1 1 0 1 1 1 1.51 3.4E-05 2 1.22E-05 1.62E-05 Exportin 1-like protein. The sequences featured in this cytoplasm [pmid 14592989]; nuclear pore; protein binding [pmid 14592989]; protein 2 2
2677 ENSG00000204248:ENSMUSG00000024330:ENSRNOG00000000463 COL11A2 gi|111118968|ref|Ngi|111118968|ref|NP_542410.2|;gi|111118970|ref|NP_542411.2|;gi|111118972|ref|NP_542412.2| collagen, type XI, alpha 2 isoform 1629 159879 8.5 1 i7-29o S 28 0.999 X X X X X X X 0 1 1 0 0 1 1 1.78 1.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.58E-06 7.16E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 1.1 1E-05 X X X X X X X 0 1 2.5E-06 5.01E-06 2 2
2678 ENSG00000177103:ENSMUSG00000032087:NA DSCAML1 gi|21359935|ref|NPgi|21359935|ref|NP_065744.2| Down syndrome cell adhesion mo 2113 230632 8.3 1 o1652-1672i A 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.8 8.4E-06 X X X X X X X 0 1 2.09E-06 4.18E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.8 1.5E-05 X X X X X X X 0 1 3.86E-06 7.72E-06 Paramyxovirus P phosphoprotein. This family consists cell surface [pmid 11453658]; integral to protein binding; protein 2 3
2679 ENSG00000061987:ENSMUSG00000034602:ENSRNOG00000004185 MON2 gi|114326552|ref|Ngi|114326552|ref|NP_055841.2| MON2 homolog [Homo sapiens] 1717 190357 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.51 1E-05 X X X X X X X 0 1 2.57E-06 5.14E-06 X X X X X X X 0 1 1 0 1 1 1 0.99 1.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.27E-06 6.53E-06 2 2
2680 ENSG00000107290:ENSMUSG00000043535:ENSRNOG00000013491 SETX gi|113722133|ref|Ngi|113722133|ref|NP_055861.3| senataxin [Homo sapiens] 2677 302879 7.2 0 o Q 15 0.008 X X X X X X X 0 1 1 0 1 1 1 0.67 8.7E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.18E-06 4.36E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.52 1.4E-05 1 3.58E-06 7.17E-06 2 2
2681 ENSG00000125107:ENSMUSG00000036550:ENSRNOG00000012271 CNOT1 gi|42716275|ref|NPgi|42716275|ref|NP_057368.3|;gi|46275837|ref|NP_996882.1| CCR4-NOT transcription complex 2376 266937 7.1 0 o Q 17 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.59 7.4E-06 X X X X X X X 0 1 1.86E-06 3.72E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.47 1.4E-05 X X X X X X X 0 1 3.43E-06 6.87E-06 CCR4-Not complex component, Not1. The Ccr4-Not 2 3
2682 ENSG00000168071:ENSMUSG00000047810:ENSRNOG00000024931 CCDC88B gi|88196790|ref|NPgi|88196790|ref|NP_115627.5| coiled-coil domain containing 88 [ 1476 164764 5.1 0 o S 32 0.732 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.29 1.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.69 2.6E-05 2 1.03E-05 1.27E-05 Chromosome segregation ATPases [Cell division and protein binding [pmid 14667819] 2 2
2683 ENSG00000151503:ENSMUSG00000035024:ENSRNOG00000008932 NCAPD3 gi|45356151|ref|NPgi|45356151|ref|NP_056076.1| non-SMC condensin II complex, s 1498 168890 7.5 0 o Q 22 0.007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 0.93 1.5E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 1.07 2.6E-05 2 1.02E-05 1.25E-05 Adaptin N terminal region. This family consists of the binding 2 2
2684 ENSG00000160299:ENSMUSG00000001151:ENSRNOG00000001276 PCNT gi|81295809|ref|NPgi|81295809|ref|NP_006022.3| pericentrin [Homo sapiens] 3336 378039 5.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.14 1.1E-05 X X X X X X X 0 1 2.65E-06 5.3E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.14 9.8E-06 X X X X X X X 0 1 2.45E-06 4.89E-06 Membrane-bound metallopeptidase [Cell division and calmodulin binding 2 4
2685 ENSG00000007202:ENSMUSG00000010277:ENSRNOG00000011887 KIAA0100 gi|57242774|ref|NPgi|57242774|ref|NP_055495.2| hypothetical protein LOC9703 [Ho 2235 253698 7.1 1 i5-27o S 19 0.995 X X X X X X X 0 1 1 0 1 1 1 1.12 1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.61E-06 5.22E-06 X X X X X X X 0 1 1 0 1 1 1 0.72 1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.51E-06 5.02E-06 malate dehydrogenase (acceptor) 2 2
2686 ENSG00000104517:ENSMUSG00000037487:ENSRNOG00000006816 LOC730429 gi|113420453|ref|Xgi|113420453|ref|XP_001125699.1|;gi|15147337|ref|NP_056986.2| PREDICTED: similar to E3 ubiqui 2796 309192 6.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 1.97 1.3E-05 X X X X X X X 0 1 3.16E-06 6.32E-06 X X X X X X X 0 1 1 0 0 1 1 0.93 8E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.01E-06 4.01E-06 C-terminal domain of Poly(A)-binding protein. Present 3 3
2687 ENSG00000198554:ENSMUSG00000037572:ENSRNOG00000011167 WDHD1 gi|56550086|ref|NPgi|56550086|ref|NP_001008397.1|;gi|5901892|ref|NP_009017.1| WD repeat and HMG-box DNA bi 1006 112704 5.7 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 1.89 2.2E-05 X X X X X X X 0 1 1 0 0 1 1 1.39 1.6E-05 X X X X X X X 0 2 9.63E-06 1.14E-05 WD40 domain, found in a number of eukaryotic cytoplasm [pmid 9175701]; nucleoplasm DNA binding [pmid 9175701] 2 2
2688 ENSG00000169851:NA:NA PCDH7 gi|14589931|ref|NPgi|14589931|ref|NP_002580.2|;gi|14589933|ref|NP_115832.1|;gi|14589935|ref|NP_115833.1| protocadherin 7 isoform a precurs 1069 116071 5.2 2 i7-29o878-900i S 31 1 X X X X X X X 0 1 1 0 0 1 1 1.5 2.2E-05 X X X X X X X 0 1 1 0 0 1 1 2.71 1.7E-05 X X X X X X X 0 2 9.59E-06 1.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cadherin repeat domain; Cadherins are glycoproteins integral to plasma membrane [pmid calcium ion binding; protein binding 2 2
2689 ENSG00000064607:ENSMUSG00000036054:ENSRNOG00000020269 SFRS14 gi|62859987|ref|NPgi|62859987|ref|NP_001017392.1| splicing factor, arginine/serine-rich 1082 120237 7.3 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.59 2.2E-05 X X X X X X X 0 1 1 0 1 1 1 2.59 1.6E-05 X X X X X X X 0 2 9.47E-06 1.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 glycine rich nucleic binding domain; A predicted intracellular; nucleus RNA binding 2 2
2690 ENSG00000204469:ENSMUSG00000024393:ENSRNOG00000000852 BAT2 gi|149158690|ref|Ngi|149158690|ref|NP_542417.2| HLA-B associated transcript-2 [Ho 2157 228861 9.5 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 0.65 1.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.7E-06 5.41E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.65 7.6E-06 X X X X X X X 0 1 1.89E-06 3.78E-06 2 2
2691 ENSG00000156304:ENSMUSG00000022983:ENSRNOG00000002104 SFRS15 gi|40789229|ref|NPgi|40789229|ref|NP_065757.1| splicing factor, arginine/serine-rich 1147 125869 9.6 0 o Q 25 0 X X X X X X X 0 1 1 0 1 1 1 2.01 2E-05 X X X X X X X 0 1 1 0 1 1 1 2.18 1.5E-05 X X X X X X X 0 2 8.93E-06 1.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CID (CTD-Interacting Domain) domain family; CID is nucleus nucleotide binding; RNA binding 2 2
2692 ENSG00000173120:ENSMUSG00000054611:ENSRNOG00000019145 FBXL11 gi|16306580|ref|NPgi|16306580|ref|NP_036440.1| F-box and leucine-rich repeat pro 1162 132793 7.6 0 o Q 0 0 X X X X X X X 0 1 1 0 1 1 1 2.93 2E-05 X X X X X X X 0 1 1 0 1 1 1 2.32 1.5E-05 X X X X X X X 0 2 8.82E-06 1.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CXXC zinc finger. This domain contains eight nucleus DNA binding; iron ion binding; metal ion 2 2
2693 ENSG00000150347:ENSMUSG00000019947:ENSRNOG00000000635 ARID5B gi|74136549|ref|NPgi|74136549|ref|NP_115575.1| AT rich interactive domain 5B (MR 1188 132375 8.7 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 1.35 1.9E-05 X X X X X X X 0 1 1 0 1 1 1 1.35 1.4E-05 X X X X X X X 0 2 8.16E-06 9.65E-06 BAH, or Bromo Adjacent Homology domain (also intracellular; nucleus [pmid 15640446] DNA binding [pmid 10329386]; 2 2
2694 ENSG00000136531:ENSMUSG00000075318:ENSRNOG00000005018 SCN2A gi|93141212|ref|NPgi|93141212|ref|NP_001035232.1|;gi|93141214|ref|NP_001035233.1| sodium channel, voltage-gated, ty 2005 227973 5.7 17 i126-148o251-27Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 0 1 1 0.8 1.1E-05 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 0.7 1.9E-05 2 7.58E-06 9.34E-06 Ion transport protein. This family contains Sodium, membrane; voltage-gated sodium channel calcium ion binding; sodium ion binding; 2 2
2695 ENSG00000198837:ENSMUSG00000042404:ENSRNOG00000022373 DENND4B gi|148922920|ref|Ngi|148922920|ref|NP_055671.2| DENN/MADD domain containing 1496 163846 7.2 0 o Q 23 0.081 X X X X X X X 0 1 1 0 1 1 1 0.8 1.6E-05 X X X X X X X 0 1 1 0 1 1 1 1.07 1.2E-05 X X X X X X X 0 2 6.85E-06 8.06E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2696 ENSG00000172869:ENSMUSG00000037416:ENSRNOG00000024671 DMXL1 gi|148528998|ref|Ngi|148528998|ref|NP_005500.4| Dmx-like 1 [Homo sapiens] 3027 337839 6.3 0 o Q 18 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.83 5.8E-06 X X X X X X X 0 1 1.46E-06 2.92E-06 X X X X X X X 0 1 1 0 1 1 1 0.79 7.4E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.85E-06 3.71E-06 2 2
2697 ENSG00000148396:ENSMUSG00000026924:ENSRNOG00000019122 SEC16A gi|124378039|ref|Ngi|124378039|ref|NP_055681.1| SEC16 homolog A [Homo sapiens 2357 251891 5.8 0 o Q 22 0.001 X X X X X X X 0 1 2 0 1 2 2 0.89 2E-05 X X X X X X X 0 1 1 0 1 1 1 1.02 7.5E-06 X X X X X X X 0 2 6.82E-06 9.34E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2698 ENSG00000142197:ENSMUSG00000022946:ENSRNOG00000026431 DOPEY2 gi|45827701|ref|NPgi|45827701|ref|NP_005119.2| pad-1-like [Homo sapiens] 2298 258227 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 0.78 9.8E-06 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.39 1.7E-05 2 6.62E-06 8.15E-06 Dopey, N-terminal. DopA is the founding member of Golgi membrane [pmid 16301316] 2 2
2699 ENSG00000198399:ENSMUSG00000020640:NA ITSN2 gi|22325381|ref|NPgi|22325381|ref|NP_062541.2|;gi|22325383|ref|NP_671494.1|;gi|22325385|ref|NP_006268.1| intersectin 2 isoform 3 [Homo sap 1669 190364 8.2 0 o Q 17 0 X X X X X X X 0 1 1 0 0 1 1 1.44 1.4E-05 X X X X X X X 0 1 1 0 0 1 1 1.44 1.1E-05 X X X X X X X 0 2 6.14E-06 7.22E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Src homology 3 domains; SH3 domains bind to intracellular calcium ion binding; protein binding 2 2
2700 ENSG00000197535:ENSMUSG00000034593:ENSRNOG00000022968 MYO5A gi|115511014|ref|Ngi|115511014|ref|NP_000250.2| myosin VA (heavy polypeptide 12 1855 215403 8.5 0 o Q 17 0 X X X X X X X 0 1 1 0 1 1 1 1.19 1.3E-05 X X X X X X X 0 1 1 0 1 1 1 1.02 9.5E-06 X X X X X X X 0 2 5.52E-06 6.5E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2701 ENSG00000065526:ENSMUSG00000040761:ENSRNOG00000033556 SPEN gi|14790190|ref|NPgi|14790190|ref|NP_055816.2| spen homolog, transcriptional reg 3664 402251 7.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.87 4.8E-06 X X X X X X X 0 1 1.21E-06 2.41E-06 X X X X X X X 0 1 1 0 1 1 1 0.41 6.1E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.53E-06 3.06E-06 SPOC domain. The SPOC (Spen paralogue and nucleus DNA binding; nucleic acid binding; 2 2
2702 ENSG00000165323:NA:NA FAT3 gi|148886692|ref|Ngi|148886692|ref|NP_001008781.2| protocadherin Fat 3; FAT tumor s 4557 501983 4.9 1 o4156-4175i S 33 0.992 X X X X X X X 0 1 1 0 1 1 1 0.29 5.1E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.28E-06 2.56E-06 X X X X X X X 0 1 1 0 1 1 1 0.42 4.9E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.23E-06 2.46E-06 2 2
2703 ENSG00000168477:ENSMUSG00000033327:ENSRNOG00000033581 TNXB gi|67782336|ref|NPgi|67782336|ref|NP_061978.5| tenascin XB isoform 1 [Homo sap 4289 464330 5.3 0 o S 24 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.77 4.1E-06 X X X X X X X 0 1 1.03E-06 2.06E-06 X X X X X X X 0 1 1 0 1 1 1 0.65 5.2E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.31E-06 2.62E-06 Fibronectin type 3 domain; One of three types of extracellular matrix (sensu Metazoa) [pmid extracellular matrix structural constituent 2 2
2704 ENSG00000005339:ENSMUSG00000022521:ENSRNOG00000005330 CREBBP gi|119943102|ref|Ngi|119943102|ref|NP_001073315.1|;gi|119943104|ref|NP_004371.2| CREB binding protein isoform b [H 2404 260990 8.5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 0.79 9.7E-06 X X X X X X X 0 1 1 0 0 1 1 0.79 7.3E-06 X X X X X X X 0 2 4.26E-06 5.01E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
2705 ENSG00000143669:ENSMUSG00000019726:ENSRNOG00000012662 LYST gi|54292123|ref|NPgi|54292123|ref|NP_000072.2| lysosomal trafficking regulator [Ho 3801 429141 6.6 0 o Q 30 0 X X X X X X X 0 1 2 0 1 2 2 0.42 1.2E-05 X X X X X X X 0 1 1 0 1 1 1 0.53 4.6E-06 X X X X X X X 0 2 4.23E-06 5.79E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic endosome [pmid 9606205]; microtubule 2 3
2706 ENSG00000127914:ENSMUSG00000040407:ENSRNOG00000026319 AKAP9 gi|22538387|ref|NPgi|22538387|ref|NP_005742.4|;gi|22538391|ref|NP_671700.1|;gi|22538393|ref|NP_671714.1| A-kinase anchor protein 9 isoform 3907 452990 5 0 o Q 0 0 X X X X X X X 0 1 1 0 0 1 1 0.31 6E-06 X X X X X X X 0 1 1 0 0 1 1 0.54 4.5E-06 X X X X X X X 0 2 2.62E-06 3.09E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RecF/RecN/SMC N terminal domain. This domain is centrosome [pmid 10202149]; cytoskeleton receptor binding [pmid 9482789] 2 2
2707 ENSG00000183172:ENSMUSG00000022452:ENSRNOG00000008461 C22orf32 gi|21314769|ref|NPgi|21314769|ref|NP_201575.2| hypothetical protein LOC91689 [H 107 11342 6.1 1 i65-84o S 17 0.793 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 14.95 0.01405 X X X X X X X 0 X X X X X X X 0 1 0.003512 0.007023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 8
2708 ENSG00000176340:ENSMUSG00000035885:ENSRNOG00000014656 COX8A gi|4758044|ref|NP_gi|4758044|ref|NP_004065.1| cytochrome c oxidase subunit 8A 69 7579 10.3 1 o37-59i A 17 0.037 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 43.48 0.0118 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cytochrome oxidase c subunit VIII; cd00930 integral to membrane; membrane; cytochrome-c oxidase activity [pmid 1 2
2709 ENSG00000127922:NA:NA SHFM1 gi|5453640|ref|NP_gi|5453640|ref|NP_006295.1| candidate for split hand/foot malfo 70 8278 4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 13 0 2 13 13 50 0.00713 1 0.001782 0.003565 cytosol; integrator complex [pmid peptidase activity [pmid 10373512]; 2 13
2710 ENSG00000132485:ENSMUSG00000028180:ENSRNOG00000009990 ZRANB2 gi|42741682|ref|NPgi|42741682|ref|NP_005446.2|;gi|42741684|ref|NP_976225.1| zinc finger protein 265 isoform 2 [ 320 36318 9.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 3 12 0 0 12 12 5 0.00705 X X X X X X X 0 X X X X X X X 0 1 0.001761 0.003523 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zinc finger domain; Zinc finger domain in Ran-binding intracellular; nucleus [pmid 9931435] metal ion binding; RNA binding [pmid 3 12
2711 ENSG00000182899:ENSMUSG00000062279:ENSRNOG00000030217 RPL35A gi|16117791|ref|NPgi|16117791|ref|NP_000987.2| ribosomal protein L35a [Homo sa 110 12538 11.1 0 o Q 18 0.003 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 8.18 0.00683 X X X X X X X 0 X X X X X X X 0 1 0.001708 0.003416 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ribosomal protein L35Ae; pfam01247 cytosolic large ribosomal subunit (sensu structural constituent of ribosome; tRNA 1 4
2712 ENSG00000145287:ENSMUSG00000029322:ENSRNOG00000002217 PLAC8 gi|7706158|ref|NP_gi|7706158|ref|NP_057703.1| placenta-specific 8 [Homo sapien 115 12507 7.6 0 i Q 18 0.058 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 18.26 0.00653 X X X X X X X 0 X X X X X X X 0 1 0.001634 0.003267 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PLAC8 family. This family includes the Placenta- 3 4
2713 ENSG00000184076:NA:NA UCRC gi|41281885|ref|NPgi|41281885|ref|NP_037519.2| ubiquinol-cytochrome c reductase 63 7308 9.5 1 i13-32o A 43 0.121 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 20.63 0.00596 X X X X X X X 0 X X X X X X X 0 1 0.001491 0.002982 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ubiquinol-cytochrome C reductase, UQCRX/QCR9 membrane; mitochondrial electron transport oxidoreductase activity; ubiquinol- 1 2
2714 ENSG00000204983:ENSMUSG00000036938:ENSRNOG00000031327 LOC100134294 gi|169217813|ref|Xgi|169217813|ref|XP_001713833.1| PREDICTED: hypothetical protein 247 26539 6.5 0 o S 16 0.997 X X X X X X X 0 X X X X X X X 0 3 8 2 2 6 7.5 19.03 0.0057 X X X X X X X 0 X X X X X X X 0 1 0.001426 0.002852 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 8
2715 ENSG00000130748:ENSMUSG00000019158:ENSRNOG00000015304 TMEM160 gi|8923477|ref|NP_gi|8923477|ref|NP_060324.1| transmembrane protein 160 [Hom 188 19657 8 2 i99-121o131-153S 48 0.759 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 15.96 0.005 X X X X X X X 0 X X X X X X X 0 1 0.001249 0.002498 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 integral to membrane 2 5
2716 ENSG00000213918:ENSMUSG00000005980:ENSRNOG00000006873 DNASE1 gi|21361254|ref|NPgi|21361254|ref|NP_005214.2| deoxyribonuclease I precursor [Ho 282 31434 4.9 1 i7-29o S 23 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.96 0.00496 X X X X X X X 0 X X X X X X X 0 1 0 0 deoxyribonuclease I; Deoxyribonuclease I catalyzes extracellular region [pmid 2349940] actin binding; calcium ion binding; 1 2
2717 ENSG00000105374:ENSMUSG00000004612:ENSRNOG00000017749 NKG7 gi|5031949|ref|NP_gi|5031949|ref|NP_005592.1| natural killer cell group 7 sequenc 165 17665 6.4 4 i7-29o63-85i92-1S 38 0.755 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 8.48 0.00455 X X X X X X X 0 X X X X X X X 0 1 0.001139 0.002277 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 integral to plasma membrane [pmid 1 4
2718 ENSG00000167754:ENSMUSG00000074155:ENSRNOG00000018831 KLK5 gi|117306176|ref|Ngi|117306176|ref|NP_001070960.1| kallikrein-related peptidase 5 prep 293 32020 8.3 1 i7-29o S 30 0.986 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 7.51 0.00449 X X X X X X X 0 X X X X X X X 0 1 0.001122 0.002244 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 7
2719 ENSG00000149516:ENSMUSG00000024681:ENSRNOG00000036625 MS4A3 gi|73486649|ref|NPgi|73486649|ref|NP_006129.4|;gi|73486653|ref|NP_001026979.1| membrane-spanning 4-domains, s 214 22933 5.3 4 i50-72o87-109i12Q 25 0.001 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 8.41 0.00351 X X X X X X X 0 X X X X X X X 0 1 0.000878 0.001756 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CD20/IgE Fc receptor beta subunit family. This family integral to membrane; membrane receptor activity 1 4
2720 ENSG00000002834:ENSMUSG00000038366:ENSRNOG00000004132 LASP1 gi|5453710|ref|NP_gi|5453710|ref|NP_006139.1| LIM and SH3 protein 1 [Homo sap 261 29717 7 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2 0 1 2 2 4.6 0.0034 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00085 0.001701 Src homology 3 domains; SH3 domains bind to cortical actin cytoskeleton; cytoskeleton actin binding; ion transporter activity; 1 2
2721 ENSG00000131174:ENSMUSG00000031231:ENSRNOG00000028451 COX7B gi|4502991|ref|NP_gi|4502991|ref|NP_001857.1| cytochrome c oxidase subunit VII 80 9160 10.3 0 o Q 23 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 16.25 0.00336 1 0.00084 0.001679 Cytochrome C oxidase chain VIIb; cd01403 integral to membrane; membrane; cytochrome-c oxidase activity [pmid 2 7
2722 gi|169163403|ref|XP_001720196.1| LOC100132060 gi|169163403|ref|Xgi|169163403|ref|XP_001720196.1|;gi|56549129|ref|NP_940932.2|;gi|56549131|ref|NP_001008528.1|;gi|56549133|ref|NP_001008529.1| PREDICTED: hypothetical protein 170 17494 4.1 1 o5-27i S 33 0.997 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 21.18 0.00332 X X X X X X X 0 X X X X X X X 0 1 0.000829 0.001658 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2723 ENSG00000175768:ENSMUSG00000078713:NA TOMM5 gi|49169828|ref|NPgi|49169828|ref|NP_001001790.1| hypothetical protein LOC401505 [ 51 6035 9.7 0 o Q 43 0 X X X X X X X 0 1 7 0 1 7 7 19.61 0.0032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.0008 0.001601 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 7
2724 ENSG00000089063:ENSMUSG00000027341:ENSRNOG00000021263 C20orf30 gi|58331124|ref|NPgi|109468861|ref|XP_001063827.1|;gi|58331120|ref|NP_001009923.1|;gi|58331124|ref|NP_001009925.1| hypothetical protein LOC29058 is 120 13188 9.3 2 o45-67i80-102o A 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 12 0 0 12 12 11.67 0.00224 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000561 0.001122 Eukaryotic protein of unknown function (DUF872). integral to membrane; membrane 1 12
2725 ENSG00000171202:ENSMUSG00000030615:ENSRNOG00000022748 TMEM126A gi|14150017|ref|NPgi|14150017|ref|NP_115649.1| transmembrane protein 126A [Ho 195 21527 9.3 2 i65-87o107-129i Q 0 0 X X X X X X X 0 5 17 0 5 17 17 50.26 0.00203 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000508 0.001017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein of unknown function (DUF1370). This family integral to membrane; mitochondrion [pmid 5 17
2726 ENSG00000173436:ENSMUSG00000050608:ENSRNOG00000029172 C1orf151 gi|73912720|ref|NPgi|109477578|ref|XP_001071412.1|;gi|73912720|ref|NP_001027535.1| chromosome 1 open reading fram 78 8808 8.5 1 i13-35o A 59 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 6 0 0 6 6 12.07 0.00295 1 0.000738 0.001476 Domain of unknown function (DUF543). This family of 3 6
2727 ENSG00000102898:ENSMUSG00000008450:ENSRNOG00000018945 NUTF2 gi|5031985|ref|NP_gi|5031985|ref|NP_005787.1| nuclear transport factor 2 [Homo s 127 14478 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 13 0 2 13 13 32.28 0.00181 X X X X X X X 0 1 0.000452 0.000904 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Nuclear transport factor 2 (NTF2) domain plays an intracellular protein binding [pmid 7744965] 2 13
2728 ENSG00000076351:ENSMUSG00000020829:ENSRNOG00000010291 SLC46A1 gi|31543204|ref|NPgi|31543204|ref|NP_542400.2| proton-coupled folate transporter 459 49771 8.8 11 o85-107i114-136S 45 0.456 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.79 0.00177 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NAD(P) transhydrogenase beta subunit. This family integral to membrane; membrane transporter activity 1 2
2729 ENSG00000173674:ENSMUSG00000067194:NA EIF1AY gi|33356163|ref|NPgi|33356163|ref|NP_004672.2|;gi|4503499|ref|NP_001403.1|eukaryotic translation initiation fac 144 16442 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 13 0 0 13 13 9.72 0.00147 X X X X X X X 0 1 0.000368 0.000737 eukaryotic translation initiation factor 1A; smart00652 protein binding [pmid 12569173]; RNA 1 13
2730 ENSG00000129455:ENSMUSG00000064023:ENSRNOG00000018580 KLK9 gi|29366812|ref|NPgi|29366812|ref|NP_036447.1| kallikrein-related peptidase 9 [Hom 250 27513 7.4 0 o S 20 1 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.2 0.0015 X X X X X X X 0 X X X X X X X 0 1 0.000376 0.000752 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Trypsin-like serine protease; Many of these are extracellular region peptidase activity; serine-type 1 2
2731 ENSG00000110025:ENSMUSG00000024787:ENSRNOG00000021007 ARL2 gi|148612885|ref|Ngi|148612885|ref|NP_001658.2| ADP-ribosylation factor-like 2 [Ho 184 20878 6.4 0 o Q 28 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 7 0 4 7 7 13.04 0.00146 1 0.000365 0.00073 4 7
2732 ENSG00000163209:ENSMUSG00000045539:NA SPRR3 gi|148229144|ref|Ngi|148229144|ref|NP_001091058.1| small proline-rich protein 3 [Homo 169 18154 8.6 0 o Q 0 0 X X X X X X X 0 2 10 0 2 10 10 18.93 0.00138 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000345 0.00069 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 10
2733 ENSG00000160075:ENSMUSG00000029038:ENSRNOG00000017829 SSU72 gi|7661832|ref|NP_gi|7661832|ref|NP_054907.1| Ssu72 RNA polymerase II CTD p 194 22574 5.3 0 o Q 23 0.022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 10.82 0.00139 1 0.000346 0.000693 Ssu72-like protein. The highly conserved and 2 7
2734 NA:ENSMUSG00000060419:ENSRNOG00000019578 RPS16 gi|4506691|ref|NP_gi|4506691|ref|NP_001011.1| ribosomal protein S16 [Homo sap 146 16445 10.2 0 o Q 22 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 10.96 0.00131 1 0.000329 0.000657 Ribosomal protein S9/S16. This family includes small cytosolic small ribosomal subunit (sensu structural constituent of ribosome [pmid 2 5
2735 ENSG00000213145:ENSMUSG00000006360:ENSRNOG00000027990 CRIP1 gi|4503047|ref|NP_gi|4503047|ref|NP_001302.1| cysteine-rich protein 1 (intestinal) 77 8533 8.8 0 i Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 36.36 0.00127 X X X X X X X 0 1 0.000318 0.000636 LIM domain. This family represents two copies of the cytoplasm [pmid 9126610] metal ion binding; zinc ion binding [pmid 1 6
2736 ENSG00000106355:NA:ENSRNOG00000010871 LSM5 gi|6912488|ref|NP_gi|6912488|ref|NP_036454.1| LSM5 homolog, U6 small nuclear 91 9937 4.5 0 o Q 24 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 16.48 0.00127 1 0.000316 0.000633 The eukaryotic Sm and Sm-like (LSm) proteins nucleus [pmid 10369684]; ribonucleoprotein protein binding [pmid 15231747]; RNA 1 3
2737 ENSG00000139644:ENSMUSG00000023010:ENSRNOG00000016911 TEGT gi|148746181|ref|Ngi|148746181|ref|NP_001092046.1|;gi|148746209|ref|NP_003208.2|;gi|4507433|ref|NP_003208.1| testis enhanced gene transcript (B 295 32711 8.6 6 i88-105o109-131Q 50 0.157 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.07 0.00127 X X X X X X X 0 X X X X X X X 0 1 0.000318 0.000637 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2738 ENSG00000154124:ENSMUSG00000046034:ENSRNOG00000012017 FAM105B gi|115334675|ref|Ngi|115334675|ref|NP_612357.4| hypothetical protein LOC90268 [H 352 40263 5.5 0 o Q 18 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 6 11 0 6 11 11 20.17 0.0012 1 0.0003 0.0006 6 11
2739 ENSG00000160213:ENSMUSG00000005054:ENSRNOG00000001201 CSTB gi|4503117|ref|NP_gi|4503117|ref|NP_000091.1| cystatin B [Homo sapiens] 98 11140 7.6 0 o Q 17 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 12.24 0.00118 1 0.000294 0.000588 Cystatin-like domain; Cystatins are a family of intracellular; nucleus cysteine protease inhibitor activity 1 3
2740 ENSG00000183978:ENSMUSG00000017188:ENSRNOG00000020487 CCDC56 gi|94536771|ref|NPgi|94536771|ref|NP_001035521.1| coiled-coil domain containing 56 [ 106 11731 9.6 1 i58-80o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 12.26 0.00109 1 0.000272 0.000543 integral to membrane; membrane 2 3
2741 ENSG00000106682:ENSMUSG00000040731:ENSRNOG00000001454 EIF4H gi|11559923|ref|NPgi|11559923|ref|NP_071496.1|;gi|14702180|ref|NP_114381.1| eukaryotic translation initiation fac 248 27385 7.2 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 0 7 7 7.66 0.00108 1 0.000271 0.000542 RNA recognition motif; smart00360 eukaryotic translation initiation factor 4F nucleic acid binding; nucleotide binding; 2 7
2742 ENSG00000167996:ENSMUSG00000024661:ENSRNOG00000038188 FTH1 gi|56682959|ref|NPgi|56682959|ref|NP_002023.2| ferritin, heavy polypeptide 1 [Hom 183 21226 5.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 20.77 0.00105 1 0.000262 0.000524 Eukaryotic Ferritin (Euk_Ferritin) domain. Ferritins are ferritin complex [pmid 6589621]; plasma binding; ferric iron binding; ferroxidase 2 5
2743 ENSG00000204444:ENSMUSG00000024391:ENSRNOG00000000850 APOM gi|22091452|ref|NPgi|22091452|ref|NP_061974.2| apolipoprotein M [Homo sapiens] 188 21253 6 0 o S 23 0.637 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 11.7 0.00102 1 0.000255 0.00051 integral to plasma membrane [pmid binding; lipid transporter activity [pmid 2 5
2744 ENSG00000158526:ENSMUSG00000025264:ENSRNOG00000002556 TSR2 gi|24308388|ref|NPgi|24308388|ref|NP_477511.1| TSR2, 20S rRNA accumulation, h 191 20894 4.4 0 o Q 28 0.399 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 9.95 0.001 1 0.000251 0.000502 2 5
2745 ENSG00000100351:ENSMUSG00000042351:ENSRNOG00000018316 GRAP2 gi|4758476|ref|NP_gi|4758476|ref|NP_004801.1| GRB2-related adaptor protein 2 [H 330 37909 7 0 o Q 14 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 20 0 2 20 20 14.24 0.00099 X X X X X X X 0 1 0.000247 0.000495 Src homology 3 domains; SH3 domains bind to cytoplasm [pmid 9878555] protein binding [pmid 12359715]; 2 20
2746 ENSG00000173465:ENSMUSG00000079478:ENSRNOG00000012736 SSSCA1 gi|5453838|ref|NP_gi|5453838|ref|NP_006387.1| Sjogren syndrome/scleroderma a 199 21474 5.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 12 0 1 12 12 18.09 0.00098 X X X X X X X 0 1 0.000246 0.000492 Sjogren's syndrome/scleroderma autoantigen 1 1 12
2747 ENSG00000168035:NA:NA LOC100131572 gi|169161552|ref|Xgi|169161552|ref|XP_001725457.1|;gi|4506711|ref|NP_001021.1| PREDICTED: similar to hCG1783 84 9461 9.5 0 o Q 65 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 15.48 0.00097 X X X X X X X 0 1 0.000243 0.000486 1 5
2748 ENSG00000099622:ENSMUSG00000045193:ENSRNOG00000015999 CIRBP gi|4502847|ref|NP_gi|4502847|ref|NP_001271.1| cold inducible RNA binding protei 172 18648 9.5 0 o Q 21 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 10 0 1 10 10 12.21 0.00095 X X X X X X X 0 1 0.000237 0.000474 RNA recognition motif; smart00360 nucleus nucleotide binding; RNA binding [pmid 1 10
2749 ENSG00000146386:ENSMUSG00000078453:ENSRNOG00000040145 C6orf115 gi|24308273|ref|NPgi|24308273|ref|NP_067066.1| hypothetical protein LOC58527 [H 81 9056 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 14.81 0.00095 1 0.000237 0.000474 1 2
2750 ENSG00000196950:ENSMUSG00000025986:ENSRNOG00000011677 SLC39A10 gi|55741750|ref|NPgi|55741750|ref|NP_065075.1| solute carrier family 39 (zinc trans 831 94132 6.8 7 o404-426i438-46S 26 0.977 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.56 0.00098 1 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ZIP Zinc transporter. The ZIP family consists of zinc membrane metal ion transporter activity 1 2
2751 ENSG00000162298:ENSMUSG00000024807:ENSRNOG00000020950 SYVN1 gi|27436925|ref|NPgi|27436925|ref|NP_115807.1|;gi|27436927|ref|NP_757385.1| synoviolin 1 isoform a [Homo sap 616 67614 6.9 6 o5-24i45-67o103S 23 0.998 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 2.11 0.00091 X X X X X X X 0 X X X X X X X 0 1 0.000229 0.000457 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RING-finger (Really Interesting New Gene) domain, a endoplasmic reticulum [pmid 11256614] metal ion binding; protein binding; zinc 2 3
2752 ENSG00000130255:ENSMUSG00000057863:ENSRNOG00000029988 RPL36 gi|16117796|ref|NPgi|16117796|ref|NP_378669.1| ribosomal protein L36 [Homo sap 105 12254 11.6 0 o Q 15 0 X X X X X X X 0 2 4 0 2 4 4 11.43 0.00089 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000222 0.000444 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ribosomal protein L36e; pfam01158 cytosolic large ribosomal subunit (sensu structural constituent of ribosome 2 4
2753 ENSG00000139343:ENSMUSG00000072585:ENSRNOG00000001685 SNRPF gi|4507131|ref|NP_gi|4507131|ref|NP_003086.1| small nuclear ribonucleoprotein po 86 9725 4.7 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 25.58 0.00089 1 0.000223 0.000446 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; ribonucleoprotein complex RNA binding 2 2
2754 ENSG00000212868:ENSMUSG00000064370:ENSRNOG00000031766 MT-CYB gi|17981865|ref|NPgi|17981865|ref|NP_536855.1| cytochrome b [Homo sapiens] 378 42442 8 9 o33-55i76-98o11A 49 0.041 1 2 0 1 2 2 2.38 0.00086 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000215 0.000429 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cytochrome b (N-terminus)/b6/petB: Cytochrome b is 1 2
2755 ENSG00000173598:ENSMUSG00000020029:ENSRNOG00000009094 NUDT4 gi|40317632|ref|NPgi|40317632|ref|NP_061967.3|;gi|40317634|ref|NP_950241.1| nudix-type motif 4 isoform alpha [ 180 20306 6.4 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 9.44 0.00085 1 0.000213 0.000427 Members of the Nudix hydrolase superfamily catalyze intracellular diphosphoinositol-polyphosphate 1 4
2756 ENSG00000150459:NA:NA SAP18 gi|5032067|ref|NP_gi|5032067|ref|NP_005861.1| Sin3A-associated protein, 18kDa 153 17561 9.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 7 0 2 7 7 20.92 0.00081 X X X X X X X 0 1 0.000202 0.000404 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sin3 associated polypeptide p18 (SAP18). This family histone deacetylase complex [pmid protein binding [pmid 9150135]; 2 7
2757 ENSG00000105205:NA:NA CLC gi|20357559|ref|NPgi|20357559|ref|NP_001819.2| Charcot-Leyden crystal protein [H 142 16453 7.4 0 o Q 18 0.023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 9.86 0.00081 1 0.000203 0.000406 Galectin/galactose-binding lectin. This domain hydrolase activity; lysophospholipase 1 3
2758 ENSG00000196754:NA:NA S100A2 gi|5174661|ref|NP_gi|5174661|ref|NP_005969.1| S100 calcium binding protein A2 [ 97 10986 4.8 0 o Q 22 0.178 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 15.46 0.00079 1 0.000198 0.000396 S-100/ICaBP-like domain; S-100/intestinal calcium calcium ion binding [pmid 9481475] 1 2
2759 ENSG00000119013:ENSMUSG00000026032:ENSRNOG00000030301 NDUFB3 gi|4505361|ref|NP_gi|4505361|ref|NP_002482.1| NADH dehydrogenase (ubiquinon 98 11402 9.2 1 o66-88i Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.24 0.00078 1 0.000196 0.000392 NADH-ubiquinone oxidoreductase B12 subunit family. mitochondrion NADH dehydrogenase (ubiquinone) 1 2
2760 ENSG00000163882:ENSMUSG00000021018:ENSRNOG00000001748 POLR2H gi|14589953|ref|NPgi|14589953|ref|NP_006223.2| RNA polymerase II, polypeptide H 150 17143 4.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 17.33 0.00077 1 0.000192 0.000384 RNA polymerase Rpb8. Rpb8 is a subunit common to nucleus DNA-directed RNA polymerase activity; 2 3
2761 ENSG00000160916:ENSMUSG00000038690:ENSRNOG00000027049 ATP5J2 gi|4757812|ref|NP_gi|4757812|ref|NP_004880.1|;gi|51479129|ref|NP_001003713.1|;gi|51479132|ref|NP_001003714.1|;gi|85794908|ref|NP_001034267.1| ATP synthase, H+ transporting, m 94 10918 9.7 1 o63-82i Q 43 0 X X X X X X X 0 2 3 0 0 3 3 25.53 0.00074 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000186 0.000372 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 mitochondrion; proton-transporting ATP hydrogen ion transporter activity; metal 2 3
2762 ENSG00000004779:ENSMUSG00000030869:ENSRNOG00000025242 NDUFAB1 gi|4826852|ref|NP_gi|4826852|ref|NP_004994.1| NADH dehydrogenase (ubiquinon 156 17417 4.9 0 o S 56 0.981 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 23.72 0.00074 1 0.000185 0.000369 acyl carrier protein; CHL00124 membrane fraction; mitochondrion acyl carrier activity; cofactor binding; 3 3
2763 ENSG00000082701:ENSMUSG00000022812:ENSRNOG00000002833 GSK3B gi|21361340|ref|NPgi|21361340|ref|NP_002084.2|;gi|49574532|ref|NP_063937.2| glycogen synthase kinase 3 beta 433 48034 8.8 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 8 0 0 8 8 5.54 0.00071 1 0.000177 0.000355 Serine/Threonine protein kinases, catalytic domain. ATP binding; glycogen synthase kinase 4 8
2764 ENSG00000132286:NA:ENSRNOG00000000320 FXC1 gi|6912382|ref|NP_gi|6912382|ref|NP_036324.1| fractured callus expressed transc 103 11586 7.4 0 i Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 15.53 0.00069 X X X X X X X 0 1 0.000171 0.000343 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tim10/DDP family zinc finger. Putative zinc binding membrane; mitochondrial intermembrane metal ion binding; zinc ion binding 1 4
2765 ENSG00000174021:ENSMUSG00000078297:ENSRNOG00000039562 GNG5 gi|4885287|ref|NP_gi|4885287|ref|NP_005265.1| guanine nucleotide binding protei 68 7318 9.9 0 o Q 16 0.001 X X X X X X X 0 1 2 0 1 2 2 39.71 0.00069 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000172 0.000343 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 G protein gamma subunit-like motifs, the alpha-helical heterotrimeric G-protein complex [pmid signal transducer activity 1 2
2766 ENSG00000049245:ENSMUSG00000028955:ENSRNOG00000030055 VAMP3 gi|4759300|ref|NP_gi|4759300|ref|NP_004772.1| vesicle-associated membrane pro 100 11309 8.8 1 i79-98o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 16 0.00067 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000168 0.000337 Synaptobrevin; pfam00957 integral to membrane [pmid 9885218]; protein binding [pmid 16354670] 1 3
2767 ENSG00000140990:ENSMUSG00000040048:ENSRNOG00000014568 NDUFB10 gi|4758774|ref|NP_gi|4758774|ref|NP_004539.1| NADH dehydrogenase (ubiquinon 172 20777 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 18.02 0.00067 1 0.000167 0.000335 membrane fraction; mitochondrion NADH dehydrogenase (ubiquinone) 2 3
2768 ENSG00000115286:ENSMUSG00000020153:ENSRNOG00000024568 NDUFS7 gi|38524585|ref|NPgi|38524585|ref|NP_077718.2| NADH-ubiquinone oxidoreductase 213 23580 10 0 o S 28 0.771 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 12.68 0.00066 X X X X X X X 0 1 0.000166 0.000332 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NADH dehydrogenase subunit B; PRK06411 mitochondrion 4 iron, 4 sulfur cluster binding; iron ion 1 8
2769 ENSG00000130813:ENSMUSG00000038884:ENSRNOG00000020580 C19orf66 gi|154350198|ref|Ngi|154350198|ref|NP_060851.2| hypothetical protein LOC55337 [H 291 33110 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 11.68 0.00066 1 0.000165 0.00033 3 5
2770 ENSG00000111843:ENSMUSG00000021361:ENSRNOG00000015437 TMEM14C gi|7705501|ref|NP_gi|7705501|ref|NP_057546.1| transmembrane protein 14C [Hom 112 11565 9.9 4 i7-29o33-55i62-8Q 33 0.388 X X X X X X X 0 2 3 0 2 3 3 24.11 0.00062 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000156 0.000312 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Transmembrane proteins 14C. This family of short integral to membrane; membrane 2 3
2771 ENSG00000164167:ENSMUSG00000058567:ENSRNOG00000031880 LSM6 gi|5901998|ref|NP_gi|5901998|ref|NP_009011.1| Sm protein F [Homo sapiens] 80 9128 9.6 0 i Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 32.5 0.00061 X X X X X X X 0 1 0.000153 0.000306 The eukaryotic Sm and Sm-like (LSm) proteins nucleus; small nuclear ribonucleoprotein protein binding [pmid 15231747]; RNA 1 3
2772 ENSG00000204435:ENSMUSG00000024387:ENSRNOG00000000847 CSNK2B gi|23503295|ref|NPgi|23503295|ref|NP_001311.3| casein kinase 2, beta polypeptide 215 24942 5.6 0 o Q 19 0.02 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8 0 1 8 8 13.95 0.00061 X X X X X X X 0 1 0.000152 0.000304 Casein kinase II regulatory subunit; pfam01214 protein kinase CK2 complex [pmid 2666134] identical protein binding [pmid 1 8
2773 ENSG00000163519:ENSMUSG00000030775:ENSRNOG00000029564 TRAT1 gi|54607137|ref|NPgi|54607137|ref|NP_057472.2| T-cell receptor interacting molecu 186 21211 5.4 1 o10-32i S 26 0.612 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 5 0 1 5 5 12.9 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000151 0.000302 integral to membrane; plasma membrane 1 5
2774 ENSG00000206302:NA:NA LOC100133583 gi|169168591|ref|Xgi|169168591|ref|XP_001714119.1|;gi|169168593|ref|XP_001714126.1|;gi|169169226|ref|XP_001723499.1| PREDICTED: similar to major hist 261 29673 8.5 1 i231-253o S 33 0.996 X X X X X X X 0 2 8 8 0 0 0 14.56 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 7 3 0 4 7 24.14 0.0006 X X X X X X X 0 X X X X X X X 0 2 5 5 0 0 0 9.58 0 1 0.00015 0.000301 7 20
2775 ENSG00000205544:ENSMUSG00000070394:ENSRNOG00000037540 C17orf61 gi|22749499|ref|NPgi|22749499|ref|NP_689979.1| hypothetical protein LOC254863 [ 113 11742 9 2 i65-87o92-111i S 30 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 25.66 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000149 0.000298 Protein of unknown function (DUF423). Potential 2 3
2776 ENSG00000088986:NA:NA DYNLL1 gi|83267868|ref|NPgi|83267868|ref|NP_001032584.1| dynein light chain 1 [Homo sapien 89 10366 7.4 0 i Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 38.2 0.0006 X X X X X X X 0 1 0.000149 0.000298 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Dynein light chain type 1; pfam01221 dynein complex; microtubule microtubule motor activity 2 3
2777 ENSG00000153563:ENSMUSG00000053977:ENSRNOG00000007178 CD8A gi|22902134|ref|NPgi|22902134|ref|NP_001759.3|;gi|27886642|ref|NP_741969.1| CD8 antigen alpha polypeptide iso 235 25729 9.5 1 o184-206i S 22 1 X X X X X X X 0 3 6 0 0 6 6 21.28 0.0006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000149 0.000298 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Immunoglobulin V-set domain. This domain is found integral to plasma membrane [pmid coreceptor activity [pmid 11131152]; 3 6
2778 ENSG00000175606:ENSMUSG00000025940:ENSRNOG00000006608 TMEM70 gi|34147498|ref|NPgi|34147498|ref|NP_060336.3| transmembrane protein 70 isoform 260 28969 8.9 2 i103-125o140-16S 35 0.881 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 7.69 0.00059 1 0.000148 0.000295 Protein of unknown function (DUF1301). This family integral to membrane 2 4
2779 ENSG00000116704:ENSMUSG00000028521:ENSRNOG00000022967 SLC35D1 gi|14028875|ref|NPgi|14028875|ref|NP_055954.1| solute carrier family 35 (UDP-gluc 355 39240 9 8 i37-59o69-88i158A 54 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 9 0 2 9 9 5.92 0.00057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000142 0.000284 Nucleotide-sugar transporter [Carbohydrate transport endoplasmic reticulum; integral to sugar porter activity; UDP-N- 2 9
2780 ENSG00000106636:ENSMUSG00000002741:ENSRNOG00000014785 YKT6 gi|5730120|ref|NP_gi|5730120|ref|NP_006546.1| YKT6 v-SNARE protein [Homo sa 198 22418 6.9 0 o Q 15 0.027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 2 5 5 19.7 0.00057 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000142 0.000283 Synaptobrevin/VAMP-like protein [Intracellular endoplasmic reticulum [pmid 9211930]; protein binding [pmid 16354670]; protein- 2 5
2781 ENSG00000164047:ENSMUSG00000038357:ENSRNOG00000020733 CAMP gi|39753970|ref|NPgi|39753970|ref|NP_004336.2| cathelicidin antimicrobial peptide 170 19301 9.4 1 i13-35o S 31 0.904 X X X X X X X 0 3 4 0 3 4 4 13.53 0.00055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000137 0.000274 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Cathelicidin. A novel protein family, showing a extracellular region 3 4
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2782 ENSG00000125877:ENSMUSG00000074797:ENSRNOG00000021233 ITPA gi|15626999|ref|NPgi|15626999|ref|NP_258412.1| inosine triphosphatase isoform a 194 21446 5.6 0 o Q 18 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 19.07 0.00055 X X X X X X X 0 1 0.000137 0.000273 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NTPase/HAM1. This family consists of the HAM1 hydrolase activity; nucleoside- 2 6
2783 ENSG00000067955:ENSMUSG00000031885:ENSRNOG00000014647 CBFB gi|13124873|ref|NPgi|13124873|ref|NP_001746.1|;gi|13124881|ref|NP_074036.1| core-binding factor, beta subunit i 182 21508 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 0 6 6 14.29 0.00054 X X X X X X X 0 1 0.000135 0.000269 Core binding factor beta subunit. Core binding factor nucleus protein binding [pmid 10856244] [pmid 1 6
2784 ENSG00000142252:ENSMUSG00000044709:ENSRNOG00000034168 GEMIN7 gi|55953074|ref|NPgi|55953074|ref|NP_001007271.1| gemin 7 [Homo sapiens] 131 14537 7.4 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 20.61 0.00054 X X X X X X X 0 1 0.000135 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 cytoplasm [pmid 12065586]; nuclear body protein binding [pmid 12065586] 1 4
2785 ENSG00000163900:ENSMUSG00000022856:NA TMEM41A gi|18087813|ref|NPgi|18087813|ref|NP_542383.1| transmembrane protein 41A [Hom 264 29665 9 6 o4-21i68-85o100S 18 0.981 X X X X X X X 0 2 6 0 2 6 6 10.61 0.00053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000133 0.000265 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SNARE associated Golgi protein. This is a family of integral to membrane 2 6
2786 ENSG00000189227:NA:NA LOC145853 gi|169208955|ref|Xgi|169208955|ref|XP_001718711.1| PREDICTED: similar to hCG2041 223 24767 10.5 0 o Q 37 0.023 X X X X X X X 0 2 5 0 2 5 5 18.83 0.00052 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000131 0.000261 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 5
2787 ENSG00000149809:ENSMUSG00000024799:ENSRNOG00000020989 TM7SF2 gi|117414150|ref|Ngi|117414150|ref|NP_003264.2| transmembrane 7 superfamily me 418 46406 8.9 7 i13-35o62-81i102S 37 0.997 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 10 6 1 4 5.714 9.81 0.00052 1 0.000131 0.000262 3 10
2788 ENSG00000133112:ENSMUSG00000060126:ENSRNOG00000000896 TPT1 gi|4507669|ref|NP_gi|4507669|ref|NP_003286.1| tumor protein, translationally-cont 172 19595 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 15.7 0.00051 X X X X X X X 0 1 0.000128 0.000257 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Translationally controlled tumour protein; pfam00838 cytoplasm [pmid 15162379] [pmid calcium ion binding [pmid 15162379] 2 5
2789 ENSG00000198780:ENSMUSG00000041817:ENSRNOG00000016505 FAM169A gi|153792633|ref|Ngi|153792633|ref|NP_056381.1| hypothetical protein LOC26049 [H 670 74955 4.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 1 9 9 2.54 0.00052 1 0.000129 0.000258 1 9
2790 ENSG00000130640:ENSMUSG00000025474:ENSRNOG00000018137 TUBGCP2 gi|5729840|ref|NP_gi|5729840|ref|NP_006650.1| tubulin, gamma complex associat 902 102534 6.8 0 o Q 25 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 12 0 2 12 12 4.43 0.00051 1 0.000128 0.000255 Spc97 / Spc98 family. The spindle pole body (SPB) cytoplasmic microtubule [pmid 9566967]; 2 12
2791 ENSG00000155906:ENSMUSG00000019763:ENSRNOG00000019501 RMND1 gi|157388927|ref|Ngi|157388927|ref|NP_060379.2| required for meiotic nuclear divisio 449 51604 8.7 0 o Q 20 0.029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 10 0 3 10 10 11.36 0.0005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000125 0.00025 3 10
2792 ENSG00000142002:ENSMUSG00000001229:NA DPP9 gi|51988902|ref|NPgi|51988902|ref|NP_631898.2| dipeptidylpeptidase 9 [Homo sapi 850 96613 6.5 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 11 0 3 11 11 4.71 0.0005 1 0.000124 0.000248 Dipeptidyl peptidase IV (DPP IV) N-terminal region. membrane aminopeptidase activity; dipeptidyl- 3 11
2793 ENSG00000177700:ENSMUSG00000038489:ENSRNOG00000023805 POLR2L gi|10863925|ref|NPgi|10863925|ref|NP_066951.1| DNA directed RNA polymerase II 67 7645 7.8 0 o Q 33 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 35.82 0.00049 X X X X X X X 0 1 0.000122 0.000244 DNA-directed RNA polymerase, subunit N nucleus DNA binding; DNA-directed RNA 1 2
2794 ENSG00000187446:ENSMUSG00000014077:ENSRNOG00000008946 CHP gi|6005731|ref|NP_gi|6005731|ref|NP_009167.1| calcium binding protein P22 [Hom 195 22456 5.1 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 20.51 0.00048 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00012 0.000239 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 EF-hand, calcium binding motif; A diverse superfamily calcium ion binding; potassium channel 3 4
2795 ENSG00000196976:ENSMUSG00000015289:ENSRNOG00000037249 LAGE3 gi|24430137|ref|NPgi|24430137|ref|NP_006005.2| L antigen family, member 3 [Hom 143 14804 8.6 0 o Q 43 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 16.08 0.00047 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000118 0.000235 Transcription factor Pcc1. Pcc1 is a transcription 1 3
2796 ENSG00000122958:ENSMUSG00000020078:ENSRNOG00000030683 VPS26A gi|17978519|ref|NPgi|17978519|ref|NP_004887.2|;gi|78482614|ref|NP_001030337.1| vacuolar protein sorting 26 A isofo 327 38170 6.5 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 0 4 4 6.12 0.00047 1 0.000117 0.000235 Vacuolar protein sorting-associated protein 26. cytosol [pmid 11102511]; membrane protein binding [pmid 11102511]; protein 2 4
2797 ENSG00000117013:ENSMUSG00000028631:ENSRNOG00000010576 KCNQ4 gi|26638653|ref|NPgi|26638653|ref|NP_004691.2|;gi|26638655|ref|NP_751895.1| potassium voltage-gated channel 695 77101 9.5 5 i99-121o131-153Q 37 0.056 1 2 0 0 2 2 1.73 0.00047 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000117 0.000233 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ion transport protein. This family contains Sodium, membrane; membrane fraction; voltage- potassium ion binding; voltage-gated 1 2
2798 ENSG00000173141:ENSMUSG00000021967:NA MRP63 gi|13128970|ref|NPgi|13128970|ref|NP_076931.1| mitochondrial ribosomal protein 6 102 12266 11.5 0 o Q 15 0.002 X X X X X X X 0 1 2 0 1 2 2 12.75 0.00046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000114 0.000229 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2799 ENSG00000141524:ENSMUSG00000025572:NA TMC6 gi|23943902|ref|NPgi|23943902|ref|NP_009198.3| EVIN1 [Homo sapiens] 805 90079 8.7 10 o212-234i255-27Q 17 0.013 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.11 0.00047 X X X X X X X 0 X X X X X X X 0 1 0.000117 0.000233 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TMC domain. These sequences are similar to a endoplasmic reticulum; integral to 1 2
2800 ENSG00000102317:ENSMUSG00000031167:ENSRNOG00000005387 RBM3 gi|5803137|ref|NP_gi|5803137|ref|NP_006734.1| RNA binding motif protein 3 [Hom 157 17170 8.9 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 11.46 0.00045 X X X X X X X 0 1 0.000113 0.000225 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA recognition motif; smart00360 nucleic acid binding; nucleotide binding; 1 4
2801 ENSG00000175582:ENSMUSG00000030704:ENSRNOG00000018176 RAB6A gi|19923231|ref|NPgi|19923231|ref|NP_002860.2| RAB6A, member RAS oncogene 208 23549 5.5 0 o Q 30 0 X X X X X X X 0 2 4 0 2 4 4 16.35 0.00045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000112 0.000224 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rab6 subfamily. Rab6 is involved in microtubule- Golgi apparatus [pmid 15229288] GTP binding; GTPase activity [pmid 2 4
2802 ENSG00000166091:ENSMUSG00000040759:ENSRNOG00000016828 CMTM5 gi|19923993|ref|NPgi|19923993|ref|NP_612469.1|;gi|82546841|ref|NP_001032365.1| chemokine-like factor superfamily 156 17444 5.5 4 i35-56o60-82i95-A 59 0 X X X X X X X 0 1 3 0 0 3 3 12.18 0.00045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000112 0.000224 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Membrane-associating domain. MARVEL domain- extracellular space; integral to membrane; cytokine activity 1 3
2803 ENSG00000197451:ENSMUSG00000020358:ENSRNOG00000003645 HNRPAB gi|55956919|ref|NPgi|55956919|ref|NP_112556.2|;gi|55956921|ref|NP_004490.2| heterogeneous nuclear ribonucleo 332 35968 6.9 0 o Q 46 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9 0 0 9 9 4.52 0.00044 X X X X X X X 0 1 0.000111 0.000221 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus mRNA binding [pmid 8999813]; 1 9
2804 ENSG00000128524:ENSMUSG00000004285:ENSRNOG00000025562 ATP6V1F gi|20357547|ref|NPgi|20357547|ref|NP_004222.2| ATPase, H+ transporting, lysosom 119 13370 5.5 0 o Q 20 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 22.69 0.00045 X X X X X X X 0 1 0.000111 0.000223 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ATP synthase (F/14-kDa) subunit. This family includes membrane fraction [pmid 8621738]; proton- hydrogen-transporting ATP synthase 1 3
2805 ENSG00000112664:ENSMUSG00000024213:ENSRNOG00000000489 NUDT3 gi|5729804|ref|NP_gi|5729804|ref|NP_006694.1| nudix-type motif 3 [Homo sapiens 172 19471 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.14 0.00045 1 0.000112 0.000223 Members of the Nudix hydrolase superfamily catalyze intracellular diphosphoinositol-polyphosphate 1 2
2806 ENSG00000146066:ENSMUSG00000025868:ENSRNOG00000001071 HIGD2A gi|20270389|ref|NPgi|20270389|ref|NP_620175.1| HIG1 domain family, member 2A 106 11529 10.2 2 o48-70i83-102o Q 24 0 X X X X X X X 0 1 2 0 1 2 2 23.58 0.00044 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.00011 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Hypoxia induced protein conserved region. This family integral to membrane; membrane 1 2
2807 ENSG00000134058:ENSMUSG00000069089:ENSRNOG00000018510 CDK7 gi|4502743|ref|NP_gi|4502743|ref|NP_001790.1| cyclin-dependent kinase 7 [Homo 346 39038 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 3.18 0.00044 1 0.000111 0.000222 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 7936635] androgen receptor binding [pmid 1 4
2808 ENSG00000103363:ENSMUSG00000055839:ENSRNOG00000038276 TCEB2 gi|46276893|ref|NPgi|46276893|ref|NP_996896.1|;gi|6005890|ref|NP_009039.1|elongin B isoform b [Homo sapien 161 17911 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 15.53 0.00044 X X X X X X X 0 1 0.00011 0.000219 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Elongin B is part of an E3 ubiquitin ligase complex nucleus protein binding [pmid 7660130] 1 4
2809 ENSG00000110880:ENSMUSG00000004530:ENSRNOG00000000697 CORO1C gi|7656991|ref|NP_gi|7656991|ref|NP_055140.1| coronin, actin binding protein, 1C 474 53249 7.1 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 9 0 3 9 9 12.03 0.00043 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000106 0.000213 WD40 domain, found in a number of eukaryotic actin cytoskeleton [pmid 9778037] actin binding 3 9
2810 ENSG00000176261:ENSMUSG00000057572:ENSRNOG00000008226 ZBTB8OS gi|30425510|ref|NPgi|30425510|ref|NP_848642.1| zinc finger and BTB domain conta 179 20675 4.6 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.15 0.00043 1 0.000107 0.000214 Protein of unknown function DUF101. The members 1 2
2811 ENSG00000127774:ENSMUSG00000047260:ENSRNOG00000019352 TMEM93 gi|62339424|ref|NPgi|62339424|ref|NP_001014764.1| transmembrane protein 93 [Homo 110 12017 10.1 2 o46-68i85-107o A 52 0 X X X X X X X 0 1 2 0 1 2 2 11.82 0.00042 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000106 0.000212 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein of unknown function (DUF786). This family 1 2
2812 ENSG00000130725:ENSMUSG00000005575:NA UBE2M gi|4507791|ref|NP_gi|4507791|ref|NP_003960.1| ubiquitin-conjugating enzyme E2M 183 20900 7.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.2 0.00042 1 0.000105 0.00021 Ubiquitin-conjugating enzyme E2, catalytic (UBCc) ligase activity; ubiquitin-protein ligase 2 2
2813 ENSG00000119705:ENSMUSG00000021040:ENSRNOG00000012314 C14orf156 gi|13654278|ref|NPgi|13654278|ref|NP_112487.1| SRA stem-loop-interacting RNA-b 109 12349 10.2 0 o Q 32 0.045 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 9.17 0.00041 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000103 0.000206 RNA recognition motif; smart00360 mitochondrion; nucleus nucleotide binding; RNA binding 1 2
2814 ENSG00000132376:ENSMUSG00000006127:ENSRNOG00000004041 SKIP gi|18765707|ref|NPgi|18765707|ref|NP_570122.1|;gi|18765709|ref|NP_057616.2| skeletal muscle and kidney enrich 372 42784 6.5 0 o Q 27 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 4.84 0.00041 1 0.000103 0.000206 Calcium binding and coiled-coil domain (CALCOCO1) 1 4
2815 ENSG00000153487:ENSMUSG00000045969:ENSRNOG00000014520 ING1 gi|38201667|ref|NPgi|38201667|ref|NP_937862.1| inhibitor of growth family, membe 279 31864 7.1 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.81 0.00041 1 0.000103 0.000206 PHD-finger. PHD folds into an interleaved type of Zn- nucleus [pmid 10866301] metal ion binding; protein binding; zinc 2 3
2816 ENSG00000129559:ENSMUSG00000010376:ENSRNOG00000019895 NEDD8 gi|5453760|ref|NP_gi|5453760|ref|NP_006147.1| neural precursor cell expressed, d 81 9072 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 17.28 0.0004 X X X X X X X 0 1 0.000101 0.000201 Nedd8 (also known as Rub1) has a single conserved nucleus [pmid 9353319] ubiquitin conjugating enzyme activity 1 2
2817 ENSG00000069424:ENSMUSG00000028931:ENSRNOG00000011550 KCNAB2 gi|27436969|ref|NPgi|27436969|ref|NP_742128.1|;gi|4504825|ref|NP_003627.1|potassium voltage-gated channel 353 39287 8.6 0 o Q 48 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 8 0 0 8 8 13.88 0.0004 X X X X X X X 0 1 0.0001 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Predicted oxidoreductases (related to aryl-alcohol cytoplasm; integral to membrane ion channel activity; oxidoreductase 2 8
2818 ENSG00000198904:NA:NA APOBEC3D gi|22907039|ref|NPgi|22907039|ref|NP_055323.2| apolipoprotein B mRNA editing en 190 22826 7.6 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.37 0.0004 1 0.000101 0.000202 APOBEC-like C-terminal domain. This domain is hydrolase activity; hydrolase activity, 1 2
2819 ENSG00000132953:ENSMUSG00000021952:ENSRNOG00000010137 XPO4 gi|148886661|ref|Ngi|148886661|ref|NP_071904.4| exportin 4 [Homo sapiens] 1151 130139 5 0 o Q 19 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 12 0 4 12 12 3.56 0.0004 1 0.0001 0.0002 4 12
2820 ENSG00000126768:ENSMUSG00000031158:ENSRNOG00000025156 TIMM17B gi|5032181|ref|NP_gi|5032181|ref|NP_005825.1| translocase of inner mitochondria 172 18273 9 1 o111-133i Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 12.79 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.78E-05 0.000196 Tim17/Tim22/Tim23 family. The pre-protein integral to membrane [pmid 10339406]; protein translocase activity 1 3
2821 ENSG00000099964:ENSMUSG00000059658:ENSRNOG00000021533 MIF gi|4505185|ref|NP_gi|4505185|ref|NP_002406.1| macrophage migration inhibitory f 115 12476 7.9 0 o Q 33 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 18.26 0.00039 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.75E-05 0.000195 Macrophage migration inhibitory factor (MIF); extracellular region [pmid 12782713]; cytokine activity [pmid 12782713]; 1 2
2822 gi|169201473|ref|XP_001719058.1| LOC100131133 gi|169201473|ref|Xgi|169201473|ref|XP_001719058.1|;gi|169201825|ref|XP_001716940.1| PREDICTED: similar to hCG2041 299 32030 6.2 0 o Q 44 0.046 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 7.02 0.00039 1 9.63E-05 0.000193 1 3
2823 ENSG00000146833:NA:NA TRIM4 gi|14670266|ref|NPgi|14670266|ref|NP_148977.1|;gi|15011941|ref|NP_149082.1| tripartite motif protein TRIM4 isofo 500 57401 8.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 0 5 5 5 0.00038 1 9.6E-05 0.000192 RING-finger (Really Interesting New Gene) domain, a intracellular metal ion binding; protein binding; zinc 2 5
2824 ENSG00000166289:ENSMUSG00000074170:ENSRNOG00000027724 PLEKHF1 gi|153791377|ref|Ngi|153791377|ref|NP_077286.3| apoptosis-inducing protein D [Hom 279 31195 8.2 0 o Q 27 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 15.05 0.00038 X X X X X X X 0 1 9.5E-05 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 6
2825 ENSG00000100575:ENSMUSG00000021079:ENSRNOG00000008222 TIMM9 gi|6912714|ref|NP_gi|6912714|ref|NP_036592.1| translocase of inner mitochondria 89 10378 7.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 16.85 0.00037 X X X X X X X 0 1 9.17E-05 0.000183 Tim10/DDP family zinc finger. Putative zinc binding membrane; mitochondrial inner membrane metal ion binding; zinc ion binding [pmid 1 2
2826 ENSG00000085063:ENSMUSG00000032679:NA CD59 gi|42761474|ref|NPgi|42761474|ref|NP_976074.1| CD59 antigen p18-20 [Homo sapi 128 14177 6.5 0 o S 26 0.997 X X X X X X X 0 2 2 0 2 2 2 18.75 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.11E-05 0.000182 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ly-6 antigen / uPA receptor -like domain; occurs membrane fraction [pmid 1381503]; plasma GPI anchor binding; protein binding 2 2
2827 ENSG00000172183:ENSMUSG00000039236:ENSRNOG00000018151 ISG20 gi|6857800|ref|NP_gi|6857800|ref|NP_002192.2| interferon stimulated exonuclease 181 20363 8.9 0 o Q 36 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 7.73 0.00036 X X X X X X X 0 1 9.02E-05 0.00018 exonuclease domain in DNA-polymerase alpha and intracellular; nucleoplasm [pmid 9235947]; 3'-5'-exoribonuclease activity [pmid 1 4
2828 ENSG00000185885:NA:NA IFITM1 gi|150010589|ref|Ngi|150010589|ref|NP_003632.3| interferon induced transmembran 125 13938 7.9 2 o37-59i85-107o Q 21 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 16.8 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.97E-05 0.000179 1 2
2829 ENSG00000154999:ENSMUSG00000034211:ENSRNOG00000030847 MRPS17 gi|7705425|ref|NP_gi|7705425|ref|NP_057053.1| mitochondrial ribosomal protein S 130 14502 9.8 0 o Q 20 0.006 X X X X X X X 0 1 2 0 1 2 2 22.31 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.97E-05 0.000179 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 30S ribosomal protein S17; PRK05610 intracellular; membrane; mitochondrial nucleic acid binding; rRNA binding; 1 2
2830 ENSG00000150456:ENSMUSG00000021951:ENSRNOG00000009849 N6AMT2 gi|28372547|ref|NPgi|28372547|ref|NP_777588.1| N-6 adenine-specific DNA methyl 214 24506 4.5 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.41 0.00036 1 8.97E-05 0.000179 1 2
2831 ENSG00000124107:ENSMUSG00000017002:ENSRNOG00000013880 SLPI gi|4507065|ref|NP_gi|4507065|ref|NP_003055.1| secretory leukocyte peptidase inh 132 14326 8.7 0 o S 26 0.999 X X X X X X X 0 1 2 0 1 2 2 11.36 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.83E-05 0.000177 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Four-disulfide core domains; smart00217 serine-type endopeptidase inhibitor 1 2
2832 ENSG00000148362:ENSMUSG00000047617:ENSRNOG00000015294 C9orf142 gi|39930541|ref|NPgi|39930541|ref|NP_899064.1| hypothetical protein LOC286257 [ 204 21640 5.5 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 19.61 0.00035 X X X X X X X 0 1 8.66E-05 0.000173 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 4
2833 ENSG00000116337:ENSMUSG00000027889:ENSRNOG00000019240 AMPD2 gi|21264318|ref|NPgi|21264318|ref|NP_004028.3|;gi|34147621|ref|NP_631895.1|;gi|55925574|ref|NP_981949.1| adenosine monophosphate deam 879 100688 6.9 0 o A 27 0.015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 10 2 0 8 8 6.03 0.00035 1 8.73E-05 0.000175 AMP deaminase (AMPD) catalyzes the hydrolytic AMP deaminase activity [pmid 3 10
2834 ENSG00000115523:NA:NA GNLY gi|157502222|ref|Ngi|157502222|ref|NP_036615.2|;gi|7108344|ref|NP_006424.2| granulysin isoform 519 [Homo sap 130 14853 9 0 o Q 20 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 14.62 0.00035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.63E-05 0.000173 1 2
2835 ENSG00000101421:ENSMUSG00000038467:ENSRNOG00000034071 CHMP4B gi|28827795|ref|NPgi|28827795|ref|NP_789782.1| chromatin modifying protein 4B [H 224 24950 4.8 0 o Q 16 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 13.39 0.00034 1 8.57E-05 0.000171 Snf7. This family of proteins are involved in protein 1 2
2836 ENSG00000164733:ENSMUSG00000021939:ENSRNOG00000010331 CTSB gi|22538437|ref|NPgi|22538437|ref|NP_680093.1| cathepsin B preproprotein [Homo 339 37822 6.3 0 o S 20 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 12.09 0.00034 1 8.49E-05 0.00017 intracellular [pmid 1645961]; lysosome cathepsin B activity [pmid 1645961]; 3 3
2837 ENSG00000169217:ENSMUSG00000042502:ENSRNOG00000017201 CD2BP2 gi|5174409|ref|NP_gi|5174409|ref|NP_006101.1| CD2 antigen (cytoplasmic tail) bin 341 37646 4.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.23 0.00034 1 8.44E-05 0.000169 GYF domain: contains conserved Gly-Tyr-Phe cytoplasm [pmid 9843987] 1 3
2838 ENSG00000153048:ENSMUSG00000008393:ENSRNOG00000030181 CARHSP1 gi|109715858|ref|Ngi|109715858|ref|NP_055131.2| calcium-regulated heat-stable pro 147 15892 8.2 0 o Q 27 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 35.37 0.00033 X X X X X X X 0 1 8.33E-05 0.000167 2 3
2839 ENSG00000176055:ENSMUSG00000051098:ENSRNOG00000016252 MBLAC2 gi|42822880|ref|NPgi|42822880|ref|NP_981951.1| similar to metallo-beta-lactamase 279 31341 6.9 0 o Q 16 0 X X X X X X X 0 1 4 0 1 4 4 4.66 0.00033 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.36E-05 0.000167 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zn-dependent hydrolases, including glyoxylases 1 4
2840 ENSG00000135002:ENSMUSG00000024712:ENSRNOG00000029140 RFK gi|19923525|ref|NPgi|19923525|ref|NP_060809.2| riboflavin kinase [Homo sapiens] 162 18410 8 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 12.35 0.00033 X X X X X X X 0 1 8.18E-05 0.000164 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Riboflavin kinase. This family represents the C- cytoplasm [pmid 12623014] ATP binding; magnesium ion binding; 1 3
2841 ENSG00000163634:ENSMUSG00000053453:ENSRNOG00000007701 THOC7 gi|156151381|ref|Ngi|156151381|ref|NP_079351.2| Ngg1 interacting factor 3 like 1 bin 204 23743 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 9.8 0.00032 X X X X X X X 0 1 8E-05 0.00016 1 4
2842 ENSG00000183291:ENSMUSG00000037072:ENSRNOG00000025661 SEP15 gi|42741648|ref|NPgi|42741648|ref|NP_004252.2| 15 kDa selenoprotein isoform 1 p 165 17942 5 0 o S 32 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 9.7 0.00032 X X X X X X X 0 1 8.03E-05 0.000161 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sep15/SelM redox domain. Sep15 and SelM are endoplasmic reticulum; endoplasmic protein binding [pmid 9535873]; 1 3
2843 ENSG00000136522:ENSMUSG00000037531:NA MRPL47 gi|29826285|ref|NPgi|29826285|ref|NP_817125.1|;gi|29826287|ref|NP_065142.2| mitochondrial ribosomal protein L 140 16991 10.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 8.57 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.01E-05 0.00016 Mitochondrial 39-S ribosomal protein L47 (MRP-L47). mitochondrial ribosome; mitochondrion; structural constituent of ribosome 1 2
2844 ENSG00000164054:ENSMUSG00000025647:ENSRNOG00000020667 SCOTIN gi|21703710|ref|NPgi|21703710|ref|NP_057563.3| scotin [Homo sapiens] 240 25582 6.7 1 o106-128i S 29 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 11.67 0.00032 1 8E-05 0.00016 nucleus signal transducer activity [pmid 2 2
2845 ENSG00000154582:ENSMUSG00000079658:ENSRNOG00000039240 TCEB1 gi|5032161|ref|NP_gi|5032161|ref|NP_005639.1| elongin C [Homo sapiens] 112 12473 4.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 17.86 0.00032 X X X X X X X 0 1 7.89E-05 0.000158 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Found in Skp1 protein family; Family of Skp1 nucleus protein binding [pmid 10851083]; 1 2
2846 ENSG00000213593:ENSMUSG00000071035:ENSRNOG00000005308 TXNDC14 gi|7705726|ref|NP_gi|7705726|ref|NP_057043.1| thioredoxin domain containing 14 296 34038 8.7 2 o20-39i103-125oS 49 0.98 X X X X X X X 0 1 4 0 1 4 4 4.05 0.00032 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.88E-05 0.000158 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TMX2 family; composed of proteins similar to human integral to membrane electron carrier activity; protein disulfide 1 4
2847 ENSG00000165512:ENSMUSG00000059878:ENSRNOG00000013379 ZNF22 gi|42714596|ref|NPgi|42714596|ref|NP_008894.2| zinc finger protein 22 (KOX 15) [H 224 25915 10 0 o Q 20 0 X X X X X X X 0 2 3 0 2 3 3 11.16 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.81E-05 0.000156 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 FOG: Zn-finger [General function prediction only]; intracellular; nucleus DNA binding; metal ion binding; zinc ion 2 3
2848 ENSG00000137364:ENSMUSG00000021376:ENSRNOG00000016468 TPMT gi|4507653|ref|NP_gi|4507653|ref|NP_000358.1| thiopurine S-methyltransferase [H 245 28180 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.57 0.00031 1 7.83E-05 0.000157 Thiopurine S-methyltransferase (TPMT). This family cytoplasm methyltransferase activity; thiopurine S- 1 2
2849 ENSG00000171700:ENSMUSG00000002458:ENSRNOG00000016547 RGS19 gi|86990435|ref|NPgi|86990435|ref|NP_001034556.1| G protein signalling regulator 19 [ 217 24636 5.6 0 o Q 50 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 8.29 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.75E-05 0.000155 Regulator of G protein signaling domain. RGS family Golgi apparatus [pmid 9571244]; GTPase activator activity; protein binding 1 3
2850 ENSG00000136874:ENSMUSG00000061455:ENSRNOG00000005801 STX17 gi|157388937|ref|Ngi|157388937|ref|NP_060389.2| syntaxin 17 [Homo sapiens] 302 33404 6.6 2 i229-251o256-27Q 0 0 X X X X X X X 0 1 4 0 1 4 4 8.61 0.00031 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.72E-05 0.000154 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 4
2851 ENSG00000161939:ENSMUSG00000020831:ENSRNOG00000018829 C17orf49 gi|52856421|ref|NPgi|52856421|ref|NP_777553.1| hypothetical protein LOC124944 [ 172 17900 7.3 0 o Q 24 0.038 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 25.58 0.00031 X X X X X X X 0 1 7.7E-05 0.000154 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus DNA binding 2 3
2852 ENSG00000164258:ENSMUSG00000021764:ENSRNOG00000011383 NDUFS4 gi|4505369|ref|NP_gi|4505369|ref|NP_002486.1| NADH dehydrogenase (ubiquinon 175 20108 10.3 0 o S 33 0.967 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 15.43 0.0003 X X X X X X X 0 1 7.57E-05 0.000151 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ETC complex I subunit conserved region. Family of membrane fraction [pmid 9463323]; NADH dehydrogenase (ubiquinone) 2 3
2853 ENSG00000070182:ENSMUSG00000021061:ENSRNOG00000006911 SPTB gi|67782319|ref|NPgi|67782319|ref|NP_000338.3|;gi|67782321|ref|NP_001020029.1| spectrin beta isoform b [Homo sa 2137 246466 5.3 0 o Q 0 0 2 4 0 0 4 4 1.78 0.0003 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 0.56 0 X X X X X X X 0 1 7.59E-05 0.000152 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 2 0 0 0 0.47 0 X X X X X X X 0 0 0 0 Spectrin repeats, found in several proteins involved in cytoskeleton; membrane; membrane actin binding; actin filament binding 4 7
2854 ENSG00000076242:ENSMUSG00000032498:ENSRNOG00000033809 MLH1 gi|4557757|ref|NP_gi|4557757|ref|NP_000240.1| MutL protein homolog 1 [Homo sa 756 84601 5.7 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 2.38 0.0003 1 7.62E-05 0.000152 Histidine kinase-like ATPases; This family includes nucleus ATP binding; protein binding [pmid 2 6
2855 ENSG00000108465:ENSMUSG00000018669:NA CDK5RAP3 gi|28872792|ref|NPgi|28872792|ref|NP_788276.1| CDK5 regulatory subunit associat 506 56921 4.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 9.09 0.0003 1 7.59E-05 0.000152 Protein of unknown function (DUF773). This family neuronal Cdc2-like kinase binding [pmid 3 4
2856 ENSG00000119559:ENSMUSG00000020133:ENSRNOG00000016399 C19orf25 gi|154240706|ref|Ngi|154240706|ref|NP_689695.2| hypothetical protein LOC148223 [ 118 12878 5.1 0 o Q 23 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 16.95 0.0003 X X X X X X X 0 1 7.48E-05 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2857 ENSG00000148719:ENSMUSG00000020109:ENSRNOG00000030408 DNAJB12 gi|50593537|ref|NPgi|50593537|ref|NP_001002762.1| DnaJ (Hsp40) homolog, subfamily 375 41860 8.7 1 i242-264o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 2 5 5 11.2 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.48E-05 0.00015 DnaJ domain. DnaJ domains (J-domains) are integral to membrane; membrane heat shock protein binding; unfolded 2 5
2858 ENSG00000151876:ENSMUSG00000022184:ENSRNOG00000015622 FBXO4 gi|15834619|ref|NPgi|15834619|ref|NP_036308.1| F-box only protein 4 isoform 1 [Ho 387 44136 6.2 0 o Q 40 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 6.46 0.0003 1 7.44E-05 0.000149 F-box domain. This domain is approximately 50 amino ubiquitin ligase complex [pmid 10531035] ubiquitin-protein ligase activity [pmid 2 3
2859 ENSG00000156642:ENSMUSG00000032336:ENSRNOG00000009029 NPTN gi|6912646|ref|NP_gi|6912646|ref|NP_036560.1|;gi|9257240|ref|NP_059429.1| neuroplastin isoform b precursor [ 398 44387 8 1 o338-360i S 29 1 X X X X X X X 0 2 5 0 0 5 5 8.79 0.00029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.33E-05 0.000147 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Immunoglobulin domain cell adhesion molecule integral to membrane; integral to membrane cell adhesion molecule binding 2 5
2860 ENSG00000145293:ENSMUSG00000029326:ENSRNOG00000002262 ENOPH1 gi|10864017|ref|NPgi|10864017|ref|NP_067027.1| enolase-phosphatase 1 [Homo sa 261 28933 4.8 0 o Q 20 0.065 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.75 0.00029 1 7.35E-05 0.000147 Predicted enolase-phosphatase [Energy production hydrolase activity; magnesium ion 1 2
2861 ENSG00000133119:ENSMUSG00000033970:ENSRNOG00000001088 RFC3 gi|108773789|ref|Ngi|108773789|ref|NP_853536.2|;gi|4506489|ref|NP_002906.1| replication factor C 3 isoform 2 [H 305 34756 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 0 5 5 14.43 0.00029 X X X X X X X 0 1 7.24E-05 0.000145 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 5
2862 ENSG00000100931:NA:NA CHMP4A gi|40548422|ref|NPgi|40548422|ref|NP_054888.2| chromatin modifying protein 4A [H 265 29804 5.1 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 21.13 0.00029 1 7.24E-05 0.000145 Snf7. This family of proteins are involved in protein membrane lipid binding 2 2
2863 ENSG00000090661:ENSMUSG00000008206:ENSRNOG00000001072 LASS4 gi|13375717|ref|NPgi|13375717|ref|NP_078828.1| LAG1 homolog, ceramide synthas 394 46399 9 5 o39-56i140-162oA 56 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 5 0 1 5 5 2.54 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.12E-05 0.000142 Longevity-assurance protein (LAG1). Members of this endoplasmic reticulum; integral to sequence-specific DNA binding; 1 5
2864 ENSG00000115128:ENSMUSG00000037361:NA SF3B14 gi|7706326|ref|NP_gi|7706326|ref|NP_057131.1| splicing factor 3B, 14 kDa subunit 125 14585 9.4 0 i Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.6 0.00028 X X X X X X X 0 1 7.07E-05 0.000141 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA recognition motif; smart00360 nucleus nucleotide binding; RNA binding 1 2
2865 ENSG00000020633:ENSMUSG00000070691:ENSRNOG00000018058 RUNX3 gi|4757918|ref|NP_gi|4757918|ref|NP_004341.1|;gi|72534652|ref|NP_001026850.1| runt-related transcription factor 3 415 44356 9.5 0 o Q 49 0.008 X X X X X X X 0 2 5 0 0 5 5 7.47 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.03E-05 0.000141 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Runx inhibition domain. This domain lies to the C- nucleus ATP binding [pmid 7835892]; protein 2 5
2866 ENSG00000011052:NA:NA NME1-NME2 gi|38045913|ref|NPgi|38045913|ref|NP_937818.1|;gi|4557797|ref|NP_000260.1|non-metastatic cells 1, protein (NM 177 19654 5.6 0 o S 22 0.649 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 13.56 0.00028 X X X X X X X 0 1 6.92E-05 0.000138 Nucleoside diphosphate kinase Group I (NDPk_I)-like: cytoplasm [pmid 16130169]; nucleus [pmid ATP binding; deoxyribonuclease activity 1 3
2867 ENSG00000159840:ENSMUSG00000029860:ENSRNOG00000017354 ZYX gi|58530845|ref|NPgi|58530845|ref|NP_001010972.1| zyxin [Homo sapiens] 572 61277 6.7 0 o Q 19 0.122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 9 0 3 9 9 9.97 0.00028 X X X X X X X 0 1 6.95E-05 0.000139 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. cell-cell adherens junction [pmid 8940160]; metal ion binding; protein binding [pmid 3 9
2868 ENSG00000117620:ENSMUSG00000027957:ENSRNOG00000015627 SLC35A3 gi|6912668|ref|NP_gi|6912668|ref|NP_036375.1| solute carrier family 35 member 3 325 35985 9.2 8 i7-24o37-59i137-S 24 0.689 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 4 0 1 4 4 4.62 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.9E-05 0.000138 Nucleotide-sugar transporter. This family of Golgi apparatus [pmid 10393322]; Golgi nucleotide-sugar transporter activity; 1 4
2869 ENSG00000120942:ENSMUSG00000047719:ENSRNOG00000009575 UBIAD1 gi|7019551|ref|NP_gi|7019551|ref|NP_037451.1| UbiA prenyltransferase domain co 338 36831 8.2 7 i83-105o131-153Q 22 0 X X X X X X X 0 1 4 0 1 4 4 5.92 0.00028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.9E-05 0.000138 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1,4-dihydroxy-2-naphthoate octaprenyltransferase cytoplasm [pmid 11314041]; integral to prenyltransferase activity 1 4
2870 ENSG00000167196:ENSMUSG00000032309:ENSRNOG00000022702 FBXO22 gi|13443000|ref|NPgi|13443000|ref|NP_036302.1|;gi|22547149|ref|NP_671717.1| F-box only protein 22 isoform b [H 276 30589 6.8 0 o Q 36 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 6.16 0.00028 1 6.95E-05 0.000139 F-box domain. This domain is approximately 50 amino 1 2
2871 ENSG00000101019:ENSMUSG00000005882:NA UQCC gi|41327685|ref|NPgi|41327685|ref|NP_060714.3|;gi|41327687|ref|NP_955781.1| basic FGF-repressed Zic binding 299 34600 8.9 0 o Q 33 0.08 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 3.34 0.00027 X X X X X X X 0 1 6.82E-05 0.000136 Ubiquinol-cytochrome C chaperone; pfam03981 1 5
2872 ENSG00000027847:ENSMUSG00000021504:ENSRNOG00000021886 B4GALT7 gi|6005952|ref|NP_gi|6005952|ref|NP_009186.1| xylosylprotein beta 1,4-galactosyl 327 37406 9 1 i30-52o A 56 0.137 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 2 4 4 10.4 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.86E-05 0.000137 Galactosyltransferase. This is a family of Golgi apparatus [pmid 10506123]; integral galactosyltransferase activity [pmid 2 4
2873 ENSG00000108679:ENSMUSG00000033880:ENSRNOG00000003217 LOC100133842 gi|169211543|ref|Xgi|169211543|ref|XP_001726175.1|;gi|5031863|ref|NP_005558.1| PREDICTED: similar to lectin, gal 554 61645 5.5 0 o Q 46 0.2 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 3.61 0.00028 1 6.93E-05 0.000139 1 4
2874 ENSG00000140450:ENSMUSG00000042659:ENSRNOG00000010775 ARRDC4 gi|34419647|ref|NPgi|34419647|ref|NP_899232.1| arrestin domain containing 4 [Hom 418 45449 6.2 0 o Q 16 0.036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.78 0.00028 1 6.89E-05 0.000138 Arrestin (or S-antigen), N-terminal domain. Ig-like beta- 1 3
2875 ENSG00000160679:ENSMUSG00000001017:ENSRNOG00000012760 C1orf77 gi|28875797|ref|NPgi|28875797|ref|NP_056422.2| hypothetical protein LOC26097 [H 248 26397 12.2 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 5.24 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.78E-05 0.000136 protein binding [pmid 14667819] 1 3
2876 ENSG00000204152:ENSMUSG00000013701:ENSRNOG00000002726 LOC653252 gi|113421523|ref|Xgi|113421523|ref|XP_933207.2| PREDICTED: similar to MGC1516 257 28048 9.4 2 i74-96o123-145i Q 30 0.195 X X X X X X X 0 2 3 0 2 3 3 14.01 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.81E-05 0.000136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tim17/Tim22/Tim23 family. The pre-protein 2 3
2877 ENSG00000196785:ENSMUSG00000033576:NA APOL6 gi|13449281|ref|NPgi|13449281|ref|NP_085144.1| apolipoprotein L6 [Homo sapiens] 343 38128 8.4 3 i79-101o111-130Q 0 0 X X X X X X X 0 1 4 0 1 4 4 6.71 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.8E-05 0.000136 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Apolipoprotein L. Apo L belongs to the high density cytoplasm; extracellular region lipid binding; lipid transporter activity 1 4
2878 ENSG00000159111:ENSMUSG00000001445:ENSRNOG00000009567 MRPL10 gi|22547114|ref|NPgi|22547114|ref|NP_660298.2|;gi|22547125|ref|NP_683685.1| mitochondrial ribosomal protein L 261 29283 9.6 0 o Q 16 0.113 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 7.28 0.00027 X X X X X X X 0 1 6.77E-05 0.000135 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 50S ribosomal protein L10; PRK00099 1 4
2879 ENSG00000131368:ENSMUSG00000014551:ENSRNOG00000010912 MRPS25 gi|14028877|ref|NPgi|14028877|ref|NP_071942.1| mitochondrial ribosomal protein S 173 20116 8.8 0 o Q 20 0 X X X X X X X 0 1 2 0 1 2 2 7.51 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.74E-05 0.000135 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial ribosomal protein L51 / S25 / CI-B8 mitochondrial small ribosomal subunit; nucleic acid binding; structural 1 2
2880 ENSG00000172062:ENSMUSG00000021645:ENSRNOG00000018067 LOC100133835 gi|169167322|ref|Xgi|169167322|ref|XP_001713784.1|;gi|169167326|ref|XP_001713786.1|;gi|169167328|ref|XP_001713660.1|;gi|169167330|ref|XP_001713783.1|;gi|169217587|ref|XP_001720371.1| PREDICTED: hypothetical protein 282 30450 5.5 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 6.74 0.00027 1 6.81E-05 0.000136 1 2
2881 ENSG00000117543:ENSMUSG00000033554:ENSRNOG00000013719 DPH5 gi|117190324|ref|Ngi|117190324|ref|NP_001070863.1|;gi|117190326|ref|NP_001070862.1| diphthine synthase isoform b [Hom 284 31580 5.3 0 o Q 13 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.58 0.00027 1 6.76E-05 0.000135 1 2
2882 ENSG00000136147:ENSMUSG00000044703:ENSRNOG00000038908 PHF11 gi|94681065|ref|NPgi|94681065|ref|NP_001035533.1| PHD finger protein 11 isoform a [H 331 37582 7.7 0 o Q 38 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 14.5 0.00027 X X X X X X X 0 1 6.67E-05 0.000133 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 metal ion binding; protein binding; zinc 3 5
2883 ENSG00000145494:ENSMUSG00000021606:ENSRNOG00000018068 NDUFS6 gi|4758792|ref|NP_gi|4758792|ref|NP_004544.1| NADH dehydrogenase (ubiquinon 124 13712 8.3 0 o Q 18 0.215 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.1 0.00026 X X X X X X X 0 1 6.58E-05 0.000132 Uncharacterized protein conserved in bacteria mitochondrion NADH dehydrogenase (ubiquinone) 1 2
2884 ENSG00000168476:ENSMUSG00000033589:ENSRNOG00000011373 REEP4 gi|20149695|ref|NPgi|20149695|ref|NP_079508.2| receptor accessory protein 4 [Hom 257 29395 9.7 2 o5-27i40-62o S 23 0.991 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 8.56 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.55E-05 0.000131 TB2/DP1, HVA22 family. This family includes integral to membrane; membrane 1 3
2885 ENSG00000161203:ENSMUSG00000022841:ENSRNOG00000001709 AP2M1 gi|14917109|ref|NPgi|14917109|ref|NP_004059.2|;gi|68799814|ref|NP_001020376.1| adaptor-related protein complex 2 435 49655 9.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 4.83 0.00026 1 6.62E-05 0.000132 Adaptor complexes medium subunit family. This clathrin vesicle coat; coated pit lipid binding; protein binding [pmid 1 3
2886 ENSG00000050426:ENSMUSG00000037353:ENSRNOG00000029855 LETMD1 gi|67089165|ref|NPgi|67089165|ref|NP_056231.3|;gi|67089167|ref|NP_001019839.1| LETM1 domain containing 1 isofo 360 41790 10.3 1 i139-161o S 22 0.547 X X X X X X X 0 2 4 0 0 4 4 7.5 0.00026 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.48E-05 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 LETM1-like protein. Members of this family are inner 2 4
2887 ENSG00000171135:ENSMUSG00000051256:ENSRNOG00000009175 JAGN1 gi|31982911|ref|NPgi|31982911|ref|NP_115881.2| jagunal homolog 1 [Homo sapiens 183 21155 9.7 3 i40-62o97-119i13A 59 0 X X X X X X X 0 1 2 0 1 2 2 7.1 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.37E-05 0.000127 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein of unknown function (DUF1352). This family 1 2
2888 ENSG00000103510:ENSMUSG00000030801:ENSRNOG00000019585 MYST1 gi|14149875|ref|NPgi|14149875|ref|NP_115564.1|;gi|154759225|ref|NP_892003.1| MYST histone acetyltransferase 1 458 52378 8.3 0 o S 20 0.979 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 3.93 0.00025 1 6.29E-05 0.000126 Chromatin organization modifier (chromo) domain is a chromatin; nucleus [pmid 11742995] acetyltransferase activity [pmid 1 3
2889 ENSG00000144231:ENSMUSG00000024258:ENSRNOG00000016231 POLR2D gi|4758574|ref|NP_gi|4758574|ref|NP_004796.1| DNA directed RNA polymerase II 142 16311 4.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 11.27 0.00025 X X X X X X X 0 1 6.22E-05 0.000124 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 DNA-directed RNA-polymerase II subunit; smart00657 DNA-directed RNA polymerase II, core DNA-directed RNA polymerase activity 1 2
2890 ENSG00000070010:ENSMUSG00000005262:NA UFD1L gi|29501813|ref|NPgi|29501813|ref|NP_005650.2|;gi|78214518|ref|NP_001030324.1| ubiquitin fusion degradation 1-like 307 34500 6.7 0 o Q 39 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.54 0.00025 1 6.25E-05 0.000125 Ubiquitin fusion degradation protein UFD1. Post- ubiquitin-specific protease activity [pmid 1 2
2891 ENSG00000153933:ENSMUSG00000000276:ENSRNOG00000002338 DGKE gi|4503313|ref|NP_gi|4503313|ref|NP_003638.1| diacylglycerol kinase epsilon [Hom 567 63927 7.7 1 o20-42i A 38 0.005 X X X X X X X 0 4 6 0 4 6 6 10.05 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.17E-05 0.000123 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein kinase C conserved region 1 (C1) . Cysteine- integral to membrane; membrane ATP binding [pmid 8626589]; 4 6
2892 ENSG00000141560:ENSMUSG00000039253:ENSRNOG00000036660 FN3KRP gi|20149680|ref|NPgi|20149680|ref|NP_078895.2| fructosamine-3-kinase-related pro 309 34412 7.3 0 o Q 27 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.88 0.00025 1 6.21E-05 0.000124 Uncharacterized protein conserved in bacteria kinase activity; transferase activity 1 2
2893 ENSG00000112167:ENSMUSG00000045107:ENSRNOG00000006341 C6orf64 gi|8922867|ref|NP_gi|8922867|ref|NP_060792.1| hypothetical protein LOC55776 [H 183 20163 8.8 1 i106-128o Q 28 0.084 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 13.11 0.00025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.13E-05 0.000123 integral to membrane; membrane 1 2
2894 ENSG00000070423:ENSMUSG00000035890:ENSRNOG00000009028 RNF126 gi|37622894|ref|NPgi|37622894|ref|NP_919442.1| ring finger protein 126 [Homo sap 311 33862 5.5 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.86 0.00025 1 6.17E-05 0.000123 RING-finger (Really Interesting New Gene) domain, a metal ion binding; protein binding; zinc 1 2
2895 ENSG00000172081:ENSMUSG00000003348:ENSRNOG00000018971 MOBKL2A gi|18677731|ref|NPgi|18677731|ref|NP_570719.1| MOB-LAK [Homo sapiens] 217 25464 8.6 0 o Q 49 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 28.57 0.00024 X X X X X X X 0 1 6.11E-05 0.000122 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mob1/phocein family. Mob1 is an essential intracellular [pmid 11256614] metal ion binding; zinc ion binding 3 3
2896 ENSG00000109854:ENSMUSG00000039745:ENSRNOG00000022189 HTATIP2 gi|148728166|ref|Ngi|148728166|ref|NP_001091990.1|;gi|148728172|ref|NP_001091992.1| HIV-1 Tat interactive protein 2, 30 276 30131 8.4 0 o S 19 0.993 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 0 3 3 16.67 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.1E-05 0.000122 2 3
2897 ENSG00000166899:NA:NA FABP5L7 gi|169202850|ref|Xgi|169202850|ref|XP_001718427.1|;gi|169206157|ref|XP_001721224.1| PREDICTED: hypothetical protein 135 15164 7 0 o Q 40 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 10.37 0.00024 X X X X X X X 0 1 6.04E-05 0.000121 1 2
2898 ENSG00000177575:ENSMUSG00000008845:ENSRNOG00000010253 CD163 gi|44662834|ref|NPgi|44662834|ref|NP_004235.3|;gi|44889963|ref|NP_981961.1| CD163 antigen isoform a [Homo s 1156 125437 5.9 2 i21-43o1049-107A 46 0.116 X X X X X X X 0 4 12 0 0 12 12 6.75 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.05E-05 0.000121 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Scavenger receptor Cys-rich; The sea urchin egg integral to membrane; membrane scavenger receptor activity 4 12
2899 ENSG00000136485:ENSMUSG00000049354:ENSRNOG00000008205 WDR68 gi|108936958|ref|Ngi|108936958|ref|NP_005819.3| WD-repeat protein [Homo sapiens 342 38926 5.5 0 o Q 29 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 5.56 0.00024 X X X X X X X 0 1 5.96E-05 0.000119 1 5
2900 ENSG00000126254:ENSMUSG00000036733:ENSRNOG00000024278 RBM42 gi|21359951|ref|NPgi|21359951|ref|NP_077297.2| RNA binding motif protein 42 [Hom 480 50414 9.6 0 o Q 25 0.053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7 0 1 7 7 5.21 0.00024 X X X X X X X 0 1 5.95E-05 0.000119 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleotide binding; RNA binding 1 7
2901 ENSG00000105369:ENSMUSG00000003379:ENSRNOG00000020125 CD79A gi|11038672|ref|NPgi|11038672|ref|NP_067612.1|;gi|4502685|ref|NP_001774.1|CD79A antigen isoform 2 precurs 188 20786 4.6 2 i13-35o105-127i S 33 0.997 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 11.7 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.97E-05 0.000119 integral to membrane; membrane transmembrane receptor activity 1 2
2902 ENSG00000023697:ENSMUSG00000030225:ENSRNOG00000007570 DERA gi|116063554|ref|Ngi|116063554|ref|NP_057038.2| deoxyribose-phosphate aldolase- 318 35231 8.9 0 o Q 62 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.35 0.00024 1 6.04E-05 0.000121 1 2
2903 ENSG00000179295:ENSMUSG00000043733:ENSRNOG00000030124 PTPN11 gi|33356177|ref|NPgi|33356177|ref|NP_002825.3| protein tyrosine phosphatase, non 593 68011 7.3 0 o Q 28 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 8 0 4 8 8 14.17 0.00024 X X X X X X X 0 1 5.96E-05 0.000119 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein tyrosine phosphatases (PTP) catalyze the hydrolase activity; non-membrane 4 8
2904 ENSG00000157916:ENSMUSG00000029048:ENSRNOG00000014270 RER1 gi|116812591|ref|Ngi|116812591|ref|NP_008964.3| RER1 retention in endoplasmic re 196 22958 9.5 3 o39-61i63-85o14Q 0 0 X X X X X X X 0 1 2 0 1 2 2 5.61 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.95E-05 0.000119 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2905 ENSG00000198246:ENSMUSG00000020100:ENSRNOG00000000568 SLC29A3 gi|148596922|ref|Ngi|148596922|ref|NP_060814.4| solute carrier family 29 (nucleosid 475 51815 7.8 11 i50-72o107-126i1Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 2 5 5 9.47 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.9E-05 0.000118 2 5
2906 ENSG00000185127:ENSMUSG00000050088:ENSRNOG00000015597 C6orf120 gi|71143156|ref|NPgi|71143156|ref|NP_001025034.1| hypothetical protein LOC387263 [ 191 20772 4.8 0 o S 31 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 32.46 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.87E-05 0.000117 2 2
2907 ENSG00000154889:ENSMUSG00000062526:ENSRNOG00000018648 MPPE1 gi|59889564|ref|NPgi|59889564|ref|NP_075563.3| metallophosphoesterase 1 precur 396 45141 7.2 2 i21-43o357-379i A 38 0.076 X X X X X X X 0 1 4 0 1 4 4 6.31 0.00024 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.89E-05 0.000118 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Predicted ICC-like phosphoesterases [General hydrolase activity 1 4
2908 ENSG00000033170:ENSMUSG00000021065:ENSRNOG00000008451 FUT8 gi|30410728|ref|NPgi|30410728|ref|NP_835369.1| fucosyltransferase 8 isoform a [Ho 575 66516 7.7 1 i7-29o S 28 0.533 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 6 0 3 6 6 10.43 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.85E-05 0.000117 Src homology 3 domains; Src homology 3 (SH3) Golgi apparatus [pmid 11698403]; integral glycoprotein 6-alpha-L- 3 6
2909 ENSG00000205751:NA:NA MRPL23 gi|27436904|ref|NPgi|27436904|ref|NP_066957.2| mitochondrial ribosomal protein L 153 17811 9.7 0 o Q 35 0.028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 14.38 0.00023 X X X X X X X 0 1 5.77E-05 0.000115 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 50S ribosomal protein L23; PRK05738 mitochondrial large ribosomal subunit [pmid nucleotide binding; RNA binding [pmid 1 2
2910 ENSG00000189114:ENSMUSG00000057667:ENSRNOG00000017463 BLOC1S3 gi|47086495|ref|NPgi|47086495|ref|NP_997715.1| biogenesis of lysosome-related or 202 21256 5.1 0 o Q 28 0 X X X X X X X 0 1 2 0 1 2 2 7.92 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.77E-05 0.000115 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 identical protein binding [pmid 1 2
2911 ENSG00000122694:ENSMUSG00000028480:ENSRNOG00000014838 C9orf19 gi|11641247|ref|NPgi|11641247|ref|NP_071738.1| chromosome 9 open reading fram 154 17218 9.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 27.92 0.00023 X X X X X X X 0 1 5.74E-05 0.000115 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SCP / Tpx-1 / Ag5 / PR-1 / Sc7 family of extracellular extracellular region; membrane 2 2
2912 ENSG00000071539:ENSMUSG00000021569:ENSRNOG00000015810 TRIP13 gi|11321607|ref|NPgi|11321607|ref|NP_004228.1| thyroid hormone receptor interact 432 48551 6.1 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 6.02 0.00023 X X X X X X X 0 1 5.67E-05 0.000113 ATPases associated with a variety of cellular nucleus [pmid 7776974] ATP binding; nucleoside-triphosphatase 1 6
2913 ENSG00000130731:ENSMUSG00000025731:ENSRNOG00000021615 C16orf13 gi|93102387|ref|NPgi|93102387|ref|NP_115742.3|;gi|93102391|ref|NP_001035250.1| hypothetical protein LOC84326 is 204 22578 7.8 0 o Q 49 0 X X X X X X X 0 1 2 0 0 2 2 4.41 0.00023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.72E-05 0.000114 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein of unknown function (DUF938). This family 1 2
2914 ENSG00000144840:ENSMUSG00000022827:ENSRNOG00000026085 RABL3 gi|62751417|ref|NPgi|62751417|ref|NP_776186.2| RAB, member of RAS oncogene f 236 26423 7.1 0 o Q 34 0.018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 3 0 3 3 3 25.42 0.00022 X X X X X X X 0 1 5.61E-05 0.000112 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RabL3 (Rab-like3) subfamily. RabL3s are novel intracellular ATP binding; GTP binding; transcription 3 3
2915 ENSG00000136897:ENSMUSG00000044018:ENSRNOG00000007328 MRPL50 gi|21265096|ref|NPgi|21265096|ref|NP_061924.1| mitochondrial ribosomal protein L 158 18325 7.9 0 o Q 21 0.069 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 12.03 0.00022 X X X X X X X 0 1 5.59E-05 0.000112 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 mitochondrion 1 2
2916 ENSG00000168569:ENSMUSG00000075043:ENSRNOG00000019266 MGC3196 gi|122937442|ref|Ngi|122937442|ref|NP_001073970.1| hypothetical protein LOC79064 [H 202 22049 11 2 i44-66o96-118i A 28 0.363 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 12.38 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.55E-05 0.000111 1 2
2917 ENSG00000137502:ENSMUSG00000030643:ENSRNOG00000010224 RAB30 gi|21361418|ref|NPgi|21361418|ref|NP_055303.2| RAB30, member RAS oncogene f 203 23058 5 0 o Q 22 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 8.87 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.53E-05 0.000111 Rab30 subfamily. Rab30 appears to be associated Golgi stack [pmid 9792283]; membrane GTP binding; GTPase activity [pmid 1 2
2918 ENSG00000168101:ENSMUSG00000022516:ENSRNOG00000003224 NUDT16L1 gi|14150147|ref|NPgi|14150147|ref|NP_115725.1| syndesmos [Homo sapiens] 211 23338 8.9 0 o Q 43 0.004 X X X X X X X 0 1 2 0 1 2 2 8.06 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.53E-05 0.000111 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2919 ENSG00000198585:ENSMUSG00000032565:ENSRNOG00000012962 NUDT16 gi|24308370|ref|NPgi|24308370|ref|NP_689608.1| nudix-type motif 16 [Homo sapien 162 17830 6.7 0 o Q 24 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 25.31 0.00022 X X X X X X X 0 1 5.45E-05 0.000109 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 hydrolase activity; magnesium ion 2 2
2920 ENSG00000090971:ENSMUSG00000035285:ENSRNOG00000038622 NAT14 gi|23943862|ref|NPgi|23943862|ref|NP_065111.1| N-acetyltransferase 14 [Homo sap 206 21650 10.7 1 o55-77i A 61 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 10.68 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.45E-05 0.000109 nucleus [pmid 10873651] N-acetyltransferase activity; 1 2
2921 ENSG00000101843:ENSMUSG00000031429:NA PSMD10 gi|28605137|ref|NPgi|28605137|ref|NP_736606.1|;gi|4506217|ref|NP_002805.1|proteasome 26S non-ATPase sub 151 16137 6 0 o Q 17 0.066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 12.58 0.00022 X X X X X X X 0 1 5.4E-05 0.000108 ankyrin repeats; ankyrin repeats mediate protein- cytosol; proteasome regulatory particle 1 2
2922 ENSG00000108179:ENSMUSG00000021868:ENSRNOG00000010558 PPIF gi|5031987|ref|NP_gi|5031987|ref|NP_005720.1| peptidylprolyl isomerase F precur 207 22040 9.4 0 o S 30 0.711 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.83 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.42E-05 0.000108 cyclophilin_ABH_like: Cyclophilin A, B and H-like membrane fraction [pmid 1744118]; isomerase activity; peptide binding; 1 2
2923 ENSG00000047579:ENSMUSG00000057531:NA DTNBP1 gi|19549327|ref|NPgi|19549327|ref|NP_115498.2|;gi|34304368|ref|NP_898861.1|;gi|34304370|ref|NP_898862.1| dystrobrevin binding protein 1 isof 351 39493 4.7 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 10.26 0.00022 1 5.47E-05 0.000109 Dysbindin (Dystrobrevin binding protein 1). Dysbindin axon; cytoplasm; nucleus; sarcolemma identical protein binding [pmid 2 2
2924 ENSG00000155744:ENSMUSG00000038174:ENSRNOG00000025079 FAM126B gi|28376658|ref|NPgi|28376658|ref|NP_776183.1| hypothetical protein LOC285172 [ 530 58647 7.9 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.4 0.00022 1 5.43E-05 0.000109 intracellular [pmid 11256614] 2 3
2925 ENSG00000118939:ENSMUSG00000035337:ENSRNOG00000009530 UCHL3 gi|5174741|ref|NP_gi|5174741|ref|NP_005993.1| ubiquitin carboxyl-terminal esteras 230 26183 4.9 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.43 0.00021 X X X X X X X 0 1 5.32E-05 0.000106 Ubiquitin carboxyl-terminal hydrolase, family 1; cytoplasm; intracellular cysteine-type peptidase activity; 1 3
2926 ENSG00000126524:ENSMUSG00000025337:ENSRNOG00000009129 SBDS gi|28416940|ref|NPgi|28416940|ref|NP_057122.2| Shwachman-Bodian-Diamond syn 250 28764 8.7 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 14.8 0.00021 X X X X X X X 0 1 5.3E-05 0.000106 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Shwachman-Bodian-Diamond syndrome (SBDS) 2 3
2927 ENSG00000171115:ENSMUSG00000064262:ENSRNOG00000020169 GIMAP8 gi|28416956|ref|NPgi|28416956|ref|NP_783161.1| GTPase, IMAP family member 8 [ 665 74890 8.3 0 o Q 22 0.008 X X X X X X X 0 4 6 0 4 6 6 10.23 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.26E-05 0.000105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 AIG1 (avrRpt2-induced gene 1). This represents GTP binding 4 6
2928 ENSG00000126698:ENSMUSG00000054405:ENSRNOG00000013255 DNAJC8 gi|112293277|ref|Ngi|112293277|ref|NP_055095.2| DnaJ (Hsp40) homolog, subfamily 253 29842 9.1 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 11.86 0.00021 X X X X X X X 0 1 5.24E-05 0.000105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2929 ENSG00000164182:ENSMUSG00000068184:ENSRNOG00000039682 NDUFA12L gi|29789409|ref|NPgi|29789409|ref|NP_777549.1| NADH dehydrogenase (ubiquinon 169 19856 9 0 o Q 17 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.65 0.00021 X X X X X X X 0 1 5.23E-05 0.000105 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NADH ubiquinone oxidoreductase subunit NDUFA12. membrane; mitochondrion electron carrier activity; NADH 1 2
2930 ENSG00000106560:NA:NA GIMAP2 gi|28416431|ref|NPgi|28416431|ref|NP_056475.1| GTPase, IMAP family member 2 [ 337 38017 8.2 2 i271-290o294-31Q 35 0 X X X X X X X 0 2 3 0 2 3 3 11.28 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.19E-05 0.000104 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 AIG1 (avrRpt2-induced gene 1). This represents integral to membrane; membrane GTP binding; nucleotide binding 2 3
2931 ENSG00000131100:ENSMUSG00000019210:ENSRNOG00000011905 ATP6V1E1 gi|4502317|ref|NP_gi|4502317|ref|NP_001687.1|;gi|87159816|ref|NP_001034455.1| vacuolar H+ ATPase E1 isoform a 226 26145 8 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 6.19 0.00021 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.16E-05 0.000103 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ATP synthase (E/31 kDa) subunit. This family plasma membrane; proton-transporting two- hydrogen-transporting ATP synthase 1 2
2932 ENSG00000182307:ENSMUSG00000063236:ENSRNOG00000034107 C8orf33 gi|12751497|ref|NPgi|12751497|ref|NP_075568.1| hypothetical protein LOC65265 [H 229 24992 10 0 o Q 19 0.173 X X X X X X X 0 1 2 0 1 2 2 14.41 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.09E-05 0.000102 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2933 ENSG00000100568:ENSMUSG00000021124:ENSRNOG00000011734 VTI1B gi|5454166|ref|NP_gi|5454166|ref|NP_006361.1| vesicle transport through interacti 232 26688 9 1 i207-229o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 8.62 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.03E-05 0.000101 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Helical region found in SNAREs; All alpha-helical integral to membrane; membrane 1 2
2934 ENSG00000105854:ENSMUSG00000032667:ENSRNOG00000009112 PON2 gi|66529294|ref|NPgi|66529294|ref|NP_000296.2|;gi|66529396|ref|NP_001018171.1| paraoxonase 2 isoform 1 [Homo s 354 39381 5.6 0 o S 24 0.997 X X X X X X X 0 2 3 0 0 3 3 8.76 0.0002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.94E-05 9.88E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Arylesterase. This family consists of arylesterases extracellular region; membrane aryldialkylphosphatase activity; 2 3
2935 ENSG00000163320:ENSMUSG00000054604:ENSRNOG00000000718 CGGBP1 gi|56550055|ref|NPgi|56550055|ref|NP_001008391.1| CGG triplet repeat binding protein 167 18820 9 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.38 0.0002 X X X X X X X 0 1 4.89E-05 9.77E-05 nucleus [pmid 11256614] 1 2
2936 ENSG00000173540:ENSMUSG00000070284:ENSRNOG00000037229 GMPPB gi|11761619|ref|NPgi|11761619|ref|NP_037466.2|;gi|11761621|ref|NP_068806.1| GDP-mannose pyrophosphorylas 387 42650 6.4 0 o Q 21 0.304 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.65 0.0002 1 4.96E-05 9.92E-05 Left-Handed Parallel beta-Helix; Alignment contains 4 acyltransferase activity; 1 2
2937 ENSG00000083123:ENSMUSG00000032263:ENSRNOG00000009928 BCKDHB gi|34101272|ref|NPgi|34101272|ref|NP_898871.1| branched chain keto acid dehydro 392 43123 6.3 0 o S 20 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.59 0.0002 1 4.9E-05 9.79E-05 Transketolase, pyrimidine binding domain. This family alpha-ketoglutarate dehydrogenase complex 3-methyl-2-oxobutanoate 1 2
2938 ENSG00000128928:ENSMUSG00000027332:ENSRNOG00000009421 IVD gi|4504799|ref|NP_gi|4504799|ref|NP_002216.1| isovaleryl Coenzyme A dehydroge 423 46319 8.2 0 o S 32 0.748 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 14.66 0.00019 X X X X X X X 0 1 4.82E-05 9.65E-05 Isovaleryl-CoA dehydrogenase (IVD) is an is an acyl- mitochondrial matrix [pmid 2063866]; FAD binding; isovaleryl-CoA 2 5
2939 ENSG00000205220:ENSMUSG00000031897:ENSRNOG00000019494 PSMB10 gi|4506191|ref|NP_gi|4506191|ref|NP_002792.1| proteasome beta 10 subunit prop 273 28936 7.8 0 o Q 55 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 13.55 0.00019 X X X X X X X 0 1 4.85E-05 9.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 proteasome beta type-7 subunit. The 20S cytosol; proteasome core complex (sensu threonine endopeptidase activity 2 3
2940 ENSG00000135919:ENSMUSG00000026249:ENSRNOG00000015461 SERPINE2 gi|24307907|ref|NPgi|24307907|ref|NP_006207.1| plasminogen activator inhibitor typ 398 44002 9.3 0 o S 21 0.995 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.52 0.00019 1 4.82E-05 9.65E-05 Plasminogen activator inhibitor-1_like. Plasminogen extracellular region [pmid 2877744] [pmid heparin binding [pmid 3997857]; serine- 1 2
2941 ENSG00000120699:ENSMUSG00000027752:ENSRNOG00000013434 EXOSC8 gi|31415882|ref|NPgi|31415882|ref|NP_852480.1| exosome component 8 [Homo sa 276 30040 5.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 16.67 0.00019 X X X X X X X 0 1 4.8E-05 9.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3' exoribonuclease family, domain 1. This family exosome (RNase complex); nucleus 3'-5'-exoribonuclease activity; 2 3
2942 ENSG00000152240:ENSMUSG00000041840:ENSRNOG00000017067 CCDC5 gi|19923971|ref|NPgi|19923971|ref|NP_612452.1| coiled-coil domain containing 5 (s 278 31863 5.5 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.19 0.00019 X X X X X X X 0 1 4.77E-05 9.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 microtubule 1 3
2943 ENSG00000133193:ENSMUSG00000041629:ENSRNOG00000002851 FAM104A gi|154350224|ref|Ngi|154350224|ref|NP_116226.2|;gi|154350246|ref|NP_001092302.1| hypothetical protein LOC84923 is 186 19484 11.3 0 o Q 20 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.38 0.00019 X X X X X X X 0 1 4.75E-05 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2944 ENSG00000153936:ENSMUSG00000040151:ENSRNOG00000012549 HS2ST1 gi|6912420|ref|NP_gi|6912420|ref|NP_036394.1| heparan sulfate 2-O-sulfotransfera 356 41881 8.7 0 o A 28 0.306 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 9.27 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.73E-05 9.45E-05 Heparan sulfate 2-O-sulfotransferase (HS2ST). integral to membrane; membrane transferase activity 2 3
2945 ENSG00000124802:ENSMUSG00000001707:ENSRNOG00000016390 EEF1E1 gi|4758862|ref|NP_gi|4758862|ref|NP_004271.1| eukaryotic translation elongation f 174 19811 8.6 0 o Q 16 0.117 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.9 0.00019 X X X X X X X 0 1 4.69E-05 9.38E-05 GST_C family, Gamma subunit of Elongation Factor aminoacyl-tRNA synthetase multienzyme protein binding 1 2
2946 ENSG00000196510:ENSMUSG00000029466:ENSRNOG00000001283 ANAPC7 gi|7705284|ref|NP_gi|7705284|ref|NP_057322.1| anaphase-promoting complex sub 565 63177 5.8 0 o Q 31 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 2.65 0.00019 X X X X X X X 0 1 4.69E-05 9.38E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tetratricopeptide repeat domain; typically contains 34 anaphase-promoting complex binding 1 6
2947 ENSG00000099810:ENSMUSG00000062937:ENSRNOG00000006615 MTAP gi|47132622|ref|NPgi|47132622|ref|NP_002442.2| 5'-methylthioadenosine phosphory 283 31236 7.2 0 o Q 20 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.36 0.00019 X X X X X X X 0 1 4.68E-05 9.36E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phosphorylase family 2; pfam00896 phosphorylase activity [pmid 8687427]; 1 3
2948 ENSG00000163590:ENSMUSG00000027784:ENSRNOG00000028169 PPM1L gi|63003905|ref|NPgi|63003905|ref|NP_640338.2| protein phosphatase 1 (formerly 2 360 41053 5.9 0 o A 38 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 3.61 0.00019 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.67E-05 9.35E-05 Serine/threonine phosphatases, family 2C, catalytic integral to membrane; membrane; protein hydrolase activity; magnesium ion 1 3
2949 ENSG00000176407:ENSMUSG00000055239:ENSRNOG00000015097 KCMF1 gi|46852178|ref|NPgi|46852178|ref|NP_064507.3| potassium channel modulatory fac 381 41945 5.7 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.46 0.00019 X X X X X X X 0 1 4.64E-05 9.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Drought induced 19 protein (Di19). This family intracellular; nucleus ion channel activity; metal ion binding; 1 4
2950 ENSG00000172172:ENSMUSG00000022370:ENSRNOG00000040098 MRPL13 gi|14165270|ref|NPgi|14165270|ref|NP_054797.2| mitochondrial ribosomal protein L 178 20692 9.1 0 o Q 24 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 14.04 0.00018 X X X X X X X 0 1 4.58E-05 9.17E-05 50S ribosomal protein L13; PRK09216 intracellular; mitochondrial large ribosomal structural constituent of ribosome [pmid 1 2
2951 ENSG00000115368:ENSMUSG00000025995:ENSRNOG00000003825 WDR75 gi|29789283|ref|NPgi|29789283|ref|NP_115544.1| WD repeat domain 75 [Homo sap 830 94499 6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 2.29 0.00019 1 4.63E-05 9.25E-05 WD40 domain, found in a number of eukaryotic nucleus 3 4
2952 ENSG00000160049:ENSMUSG00000028974:ENSRNOG00000013603 DFFA gi|47132600|ref|NPgi|47132600|ref|NP_998731.1|;gi|4758148|ref|NP_004392.1|DNA fragmentation factor, 45kDa 268 29411 4.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 12.31 0.00018 X X X X X X X 0 1 4.57E-05 9.13E-05 CIDE-N domain. This domain is found in CAD cytosol [pmid 9108473]; intracellular; caspase-activated deoxyribonuclease 1 3
2953 ENSG00000141401:ENSMUSG00000024525:ENSRNOG00000018516 IMPA2 gi|7657236|ref|NP_gi|7657236|ref|NP_055029.1| inositol(myo)-1(or 4)-monophosph 288 31321 6.6 0 o Q 22 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 7.99 0.00018 X X X X X X X 0 1 4.6E-05 9.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 IMPase, inositol monophosphatase and related hydrolase activity; inositol or 1 3
2954 ENSG00000158019:ENSMUSG00000052139:ENSRNOG00000004364 BRE gi|21361171|ref|NPgi|21361171|ref|NP_004890.2|;gi|40353759|ref|NP_954662.1|;gi|40353761|ref|NP_954661.1| brain and reproductive organ-exp 415 46974 6.1 0 o Q 26 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 7.23 0.00019 1 4.63E-05 9.25E-05 Brain and reproductive organ-expressed protein cytoplasm [pmid 15465831]; nuclear peroxisome targeting sequence binding 2 2
2955 ENSG00000056558:ENSMUSG00000026875:NA TRAF1 gi|5032193|ref|NP_gi|5032193|ref|NP_005649.1| TNF receptor-associated factor 1 416 46164 6.1 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.05 0.00018 1 4.61E-05 9.23E-05 Tumor Necrosis Factor Receptor (TNFR) Associated cytoplasm [pmid 8069916] protein binding [pmid 9162022] [pmid 1 2
2956 ENSG00000111725:ENSMUSG00000029513:ENSRNOG00000001142 PRKAB1 gi|19923359|ref|NPgi|19923359|ref|NP_006244.2| AMP-activated protein kinase beta 270 30382 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 6.67 0.00018 X X X X X X X 0 1 4.53E-05 9.07E-05 5'-AMP-activated protein kinase, beta subunit, hydrolase activity, hydrolyzing O- 1 3
2957 ENSG00000176974:ENSMUSG00000020534:ENSRNOG00000005275 SHMT1 gi|22547186|ref|NPgi|22547186|ref|NP_004160.3|;gi|22547189|ref|NP_683718.1| serine hydroxymethyltransferase 483 53083 7.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 0 5 5 6.63 0.00018 X X X X X X X 0 1 4.57E-05 9.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine hydroxymethyltransferase; pfam00464 cytosol [pmid 8505317] glycine hydroxymethyltransferase 1 5
2958 ENSG00000168530:ENSMUSG00000061816:ENSRNOG00000013262 MYL1 gi|17986273|ref|NPgi|17986273|ref|NP_524144.1|;gi|17986275|ref|NP_524146.1| fast skeletal myosin alkali light ch 194 21145 5 0 o Q 32 0.44 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.67 0.00018 X X X X X X X 0 1 4.55E-05 9.11E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 EF-hand, calcium binding motif; A diverse superfamily muscle myosin; myosin calcium ion binding; motor activity; 1 2
2959 ENSG00000103490:ENSMUSG00000030793:ENSRNOG00000019675 PYCARD gi|10835256|ref|NPgi|10835256|ref|NP_037390.2|;gi|22035620|ref|NP_660183.1| PYD and CARD domain containin 195 21627 6.4 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 8.21 0.00018 X X X X X X X 0 1 4.53E-05 9.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PAAD/DAPIN/Pyrin domain. This domain is predicted cytoplasm [pmid 12019269]; intracellular caspase activator activity [pmid 1 2
2960 ENSG00000128708:ENSMUSG00000027018:ENSRNOG00000001524 HAT1 gi|4504341|ref|NP_gi|4504341|ref|NP_003633.1| histone acetyltransferase 1 isofor 419 49513 5.7 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.53 0.00018 1 4.58E-05 9.16E-05 Outer membrane protein (OmpH-like). This family nucleus [pmid 9427644] acyltransferase activity; histone 1 2
2961 ENSG00000173535:ENSMUSG00000022074:ENSRNOG00000038483 TNFRSF10C gi|22547121|ref|NPgi|22547121|ref|NP_003832.2| tumor necrosis factor receptor sup 259 27395 4.8 2 i7-29o236-258i S 24 0.981 X X X X X X X 0 1 2 0 1 2 2 5.41 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.5E-05 9.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tumor necrosis factor receptor / nerve growth factor integral to plasma membrane [pmid GPI anchor binding; transmembrane 1 2
2962 ENSG00000196502:ENSMUSG00000030711:ENSRNOG00000019342 SULT1A1 gi|29540539|ref|NPgi|29540539|ref|NP_803878.1|;gi|29550893|ref|NP_803564.1|;gi|62868227|ref|NP_001017391.1| sulfotransferase family, cytosolic, 295 34165 6.6 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 7.12 0.00018 X X X X X X X 0 1 4.49E-05 8.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sulfotransferase domain; pfam00685 aryl sulfotransferase activity; 1 3
2963 ENSG00000157870:ENSMUSG00000029059:ENSRNOG00000013468 C1orf93 gi|22748799|ref|NPgi|22748799|ref|NP_689584.1| hypothetical protein LOC127281 [ 198 21223 6.7 0 o Q 21 0.064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.6 0.00018 X X X X X X X 0 1 4.46E-05 8.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Peroxiredoxin (PRX)-like 2 family; hypothetical 1 2
2964 ENSG00000167536:ENSMUSG00000020834:ENSRNOG00000009673 DHRS13 gi|146231950|ref|Ngi|146231950|ref|NP_653284.2| dehydrogenase/reductase (SDR f 377 40849 7.7 0 o S 26 0.762 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 7.43 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.46E-05 8.93E-05 1 3
2965 gi|169172079|ref|XP_001714989.1| LOC100134165 gi|169172079|ref|Xgi|169172079|ref|XP_001714989.1| PREDICTED: hypothetical protein 393 42353 11.5 0 o Q 18 0.255 X X X X X X X 0 1 3 0 1 3 3 5.09 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.45E-05 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
2966 ENSG00000100100:ENSMUSG00000034614:ENSRNOG00000018859 PIK3IP1 gi|51317358|ref|NPgi|51317358|ref|NP_443112.2| HGFL protein [Homo sapiens] 263 28248 5 1 o169-191i S 22 0.988 X X X X X X X 0 1 2 0 1 2 2 7.22 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.43E-05 8.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Kringle domain; Kringle domains are believed to play 1 2
2967 ENSG00000121691:ENSMUSG00000027187:ENSRNOG00000008364 CAT gi|4557014|ref|NP_gi|4557014|ref|NP_001743.1| catalase [Homo sapiens] 527 59756 7.4 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 9.3 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.43E-05 8.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Catalase. Catalase is an ubiquitous enzyme found in peroxisome catalase activity [pmid 2268310]; iron 2 4
2968 ENSG00000159479:ENSMUSG00000006392:ENSRNOG00000028477 MED8 gi|155030190|ref|Ngi|155030190|ref|NP_443109.2|;gi|157837979|ref|NP_963836.2| mediator complex subunit 8 isofor 301 32819 9.1 0 o Q 23 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 4.65 0.00018 X X X X X X X 0 1 4.4E-05 8.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
2969 ENSG00000120314:ENSMUSG00000042660:ENSRNOG00000017251 WDR55 gi|38327642|ref|NPgi|38327642|ref|NP_060176.2| WD repeat domain 55 [Homo sap 383 42123 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 12.01 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.39E-05 8.79E-05 WD40 domain, found in a number of eukaryotic 2 3
2970 ENSG00000130489:NA:NA SCO2 gi|153791313|ref|Ngi|153791313|ref|NP_005129.2| cytochrome oxidase deficient hom 266 29810 8.9 0 o Q 40 0.298 X X X X X X X 0 1 2 0 1 2 2 13.91 0.00018 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.38E-05 8.77E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2971 ENSG00000074416:ENSMUSG00000033174:ENSRNOG00000014508 MGLL gi|51242953|ref|NPgi|51242953|ref|NP_001003794.1|;gi|6005786|ref|NP_009214.1| monoglyceride lipase isoform 2 [H 303 33261 7 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 15.18 0.00017 X X X X X X X 0 1 4.37E-05 8.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 alpha/beta hydrolase fold. This catalytic domain is acylglycerol lipase activity; hydrolase 2 3
2972 ENSG00000078124:ENSMUSG00000030760:ENSRNOG00000036866 PHCA gi|19923527|ref|NPgi|19923527|ref|NP_060837.2| phytoceramidase, alkaline [Homo 267 31566 8.6 7 o29-51i63-84o94Q 22 0 X X X X X X X 0 1 2 0 1 2 2 5.62 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.37E-05 8.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Alkaline phytoceramidase (aPHC). This family endoplasmic reticulum; endoplasmic hydrolase activity; hydrolase activity, 1 2
2973 ENSG00000102837:ENSMUSG00000022026:ENSRNOG00000013280 OLFM4 gi|32313593|ref|NPgi|32313593|ref|NP_006409.3| olfactomedin 4 precursor [Homo s 510 57280 5.7 0 o S 21 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.94 0.00017 X X X X X X X 0 1 4.33E-05 8.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RecF/RecN/SMC N terminal domain. This domain is membrane latrotoxin receptor activity 1 5
2974 ENSG00000100836:ENSMUSG00000022198:ENSRNOG00000015732 PABPN1 gi|4758876|ref|NP_gi|4758876|ref|NP_004634.1| poly(A) binding protein, nuclear 1 306 32749 5.1 0 o S 19 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.59 0.00017 X X X X X X X 0 1 4.33E-05 8.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA recognition motif; smart00360 nucleus nucleotide binding; protein binding [pmid 1 3
2975 ENSG00000116096:ENSMUSG00000068303:ENSRNOG00000028235 SPR gi|4507185|ref|NP_gi|4507185|ref|NP_003115.1| sepiapterin reductase (7,8-dihydro 261 28048 8 0 o S 41 0.924 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 7.28 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.3E-05 8.6E-05 short chain dehydrogenase; PRK07478 aldo-keto reductase activity [pmid 1 2
2976 ENSG00000133742:ENSMUSG00000027556:ENSRNOG00000010698 CA1 gi|4502517|ref|NP_gi|4502517|ref|NP_001729.1| carbonic anhydrase I [Homo sapie 261 28870 7.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 6.9 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.3E-05 8.6E-05 Carbonic anhydrase alpha, isozymes I, II, and III and cytoplasm carbonate dehydratase activity [pmid 1 2
2977 ENSG00000122557:ENSMUSG00000008429:ENSRNOG00000029995 HERPUD2 gi|19923834|ref|NPgi|19923834|ref|NP_071768.2| HERPUD family member 2 [Homo 406 45177 5.1 1 o292-314i Q 23 0 X X X X X X X 0 1 3 0 1 3 3 3.45 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.31E-05 8.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Herp (Homocysteine-responsive endoplasmic 1 3
2978 ENSG00000113734:ENSMUSG00000024191:ENSRNOG00000020753 BNIP1 gi|153946399|ref|Ngi|153946399|ref|NP_053582.2|;gi|153946401|ref|NP_001196.2|;gi|153946403|ref|NP_053581.2|;gi|153946405|ref|NP_053583.2| BCL2/adenovirus E1B 19kD intera 271 31113 8.9 1 i246-263o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 5.54 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.3E-05 8.61E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
2979 ENSG00000162923:ENSMUSG00000038733:ENSRNOG00000003723 WDR26 gi|55743153|ref|NPgi|55743153|ref|NP_079436.3| WD repeat domain 26 [Homo sap 514 58604 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 3.7 0.00017 X X X X X X X 0 1 4.3E-05 8.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic 1 5
2980 ENSG00000103723:ENSMUSG00000062444:ENSRNOG00000019249 AP3B2 gi|34482047|ref|NPgi|34482047|ref|NP_004635.2| adaptor-related protein complex 3 1082 119059 5.6 0 o Q 16 0 X X X X X X X 0 1 1 1 0 0 0 1.2 0 1 1 0 1 1 1 0.92 0.00017 1 2 2 0 0 0 1.2 0 X X X X X X X 0 1 4.34E-05 8.68E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adaptin N terminal region. This family consists of the coated pit; COPI-coated vesicle [pmid binding; transporter activity [pmid 3 4
2981 ENSG00000198612:ENSMUSG00000034432:ENSRNOG00000019635 COPS8 gi|5729779|ref|NP_gi|5729779|ref|NP_006701.1| COP9 signalosome subunit 8 isof 209 23226 5.4 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 18.66 0.00017 X X X X X X X 0 1 4.23E-05 8.45E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus [pmid 8689678]; signalosome racemase and epimerase activity, acting 1 2
2982 ENSG00000171425:NA:NA ZNF581 gi|7705495|ref|NP_gi|7705495|ref|NP_057619.1| zinc finger protein 581 [Homo sap 197 22010 8.8 0 o Q 20 0.028 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.61 0.00017 X X X X X X X 0 1 4.14E-05 8.28E-05 intracellular; nucleus DNA binding; metal ion binding; zinc ion 1 2
2983 ENSG00000167815:ENSMUSG00000005161:ENSRNOG00000036873 PRDX2 gi|32189392|ref|NPgi|32189392|ref|NP_005800.3| peroxiredoxin 2 isoform a [Homo 198 21892 6 0 o Q 31 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 19.7 0.00016 X X X X X X X 0 1 4.12E-05 8.24E-05 Peroxiredoxin (PRX) family, Typical 2-Cys PRX cytoplasm [pmid 16130169] oxidoreductase activity; peroxiredoxin 1 2
2984 ENSG00000078140:ENSMUSG00000029203:ENSRNOG00000027088 HIP2 gi|4885417|ref|NP_gi|4885417|ref|NP_005330.1| ubiquitin-conjugating enzyme E2- 200 22407 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9 0.00016 X X X X X X X 0 1 4.08E-05 8.16E-05 Ubiquitin Associated domain. The UBA domain is a nucleus ligase activity; transcription factor 1 2
2985 ENSG00000116237:ENSMUSG00000039662:ENSRNOG00000010953 ICMT gi|6912430|ref|NP_gi|6912430|ref|NP_036537.1| isoprenylcysteine carboxyl methy 284 31938 8 4 i16-38o42-59i66-S 37 0.986 X X X X X X X 0 1 2 0 1 2 2 3.52 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.11E-05 8.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Isoprenylcysteine carboxyl methyltransferase (ICMT) endoplasmic reticulum [pmid 9614111]; methyltransferase activity; protein-S- 1 2
2986 ENSG00000181744:ENSMUSG00000045414:ENSRNOG00000008519 C3orf58 gi|27734895|ref|NPgi|27734895|ref|NP_775823.1| hypothetical protein LOC205428 [ 430 49482 8.5 0 o S 38 0.993 X X X X X X X 0 2 3 0 2 3 3 12.33 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.07E-05 8.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
2987 ENSG00000022277:ENSMUSG00000027502:ENSRNOG00000005083 C20orf43 gi|7705483|ref|NP_gi|7705483|ref|NP_057491.1| hypothetical protein LOC51507 [H 306 33823 8.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 13.07 0.00016 X X X X X X X 0 1 4E-05 8E-05 Protein of unknown function, DUF602. This family 2 3
2988 ENSG00000139370:ENSMUSG00000029416:ENSRNOG00000000962 SLC15A4 gi|21717816|ref|NPgi|21717816|ref|NP_663623.1| solute carrier family 15, member 4 577 62034 9 13 o15-32i45-67o77S 36 0.899 X X X X X X X 0 2 4 0 2 4 4 4.85 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.04E-05 8.08E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 POT family. The POT (proton-dependent oligopeptide integral to membrane; membrane transporter activity 2 4
2989 ENSG00000066455:ENSMUSG00000021192:ENSRNOG00000007699 GOLGA5 gi|30260188|ref|NPgi|30260188|ref|NP_005104.2| Golgi autoantigen, golgin subfami 731 83024 5.8 1 o695-717i Q 21 0 X X X X X X X 0 1 5 0 1 5 5 1.37 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.99E-05 7.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Chromosome segregation ATPases [Cell division and Golgi apparatus [pmid 9915833]; Golgi cis ATP binding; protein homodimerization 1 5
2990 ENSG00000107362:ENSMUSG00000047368:ENSRNOG00000012514 FAM108B1 gi|71051600|ref|NPgi|71051600|ref|NP_057098.2|;gi|71051602|ref|NP_001020951.1| family with sequence similarity 10 293 32823 6.8 0 o S 21 0.528 X X X X X X X 0 2 2 0 0 2 2 13.99 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.98E-05 7.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Hydrolases of the alpha/beta superfamily [General 2 2
2991 ENSG00000142208:ENSMUSG00000001729:ENSRNOG00000028629 AKT1 gi|62241015|ref|NPgi|62241015|ref|NP_001014432.1| v-akt murine thymoma viral oncog 480 55686 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.96 0.00016 1 4E-05 8E-05 Akt pleckstrin homology (PH) domain. Akt (Protein cytoplasm; nucleus ATP binding; identical protein binding 1 2
2992 ENSG00000106049:ENSMUSG00000029776:ENSRNOG00000008063 HIBADH gi|23308751|ref|NPgi|23308751|ref|NP_689953.1| 3-hydroxyisobutyrate dehydrogen 336 35329 8.1 0 o S 38 0.993 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 10.42 0.00016 X X X X X X X 0 1 3.94E-05 7.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NAD binding domain of 6-phosphogluconate mitochondrion 3-hydroxyisobutyrate dehydrogenase 1 3
2993 ENSG00000067113:ENSMUSG00000021759:ENSRNOG00000009980 PPAP2A gi|29171736|ref|NPgi|29171736|ref|NP_003702.2|;gi|29171738|ref|NP_795714.1| phosphatidic acid phosphatase ty 284 32156 8 6 i7-29o54-76i89-1S 30 0.688 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 5.28 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.95E-05 7.9E-05 PAP2, wunen subfamily. Most likely a family of integral to plasma membrane [pmid hydrolase activity; phosphatidate 1 2
2994 ENSG00000058063:ENSMUSG00000037400:ENSRNOG00000012421 ATP11B gi|62632750|ref|NPgi|62632750|ref|NP_055431.1| ATPase, class VI, type 11B [Hom 1177 134190 7 8 i66-88o285-307i3Q 20 0 X X X X X X X 0 5 8 0 5 8 8 8.84 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.96E-05 7.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ABC-type sugar transport systems, permease integral to membrane; membrane; nuclear ATP binding; ATPase activity; ATPase 5 8
2995 ENSG00000134202:ENSMUSG00000004032:ENSRNOG00000018732 GSTM3 gi|23065552|ref|NPgi|23065552|ref|NP_000840.2| glutathione S-transferase M3 [Ho 225 26560 5.5 0 o Q 21 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.67 0.00016 X X X X X X X 0 1 3.93E-05 7.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 GST_N family, Class Mu subfamily; GSTs are glutathione transferase activity [pmid 1 2
2996 ENSG00000116752:ENSMUSG00000005687:ENSRNOG00000018783 BCAS2 gi|5031653|ref|NP_gi|5031653|ref|NP_005863.1| breast carcinoma amplified seque 225 26131 5.6 0 o Q 16 0.074 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.78 0.00016 X X X X X X X 0 1 3.93E-05 7.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Breast carcinoma amplified sequence 2 (BCAS2). nucleus; spliceosome complex [pmid RNA splicing factor activity, 1 2
2997 ENSG00000131748:ENSMUSG00000018167:ENSRNOG00000028387 STARD3 gi|31543657|ref|NPgi|31543657|ref|NP_006795.2| StAR-related lipid transfer (STAR 445 50516 8.4 3 i52-74o94-116i12A 30 0.055 X X X X X X X 0 1 3 0 1 3 3 4.04 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.93E-05 7.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 START(STeroidogenic Acute Regulatory (STAR) cytoplasm [pmid 9139840]; integral to cholesterol binding [pmid 12011453]; 1 3
2998 ENSG00000128311:ENSMUSG00000044986:ENSRNOG00000000186 TST gi|17402865|ref|NPgi|17402865|ref|NP_003303.2| thiosulfate sulfurtransferase [Hom 297 33429 7.3 0 o Q 18 0.026 X X X X X X X 0 1 2 0 1 2 2 6.06 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.93E-05 7.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Thiosulfate sulfurtransferases (TST) contain 2 copies mitochondrial matrix [pmid 1953758]; thiosulfate sulfurtransferase activity 1 2
2999 ENSG00000163960:ENSMUSG00000053774:NA UBXN7 gi|149944496|ref|Ngi|149944496|ref|NP_056377.1| UBX domain containing 7 [Homo 489 54862 5.2 0 o Q 26 0.142 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.86 0.00016 1 3.93E-05 7.85E-05 1 2
3000 ENSG00000147853:ENSMUSG00000024782:ENSRNOG00000015273 AK3 gi|19923437|ref|NPgi|19923437|ref|NP_057366.2| adenylate kinase 3 [Homo sapien 227 25565 9.2 0 o S 20 0.657 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.17 0.00016 X X X X X X X 0 1 3.89E-05 7.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adenylate kinase (ADK) catalyzes the reversible mitochondrion adenylate kinase activity; ATP binding; 1 2
3001 ENSG00000101193:ENSMUSG00000027573:ENSRNOG00000038120 C20orf11 gi|8923557|ref|NP_gi|8923557|ref|NP_060366.1| chromosome 20 open reading fra 228 26749 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.65 0.00015 X X X X X X X 0 1 3.87E-05 7.75E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 LisH. The LisH (lis homology) domain mediates nucleus 1 2
3002 ENSG00000131462:ENSMUSG00000035198:ENSRNOG00000020213 TUBG1 gi|31543831|ref|NPgi|31543831|ref|NP_001061.2| tubulin, gamma 1 [Homo sapiens] 451 51170 6.1 0 o Q 17 0.001 X X X X X X X 0 2 3 0 2 3 3 10.42 0.00016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.88E-05 7.76E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Gamma-tubulin is a ubiquitous phylogenetically centrosome [pmid 9566969]; condensed GTP binding; GTPase activity; 2 3
3003 ENSG00000053770:ENSMUSG00000036291:ENSRNOG00000014148 C14orf108 gi|21361776|ref|NPgi|21361776|ref|NP_060699.2| hypothetical protein LOC55745 [H 490 54739 6.6 0 o Q 20 0.007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.24 0.00016 1 3.92E-05 7.83E-05 Adaptor complexes medium subunit family. This clathrin vesicle coat 1 2
3004 ENSG00000105298:ENSMUSG00000034889:ENSRNOG00000027615 C19orf29 gi|126723149|ref|Ngi|126723149|ref|NP_067054.1| chromosome 19 open reading fra 758 88702 9.1 0 o Q 0 0 X X X X X X X 0 3 5 0 3 5 5 7.65 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.85E-05 7.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 5
3005 ENSG00000123297:ENSMUSG00000040521:NA TSFM gi|21361280|ref|NPgi|21361280|ref|NP_005717.2| Ts translation elongation factor, m 346 37656 7.7 0 o Q 18 0.472 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 11.85 0.00015 X X X X X X X 0 1 3.83E-05 7.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 UBA/TS-N domain. This small domain is composed of mitochondrion [pmid 7615523] transcriptional elongation regulator 2 3
3006 ENSG00000160741:ENSMUSG00000027936:ENSRNOG00000016138 CRTC2 gi|32171215|ref|NPgi|32171215|ref|NP_859066.1| CREB regulated transcription coa 693 73302 7.1 0 o Q 17 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 6 0 2 6 6 7.22 0.00015 X X X X X X X 0 1 3.82E-05 7.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 6
3007 ENSG00000152749:ENSMUSG00000022131:ENSRNOG00000009766 GPR180 gi|30725877|ref|NPgi|30725877|ref|NP_851320.1| G protein-coupled receptor 180 p 440 49395 7.4 7 o173-192i205-22S 23 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 3.64 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.82E-05 7.65E-05 integral to membrane; membrane 1 3
3008 ENSG00000103707:ENSMUSG00000059183:ENSRNOG00000014602 MTFMT gi|21245130|ref|NPgi|21245130|ref|NP_640335.1| mitochondrial methionyl-tRNA for 304 33833 9.5 0 o Q 32 0.001 X X X X X X X 0 1 2 0 1 2 2 4.93 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.84E-05 7.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Formyl transferase. This family includes the following mitochondrion methionyl-tRNA formyltransferase 1 2
3009 ENSG00000175489:ENSMUSG00000049988:ENSRNOG00000022565 LRRC25 gi|45593138|ref|NPgi|45593138|ref|NP_660299.2| leucine rich repeat containing 25 305 33179 5.1 1 o166-188i S 21 0.998 X X X X X X X 0 2 2 0 2 2 2 10.82 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.82E-05 7.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 integral to membrane; membrane transferase activity 2 2
3010 ENSG00000173542:ENSMUSG00000006262:ENSRNOG00000010996 MOBKL1A gi|27735029|ref|NPgi|27735029|ref|NP_775739.1| MOB1, Mps One Binder kinase ac 216 25091 6.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 15.74 0.00015 X X X X X X X 0 1 3.78E-05 7.56E-05 Mob1/phocein family. Mob1 is an essential cytoplasm [pmid 15067004]; nucleus [pmid kinase activator activity [pmid 2 2
3011 ENSG00000131238:ENSMUSG00000028657:ENSRNOG00000012616 PPT1 gi|4506031|ref|NP_gi|4506031|ref|NP_000301.1| palmitoyl-protein thioesterase 1 (c 306 34193 6.5 0 o S 21 1 X X X X X X X 0 1 2 0 1 2 2 5.56 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.81E-05 7.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Palmitoyl protein thioesterase; pfam02089 lysosome hydrolase activity; palmitoyl-(protein) 1 2
3012 ENSG00000111731:ENSMUSG00000030279:ENSRNOG00000014382 KIAA0528 gi|29789060|ref|NPgi|29789060|ref|NP_055617.1| hypothetical protein LOC9847 [Ho 1000 110447 5.7 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 4 0 4 4 4 5.1 0.00015 1 3.84E-05 7.68E-05 Protein kinase C conserved region 2, subgroup 1; C2 membrane; synaptic vesicle transporter activity 4 4
3013 ENSG00000155111:ENSMUSG00000038481:ENSRNOG00000000583 CDC2L6 gi|30387611|ref|NPgi|30387611|ref|NP_055891.1|;gi|4502745|ref|NP_001251.1|cell division cycle 2-like 6 (CDK8- 502 56802 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.78 0.00015 1 3.82E-05 7.65E-05 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 1 2
3014 ENSG00000135828:ENSMUSG00000066800:ENSRNOG00000027017 RNASEL gi|10863929|ref|NPgi|10863929|ref|NP_066956.1| ribonuclease L [Homo sapiens] 741 83533 6.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 5 0 2 5 5 4.59 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.78E-05 7.57E-05 ankyrin repeats; ankyrin repeats mediate protein- ATP binding; endoribonuclease activity, 2 5
3015 ENSG00000041802:ENSMUSG00000022538:ENSRNOG00000001727 LSG1 gi|14149720|ref|NPgi|14149720|ref|NP_060855.1| large subunit GTPase 1 homolog 658 75226 6.3 0 o Q 27 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 1 6 6 3.19 0.00015 X X X X X X X 0 1 3.72E-05 7.44E-05 HSR1/MMR1. Human HSR1, is localized to the endoplasmic reticulum [pmid 11256614]; GTP binding 1 6
3016 ENSG00000116750:ENSMUSG00000018189:ENSRNOG00000003545 UCHL5 gi|7706753|ref|NP_gi|7706753|ref|NP_057068.1| ubiquitin C-terminal hydrolase UC 329 37607 5.3 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.65 0.00015 X X X X X X X 0 1 3.72E-05 7.44E-05 Ubiquitin carboxyl-terminal hydrolase, family 1; cytosol; intracellular; protein complex cysteine-type peptidase activity; 1 3
3017 ENSG00000066654:ENSMUSG00000030942:ENSRNOG00000014946 THUMPD1 gi|42476024|ref|NPgi|42476024|ref|NP_060206.2| THUMP domain containing 1 [Hom 353 39315 7.9 0 o Q 34 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.65 0.00015 X X X X X X X 0 1 3.75E-05 7.51E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 THUMP domain. The THUMP domain is named after 2 3
3018 ENSG00000139496:ENSMUSG00000063895:ENSRNOG00000012644 NUPL1 gi|30102928|ref|NPgi|30102928|ref|NP_054808.1|;gi|56788377|ref|NP_001008564.1|;gi|56788379|ref|NP_001008565.1| nucleoporin like 1 isoform a [Hom 599 60897 9.3 0 o S 20 0.758 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 0 4 4 5.18 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.75E-05 7.49E-05 PBC domain. The PBC domain is a member of the integral to membrane; nucleus; outer porin activity; serine-type endopeptidase 2 4
3019 ENSG00000181873:ENSMUSG00000049287:ENSRNOG00000022725 C1orf69 gi|58197556|ref|NPgi|58197556|ref|NP_001010867.1| hypothetical protein LOC200205 [ 356 38155 9.8 0 o S 16 0.567 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 14.33 0.00015 X X X X X X X 0 1 3.72E-05 7.44E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Glycine cleavage T-protein C-terminal barrel domain. cytoplasm aminomethyltransferase activity 2 3
3020 ENSG00000143363:ENSMUSG00000015711:ENSRNOG00000021120 PRUNE gi|24308263|ref|NPgi|24308263|ref|NP_067045.1| prune homolog [Homo sapiens] 453 50200 5.5 0 o Q 49 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 3.75 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.71E-05 7.43E-05 DHHA2 domain. This domain is often found adjacent cytoplasm pyrophosphatase activity 1 3
3021 ENSG00000154328:ENSMUSG00000035121:ENSRNOG00000010696 NEIL2 gi|21450800|ref|NPgi|21450800|ref|NP_659480.1| nei-like 2 [Homo sapiens] 332 36826 6.8 0 o Q 26 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.82 0.00015 X X X X X X X 0 1 3.69E-05 7.37E-05 Formamidopyrimidine-DNA glycosylase H2TH nucleus damaged DNA binding; hydrolase 1 3
3022 ENSG00000122068:ENSMUSG00000022800:ENSRNOG00000034233 FYTTD1 gi|42716295|ref|NPgi|42716295|ref|NP_115664.2|;gi|58374125|ref|NP_001011537.1| forty-two-three domain containing 318 35818 11.8 0 o Q 24 0.075 X X X X X X X 0 1 2 0 0 2 2 5.35 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.67E-05 7.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Forty-two-three protein. This family consists of several 1 2
3023 ENSG00000125870:ENSMUSG00000008333:ENSRNOG00000004967 SNRPB2 gi|38149981|ref|NPgi|38149981|ref|NP_937863.1| small nuclear ribonucleoprotein po 225 25486 9.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.44 0.00015 X X X X X X X 0 1 3.63E-05 7.25E-05 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus; snRNP U2 [pmid 2951739]; nucleotide binding; protein binding [pmid 1 2
3024 ENSG00000167106:ENSMUSG00000039157:NA FAM102A gi|42558264|ref|NPgi|42558264|ref|NP_976050.1|;gi|78191787|ref|NP_001030331.1| early estrogen-induced gene 1 pro 242 25893 6.7 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 12.81 0.00015 X X X X X X X 0 1 3.65E-05 7.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3025 ENSG00000136504:ENSMUSG00000038909:ENSRNOG00000022664 MYST2 gi|5901962|ref|NP_gi|5901962|ref|NP_008998.1| MYST histone acetyltransferase 2 611 70642 8.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 0 2 5 5 6.71 0.00014 X X X X X X X 0 1 3.61E-05 7.23E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 MOZ/SAS family. This region of these proteins has intracellular; nucleus [pmid 10438470] acyltransferase activity; H3/H4 histone 2 5
3026 ENSG00000160404:ENSMUSG00000009563:ENSRNOG00000022514 TOR2A gi|145386578|ref|Ngi|145386578|ref|NP_001078816.1| torsin family 2, member A isoform 321 35715 7.6 1 i12-31o S 27 0.999 X X X X X X X 0 1 2 0 1 2 2 4.67 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.63E-05 7.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3027 ENSG00000116455:ENSMUSG00000000561:ENSRNOG00000016394 WDR77 gi|13129110|ref|NPgi|13129110|ref|NP_077007.1| WD repeat domain 77 [Homo sap 342 36724 5.2 0 o Q 56 0.134 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 11.99 0.00014 X X X X X X X 0 1 3.58E-05 7.16E-05 WD40 domain, found in a number of eukaryotic receptor activity 1 3
3028 ENSG00000169094:ENSMUSG00000050721:ENSRNOG00000029242 PLEKHQ1 gi|33457316|ref|NPgi|33457316|ref|NP_079477.2| pleckstrin homology domain conta 490 53350 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 4.69 0.00014 X X X X X X X 0 1 3.6E-05 7.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Pleckstrin homology (PH) domain. PH domains are 1 4
3029 ENSG00000184292:ENSMUSG00000051397:ENSRNOG00000007740 TACSTD2 gi|4505057|ref|NP_gi|4505057|ref|NP_002344.1| tumor-associated calcium signal t 323 35723 8.9 1 o275-297i S 31 1 X X X X X X X 0 1 2 0 1 2 2 8.05 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.61E-05 7.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Thyroglobulin type I repeats; cd00191 cytosol [pmid 10192395]; integral to plasma receptor activity [pmid 7665234] 1 2
3030 ENSG00000127452:ENSMUSG00000066892:ENSRNOG00000020368 FBXL12 gi|8923179|ref|NP_gi|8923179|ref|NP_060173.1| F-box and leucine-rich repeat pro 326 37026 8.8 0 o Q 18 0 X X X X X X X 0 1 2 0 1 2 2 6.13 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.58E-05 7.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 F-box domain. This domain is approximately 50 amino 1 2
3031 ENSG00000056050:ENSMUSG00000038005:ENSRNOG00000011293 C4orf27 gi|157388914|ref|Ngi|157388914|ref|NP_060337.2| hypothetical protein LOC54969 [H 346 39436 6.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.34 0.00014 X X X X X X X 0 1 3.54E-05 7.08E-05 1 3
3032 ENSG00000211455:ENSMUSG00000001630:ENSRNOG00000001828 STK38L gi|24307971|ref|NPgi|24307971|ref|NP_055815.1| serine/threonine kinase 38 like [H 464 54003 6.8 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 5.17 0.00014 X X X X X X X 0 1 3.52E-05 7.03E-05 Serine/Threonine protein kinases, catalytic domain. actin cytoskeleton; cytoplasm [pmid actin binding; ATP binding [pmid 1 4
3033 ENSG00000075884:ENSMUSG00000049744:ENSRNOG00000031168 ARHGAP15 gi|28466979|ref|NPgi|28466979|ref|NP_060930.2| ARHGAP15 [Homo sapiens] 475 54616 9.4 0 o Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 7.58 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.54E-05 7.08E-05 RhoGAP_ARHGAP27_15_12_9: GTPase-activator intracellular GTPase activator activity 2 3
3034 ENSG00000205060:ENSMUSG00000018999:ENSRNOG00000008851 SLC35B4 gi|14249528|ref|NPgi|14249528|ref|NP_116215.1| solute carrier family 35, member B 331 37424 9.1 9 o5-24i31-50o65-8S 17 0.993 X X X X X X X 0 1 2 0 1 2 2 9.06 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.52E-05 7.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Triose-phosphate Transporter family. This family Golgi apparatus [pmid 15911612]; integral nucleotide-sugar transporter activity; 1 2
3035 ENSG00000181929:ENSMUSG00000067713:ENSRNOG00000014813 PRKAG1 gi|4506061|ref|NP_gi|4506061|ref|NP_002724.1|;gi|47132575|ref|NP_997626.1|AMP-activated protein kinase, no 331 37579 6.9 0 o Q 0 0 X X X X X X X 0 1 2 0 0 2 2 5.74 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.52E-05 7.05E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 This cd contains two tandem repeats of the cAMP-dependent protein kinase activity 1 2
3036 ENSG00000127311:ENSMUSG00000020228:ENSRNOG00000004189 HELB gi|32455236|ref|NPgi|32455236|ref|NP_387467.2| helicase (DNA) B [Homo sapiens] 1087 123252 5.9 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 0.92 0.00014 1 3.53E-05 7.06E-05 This protein family's function is unkown. It contains helicase activity 1 4
3037 ENSG00000136816:ENSMUSG00000026848:ENSRNOG00000006435 TOR1B gi|14149653|ref|NPgi|14149653|ref|NP_055321.1| torsin family 1, member B (torsin 336 37979 8.6 1 i21-43o S 25 1 X X X X X X X 0 1 2 0 1 2 2 4.17 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.47E-05 6.94E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Torsin. This family consists of several eukaryotic endoplasmic reticulum ATP binding; nucleoside-triphosphatase 1 2
3038 ENSG00000139826:ENSMUSG00000040396:ENSRNOG00000014598 ABHD13 gi|49355781|ref|NPgi|49355781|ref|NP_116248.2| abhydrolase domain containing 13 337 38548 8.6 2 o15-37i39-58o A 55 0 X X X X X X X 0 1 2 0 1 2 2 8.01 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.46E-05 6.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Hydrolases of the alpha/beta superfamily [General hydrolase activity 1 2
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3039 ENSG00000113712:ENSMUSG00000024576:ENSRNOG00000017106 CSNK1A1 gi|68303572|ref|NPgi|68303572|ref|NP_001883.4|;gi|68303575|ref|NP_001020276.1| casein kinase 1, alpha 1 isoform 2 337 38915 9.6 0 o Q 41 0 X X X X X X X 0 1 2 0 0 2 2 3.56 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.46E-05 6.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. ATP binding; casein kinase I activity 1 2
3040 ENSG00000177156:ENSMUSG00000025503:ENSRNOG00000018367 TALDO1 gi|5803187|ref|NP_gi|5803187|ref|NP_006746.1| transaldolase 1 [Homo sapiens] 337 37540 6.8 0 o Q 27 0 X X X X X X X 0 1 2 0 1 2 2 3.56 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.46E-05 6.92E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Transaldolases including both TalA and TalB. The cytoplasm [pmid 16130169] catalytic activity; protein binding [pmid 1 2
3041 ENSG00000134759:ENSMUSG00000024271:ENSRNOG00000015301 ELP2 gi|8922735|ref|NP_gi|8922735|ref|NP_060725.1| elongator protein 2 [Homo sapien 826 92500 6 0 o Q 21 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.94 0.00014 1 3.49E-05 6.97E-05 WD40 domain, found in a number of eukaryotic 1 3
3042 ENSG00000109536:ENSMUSG00000031590:ENSRNOG00000000964 FRG1 gi|4758404|ref|NP_gi|4758404|ref|NP_004468.1| FSHD region gene 1 [Homo sapie 258 29172 9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 18.6 0.00014 X X X X X X X 0 1 3.42E-05 6.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Fascin-like domain; members include actin- nucleus 2 2
3043 ENSG00000119392:ENSMUSG00000019715:ENSRNOG00000012652 GLE1L gi|4557627|ref|NP_gi|4557627|ref|NP_001490.1|;gi|51317384|ref|NP_001003722.1| GLE1 RNA export mediator homo 659 75407 7 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 0 4 4 6.68 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.4E-05 6.81E-05 GLE1-like protein. The members of this family are nuclear pore; nucleus 2 4
3044 ENSG00000006007:ENSMUSG00000033917:NA GDE1 gi|7706617|ref|NP_gi|7706617|ref|NP_057725.1| membrane interacting protein of R 331 37718 6.7 1 i7-29o S 32 0.963 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.23 0.00014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.39E-05 6.78E-05 Glycerophosphoryl diester phosphodiesterase family. integral to membrane [pmid 10760272] glycerophosphodiester 1 2
3045 ENSG00000070669:ENSMUSG00000029752:ENSRNOG00000007546 ASNS gi|34452703|ref|NPgi|34452703|ref|NP_899199.1| asparagine synthetase [Homo sap 561 64400 6.8 0 o Q 16 0.131 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.5 0.00014 1 3.42E-05 6.84E-05 The C-terminal domain of Asparagine Synthase B. soluble fraction [pmid 2564390] asparagine synthase (glutamine- 1 2
3046 ENSG00000161671:ENSMUSG00000008140:ENSRNOG00000019532 C19orf63 gi|45580696|ref|NPgi|45580696|ref|NP_996261.1|;gi|89886466|ref|NP_778233.4| hematopoietic signal peptide-cont 262 27347 6.1 1 i221-243o S 28 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 6.49 0.00013 X X X X X X X 0 1 3.37E-05 6.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3047 ENSG00000129245:ENSMUSG00000018765:ENSRNOG00000011876 FXR2 gi|4758410|ref|NP_gi|4758410|ref|NP_004851.1| fragile X mental retardation syndr 673 74128 6.1 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 2 4 4 6.24 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.33E-05 6.67E-05 K homology RNA-binding domain, type I. KH binds cytoplasm [pmid 9259278]; cytosolic large protein binding [pmid 10556305]; RNA 2 4
3048 ENSG00000124299:ENSMUSG00000063931:ENSRNOG00000021142 PEPD gi|149589008|ref|Ngi|149589008|ref|NP_000276.2| peptidase D [Homo sapiens] 493 54548 6 0 o Q 32 0.064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 15.82 0.00013 X X X X X X X 0 1 3.31E-05 6.62E-05 3 4
3049 ENSG00000177192:ENSMUSG00000029507:ENSRNOG00000037500 PUS1 gi|70166634|ref|NPgi|70166634|ref|NP_001002020.1|;gi|70166645|ref|NP_079491.2| pseudouridylate synthase 1 isofor 399 44377 7.7 0 o Q 24 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 9.27 0.00013 X X X X X X X 0 1 3.32E-05 6.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PseudoU_synth_PUS1_PUS2: Pseudouridine nucleus isomerase activity; pseudouridylate 2 3
3050 ENSG00000065559:ENSMUSG00000033352:ENSRNOG00000003834 MAP2K4 gi|4506889|ref|NP_gi|4506889|ref|NP_003001.1| mitogen-activated protein kinase 399 44288 8.1 0 o Q 20 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 8.02 0.00013 X X X X X X X 0 1 3.32E-05 6.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 2 3
3051 ENSG00000085365:ENSMUSG00000021687:ENSRNOG00000010774 SCAMP1 gi|116256358|ref|Ngi|116256358|ref|NP_004857.4| secretory carrier membrane prote 338 37920 7.4 4 i154-176o181-20Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 7.69 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.32E-05 6.64E-05 1 2
3052 ENSG00000090432:ENSMUSG00000041241:ENSRNOG00000016010 C1orf166 gi|13375705|ref|NPgi|13375705|ref|NP_078820.1| mitochondrial ubiquitin ligase activ 352 39717 8.1 2 o10-29i242-259oS 24 0.713 X X X X X X X 0 1 2 0 1 2 2 5.11 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.31E-05 6.63E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RING-finger (Really Interesting New Gene) domain, a mitochondrion [pmid 11256614] metal ion binding; protein binding; signal 1 2
3053 ENSG00000134686:ENSMUSG00000028796:ENSRNOG00000006004 PHC2 gi|37595528|ref|NPgi|37595528|ref|NP_932157.1|;gi|37595530|ref|NP_004418.2| polyhomeotic-like 2 isoform a [Ho 858 90713 8.7 0 o Q 26 0.035 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 1.28 0.00013 1 3.36E-05 6.71E-05 Sterile alpha motif.; Widespread domain in signalling nucleus [pmid 9121482] DNA binding; metal ion binding; protein 1 3
3054 ENSG00000103257:ENSMUSG00000040010:ENSRNOG00000018824 SLC7A5 gi|71979932|ref|NPgi|71979932|ref|NP_003477.4| solute carrier family 7 (cationic am 507 55010 7.7 11 i53-75o85-107i13Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 2.76 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.32E-05 6.64E-05 Amino acid transporters [Amino acid transport and integral to membrane; membrane; plasma amino acid permease activity; neutral 1 3
3055 ENSG00000121039:ENSMUSG00000025921:ENSRNOG00000006681 RDH10 gi|25282469|ref|NPgi|25282469|ref|NP_742034.1| retinol dehydrogenase 10 [Homo 341 38087 7.4 2 o5-27i34-53o S 24 0.84 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 8.8 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.29E-05 6.58E-05 Short-chain dehydrogenases of various substrate oxidoreductase activity; retinol 1 2
3056 ENSG00000115942:ENSMUSG00000026037:ENSRNOG00000012558 ORC2L gi|5453830|ref|NP_gi|5453830|ref|NP_006181.1| origin recognition complex, subun 577 65972 6.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.43 0.00013 1 3.33E-05 6.65E-05 Origin recognition complex subunit 2. All DNA nucleus [pmid 8808289]; origin recognition DNA replication origin binding [pmid 1 2
3057 ENSG00000078237:ENSMUSG00000038028:ENSRNOG00000038751 C12orf5 gi|9966849|ref|NP_gi|9966849|ref|NP_065108.1| TP53-induced glycolysis and apo 270 30063 7.7 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.07 0.00013 X X X X X X X 0 1 3.27E-05 6.54E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phosphoglycerate mutase family. Y019_MYCTU and intracellular [pmid 11256614] isomerase activity 1 2
3058 ENSG00000180957:ENSMUSG00000050017:ENSRNOG00000000665 PITPNB gi|6912594|ref|NP_gi|6912594|ref|NP_036531.1| phosphatidylinositol transfer prote 271 31540 6.9 0 o Q 22 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.86 0.00013 X X X X X X X 0 1 3.26E-05 6.52E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phosphatidylinositol transfer protein; pfam02121 intracellular lipid binding; phosphatidylinositol 1 2
3059 ENSG00000143486:ENSMUSG00000026427:ENSRNOG00000004910 LGTN gi|56699485|ref|NPgi|56699485|ref|NP_008824.2| ligatin [Homo sapiens] 584 64707 7.6 0 o Q 42 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.08 0.00013 1 3.29E-05 6.57E-05 Predicted RNA-binding protein (contains PUA cytoplasm [pmid 2482295]; membrane receptor activity [pmid 2482295]; RNA 1 2
3060 ENSG00000171914:ENSMUSG00000052698:ENSRNOG00000018373 TLN2 gi|156938343|ref|Ngi|156938343|ref|NP_055874.2| talin 2 [Homo sapiens] 2542 271611 5.6 0 o Q 19 0.002 8 6 4 1 2 2.057 3.42 0.00013 4 9 9 0 0 0 2.36 0 X X X X X X X 0 4 10 10 0 0 0 1.77 0 X X X X X X X 0 1 3.28E-05 6.56E-05 X X X X X X X 0 1 2 2 0 0 0 0.47 0 X X X X X X X 0 1 1 1 0 0 0 0.55 0 X X X X X X X 0 0 0 0 18 28
3061 ENSG00000146109:ENSMUSG00000036376:ENSRNOG00000036933 ABT1 gi|7019319|ref|NP_gi|7019319|ref|NP_037507.1| activator of basal transcription 1 [ 272 31079 9.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.15 0.00013 X X X X X X X 0 1 3.25E-05 6.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus [pmid 10648625] DNA binding; general RNA polymerase 1 2
3062 ENSG00000105281:ENSMUSG00000001918:ENSRNOG00000015948 SLC1A5 gi|5032093|ref|NP_gi|5032093|ref|NP_005619.1| solute carrier family 1 (neutral am 541 56598 5.5 9 i53-75o95-117i13A 36 0.001 X X X X X X X 0 2 3 0 2 3 3 6.1 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.23E-05 6.47E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sodium:dicarboxylate symporter family; pfam00375 integral to plasma membrane [pmid neutral amino acid transporter activity 2 3
3063 ENSG00000142082:ENSMUSG00000025486:ENSRNOG00000013828 SIRT3 gi|63054862|ref|NPgi|63054862|ref|NP_001017524.1|;gi|6912660|ref|NP_036371.1| sirtuin 3 isoform b [Homo sapiens 257 28567 5.8 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 26.07 0.00013 X X X X X X X 0 1 3.18E-05 6.35E-05 SIRT1: Eukaryotic group (class1) which includes chromatin silencing complex; mitochondrion DNA binding; hydrolase activity; metal 2 2
3064 ENSG00000158552:ENSMUSG00000026197:ENSRNOG00000018639 ZFAND2B gi|20270357|ref|NPgi|20270357|ref|NP_620157.1| zinc finger, AN1-type domain 2B [ 257 28023 6.9 0 o Q 41 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7 0.00013 X X X X X X X 0 1 3.18E-05 6.35E-05 metal ion binding; zinc ion binding 1 2
3065 ENSG00000163110:ENSMUSG00000028273:ENSRNOG00000016419 PDLIM5 gi|58533153|ref|NPgi|58533153|ref|NP_006448.2|;gi|58533155|ref|NP_001011513.1| PDZ and LIM domain 5 isoform a 596 64002 8.2 0 o Q 21 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 7.05 0.00013 1 3.22E-05 6.44E-05 Zinc-binding domain present in Lin-11, Isl-1, Mec-3. actin cytoskeleton [pmid 11256614]; actin binding; actinin binding; metal ion 2 2
3066 ENSG00000143575:ENSMUSG00000027944:ENSRNOG00000015207 HAX1 gi|13435356|ref|NPgi|13435356|ref|NP_006109.2|;gi|66363694|ref|NP_001018238.1| HCLS1 associated protein X-1 iso 279 31621 4.9 0 o Q 19 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 8.6 0.00013 X X X X X X X 0 1 3.17E-05 6.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 actin cytoskeleton [pmid 10760273]; interleukin-1 binding [pmid 11554782]; 1 2
3067 ENSG00000174600:ENSMUSG00000042190:ENSRNOG00000000704 CMKLR1 gi|4758014|ref|NP_gi|4758014|ref|NP_004063.1| chemokine-like receptor 1 [Homo 371 42035 8.3 7 o39-61i74-96o11A 0 0 X X X X X X X 0 1 2 0 1 2 2 4.85 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.14E-05 6.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 7 transmembrane receptor (rhodopsin family). This integral to membrane; integral to plasma C5a anaphylatoxin receptor activity; 1 2
3068 ENSG00000188404:ENSMUSG00000026581:ENSRNOG00000002776 SELL gi|4506875|ref|NP_gi|4506875|ref|NP_000646.1| selectin L precursor [Homo sapien 372 42187 6.6 1 o333-355i Q 39 0.133 X X X X X X X 0 1 2 0 1 2 2 4.84 0.00013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.13E-05 6.27E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Domain abundant in complement control proteins; integral to plasma membrane [pmid protein binding; sugar binding 1 2
3069 ENSG00000119714:ENSMUSG00000047415:ENSRNOG00000027863 GPR68 gi|40217829|ref|NPgi|40217829|ref|NP_003476.2| G protein-coupled receptor 68 [Ho 375 42088 8 7 o34-56i68-90o10Q 53 0.002 X X X X X X X 0 1 2 0 1 2 2 5.33 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.11E-05 6.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 7 transmembrane receptor (rhodopsin family). This integral to plasma membrane [pmid receptor activity; rhodopsin-like receptor 1 2
3070 ENSG00000204084:ENSMUSG00000028894:ENSRNOG00000007902 INPP5B gi|113722125|ref|Ngi|113722125|ref|NP_005531.2| inositol polyphosphate-5-phospha 913 103987 5.4 0 o Q 27 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.29 0.00013 1 3.15E-05 6.31E-05 2 3
3071 ENSG00000155016:ENSMUSG00000027983:ENSRNOG00000011053 CYP2U1 gi|34098959|ref|NPgi|34098959|ref|NP_898898.1| cytochrome P450, family 2, subfa 544 61987 8.4 2 o34-51i113-130oA 52 0.148 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 8.09 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.09E-05 6.19E-05 Cytochrome P450. Cytochrome P450s are haem- membrane heme binding; iron ion binding; metal 2 3
3072 ENSG00000106392:ENSMUSG00000042460:ENSRNOG00000007804 C1GALT1 gi|9910144|ref|NP_gi|9910144|ref|NP_064541.1| core 1 synthase, glycoprotein-N-a 363 42203 6.6 1 i7-29o S 33 0.884 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.86 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.09E-05 6.18E-05 Fringe-like. The drosophila protein fringe (FNG) is a glycoprotein-N-acetylgalactosamine 3- 1 2
3073 ENSG00000128294:ENSMUSG00000029344:ENSRNOG00000000664 TPST2 gi|56699465|ref|NPgi|56699465|ref|NP_001008566.1| tyrosylprotein sulfotransferase 2 [ 377 41912 9.1 1 i7-29o S 26 0.969 X X X X X X X 0 1 2 0 1 2 2 3.18 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.09E-05 6.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Sulfotransferase domain; pfam00685 endoplasmic reticulum [pmid 11256614]; protein-tyrosine sulfotransferase activity 1 2
3074 ENSG00000174684:ENSMUSG00000047379:ENSRNOG00000020110 B3GNT1 gi|5802984|ref|NP_gi|109459725|ref|XP_219693.3|;gi|5802984|ref|NP_006867.1| UDP-GlcNAc:betaGal beta-1,3-N- 415 47119 7.2 1 i7-29o S 39 0.861 X X X X X X X 0 1 2 0 0 2 2 4.22 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.08E-05 6.15E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 integral to Golgi membrane; integral to N-acetyllactosaminide beta-1,3-N- 1 2
3075 ENSG00000130005:ENSMUSG00000020150:ENSRNOG00000024577 GAMT gi|20336212|ref|NPgi|20336212|ref|NP_620279.1|;gi|4503909|ref|NP_000147.1|guanidinoacetate N-methyltransfe 269 29377 5.9 0 o Q 22 0.064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 14.5 0.00012 X X X X X X X 0 1 3.03E-05 6.07E-05 Predicted archaeal methyltransferase [General guanidinoacetate N-methyltransferase 1 2
3076 ENSG00000162542:ENSMUSG00000041143:ENSRNOG00000017401 TMCO4 gi|42476210|ref|NPgi|42476210|ref|NP_859070.2| transmembrane and coiled-coil do 634 67881 5.8 3 i190-212o227-24Q 25 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.68 0.00012 1 3.03E-05 6.05E-05 Protein of unknown function (DUF726). This family integral to membrane 1 2
3077 ENSG00000175354:ENSMUSG00000024539:ENSRNOG00000017453 PTPN2 gi|18104980|ref|NPgi|18104980|ref|NP_536347.1|;gi|18104982|ref|NP_536348.1|;gi|4506291|ref|NP_002819.1| protein tyrosine phosphatase, non 387 45168 8.1 0 o Q 0 0 X X X X X X X 0 2 2 0 0 2 2 7.75 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3.01E-05 6.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 4 20 20 0 0 0 5.17 0 0 0 0 Protein tyrosine phosphatases (PTP) catalyze the hydrolase activity; protein tyrosine 6 22
3078 ENSG00000112996:ENSMUSG00000021731:ENSRNOG00000012136 MRPS30 gi|58331150|ref|NPgi|58331150|ref|NP_057724.2| mitochondrial ribosomal protein S 439 50365 8 0 o S 29 0.959 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.56 0.00012 X X X X X X X 0 1 3.02E-05 6.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial 28S ribosomal protein S30 (PDCD9). mitochondrion; ribosome structural constituent of ribosome 1 3
3079 ENSG00000163207:ENSMUSG00000049128:ENSRNOG00000009314 IVL gi|44890059|ref|NPgi|44890059|ref|NP_005538.2| involucrin [Homo sapiens] 585 68479 4.6 0 o Q 17 0.098 X X X X X X X 0 2 3 0 2 3 3 4.96 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.99E-05 5.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 cornified envelope [pmid 10908733]; protein binding, bridging [pmid 2 3
3080 ENSG00000171044:ENSMUSG00000035067:ENSRNOG00000011634 XKR6 gi|89886484|ref|NPgi|89886484|ref|NP_775954.2| XK, Kell blood group complex sub 641 71638 7.9 6 i130-149o159-18Q 26 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 7.18 0.00012 1 2.99E-05 5.99E-05 integral to membrane; membrane 2 2
3081 ENSG00000093144:ENSMUSG00000019883:ENSRNOG00000011622 ECHDC1 gi|157694516|ref|Ngi|157694516|ref|NP_001002030.1|;gi|157694520|ref|NP_001099014.1| enoyl Coenzyme A hydratase dom 301 32997 8.2 0 o Q 32 0.209 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.98 0.00012 X X X X X X X 0 1 2.93E-05 5.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3082 ENSG00000114738:ENSMUSG00000032577:ENSRNOG00000014832 MAPKAPK3 gi|4758700|ref|NP_gi|4758700|ref|NP_004626.1| mitogen-activated protein kinase- 382 42987 7.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.45 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.94E-05 5.87E-05 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 10781029] ATP binding; MAP kinase kinase activity 1 2
3083 ENSG00000086062:ENSMUSG00000028413:ENSRNOG00000007966 B4GALT1 gi|13929462|ref|NPgi|13929462|ref|NP_001488.2| UDP-Gal:betaGlcNAc beta 1,4- ga 398 43920 8.6 1 i21-43o A 38 0.114 X X X X X X X 0 1 2 0 1 2 2 3.02 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.93E-05 5.86E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Herpesvirus UL51 protein. UL51 protein is a virion Golgi apparatus [pmid 10900002]; integral beta-N-acetylglucosaminylglycopeptide 1 2
3084 ENSG00000108405:ENSMUSG00000020787:ENSRNOG00000017606 P2RX1 gi|4505545|ref|NP_gi|4505545|ref|NP_002549.1| purinergic receptor P2X1 [Homo s 399 44980 8.5 2 i29-51o335-357i A 51 0 X X X X X X X 0 1 2 0 1 2 2 5.76 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.92E-05 5.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ATP P2X receptor; pfam00864 integral to plasma membrane [pmid ATP binding; ATP-gated cation channel 1 2
3085 ENSG00000162517:ENSMUSG00000028779:ENSRNOG00000037669 PEF1 gi|6912582|ref|NP_gi|6912582|ref|NP_036524.1| penta-EF-hand domain containing 284 30381 6.5 0 o Q 20 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.63 0.00011 X X X X X X X 0 1 2.87E-05 5.75E-05 EF-hand, calcium binding motif; A diverse superfamily membrane calcium ion binding [pmid 10486255]; 1 2
3086 ENSG00000174173:ENSMUSG00000044763:ENSRNOG00000039567 RG9MTD1 gi|117647226|ref|Ngi|117647226|ref|NP_060289.2| RNA (guanine-9-) methyltransfera 403 47347 9.4 0 o Q 22 0.001 X X X X X X X 0 1 2 0 1 2 2 3.23 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.89E-05 5.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3087 ENSG00000149313:ENSMUSG00000025894:ENSRNOG00000005795 AASDHPPT gi|20357568|ref|NPgi|20357568|ref|NP_056238.2| aminoadipate-semialdehyde dehy 309 35776 6.8 0 o Q 32 0.38 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.5 0.00011 X X X X X X X 0 1 2.86E-05 5.72E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 4'-phosphopantetheinyl transferase superfamily. magnesium ion binding; 1 2
3088 ENSG00000178607:ENSMUSG00000020715:ENSRNOG00000012864 ERN1 gi|153946421|ref|Ngi|153946421|ref|NP_001424.3| endoplasmic reticulum to nucleus 977 109735 6.4 1 i7-29o S 19 0.998 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 4 5 0 4 5 5 8.7 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.87E-05 5.74E-05 4 5
3089 ENSG00000173950:ENSMUSG00000047434:ENSRNOG00000001729 C3orf21 gi|112181295|ref|Ngi|112181295|ref|NP_689744.3| hypothetical protein LOC152002 [ 393 43807 8.1 1 i20-42o S 45 0.78 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.83 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.85E-05 5.71E-05 1 2
3090 ENSG00000198715:ENSMUSG00000001418:ENSRNOG00000019281 C1orf85 gi|24307871|ref|NPgi|24307871|ref|NP_653181.1| kidney predominant protein NCU- 406 43864 6.6 2 i7-29o372-394i S 36 0.979 X X X X X X X 0 1 2 0 1 2 2 4.93 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.87E-05 5.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3091 ENSG00000137822:ENSMUSG00000027263:ENSRNOG00000012798 TUBGCP4 gi|38454194|ref|NPgi|38454194|ref|NP_055259.2| tubulin, gamma complex associat 666 76018 6.7 0 o Q 19 0.063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.85 0.00012 1 2.88E-05 5.76E-05 Spc97 / Spc98 family. The spindle pole body (SPB) centrosome [pmid 10562286]; gamma- structural constituent of cytoskeleton 1 2
3092 ENSG00000164091:ENSMUSG00000020257:ENSRNOG00000002198 WDR82 gi|147904340|ref|Ngi|147904340|ref|NP_079498.2| WD repeat domain 82 [Homo sap 313 35079 7.7 0 o Q 15 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.39 0.00011 X X X X X X X 0 1 2.82E-05 5.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3093 ENSG00000104969:ENSMUSG00000004937:ENSRNOG00000019891 SGTA gi|4506921|ref|NP_gi|4506921|ref|NP_003012.1| small glutamine-rich tetratricopep 313 34063 4.9 0 o Q 26 0.015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.47 0.00011 X X X X X X X 0 1 2.82E-05 5.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tetratricopeptide repeat domain; typically contains 34 cytoplasm [pmid 11256614] protein binding [pmid 9740675] [pmid 1 2
3094 ENSG00000158158:ENSMUSG00000037408:ENSRNOG00000015886 CNNM4 gi|94681046|ref|NPgi|109485944|ref|XP_343555.3|;gi|94681046|ref|NP_064569.3| cyclin M4 [Homo sapiens] 775 86607 6.1 4 o182-204i239-26S 38 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 4 0 0 4 4 1.74 0.00012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.89E-05 5.79E-05 Domain of unknown function DUF21. This 1 4
3095 ENSG00000125875:ENSMUSG00000027465:ENSRNOG00000005766 TBC1D20 gi|21389447|ref|NPgi|21389447|ref|NP_653229.1| TBC1 domain family, member 20 403 45855 6.9 2 o238-260i365-38Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.48 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.78E-05 5.57E-05 Domain in Tre-2, BUB2p, and Cdc16p. Probable Rab- integral to membrane; membrane GTPase activator activity 1 2
3096 ENSG00000106991:ENSMUSG00000026814:NA ENG gi|4557555|ref|NP_gi|4557555|ref|NP_000109.1| endoglin isoform 2 precursor [Hom 625 67542 6.6 1 o592-614i S 26 1 X X X X X X X 0 1 3 0 1 3 3 5.12 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.8E-05 5.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zona pellucida-like domain; pfam00100 integral to membrane; integral to plasma protein binding [pmid 8194490] 1 3
3097 ENSG00000178199:ENSMUSG00000039981:ENSRNOG00000016041 ZC3H12D gi|148762945|ref|Ngi|148762945|ref|NP_997243.1| zinc finger CCCH-type containing 321 36205 9.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.98 0.00011 X X X X X X X 0 1 2.75E-05 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3098 ENSG00000204977:ENSMUSG00000035235:ENSRNOG00000009075 TRIM13 gi|47132524|ref|NPgi|47132524|ref|NP_998755.1|;gi|55953112|ref|NP_001007279.1| ret finger protein 2 isoform 1 [Hom 407 46988 6 1 o319-341i Q 25 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 3.44 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.76E-05 5.51E-05 RING-finger (Really Interesting New Gene) domain, a intracellular metal ion binding; protein binding; signal 1 2
3099 ENSG00000169288:ENSMUSG00000029486:ENSRNOG00000002070 MRPL1 gi|143770802|ref|Ngi|143770802|ref|NP_064621.3| mitochondrial ribosomal protein L 325 36909 8.8 0 o Q 22 0.006 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.54 0.00011 X X X X X X X 0 1 2.72E-05 5.44E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3100 ENSG00000101265:ENSMUSG00000027339:ENSRNOG00000021261 RASSF2 gi|25777677|ref|NPgi|25777677|ref|NP_739580.1| Ras association domain family 2 [ 326 37790 8.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.29 0.00011 X X X X X X X 0 1 2.71E-05 5.42E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 rasfadin_RA Rasfadin (RASSF2) belongs to a family nucleus protein binding [pmid 12732644] 1 2
3101 ENSG00000181804:ENSMUSG00000031129:ENSRNOG00000008554 SLC9A9 gi|27734935|ref|NPgi|27734935|ref|NP_775924.1| solute carrier family 9 (sodium/hyd 645 72565 6.2 10 o20-41i48-70o13A 41 0 X X X X X X X 0 1 3 0 1 3 3 2.79 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.71E-05 5.42E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NhaP-type Na+/H+ and K+/H+ antiporters [Inorganic integral to membrane; membrane antiporter activity; sodium ion binding; 1 3
3102 ENSG00000126107:ENSMUSG00000046861:ENSRNOG00000018363 HECTD3 gi|157738609|ref|Ngi|157738609|ref|NP_078878.3| HECT domain containing 3 [Homo 861 97113 5.6 0 o Q 30 0.016 X X X X X X X 0 3 4 0 3 4 4 5.34 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.71E-05 5.42E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 4
3103 ENSG00000146285:ENSMUSG00000044770:ENSRNOG00000026110 SCML4 gi|37620212|ref|NPgi|37620212|ref|NP_932347.1| sex comb on midleg-like 4 [Homo 305 32976 9 0 o Q 43 0.053 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 10.49 0.00011 X X X X X X X 0 1 2.68E-05 5.35E-05 1 2
3104 ENSG00000101457:ENSMUSG00000017299:ENSRNOG00000014933 DNTTIP1 gi|16418441|ref|NPgi|16418441|ref|NP_443183.1| terminal deoxynucleotidyltransfera 329 37013 9 0 o Q 36 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.65 0.00011 X X X X X X X 0 1 2.68E-05 5.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus 1 2
3105 ENSG00000108306:ENSMUSG00000020883:ENSRNOG00000005081 FBXL20 gi|27734755|ref|NPgi|27734755|ref|NP_116264.2| F-box and leucine-rich repeat pro 436 48423 7.5 0 o Q 49 0.001 X X X X X X X 0 1 2 0 1 2 2 2.52 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.67E-05 5.35E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 1 2
3106 ENSG00000164022:ENSMUSG00000028029:ENSRNOG00000029417 SCYE1 gi|45006986|ref|NPgi|45006986|ref|NP_004748.2| small inducible cytokine subfamily 312 34353 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.73 0.0001 X X X X X X X 0 1 2.62E-05 5.23E-05 tRNA-binding-domain-containing EMAP2-like extracellular space [pmid 7545917] cytokine activity [pmid 7545917]; tRNA 1 2
3107 ENSG00000110628:ENSMUSG00000000154:ENSRNOG00000020562 SLC22A18 gi|34734073|ref|NPgi|34734073|ref|NP_899056.1| tumor suppressing subtransferabl 424 44817 9.5 10 i24-46o61-83i90-S 40 0.71 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 5.19 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.65E-05 5.29E-05 Major Facilitator Superfamily; pfam07690 integral to membrane; membrane symporter activity; tetracycline:hydrogen 1 2
3108 ENSG00000070882:ENSMUSG00000029822:ENSRNOG00000010011 OSBPL3 gi|14149704|ref|NPgi|14149704|ref|NP_056365.1|;gi|21735580|ref|NP_663160.1|;gi|21735582|ref|NP_663161.1|;gi|21735584|ref|NP_663162.1|oxysterol-binding protein-like prot 887 101224 6.9 0 o Q 21 0 X X X X X X X 0 2 4 0 0 4 4 3.61 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.63E-05 5.26E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Oxysterol binding protein (OSBP) Pleckstrin homology nucleic acid binding 2 4
3109 ENSG00000145191:ENSMUSG00000003235:ENSRNOG00000038160 EIF2B5 gi|83267879|ref|NPgi|83267879|ref|NP_003898.2| eukaryotic translation initiation fac 721 80380 5.1 0 o Q 17 0.055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.8 0.00011 1 2.66E-05 5.32E-05 Nucleoside-diphosphate-sugar pyrophosphorylase cytoplasm [pmid 11323413]; eukaryotic acyltransferase activity; guanyl- 1 2
3110 ENSG00000077458:ENSMUSG00000037808:ENSRNOG00000024863 FAM76B gi|134288896|ref|Ngi|134288896|ref|NP_653265.3| hypothetical protein LOC143684 [ 339 38708 9.2 0 o Q 15 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.78 0.0001 X X X X X X X 0 1 2.61E-05 5.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3111 ENSG00000160285:ENSMUSG00000033105:ENSRNOG00000001267 LSS gi|47933397|ref|NPgi|47933397|ref|NP_001001438.1| lanosterol synthase [Homo sapien 732 83309 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.78 0.0001 1 2.62E-05 5.24E-05 Squalene cyclase (SQCY) domain subgroup 1; found isomerase activity; lanosterol synthase 1 2
3112 ENSG00000001497:ENSMUSG00000057421:ENSRNOG00000021748 LAS1L gi|13654270|ref|NPgi|13654270|ref|NP_112483.1| LAS1-like [Homo sapiens] 734 83065 4.7 0 o Q 50 0.1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.63 0.0001 1 2.61E-05 5.23E-05 Las1-like. Las1 is an essential nuclear protein nucleus 1 2
3113 ENSG00000149187:ENSMUSG00000005506:ENSRNOG00000010379 CUGBP1 gi|38570081|ref|NPgi|38570081|ref|NP_941989.1|;gi|5729794|ref|NP_006551.1|;gi|71164871|ref|NP_001020767.1| CUG triplet repeat, RNA-binding p 483 51617 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 3.31 0.0001 X X X X X X X 0 1 2.53E-05 5.07E-05 RNA recognition motif; smart00360 nucleus [pmid 10893231]; ribonucleoprotein BRE binding [pmid 10893231]; 1 3
3114 ENSG00000124193:ENSMUSG00000016921:ENSRNOG00000006380 SFRS6 gi|20127499|ref|NPgi|20127499|ref|NP_006266.2| arginine/serine-rich splicing factor 344 39587 11.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.07 0.0001 X X X X X X X 0 1 2.57E-05 5.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA recognition motif. (a.k.a. RRM, RBD, or RNP nucleus nucleotide binding; RNA binding 1 2
3115 ENSG00000152291:NA:NA TGOLN2 gi|42518068|ref|NPgi|42518068|ref|NP_006455.2| trans-golgi network protein 2 [Hom 437 45880 5.6 1 o385-402i S 16 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.89 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.13E-05 DNA polymerase III subunits gamma and tau; Golgi trans face [pmid 9422759]; integral to 1 2
3116 ENSG00000112578:ENSMUSG00000023988:NA BYSL gi|51173724|ref|NPgi|51173724|ref|NP_004044.3| bystin [Homo sapiens] 437 49601 8.1 0 o Q 32 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.97 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.13E-05 Bystin. Trophinin and tastin form a cell adhesion cytoplasm [pmid 9560222] protein binding 1 2
3117 ENSG00000095713:ENSMUSG00000042401:ENSRNOG00000015220 CRTAC1 gi|47777317|ref|NPgi|47777317|ref|NP_060528.3| cartilage acidic protein 1 [Homo s 661 71421 5.1 0 o S 28 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 2.72 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.55E-05 5.09E-05 ASPIC and UnbV. This conserved sequence is found calcium ion binding 1 3
3118 ENSG00000157181:ENSMUSG00000006010:ENSRNOG00000002473 C1orf27 gi|57527756|ref|NPgi|57527756|ref|NP_060317.3| hypothetical protein LOC54953 [H 454 51103 5.9 1 o431-453i Q 37 0.002 X X X X X X X 0 2 2 0 2 2 2 7.05 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 oxidoreductase activity; zinc ion binding 2 2
3119 ENSG00000136830:ENSMUSG00000026796:ENSRNOG00000015845 FAM129B gi|51093863|ref|NPgi|51093863|ref|NP_073744.2|;gi|79750824|ref|NP_001030611.1| hypothetical protein LOC64855 is 746 84138 6.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.82 0.0001 1 2.57E-05 5.15E-05 1 2
3120 ENSG00000178913:ENSMUSG00000051316:ENSRNOG00000020024 TAF7 gi|14717407|ref|NPgi|14717407|ref|NP_005633.2| TATA box-binding protein-associa 349 40259 5.2 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.58 0.0001 X X X X X X X 0 1 2.53E-05 5.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TAFII55 protein conserved region; pfam04658 nucleus; transcription factor TFIID complex general RNA polymerase II transcription 1 2
3121 ENSG00000169727:ENSMUSG00000047016:NA GPS1 gi|47078238|ref|NPgi|47078238|ref|NP_997657.1|;gi|47078240|ref|NP_004118.3| G protein pathway suppressor 1 is 527 59050 6.3 0 o Q 20 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 5.31 0.0001 X X X X X X X 0 1 2.51E-05 5.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 26S proteasome regulatory complex component, nucleus; signalosome complex GTPase inhibitor activity [pmid 8943324] 1 3
3122 ENSG00000116957:ENSMUSG00000039233:ENSRNOG00000029667 TBCE gi|118442828|ref|Ngi|118442828|ref|NP_001072983.1| beta-tubulin cofactor E [Homo sap 527 59346 6.8 0 o Q 19 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.23 0.0001 X X X X X X X 0 1 2.51E-05 5.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
3123 ENSG00000137275:ENSMUSG00000021408:ENSRNOG00000017787 RIPK1 gi|57242761|ref|NPgi|57242761|ref|NP_003795.2| receptor (TNFRSF)-interacting se 671 75931 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 2.53 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.51E-05 5.02E-05 DEATH domain, found in proteins involved in cell ATP binding; nucleotide binding; protein 1 3
3124 ENSG00000006534:NA:NA ALDH3B1 gi|4502043|ref|NP_gi|4502043|ref|NP_000685.1|;gi|71773324|ref|NP_001025181.1| aldehyde dehydrogenase 3B1 iso 468 51840 7.6 0 o Q 50 0 X X X X X X X 0 1 2 0 0 2 2 3.63 1E-04 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.49E-05 4.98E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Aldehyde dehydrogenase family. This family of 3-chloroallyl aldehyde dehydrogenase 1 2
3125 ENSG00000154767:ENSMUSG00000030094:ENSRNOG00000008274 XPC gi|20127460|ref|NPgi|20127460|ref|NP_004619.2| xeroderma pigmentosum, comple 940 105953 8.9 0 o Q 0 0 X X X X X X X 0 3 4 0 3 4 4 4.79 9.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.48E-05 4.96E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 nucleus damaged DNA binding [pmid 3 4
3126 ENSG00000085832:ENSMUSG00000028552:ENSRNOG00000010299 EPS15 gi|4503593|ref|NP_gi|4503593|ref|NP_001972.1| epidermal growth factor receptor 896 98656 4.6 0 o S 16 0.756 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 5.92 9.9E-05 X X X X X X X 0 1 2.46E-05 4.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Eps15 homology domain; found in proteins implicated coated pit [pmid 9762922]; plasma calcium ion binding; protein binding 3 5
3127 ENSG00000175110:ENSMUSG00000032459:NA MRPS22 gi|9910244|ref|NP_gi|9910244|ref|NP_064576.1| mitochondrial ribosomal protein S 360 41280 7.9 0 o S 20 0.985 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.61 9.8E-05 X X X X X X X 0 1 2.45E-05 4.91E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 mitochondrial ribosome [pmid 10938081]; 1 2
3128 ENSG00000198855:ENSMUSG00000053334:ENSRNOG00000000703 FICD gi|42794620|ref|NPgi|42794620|ref|NP_009007.2| Huntingtin interacting protein E [H 458 51778 7.7 1 i20-42o S 40 0.914 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 4.15 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.45E-05 4.9E-05 Tetratricopeptide repeat domain; typically contains 34 protein binding [pmid 9700202] 1 2
3129 ENSG00000178904:ENSMUSG00000043671:ENSRNOG00000021573 DPY19L3 gi|46409292|ref|NPgi|46409292|ref|NP_997208.1| dpy-19-like 3 [Homo sapiens] 716 83098 8.7 11 i44-66o171-193i2A 0 0 X X X X X X X 0 2 3 0 2 3 3 4.75 9.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.44E-05 4.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
3130 ENSG00000011376:ENSMUSG00000035202:ENSRNOG00000004760 LARS2 gi|7661872|ref|NP_gi|7661872|ref|NP_056155.1| leucyl-tRNA synthetase 2, mitoch 903 101976 8.2 0 o Q 22 0.094 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 5 0 3 5 5 8.75 9.8E-05 X X X X X X X 0 1 2.45E-05 4.89E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 This is the catalytic core domain of leucyl tRNA mitochondrion ATP binding; leucine-tRNA ligase 3 5
3131 ENSG00000078070:ENSMUSG00000027709:ENSRNOG00000013293 MCCC1 gi|116805327|ref|Ngi|116805327|ref|NP_064551.3| methylcrotonoyl-Coenzyme A car 725 80473 7.8 0 o S 15 0.901 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 4.28 9.7E-05 X X X X X X X 0 1 2.44E-05 4.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 4
3132 ENSG00000173933:ENSMUSG00000056951:NA RBM4 gi|93277122|ref|NPgi|93277122|ref|NP_002887.2| RNA binding motif protein 4 [Hom 364 40314 7.1 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 8.79 9.7E-05 X X X X X X X 0 1 2.43E-05 4.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zinc knuckle. The zinc knuckle is a zinc binding motif nucleus metal ion binding; nucleotide binding; 1 2
3133 ENSG00000108798:ENSMUSG00000018381:ENSRNOG00000005575 ABI3 gi|7705981|ref|NP_gi|7705981|ref|NP_057512.1| NESH protein [Homo sapiens] 366 38975 5.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.37 9.7E-05 X X X X X X X 0 1 2.41E-05 4.83E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Src homology 3 domains; SH3 domains bind to cytoplasm [pmid 11956071] protein binding [pmid 11501947] 1 2
3134 ENSG00000179163:ENSMUSG00000028673:ENSRNOG00000009325 FUCA1 gi|119360348|ref|Ngi|119360348|ref|NP_000138.2| fucosidase, alpha-L-1, tissue [Hom 466 53689 6.8 0 o S 32 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 9.01 9.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.41E-05 4.81E-05 2 2
3135 ENSG00000134249:ENSMUSG00000043468:ENSRNOG00000019044 ADAM30 gi|31881770|ref|NPgi|31881770|ref|NP_068566.2| ADAM metallopeptidase domain 3 790 88940 7.6 1 o686-708i S 28 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.27 9.7E-05 1 2.43E-05 4.86E-05 Zinc-dependent metalloprotease; adamalysin_II_like integral to membrane [pmid 10512762]; metal ion binding; 1 2
3136 ENSG00000152495:ENSMUSG00000038128:ENSRNOG00000020478 CAMK4 gi|4502557|ref|NP_gi|4502557|ref|NP_001735.1| calcium/calmodulin-dependent pro 473 51926 5.8 0 o S 22 0.932 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.17 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.37E-05 4.74E-05 Serine/Threonine protein kinases, catalytic domain. nucleus ATP binding; calcium ion binding; 1 2
3137 ENSG00000163297:ENSMUSG00000029338:ENSRNOG00000000081 ANTXR2 gi|50513243|ref|NPgi|50513243|ref|NP_477520.2| anthrax toxin receptor 2 [Homo sa 488 53493 8.3 1 o319-341i S 34 0.994 X X X X X X X 0 1 2 0 1 2 2 4.3 9.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.39E-05 4.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Anthrax receptor extracellular domain. This region is endoplasmic reticulum; integral to metal ion binding; protein binding [pmid 1 2
3138 ENSG00000104064:ENSMUSG00000027361:ENSRNOG00000009365 GABPB2 gi|32483404|ref|NPgi|32483404|ref|NP_852092.1|;gi|8051593|ref|NP_005245.2|;gi|8051595|ref|NP_057738.1|;gi|8051597|ref|NP_002032.2| GA binding protein transcription fa 348 36950 4.9 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.75 9.4E-05 X X X X X X X 0 1 2.34E-05 4.69E-05 ankyrin repeats; ankyrin repeats mediate protein- nucleus [pmid 9016666] protein binding [pmid 10675337]; 1 2
3139 ENSG00000184470:ENSMUSG00000075704:ENSRNOG00000001890 TXNRD2 gi|22035672|ref|NPgi|22035672|ref|NP_006431.2| thioredoxin reductase 2 precursor 524 56357 7.5 0 o S 36 0.616 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.39 9.3E-05 X X X X X X X 0 1 2.34E-05 4.67E-05 Pyridine nucleotide-disulphide oxidoreductase. This cytoplasm; mitochondrion [pmid 10215850] disulfide oxidoreductase activity; FAD 1 3
3140 ENSG00000090372:ENSMUSG00000030374:ENSRNOG00000016145 STRN4 gi|89886477|ref|NPgi|89886477|ref|NP_037535.2|;gi|89886480|ref|NP_001034966.1| zinedin isoform 1 [Homo sapiens] 753 80596 5.4 0 o S 24 0.962 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 0 4 4 5.58 9.4E-05 X X X X X X X 0 1 2.35E-05 4.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic cytoplasm [pmid 10748158]; membrane calmodulin binding [pmid 10748158]; 1 4
3141 ENSG00000100599:ENSMUSG00000044456:ENSRNOG00000007062 RIN3 gi|40353729|ref|NPgi|40353729|ref|NP_079108.3| Ras and Rab interactor 3 [Homo s 985 107853 6.6 0 o Q 17 0 X X X X X X X 0 2 4 0 2 4 4 4.37 9.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.37E-05 4.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rin1_RA RIN1 is a RAS effector that binds with GTPase activator activity; Ras GTPase 2 4
3142 ENSG00000064545:ENSMUSG00000002342:ENSRNOG00000020390 TMEM161A gi|8923394|ref|NP_gi|8923394|ref|NP_060284.1| transmembrane protein 161A [Ho 479 53602 8.4 8 i105-127o137-15S 29 0.994 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 8.35 9.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.34E-05 4.68E-05 2 2
3143 ENSG00000089351:ENSMUSG00000001248:ENSRNOG00000021106 GRAMD1A gi|92110010|ref|NPgi|92110010|ref|NP_065946.2| GRAM domain containing 1A [Ho 724 80680 6.7 1 o608-630i Q 36 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 0 2 3 3 4.28 9.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.32E-05 4.65E-05 domain in glucosyltransferases, myotubularins and 2 3
3144 ENSG00000135457:ENSMUSG00000009733:ENSRNOG00000032395 TFCP2 gi|21361278|ref|NPgi|21361278|ref|NP_005644.2| transcription factor CP2 [Homo sa 502 57256 5.8 0 o Q 17 0.002 X X X X X X X 0 1 2 0 1 2 2 3.39 9.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.32E-05 4.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CP2 transcription factor. This family represents a nucleus transcription factor activity [pmid 1 2
3145 NA:ENSMUSG00000049562:ENSRNOG00000026114 DKFZp761E198 gi|149999371|ref|Ngi|149999371|ref|NP_612377.3| hypothetical protein LOC91056 [H 821 87833 6 0 o S 59 0.763 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.19 9.4E-05 1 2.34E-05 4.68E-05 1 2
3146 ENSG00000094916:ENSMUSG00000009575:ENSRNOG00000036841 CBX5 gi|6912292|ref|NP_gi|6912292|ref|NP_036249.1| chromobox homolog 5 (HP1 alpha 191 22225 5.9 0 i Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 6.81 9.2E-05 X X X X X X X 0 1 2.31E-05 4.62E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 2 0 0 0 6.28 0 X X X X X X X 0 0 0 0 Chromo Shadow Domain, found in association with N- chromatin; nuclear envelope [pmid chromatin binding; protein binding [pmid 2 3
3147 ENSG00000078142:ENSMUSG00000033628:ENSRNOG00000017840 PIK3C3 gi|34761064|ref|NPgi|34761064|ref|NP_002638.2| phosphoinositide-3-kinase, class 887 101549 6.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 3.04 9.2E-05 X X X X X X X 0 1 2.3E-05 4.6E-05 Phosphoinositide 3-kinase (PI3K) class III, catalytic phosphoinositide 3-kinase complex ATP binding; inositol or 1 5
3148 ENSG00000141068:ENSMUSG00000018334:ENSRNOG00000012818 KSR1 gi|75677325|ref|NPgi|75677325|ref|NP_055053.1| kinase suppressor of ras [Homo s 762 84697 8.6 0 o Q 36 0 X X X X X X X 0 1 3 0 1 3 3 1.97 9.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.3E-05 4.59E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein kinase C conserved region 1 (C1) domains intracellular; membrane ATP binding; diacylglycerol binding; 1 3
3149 ENSG00000103966:ENSMUSG00000027293:ENSRNOG00000007584 EHD4 gi|21264315|ref|NPgi|21264315|ref|NP_644670.1| EH-domain containing 4 [Homo sa 541 61175 6.8 0 o Q 31 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 3 1 2 2 2.222 8.32 9.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.3E-05 4.61E-05 Eps15 homology domain; found in proteins implicated endoplasmic reticulum [pmid 11256614]; ATP binding; calcium ion binding; GTP 3 3
3150 ENSG00000115317:ENSMUSG00000068329:ENSRNOG00000022448 HTRA2 gi|21614538|ref|NPgi|21614538|ref|NP_659540.1|;gi|7019477|ref|NP_037379.1|HtrA serine peptidase 2 isoform 2 361 38493 10.7 1 i105-124o S 45 0.598 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 7.76 9E-05 X X X X X X X 0 1 2.26E-05 4.52E-05 PDZ domain of bacterial and plant zinc endoplasmic reticulum [pmid 10995577]; serine-type endopeptidase activity [pmid 1 2
3151 ENSG00000124160:ENSMUSG00000039804:ENSRNOG00000017824 NCOA5 gi|15147335|ref|NPgi|15147335|ref|NP_066018.1| nuclear receptor coactivator 5 [Ho 579 65536 9.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.11 9.2E-05 X X X X X X X 0 1 2.29E-05 4.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Histidyl-tRNA synthetase [Translation, ribosomal nucleus aminoacyl-tRNA ligase activity; ATP 1 3
3152 ENSG00000108061:ENSMUSG00000024976:ENSRNOG00000015339 SHOC2 gi|41281398|ref|NPgi|41281398|ref|NP_031399.2| soc-2 suppressor of clear homolo 582 64888 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.64 9.1E-05 X X X X X X X 0 1 2.28E-05 4.55E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Leucine-rich repeats (LRRs), ribonuclease inhibitor cytoplasm [pmid 9618511] transferase activity 1 3
3153 ENSG00000106348:ENSMUSG00000003500:ENSRNOG00000020032 IMPDH1 gi|156616279|ref|Ngi|156616279|ref|NP_001096075.1|;gi|34328928|ref|NP_899066.1|;gi|34328930|ref|NP_000874.2| inosine monophosphate dehydrog 589 63253 6.8 0 o Q 18 0.017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 6.45 9E-05 X X X X X X X 0 1 2.25E-05 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
3154 ENSG00000120451:ENSMUSG00000031993:ENSRNOG00000014719 SNX19 gi|157502171|ref|Ngi|157502171|ref|NP_055573.2| sorting nexin 19 [Homo sapiens] 992 108632 5 2 o29-51i53-75o A 63 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 4 0 2 4 4 3.83 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.26E-05 4.52E-05 2 4
3155 ENSG00000129465:ENSMUSG00000022221:ENSRNOG00000020465 RIPK3 gi|40254844|ref|NPgi|40254844|ref|NP_006862.2| receptor-interacting serine-threon 518 56887 6.5 0 o Q 18 0.002 X X X X X X X 0 1 2 0 1 2 2 4.44 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.25E-05 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. ATP binding; nucleotide binding; protein 1 2
3156 ENSG00000100461:NA:NA RBM23 gi|116734694|ref|Ngi|116734694|ref|NP_060577.3|;gi|116734696|ref|NP_001070819.1|;gi|116734698|ref|NP_001070820.1| RNA binding motif protein 23 isofo 423 46708 9.3 0 o Q 0 0 X X X X X X X 0 1 2 2 0 0 0 3.78 0 X X X X X X X 0 1 1 1 0 0 0 3.78 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 1 0 0 0 3.78 0 X X X X X X X 0 1 2 2 0 0 0 3.78 0 1 1 0 0 1 1 5.67 9.1E-05 1 2.27E-05 4.54E-05 5 7
3157 ENSG00000114904:ENSMUSG00000021918:ENSRNOG00000017997 NEK4 gi|148839316|ref|Ngi|148839316|ref|NP_003148.2| NIMA (never in mitosis gene a)-re 841 94597 7.9 0 o Q 19 0.063 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.02 9.1E-05 1 2.28E-05 4.56E-05 1 2
3158 ENSG00000102172:ENSMUSG00000071708:ENSRNOG00000029916 SMS gi|21264341|ref|NPgi|21264341|ref|NP_004586.2| spermine synthase [Homo sapien 366 41268 5 0 o Q 20 0.064 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 9.29 8.9E-05 X X X X X X X 0 1 2.23E-05 4.46E-05 Spermine/spermidine synthase. Spermine and spermidine synthase activity [pmid 1 2
3159 ENSG00000198945:ENSMUSG00000039089:ENSRNOG00000011720 L3MBTL3 gi|55770870|ref|NPgi|55770870|ref|NP_115814.1|;gi|55770872|ref|NP_001007103.1| l(3)mbt-like 3 isoform a [Homo sa 780 88337 6.5 0 o Q 0 0 X X X X X X X 0 1 3 0 0 3 3 2.44 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.24E-05 4.49E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Present in Drosophila Scm, l(3)mbt, and vertebrate nucleus 1 3
3160 ENSG00000137462:ENSMUSG00000027995:ENSRNOG00000009822 TLR2 gi|19718734|ref|NPgi|19718734|ref|NP_003255.2| toll-like receptor 2 [Homo sapiens 784 89838 6.6 1 o588-610i S 19 0.936 X X X X X X X 0 2 3 0 2 3 3 3.95 8.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.23E-05 4.46E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TIR domain. The Toll/interleukin-1 receptor (TIR) cell surface [pmid 12443841]; integral to Gram-positive bacterial binding [pmid 2 3
3161 ENSG00000028116:ENSMUSG00000064090:ENSRNOG00000007864 VRK2 gi|71164884|ref|NPgi|71164884|ref|NP_006287.2| vaccinia related kinase 2 [Homo s 508 58141 8.8 1 o487-506i Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 6.3 8.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-05 4.42E-05 Serine/threonine protein kinase [General function integral to membrane; membrane ATP binding; nucleotide binding; protein 2 2
3162 ENSG00000111641:ENSMUSG00000038279:ENSRNOG00000018453 NOL1 gi|76150625|ref|NPgi|76150625|ref|NP_001028886.1| nucleolar protein 1, 120kDa [Hom 808 88973 9.2 0 o Q 37 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 3.59 8.7E-05 X X X X X X X 0 1 2.19E-05 4.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein-L-isoaspartate carboxylmethyltransferase nucleolus [pmid 1394192]; nucleus methyltransferase activity; protein 2 4
3163 ENSG00000135341:ENSMUSG00000028284:ENSRNOG00000005724 MAP3K7 gi|21735562|ref|NPgi|21735562|ref|NP_663304.1|;gi|21735564|ref|NP_663305.1|;gi|21735566|ref|NP_663306.1|;gi|4507361|ref|NP_003179.1|mitogen-activated protein kinase 606 67196 7.1 0 o Q 16 0.239 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 0 3 3 2.15 8.7E-05 X X X X X X X 0 1 2.19E-05 4.37E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. ATP binding; magnesium ion binding; 1 3
3164 ENSG00000175283:ENSMUSG00000075419:ENSRNOG00000016989 DOLK gi|7662482|ref|NP_gi|7662482|ref|NP_055723.1| transmembrane protein 15 [Homo 538 59268 8.6 14 o20-39i76-95o11S 37 0.84 X X X X X X X 0 1 2 0 1 2 2 4.09 8.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.17E-05 4.34E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Dolichol kinase [Lipid metabolism]; COG0170 integral to membrane; membrane phosphatidate cytidylyltransferase 1 2
3165 ENSG00000164068:ENSMUSG00000041528:ENSRNOG00000033378 RNF123 gi|37588869|ref|NPgi|37588869|ref|NP_071347.2| ring finger protein 123 [Homo sap 1314 148514 6.7 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 2.82 8.8E-05 1 2.19E-05 4.38E-05 RING-finger (Really Interesting New Gene) domain, a cytoplasm [pmid 11256614] ligase activity; metal ion binding; protein 2 3
3166 ENSG00000163933:ENSMUSG00000052395:ENSRNOG00000021805 RFT1 gi|16418361|ref|NPgi|16418361|ref|NP_443091.1| RFT1 homolog [Homo sapiens] 541 60335 8.9 12 i13-35o45-62i83-S 34 0.602 X X X X X X X 0 1 2 0 1 2 2 2.96 8.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.16E-05 4.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rft protein; pfam04506 integral to membrane lipid transporter activity 1 2
3167 ENSG00000097021:ENSMUSG00000028937:ENSRNOG00000010580 ACOT7 gi|32528282|ref|NPgi|32528282|ref|NP_863654.1|;gi|32528284|ref|NP_863655.1|;gi|32528286|ref|NP_863656.1|;gi|75709208|ref|NP_009205.3|acyl-CoA thioesterase 7 isoform h 380 41796 8.5 0 o Q 37 0.301 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.21 8.6E-05 X X X X X X X 0 1 2.15E-05 4.29E-05 Brown fat-inducible thioesterase (BFIT). Brain acyl- cytoplasm [pmid 10578051]; mitochondrion acyl-CoA binding [pmid 10578051]; 1 2
3168 ENSG00000117984:ENSMUSG00000007891:ENSRNOG00000020206 CTSD gi|4503143|ref|NP_gi|4503143|ref|NP_001900.1| cathepsin D preproprotein [Homo 412 44552 6.5 0 o S 21 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.01 8.6E-05 X X X X X X X 0 1 2.14E-05 4.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Eukaryotic aspartyl protease. Aspartyl (acid) extracellular region [pmid 14718574]; cathepsin D activity [pmid 3927292]; 2 2
3169 ENSG00000136100:ENSMUSG00000031479:ENSRNOG00000012654 VPS36 gi|71051598|ref|NPgi|71051598|ref|NP_057159.2| vacuolar protein sorting 36 [Homo 386 43817 7.2 0 o Q 17 0.017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.44 8.5E-05 X X X X X X X 0 1 2.11E-05 4.23E-05 Vacuolar protein sorting 36. Vps36 is involved in Golgi nucleus lipid binding 1 2
3170 ENSG00000125149:ENSMUSG00000031889:ENSRNOG00000014668 C16orf70 gi|21361956|ref|NPgi|21361956|ref|NP_079463.2| lin-10 [Homo sapiens] 422 47525 7.7 0 o Q 33 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.74 8.4E-05 X X X X X X X 0 1 2.09E-05 4.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Uncharacterised protein family (UPF0183). This family protein binding [pmid 16713569] 1 2
3171 ENSG00000161638:ENSMUSG00000000555:ENSRNOG00000036832 ITGA5 gi|56237029|ref|NPgi|56237029|ref|NP_002196.2| integrin alpha 5 precursor [Homo 1049 114536 5.8 1 o999-1021i S 42 0.999 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5 0 1 5 5 2.57 8.4E-05 X X X X X X X 0 1 2.1E-05 4.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Integrin alpha. This domain is found in integrin alpha integral to membrane; integrin complex calcium ion binding; protein binding; 1 5
3172 ENSG00000033627:ENSMUSG00000019302:ENSRNOG00000036814 ATP6V0A1 gi|19913418|ref|NPgi|19913418|ref|NP_005168.2| ATPase, H+ transporting, lysosom 831 95756 6.7 7 o400-422i443-46Q 22 0.219 X X X X X X X 0 2 3 0 2 3 3 4.69 8.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.11E-05 4.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 V-type ATPase 116kDa subunit family. This family integral to membrane; membrane hydrogen ion transporter activity 2 3
3173 ENSG00000198925:ENSMUSG00000033124:ENSRNOG00000018975 ATG9A gi|116089287|ref|Ngi|116089287|ref|NP_076990.4| APG9 autophagy 9-like 1 [Homo s 839 94447 6.7 5 i62-84o126-148i2Q 0 0 X X X X X X X 0 1 3 0 1 3 3 1.67 8.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.08E-05 4.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
3174 ENSG00000116221:ENSMUSG00000028622:ENSRNOG00000039795 MRPL37 gi|22547134|ref|NPgi|22547134|ref|NP_057575.2| mitochondrial ribosomal protein L 423 48118 8.6 0 o S 25 0.687 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.04 8.4E-05 X X X X X X X 0 1 2.09E-05 4.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Mitochondrial 28S ribosomal protein S30 (PDCD9). mitochondrial ribosome [pmid 11543634]; structural constituent of ribosome [pmid 2 2
3175 ENSG00000136560:ENSMUSG00000064289:ENSRNOG00000008859 TANK gi|19743569|ref|NPgi|19743569|ref|NP_004171.2| TRAF interacting protein TANK is 425 47816 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.18 8.3E-05 X X X X X X X 0 1 2.08E-05 4.16E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 V-type ATPase 116kDa subunit family. This family metal ion binding; protein binding [pmid 1 2
3176 ENSG00000141376:ENSMUSG00000059439:ENSRNOG00000003419 BCAS3 gi|153218595|ref|Ngi|153218595|ref|NP_060149.3|;gi|153218631|ref|NP_001092902.1| breast carcinoma amplified seque 913 99681 6.6 0 o Q 29 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.64 8.4E-05 1 2.1E-05 4.2E-05 1 2
3177 ENSG00000100385:ENSMUSG00000068227:NA IL2RB gi|4504665|ref|NP_gi|4504665|ref|NP_000869.1| interleukin 2 receptor beta precurs 551 61117 5.1 2 o10-32i243-265oS 27 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.9 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.04E-05 4.07E-05 Fibronectin type 3 domain; One of three types of external side of plasma membrane; integral hematopoietin/interferon-class (D200- 1 2
3178 ENSG00000143627:ENSMUSG00000041237:ENSRNOG00000020420 PKLR gi|10835121|ref|NPgi|10835121|ref|NP_000289.1|;gi|32967597|ref|NP_870986.1| pyruvate kinase, liver and RBC is 574 61830 7.8 0 o Q 37 0 2 5 5 0 0 0 2.96 0 1 2 0 0 2 2 4.36 8.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.03E-05 4.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Pyruvate kinase, barrel domain. This domain of the is magnesium ion binding; pyruvate kinase 3 7
3179 ENSG00000141101:ENSMUSG00000003848:ENSRNOG00000021890 NOB1 gi|7661532|ref|NP_gi|7661532|ref|NP_054781.1| nin one binding protein [Homo sa 412 46675 7.2 0 o Q 21 0.023 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 7.52 7.9E-05 X X X X X X X 0 1 1.98E-05 3.96E-05 Nin one binding (NOB1) Zn-ribbon like. This domain nucleus metal ion binding; zinc ion binding 1 2
3180 ENSG00000093000:ENSMUSG00000072878:ENSRNOG00000024560 NUP50 gi|24497447|ref|NPgi|24497447|ref|NP_705931.1|;gi|24497451|ref|NP_009103.2| nucleoporin 50kDa isoform a [Hom 440 46863 8.3 0 o Q 55 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 11.82 8E-05 X X X X X X X 0 1 2.01E-05 4.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 NUP50 (Nucleoporin 50 kDa). Nucleoporin 50 kDa integral to membrane; nuclear pore [pmid porin activity 2 2
3181 ENSG00000106524:ENSMUSG00000036188:ENSRNOG00000005623 ANKMY2 gi|28461129|ref|NPgi|28461129|ref|NP_064715.1| ankyrin repeat and MYND domain 441 49299 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.31 8E-05 X X X X X X X 0 1 2E-05 4.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ankyrin repeats; ankyrin repeats mediate protein- metal ion binding; zinc ion binding 1 2
3182 ENSG00000146826:ENSMUSG00000036948:ENSRNOG00000039214 C7orf43 gi|27363480|ref|NPgi|27363480|ref|NP_060745.3| hypothetical protein LOC55262 [H 580 62597 8.9 0 o Q 23 0.001 X X X X X X X 0 1 2 0 1 2 2 4.31 8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.01E-05 4.02E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 cytoplasm [pmid 11256614] catalytic activity 1 2
3183 ENSG00000141252:ENSMUSG00000017288:ENSRNOG00000006895 VPS53 gi|21361728|ref|NPgi|21361728|ref|NP_060759.2| vacuolar protein sorting 53 [Homo 670 76352 6 0 o Q 26 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.76 7.9E-05 X X X X X X X 0 1 1.98E-05 3.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Vps53-like, N-terminal. Vps53 complexes with Vps52 membrane 2 3
3184 ENSG00000182484:ENSMUSG00000024101:ENSRNOG00000012504 LOC376475 gi|169216741|ref|Xgi|169216741|ref|XP_377073.3| PREDICTED: hypothetical protein 447 47990 5.7 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.03 7.9E-05 X X X X X X X 0 1 1.98E-05 3.95E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3185 ENSG00000136877:ENSMUSG00000009566:ENSRNOG00000039341 FPGS gi|66932984|ref|NPgi|66932984|ref|NP_004948.4|;gi|66932990|ref|NP_001018088.1| folylpolyglutamate synthase isofo 587 64609 7.9 0 o S 22 0.999 X X X X X X X 0 1 2 0 0 2 2 2.73 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.99E-05 3.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Folylpolyglutamate synthase [Coenzyme metabolism]; cytoplasm [pmid 1409616]; cytosol [pmid ATP binding; ligase activity; nucleotide 1 2
3186 ENSG00000108578:ENSMUSG00000020840:ENSRNOG00000003563 BLMH gi|4557367|ref|NP_gi|4557367|ref|NP_000377.1| bleomycin hydrolase [Homo sapie 455 52562 6.3 0 o Q 28 0.017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.4 7.8E-05 X X X X X X X 0 1 1.94E-05 3.88E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Peptidase C1B subfamily (MEROPS database cytoplasm [pmid 8639621]; nucleus [pmid aminopeptidase activity [pmid 9546396]; 1 2
3187 ENSG00000174842:ENSMUSG00000029276:ENSRNOG00000002054 GLMN gi|16933537|ref|NPgi|16933537|ref|NP_444504.1| glomulin [Homo sapiens] 594 68208 5.3 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 3.2 7.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.96E-05 3.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 intracellular [pmid 12604780] hepatocyte growth factor receptor 1 2
3188 ENSG00000132005:ENSMUSG00000031706:ENSRNOG00000006049 RFX1 gi|52486543|ref|NPgi|52486543|ref|NP_002909.3| regulatory factor X1 [Homo sapien 979 104728 6.3 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.8 7.8E-05 1 1.96E-05 3.92E-05 RFX DNA-binding domain. RFX is a regulatory factor nucleus DNA binding; RNA polymerase II 2 2
3189 ENSG00000198087:ENSMUSG00000061665:ENSRNOG00000011987 CD2AP gi|11321634|ref|NPgi|11321634|ref|NP_036252.1| CD2-associated protein [Homo sa 639 71451 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 2.19 7.7E-05 X X X X X X X 0 1 1.92E-05 3.83E-05 Src homology 3 domains; SH3 domains bind to actin cytoskeleton [pmid 10339567]; protein binding [pmid 12029088] [pmid 1 3
3190 ENSG00000035687:ENSMUSG00000015961:ENSRNOG00000004481 ADSS gi|34577063|ref|NPgi|34577063|ref|NP_001117.2| adenylosuccinate synthase [Homo 456 50097 6.6 0 o Q 19 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.29 7.7E-05 X X X X X X X 0 1 1.94E-05 3.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adenylosuccinate synthetase. The enzyme (also adenylosuccinate synthase activity 1 2
3191 ENSG00000168685:ENSMUSG00000003882:ENSRNOG00000017413 IL7R gi|28610151|ref|NPgi|28610151|ref|NP_002176.2| interleukin 7 receptor precursor [H 459 51579 5.4 1 o241-263i S 21 0.979 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.36 7.7E-05 X X X X X X X 0 1 1.92E-05 3.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Fibronectin type III domain; pfam00041 integral to membrane; membrane antigen binding [pmid 9495344]; 1 2
3192 ENSG00000172009:ENSMUSG00000004929:ENSRNOG00000019924 THOP1 gi|4507491|ref|NP_gi|4507491|ref|NP_003240.1| thimet oligopeptidase 1 [Homo sa 689 78840 6 0 o Q 18 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 7.4 7.7E-05 X X X X X X X 0 1 1.92E-05 3.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Peptidase family M3. This is the Thimet metal ion binding; 2 3
3193 ENSG00000163631:ENSMUSG00000029368:ENSRNOG00000002911 ALB gi|4502027|ref|NP_gi|4502027|ref|NP_000468.1| albumin precursor [Homo sapiens 609 69367 6.3 0 o S 19 1 X X X X X X X 0 1 2 0 1 2 2 2.63 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.91E-05 3.83E-05 X X X X X X X 0 1 3 3 0 0 0 2.46 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 extracellular region [pmid 14718574]; antioxidant activity [pmid 14726550]; 2 5
3194 ENSG00000153283:ENSMUSG00000022657:ENSRNOG00000023030 CD96 gi|38683840|ref|NPgi|38683840|ref|NP_937839.1|;gi|5032141|ref|NP_005807.1|CD96 antigen isoform 1 precurso 585 65634 7.1 1 o518-540i Q 22 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 0 2 2 2.39 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.84E-05 Immunoglobulin V-set domain. This domain is found integral to plasma membrane [pmid 1 2
3195 ENSG00000033800:ENSMUSG00000032405:ENSRNOG00000034272 PIAS1 gi|7706637|ref|NP_gi|7706637|ref|NP_057250.1| protein inhibitor of activated STAT 651 71836 7.3 0 o Q 27 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 3.07 7.5E-05 X X X X X X X 0 1 1.88E-05 3.76E-05 MIZ/SP-RING zinc finger. This domain has SUMO nucleus [pmid 9724754] androgen receptor binding [pmid 1 3
3196 ENSG00000169299:ENSMUSG00000029171:ENSRNOG00000002185 PGM2 gi|63055049|ref|NPgi|63055049|ref|NP_060760.2| phosphoglucomutase 2 [Homo sa 612 68283 6.7 0 o Q 16 0 X X X X X X X 0 1 2 0 1 2 2 2.94 7.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.91E-05 3.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Phosphoglucomutase/phosphomannomutase, isomerase activity; magnesium ion 1 2
3197 ENSG00000135686:ENSMUSG00000031828:ENSRNOG00000016422 C16orf44 gi|31542246|ref|NPgi|31542246|ref|NP_079007.2| hypothetical protein LOC79786 [H 616 69896 6.2 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 6.33 7.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.89E-05 3.79E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Kelch motif. The kelch motif was initially discovered in protein binding 2 2
3198 ENSG00000154822:ENSMUSG00000038910:ENSRNOG00000013368 PLCL2 gi|24308011|ref|NPgi|24308011|ref|NP_055999.1| phospholipase C-like 2 [Homo sa 1001 113749 6.3 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.2 7.7E-05 1 1.92E-05 3.83E-05 Phospholipase C (PLC) pleckstrin homology (PH) calcium ion binding; phosphoinositide 1 2
3199 ENSG00000175216:ENSMUSG00000040549:ENSRNOG00000016067 CKAP5 gi|57164942|ref|NPgi|57164942|ref|NP_001008938.1| colonic and hepatic tumor over-ex 2032 225493 7.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 0 3 4 4 2.31 7.6E-05 1 1.89E-05 3.78E-05 centrosome [pmid 14718566]; gamma- binding; protein binding [pmid 3 4
3200 ENSG00000135655:ENSMUSG00000020124:ENSRNOG00000023202 USP15 gi|14149627|ref|NPgi|14149627|ref|NP_006304.1| ubiquitin specific peptidase 15 [Ho 952 109297 5.2 0 o Q 30 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 2.21 7.4E-05 X X X X X X X 0 1 1.86E-05 3.71E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 A subfamily of Peptidase C19. Peptidase C19 cysteine-type endopeptidase activity 1 4
3201 ENSG00000115977:ENSMUSG00000057230:ENSRNOG00000018317 AAK1 gi|148277037|ref|Ngi|148277037|ref|NP_055726.3| AP2 associated kinase 1 [Homo s 961 103885 6.5 0 o Q 30 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 0 2 4 4 7.08 7.4E-05 X X X X X X X 0 1 1.84E-05 3.68E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 4
3202 ENSG00000089336:ENSMUSG00000078762:ENSRNOG00000024266 KIAA0841 gi|149944680|ref|Ngi|149944680|ref|NP_056117.1| hypothetical protein LOC23354 [H 633 71683 8.5 0 o Q 25 0.001 X X X X X X X 0 1 2 0 1 2 2 2.53 7.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.84E-05 3.68E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3203 ENSG00000113240:ENSMUSG00000020385:ENSRNOG00000003714 CLK4 gi|10190706|ref|NPgi|10190706|ref|NP_065717.1|;gi|67551261|ref|NP_004062.2| CDC-like kinase 4 [Homo sapiens 481 57492 8.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.91 7.3E-05 X X X X X X X 0 1 1.84E-05 3.67E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. nucleus ATP binding; nucleotide binding; protein 1 2
3204 ENSG00000125999:ENSMUSG00000027485:ENSRNOG00000015468 C20orf114 gi|40807482|ref|NPgi|40807482|ref|NP_149974.2| LPLUNC1 protein precursor [Hom 484 52442 7.2 1 i7-29o S 22 0.997 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 5.37 7.3E-05 X X X X X X X 0 1 1.82E-05 3.65E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 BPI/LBP/CETP N-terminal domain; Bactericidal lipid binding 1 2
3205 ENSG00000113282:ENSMUSG00000006169:ENSRNOG00000005406 CLINT1 gi|7661968|ref|NP_gi|7661968|ref|NP_055481.1| epsin 4 [Homo sapiens] 625 68259 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.88 7.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.79E-05 3.59E-05 ENTH domain, Epsin family; The epsin (Eps15 Golgi apparatus [pmid 10942595] lipid binding 1 2
3206 ENSG00000166037:ENSMUSG00000031922:ENSRNOG00000006792 CEP57 gi|45430055|ref|NPgi|45430055|ref|NP_055494.2| translokin [Homo sapiens] 500 57089 9.3 0 o S 20 0.669 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.4 7.1E-05 X X X X X X X 0 1 1.77E-05 3.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein of unknown function (DUF1167). This family centrosome [pmid 14654843]; Golgi fibroblast growth factor binding [pmid 1 2
3207 ENSG00000165006:ENSMUSG00000028437:ENSRNOG00000012004 UBAP1 gi|8394499|ref|NP_gi|8394499|ref|NP_057609.2| ubiquitin associated protein 1 [Ho 502 55084 5.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 8.17 7E-05 X X X X X X X 0 1 1.76E-05 3.52E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Helix-turn-helix (HTH) TipAL, Mta, and SkgA cytoplasm [pmid 11256614] 2 2
3208 ENSG00000155660:ENSMUSG00000025823:ENSRNOG00000006228 PDIA4 gi|4758304|ref|NP_gi|4758304|ref|NP_004902.1| protein disulfide isomerase-assoc 645 72933 5.1 1 i7-24o S 25 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 3.1 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.74E-05 3.48E-05 PDIb family, ERp72 subfamily, first redox inactive TRX- endoplasmic reticulum; endoplasmic calcium ion binding; electron carrier 1 2
3209 ENSG00000146376:ENSMUSG00000039031:ENSRNOG00000011245 ARHGAP18 gi|39932589|ref|NPgi|39932589|ref|NP_277050.2| Rho GTPase activating protein 18 663 74977 6.4 0 o Q 15 0.035 X X X X X X X 0 1 2 0 1 2 2 2.71 7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.76E-05 3.52E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RhoGAP_ARHGAP18: RhoGAP (GTPase-activator intracellular GTPase activator activity; protein binding 1 2
3210 ENSG00000103047:ENSMUSG00000041949:ENSRNOG00000022524 TMCO7 gi|153791502|ref|Ngi|153791502|ref|NP_078838.1| transmembrane and coiled-coil do 1094 120747 6.1 0 o Q 36 0.01 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.19 7E-05 1 1.75E-05 3.51E-05 1 2
3211 ENSG00000068394:ENSMUSG00000031148:ENSRNOG00000022939 GPKOW gi|15811782|ref|NPgi|15811782|ref|NP_056513.2| G patch domain and KOW motifs 476 52229 6.2 0 o Q 23 0.316 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.93 6.9E-05 X X X X X X X 0 1 1.71E-05 3.43E-05 glycine rich nucleic binding domain; A predicted intracellular nucleic acid binding 1 2
3212 ENSG00000101654:ENSMUSG00000009535:ENSRNOG00000016698 RNMT gi|4506567|ref|NP_gi|4506567|ref|NP_003790.1| RNA (guanine-7-) methyltransfera 476 54844 6.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.78 6.9E-05 X X X X X X X 0 1 1.71E-05 3.43E-05 mRNA capping enzyme. This family of enzymes are nucleus [pmid 9705270] methyltransferase activity; mRNA 1 2
3213 ENSG00000130935:ENSMUSG00000018433:NA NOL11 gi|21361468|ref|NPgi|21361468|ref|NP_056277.2| nucleolar protein 11 [Homo sapie 719 81124 6.1 0 o Q 25 0.201 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 4.59 6.8E-05 X X X X X X X 0 1 1.7E-05 3.4E-05 NUC205 domain. This domain is found in a novel nucleus 1 3
3214 ENSG00000106683:ENSMUSG00000029674:ENSRNOG00000001470 LIMK1 gi|4505001|ref|NP_gi|4505001|ref|NP_002305.1| LIM domain kinase 1 [Homo sapie 647 72585 7 0 o Q 17 0.055 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 6.34 6.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.73E-05 3.47E-05 Serine/Threonine protein kinases, catalytic domain; cytoplasm [pmid 8537403] ATP binding; metal ion binding; 1 2
3215 ENSG00000138646:NA:NA HERC5 gi|110825982|ref|Ngi|110825982|ref|NP_057407.2| hect domain and RLD 5 [Homo sa 1024 116852 7.6 0 o S 48 0.84 X X X X X X X 0 1 3 0 1 3 3 1.66 6.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.71E-05 3.42E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
3216 ENSG00000103043:ENSMUSG00000010936:ENSRNOG00000017219 VAC14 gi|39780552|ref|NPgi|39780552|ref|NP_060522.3| Vac14 homolog [Homo sapiens] 782 87973 6.1 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.58 6.8E-05 X X X X X X X 0 1 1.69E-05 3.39E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 binding; receptor activity [pmid 8611628] 2 3
3217 ENSG00000145495:ENSMUSG00000039100:ENSRNOG00000011066 MARCH6 gi|33589846|ref|NPgi|109464568|ref|XP_215517.4|;gi|33589846|ref|NP_005876.2| membrane-associated ring finger 910 102545 6.3 14 i92-114o141-163Q 0 0 X X X X X X X 0 1 3 0 0 3 3 1.91 7.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.92E-05 3.84E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 The RING-variant domain is a C4HC3 zinc-finger like protein binding; zinc ion binding 1 3
3218 ENSG00000072803:ENSMUSG00000020271:ENSRNOG00000004395 FBXW11 gi|48928046|ref|NPgi|48928046|ref|NP_387448.2|;gi|48928048|ref|NP_387449.2|;gi|48928050|ref|NP_036432.2| F-box and WD repeat domain con 529 60898 6.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.73 6.7E-05 X X X X X X X 0 1 1.67E-05 3.34E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 WD40 domain, found in a number of eukaryotic ubiquitin ligase complex [pmid 10531035] protein binding [pmid 15070733]; 1 2
3219 ENSG00000147324:ENSMUSG00000070056:ENSRNOG00000011431 MFHAS1 gi|110825984|ref|Ngi|110825984|ref|NP_004216.2| malignant fibrous histiocytoma am 1052 116950 7.9 0 o S 46 0.892 X X X X X X X 0 2 3 0 2 3 3 3.8 6.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.66E-05 3.33E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
3220 ENSG00000135392:ENSMUSG00000025354:ENSRNOG00000030239 DNAJC14 gi|119943096|ref|Ngi|119943096|ref|NP_115740.5| dopamine receptor interacting pro 702 78569 8.1 2 o298-320i327-34Q 32 0.001 X X X X X X X 0 1 2 0 1 2 2 1.85 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.66E-05 3.32E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3221 ENSG00000100784:ENSMUSG00000021180:ENSRNOG00000004362 RPS6KA5 gi|32528295|ref|NPgi|32528295|ref|NP_004746.2| ribosomal protein S6 kinase, 90kD 802 89865 7.1 0 o Q 19 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.36 6.6E-05 X X X X X X X 0 1 1.65E-05 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. nucleus [pmid 9687510] ATP binding [pmid 9687510]; catalytic 2 3
3222 ENSG00000164951:ENSMUSG00000049225:ENSRNOG00000016180 PPM2C gi|45439339|ref|NPgi|45439339|ref|NP_060914.2| pyruvate dehydrogenase phospha 537 61054 6.7 0 o Q 18 0.025 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.91 6.6E-05 X X X X X X X 0 1 1.64E-05 3.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/threonine phosphatases, family 2C, catalytic mitochondrion; protein serine/threonine calcium ion binding; catalytic activity; 1 2
3223 ENSG00000124383:ENSMUSG00000030521:ENSRNOG00000016266 MPHOSPH10 gi|31317305|ref|NPgi|31317305|ref|NP_005782.1| M-phase phosphoprotein 10 [Hom 681 78864 4.9 0 o Q 24 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.79 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.65E-05 3.29E-05 Mpp10 protein. This family includes proteins related to nucleolus [pmid 9450966]; nucleus; small protein binding [pmid 12655004]; RNA 1 2
3224 ENSG00000070367:ENSMUSG00000061244:ENSRNOG00000013804 EXOC5 gi|5730037|ref|NP_gi|5730037|ref|NP_006535.1| SEC10 protein [Homo sapiens] 708 81853 6.7 0 o Q 0 0 X X X X X X X 0 2 2 0 2 2 2 4.1 6.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.65E-05 3.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Exocyst complex component Sec10. This family cytoplasm [pmid 9119050] 2 2
3225 ENSG00000196236:ENSMUSG00000022401:ENSRNOG00000019196 XPNPEP3 gi|11559925|ref|NPgi|11559925|ref|NP_071381.1| X-prolyl aminopeptidase (aminope 507 57034 6.8 0 o S 23 0.604 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.11 6.4E-05 X X X X X X X 0 1 1.61E-05 3.22E-05 Prolidase. E.C. 3.4.13.9. Also known as Xaa-Pro metalloexopeptidase activity; peptidase 1 2
3226 ENSG00000155034:ENSMUSG00000066640:ENSRNOG00000033326 FBXL18 gi|157426875|ref|Ngi|157426875|ref|NP_079239.3| F-box and leucine-rich repeat pro 718 78919 8.3 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 3.62 6.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.62E-05 3.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3227 ENSG00000004139:ENSMUSG00000050132:ENSRNOG00000010244 SARM1 gi|154090976|ref|Ngi|154090976|ref|NP_055892.2| sterile alpha and TIR motif contain 724 79388 6.6 0 o Q 20 0.282 X X X X X X X 0 1 2 0 1 2 2 2.49 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.61E-05 3.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3228 ENSG00000091483:ENSMUSG00000026526:ENSRNOG00000003653 FH gi|19743875|ref|NPgi|19743875|ref|NP_000134.2| fumarate hydratase precursor [Ho 510 54637 8.8 0 o S 32 0.992 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.51 6.4E-05 X X X X X X X 0 1 1.6E-05 3.2E-05 Class II fumarases. This group contains proteins cytoplasm [pmid 8200987]; mitochondrion fumarate hydratase activity [pmid 1 2
3229 ENSG00000165661:ENSMUSG00000036327:ENSRNOG00000018574 QSOX2 gi|145580631|ref|Ngi|145580631|ref|NP_859052.3| quiescin Q6-like 1 [Homo sapiens 698 77529 7.7 1 o661-683i S 53 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.15 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.61E-05 3.21E-05 1 2
3230 ENSG00000091409:ENSMUSG00000027111:ENSRNOG00000001518 ITGA6 gi|119395740|ref|Ngi|119395740|ref|NP_001073286.1|;gi|119395742|ref|NP_000201.2| integrin alpha chain, alpha 6 isofo 1091 122053 6.8 1 o1015-1037i S 24 0.999 X X X X X X X 0 3 3 0 0 3 3 4.49 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.6E-05 3.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 3 3
3231 ENSG00000140848:ENSMUSG00000034361:NA CPNE2 gi|30181236|ref|NPgi|30181236|ref|NP_689940.3| copine II [Homo sapiens] 548 61190 6.1 0 o Q 25 0.041 X X X X X X X 0 2 3 2 1 1 1.5 9.49 6.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.6E-05 3.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 VWA Copine: Copines are phospholipid-binding 2 3
3232 ENSG00000039650:ENSMUSG00000002963:ENSRNOG00000020318 PNKP gi|31543419|ref|NPgi|31543419|ref|NP_009185.2| polynucleotide kinase 3'-phospha 521 57076 8.5 0 o Q 31 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.33 6.3E-05 X X X X X X X 0 1 1.57E-05 3.13E-05 Polynucleotide kinase 3 phosphatase. Polynucleotide nucleus [pmid 10446193] ATP binding [pmid 10446192]; ATP- 2 2
3233 ENSG00000127804:ENSMUSG00000010554:ENSRNOG00000002764 METT10D gi|122114654|ref|Ngi|122114654|ref|NP_076991.3| methyltransferase 10 domain con 562 63621 7.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.2 6.3E-05 X X X X X X X 0 1 1.57E-05 3.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3234 ENSG00000138399:ENSMUSG00000027086:ENSRNOG00000024335 FASTKD1 gi|31377837|ref|NPgi|31377837|ref|NP_078898.2| FAST kinase domains 1 [Homo sa 847 97367 7.7 0 o Q 21 0.085 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 4.49 6.3E-05 X X X X X X X 0 1 1.56E-05 3.13E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RAP domain. This domain is found in various ATP binding; protein kinase activity 2 3
3235 ENSG00000075651:ENSMUSG00000027695:ENSRNOG00000028156 PLD1 gi|4505873|ref|NP_gi|4505873|ref|NP_002653.1| phospholipase D1, phophatidylch 1074 124184 8.8 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 2.14 6.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.57E-05 3.13E-05 Phospholipase D (PLD) pleckstrin homology (PH) endoplasmic reticulum; endosome [pmid hydrolase activity; phosphoinositide 1 3
3236 ENSG00000015171:ENSMUSG00000021156:ENSRNOG00000014670 ZMYND11 gi|47078243|ref|NPgi|47078243|ref|NP_997644.1|;gi|5729746|ref|NP_006615.1|zinc finger, MYND domain contain 528 61830 8.3 0 o Q 39 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.52 6.2E-05 X X X X X X X 0 1 1.55E-05 3.09E-05 PWWP domain. The PWWP domain is named after a nucleus [pmid 7621829] DNA binding; metal ion binding; protein 1 2
3237 ENSG00000124570:ENSMUSG00000047889:ENSRNOG00000022157 SERPINB6 gi|41152086|ref|NPgi|41152086|ref|NP_004559.4| serine (or cysteine) proteinase inh 376 42622 5.3 0 o Q 21 0.004 X X X X X X X 0 1 1 0 1 1 1 3.99 6.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.55E-05 3.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 4 4 0 0 0 2.66 0 0 0 0 Plasminogen Activator Inhibitor-2 (PAI-2). PAI-2 is a cytosol [pmid 8415716] protein binding [pmid 8415716]; serine- 3 5
3238 ENSG00000149231:ENSMUSG00000079084:ENSRNOG00000005713 CCDC82 gi|19923844|ref|NPgi|19923844|ref|NP_079001.2| coiled-coil domain containing 82 [ 544 64002 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.21 6E-05 X X X X X X X 0 1 1.5E-05 3E-05 1 2
3239 ENSG00000168297:ENSMUSG00000033885:ENSRNOG00000008024 PXK gi|31543452|ref|NPgi|31543452|ref|NP_060241.2| PX domain containing serine/thre 578 64950 9.3 0 o Q 30 0.004 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.63 6.1E-05 X X X X X X X 0 1 1.53E-05 3.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Serine/Threonine protein kinases, catalytic domain. cytoplasm [pmid 16142408] actin binding; ATP binding [pmid 1 2
3240 ENSG00000084234:ENSMUSG00000031996:NA APLP2 gi|4502147|ref|NP_gi|4502147|ref|NP_001633.1| amyloid beta (A4) precursor-like p 763 86956 4.8 2 i13-35o694-716i S 32 1 X X X X X X X 0 1 2 0 1 2 2 2.62 6.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.53E-05 3.06E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 BPTI/Kunitz family of serine protease inhibitors; integral to membrane [pmid 8485127]; binding; DNA binding [pmid 7702756]; 1 2
3241 ENSG00000156697:ENSMUSG00000079470:ENSRNOG00000005012 UTP14A gi|21361348|ref|NPgi|21361348|ref|NP_006640.2| UTP14, U3 small nucleolar ribonu 771 87978 7.9 0 o Q 17 0.072 X X X X X X X 0 1 2 0 1 2 2 1.3 6.1E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.51E-05 3.03E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Utp14 protein. This protein is found to be part of a nucleus protein binding [pmid 15383276] 1 2
3242 ENSG00000065883:ENSMUSG00000041297:ENSRNOG00000013620 CDC2L5 gi|145309300|ref|Ngi|145309300|ref|NP_112557.2|;gi|145309302|ref|NP_003709.3| cell division cycle 2-like 5 isoform 1452 158434 9.7 0 o Q 19 0.014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 5 4 0 1 5 4.55 6.1E-05 X X X X X X X 0 1 1.52E-05 3.04E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 5
3243 ENSG00000196843:ENSMUSG00000037447:ENSRNOG00000015382 ARID5A gi|47078224|ref|NPgi|47078224|ref|NP_997646.1| AT rich interactive domain 5A [Ho 594 64074 9.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.69 5.9E-05 X X X X X X X 0 1 1.49E-05 2.97E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 BRIGHT, ARID (A/T-rich interaction domain) domain; intracellular; nucleus [pmid 15640446] DNA binding [pmid 15640446]; 1 2
3244 ENSG00000178252:ENSMUSG00000066357:ENSRNOG00000020185 WDR6 gi|11072093|ref|NPgi|11072093|ref|NP_060501.2| WD repeat domain 6 protein [Hom 1121 121724 6.9 0 o Q 29 0.017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 3 0 1 3 3 1.25 6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.5E-05 3E-05 WD40 domain, found in a number of eukaryotic 1 3
3245 ENSG00000164306:ENSMUSG00000038225:ENSRNOG00000022320 CCDC111 gi|22749373|ref|NPgi|22749373|ref|NP_689896.1| coiled-coil domain containing 111 560 64412 5.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.14 5.8E-05 X X X X X X X 0 1 1.46E-05 2.91E-05 Herpesviridae UL52/UL70 DNA primase. Herpes 1 2
3246 ENSG00000066557:ENSMUSG00000063052:ENSRNOG00000011555 LRRC40 gi|21361633|ref|NPgi|21361633|ref|NP_060238.3| leucine rich repeat containing 40 602 68250 6.4 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.32 5.9E-05 X X X X X X X 0 1 1.47E-05 2.93E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Leucine-rich repeats (LRRs), ribonuclease inhibitor transferase activity 1 2
3247 ENSG00000117298:ENSMUSG00000057530:ENSRNOG00000014241 ECE1 gi|4503443|ref|NP_gi|4503443|ref|NP_001388.1| endothelin converting enzyme 1 is 770 87164 5.9 1 i69-91o S 25 0.911 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.34 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.46E-05 2.91E-05 Peptidase family M13. Mammalian enzymes are integral to membrane [pmid 7695628]; endothelin-converting enzyme 1 activity; 1 2
3248 ENSG00000170242:ENSMUSG00000059263:ENSRNOG00000026754 USP47 gi|71774197|ref|NPgi|71774197|ref|NP_060414.3| ubiquitin specific protease 47 [Ho 1287 147222 5.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 1.09 6E-05 1 1.49E-05 2.98E-05 A subfamily of Peptidase C19. Peptidase C19 cysteine-type endopeptidase activity; 2 2
3249 ENSG00000198522:ENSMUSG00000062761:ENSRNOG00000039815 ZNF512 gi|40217790|ref|NPgi|40217790|ref|NP_115810.2| zinc finger protein 512 [Homo sap 567 64682 9.8 0 o Q 23 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.35 5.8E-05 X X X X X X X 0 1 1.44E-05 2.88E-05 Putative transcriptional repressor regulating G2/M intracellular; nucleus DNA binding; metal ion binding; nucleic 2 2
3250 ENSG00000100949:ENSMUSG00000040472:ENSRNOG00000030483 RABGGTA gi|53828918|ref|NPgi|53828918|ref|NP_004572.3| Rab geranylgeranyltransferase, a 567 65072 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.59 5.8E-05 X X X X X X X 0 1 1.44E-05 2.88E-05 Rab geranylgeranyl transferase alpha-subunit, insert metal ion binding; protein 1 2
3251 ENSG00000021574:ENSMUSG00000024068:ENSRNOG00000027136 SPAST gi|11875211|ref|NPgi|11875211|ref|NP_055761.2|;gi|40806170|ref|NP_955468.1| spastin isoform 1 [Homo sapiens] 616 67197 9.6 1 i57-79o Q 39 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 3.57 5.7E-05 X X X X X X X 0 1 1.43E-05 2.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Magnesium chelatase, subunit ChlI. Magnesium- nucleus [pmid 10610178] ATP binding; nucleoside-triphosphatase 1 2
3252 ENSG00000167721:ENSMUSG00000038335:ENSRNOG00000002980 TSR1 gi|39780588|ref|NPgi|39780588|ref|NP_060598.3| TSR1, 20S rRNA accumulation [H 804 91810 7.4 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 1.87 5.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.45E-05 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Bms1. Bms1 is an essential, evolutionarily conserved, 1 2
3253 ENSG00000165819:ENSMUSG00000022160:ENSRNOG00000013111 METTL3 gi|21361827|ref|NPgi|21361827|ref|NP_062826.2| methyltransferase like 3 [Homo sa 580 64474 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 6.03 5.6E-05 X X X X X X X 0 1 1.41E-05 2.81E-05 MT-A70. MT-A70 is the S-adenosylmethionine-binding nucleus [pmid 9409616] methyltransferase activity; mRNA (2'-O- 1 2
3254 ENSG00000178996:ENSMUSG00000042364:ENSRNOG00000010971 SNX18 gi|157057543|ref|Ngi|157057543|ref|NP_443102.2|;gi|157057545|ref|NP_001096045.1| sorting nexin associated golgi pro 628 68895 5.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.55 5.6E-05 X X X X X X X 0 1 1.41E-05 2.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3255 ENSG00000129691:ENSMUSG00000031575:ENSRNOG00000014875 ASH2L gi|157412280|ref|Ngi|157412280|ref|NP_004665.2|;gi|157412282|ref|NP_001098684.1| ash2-like isoform a [Homo sapien 628 68723 5.7 0 o Q 28 0.011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.23 5.6E-05 X X X X X X X 0 1 1.41E-05 2.81E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3256 ENSG00000149262:ENSMUSG00000025133:ENSRNOG00000012552 INTS4 gi|50086624|ref|NPgi|50086624|ref|NP_291025.3| integrator complex subunit 4 [Hom 963 108171 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 3.84 5.5E-05 X X X X X X X 0 1 1.38E-05 2.75E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Adaptin N terminal region. This family consists of the integrator complex [pmid 16239144] binding; protein binding [pmid 2 3
3257 ENSG00000182511:ENSMUSG00000053158:ENSRNOG00000011683 FES gi|4503687|ref|NP_gi|4503687|ref|NP_001996.1| V-FES feline sarcoma viral/V-FPS 822 93497 6.7 0 o Q 18 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.31 5.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.36E-05 2.73E-05 Serine/Threonine protein kinases, catalytic domain; ATP binding; nucleotide binding; protein- 1 2
3258 ENSG00000132334:ENSMUSG00000041836:ENSRNOG00000015717 PTPRE gi|18860859|ref|NPgi|18860859|ref|NP_569119.1|;gi|5729993|ref|NP_006495.1|protein tyrosine phosphatase, rec 642 74595 7.5 0 o Q 20 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 6.85 5.5E-05 X X X X X X X 0 1 1.38E-05 2.75E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Protein tyrosine phosphatases (PTP) catalyze the cytoplasm; integral to plasma membrane; hydrolase activity; protein tyrosine 2 2
3259 ENSG00000204120:ENSMUSG00000048000:ENSRNOG00000023577 GIGYF2 gi|156766043|ref|Ngi|156766043|ref|NP_001096616.1|;gi|156766045|ref|NP_001096617.1|;gi|156766047|ref|NP_001096618.1| trinucleotide repeat containing 15 1299 150070 5.5 0 o Q 33 0.009 X X X X X X X 0 1 3 0 0 3 3 1.54 5.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.35E-05 2.69E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
3260 ENSG00000171492:ENSMUSG00000046079:ENSRNOG00000002121 LRRC8D gi|34222199|ref|NPgi|34222199|ref|NP_060573.2| leucine rich repeat containing 8 fa 858 98201 7.7 3 i26-48o164-183i3A 47 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.1 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.31E-05 2.61E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor integral to membrane; membrane protein binding [pmid 15231747]; 1 2
3261 ENSG00000122515:ENSMUSG00000041164:ENSRNOG00000025923 ZMIZ2 gi|54607110|ref|NPgi|109499979|ref|XP_001068437.1|;gi|54607108|ref|NP_113637.3|;gi|54607110|ref|NP_777589.2| zinc finger, MIZ-type containing 2 894 93981 7.2 0 o Q 52 0.009 X X X X X X X 0 1 2 0 0 2 2 1.69 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.3E-05 2.61E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 MIZ/SP-RING zinc finger. This domain has SUMO nucleus carbohydrate binding; metal ion binding; 1 2
3262 ENSG00000162227:ENSMUSG00000003680:ENSRNOG00000019419 TAF6L gi|5453844|ref|NP_gi|5453844|ref|NP_006464.1| TAF6-like RNA polymerase II [Ho 622 67814 9 0 o Q 38 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 4.5 5.2E-05 X X X X X X X 0 1 1.31E-05 2.62E-05 Protein of unknown function (DUF1546). Associated histone deacetylase complex [pmid DNA binding [pmid 9674425]; RNA 1 2
3263 ENSG00000100226:ENSMUSG00000042535:ENSRNOG00000014634 GTPBP1 gi|82546879|ref|NPgi|82546879|ref|NP_004277.2| GTP binding protein 1 [Homo sap 669 72454 8.3 0 o Q 32 0.012 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.19 5.3E-05 X X X X X X X 0 1 1.32E-05 2.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Domain III of the GP-1 family of GTPase. This group electron carrier activity; GTP binding 2 2
3264 ENSG00000167674:ENSMUSG00000002833:NA AC011498.7-2 gi|14249158|ref|NPgi|14249158|ref|NP_116020.1|;gi|48255931|ref|NP_001001520.1| hepatoma-derived growth factor-r 670 74230 7.5 0 o Q 18 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 6.42 5.3E-05 X X X X X X X 0 1 1.32E-05 2.64E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 PWWP domain. The PWWP domain is named after a 2 2
3265 ENSG00000164169:ENSMUSG00000037134:ENSRNOG00000012928 PRMT10 gi|40538772|ref|NPgi|40538772|ref|NP_612373.2| protein arginine methyltransferase 845 94501 5.2 0 o Q 47 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.13 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.66E-05 Tetratricopeptide repeat domain; typically contains 34 methyltransferase activity; transferase 1 2
3266 ENSG00000118898:ENSMUSG00000039457:ENSRNOG00000002930 PPL gi|45439327|ref|NPgi|45439327|ref|NP_002696.3| periplakin [Homo sapiens] 1756 204676 5.6 0 o Q 0 0 X X X X X X X 0 2 4 0 2 4 4 1.71 5.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.33E-05 2.66E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Spectrin repeats, found in several proteins involved in cytoskeleton [pmid 9521878] protein binding [pmid 12244133]; 2 4
3267 ENSG00000119778:ENSMUSG00000020631:ENSRNOG00000039610 ATAD2B gi|153792536|ref|Ngi|153792536|ref|NP_060022.1| ATPase family, AAA domain cont 1458 164913 6.8 0 o Q 27 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.23 5.3E-05 1 1.32E-05 2.63E-05 1 2
3268 ENSG00000119203:ENSMUSG00000054309:ENSRNOG00000024215 CPSF3 gi|7706427|ref|NP_gi|7706427|ref|NP_057291.1| cleavage and polyadenylation spe 684 77486 5.6 0 o Q 21 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.49 5.2E-05 X X X X X X X 0 1 1.29E-05 2.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RNA-metabolising metallo-beta-lactamase. The nucleoplasm [pmid 7969155]; nucleus RNA binding 1 2
3269 ENSG00000196642:ENSMUSG00000015087:ENSRNOG00000016795 C9orf86 gi|38201704|ref|NPgi|38201704|ref|NP_078994.2| Rab-like GTP-binding protein 1 [H 686 74831 5.1 0 o Q 23 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.6 5.1E-05 X X X X X X X 0 1 1.29E-05 2.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Rab family. Rab GTPases form the largest family GTP binding; nucleotide binding; protein 1 2
3270 ENSG00000173020:ENSMUSG00000024858:ENSRNOG00000018985 ADRBK1 gi|148539876|ref|Ngi|148539876|ref|NP_001610.2| beta adrenergic receptor kinase 1 689 79574 7.3 0 o Q 23 0.005 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.1 5.1E-05 X X X X X X X 0 1 1.28E-05 2.56E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
3271 ENSG00000121057:ENSMUSG00000018428:ENSRNOG00000002373 AKAP1 gi|4502015|ref|NP_gi|4502015|ref|NP_003479.1| A-kinase anchor protein 1 precurs 903 97342 4.9 1 i7-26o S 32 0.737 X X X X X X X 0 2 2 0 2 2 2 5.32 5.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.29E-05 2.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 K homology RNA-binding domain, type I. KH binds integral to membrane; membrane; RNA binding [pmid 8769136] 2 2
3272 ENSG00000095787:ENSMUSG00000024283:ENSRNOG00000018698 WAC gi|18379328|ref|NPgi|18379328|ref|NP_057712.2|;gi|18379330|ref|NP_567822.1| WW domain-containing adapter w 647 70724 9.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 6.34 5E-05 X X X X X X X 0 1 1.26E-05 2.52E-05 Two conserved tryptophans domain; also known as glucan 1,4-alpha-glucosidase activity 1 2
3273 ENSG00000148634:ENSMUSG00000020064:ENSRNOG00000000381 HERC4 gi|37620181|ref|NPgi|37620181|ref|NP_056416.2|;gi|63025188|ref|NP_071362.1| hect domain and RLD 4 isoform b 1049 117697 6.3 0 o Q 16 0.014 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 0 0 3 3 3.43 5.1E-05 X X X X X X X 0 1 1.26E-05 2.53E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Domain Homologous to E6-AP Carboxyl Terminus intracellular ubiquitin-protein ligase activity 2 3
3274 ENSG00000196792:ENSMUSG00000020954:ENSRNOG00000005585 STRN3 gi|142976675|ref|Ngi|142976675|ref|NP_055389.3|;gi|142976686|ref|NP_001077362.1| nuclear autoantigen isoform 2 [Ho 713 77745 5.3 0 o Q 16 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 5.47 5E-05 X X X X X X X 0 1 1.24E-05 2.48E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3275 ENSG00000163507:ENSMUSG00000033031:ENSRNOG00000039183 KIAA1524 gi|24308239|ref|NPgi|24308239|ref|NP_065941.1| p90 autoantigen [Homo sapiens] 905 102201 6.2 0 o Q 17 0.048 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 5.86 5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.24E-05 2.48E-05 Chromosome segregation ATPases [Cell division and cytoplasm [pmid 11256614] binding 2 2
3276 ENSG00000196865:ENSMUSG00000025078:ENSRNOG00000016948 NHLRC2 gi|42476013|ref|NPgi|42476013|ref|NP_940916.2| NHL repeat containing 2 [Homo s 726 79444 5.6 0 o Q 27 0.495 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 6.47 4.9E-05 X X X X X X X 0 1 1.22E-05 2.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 TlpA-like family, DipZ-like subfamily; composed electron carrier activity 2 2
3277 ENSG00000095383:ENSMUSG00000039813:ENSRNOG00000023348 TBC1D2 gi|62198225|ref|NPgi|62198225|ref|NP_060891.2| TBC1 domain family, member 2 [H 917 104165 6.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 1.96 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.22E-05 2.45E-05 PARIS-1 pleckstrin homology (PH) domain. PARIS-1 GTPase activator activity 1 2
3278 ENSG00000164308:NA:NA ERAP2 gi|11641261|ref|NPgi|11641261|ref|NP_071745.1| endoplasmic reticulum aminopept 960 110462 6.7 0 o Q 38 0.212 X X X X X X X 0 1 2 0 1 2 2 1.77 4.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.21E-05 2.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Peptidase family M1. Members of this family are endoplasmic reticulum lumen [pmid aminopeptidase activity [pmid 1 2
3279 ENSG00000100106:ENSMUSG00000033088:ENSRNOG00000010373 TRIOBP gi|88501738|ref|NPgi|88501738|ref|NP_001034230.1| TRIO and F-actin binding protein 2365 261373 8.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 3 0 1 3 3 1.31 4.9E-05 1 1.22E-05 2.43E-05 Pleckstrin homology (PH) domain. PH domains are actin cytoskeleton [pmid 11148140]; actin binding; GTP-Rho binding [pmid 1 3
3280 ENSG00000169905:ENSMUSG00000050565:ENSRNOG00000024849 TOR1AIP2 gi|21450775|ref|NPgi|21450775|ref|NP_659471.1| torsin A interacting protein 2 [Hom 470 51263 5 1 i214-236o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 1 0 0 0 2.13 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 0 1 1 1 4.47 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.19E-05 2.39E-05 Lamina-associated polypeptide 1C (LAP1C). This endoplasmic reticulum; integral to protein binding [pmid 15767459] 2 2
3281 ENSG00000087274:ENSMUSG00000029106:ENSRNOG00000013039 ADD1 gi|29826319|ref|NPgi|29826319|ref|NP_001110.2|;gi|29826321|ref|NP_054908.2|;gi|29826323|ref|NP_054909.2|;gi|29826325|ref|NP_789771.1|adducin 1 (alpha) isoform a [Hom 737 80955 5.8 0 o Q 20 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 6.24 4.8E-05 X X X X X X X 0 1 1.2E-05 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Class II Aldolase and Adducin head (N-terminal) actin cytoskeleton; membrane actin binding [pmid 1840603]; 2 2
3282 ENSG00000122299:ENSMUSG00000037965:ENSRNOG00000002420 ZC3H7A gi|27414497|ref|NPgi|27414497|ref|NP_054872.2| zinc finger CCCH-type containing 971 110538 7.3 0 o Q 0 0 X X X X X X X 0 1 2 0 1 2 2 2.16 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.2E-05 2.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Tetratricopeptide repeat domain; typically contains 34 intracellular; nucleus metal ion binding; nucleic acid binding; 1 2
3283 ENSG00000176658:ENSMUSG00000035441:ENSRNOG00000003276 MYO1D gi|51100974|ref|NPgi|51100974|ref|NP_056009.1| myosin ID [Homo sapiens] 1006 116202 9.4 0 o Q 0 0 X X X X X X X 0 3 4 2 2 2 2.061 6.26 4.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.19E-05 2.39E-05 X X X X X X X 0 1 2 2 0 0 0 1.39 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Myosin motor domain, type I myosins. Myosin I myosin actin binding; ATP binding; calmodulin 4 6
3284 ENSG00000110514:ENSMUSG00000040687:ENSRNOG00000012568 MADD gi|18860862|ref|NPgi|18860862|ref|NP_569826.1|;gi|18860864|ref|NP_569827.1|;gi|18860866|ref|NP_569828.1|;gi|18860868|ref|NP_569829.1|;gi|18860870|ref|NP_569830.1|;gi|18860873|ref|NP_569831.1|;gi|18860875|ref|NP_569832.1|;gi|18860877|ref|NP_003673.2|MAP-kinase activating death dom 1588 176586 6.1 0 o Q 30 0.029 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 2.9 4.8E-05 1 1.21E-05 2.42E-05 DENN (AEX-3) domain. DENN (after differentially cytoplasm [pmid 8988362]; plasma death receptor binding [pmid 9115275]; 2 2
3285 ENSG00000033030:ENSMUSG00000029427:ENSRNOG00000001243 ZCCHC8 gi|38044290|ref|NPgi|38044290|ref|NP_060082.2| zinc finger, CCHC domain contain 707 78577 4.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.69 4.6E-05 X X X X X X X 0 1 1.15E-05 2.31E-05 Zinc knuckle. The zinc knuckle is a zinc binding motif metal ion binding; nucleic acid binding; 1 2
3286 ENSG00000005156:ENSMUSG00000020697:ENSRNOG00000021815 LIG3 gi|73747829|ref|NPgi|73747829|ref|NP_039269.2|;gi|73747844|ref|NP_002302.2| ligase III, DNA, ATP-dependent is 1009 112907 9 0 o Q 16 0.035 X X X X X X X 0 1 2 0 0 2 2 1.49 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.16E-05 2.31E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ATP dependent DNA ligase C terminal region. This intracellular; nucleus [pmid 7565692] ATP binding; DNA binding [pmid 1 2
3287 ENSG00000138758:ENSMUSG00000058013:ENSRNOG00000002182 SEPT11 gi|8922712|ref|NP_gi|8922712|ref|NP_060713.1| septin 11 [Homo sapiens] 429 49398 6.8 0 o Q 29 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 1 1 1 1.2 16.32 4.6E-05 X X X X X X X 0 1 1.14E-05 2.28E-05 CDC/Septin. Septins are a conserved family of GTP- stress fiber [pmid 15485874] GTP binding; nucleotide binding; protein 2 2
3288 ENSG00000167447:ENSMUSG00000020495:ENSRNOG00000005769 C17orf71 gi|47777319|ref|NPgi|47777319|ref|NP_060619.4| hypothetical protein LOC55181 [H 991 109684 7.7 0 o Q 25 0.232 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.42 4.5E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.13E-05 2.26E-05 1 2
3289 ENSG00000203710:NA:NA CR1 gi|86793036|ref|NPgi|86793036|ref|NP_000564.2|;gi|86793109|ref|NP_000642.3| complement receptor 1 isoform F 2039 223675 6.9 1 o1974-1996i S 42 0.979 X X X X X X X 0 2 4 0 0 4 4 1.42 4.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.14E-05 2.29E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Domain abundant in complement control proteins; integral to plasma membrane [pmid complement component C3b receptor 2 4
3290 ENSG00000133026:ENSMUSG00000020900:ENSRNOG00000002886 MYH10 gi|41406064|ref|NPgi|41406064|ref|NP_005955.1| myosin, heavy polypeptide 10, no 1976 228997 5.5 0 o Q 29 0 X X X X X X X 0 4 6 6 0 0 0 2.94 0 X X X X X X X 0 3 7 7 0 0 0 2.38 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 1 0 0 0 0.86 0 X X X X X X X 0 3 5 5 0 0 0 2.23 0 10 104 103 1 1 2.389 5.72 4.6E-05 1 1.16E-05 2.32E-05 Myosin motor domain, type II myosins. Myosin II myosin [pmid 7499478] actin binding [pmid 7782316]; ATP 21 123
3291 ENSG00000136141:ENSMUSG00000068015:ENSRNOG00000009412 LRCH1 gi|33859670|ref|NPgi|33859670|ref|NP_055931.1| leucine-rich repeats and calponin 728 80885 5.9 1 o704-726i Q 41 0.345 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.3 4.5E-05 X X X X X X X 0 1 1.12E-05 2.24E-05 Leucine-rich repeats (LRRs), ribonuclease inhibitor sugar porter activity; transferase activity 1 2
3292 ENSG00000117859:ENSMUSG00000028559:ENSRNOG00000033593 OSBPL9 gi|20070331|ref|NPgi|20070331|ref|NP_078862.2|;gi|22547167|ref|NP_683703.1|;gi|22547169|ref|NP_683704.1|;gi|22547171|ref|NP_683705.1|;gi|22547173|ref|NP_683706.1|;gi|22547176|ref|NP_683707.1| oxysterol-binding protein-like prot 736 83185 6.2 0 o Q 35 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 7.61 4.4E-05 X X X X X X X 0 1 1.11E-05 2.22E-05 Oxysterol binding protein (OSBP) Pleckstrin homology 2 2
3293 ENSG00000011451:ENSMUSG00000024050:ENSRNOG00000006217 WIZ gi|151301215|ref|Ngi|151301215|ref|NP_067064.2| widely-interspaced zinc finger mo 794 85380 9.1 0 o Q 16 0.009 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.91 4.4E-05 X X X X X X X 0 1 1.11E-05 2.22E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
3294 ENSG00000112297:ENSMUSG00000019866:ENSRNOG00000025998 AIM1 gi|62988361|ref|NPgi|62988361|ref|NP_001615.1| absent in melanoma 1 [Homo sap 1723 188616 5.9 0 o Q 28 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.93 4.5E-05 1 1.11E-05 2.23E-05 Ricin-type beta-trefoil; Carbohydrate-binding domain sugar binding 1 2
3295 ENSG00000067646:ENSMUSG00000049576:ENSRNOG00000005624 LOC100130829 gi|169216333|ref|Xgi|169216333|ref|XP_001713744.1|;gi|71061446|ref|NP_003401.2| PREDICTED: hypothetical protein 801 90505 6.1 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 4.37 4.4E-05 X X X X X X X 0 1 1.1E-05 2.21E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
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PHA-TREATED LYMPHOCYTES NEsRESTING LYMPHOCYTES NEs

3296 ENSG00000034063:ENSMUSG00000001228:NA UHRF1 gi|115430233|ref|Ngi|115430233|ref|NP_037414.3|;gi|115430235|ref|NP_001041666.1|;gi|169205202|ref|XP_001724594.1| ubiquitin-like, containing PHD and 806 91100 7.4 0 o Q 21 0.016 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.23 4.4E-05 X X X X X X X 0 1 1.1E-05 2.19E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3297 ENSG00000198824:ENSMUSG00000047710:ENSRNOG00000000112 C13orf8 gi|41281612|ref|NPgi|41281612|ref|NP_115812.1| hypothetical protein LOC283489 [ 812 89099 8.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.71 4.4E-05 X X X X X X X 0 1 1.09E-05 2.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 preprotein translocase subunit SecD; PRK07766 intracellular metal ion binding; nucleic acid binding; 1 2
3298 ENSG00000003756:ENSMUSG00000032580:ENSRNOG00000018153 RBM5 gi|5032031|ref|NP_gi|5032031|ref|NP_005769.1| RNA binding motif protein 5 [Hom 815 92154 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 2 2 2 4.79 4.3E-05 X X X X X X X 0 1 1.08E-05 2.17E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 glycine rich nucleic binding domain; A predicted intracellular; nucleus [pmid 10352938] DNA binding [pmid 10352938]; metal 2 2
3299 ENSG00000133704:ENSMUSG00000040029:NA IPO8 gi|53759103|ref|NPgi|53759103|ref|NP_006381.2| importin 8 [Homo sapiens] 1037 119938 5.2 0 o Q 22 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 2 2 2 2.8 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.16E-05 Importin, protein involved in nuclear import cytoplasm; nuclear pore; nucleus binding; protein transporter activity; Ran 2 2
3300 ENSG00000130787:ENSMUSG00000000915:ENSRNOG00000001091 HIP1R gi|48762942|ref|NPgi|48762942|ref|NP_003950.1| huntingtin interacting protein-1-re 1068 119388 6.7 0 o Q 20 0 X X X X X X X 0 1 2 0 1 2 2 1.5 4.4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.09E-05 2.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ANTH domain. AP180 is an endocytotic accessory clathrin-coated vesicle; coated pit actin binding; phospholipid binding 1 2
3301 ENSG00000165458:ENSMUSG00000032737:ENSRNOG00000019730 INPPL1 gi|4755142|ref|NP_gi|4755142|ref|NP_001558.2| inositol polyphosphate phosphata 1258 138585 6.5 0 o Q 16 0.049 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 5 3 2 2 2.429 4.45 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.17E-05 Inositol polyphosphate phosphatase, catalytic domain inositol or phosphatidylinositol 3 5
3302 ENSG00000159459:ENSMUSG00000027272:ENSRNOG00000037207 UBR1 gi|28372497|ref|NPgi|28372497|ref|NP_777576.1| ubiquitin protein ligase E3 compo 1749 200209 6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.63 4.4E-05 1 1.1E-05 2.19E-05 ATP-dependent Clp protease adaptor protein ClpS. In ligase activity; metal ion binding; 1 2
3303 ENSG00000100504:ENSMUSG00000021069:ENSRNOG00000006388 PYGL gi|71037379|ref|NPgi|71037379|ref|NP_002854.3| glycogen phosphorylase, liver [Ho 847 97149 7.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.01 4.2E-05 X X X X X X X 0 1 1.04E-05 2.09E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Carbohydrate phosphorylase. The members of this glycogen phosphorylase activity [pmid 1 2
3304 ENSG00000151148:ENSMUSG00000029577:NA UBE3B gi|35493959|ref|NPgi|35493959|ref|NP_569733.2| ubiquitin protein ligase E3B [Hom 1068 123098 8.2 0 o Q 19 0.002 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 1.78 4.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.05E-05 2.1E-05 Domain Homologous to E6-AP Carboxyl Terminus intracellular ubiquitin-protein ligase activity 1 2
3305 ENSG00000065534:ENSMUSG00000022836:ENSRNOG00000002215 MYLK gi|116008188|ref|Ngi|116008188|ref|NP_444254.3|;gi|116008192|ref|NP_444253.3| myosin light chain kinase isoform 1845 203054 6.2 0 o Q 19 0.013 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.19 4.2E-05 1 1.04E-05 2.08E-05 1 2
3306 ENSG00000147854:ENSMUSG00000024817:ENSRNOG00000011308 UHRF2 gi|23312364|ref|NPgi|23312364|ref|NP_690856.1| Np95-like ring finger protein [Hom 802 89985 8.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.37 4.1E-05 X X X X X X X 0 1 1.02E-05 2.03E-05 RING-finger (Really Interesting New Gene) domain, a nucleus [pmid 12176013] DNA binding; ligase activity; metal ion 1 2
3307 ENSG00000143631:NA:NA FLG gi|60097902|ref|NPgi|60097902|ref|NP_002007.1| filaggrin [Homo sapiens] 4061 435180 9.2 0 o Q 20 0 X X X X X X X 0 2 7 0 2 7 7 0.69 4E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.01E-05 2.01E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 S-100/ICaBP-like domain; S-100/intestinal calcium cytoplasmic membrane-bound vesicle [pmid calcium ion binding [pmid 8417356]; 2 7
3308 ENSG00000196547:ENSMUSG00000038886:ENSRNOG00000012055 MAN2A2 gi|51477716|ref|NPgi|51477716|ref|NP_006113.2| mannosidase, alpha, class 2A, me 1150 130538 6.8 1 i7-26o A 22 0.148 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 1.65 3.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.75E-06 1.95E-05 Alpha mannosidase, middle domain. Members of this Golgi membrane; integral to membrane; alpha-mannosidase activity; hydrolase 1 2
3309 ENSG00000153107:ENSMUSG00000014355:ENSRNOG00000016965 ANAPC1 gi|12056971|ref|NPgi|12056971|ref|NP_073153.1|;gi|169164061|ref|XP_001713902.1| anaphase promoting complex sub 1944 216498 6.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 0.87 3.9E-05 1 9.87E-06 1.97E-05 1 2
3310 ENSG00000184863:ENSMUSG00000048271:ENSRNOG00000028372 RBM33 gi|151301053|ref|Ngi|151301053|ref|NP_444271.2|;gi|154448888|ref|NP_001008408.2| RNA binding motif protein 33 isofo 1170 129986 6.9 0 o Q 15 0.071 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 2 0 0 2 2 3.08 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.59E-06 1.92E-05 2 2
3311 ENSG00000159363:ENSMUSG00000036622:ENSRNOG00000008052 ATP13A2 gi|13435129|ref|NPgi|13435129|ref|NP_071372.1| ATPase type 13A2 [Homo sapien 1180 128793 8.1 11 o45-67i236-253oQ 18 0.008 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 0.76 3.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.51E-06 1.9E-05 haloacid dehalogenase-like hydrolase. This family are endoplasmic reticulum; integral to ATP binding; ATPase activity; ATPase 1 2
3312 ENSG00000120685:NA:NA C13orf23 gi|125656155|ref|Ngi|125656155|ref|NP_079414.3|;gi|125858485|ref|NP_733837.2| hypothetical protein LOC80209 is 944 95698 8.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 0 0 2 2 1.69 3.7E-05 X X X X X X X 0 1 9.36E-06 1.87E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
3313 ENSG00000083799:ENSMUSG00000036712:ENSRNOG00000014048 CYLD gi|109637776|ref|Ngi|109637776|ref|NP_001035877.1|;gi|14165258|ref|NP_056062.1| ubiquitin carboxyl-terminal hydrola 953 107044 5.6 0 o Q 32 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.89 3.7E-05 X X X X X X X 0 1 9.27E-06 1.85E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3314 ENSG00000163554:ENSMUSG00000026532:ENSRNOG00000003537 SPTA1 gi|115298659|ref|Ngi|115298659|ref|NP_003117.2| spectrin, alpha, erythrocytic 1 [Ho 2419 280013 5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 4 0 3 4 4 2.11 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.27E-06 1.85E-05 3 4
3315 ENSG00000143515:ENSMUSG00000060671:ENSRNOG00000020822 ATP8B2 gi|40316837|ref|NPgi|40316837|ref|NP_065185.1| ATPase, class I, type 8B, membe 1223 138719 6.9 9 o102-124i309-33Q 26 0.389 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 2.04 3.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.17E-06 1.83E-05 Cation transport ATPase [Inorganic ion transport and integral to membrane; membrane ATP binding; ATPase activity; ATPase 1 2
3316 ENSG00000197150:ENSMUSG00000028973:ENSRNOG00000008557 ABCB8 gi|156105685|ref|Ngi|156105685|ref|NP_009119.2| ATP-binding cassette, sub-family 718 78081 8.9 3 i128-150o181-20Q 56 0.007 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 7 6 1 1 1.167 5.43 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 9.11E-06 1.82E-05 2 7
3317 ENSG00000173889:ENSMUSG00000037652:ENSRNOG00000009491 PHC3 gi|148612879|ref|Ngi|148612879|ref|NP_079223.3| polyhomeotic like 3 [Homo sapien 995 107480 6.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.81 3.6E-05 X X X X X X X 0 1 8.88E-06 1.78E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3318 ENSG00000111670:ENSMUSG00000035311:ENSRNOG00000005228 GNPTAB gi|38202211|ref|NPgi|38202211|ref|NP_077288.2| N-acetylglucosamine-1-phosphate 1256 143621 7.2 2 i20-42o1213-123A 35 0.088 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 1.35 3.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.93E-06 1.79E-05 Domain found in Notch and Lin-12; The Notch protein integral to membrane; lysosome; calcium ion binding; transcription factor 1 2
3319 ENSG00000157483:ENSMUSG00000032220:ENSRNOG00000011886 MYO1E gi|55956916|ref|NPgi|55956916|ref|NP_004989.2| myosin IE [Homo sapiens] 1108 127062 8.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 2 0 0 0 1.53 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 1 1 0 0 0 1.53 0 X X X X X X X 0 1 1 1 0 0 0 1.17 0 1 1 0 1 1 1 1.26 3.5E-05 1 8.66E-06 1.73E-05 Src homology 3 domains; SH3 domains bind to myosin actin binding; ATP binding; ATPase 4 5
3320 ENSG00000090920:ENSMUSG00000047730:ENSRNOG00000019129 FCGBP gi|154146262|ref|Ngi|154146262|ref|NP_003881.2| Fc fragment of IgG binding protein 5405 572021 5.3 0 o S 22 0.993 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 0.15 3.5E-05 X X X X X X X 0 X X X X X X X 0 1 8.69E-06 1.74E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 1 1 0 0 0.52 0 0 0 0 2 2
3321 ENSG00000152465:ENSMUSG00000026643:ENSRNOG00000026248 NMT2 gi|4758816|ref|NP_gi|4758816|ref|NP_004799.1| N-myristoyltransferase 2 [Homo s 498 56980 7.6 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 2 0 0 0 2.81 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 4.22 3.3E-05 1 1 1 0 0 0 3.01 0 1 8.19E-06 1.64E-05 Myristoyl-CoA:protein N-myristoyltransferase, N- acyltransferase activity; glycylpeptide N- 3 4
3322 ENSG00000171634:NA:NA BPTF gi|38788260|ref|NPgi|38788260|ref|NP_004450.3|;gi|38788274|ref|NP_872579.2| bromodomain PHD finger transcri 2903 322217 6.4 0 o Q 23 0.003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6 0 0 6 6 0.62 3.4E-05 X X X X X X X 0 1 8.43E-06 1.69E-05 DDT domain. This domain is approximately 60 cytoplasm [pmid 7621746]; nucleus [pmid DNA-dependent ATPase activity [pmid 1 6
3323 ENSG00000187790:ENSMUSG00000055884:ENSRNOG00000023098 FANCM gi|74959747|ref|NPgi|74959747|ref|NP_065988.1| Fanconi anemia, complementatio 2048 232190 6.1 1 i102-124o Q 22 0.411 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 0.78 3.2E-05 X X X X X X X 0 1 7.97E-06 1.59E-05 Helicase superfamily c-terminal domain; associated nucleus ATP binding; ATP-dependent helicase 1 4
3324 ENSG00000120586:ENSMUSG00000026712:ENSRNOG00000018251 MRC1 gi|4505245|ref|NP_gi|4505245|ref|NP_002429.1|;gi|57546917|ref|NP_001009567.1| mannose receptor C type 1 precu 1456 166011 6.5 1 o1388-1410i S 20 0.992 X X X X X X X 0 2 2 0 0 2 2 2.06 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.01E-06 1.6E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ricin-type beta-trefoil; Carbohydrate-binding domain integral to plasma membrane [pmid calcium ion binding; mannose binding 2 2
3325 ENSG00000108582:ENSMUSG00000020841:ENSRNOG00000003873 CPD gi|22202611|ref|NPgi|22202611|ref|NP_001295.2| carboxypeptidase D precursor [Ho 1380 152931 6 1 o1300-1322i S 32 1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 0.87 3.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.13E-06 1.63E-05 Prophage tail fibre N-terminal. This domain is found at integral to membrane; membrane; carboxypeptidase A activity; 1 2
3326 ENSG00000197323:ENSMUSG00000033014:ENSRNOG00000018946 TRIM33 gi|74027249|ref|NPgi|74027249|ref|NP_056990.3|;gi|74027251|ref|NP_148980.2| tripartite motif-containing 33 prote 1127 122533 6.7 0 o Q 35 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.04 3.1E-05 X X X X X X X 0 1 7.84E-06 1.57E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 B-Box-type zinc finger; zinc binding domain intracellular; nucleus DNA binding; metal ion binding; protein 1 2
3327 ENSG00000172716:ENSMUSG00000035208:ENSRNOG00000021412 SLFN11 gi|157388965|ref|Ngi|157388965|ref|NP_689483.3| schlafen family member 11 [Homo 901 102836 7.8 0 o Q 16 0 X X X X X X X 0 2 3 2 1 1 1.222 4.66 3.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.91E-06 1.58E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
3328 ENSG00000144550:ENSMUSG00000030270:ENSRNOG00000023077 CPNE9 gi|88703066|ref|NPgi|88703066|ref|NP_705899.2| copine-like protein [Homo sapiens 553 61864 5.3 0 o Q 35 0 X X X X X X X 0 1 2 2 0 0 0 1.63 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.97 3E-05 X X X X X X X 0 1 7.38E-06 1.48E-05 VWA Copine: Copines are phospholipid-binding 2 3
3329 ENSG00000113318:ENSMUSG00000014850:ENSRNOG00000013673 MSH3 gi|68303635|ref|NPgi|68303635|ref|NP_002430.2| mutS homolog 3 [Homo sapiens] 1137 127440 8.1 0 o S 22 0.876 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.41 2.9E-05 X X X X X X X 0 1 7.18E-06 1.44E-05 MutS3 homolog in eukaryotes. The MutS protein nucleus [pmid 8942985] ATP binding; damaged DNA binding; 1 2
3330 ENSG00000171467:ENSMUSG00000015597:ENSRNOG00000018741 ZNF318 gi|120587019|ref|Ngi|120587019|ref|NP_055160.2| zinc finger protein 318 [Homo sap 2279 251110 7.2 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 0 1 4 4 1.23 2.9E-05 X X X X X X X 0 1 7.16E-06 1.43E-05 1 4
3331 ENSG00000126001:ENSMUSG00000038241:ENSRNOG00000019340 CEP250 gi|21735548|ref|NPgi|21735548|ref|NP_009117.2|;gi|80861458|ref|NP_001030595.1| centrosomal protein 2 isoform 1 [H 2442 281134 5 0 o Q 27 0.002 X X X X X X X 0 2 3 0 0 3 3 1.52 2.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.16E-06 1.43E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 RecF/RecN/SMC N terminal domain. This domain is centrosome [pmid 9647649] protein kinase binding [pmid 9647649] 2 3
3332 ENSG00000188994:ENSMUSG00000039967:ENSRNOG00000031031 ZNF292 gi|150170718|ref|Ngi|150170718|ref|NP_055836.1| zinc finger protein 292 [Homo sap 2723 304815 7.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.48 2.8E-05 1 7.05E-06 1.41E-05 1 2
3333 ENSG00000197299:ENSMUSG00000030528:ENSRNOG00000011213 BLM gi|4557365|ref|NP_gi|4557365|ref|NP_000048.1| Bloom syndrome protein [Homo s 1417 159000 7.5 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 1 1 1 1.059 2.75 2.9E-05 1 7.17E-06 1.43E-05 Helicase superfamily c-terminal domain; associated intracellular; nucleus ATP binding; ATP-dependent DNA 2 2
3334 ENSG00000213079:ENSMUSG00000046201:ENSRNOG00000016919 RBM16 gi|62460633|ref|NPgi|62460633|ref|NP_055707.3| RNA-binding motif protein 16 [Ho 1271 140519 8.3 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 2.75 2.8E-05 X X X X X X X 0 1 6.95E-06 1.39E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CID (CTD-Interacting Domain) domain family; CID is nucleotide binding; RNA binding 1 2
3335 ENSG00000183020:ENSMUSG00000002957:ENSRNOG00000019534 AP2A2 gi|27477041|ref|NPgi|27477041|ref|NP_036437.1| adaptor-related protein complex 2 939 103960 7 0 o Q 26 0.001 X X X X X X X 0 1 1 1 0 0 0 1.28 0 X X X X X X X 0 2 2 1 1 1 1.333 6.82 2.5E-05 X X X X X X X 0 1 6.27E-06 1.25E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 3 3 0 0 0 3.3 0 0 0 0 Alpha adaptin AP2, C-terminal domain. Alpha adaptin AP-2 adaptor complex; clathrin coat of trans- binding; lipid binding; structural 5 6
3336 ENSG00000083223:ENSMUSG00000035248:ENSRNOG00000016629 ZCCHC6 gi|58331272|ref|NPgi|58331272|ref|NP_078893.2| zinc finger, CCHC domain contain 1495 171228 6.8 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.14 2.4E-05 X X X X X X X 0 1 5.91E-06 1.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Zinc knuckle. The zinc knuckle is a zinc binding motif metal ion binding; nucleic acid binding; 1 2
3337 ENSG00000065618:ENSMUSG00000025064:ENSRNOG00000012110 COL17A1 gi|119829187|ref|Ngi|119829187|ref|NP_000485.3| alpha 1 type XVII collagen [Homo 1497 150419 8.8 1 i467-489o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1 2.4E-05 X X X X X X X 0 1 5.9E-06 1.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3338 ENSG00000090615:ENSMUSG00000029502:ENSRNOG00000037437 GOLGA3 gi|30089940|ref|NPgi|30089940|ref|NP_005886.2| Golgi autoantigen, golgin subfami 1498 167354 5.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.13 2.4E-05 X X X X X X X 0 1 5.9E-06 1.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Chromosome segregation ATPases [Cell division and Golgi apparatus [pmid 8315394]; Golgi transporter activity [pmid 8315394] 1 2
3339 ENSG00000186566:ENSMUSG00000034621:ENSRNOG00000021044 GPATCH8 gi|50962882|ref|NPgi|50962882|ref|NP_001002909.1| G patch domain containing 8 [Hom 1502 164197 8.7 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 1.13 2.4E-05 X X X X X X X 0 1 5.88E-06 1.18E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Spectrin repeats, found in several proteins involved in 1 2
3340 ENSG00000173473:ENSMUSG00000032481:ENSRNOG00000020804 SMARCC1 gi|21237802|ref|NPgi|21237802|ref|NP_003065.2| SWI/SNF-related matrix-associate 1105 122721 5.8 0 o S 30 0.806 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 3 4 3 1 1 1.429 7.06 2.3E-05 X X X X X X X 0 1 5.71E-06 1.14E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 SWIRM domain. This SWIRM domain is a small chromatin; nucleoplasm [pmid 8804307]; chromatin binding; DNA binding; protein 3 4
3341 ENSG00000167258:ENSMUSG00000003119:ENSRNOG00000006000 CRKRS gi|157817023|ref|Ngi|157817023|ref|NP_057591.2|;gi|157817073|ref|NP_055898.1| Cdc2-related kinase, arginine/ser 1490 164154 9.4 0 o Q 27 0.001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4 4 0 0 0 1.14 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.81 2.2E-05 X X X X X X X 0 1 5.48E-06 1.1E-05 2 6
3342 ENSG00000103194:ENSMUSG00000031826:ENSRNOG00000016509 USP10 gi|119220605|ref|Ngi|119220605|ref|NP_005144.2| ubiquitin specific protease 10 [Ho 798 87134 5.3 0 o Q 16 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 2.51 2.2E-05 X X X X X X X 0 1 5.53E-06 1.11E-05 X X X X X X X 0 1 1 1 1 0 0 1.25 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
3343 ENSG00000183495:ENSMUSG00000029505:ENSRNOG00000037483 EP400 gi|56549696|ref|NPgi|56549696|ref|NP_056224.2| E1A binding protein p400 [Homo 3122 339693 9.2 0 o Q 20 0 X X X X X X X 0 1 3 0 1 3 3 1.02 2.2E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.6E-06 1.12E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Helicase superfamily c-terminal domain; associated nucleus ATP binding; DNA binding; helicase 1 3
3344 ENSG00000187908:ENSMUSG00000047517:ENSRNOG00000020560 DMBT1 gi|148539840|ref|Ngi|148539840|ref|NP_004397.2|;gi|148539842|ref|NP_015568.2|;gi|148539844|ref|NP_060049.2| deleted in malignant brain tumors 1785 193970 5.4 0 o S 20 0.902 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 1.18 2E-05 X X X X X X X 0 1 4.95E-06 9.9E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3345 ENSG00000107331:ENSMUSG00000026944:ENSRNOG00000014268 ABCA2 gi|45446740|ref|NPgi|45446740|ref|NP_001597.2|;gi|47078218|ref|NP_997698.1| ATP-binding cassette, sub-family 2436 269945 6.8 13 o20-42i54-76o70A 45 0.047 X X X X X X X 0 1 2 0 0 2 2 0.9 1.9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.79E-06 9.57E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 ABC transporter. ABC transporters for a large family ATP-binding cassette (ABC) transporter ATP binding; ATPase activity; ATPase 1 2
3346 ENSG00000103335:ENSMUSG00000014444:ENSRNOG00000013913 FAM38A gi|169210119|ref|Xgi|169210119|ref|XP_001714650.1|;gi|169210591|ref|XP_001717148.1| PREDICTED: family with sequenc 2561 290660 7.5 30 i119-141o161-18Q 28 0.022 X X X X X X X 0 2 2 0 0 2 2 1.72 1.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.55E-06 9.11E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 2
3347 ENSG00000152223:ENSMUSG00000039840:ENSRNOG00000022159 KIAA1632 gi|93204865|ref|NPgi|93204865|ref|NP_066015.2| hypothetical protein LOC57724 [H 2579 292479 6.4 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 1 2 0 1 2 2 0.66 1.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.35E-06 8.7E-06 1 2
3348 ENSG00000198734:ENSMUSG00000026579:ENSRNOG00000002815 F5 gi|105990535|ref|Ngi|105990535|ref|NP_000121.2| coagulation factor V precursor [Ho 2224 251701 6 0 o S 29 0.98 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.81 1.6E-05 X X X X X X X 0 1 3.97E-06 7.94E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 2
3349 ENSG00000197969:ENSMUSG00000046230:ENSRNOG00000025539 VPS13A gi|15619008|ref|NPgi|15619008|ref|NP_056001.1|;gi|66346672|ref|NP_001018047.1|;gi|66346674|ref|NP_150648.2|;gi|66346676|ref|NP_001018048.1| vacuolar protein sorting 13A isofo 3095 350903 6 0 o Q 17 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 2 2 1 0 1 1.25 0.97 1.6E-05 1 3.88E-06 7.75E-06 Protein of unknown function (DUF1162). This family intracellular [pmid 11381254] intracellular transporter activity [pmid 2 2
3350 ENSG00000131503:ENSMUSG00000024483:ENSRNOG00000030247 MASK-BP3 gi|37620163|ref|NPgi|37620163|ref|NP_065741.3|;gi|38683807|ref|NP_115593.3|;gi|38683816|ref|NP_942592.1|;gi|46519147|ref|NP_060217.1|ANKHD1-EIF4EBP3 protein [Hom 2617 277173 5.9 0 o Q 0 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 0.8 1.3E-05 X X X X X X X 0 1 3.37E-06 6.75E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 Ankyrin repeat. There's no clear separation between RNA binding 1 2
3351 ENSG00000118058:ENSMUSG00000002028:ENSRNOG00000015133 MLL gi|56550039|ref|NPgi|56550039|ref|NP_005924.2| myeloid/lymphoid or mixed-lineag 3969 431768 9.1 0 o Q 49 0.279 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 0.48 8.9E-06 X X X X X X X 0 1 2.23E-06 4.45E-06 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 CXXC zinc finger. This domain contains eight nucleus [pmid 11313484] ATP binding; DNA binding; metal ion 1 2

Protein Counts 475 2114 401 2121 148 251 1997 84 1463 1409

3352 gi|119395750|ref|Ngi|119395750|ref|NP_006112.3| keratin 1 [Homo sapiens] 644 66039 8.1 12 64 42 5 22 63.63 36.02 0.01602 32 230 136 6 94 228.8 57.3 0.00829 22 58 42 9 16 49.6 28.26 0.01447 13 103 48 3 55 102.5 33.7 0.00281 1 2 0 0 2 2 1.55 0.00126 5 0.010398 0.006061 5 15 13 1 2 15 17.7 0.01034 17 72 55 4 17 71.77 46.58 0.0025 X X X X X X X 0 4 11 5 2 6 11 13.66 0.00028 12 33 23 1 10 33 22.83 0.00197 4 0.003771 0.00448 118 588
3353 gi|47132620|ref|NPgi|47132620|ref|NP_000414.2| keratin 2 [Homo sapiens] 639 65433 8 7 18 15 1 3 8.541 20.03 0.00217 21 114 97 1 17 93.17 46.48 0.0034 3 4 0 0 4 4 7.36 0.00118 9 31 30 1 1 14 27.39 0.00039 2 4 0 0 4 4 5.32 0.00255 5 0.001783 0.001302 1 1 0 0 1 1 3.13 0.00069 11 27 23 1 4 21.78 29.89 0.00076 X X X X X X X 0 1 1 0 0 1 1 6.89 2.6E-05 2 2 0 0 2 2 6.26 0.00012 4 0.000401 0.000382 57 202
3354 Contaminant_UBIQContaminant_UBIQUITIN08;gi|11024714|ref|NP_061828.1|;gi|4506713|ref|NP_002945.1|;gi|67191208|ref|NP_066289.2|;gi|77539055|ref|NP_001029102.1| no description 76 8565 7.2 3 5 0 0 5 5 53.95 0.01067 2 4 0 0 4 4 32.89 0.00123 2 12 0 0 12 12 21.05 0.02966 3 7 0 0 7 7 61.84 0.00163 X X X X X X X 0 4 0.010797 0.013313 1 2 0 0 2 2 17.11 0.01168 3 16 0 0 16 16 50 0.00472 X X X X X X X 0 3 13 0 0 13 13 44.74 0.00279 3 5 0 0 5 5 38.16 0.00253 4 0.00543 0.004281 20 64
3355 gi|40354192|ref|NPgi|40354192|ref|NP_000412.2| keratin 10 [Homo sapiens] 584 58827 5.2 13 61 3 12 58 60.9 35.45 0.01691 21 362 0 21 362 362 44.52 0.01446 16 30 1 15 29 29.94 34.76 0.00963 21 296 0 21 296 296 47.6 0.00895 X X X X X X X 0 4 0.012488 0.003834 2 2 0 2 2 2 5.99 0.00152 16 107 0 16 107 107 42.64 0.00411 X X X X X X X 0 8 37 0 8 37 37 21.4 0.00103 4 6 0 4 6 6 11.13 0.00039 4 0.001765 0.00163 101 901
3356 gi|55956899|ref|NPgi|55956899|ref|NP_000217.2| keratin 9 [Homo sapiens] 623 62064 5.2 12 38 0 12 38 38 37.72 0.00989 17 266 0 17 266 266 52.81 0.00996 7 20 0 7 20 20 11.08 0.00603 14 264 0 14 264 264 40.77 0.00749 X X X X X X X 0 4 0.008342 0.001922 3 6 0 3 6 6 11.4 0.00427 10 84 0 10 84 84 31.3 0.00302 X X X X X X X 0 8 86 0 8 86 86 28.73 0.00225 6 10 0 6 10 10 15.89 0.00062 4 0.002542 0.001531 77 774
3357 Contaminant_KER Contaminant_KERATIN22 no description 645 65865 8 6 16 13 1 3 7.791 19.38 0.00196 21 99 97 1 2 10.96 46.82 0.0004 3 4 0 0 4 4 7.29 0.00117 8 30 30 0 0 0 17.98 0 2 4 0 0 4 4 5.27 0.00252 4 0.00088 0.000867 1 1 0 0 1 1 3.1 0.00069 11 24 23 1 1 5.445 30.39 0.00019 X X X X X X X 0 1 1 0 0 1 1 6.82 2.5E-05 2 2 0 0 2 2 6.2 0.00012 4 0.000255 0.000296 55 181
3358 Contaminant_gi|74Contaminant_gi|7463016|pir||S77957 lysyl endopeptidase (EC 3.4.21.50 269 27961 6.7 7 27 0 7 27 27 42.38 0.01628 9 48 0 9 48 48 44.98 0.00416 4 20 0 4 20 20 7.43 0.01397 2 4 0 2 4 4 20.45 0.00026 X X X X X X X 0 4 0.008668 0.00768 6 16 0 6 16 16 30.86 0.0264 7 21 0 7 21 21 35.32 0.00175 X X X X X X X 0 1 1 0 1 1 1 7.06 6.1E-05 X X X X X X X 0 3 0.007053 0.012924 36 137
3359 Contaminant_KER Contaminant_KERATIN05 no description 471 51531 5.2 6 8 7 0 1 5.05 13.59 0.00174 10 42 14 0 28 33.88 31.42 0.00168 2 3 1 0 2 2.065 5.31 0.00082 9 59 12 0 47 54.12 29.51 0.00203 X X X X X X X 0 4 0.001567 0.000519 X X X X X X X 0 5 9 3 0 6 7.545 20.81 0.00036 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 8.99E-05 0.00018 32 121
3360 gi|4557701|ref|NP_gi|4557701|ref|NP_000413.1| keratin 17 [Homo sapiens] 432 48106 5 3 6 6 0 0 0 6.94 0 7 26 9 3 17 19.26 22.45 0.00104 1 1 1 0 0 0 1.85 0 3 6 0 3 6 6 12.5 0.00025 X X X X X X X 0 2 0.000321 0.000493 X X X X X X X 0 1 6 0 1 6 6 5.32 0.00031 X X X X X X X 0 1 1 0 1 1 1 5.32 3.8E-05 1 2 0 0 2 2 3.24 0.00018 3 0.000132 0.000142 17 48
3361 Contaminant_UBIQContaminant_UBIQUITIN03;gi|38045948|ref|NP_003326.2| no description 1011 111720 5.9 2 3 0 0 3 3 3.07 0.00048 X X X X X X X 0 1 3 0 0 3 3 1.58 0.00056 3 4 0 0 4 4 7.12 7E-05 X X X X X X X 0 3 0.000277 0.000283 X X X X X X X 0 2 2 0 0 2 2 5.54 4.4E-05 X X X X X X X 0 2 9 0 0 9 9 6.73 0.00015 X X X X X X X 0 2 4.74E-05 6.85E-05 10 21
3362 Contaminant_TRY Contaminant_TRYPSIN no description 229 23993 7.9 4 73 0 4 73 73 26.64 0.0517 X X X X X X X 0 3 4 2 1 2 2.5 17.03 0.00205 1 2 0 1 2 2 8.73 0.00015 X X X X X X X 0 3 0.013475 0.025497 3 19 0 3 19 19 22.27 0.03683 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.009207 0.018414 11 98
3363 Contaminant_gi|14Contaminant_gi|14278658|pdb|1IC6|A Chain A, Structure Of A Serine Pr 279 28935 7.7 X X X X X X X 0 X X X X X X X 0 8 13 0 8 13 13 22.22 0.00875 X X X X X X X 0 2 2 0 2 2 2 7.17 0.00292 2 0.002189 0.004377 X X X X X X X 0 X X X X X X X 0 2 3 0 2 3 3 9.32 0.00752 X X X X X X X 0 5 12 0 5 12 12 17.92 0.00165 2 0.000413 0.000826 17 30
3364 gi|5031839|ref|NP_gi|5031839|ref|NP_005545.1| keratin 6A [Homo sapiens] 564 60045 8 6 14 12 0 2 4.175 12.94 0.0012 15 64 59 2 5 33.32 37.06 0.00138 3 12 1 0 11 11.46 7.09 0.00382 10 34 28 2 6 18.87 25 0.00059 X X X X X X X 0 4 0.001747 0.001421 X X X X X X X 0 3 8 8 0 0 0 5.85 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 37 132
3365 gi|24430192|ref|NPgi|24430192|ref|NP_005548.2| keratin 16 [Homo sapiens] 473 51268 5 4 7 7 0 0 0 8.88 0 13 37 14 6 23 28.73 37 0.00142 1 1 1 0 0 0 1.69 0 10 37 11 7 26 29.96 36.58 0.00112 X X X X X X X 0 2 0.000634 0.000742 X X X X X X X 0 4 8 3 2 5 6.288 16.7 0.0003 X X X X X X X 0 X X X X X X X 0 1 2 0 0 2 2 2.96 0.00016 2 0.000115 0.000144 33 92
3366 Contaminant_KER Contaminant_KERATIN04;gi|131412225|ref|NP_705694.2| no description 458 49644 4.9 2 2 2 0 0 0 5.02 0 7 24 10 0 14 15.92 17.25 0.00081 1 1 1 0 0 0 1.75 0 4 27 10 0 17 19.44 17.03 0.00075 1 1 0 0 1 1 4.37 0.00089 3 0.00039 0.000451 X X X X X X X 0 2 3 2 0 1 1.167 10.26 5.7E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.43E-05 2.86E-05 17 58
3367 gi|119395754|ref|Ngi|119395754|ref|NP_000415.2| keratin 5 [Homo sapiens] 590 62378 7.8 5 9 8 1 1 1.688 8.81 0.00046 13 47 39 5 8 20.71 23.73 0.00082 3 3 1 2 2 2.083 6.95 0.00066 12 35 24 6 11 25.6 25.59 0.00077 X X X X X X X 0 4 0.000678 0.000157 X X X X X X X 0 3 8 8 0 0 0 5.59 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 36 102
3368 gi|68563515|ref|NPgi|68563515|ref|NP_001020402.1| keratinocyte proline-rich protein [H 579 64136 8.3 0 o Q 27 0 X X X X X X X 0 5 9 0 5 9 9 17.96 0.00036 2 4 0 2 4 4 5.35 0.0013 3 6 0 3 6 6 13.13 0.00018 X X X X X X X 0 3 0.000461 0.000577 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 1 1 1 5.7 2.8E-05 X X X X X X X 0 1 7.05E-06 1.41E-05 11 20
3369 Contaminant_INT-SContaminant_INT-STD1 BSA 607 69271 6.1 X X X X X X X 0 6 13 0 6 13 13 15.32 0.0005 X X X X X X X 0 2 2 0 2 2 2 4.61 5.8E-05 X X X X X X X 0 2 0.000139 0.000242 X X X X X X X 0 5 9 3 4 6 9 14.33 0.00033 X X X X X X X 0 2 5 0 2 5 5 4.61 0.00013 X X X X X X X 0 2 0.000117 0.000157 15 29
3370 gi|15431323|ref|NPgi|15431323|ref|NP_002273.2| keratin 83 [Homo sapiens] 493 54168 5.5 X X X X X X X 0 3 14 0 3 14 14 11.36 0.00066 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000166 0.000331 X X X X X X X 0 2 4 0 2 4 4 6.29 0.00018 X X X X X X X 0 X X X X X X X 0 1 2 0 1 2 2 3.85 0.00016 2 8.44E-05 9.81E-05 6 20
3371 Contaminant_gi|11Contaminant_gi|117615|sp|P00766|CTRA_BOV Chymotrypsinogen A [Contains: C 245 25666 8.2 X X X X X X X 0 1 1 0 1 1 1 6.12 9.5E-05 X X X X X X X 0 2 4 0 2 4 4 11.84 0.00029 X X X X X X X 0 2 9.59E-05 0.000136 X X X X X X X 0 2 3 0 2 3 3 11.84 0.00027 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 6.87E-05 0.000137 5 8
3372 Contaminant_KER Contaminant_KERATIN13 no description 643 65494 6.6 7 42 42 0 0 0 16.64 0 26 136 136 0 0 0 37.95 0 16 46 42 2 4 12.4 26.28 0.00362 10 48 48 0 0 0 23.64 0 1 2 0 0 2 2 1.56 0.00127 2 0.000906 0.001812 4 13 13 0 0 0 9.64 0 13 55 55 0 0 0 29.7 0 X X X X X X X 0 2 5 5 0 0 0 4.04 0 11 23 23 0 0 0 13.69 0 0 0 0 90 370
3373 gi|14917115|ref|NPgi|14917115|ref|NP_002268.2| keratin 31 [Homo sapiens] 416 47237 4.9 X X X X X X X 0 2 4 2 0 2 3 13.22 0.00017 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 4.21E-05 8.41E-05 X X X X X X X 0 4 11 6 2 5 10 17.55 0.00054 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000135 0.00027 6 15
3374 gi|4557699|ref|NP_gi|4557699|ref|NP_000214.1| keratin 12 [Homo sapiens] 494 53511 4.8 2 4 3 1 1 1.05 6.07 0.00034 2 2 0 2 2 2 6.07 9.4E-05 1 1 1 0 0 0 1.62 0 X X X X X X X 0 X X X X X X X 0 2 0.00011 0.000163 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 5 7
3375 gi|24234699|ref|NPgi|24234699|ref|NP_002267.2| keratin 19 [Homo sapiens] 400 44106 5.1 2 5 5 0 0 0 4.75 0 6 8 6 1 2 2.209 16 0.00013 1 1 1 0 0 0 2 0 5 9 4 2 5 6.239 30.5 0.00028 X X X X X X X 0 2 0.000101 0.000131 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 14 23
3376 Contaminant_FCGContaminant_FCG3_HUMAN;gi|50726979|ref|NP_000560.5| owl|P08637| LOW AFFINITY IMM 254 29089 8.1 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1 0 0 1 1 5.12 7E-05 X X X X X X X 0 1 1.74E-05 3.48E-05 X X X X X X X 0 1 1 0 0 1 1 4.72 8.8E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.21E-05 4.42E-05 2 2
3377 gi|89357932|ref|NPgi|89357932|ref|NP_775487.2| keratin 5b [Homo sapiens] 520 56866 6 X X X X X X X 0 1 2 0 1 2 2 2.31 9E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.24E-05 4.49E-05 X X X X X X X 0 1 1 0 1 1 1 8.27 4.3E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 1.08E-05 2.16E-05 2 3
3378 gi|10337581|ref|NPgi|10337581|ref|NP_002270.1| type I hair keratin 3B [Homo sapie 404 46214 4.8 X X X X X X X 0 2 4 2 0 2 3 13.61 0.00017 X X X X X X X 0 1 1 0 1 1 1 5.2 4.4E-05 X X X X X X X 0 2 5.42E-05 8.19E-05 X X X X X X X 0 2 6 6 0 0 0 6.68 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 5 11
3379 gi|109255249|ref|Ngi|109255249|ref|NP_002263.2| keratin 4 [Homo sapiens] 594 63911 8.3 X X X X X X X 0 3 3 3 0 0 1.333 6.06 5.2E-05 X X X X X X X 0 1 2 0 1 2 2 6.06 5.9E-05 X X X X X X X 0 2 2.8E-05 3.24E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 4 5
3380 Contaminant_FCE Contaminant_FCEG_CAVPO;Contaminant_FCEG_RAT;gi|4758344|ref|NP_004097.1| owl|Q07249| HIGH AFFINITY IMM 86 9742 7.2 X X X X X X X 0 1 3 0 0 3 3 17.44 0.00081 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 0.000203 0.000407 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 3
3381 Contaminant_FCGContaminant_FCGB_HUMAN;Contaminant_FCGC_HUMAN;gi|50511926|ref|NP_001002274.1|;gi|50511928|ref|NP_001002275.1|;gi|50511930|ref|NP_003992.3|;gi|50511932|ref|NP_001002273.1| owl|P31994| LOW AFFINITY IMM 310 34028 6.2 X X X X X X X 0 1 4 0 0 4 4 9.03 0.0003 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 7.52E-05 0.00015 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 1 4
3382 Contaminant_FCGContaminant_FCGA_HUMAN;gi|50511936|ref|NP_067674.2| owl|P12318| LOW AFFINITY IMM 317 34990 6.8 X X X X X X X 0 2 3 0 0 3 3 14.83 0.00022 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 5.52E-05 0.00011 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 2 3
3383 gi|14917119|ref|NPgi|14917119|ref|NP_066293.2| keratin 34 [Homo sapiens] 436 49424 5.1 X X X X X X X 0 1 2 2 0 0 0 3.67 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 X X X X X X X 0 3 7 6 1 1 2 14.68 0.0001 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 1 2.57E-05 5.15E-05 4 9
3384 Contaminant_KER Contaminant_KERATIN10 no description 400 44106 5.1 2 5 5 0 0 0 4.75 0 3 6 6 0 0 0 7.5 0 1 1 1 0 0 0 2 0 4 5 4 1 1 1.248 24.75 5.5E-05 X X X X X X X 0 1 1.38E-05 2.76E-05 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 X X X X X X X 0 0 0 0 10 17
3385 Contaminant_KER Contaminant_KERATIN07 no description 473 50915 5.5 3 5 5 0 0 0 6.77 0 4 11 11 0 0 0 8.88 0 X X X X X X X 0 2 10 10 0 0 0 6.55 0 X X X X X X X 0 0 0 0 X X X X X X X 0 2 3 3 0 0 0 4.86 0 X X X X X X X 0 1 1 0 1 1 1 4.02 3.5E-05 X X X X X X X 0 1 8.63E-06 1.73E-05 12 30

20 30 21 25 6 9 24 1 13 11
2518 18027 1967 21454 743 861.7 17580 359.4 21754 9816

AVG SDV 495 2144 422 2146 154 260 2021 85 1476 1420
Spectral FDR (%) 0.274 0.2869 0 0.144 0.406 0.298 5.243 0 0.08 3.284 0.413 0.852
Protein FDR (%) 1.2739 0.4834 0 0.466 0.711 0.559 10.39 0 0.247 7.059 1.084 1.338
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SHUFFLED_gi|110349713|ref|NP_597676.2| FALSE POSITIVE 27051 3E+06 6.8 X X X X X X X X 1 1 0 1 1 1 0.04 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.05 X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.05 X X X X X X X X X 3 3
SHUFFLED_gi|41322923|ref|NP_958786.1| FALSE POSITIVE 4547 516204 5.8 X X X X X X X X 1 1 0 1 1 1 0.62 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 0.62 X X X X X X X X X 2 3
SHUFFLED_gi|118498345|ref|NP_008816.3| FALSE POSITIVE 3703 404422 6.2 X X X X X X X X 1 1 0 1 1 1 1.05 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.76 X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.7 X X X X X X X X X 3 3
SHUFFLED_gi|46593000|ref|NP_997555.1| FALSE POSITIVE 625 71878 5.4 X X X X X X X X 1 1 0 1 1 1 2.08 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 2.88 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|40353736|ref|NP_954660.1| FALSE POSITIVE 653 72400 6.3 X X X X X X X X 1 1 0 1 1 1 2.14 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 3.98 X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|21686999|ref|NP_660286.1| FALSE POSITIVE 524 60120 9.2 X X X X X X X X 1 1 0 1 1 1 3.05 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 4.58 X 2 2
SHUFFLED_gi|23199998|ref|NP_683759.1| FALSE POSITIVE 466 50411 9 X X X X X X X X 1 1 0 1 1 1 3.22 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 5.36 X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|18375525|ref|NP_542418.1| FALSE POSITIVE 443 51008 8.8 X X X X X X X X 1 1 0 1 1 1 3.61 X X X X X X X X X 1 1 0 1 1 1 3.61 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|169160618|ref|XP_001716617.1 FALSE POSITIVE 694 75815 10.4 X X X X X X X X 1 1 0 1 1 1 3.89 X 1 1 0 1 1 1 1.3 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|169201831|ref|XP_001717115.1 FALSE POSITIVE 228 24824 9.3 X X X X X X X X 1 4 0 1 4 4 10.53 X X X X X X X X X 1 18 0 1 18 18 10.53 X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 10.53 X X X X X X X X X 1 24 0 1 24 24 10.53 X X X X X X X X X 4 48
SHUFFLED_gi|150378539|ref|NP_149015.2| FALSE POSITIVE 5142 560709 6.5 X X X X X X X X X X X X X X X X 1 2 0 1 2 2 0.25 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2
SHUFFLED_gi|21493024|ref|NP_653080.1| FALSE POSITIVE 1684 181688 4.4 X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.95 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 2.14 X 2 2
SHUFFLED_gi|169205732|ref|XP_001714963.1 FALSE POSITIVE 1297 133451 11.8 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 0 1 1 0.54 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 0 1 1 1.23 X X X X X X X X X 2 2
SHUFFLED_gi|53759122|ref|NP_000029.2| FALSE POSITIVE 2843 311646 7.8 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.84 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.63 X X X X X X X X X 2 2
SHUFFLED_gi|62865621|ref|NP_001017388.1| FALSE POSITIVE 811 94564 6.8 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.97 X 1 1 0 1 1 1 3.58 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|53829374|ref|NP_003619.2| FALSE POSITIVE 1192 131868 8.9 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.43 X 1 1 0 1 1 1 2.1 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|61743954|ref|NP_001611.1| FALSE POSITIVE 5890 629113 6.1 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.37 X 1 1 0 1 1 1 0.22 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|47933379|ref|NP_003818.2| FALSE POSITIVE 295 33233 5.4 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 6.1 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 7.46 X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|33188459|ref|NP_004324.2| FALSE POSITIVE 766 84437 7.5 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.7 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.7 X X X X X X X X X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|23097308|ref|NP_149062.1| FALSE POSITIVE 8749 1E+06 5.5 X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.19 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.29 X 2 2
SHUFFLED_GR72_TOBAC FALSE POSITIVE 292 32260 4.6 X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 5.48 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2
SHUFFLED_gi|27777636|ref|NP_003191.1| FALSE POSITIVE 654 67600 6.5 X X X X X X X X X X X X X X X X X X X X X X X X 1 3 0 1 3 3 2.14 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 3
SHUFFLED_gi|110349717|ref|NP_597681.2| FALSE POSITIVE 27118 3E+06 6.7 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.06 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2 0 2 2 2 0.13 X 3 3
SHUFFLED_gi|51948366|ref|NP_060681.2| FALSE POSITIVE 678 72959 7.5 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.18 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 3.69 X X X X X X X X X X X X X X X X X 2 2
SHUFFLED_gi|89363047|ref|NP_004929.2| FALSE POSITIVE 1430 160045 6.8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.96 X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.96 X X X X X X X X X 2 2
SHUFFLED_gi|27369497|ref|NP_004258.2| FALSE POSITIVE 530 57857 10 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 6.6 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 3.58 X 2 2
SHUFFLED_gi|122937341|ref|NP_001073943.1 FALSE POSITIVE 922 100170 9 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 2.39 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 2.17 X 2 2
SHUFFLED_gi|26051235|ref|NP_060700.2| FALSE POSITIVE 1156 128979 5.1 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.12 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.21 X 2 2
SHUFFLED_gi|118572606|ref|NP_114141.2| FALSE POSITIVE 5635 613397 6.5 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.3 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.25 X 2 2
SHUFFLED_gi|109689718|ref|NP_001035937.1 FALSE POSITIVE 398 45097 8.6 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 4.27 X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 4.27 X X X X X X X X X X X X X X X X X 2 3
SHUFFLED_gi|169172238|ref|XP_001716959.1 FALSE POSITIVE 454 46573 4.8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 2.42 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2
SHUFFLED_gi|169171874|ref|XP_001719500.1 FALSE POSITIVE 127 14721 5.4 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 3 0 1 3 3 20.47 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 3
SHUFFLED_gi|10835109|ref|NP_066576.1| FALSE POSITIVE 1198 133619 5.8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 1 X X X X X X X X X X X X X X X X X X X X X X X X X 1 2
SHUFFLED_gi|7706457|ref|NP_057332.1| FALSE POSITIVE 1901 210511 5.4 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.58 X 1 1 0 1 1 1 1.37 X X X X X X X X X 2 2
SHUFFLED_gi|148839466|ref|NP_001019831.2 FALSE POSITIVE 2986 340261 6.1 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.27 X 1 1 0 1 1 1 0.9 X X X X X X X X X 2 2
SHUFFLED_gi|118600985|ref|NP_003421.2| FALSE POSITIVE 1191 137217 9.3 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 1.01 X 1 1 0 1 1 1 1.09 X X X X X X X X X 2 2
SHUFFLED_gi|5453992|ref|NP_006255.1| FALSE POSITIVE 2466 274930 6.4 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 0.53 X 1 1 0 1 1 1 1.38 X 2 2
SHUFFLED_gi|117553586|ref|NP_079216.4| FALSE POSITIVE 1870 215307 8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 0.7 X X X X X X X X X 1 2
SHUFFLED_gi|34101286|ref|NP_057191.2| FALSE POSITIVE 1074 117012 9 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 0.84 X X X X X X X X X 1 2
SHUFFLED_gi|153791492|ref|NP_001093131.1 FALSE POSITIVE 914 105473 5.6 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 1.86 X X X X X X X X X 1 2
SHUFFLED_gi|7705284|ref|NP_057322.1| FALSE POSITIVE 565 63177 5.8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 1 0 1 1 1 3.19 X 1 1 0 1 1 1 2.48 X 2 2
SHUFFLED_gi|21245108|ref|NP_631960.1| FALSE POSITIVE 185 20814 9.8 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 3 0 1 3 3 9.73 X X X X X X X X X 1 3
SHUFFLED_gi|40354192|ref|NP_000412.2| FALSE POSITIVE 584 58827 5.2 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 14 0 1 14 14 2.05 X 1 14
SHUFFLED_gi|5729862|ref|NP_006518.1| FALSE POSITIVE 270 31286 7.5 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 3 0 1 3 3 11.48 X 1 3
SHUFFLED_gi|54607108|ref|NP_113637.3| FALSE POSITIVE 920 96537 7.1 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2 0 2 2 2 5.54 X 2 2
SHUFFLED_gi|42558250|ref|NP_005889.3| FALSE POSITIVE 709 78366 5.2 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2 0 2 2 2 5.08 X 2 2
SHUFFLED_gi|117968621|ref|NP_542407.2| FALSE POSITIVE 425 47421 4.7 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 4.24 X 1 2
SHUFFLED_gi|40254889|ref|NP_061957.2| FALSE POSITIVE 372 42581 7.2 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 3.23 X 1 2
SHUFFLED_gi|18105054|ref|NP_055785.2| FALSE POSITIVE 792 91205 5.1 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 2.53 X 1 2
SHUFFLED_gi|169177000|ref|XP_001726994.1 FALSE POSITIVE 3783 405576 5.7 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 2 2 0 2 2 2 0.85 X 2 2
SHUFFLED_gi|169162052|ref|XP_943287.3| FALSE POSITIVE 4091 468512 7 X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X 1 2 0 1 2 2 0.42 X 1 2

Total % Total dNSAFavg % Total normalized spectral counts
Detected Proteins 3351
Proteins with PredHel>=1 768 22.92 0.43 26.23
Proteins with Signal Peptide/Anchor only 321 9.58 0.16 9.63
Soluble Proteins (no TM, no signal peptide) 2262 67.50 1.05 64.13
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